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1 Introduction 

1.1 Project Overview 

The City of Highland (City) received an application from Patriot Development Partners (project applicant) requesting 

the following approvals for development of the Sixth Street and Del Rosa Warehouse Project (project) located at 

the southeast corner of Sixth Street and Del Rosa Drive in Highland, California:  

▪ Conditional Use Permit (CUP 22-011) 

▪ Design Review (DRA 22-015) 

▪ Variance (VAR 22-004) 

The project includes design review for the construction of an approximately 47,899-square-foot, one-story 

industrial/warehouse facility on an approximately 2.83-acre (gross) property located in the southwestern part of 

the City. The project site’s Assessor’s Parcel Number is 0279-201-24. In addition to the industrial/warehouse 

building, the project would include loading docks, truck and vehicle parking, and landscape areas. 

1.2 California Environmental Quality Act Compliance 

The City is the lead California Environmental Quality Act (CEQA) agency responsible for the review and approval 

of the proposed project. Based on the findings of the initial study (IS), the City has made the determination that 

a mitigated negative declaration (MND) is the appropriate environmental document to be prepared in compliance 

with CEQA (PRC Section 21000 et seq.). As stated in CEQA Section 21064, an MND may be prepared for a project 

subject to CEQA when an IS has identified no potentially significant effects on the environment. 

This draft IS/MND has been prepared by the City as lead agency and is in conformance with Section 15070(a) of 

the CEQA Guidelines (14 CCR 15000 et seq.). The purpose of the MND and the IS Checklist is to determine any 

potentially significant impacts associated with the proposed project and to incorporate mitigation measures into 

the project design, as necessary, to reduce or eliminate the significant or potentially significant effects of the project. 

1.3 Project Planning Setting 

In accordance with CEQA, a good faith effort has been made during the preparation of this IS/MND to contact 

affected agencies, organizations, and persons who may have an interest in this project.  

In reviewing the IS/MND, affected public agencies and the interested public should focus on the sufficiency of the 

document in identifying and analyzing the project’s possible impacts on the environment. The Draft IS/MND and 

related documents are available for review on City’s website (https://www.cityofhighland.org/209/Public-Notices). 

Comments on the IS/MND may be made in writing before the end of the public review period. Following the close 

of the public comment period, the City will consider this IS/MND and comments thereto in determining whether to 

approve the proposed project.  
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Written comments on the IS/MND should be sent to the following address by Thursday, April 13, 2023. 

City of Highland 

Planning Department 

27215 Base Line 

Highland, California 92346 

Contact: Angela Tafolla 

Email: atafolla@cityofhighland.org 

1.4 Public Review Process 

Dudek, under the City’s guidance, prepared the project’s Environmental Checklist (i.e., IS Checklist) per CEQA 

Guidelines Sections 15063–15065. The CEQA Guidelines include a suggested checklist to indicate whether a 

project would have an adverse impact on the environment. The checklist is found in Section 3 of this document. 

Following the Environmental Checklist, Sections 3.1 through 3.21 include an explanation and discussion of each 

significance determination made in the checklist for the project.  

For this IS/MND, the following four possible responses to each individual environmental issue area are included in 

the checklist: 

 Potentially Significant Impact 

 Less-than-Significant Impact with Mitigation Incorporated 

 Less-than-Significant Impact 

 No Impact 

The checklist and accompanying explanation of checklist responses provide the information and analysis necessary 

to assess relative environmental impacts of the project. In doing so, the City will determine the extent of additional 

environmental review, if any, for the project.  
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2 Project Description 

2.1 Project Location 

The project site is located in the southwestern area of the City in western San Bernardino County. The City is 

bounded by the San Bernardino National Forest to the north and to the east, the City of Redlands to the south, and 

the City of San Bernardino to the west. The project site is located approximately 650 feet west of the southwestern 

corner of Sixth Street and Del Rosa Drive, south of Sixth Street, west of Del Rosa Drive, north of Fifth Street, and 

east of Tippecanoe Avenue (Figure 1, Project Location Map).  

The project site is composed of Assessor’s Parcel Number 0279-201-24 (Figure 2, Aerial Overview). Regional 

access to the project area is provided by Interstate (I) 10 to the south, I -215 to the west, and State Route (SR) 

210 to the east. The site is bounded to the north by Indian Springs High School, to the east by the East Valley 

Water District Sterling Natural Resource Center and to the south and west by low-density residential land uses 

and scattered residential uses, with the City of San Bernardino and the San Bernardino Airport located beyond 

the City limits.  

2.2 Environmental Setting 

City of Highland 

The City of Highland is a midsize California city with approximately 55,000 residents and 18 square miles of territory. 

Within the City, the pattern of land use transitions from predominantly single and multifamily residential and 

industrial near the San Bernardino International Airport (SBIA) to predominately single-family residential, 

commercial, service, and civic center uses to the north. The eastern areas of the City are mostly made up of planned 

development areas with various residential types, parks, and open space.  

Project Site 

The approximately 2.83-acre rectangular-shaped project site is located on the southwestern corner of Sixth Street 

and Del Rosa Drive. The project site consists of vacant land. Vegetation and land covers on the project site consist 

of undeveloped land and ruderal vegetation. 

The project site is relatively flat and generally slopes to the west. The average site elevation is approximately 

1,080 feet above mean sea level. Soils on site consist of both fill soils and native soils. Fill soils are present 

approximately 1 to 2 feet deep and classify as silty fine to coarse sand with occasional rootlets. Native soils on site 

classify as silty sand to slightly silty sand with grain size varied with depth.  

The City’s General Plan Land Use Map designates the project site as Business Park, and the project site is zoned 

as Business Park within the Airport Influence Zone (Figure 3, General Plan Land Use, and Figure 4, Zoning). 

Surrounding Land Uses 

The project site is located within a developed part of the City and is surrounded by a mix of urbanized land uses. 

Specific land uses in the immediate project area are depicted in Table 1.  
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Table 1. Surrounding Land Uses 

Direction Existing Use General Plan Zoning Designation 

North Indian Springs High School  Public Facilities Public Facilities 

East East Valley Water District Sterling 

Natural Resource Center 

Business Park Business Park 

South  Multifamily Residential Business Park Business Park 

West Single-Family Residential Business Park Business Park 

Note: See Figure 3, General Plan Land Use, and Figure 4, Zoning. 

The area south and west of the project site is designated as multifamily and single-family residential, the area north 

of Sixth Street is Indian Springs High School, and the area to east the East Valley Water District Sterling Natural 

Resource Center However, the project is within the boundary of the proposed Airport Gateway Specific Plan. The 

Airport Gateway Specific Plan is a public-private partnership project proposed by the Inland Valley Development 

Agency, a Joint Powers Authority composed of members from the County of San Bernardino, the City of Loma Linda, 

the City of San Bernardino, and the City of Colton. The Airport Gateway Specific Plan encompasses 670 acres, 

inclusive of parcels in the City of Highland and the City of San Bernardino, that would be designated for a mix of 

industrial uses. The Airport Gateway Specific Plan would be bound by Sixth Street to the north, Third Street and the 

SBIA to the south, SR-210 to the east, and Tippecanoe Avenue on the west (Figure 5, Airport Gateway Specific Plan). 

This project is currently undergoing environmental review.  

2.3 Project Characteristics 

The project would include the construction of an approximately 47,899-square-foot (gross area, inclusive of 

mezzanine/office spaces), one-story warehouse building on an approximately 2.83-acre site (gross area). The 

47,899-square-foot warehouse building would be composed of approximately 42,899 square feet of warehouse 

space and 5,000 square feet of mezzanine/office space (Figure 6, Site Plan, Figure 7, Conceptual Elevations, and 

Figure 8, Conceptual Rendering). The warehouse building would have an approximate height of 44 feet when 

measured from grade. Given that the City’s Municipal Code allows for a maximum height of 35 feet in the Business 

Park zone, a minor variance (VAR 22-004) is being requested to accommodate the project’s height. Internally, the 

project would have a clear height of 36 feet and would not contain any cold storage space.  

Operational Characteristics 

The project would support a variety of activities associated with the industrial/warehouse building, including the 

ingressing and egressing of passenger vehicles and trucks; the loading and unloading of trucks within designated 

truck courts/loading areas; and the internal and external movement of materials around the project site via forklifts, 

pallet jacks, yard hostlers, and similar equipment. In addition, the office space would support general internal office 

activities related to the industrial/warehouse uses.  

On- and Off-Site Improvements 

The project would also include improvements along the project’s street frontage, including landscaping, fencing, 

and street and sidewalk improvements. A variety of trees, shrubs, and groundcovers would be planted within the 

project frontage’s landscape setback area, within the landscape areas found around the warehouse building, and 

throughout the project site (Figure 9, Conceptual Landscaping Plan).  
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Site Access and Parking 

Access to the project site would be provided by two driveways, both on Sixth Street, which would provide access to 

the site, allow for circulation through the project site, and lead to internal parking spaces for both truck and 

passenger vehicles.  

The project would include a total of 71 parking spaces, including 56 passenger parking stalls, 5 future electric 

vehicle–charging stalls, and 4 clean air stalls. A summary of passenger vehicle parking is provided in Table 2. 

Table 2. Summary of Passenger Parking Stalls 

Passenger Parking Stall Type Number of Stalls 

Standard 56 

Vanpool Stalls 1 

Standard Accessible Stalls 2 

Van Accessible Stalls  1 

Clean Air Stalls 4 

Future EV Charging Only Stalls 5 

Future EV Charging Only Standard Accessible Stalls 1 

Future EV Charging Only Van Accessible Stalls 1 

Total Passenger Parking Stalls 71 

Trailer Provided 5 

Passenger Parking Stalls Required 63 

Note: EV = electric vehicle. 

Architecture 

The project’s design employs a variety of architectural strategies to create a contemporary, unified, and high-quality 

design. Building façades would feature a complementary white and gray color palette and a variety of building 

materials, similar to other industrial development located throughout the City and region. Building elevations 

include vertical, horizontal, and slanted linear elements and rooflines and panels would be offset and varying 

heights and depressions to would break up the overall massing of the buildings while creating an innovative design 

reminiscent of a creative office environment. The building’s exterior façade would feature an array of glazed 

windows to provide visual interest along the project’s frontages. Similarly, landscaping along the frontage would 

partially screen views of the building while enhancing the pedestrian-level environment.  

Utility Improvements 

The project site is currently served by domestic water, sanitary sewer, natural gas, electrical, and 

telecommunications services. The project would connect to the existing facilities located on and in the immediate 

vicinity of the project site, as detailed in following sections.  

Domestic Water 

Domestic water would be provided to the project site by the East Valley Water District (EVWD). EVWD provides 

domestic water for the City and for portions of both the City and County of San Bernardino. Water service is provided 
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for residential, commercial, industrial, governmental, and landscaping purposes (City of Highland 2006). The 

project would connect to the existing 12-inch water line within the public right-of-way (ROW) along Sixth Street using 

a proposed 2-inch water line.  

Sanitary Sewer 

The City’s sewer system is maintained by EVWD, which has joint powers with the City of San Bernardino to accept 

all sewage generated within EVWD’s boundaries. The sewage from Highland is treated at the San Bernardino Water 

Reclamation Plant (WRP), operated by the San Bernardino City Municipal Water District (City of Highland 2006). 

The project would connect to the existing 24-inch sewer line within Sixth Street using a 6-inch sewer line. Treatment 

will take place at the EVWD Sterling Natural Resources Plant, located at the intersection of Del Rosa Drive, between 

Fifth and Sixth Streets.  

Natural Gas, Electrical, and Telecommunications 

The Southern California Gas Company would provide natural gas service to the project site. The project would 

connect to either a 4-inch gas line or an 8-inch gas line within Sixth Street.  

Southern California Edison would provide electric service. The project would connect to existing electrical lines 

within Sixth Street. Existing overhead lines would be undergrounded along the project site’s frontage.  

Telecommunication services are provided by AT&T. The project would connect to existing facilities and would involve 

the undergrounding of existing overhead lines along the project site’s frontage.  

Storm Drainage 

The project site is not currently served by storm drainage infrastructure. Under the existing conditions, the site is 

undeveloped. The topography of the project site slopes from southeast to northwest with about 5 feet of fall. Existing 

runoff sheet flows from the southeast corner to the northwest corner, discharges onto Sixth Street, and ultimately 

discharges to the City Creek Channel and Santa Ana River and enters the Prado Basin. 

The project would involve the construction of a new engineered storm drain system to collect and treat on-site 

underground infiltration/detention system. On-site stormwater will be collected via a series of roof drains, curbs, 

gutters, and catch basins before being conveyed to an on-site underground infiltration/detention basin located in 

the southeastern corner of the site. Prior to entering the infiltration basin, stormwater would be pretreated via a 

continuous deflection separation system, which separates and traps debris, sediment, oil, and grease 

from stormwater runoff. The infiltration basins would be designed to allow for stormwater flows to infiltrate into the 

soils. The infiltration basin would be sized to capture and infiltrate flows for a 100-year design storm, consistent 

with the San Bernardino County Hydraulics Manual. During an extreme storm event greater than a 100-year storm, 

flows would be conveyed to a 4-inch parkway culvert by a proposed 12-inch drainpipe to allow stormwater to flow 

onto Sixth Street, which would serve as an emergency spillway.  

2.4 Project Construction and Phasing 

The project applicant intends to commence construction on or around January 2023. It is anticipated that 

construction would take approximately 10 months, ending in October 2023. Table 3 provides a tentative project 
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construction schedule, as used in air quality and greenhouse gas (GHG) emissions impact analysis (refer to 

Section 3.3, Air Quality, and Section 3.8, Greenhouse Gas Emissions, of this IS/MND; also see Appendix A-1, Air 

Quality, Greenhouse Gas Emission, and Energy Modeling Inputs and Outputs).  

Table 3. Anticipated Project Construction Schedule 

Construction Phase Duration Phase Start Date Phase End Date 

Demolition 1 month January 2023 January 2023 

Site Preparation 2 weeks January 2023 February 2023 

Grading 2 weeks February 2023 March 2023 

Building Construction 6 months March 2023 August 2023 

Paving 1 month August 2023 September 2023 

Architectural Coating 1 month September 2023 October 2023 

 

2.5 Project Approvals 

The actions and/or approvals that the City needs to consider for the proposed project include, but are not limited 

to, the following. This list is preliminary and may not be comprehensive: 

Lead Agency Approvals 

▪ Conditional Use Permit 

▪ Design Review 

▪ Variance  

▪ Tree Removal Permit 

Subsequent non-discretionary approvals (which would require separate processing through the City) would include, 

but may not be limited to, a demolition permit, grading permit, building permits, and occupancy permits. 
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3 Initial Study Checklist 

1. Project title: 

Sixth Street and Del Rosa Warehouse Project  

2. Lead agency name and address: 

City of Highland, Planning Department 

27215 Base Line 

Highland, California 92346 

3. Contact person and phone number: 

Angela Tafolla, Associate Planner  

27215 Base Line 

Highland, California 92346 

909.864.6861, ext. 258 

909.862.3180 (fax) 

atafolla@cityofhighland.org 

4. Project location: 

The project site is a 2.83-acre (gross) property located approximately 650 feet west of the southwest corner 

of Sixth Street and Del Rosa Drive, south of Sixth Street, west of Del Rosa Drive, north of Fifth Street, and 

east of Tippecanoe Avenue. The project site’s Assessor’s Parcel Number is 0279-201-24.  

5. Project sponsor’s name and address: 

Patriot Development Partners 

12126 West Sunset Boulevard 

Los Angeles, California 90094 

6. General plan designation: 

Business Park 

7. Zoning: 

Business Park 

8. Description of project. (Describe the whole action involved, including but not limited to later phases of the 

project, and any secondary, support, or off-site features necessary for its implementation. Attach additional 

sheets if necessary): 

The project would include the construction of an approximately 47,899-square-foot (gross area, inclusive of 

mezzanine/office spaces), one-story warehouse building on an approximately 2.83-acre site (gross area). The 
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47,899-square-foot warehouse building would be composed of approximately 42,899 square feet of warehouse 

space and 5,000 square feet of mezzanine/office space. The warehouse building would have an approximate 

height of 44 feet when measured from grade. In addition, the project would also include improvements along 

the project’s street frontage, including landscaping, fencing, and street and sidewalk improvements.  

9. Surrounding land uses and setting (Briefly describe the project’s surroundings): 

The project site is located within a developed part of the City and is surrounded by a mix of urbanized land 

uses. Specific land uses in the immediate project area include the following: 

▪ North: Sixth Street and Indian Springs High School 

▪ East: East Valley Water District Sterling Natural Resource Center and Del Rosa Drive 

▪ South: Residential uses and Fifth Street 

▪ West: Residential uses and Tippecanoe Avenue  

10. Other public agencies whose approval is required (e.g., permits, financing approval, or participation agreement): 

No outside public agency approvals are required. 

11. Have California Native American tribes traditionally and culturally affiliated with the project area requested 

consultation pursuant to Public Resources Code section 21080.3.1? If so, is there a plan for consultation 

that includes, for example, the determination of significance of impacts to tribal cultural resources, 

procedures regarding confidentiality, etc.? 

Please refer to Section 3.5, Cultural Resources, and 3.18, Tribal Cultural Resources, of this IS/MND. 
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Environmental Factors Potentially Affected 

The environmental factors checked below would be potentially affected by this project, involving at least one impact 

that is a “Potentially Significant Impact,” as indicated by the checklist on the following pages. 

 Aesthetics   Agriculture and 

Forestry Resources  

 Air Quality 

 Biological Resources  Cultural Resources   Energy 

 Geology and Soils   Greenhouse Gas 

Emissions  

 Hazards and Hazardous 

Materials  

 Hydrology and Water Quality   Land Use and 

Planning  

 Mineral Resources  

 Noise   Population and 

Housing  

 Public Services  

 Recreation   Transportation   Tribal Cultural Resources  

 Utilities and Service Systems   Wildfire  Mandatory Findings 

of Significance 
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Determination 

On the basis of this initial evaluation: 

D I find that the proposed project COULD NOT have a significant effect on the environment, and a NEGATIVE 
DECLARATION will be prepared. 

I find that although the proposed project could have a significant effect on the environment, there will not 

be a significant effect in this case because revisions in the project have been made by or agreed to by the 

project proponent. A MITIGATED NEGATIVE DECLARATION will be prepared. 

D I find that the proposed project MAY have a significant effect on the environment, and an ENVIRONMENTAL 

IMPACT REPORT is required. 

D I find that the proposed project MAY have a "potentially significant impact" or "potentially significant unless 

mitigated" impact on the environment, but at least one effect (1) has been adequately analyzed in an earlier 

document pursuant to applicable legal standards, and (2) has been addressed by mitigation measures 
based on the earlier analysis as described on attached sheets. An ENVIRONMENTAL IMPACT REPORT is 

required, but it must analyze only the effects that remain to be addressed. 

D I find that although the proposed project could have a significant effect on the environment, because all 
potentially significant effects (a) have been analyzed adequately in an earlier ENVIRONMENTAL IMPACT 

REPORT or NEGATIVE DECLARATION pursuant to applicable standards, and (b) have been avoided or 

mitigated pursuant to that earlier ENVIRONMENTAL IMPACT REPORT or NEGATIVE DECLARATION, including 

revisions or mitigation measures that are imposed upon the proposed project, nothing further is required. 

Signatur~t/J ~ 

14700 
MARCH 2023 

Dat~ / 

12 
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Evaluation of Environmental Impacts 

 A brief explanation is required for all answers except “No Impact” answers that are adequately supported by 

the information sources a lead agency cites in the parentheses following each question. A “No Impact” answer 

is adequately supported if the referenced information sources show that the impact simply does not apply to 

projects like the one involved (e.g., the project falls outside a fault rupture zone). A “No Impact” answer should 

be explained where it is based on project-specific factors as well as general standards (e.g., the project would 

not expose sensitive receptors to pollutants, based on a project-specific screening analysis). 

 All answers must take account of the whole action involved, including off-site as well as on-site, cumulative 

as well as project-level, indirect as well as direct, and construction as well as operational impacts. 

 Once the lead agency has determined that a particular physical impact may occur, then the checklist 

answers must indicate whether the impact is potentially significant, less than significant with mitigation, or 

less than significant. “Potentially Significant Impact” is appropriate if there is substantial evidence that an 

effect may be significant. If there are one or more “Potentially Significant Impact” entries when the 

determination is made, an Environmental Impact Report (EIR) is required. 

 “Negative Declaration: Less Than Significant With Mitigation Incorporated” applies where the incorporation 

of mitigation measures has reduced an effect from “Potentially Significant Impact” to a “Less Than 

Significant Impact.” The lead agency must describe the mitigation measures, and briefly explain how they 

reduce the effect to a less than significant level. 

 Earlier analyses may be used where, pursuant to the tiering, program EIR, or other CEQA process, an effect 

has been adequately analyzed in an earlier EIR or negative declaration. Section 15063(c)(3)(D). In this 

case, a brief discussion should identify the following: 

a. Earlier Analysis Used. Identify and state where they are available for review. 

b. Impacts Adequately Addressed. Identify which effects from the above checklist were within the scope 

of and adequately analyzed in an earlier document pursuant to applicable legal standards, and state 

whether such effects were addressed by mitigation measures based on the earlier analysis. 

c. Mitigation Measures. For effects that are “Less Than Significant With Mitigation Measures 

Incorporated,” describe the mitigation measures which were incorporated or refined from the earlier 

document and the extent to which they address site-specific conditions for the project. 

 Lead agencies are encouraged to incorporate into the checklist references to information sources for 

potential impacts (e.g., general plans, zoning ordinances). Reference to a previously prepared or 

outside document should, where appropriate, include a reference to the page or pages where the 

statement is substantiated. 

 Supporting Information Sources: A source list should be attached, and other sources used or individuals 

contacted should be cited in the discussion. 

 This is only a suggested form, and lead agencies are free to use different formats; however, lead agencies 

should normally address the questions from this checklist that are relevant to a project’s environmental 

effects in whatever format is selected. 

 The explanation of each issue should identify: 

a. the significance criteria or threshold, if any, used to evaluate each question; and 

b. the mitigation measure identified, if any, to reduce the impact to less than significance 
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3.1 Aesthetics 

 

Potentially 

Significant 

Impact 

Less Than 

Significant 

Impact With 

Mitigation 

Incorporated 

Less Than 

Significant 

Impact No Impact 

I. AESTHETICS – Except as provided in Public Resources Code Section 21099, would the project: 

a) Have a substantial adverse effect on a 

scenic vista? 
    

b) Substantially damage scenic resources, 

including, but not limited to, trees, rock 

outcroppings, and historic buildings within a 

state scenic highway? 

    

c) In non-urbanized areas, substantially 

degrade the existing visual character or 

quality of public views of the site and its 

surroundings? (Public views are those that 

are experienced from publicly accessible 

vantage point). If the project is in an 

urbanized area, would the project conflict 

with applicable zoning and other regulations 

governing scenic quality? 

    

d) Create a new source of substantial light or 

glare which would adversely affect day or 

nighttime views in the area? 

    

 

a) Would the project have a substantial adverse effect on a scenic vista? 

No Impact. Scenic vistas and other important visual resources are typically associated with natural 

landforms such as mountains, foothills, ridgelines, and coastlines. The project site is located in an area 

with generally flat terrain near the SBIA. Major scenic vistas that are visible from the project site are the 

San Bernardino Mountains are located approximately 5.1 miles northeast and the San Gabriel Mountains 

33 miles southwest of the project site, respectively. The City’s General Plan aims to preserve the views of 

the San Bernardino Mountains and stretches of open space along City Creek and the Santa Ana River (City 

of Highland 2006). The project site is located approximately 3.4 miles away from the nearest stretches of 

open space along City Creek and the Santa Ana River. Based on these distances, as well as the presence 

of existing intervening natural topographical variations and human-made urban features, the project site is 

not located within the direct viewshed of these scenic vistas. Overall, the project site is located well outside 

the viewshed of any scenic vistas or other important visual resources. Therefore, no impacts associated 

with scenic vistas would occur.  
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b) Would the project substantially damage scenic resources, including, but not limited to, trees, rock 

outcroppings, and historic buildings within a state scenic highway? 

No Impact. Scenic highways and routes are a unique component of the circulation system, as they traverse 

areas of unusual scenic or aesthetic value. The closest officially designated State Scenic Highway is SR-38, 

located approximately 7.9 miles east of the project site (Caltrans 2018). Based on this distance and 

intervening natural topography and human-made development, the project site is not located within the 

viewshed of this officially designated state scenic highway. Therefore, no impacts associated with state 

scenic highways would occur.  

c) In non-urbanized areas, would the project substantially degrade the existing visual character or quality of 

public views of the site and its surroundings? (Public views are those that are experienced from publicly 

accessible vantage point). If the project is in an urbanized area, would the project conflict with applicable 

zoning and other regulations governing scenic quality? 

Less-than-Significant Impact. Visual character describes the aesthetic setting of a project area. The 

project is located within an urbanized area of the City and is surrounded by similar light industrial/business 

park land uses. Section 20171 of the California Public Resources Code (PRC) defines an “urbanized area” 

as “an incorporated city that meets either of the following criteria: (1) Has a population of at least 100,000 

persons, or (2) Has a population of less than 100,000 persons if the population of that city and not more 

than two contiguous incorporated cities combined equals at least 100,000 persons.” As of 

January 1, 2021, the California Department of Finance estimated the population of the City to be 55,060 

persons (DOF 2022). However, because the City of Highland is bordered by the City of San Bernardino, 

which has a population that exceeds 100,000 persons, the project would be considered to result in a 

significant adverse impact if the project design would conflict with applicable zoning and other regulations 

governing scenic quality. The proposed project would be consistent with the designated business park 

zoning per the City's Zoning Map. 

To ensure that both current and future development within the City is designed and constructed to 

conform to existing visual character and quality of the surrounding built environment, the City's Municipal 

Code includes design standards related to building size, height, and setbacks, as well as landscaping, 

signage, and other visual considerations. The project is consistent with all applicable regulations outlined 

in the City’s Municipal Code related to scenic quality with the exception of Section 16.24.040 , which 

states that building heights are not to exceed 35 feet within the Business Park zone. The proposed 

warehouse building would have an approximate height of 44 feet measured from grade. Given that the 

City’s Municipal Code allows for a maximum height of 35 feet in the Business Park Zone, a minor variance 

(VAR 22-004) is being requested to accommodate the project’s height. This request for additional height 

is consistent with other industrial and institutional uses in the vicinity. A variety of architectural 

treatments have been applied to minimize the overall massing the project, including incorporating 

vertical, horizontal, and slanted linear elements and offsetting rooflines and panels at varying heights to 

would break up the overall massing of the buildings. The project’s proposed landscape, which includes 

trees that would mature to heights similar to the building, would contextualize the project’s height. With 

approval of the minor variance, the project would not conflict with the City's Municipal Code.  

The project would be required to apply for a design review by the City's planning commission. This design 

review is intended to ensure that the proposed project would not interfere with existing or future 
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development within the City and to ensure the project is consistent with the applicable elements of the 

General Plan. Views of utilitarian project components, such as loading areas and mechanical equipment, 

would be screened from public view to the maximum extent practicable through the project’s site plan 

design. Parkway and setback landscape areas along the public ROW would soften views of the project site 

and enhance the visual quality of the project.  

These project components, as well as the City’s review of the project’s design, would ensure that the project 

would not degrade the existing visual character and quality of the area. Therefore, impacts would be less 

than significant.  

d) Would the project create a new source of substantial light or glare which would adversely affect day or 

nighttime views in the area? 

Short-Term Construction Impacts 

No Impact. In accordance with the City’s Municipal Code, Section 8.50.050, Controlled Hours of Operation, 

construction hours are limited to between the hours of 7:00 a.m. and 10:00 p.m. However, the project’s 

proximity to sensitive receptors would limit construction from 7:00 a.m. to 6:00 p.m. (see Section 3.13, 

Noise, for more details). As such, project construction would be limited to daytime hours, and nighttime 

lighting would not be required until the project is operational. Therefore, no short-term construction impacts 

associated with light and glare would occur. 

Long-Term Operational Impacts 

Less-than-Significant Impact. Consistent with Section 16.40.160 of the City’s Municipal Code, all lighting 

used on the project site is required to be directed and/or shielded to prevent the light from adversely affecting 

adjacent parcels, and no structures or features that create adverse glare effects are permitted. Thus, all 

exterior lighting would be shielded/hooded to prevent light trespass onto nearby properties. A photometrics 

plan, prepared by a certified engineer, must be approved by the Planning Commission in conjunction with the 

Conditional Use Permit. Additionally, the project would use a variety of non-reflective materials, and although 

some new reflective improvements (i.e., windows and building front treatments) would be introduced onto the 

project site, the project as a whole would not be considered a source of glare in the project area. Therefore, 

long-term impacts associated with light and glare would be less than significant. 
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3.2 Agriculture and Forestry Resources 

 

Potentially 

Significant 

Impact 

Less Than 

Significant 

Impact With 

Mitigation 

Incorporated 

Less Than 

Significant 

Impact No Impact 

II. AGRICULTURE AND FORESTRY RESOURCES – In determining whether impacts to agricultural resources are 

significant environmental effects, lead agencies may refer to the California Agricultural Land Evaluation and 

Site Assessment Model (1997) prepared by the California Dept. Conservation as an optional model to use 

in assessing impacts on agriculture and farmland. In determining whether impacts to forest resources, 

including timberland, are significant environmental effects, lead agencies may refer to information 

compiled by the California Department of Forestry and Fire Protection regarding the state’s inventory of 

forest land, including the Forest and Range Assessment Project and the Forest Legacy Assessment project; 

and forest carbon measurement methodology provided in Forest Protocols adopted by the California Air 

Resources Board. Would the project: 

a) Convert Prime Farmland, Unique Farmland, 

or Farmland of Statewide Importance 

(Farmland), as shown on the maps prepared 

pursuant to the Farmland Mapping and 

Monitoring Program of the California 

Resources Agency, to non-agricultural use? 

    

b) Conflict with existing zoning for agricultural 

use, or a Williamson Act contract? 
    

c) Conflict with existing zoning for, or cause 

rezoning of, forest land (as defined in Public 

Resources Code Section 12220(g)), 

timberland (as defined by Public Resources 

Code Section 4526), or timberland zoned 

Timberland Production (as defined by 

Government Code Section 51104(g))? 

    

d) Result in the loss of forest land or 

conversion of forest land to non-forest use? 
    

e) Involve other changes in the existing 

environment which, due to their location or 

nature, could result in conversion of 

Farmland, to non-agricultural use or 

conversion of forest land to non-forest use? 

    

 

a) Would the project convert Prime Farmland, Unique Farmland, or Farmland of Statewide Importance 

(Farmland), as shown on the maps prepared pursuant to the Farmland Mapping and Monitoring Program 

of the California Resources Agency, to non-agricultural use? 

No Impact. The project site currently consists of undeveloped vacant land and is not used for agricultural 

purposes. The General Plan designates the land use at the site as Business Park and the City’s Zoning Map 

identifies the site as Business Park (City of Highland 2006, 2012). According to the California Department 

of Conservation Important Farmland Finder (CDOC 2016), the project site is identified as “Urban and Built-

Up Land.” The project site does not contain Prime Farmland, Unique Farmland, or Farmland of Statewide 
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Importance (collectively, “Important Farmland”). The project would not occur within any farmland locations 

and would not result in the conversion of Prime or Unique Farmland or Farmland of Statewide Importance. 

Therefore, no impacts associated with the conversion of Important Farmland would occur.  

b) Would the project conflict with existing zoning for agricultural use, or a Williamson Act contract? 

No Impact. Refer to Section 3.2(a).  

c) Would the project conflict with existing zoning for, or cause rezoning of, forest land (as defined in Public 

Resources Code Section 12220(g)), timberland (as defined by Public Resources Code Section 4526), or 

timberland zoned Timberland Production (as defined by Government Code Section 51104(g))? 

No Impact. Refer to Section 3.2(a). The project site is zoned as Business Park and is located within a 

developed area. There are no areas zoned for forest land within the vicinity of the project site. Therefore, 

no impacts associated with forest land would occur. 

d) Would the project result in the loss of forest land or conversion of forest land to non-forest use? 

No Impact. Refer to Section 3.2(c). The proposed project would not involve the conversion of forest land 

to non-forest use. Therefore, no impact with forest land would occur.  

e) Would the project involve other changes in the existing environment which, due to their location or nature, 

could result in conversion of Farmland, to non-agricultural use or conversion of forest land to non-forest use? 

No Impact. Refer to Section 3.2(a). The project site is zoned as Business Park and is located within a 

developed area. Further, no off-site improvement associated with the project would result in changes to 

other properties designated as Farmland or forest land. There are no areas zoned for agricultural use or 

identified as forest land within the vicinity of the project site. Therefore, no impacts associated with forest 

land would occur.  

3.3 Air Quality 

 

Potentially 

Significant 

Impact 

Less Than 

Significant 

Impact With 

Mitigation 

Incorporated 

Less Than 

Significant 

Impact No Impact 

III. AIR QUALITY – Where available, the significance criteria established by the applicable air quality 

management district or air pollution control district may be relied upon to make the following 

determinations. Would the project: 

a) Conflict with or obstruct implementation of 

the applicable air quality plan? 
    

b) Result in a cumulatively considerable net 

increase of any criteria pollutant for which 

the project region is non-attainment under 

an applicable federal or state ambient air 

quality standard? 
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Potentially 

Significant 

Impact 

Less Than 
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Impact With 
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Impact No Impact 

c) Expose sensitive receptors to substantial 

pollutant concentrations? 
    

d) Result in other emissions (such as those 

leading to odors) adversely affecting a 

substantial number of people? 

    

 

a) Would the project conflict with or obstruct implementation of the applicable air quality plan? 

Less-than-Significant Impact. The project site is located within the South Coast Air Basin (SCAB), which 

includes the non-desert portions of Los Angeles, Riverside, and San Bernardino Counties, and all of Orange 

County and is within the jurisdictional boundaries of the South Coast Air Quality Management District (SCAQMD). 

SCAQMD administers the SCAB’s Air Quality Management Plan (AQMP), which is a comprehensive 

document outlining an air pollution control program for attaining the California Ambient Air Quality 

Standards (CAAQS) and National Ambient Air Quality Standards (NAAQS). The most recently adopted AQMP 

for the SCAB is the 2016 AQMP (SCAQMD 2017).1 The 2016 AQMP focuses on “available, proven, and cost-

effective strategies, and seeks to achieve multiple goals in partnership with other entities promoting 

reductions in greenhouse gases and toxic risk, as well as efficiencies in energy use, transportation, and 

goods movement” (SCAQMD 2017).  

The purpose of a consistency finding with regard to the AQMP is to determine if a project is consistent with 

the assumptions and objectives of the 2016 AQMP and if it would interfere with the region’s ability to 

comply with federal and state air quality standards. SCAQMD has established criteria for determining 

consistency with the currently applicable AQMP in Chapter 12, Sections 12.2 and 12.3, of the SCAQMD 

CEQA Air Quality Handbook. These criteria are as follows (SCAQMD 1993): 

Consistency Criterion No. 1: Whether the project would result in an increase in the frequency or severity of 

existing air quality violations, cause or contribute to new violations, or delay timely attainment of the 

ambient air quality standards or interim emission reductions in the AQMP.  

Consistency Criterion No. 2: Whether the project would exceed the assumptions in the AQMP or increments 

based on the year of project buildout and phase. 

To address the first criterion, project-generated criteria air pollutant emissions have been estimated and 

analyzed for significance and are addressed under Section 3.3(b). Detailed results of this analysis are 

included in Appendix A-1. As presented in Section 3.3(b), the project would not generate construction or 

 
1  SCAQMD has initiated the development of the 2022 AQMP to address the attainment of the 2015 8-hour ozone standard (70 parts 

per billion) for the SCAB and the Coachella Valley. Preliminary rule development for the 2022 AQMP is expected to begin in July 2021, 

including control measures developed through Residential and Commercial Buildings and Mobile Source Working Groups.  
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operational criteria air pollutant emissions that exceed SCAQMD’s thresholds, and the project would 

therefore be consistent with Criterion No. 1. 

The second criterion regarding the potential of the project to exceed the assumptions in the AQMP or 

increments based on the year of project buildout and phase is primarily assessed by determining 

consistency between the project’s land use designations and its potential to generate population growth. 

In general, projects are considered consistent with, and not in conflict with or obstructing implementation 

of, the AQMP if the growth in socioeconomic factors is consistent with the underlying regional plans used 

to develop the AQMP (SCAQMD 1993). SCAQMD primarily uses demographic growth forecasts for various 

socioeconomic categories (e.g., population, housing, and employment by industry) developed by the 

Southern California Association of Governments (SCAG) for its 2016–2040 Regional Transportation 

Plan/Sustainable Communities Strategy (RTP/SCS) (SCAG 2016). SCAQMD uses this document, which is 

based on general plans for cities and counties in the SCAB, to develop the AQMP emissions inventory 

(SCAQMD 2017).2 The SCAG RTP/SCS and associated Regional Growth Forecast are generally consistent 

with the local plans; therefore, the 2016 AQMP is generally consistent with local government plans.  

The City’s Zoning Map designates the project site as Business Park (BP). According to Section 

16.24.020 (A), the primary purpose of the BP District is to provide appropriate regulations and suitable 

locations for light industrial, research and development, and office-based firms seeking pleasant and 

attractive working environments, and for business support services and commercial uses requiring 

large parcels (City of Highland 2022). The City’s Municipal Code identifies Warehousing and 

Wholesaling as permitted, subject to a Conditional Use Permit application (City of Highland 2022). 

Therefore, the project would be consistent with the existing zoning of the project site and does not propose 

a change in land use designation. As such, since the proposed project is not anticipated to result in 

residential population growth or generate an increase in employment that would conflict with existing 

employment-population projections, it would not conflict with or exceed the assumptions in the 2016 

AQMP. Accordingly, the project is consistent with the SCAG RTP/SCS forecasts used in development of the 

SCAQMD AQMP.  

In summary, based on the considerations presented for the two criteria, impacts relating to the project’s 

potential to conflict with or obstruct implementation of the applicable AQMP would be less than significant. 

b) Would the project result in a cumulatively considerable net increase of any criteria pollutant for which the 

project region is non-attainment under an applicable federal or state ambient air quality standard? 

Less-than-Significant Impact. Air pollution is largely a cumulative impact. The nonattainment status of 

regional pollutants is a result of past and present development, and SCAQMD develops and implements 

plans for future attainment of ambient air quality standards. Based on these considerations, project-level 

thresholds of significance for criteria pollutants are used to determine whether a project’s individual 

emissions would have a cumulatively considerable contribution to air quality. If a project’s emissions would 

 
2  Information necessary to produce the emissions inventory for the SCAB is obtained from SCAQMD and other governmental 

agencies, including the California Air Resources Board (CARB), California Department of Transportation, and SCAG. Each of these 

agencies is responsible for collecting data (e.g., industry growth factors, socioeconomic projections, travel activity levels, emission 

factors, emission speciation profile, and emissions) and developing methodologies (e.g., model and demographic forecast 

improvements) required to generate a comprehensive emissions inventory. SCAG incorporates these data into its Travel Demand 

Model for estimating/projecting vehicle miles traveled (VMT) and driving speeds. SCAG’s socioeconomic and transportation 

activities projections in their 2016–2040 RTP/SCS are integrated in the 2016 AQMP (SCAQMD 2017). 
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exceed the SCAQMD significance thresholds, it would be considered to have a cumulatively considerable 

contribution. Conversely, projects that do not exceed the project-specific thresholds are generally not 

considered to be cumulatively significant (SCAQMD 2003a).  

A quantitative analysis was conducted to determine whether the project might result in emissions of criteria air 

pollutants that may cause exceedances of the NAAQS or CAAQS or cumulatively contribute to existing 

nonattainment of ambient air quality standards. Criteria air pollutants include ozone (O3), nitrogen dioxide (NO2), 

carbon monoxide (CO), sulfur dioxide, particulate matter with an aerodynamic diameter less than or equal to 10 

microns (PM10), particulate matter with an aerodynamic diameter less than or equal to 2.5 microns (PM2.5), and 

lead. Pollutants that are evaluated herein include volatile organic compounds (VOCs) and oxides of nitrogen 

(NOx), which are important because they are precursors to O3, as well as CO, sulfur oxides (SOx), PM10, and PM2.5.  

Regarding NAAQS and CAAQS attainment status,3 the SCAB is designated as a nonattainment area for 

federal and state O3 and PM2.5 standards (CARB 2019; EPA 2020). The SCAB is also designated as a 

nonattainment area for state PM10 standards; however, it is designated as an attainment area for federal 

PM10 standards. The SCAB is designated as an attainment area for federal and state CO and NO2 standards, 

as well as for state sulfur dioxide standards. Although the SCAB has been designated as a nonattainment 

area for the federal rolling 3-month average lead standard, it is designated as an attainment area for the 

state lead standard.4  

The project would result in emissions of criteria air pollutants for which the California Air Resources Board 

(CARB) and U.S. Environmental Protection Agency (EPA) have adopted ambient air quality standards (i.e., the 

NAAQS and CAAQS). Projects that emit these pollutants have the potential to cause, or contribute to, violations 

of these standards. The SCAQMD CEQA Air Quality Significance Thresholds, as revised in April 2019, set forth 

quantitative emission significance thresholds for criteria air pollutants, which, if exceeded, would indicate the 

potential for a project to contribute to violations of the NAAQS or CAAQS. Table 4 lists the revised SCAQMD Air 

Quality Significance Thresholds (SCAQMD 2019).  

Table 4. South Coast Air Quality Management District Air Quality 
Significance Thresholds 

Criteria Pollutants Mass Daily Thresholds 

Pollutant Construction (lbs/day) Operation (lbs/day) 

VOCs 75 55 

NOx 100 55 

CO 550 550 

SOx 150 150 

PM10 150 150 

PM2.5 55 55 

 
3  An area is designated as in attainment when it is in compliance with the NAAQS and/or the CAAQS. These standards for the 

maximum level of a given air pollutant that can exist in the outdoor air without unacceptable effects on human health or the public 

welfare are set by EPA and CARB, respectively. Attainment = meets the standards; attainment/maintenance = achieves the 

standards after a nonattainment designation; nonattainment = does not meet the standards. 
4  Re-designation of the lead NAAQS designation to attainment for the Los Angeles County portion of the SCAB is expected based on 

current monitoring data. The phaseout of leaded gasoline started in 1976. Since gasoline no longer contains lead, the project is 

not anticipated to result in impacts related to lead; therefore, it is not discussed in this analysis. 
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Table 4. South Coast Air Quality Management District Air Quality 
Significance Thresholds 

Criteria Pollutants Mass Daily Thresholds 

Pollutant Construction (lbs/day) Operation (lbs/day) 

Leada 3 3 

TACs and Odor Thresholds 

TACsb  Maximum incremental cancer risk 10 in 1 million 

Cancer burden >0.5 excess cancer cases (in areas 1 in 1 million) 

Chronic and acute hazard index 1.0 (project increment) 

Odor Project creates an odor nuisance pursuant to SCAQMD Rule 402 

Source: SCAQMD 2019. 

Notes: VOC = volatile organic compound; NOx = oxides of nitrogen; CO = carbon monoxide; SOx = sulfur oxides; PM10 = particulate matter with 

an aerodynamic diameter less than or equal to 10 microns; PM2.5 = particulate matter with an aerodynamic diameter less than or equal to 

2.5 microns; TAC = toxic air contaminant; SCAQMD = South Coast Air Quality Management District.  

Greenhouse gas (GHG) emissions thresholds for industrial projects, as added in the March 2015 revision to the SCAQMD Air Quality 

Significance Thresholds, were not include included in this table as they are addressed within the GHG emissions analysis and not the air 

quality analysis.  
a The phaseout of leaded gasoline started in 1976. Since gasoline no longer contains lead, the project is not anticipated to result 

in impacts related to lead; therefore, it is not discussed in this analysis. 
b TACs include carcinogens and noncarcinogens. 

The project would result in a cumulatively considerable net increase for O3, which is a nonattainment pollutant, 

if the project’s construction or operational emissions would exceed the SCAQMD VOC or NOx thresholds shown 

in Table 4. These emission-based thresholds for O3 precursors are intended to serve as a surrogate for an O3 

significance threshold (i.e., the potential for adverse O3 impacts to occur) because O3 itself is not emitted directly, 

and the effects of an individual project’s emissions of O3 precursors (i.e., VOCs and NOx) on O3 levels in ambient 

air cannot be determined through air quality models or other quantitative methods. 

The California Emissions Estimator Model (CalEEMod) Version 2020.4.0 was used to estimate emissions 

from construction and operation of the project.5  

The following discussion quantitatively evaluates project-generated construction and operational emissions 

and impacts that would result from implementation of the project.  

Construction Emissions 

Construction of the project would result in the temporary addition of pollutants to the local airshed caused by 

on-site sources (e.g., off-road construction equipment, demolition activities, soil disturbance, and VOC off-

gassing from architectural coatings and asphalt pavement application) and off-site sources (e.g., vendor trucks, 

haul trucks, and worker vehicle trips). Specifically, entrained dust results from the exposure of earth surfaces to 

wind from the direct disturbance and movement of soil, resulting in PM10 and PM2.5 emissions. Internal 

combustion engines used by construction equipment, haul trucks, vendor trucks (i.e., delivery trucks), and 

worker vehicles would result in emissions of VOC, NOx, CO, PM10, and PM2.5. Construction emissions can vary 

 
5  CalEEMod is a statewide computer model developed in cooperation with air districts throughout the state to quantify criteria air 

pollutant emissions associated with construction and operational activities from a variety of land use projects, including warehouses. 
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substantially from day to day depending on the level of activity, the specific type of operation, and, for dust, the 

prevailing weather conditions. 

Emissions from the construction phase of the project were estimated using CalEEMod default values. For 

the purpose of conservatively estimating project emissions, construction was modeled beginning in January 

2023 and concluding in November 2023,6 lasting approximately 10.5 months. The analysis contained 

herein is based on the following schedule assumptions (duration of phases is approximate): 

▪ Site preparation: 1 week (January 2023) 

▪ Grading: 1 week (January 2023) 

▪ Building construction: 9 months (January–October 2023) 

▪ Paving: 2 weeks (October 2023) 

▪ Application of architectural coatings: 2 weeks (November 2023) 

Construction modeling assumptions for equipment and vehicles are provided in Table 5. Equipment mix and 

horsepower were based on CalEEMod default values, including equipment load factor. For the analysis, it was 

generally assumed that heavy-duty construction equipment would be operating at the site 5 days per week.  

Table 5. Construction Scenario Assumptions 

Construction 

Phase 

One-Way Vehicle Trips Equipment 

Average 

Daily 

Worker 

Trips 

Average 

Daily 

Vendor 

Truck Trips 

Total Haul 

Truck 

Trips Equipment Type Quantity 

Usage 

Hours 

Site 

Preparation 

8 4 0 Graders 1 8 

Scrapers 1 8 

Tractors/loaders/backhoes 1 7 

Grading 10 4 0 Graders 1 8 

Rubber-tired dozers 1 8 

Tractors/loaders/backhoes 2 7 

Building 

Construction  

54 22 0 Cranes 1 8 

Forklifts 2 7 

Generator sets 1 8 

Tractors/loaders/backhoes 1 6 

Welders 3 8 

Paving 16 0 0 Cement mortar mixers 1 8 

Pavers 1 8 

Paving equipment 1 8 

Rollers 2 8 

 
6  The analysis assumes a construction start date of January 2023, which represents the earliest date construction would initiate. 

Assuming the earliest start date for construction represents the worst-case scenario for criteria air pollutant and GHG emissions 

because equipment and vehicle emission factors for later years would be slightly less due to more stringent standards for in-use 

off-road equipment and heavy-duty trucks, as well as fleet turnover replacing older equipment and vehicles in later years. 
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Table 5. Construction Scenario Assumptions 

Construction 

Phase 

One-Way Vehicle Trips Equipment 

Average 

Daily 

Worker 

Trips 

Average 

Daily 

Vendor 

Truck Trips 

Total Haul 

Truck 

Trips Equipment Type Quantity 

Usage 

Hours 

Tractors/loaders/backhoes 1 8 

Architectural 

Coating  

12 0 0 

Air compressors 1 6 

 

Emissions generated during construction (and operation) of the project are subject to the rules and 

regulations of SCAQMD. Rule 403, Fugitive Dust, requires the implementation of measures to control the 

emission of visible fugitive/nuisance dust, such as wetting soils that would be disturbed. It was assumed 

that the active sites would be watered at least twice daily. The application of architectural coatings, such 

as exterior/interior paint and other finishes, and the application of asphalt pavement would also produce 

VOC emissions, The project is required to procure architectural coatings that meet the requirements of 

SCAQMD’s Rule 1113, Architectural Coatings.7  

Table 6 shows the estimated maximum daily construction emissions associated with the construction 

phase of the project. 

Table 6. Estimated Maximum Daily Construction Criteria Air Pollutant Emissions  

Year 

VOC NOx CO SOx PM10 PM2.5 

Pounds per Day 

2023 46.12 14.56 16.57 0.03 3.93 2.14 

SCAQMD Threshold 75 100 550 150 150 55 

Threshold Exceeded? No No No No No No 

Source: Appendix A-1. 

Notes: VOC = volatile organic compound; NOx = oxides of nitrogen; CO = carbon monoxide; SOx = sulfur oxides; PM10 = particulate matter with 

an aerodynamic diameter less than or equal to 10 microns; PM2.5 = particulate matter with an aerodynamic diameter less than or equal to 

2.5 microns; SCAQMD = South Coast Air Quality Management District. 

The values shown are the maximum summer or winter daily emissions results from CalEEMod.  

These estimates reflect control of fugitive dust required by SCAQMD Rule 403. 

As shown in Table 6, daily construction emissions would not exceed the SCAQMD significance thresholds 

for VOC, NOx, CO, SOx, PM10, or PM2.5 during project construction, and short-term construction impacts 

would be less than significant.  

 
7  SCAQMD Rule 1113, Architectural Coatings, requires manufacturers, distributors, and end users of architectural and industrial 

maintenance coatings to reduce VOC emissions from the use of these coatings, primarily by placing limits on the VOC content of 

various coating categories. 
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Operational Emissions 

Emissions from the operational phase of the project and operation of existing land uses were estimated 

using CalEEMod. Operational year 2024 was assumed following completion of construction.  

Area Sources 

CalEEMod was used to estimate operational emissions from area sources, including emissions from 

consumer product use, architectural coatings, and landscape maintenance equipment. Emissions 

associated with natural gas usage in space heating and water heating are calculated in the building energy 

use module of CalEEMod, as described in the following text. 

Consumer products are chemically formulated products used by household and institutional consumers, 

including the following: 

▪ Detergents 

▪ Cleaning compound 

▪ Polishes 

▪ Floor finishes 

▪ Cosmetics 

▪ Personal care products 

▪ Home, lawn, and garden products 

▪ Disinfectants 

▪ Sanitizers 

▪ Aerosol paints 

▪ Automotive specialty products  

Other paint products, furniture coatings, or architectural coatings are not considered consumer products 

(CAPCOA 2021). Consumer product VOC emissions were estimated in CalEEMod based on the floor area of 

buildings and default factor of pounds of VOC per building square foot per day. The CalEEMod default values 

for consumer products were assumed. 

VOC off-gassing emissions result from evaporation of solvents contained in surface coatings, such as in 

paints and primers used during building maintenance. CalEEMod calculates the VOC evaporative emissions 

from the application of surface coatings based on the VOC emission factor, the building square footage, 

the assumed fraction of surface area, and the reapplication rate. The VOC emissions factor is based on the 

VOC content of the surface coatings equal to SCAQMD’s Rule 1113, Architectural Coatings, requirements. 

CalEEMod default values were assumed, including the surface area to be painted, the VOC content of 

architectural coatings, and the reapplication rate of 10% of area per year. 

Landscape maintenance includes fuel combustion emissions from equipment such as lawn mowers, rototillers, 

shredders/grinders, blowers, trimmers, chainsaws, and hedge trimmers. The emissions associated with 

landscape equipment use were estimated based on CalEEMod default values for emission factors (grams per 
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square foot of building space per day) and number of summer days (when landscape maintenance would 

generally be performed) and winter days.  

Mobile Sources 

Following the completion of construction activities, the project would generate criteria pollutant 

emissions from mobile sources (vehicular traffic) as a result of employees and visitors of the project. 

Based on the trip generation for the project (as shown in Section 3.17, Transportation), there would be 

82 total vehicle trips per day, of which 23 are trucks and 59 are passenger cars. The truck breakdown 

by axle was also taken from the Warehouse Truck Trip Study Data Results and Usage (SCAQMD 2014a). 

CalEEMod was used to estimate emissions from proposed vehicular sources (refer to Attachment A -1). 

CalEEMod default data, including temperature, trip characteristics, variable start information, and 

emissions factors, were conservatively used for the model inputs. Project-related traffic was assumed to 

include a mixture of vehicles in accordance with the associated use (as discussed below), as modeled 

within CalEEMod, which is based on the CARB EMFAC2017 model. Emission factors representing the 

vehicle mix and emissions for 2024 were used to estimate emissions associated with vehicular sources. 

Two land uses in CalEEMod were used to model emissions from mobile sources. The “unrefrigerated 

warehouse-no rail” land use was used to model trucks and the “unrefrigerated warehouse-rail” was used 

to model passenger cars. The trip rates (as stated above) were apportioned to each land use accordingly. 

The fleet mix for trucks was determined based off the SCAQMD warehouse study and included the 

following vehicle categories: 2-axle trucks (50% LHD1 and 50% LHD2), 3-axle trucks (MHD), and 4-axle 

trucks (HHD). The fleet mix for passenger vehicles was assumed consistent with the EMFAC fleet mix for 

the air basin for the following vehicle categories: LDA, LDT1, and LDT2. Vehicle trip lengths were assumed 

to be 40 miles for truck trips (in accordance with SCAQMD guidance) and the CalEEMod defaults for 

passenger car trips.  

On May 7, 2021, SCAQMD adopted the Warehouse Indirect Source Rule, Rule 2305. Rule 2305 was 

adopted to facilitate local and regional emission reductions associated with existing and new warehouses 

with an indoor warehouse floor space equal to or greater than 100,000 square feet within a single building 

and the mobile sources associated with these warehouses. Under Rule 2305, operators of applicable 

existing and new warehouses are subject to an annual Warehouse Actions and Investments to Reduce 

Emissions Points Compliance Obligation intended to reduce regional and local emissions from warehouse 

indirect sources. Based on the approximately 47,899-square-foot warehouse building proposed for the 

project, Rule 2305 would not be applicable to the project.  

Off-Road Equipment (Forklifts) 

The exact operational number of off-road equipment is unknown at this time; however, in a good faith effort 

to include anticipated forklifts, forklifts were estimated based on the warehouse square footage and the 

SCAQMD study, as described below. 

SCAQMD published a summary of operational survey results from 34 operating high-cube warehouses 

(SCAQMD 2014b). The SCAQMD survey reported an average of 0.12 forklifts/pallet jacks per 1,000 square 

feet of building area, which was applied to the project. Note that this estimate is for total forklifts and pallet 

jacks. Pallet jacks are small as they are primarily used to lift small loads in tight quarters (and are electric 

or manual); therefore, assuming all pieces of equipment are forklifts is conservative. For the project, a total 
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of six forklifts and no yard trucks were assumed. CalEEMod was used to estimate emissions from diesel-

powered forklifts, while a spreadsheet model was used to estimate the energy consumption and GHG 

emissions from the electric forklifts (see Appendix A-1).  

Table 7 presents the maximum daily emissions associated with operation of the project in 2024 at buildout. 

The values shown are the maximum summer and winter daily emissions results from CalEEMod. Complete 

details of the emissions calculations are provided in Appendix A-1.  

Table 7. Estimated Maximum Daily Operation Criteria Air Pollutant Emissions 

Emissions Source 

VOC NOx CO SOx PM10 PM2.5 

Pounds per Day 

Proposed Project 

Area 1.10 <0.01 0.01 0 <0.01 <0.01 

Energy <0.01 0.03 0.02 <0.01 <0.01 <0.01 

Mobile 0.19 3.80 2.62 0.03 1.49 0.43 

Off-road (Forklifts) 1.70 15.98 20.61 0.03 0.92 0.85 

Total 2.99 19.81 23.26 0.06 2.41 1.28 

SCAQMD Threshold 55 55 550 150 150 55 

Threshold Exceeded? No No No No No No 

Notes: VOC = volatile organic compound; NOx = oxides of nitrogen; CO = carbon monoxide; SOx = sulfur oxides; PM10 = particulate 

matter with an aerodynamic diameter less than or equal to 10 microns; PM2.5 = particulate matter with an aerodynamic diameter less 

than or equal to 2.5 microns; SCAQMD = South Coast Air Quality Management District. 

<0.01 = reported value less than 0.01.  

See Appendix A-1 for complete results. 

As shown in Table 7, maximum daily operational emissions of VOC, NOx, CO, SOx, PM10, and PM2.5 generated 

by the project would not exceed SCAQMD’s significance thresholds, and long-term operational impacts 

would be less than significant.  

As previously discussed, the SCAB has been designated as a federal nonattainment area for O3 and PM2.5 

and a state nonattainment area for O3, PM10, and PM2.5. However, as indicated in Tables 6 and 7, project-

generated construction and operational emissions would not exceed the SCAQMD emission-based 

significance thresholds for VOCs, NOx, PM10, or PM2.5.  

Cumulative localized impacts would potentially occur if a project were to occur concurrently with another 

off-site project. Schedules for potential future projects near the project area are currently unknown; 

therefore, potential impacts associated with two or more simultaneous projects would be considered 

speculative.8 However, future projects would be subject to CEQA and would require air quality analysis and, 

where necessary, mitigation. Criteria air pollutant emissions associated with construction activity of future 

projects would be reduced through implementation of control measures required by SCAQMD. Cumulative 

PM10 and PM2.5 emissions would be reduced because all future projects would be subject to SCAQMD Rule 

403 (Fugitive Dust), which sets forth general and specific requirements for all sites in the SCAQMD.  

 
8  The CEQA Guidelines state that if a particular impact is too speculative for evaluation, the agency should note its conclusion and 

terminate discussion of the impact (14 CCR 15145).  
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Therefore, the project would not result in a cumulatively considerable increase in emissions of 

nonattainment pollutants, and impacts would be less than significant during construction and operation. 

c) Would the project expose sensitive receptors to substantial pollutant concentrations? 

Less-than-Significant Impact with Mitigation Incorporated. The project would not expose sensitive 

receptors to substantial pollutant concentrations, as evaluated in the following text.  

Sensitive Receptors 

Sensitive receptors are those individuals more susceptible to the effects of air pollution than the population 

at large. People most likely to be affected by air pollution include children, older adults, and people with 

cardiovascular and chronic respiratory diseases. According to SCAQMD, sensitive receptors include sites 

such as residences, schools, playgrounds, childcare centers, long-term healthcare facilities, rehabilitation 

centers, convalescent centers, and retirement homes (SCAQMD 1993). The nearest sensitive receptors are 

residential uses located immediately west and south of the project site and Indian Springs High School 

north of the project site. 

Localized Significance Thresholds 

SCAQMD recommends a localized significance threshold (LST) analysis to evaluate localized air quality 

impacts to sensitive receptors in the immediate vicinity of the project as a result of project activities. The 

impacts were analyzed using methods consistent with those in SCAQMD’s Final Localized Significance 

Threshold Methodology (SCAQMD 2008a). The project is located within Source-Receptor Area 34 (Central 

San Bernardino Valley). This analysis applies the SCAQMD LST values for a 2-acre site within Source-

Receptor Area 34 with a receptor distance of 25 meters (82 feet), which is the shortest available distance 

provided in SCAQMD’s methodology.  

Project construction activities would result in temporary sources of on-site criteria air pollutant emissions 

associated with off-road equipment exhaust and fugitive dust generation. According to the Final Localized 

Significance Threshold Methodology, “off-site mobile emissions from the project should not be included in 

the emissions compared to the LSTs” (SCAQMD 2008a). Trucks and worker trips associated with the project 

are not expected to cause substantial air quality impacts to sensitive receptors along off-site roadways 

since emissions would be relatively brief in nature and would cease once the vehicles pass through the 

main streets. Off-site emissions from truck trips were limited to 1,000 feet of estimated on-site activity 

within the LST analysis. The maximum daily on-site emissions generated by construction of the project are 

presented in Table 8 and compared to the SCAQMD localized significance criteria for Source-Receptor Area 

34 to determine whether project-generated on-site emissions would result in potential LST impacts.  
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Table 8. Construction Localized Significance Thresholds Analysis – Unmitigated 

 

NO2 CO PM10 PM2.5 

Pounds per Day (On Site) 

Construction 

Maximum 14.53 14.76 3.79 2.10 

SCAQMD LST Criteriaa 170 972 7 4 

Threshold Exceeded? No No No No 

Source: SCAQMD 2008a; Appendix A-1.  

Notes: NO2 = nitrogen dioxide; CO = carbon monoxide; PM10 = particulate matter with an aerodynamic diameter less than or equal to 10 

microns; PM2.5 = particulate matter with an aerodynamic diameter less than or equal to 2.5 microns; SCAQMD = South Coast Air Quality 

Management District; LST = localized significance threshold. 

Maximum on-site emissions occurred during the overlap of the following phases: grading and site preparation. 
a LSTs are shown for a 2-acre disturbed area corresponding to a distance to a sensitive receptor of 25 meters in Source-Receptor Area 34 

(Central San Bernardino Valley). 

As shown in Table 8, proposed construction activities would generate levels below SCAQMD thresholds. 

Thus, impacts would be less than significant.  

Carbon Monoxide Hotspots 

Traffic-congested roadways and intersections have the potential to generate localized high levels of CO. 

Localized areas where ambient concentrations exceed federal and/or state standards for CO are termed “CO 

hotspots.” The transport of CO is extremely limited, as it disperses rapidly with distance from the source. 

However, under certain extreme meteorological conditions, CO concentrations near a congested roadway or 

intersection may reach unhealthy levels, affecting sensitive receptors. Typically, high CO concentrations are 

associated with severely congested intersections operating at an unacceptable level of service (LOS) (LOS E 

or worse is unacceptable). Projects contributing to adverse traffic impacts may result in the formation of a CO 

hotspot. Additional analysis of CO hotspot impacts would be conducted if a project would result in a significant 

impact or contribute to an adverse traffic impact at a signalized intersection that would potentially subject 

sensitive receptors to CO hotspots. As discussed in Section 3.17, the proposed project would generate 

approximately 82 daily trips, with 8 trips (6 inbound and 2 outbound) in the AM peak hour, and 9 trips (3 

inbound and 6 outbound) in the PM peak hour. Adjusting for passenger car equivalent (PCE), the trip 

generation is approximately 117 daily PCE trips, 12 AM PCE peak hour trips (9 inbound and 3 outbound) and 

15 PM PCE peak hour trips (6 inbound and 9 outbound). Based on the project’s trip generation estimates as 

described above, development of the proposed project would likely not result in degradation of the nearest 

intersections due to the low volume of vehicular traffic (less than 100 peak hour trips). Therefore, a 

transportation impact analysis and further LOS analysis would not be required.  

In addition, at the time that the SCAQMD Handbook (SCAQMD 1993) was published, the SCAB was 

designated nonattainment under the CAAQS and NAAQS for CO. In 2007, SCAQMD was designated in 

attainment for CO under both the CAAQS and NAAQS as a result of the steady decline in CO concentrations 

in the SCAB due to turnover of older vehicles, introduction of cleaner fuels, and implementation of control 



SIXTH STREET AND DEL ROSA DRIVE WAREHOUSE PROJECT / INITIAL STUDY /  
MITIGATED NEGATIVE DECLARATION 

14700 30 
MARCH 2023 

technology on industrial facilities. SCAQMD conducted CO modeling for the 2003 AQMP9 (SCAQMD 2003b) 

for the four worst-case intersections in the SCAB:  

(1)  Wilshire Boulevard and Veteran Avenue 

(2)  Sunset Boulevard and Highland Avenue 

(3)  La Cienega Boulevard and Century Boulevard 

(4)  Long Beach Boulevard and Imperial Highway  

At the time the 2003 AQMP was prepared, the intersection of Wilshire Boulevard and Veteran Avenue was 

the most congested intersection in Los Angeles County, with an average daily traffic volume of about 100,000 

vehicles per day. The 2003 AQMP projected 8-hour CO concentrations at these four intersections for 1997 

and from 2002 through 2005. From 2002 through 2005, the maximum 8-hour CO concentration was 3.8 

parts per million at the Sunset Boulevard and Highland Avenue intersection in 2002, and the maximum 8-

hour CO concentration was 3.4 parts per million at the Wilshire Boulevard and Veteran Avenue in 2002.  

Accordingly, CO concentrations at congested intersections would not exceed the 1-hour or 8-hour CO CAAQS 

unless projected daily traffic would be at least over 100,000 vehicles per day. Because the project is not 

anticipated to increase daily traffic volumes at any study intersection to more than 100,000 vehicles per 

day, a CO hotspot is not anticipated to occur. 

Based on these considerations, the project would not generate traffic that would contribute to potential adverse 

traffic impacts that may result in the formation of CO hotspots. This conclusion is supported by the analysis in 

Section 3.17, which demonstrates that traffic impacts would be less than significant. In addition, due to 

continued improvement in vehicular emissions at a rate faster than the rate of vehicle growth and/or congestion, 

the potential for CO hotspots in the SCAB is steadily decreasing. Based on these considerations, the project 

would result in a less-than-significant impact to air quality with regard to potential CO hotspots. 

Toxic Air Contaminants 

In addition to impacts from criteria pollutants, certain projects may include emissions of pollutants 

identified by the state and federal government as toxic air contaminants (TACs) or hazardous air pollutants. 

State law has established the framework for California’s TAC identification and control project, which is 

generally more stringent than the federal project, and is aimed at TACs that are a problem in California. The 

state has formally identified more than 200 substances as TACs, including the federal hazardous air 

pollutants, and is adopting appropriate control measures for sources of these TACs.  

In an abundance of caution, a voluntary health risk assessment (HRA) was performed for construction and 

operation of the project, as discussed below, and is presented in Appendix A-2, HRA Files: Project Construction. 

The most recent guidance from the Office of Environmental Health Hazard Assessment (OEHHA) is the 

2015 Risk Assessment Guidelines Manual (OEHHA 2015), which was adopted in 2015 to replace the 2003 

HRA Guidance Manual. The Children’s Environmental Health Protection Act of 1999 (Senate Bill [SB] 25), 

which requires explicit consideration of infants and children in assessing risks from air toxics, required 

revisions of the methods for both non-cancer and cancer risk assessment and of the exposure assumptions 

in the 2003 HRA Guidance Manual. Cancer risk parameters, such as age-sensitivity factors, daily breathing 

 
9  SCAQMD’s CO hotspot modeling guidance has not changed since 2003.  
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rates, exposure period, fraction of time at home, and cancer potency factors were based on the values and 

data recommended by OEHHA as implemented in the Hotspots Analysis Reporting Program Version 2 

(HARP2). SCAQMD’s Modeling Guidance for American Meteorological Society/Environmental Protection 

Agency Regulatory Model (AERMOD) (SCAQMD 2018) and Health Risk Assessment Guidance for Analyzing 

Cancer Risks from Mobile Source Diesel Idling Emissions for CEQA Air Quality Analysis (SCAQMD 2003c) 

provide guidance to perform dispersion modeling for use in HRAs within the SCAB. 

Health effects from carcinogenic air toxics are usually described in terms of cancer risk. SCAQMD 

recommends a carcinogenic (cancer) risk threshold of 10 in 1 million. Some TACs increase noncancer health 

risk due to long-term (chronic) exposures. The Chronic Hazard Index is the sum of the individual substance 

chronic hazard indices for all TACs affecting the same target organ system. The Chronic Hazard Index 

estimates for all receptor types used the OEHHA-derived calculation method, which uses high-end exposure 

parameters for the inhalation and next top two exposure pathways and mean exposure parameters for the 

remaining pathways for non-cancer risk estimates (OEHHA 2015). The Chronic Hazard Index is the sum of the 

individual substance chronic hazard indices for all TACs affecting the same target organ system. A hazard 

index less than 1.0 means that adverse health effects are not expected. Within this analysis, noncarcinogenic 

exposures of less than 1.0 are considered less than significant. SCAQMD recommends a Chronic Hazard Index 

significance threshold of 1.0 (project increment) and an acute hazard index of 1.0.  

The greatest potential for TAC exposure from project construction and operation is from diesel particulate 

matter (DPM), as the exhaust from diesel engines is a complex mixture of gases, vapors, and particles, 

many of which are known human carcinogens. DPM has established cancer risk factors and relative 

exposure values for long-term chronic health hazard impacts. No short-term, acute relative exposure values 

are established and regulated and therefore these are not addressed in this assessment. 

The dispersion modeling was performed using AERMOD, which is the model SCAQMD requires for 

atmospheric dispersion of emissions. AERMOD (Version 21112) is a steady-state Gaussian plume model 

that incorporates air dispersion based on planetary boundary layer turbulence structure and scaling 

concepts, including treatment of surface and elevated sources, building downwash, and simple and 

complex terrain (EPA 2018a).  

Construction Health Risk 

Construction Health Risk Assessment  

An HRA was performed to evaluate potential health risk associated with construction of the project. The 

following discussion summarizes the dispersion modeling and HRA methodology; supporting construction 

HRA documentation, including detailed assumptions, is presented in Appendix A-2.  

For risk assessment purposes, PM10 in diesel exhaust is considered DPM, originating mainly from off-road 

equipment operating at a defined location for a given length of time at a given distance from sensitive 

receptors. Less-intensive, more-dispersed emissions result from on-road vehicle exhaust (e.g., heavy-duty 

diesel trucks). For the construction HRA, the CalEEMod scenario for the project was adjusted to reduce 

diesel truck one-way trip distances to 1,000 feet (0.19 miles) to estimate emissions from truck pass-by at 

proximate receptors.  
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The air dispersion modeling methodology was based on generally accepted modeling practices of SCAQMD 

(SCAQMD 2021b). Air dispersion modeling was performed using EPA’s AERMOD Version 21112 modeling 

system (computer software) with the Lakes Environmental Software implementation/user interface, 

AERMOD View Version 10.2.1. The HRA followed OEHHA 2015 guidelines (OEHHA 2015) and SCAQMD 

guidance to calculate the health risk impacts at all proximate receptors as further discussed below. The 

dispersion modeling included the use of standard regulatory default options. AERMOD parameters were 

selected consistent with SCAQMD and EPA guidance and identified as representative of the project site and 

project activities. Principal parameters of this modeling are presented in Table 9. 

Table 9. AERMOD Principal Parameters 

Parameter Details 

Meteorological Data AERMOD-specific meteorological data for the Riverside Airport air monitoring station 

(KRAL) was used for the dispersion modeling (SCAQMD 2021b). A 5-year 

meteorological data set from 2012 through 2016 was obtained from SCAQMD in a 

preprocessed format suitable for use in AERMOD. 

Urban versus Rural 

Option 

Urban dispersion option was selected due to the developed nature of the project area 

and per SCAQMD guidelines. 

Terrain 

Characteristics 

The elevation of the site is 801 feet (245 meters) above sea level.  

Elevation Data Digital elevation data were imported into AERMOD, and elevations were assigned to 

receptors and emission sources, as necessary. Digital elevation data were obtained 

through the AERMOD View in the United States Geological Survey’s National Elevation 

Dataset format with a resolution of 1/3 degree (approximately 10 meters), consistent 

with SCAQMD guidance (SCAQMD 2021a). 

Source Release 

Characterizations 

Air dispersion modeling of DPM emissions was conducted assuming the off-road 

equipment would operate in accordance with the modeling scenario estimated in 

CalEEMod (Appendix A-1). The construction equipment and on-site truck travel DPM 

emissions were modeled as a line of adjacent volume sources across the project site 

to represent project construction with a release height of 5 meters, plume height of 10 

meters, and plume width of 8 meters (SCAQMD 2008a; EPA 2021).  

Note: AERMOD = American Meteorological Society/Environmental Protection Agency Regulatory Model; SCAQMD = South Coast Air 

Quality Management District; DPM = diesel particular matter; CalEEMod = California Emissions Estimator Model. 

See Appendix A-1. 

Regarding receptors, the construction scenario used an approximate 1-kilometer-by-1-kilometer Cartesian 

receptor grid with 20-meter spacing to establish the impact area and evaluate locations of maximum health risk 

impact. Discrete receptors were placed over residential and day care facilities in closest proximity to the site.  

The health risk calculations were performed using HARP2 Air Dispersion and Risk Tool (ADMRT, dated 

22118). AERMOD was run with all sources emitting unit emissions (1 gram per second) to obtain the 

necessary input values for HARP2. The line of volume sources was partitioned evenly based on the 1 gram 

per second emission rate. The ground-level concentration plot files were then used to estimate the long-

term cancer health risk to an individual and the non-cancer chronic health indices. There is no reference 

exposure level (REL) for acute health impacts from DPM, and, thus, acute risk was not evaluated. 

Cancer risk is defined as the increase in probability (chance) of an individual developing cancer due to 

exposure to a carcinogenic compound, typically expressed as the increased chances in one million. 
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Maximum Individual Cancer Risk is the estimated probability of a maximally exposed individual 

potentially contracting cancer as a result of exposure to TACs over a period of 30 years for residential 

receptor locations. For the purposes of this construction HRA, given the less-than-lifetime exposure 

period, and the higher breathing rates and sensitivity of children to TACs, the cancer risk calculation 

assumes that the exposure would affect children early in their lives. The 10-month exposure duration 

was assumed to start during the third trimester of pregnancy through 10 months of age based on the 

duration of construction. The exposure pathway for DPM is inhalation only.  

SCAQMD has also established non-carcinogenic risk parameters for use in HRAs since some TACs increase 

non-cancer health risk due to long-term (chronic) exposures and some TACs increase non-cancer health 

risk due to short-term (acute) exposures. No short-term, acute relative exposure level has been established 

for DPM; therefore, acute impacts of DPM are not addressed in the HRA. Chronic exposure is evaluated in 

the construction HRA. Non-carcinogenic risks are quantified by calculating a hazard index, expressed as 

the ratio between the ambient pollutant concentration and its toxicity or REL, which is a concentration at 

or below which health effects are not likely to occur. The chronic hazard index is the sum of the individual 

substance chronic hazard indices for all TACs affecting the same target organ system. A hazard index less 

of than 1.0 means that adverse health effects are not expected.  

The Maximum Individual Cancer Risk and the Chronic Hazard Index for residential receptors as a result of 

project construction are presented in Table 10. 

Table 10. Construction Health Risk Assessment Results – Unmitigated 

Impact Parameter Units 

Project 

Impact 

CEQA 

Threshold 

Level of 

Significance 

Maximum Individual Cancer Risk–

Residential 

Per Million 33.1 10 Potentially Significant 

Maximum Individual Cancer Risk–

Student 

Per Million 3.81 10 Less than Significant 

Chronic Hazard Index–Residential Index Value 0.042 1.0 Less than Significant 

Source: SCAQMD 2019.  

Note: CEQA = California Environmental Quality Act.  

See Appendix A-2.  

As shown in Table 10, project construction activities would result in a Residential Maximum Individual 

Cancer Risk of 33.1 in 1 million, which exceeds the significance threshold of 10 in 1 million. Project 

construction activities would result in a Student Maximum Individual Cancer Risk of 3.81 in 1 million, which 

is below the significance threshold of 10 in 1 million. Project construction would result in a Residential 

Chronic Hazard Index of 0.042, which is below the 1.0 significance threshold.  

As shown in Table 10, the construction HRA results from the unmitigated scenario show cancer risks exceeding 

the 10 in 1 million threshold and thus a potentially significant impact at the maximally exposed individual 

residential receptors. Implementation of Mitigation Measure (MM) AQ-1 would reduce project construction-

generated DPM missions to the extent feasible.  

MM-AQ-1 Construction Equipment Emissions Reductions. The following measures shall be incorporated 

into the project to reduce diesel particulate matter (DPM) health risk generated by construction 
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equipment used for the project. Prior to the issuance of a grading permit, the following shall be 

incorporated into the grading plan and/or grading permit conditions: 

For off-road equipment with engines rated at 75 horsepower or greater, no construction equipment 

shall be used that is less than Tier 4 Interim. An exemption from these requirements may be 

granted in the event that the applicant documents that equipment with the required tier is not 

reasonably available and corresponding reductions in criteria air pollutant emissions are achieved 

from other construction equipment. For example, if a Tier 4 Interim piece of equipment is not 

reasonably available at the time of construction and a lower tier equipment is used instead (e.g., 

Tier 3), another piece of equipment could be upgraded from a Tier 4 Interim to a higher tier (i.e., 

Tier 4 Final) or replaced with an alternative-fueled (not diesel-fueled) equipment to offset the 

emissions associated with using a piece of equipment that does not meet Tier 4 Interim standards. 

Before an exemption may be considered, the applicant shall be required to demonstrate that two 

construction fleet owners/operators in the region were contacted and that those owners/operators 

confirmed Tier 4 Interim or better equipment could not be located in the region. To ensure that 

Tier 4 construction equipment or better would be used during the project’s construction, the 

applicant will include this requirement in applicable bid documents, purchase orders, and 

contracts. Successful contractor(s) must demonstrate the ability to supply the compliant 

construction equipment for use prior to any ground-disturbing and construction activities. A copy of 

each unit’s certified tier specification or model year specification and California Air Resources 

Board or South Coast Air Quality Management District operating permit (if applicable) shall be 

available upon request at the time of mobilization of each applicable unit of equipment. 

The HRA results after incorporation of MM-AQ-1 are presented in Table 11.  

Table 11. Construction Health Risk Assessment Results – Mitigated 

Impact Parameter Units 

Project 

Impact 

CEQA 

Threshold 

Level of 

Significance 

Maximum Individual Cancer Risk–

Residential 

Per Million 9.79 10 Less than Significant 

Maximum Individual Cancer Risk–

Student 

Per Million 1.12 10 Less than Significant 

Chronic Hazard Index–Residential Index Value 0.0124 1.0 Less than Significant 

Source: SCAQMD 2019.  

Notes: CEQA = California Environmental Quality Act. 

See Appendix A-2.  

Implementation of MM-AQ-1 would reduce construction-generated health risks to levels below SCAQMD 

thresholds. Thus, impacts would be less than significant with mitigation.  

Operational Health Risk 

An HRA was performed to evaluate potential health risk associated with operation of the project. The 

following discussion summarizes the dispersion modeling and HRA methodology; supporting operational 

HRA documentation, including detailed assumptions, is presented in Appendix A-2. 
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CARB’s Air Quality and Land Use Handbook: A Community Health Perspective encourages consideration of 

the health impacts of distribution centers that accommodate more than 100 trucks per day on sensitive 

receptors sited within 1,000 feet from the source in the land use decision-making process (CARB 2005). 

For the operational HRA (included as Appendix A-2), operational year 2024 was assumed, consistent with 

completion of project construction. Emissions from the operation of the project include forklifts, truck trips, 

and truck idling emissions. For risk assessment purposes, PM10 in diesel exhaust is considered DPM, 

originating mainly from forklifts, trucks traveling on site and off site, and trucks idling at the loading docks. 

Truck travel and idling emission rates were obtained from CARB’s EMFAC2021. Emission factors 

representing the vehicle mix and emissions for 2024 were used to estimate emissions associated with 

operation of the project. Truck idling would be limited to 5 minutes in accordance with CARB’s adopted 

Airborne Toxic Control Measure; however, truck idling was conservatively assumed to idle for 15 minutes.10 

Therefore, the analysis conservatively overestimates DPM emissions from idling. As discussed for the LST 

analysis, SCAQMD published a summary of operational survey results from 34 operating high-cube 

warehouses (SCAQMD 2014b). Based on the SCAQMD survey, the analysis assumed a total of 6 forklifts 

for project operations. The unmitigated HRA analysis assumed diesel operation of all 6 forklifts. 

Conservatively, a 2024 EMFAC2021 run was conducted, and a constant 2024 emission factor data set 

was used for the entire duration of the analysis (i.e., 30 years). Use of the 2024 emission factors would 

overstate potential impacts since this approach does not include reductions in emissions due to fleet 

turnover or cleaner technology with lower emissions. The truck travel DPM emissions were calculated by 

applying the exhaust PM10 emission factor from EMFAC2017 and the total truck trip number over the length 

of the distance traveled. In addition, the on-site truck idling exhaust emissions were calculated by applying 

the idle exhaust PM10 emission factor from EMFAC2021 and total truck trip over the total idling time (i.e., 

15 minutes). The truck traffic was modeled as a line of adjacent volume sources with truck traffic entering 

and exiting the project site from the north via Sixth Street. The trucks would travel south on Del Rosa Drive 

and head east on Third Street to SR-210. Truck idling, forklifts, and the yard truck were modeled as a line 

of adjacent volume sources operating within the truck loading bay area. 

As previously described, health effects from carcinogenic air toxics are usually described in terms of cancer 

risk. SCAQMD recommends a carcinogenic (cancer) risk threshold of 10 in 1 million. Some TACs increase 

noncancer health risk due to long-term (chronic) exposures. A hazard index less than 1.0 means that 

adverse health effects are not expected. Within this analysis, noncarcinogenic exposures of less than 1.0 

are considered less than significant. The exhaust from diesel engines is a complex mixture of gases, vapors, 

and particles, many of which are known human carcinogens. DPM has established cancer risk factors and 

relative exposure values for long-term chronic health hazard impacts. No short-term, acute relative 

exposure values are established and regulated and are therefore not addressed in this assessment. 

The air dispersion modeling methodology was based on generally accepted modeling practices of SCAQMD 

(SCAQMD 2021a). Air dispersion modeling was performed using EPA’s AERMOD (Version 21112) modeling 

system with the Lakes Environmental Software implementation/user interface, AERMOD View Version 

10.2.1. The HRA followed the OEHHA 2015 guidelines (OEHHA 2015) and SCAQMD guidance to calculate 

the health risk impacts at all proximate receptors as further discussed below. The dispersion modeling 

included the use of standard regulatory default options. AERMOD parameters were selected consistent with 

 
10  Although the project is required to comply with CARB’s idling limit of 5 minutes, on-site idling emissions were estimated for 15 

minutes of truck idling, which would take into account on-site idling while the trucks are waiting to pull up to the loading dock, 

idling at the loading dock, and idling during check-in and check-out. 
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SCAQMD and EPA guidance and identified as representative of the project site and project activities. 

Principal parameters of this modeling are presented in Table 12. 

Table 12. Operational Health Risk Assessment AERMOD Operational 
Principal Parameters 

Parameter Details 

Meteorological Data AERMOD-specific meteorological data for the Riverside Airport monitoring station (KRAL) 

was used for the dispersion modeling (SCAQMD 2021b). A 5-year meteorological data 

set from 2012 through 2016 was obtained from SCAQMD in a preprocessed format 

suitable for use in AERMOD. 

Urban versus Rural 

Option 

Urban dispersion option was selected due to the developed nature of the project area 

and per SCAQMD guidelines. 

Terrain 

Characteristics 

The elevation of the site is 801 feet (245 meters) above sea level.  

Emission Sources 

and Source Release 

Parameters  

Air dispersion modeling of operational activities was conducted using emissions 

generated using EMFAC2017 and CalEEMod. 

Off-site and on-site truck travel were modeled as a line of adjacent volume sources, and 

based on EPA methodology, the modeled sources would result in a release height of 3.4 

meters, a plume height of 6.8 meters, and a plume width of 13.4 meters (SBAPCD 

2020). Forklifts were modeled as a line of adjacent volume sources, and based on EPA 

methodology, the modeled sources would result in a release height of 3.4 meters, a 

plume height of 6.8 meters, and a plume width of 8.6 meters (EPA 2018a). Truck idling 

was modeled as a line of adjacent volume sources, and based on EPA methodology, the 

modeled sources would result in a release height of 4.0 meters, a plume height of 8.0 

meters, and a plume width of 8.6 meters (SBAPCD 2020) 

Note: AERMOD = American Meteorological Society/Environmental Protection Agency Regulatory Model; SCAQMD = South Coast Air 

Quality Management District; CalEEMod = California Emissions Estimator Model; EPA = U.S. Environmental Protection Agency. 

See Appendix A-2. 

Regarding receptors, the operational HRA scenario built from the construction HRA’s 1-kilometer-by-1-kilometer 

Cartesian receptor grid with 20-meter spacing to establish the impact area and evaluate locations of maximum 

health risk impact (SCAQMD 2021a). The operational scenario added receptors at 50-meter spacing at sensitive 

receptor areas adjacent to the truck routes discussed above.  

The health risk calculations were performed using the HARP2 Air Dispersion and Risk Tool (ADMRT, dated 

21081). AERMOD was run with all sources or source groups emitting unit emissions (1 gram per second) to 

obtain the necessary input values for HARP2. The line of volume sources was partitioned evenly based on the 1 

gram per second emission rate. The ground-level concentration plot files were then used to estimate the long-

term cancer health risk to an individual and the non-cancer chronic health indices. There is no REL for acute 

health impacts from DPM, and, thus, acute risk was not evaluated. 

Cancer risk is defined as the increase in probability (chance) of an individual developing cancer due to exposure 

to a carcinogenic compound, typically expressed as the increased chances in one million. Maximum Individual 

Cancer Risk is the estimated probability of a maximally exposed individual potentially contracting cancer as a 

result of exposure to TACs over a period of 30 years for residential receptor locations. The HRA assumes 

exposure would start in the third trimester of pregnancy through 30 years for all residential sensitive 

receptor locations. The exposure pathway for DPM is inhalation only.  
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SCAQMD has also established non-carcinogenic risk parameters for use in HRAs since some TACs increase 

non-cancer health risk due to long-term (chronic) exposures and some TACs increase non-cancer health 

risk due to short-term (acute) exposures. No short-term, acute relative exposure level has been established 

for DPM; therefore, acute impacts of DPM are not addressed in the HRA. Chronic exposure is evaluated in 

the operational HRA. Non-carcinogenic risks are quantified by calculating a hazard index, expressed as the 

ratio between the ambient pollutant concentration and its toxicity or REL, which is a concentration at or 

below which health effects are not likely to occur. The chronic hazard index is the sum of the individual 

substance chronic hazard indices for all TACs affecting the same target organ system. A hazard index less 

of than 1.0 means that adverse health effects are not expected.  

The results of the HRA during operation are provided in Table 13. 

Table 13. Operational Health Risk Assessment Results – Unmitigated 

Impact Parameter Units 

Project 

Impact 

CEQA 

Threshold Level of Significance 

Maximum Individual Cancer Risk–

Residential 

Per Million 391 10 Potentially Significant 

Maximum Individual Cancer Risk–

Student 

Per Million 17.34 10 Potentially Significant 

Chronic Hazard Index–Residential Index Value 0.105 1.0 Less than Significant 

Source: SCAQMD 2019.  

Notes: CEQA = California Environmental Quality Act. 

See Appendix A-2. 

As shown in Table 13, project operation would result in a Residential Maximum Individual Cancer Risk of 

391 in 1 million and a Student Maximum Individual Cancer Risk of 17.34 in 1 million, which are above the 

significance threshold of 10 in 1 million. Project operation would result in a Residential Chronic Hazard 

Index of 0.105, which is below the 1.0 significance threshold. The project operational TAC health risk 

impacts would be potentially significant, and mitigation is required. 

MM-AQ-2 Operational Forklifts. The project shall require all operational forklifts to be electric powered.  

The results of the HRA during operation including mitigation measure MM-AQ-2 are provided in Table 14. 

Table 14. Operational Health Risk Assessment Results – Mitigated 

Impact Parameter Units 

Project 

Impact 

CEQA 

Threshold 

Level of 

Significance 

Maximum Individual Cancer Risk–

Residential 

Per Million 1.38 10 Less than Significant 

Maximum Individual Cancer Risk–

Student 

Per Million 0.07 10 Less than Significant 

Chronic Hazard Index–Residential Index Value 0.004 1.0 Less than Significant 

Source: SCAQMD 2019.  

Notes: CEQA = California Environmental Quality Act. 

See Appendix A-2. 
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As shown in Table 14, project operation would result in a Residential Maximum Individual Cancer Risk of 

1.38 in 1 million and a Student Maximum Individual Cancer Risk of 0.07 in 1 million, which are below the 

significance threshold of 10 in 1 million. Project operation would result in a Residential Chronic Hazard 

Index of 0.004, which is below the 1.0 significance threshold. The project operational TAC health risk 

impacts would be less than significant with mitigation. 

Health Effects of Criteria Air Pollutants 

Construction and operation of the project would generate criteria air pollutant emissions; however, estimated 

construction and operational emissions would not exceed the SCAQMD mass-emission daily thresholds as 

shown in Tables 6 and 7, respectively. As previously discussed, the SCAB has been designated as a federal 

nonattainment area for O3 and PM2.5 and a state nonattainment area for O3, PM10, and PM2.5. 

Health effects associated with O3 include respiratory symptoms, worsening of lung disease leading to 

premature death, and damage to lung tissue (CARB 2021). VOCs and NOx are precursors to O3, for which 

the SCAB is designated as nonattainment with respect to the NAAQS and CAAQS. The contribution of VOCs 

and NOx to regional ambient O3 concentrations is the result of complex photochemistry. The increases in 

O3 concentrations in the SCAB due to O3 precursor emissions tend to be found downwind from the source 

location to allow time for the photochemical reactions to occur. However, the potential for exacerbating 

excessive O3 concentrations would also depend on the time of year that the VOC emissions would occur 

because exceedances of the O3 ambient air quality standards tend to occur between April and October 

when solar radiation is highest. The holistic effect of a single project’s emissions of O3 precursors is 

speculative because of the lack of quantitative methods to assess this impact. Because construction and 

operation of the project would not result in O3 precursor emissions (i.e., VOCs or NOX) that would exceed 

the SCAQMD thresholds (as shown in Tables 6 and 7), the project is not anticipated to substantially 

contribute to regional O3 concentrations and their associated health impacts. 

Health effects associated with NOx include lung irritation and enhanced allergic responses (CARB 2021). 

Construction and operation of the project would not generate NOx emissions that would exceed the 

SCAQMD mass daily thresholds; therefore, construction and operation of the project is not anticipated to 

contribute to exceedances of the NAAQS and CAAQS for NO2 or contribute to associated health effects. In 

addition, the SCAB is designated as in attainment of the NAAQS and CAAQS for NO2, and the existing NO2 

concentrations in the area are well below the NAAQS and CAAQS standards.  

Health effects associated with CO include chest pain in patients with heart disease, headache, light-

headedness, and reduced mental alertness (CARB 2021). CO tends to be a localized impact associated 

with congested intersections. CO hotspots were discussed previously as a less-than-significant impact. 

Thus, the project’s CO emissions would not contribute to the health effects associated with this pollutant. 

Health effects associated with PM10 and PM2.5 include premature death and hospitalization, primarily for 

worsening of respiratory disease (CARB 2021). As with O3 and NOX, and as shown in Tables 6 and 7, the 

project would not generate emissions of PM10 or PM2.5 that would exceed SCAQMD’s thresholds. 

Accordingly, the project’s PM10 and PM2.5 emissions are not expected to cause an increase in related health 

effects for this pollutant. 

The California Supreme Court’s decision in Sierra Club v. County of Fresno (2018) 6 Cal. 5th 502 (referred 

to herein as the Friant Ranch decision; issued on December 24, 2018) addressed the need to correlate 
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mass emission values for criteria air pollutants to specific health consequences and contains the following 

direction from the California Supreme Court:  

The EIR must provide an adequate analysis to inform the public how its bare numbers 

translate to create potential adverse impacts or it must adequately explain what the agency 

does know and why, given existing scientific constraints, it cannot translate potential 

health impacts further. (Italics in original)  

Currently, SCAQMD, CARB, and EPA have not approved a quantitative method to reliably, meaningfully, and 

consistently translate the mass emission estimates for the criteria air pollutants resulting from the project 

to specific health effects. In addition, there are numerous scientific and technological complexities 

associated with correlating criteria air pollutant emissions from an individual project to specific health 

effects or potential additional nonattainment days.  

In connection with the judicial proceedings culminating in issuance of the Friant Ranch decision, SCAQMD 

and the San Joaquin Valley Air Pollution Control District (SJVAPCD) filed amicus briefs attesting to the 

extreme difficulty of correlating an individual project’s criteria air pollutant emissions to specific health 

impacts. Both SJVAPCD and SCAQMD have among the most sophisticated air quality modeling and health 

impact evaluation capabilities of the air districts in California. The key relevant points from SCAQMD and 

SJVAPCD briefs are summarized herein.  

In requiring a health impact type of analysis for criteria air pollutants, it is important to understand how O3 

and particulate matter (PM) are formed, dispersed, and regulated. The formation of O3 and PM in the 

atmosphere, as secondary pollutants,11 involves complex chemical and physical interactions of multiple 

pollutants from natural and anthropogenic sources. The O3 reaction is self-perpetuating (or catalytic) in the 

presence of sunlight because NO2 is photochemically reformed from nitric oxide. In this way, O3 is controlled 

by both NOx and VOC emissions (NRC 2005). The complexity of these interacting cycles of pollutants means 

that incremental decreases in one emission may not result in proportional decreases in O3 (NRC 2005). 

Although these reactions and interactions are well understood, variability in emission source operations 

and meteorology creates uncertainty in the modeled O3 concentrations to which downwind populations may 

be exposed (NRC 2005). Once formed, O3 can be transported long distances by wind and due to 

atmospheric transport; contributions of precursors from the surrounding region can also be important (EPA 

2008). Because of the complexity of O3 formation, a specific tonnage of VOCs or NOX emitted in a particular 

area does not equate to a particular concentration of O3 in that area (SJVAPCD 2015).  

PM can be divided into two categories: directly emitted PM and secondary PM. Secondary PM, like O3, is 

formed via complex chemical reactions in the atmosphere between precursor chemicals such as SOx and 

NOx (SJVAPCD 2015). Because of the complexity of secondary PM formation, including the potential to be 

transported long distances by wind, the tonnage of PM-forming precursor emissions in an area does not 

necessarily result in an equivalent concentration of secondary PM in that area (SJVAPCD 2015). This is 

especially true for individual projects, like the proposed project, where project-generated criteria air 

pollutant emissions are not derived from a single “point source,” but from construction equipment and 

mobile sources (passenger cars and trucks) driving to, from, and around the project site. 

 
11  Air pollutants formed through chemical reactions in the atmosphere are referred to as secondary pollutants. 
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Additionally, health effects from air pollutants are related to the concentration of the air pollutant that an 

individual is exposed to, not necessarily the individual mass quantity of emissions associated with an 

individual project. For example, health effects from O3 are correlated with increases in the ambient level of O3 

in the air a person breathes (SCAQMD 2015). However, it takes a large amount of additional precursor 

emissions to cause a modeled increase in ambient O3 levels over an entire region (SCAQMD 2015). The lack 

of link between the tonnage of precursor pollutants and the concentration of O3 and PM2.5 formed is important 

because it is not necessarily the tonnage of precursor pollutants that causes human health effects; rather, it 

is the concentration of resulting O3 that causes these effects (SJVAPCD 2015). Indeed, the ambient air quality 

standards, which are statutorily required to be set by EPA at levels that are requisite to protect the public 

health, are established as concentrations of O3 and PM2.5 and not as tonnages of their precursor pollutants 

(EPA 2018a). Because the ambient air quality standards are focused on achieving a particular concentration 

region-wide, the tools and plans for attaining the ambient air quality standards are regional in nature. For 

CEQA analyses, project-generated emissions are typically estimated in pounds per day or tons per year and 

compared to mass daily or annual emission thresholds. While CEQA thresholds are established at levels that 

the air basin can accommodate without affecting the attainment date for the ambient air quality standards, 

even if a project exceeds established CEQA significance thresholds, this does not mean that one can easily 

determine the concentration of O3 or PM that will be created at or near the project site on a particular day or 

month of the year, or what specific health impacts will occur (SJVAPCD 2015).  

In regard to regional concentrations and air basin attainment, SJVAPCD emphasized that attempting to 

identify a change in background pollutant concentrations that can be attributed to a single project, even 

one as large as the entire Friant Ranch Specific Plan, is a theoretical exercise. The SJVAPCD brief noted 

that it “would be extremely difficult to model the impact on NAAQS attainment that the emissions from the 

Friant Ranch project may have” (SJVAPCD 2015). The situation is further complicated by the fact that 

background concentrations of regional pollutants are not uniform either temporally or geographically 

throughout an air basin but are constantly fluctuating based upon meteorology and other environmental 

factors. SJVAPCD noted that the currently available modeling tools are equipped to model the impact of all 

emission sources in the San Joaquin Valley Air Basin on attainment (SJVAPCD 2015). The SJVAPCD brief 

then indicated that “running the photochemical grid model used for predicting O3 attainment with the 

emissions solely from the Friant Ranch project (which equate to less than 0.1% of the total NOx and VOC in 

the Valley) is not likely to yield valid information given the relative scale involved” (SJVAPCD 2015).  

SCAQMD and SJVAPCD have indicated that it is not feasible to quantify project-level health impacts based 

on existing modeling (SCAQMD 2015; SJVAPCD 2015). Even if a metric could be calculated, it would not be 

reliable because the models are equipped to model the impact of all emission sources in an air basin on 

attainment and would likely not yield valid information or a measurable increase in O3 concentrations 

sufficient to accurately quantify O3-related health impacts for an individual project. 

Nonetheless, following the Supreme Court’s Friant Ranch decision, some EIRs where estimated criteria air 

pollutant emissions exceeded applicable air district thresholds have included a quantitative analysis of 

potential project-generated health effects using a combination of a regional photochemical grid model12 

 
12  The first step in the publicly available HIAs includes running a regional photochemical grid model, such as the Community 

Multiscale Air Quality model or the Comprehensive Air Quality Model, with extensions to estimate the increase in concentrations 

of O3 and PM2.5 as a result of project-generated emissions of criteria and precursor pollutants. Air districts, such as SCAQMD, use 

photochemical air quality models for regional air quality planning. These photochemical models are large-scale air quality models 
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and the EPA Benefits Mapping and Analysis Program (BenMAP or BenMAP–Community Edition).13 The 

publicly available health impact assessments (HIAs) typically present results in terms of an increase in 

health incidences and/or the increase in background health incidence for various health outcomes 

resulting from the project’s estimated increase in concentrations of O3 and PM2.5.14 To date, the five publicly 

available HIAs reviewed herein have concluded that the evaluated project’s health effects associated with 

the estimated project-generated increase in concentrations of O3 and PM2.5 represent a small increase in 

incidences and a very small percent of the number of background incidences, indicating that these health 

impacts are negligible and potentially within the models’ margin of error. It is also important to note that 

while the results of the five available HIAs conclude that the project emissions do not result in a substantial 

increase in health incidences, the estimated emissions and assumed toxicity are also conservatively 

inputted into the HIA and thus overestimate health incidences, particularly for PM2.5. 

As explained in the SJVAPCD brief and noted previously, running the photochemical grid model used for 

predicting O3 attainment with the emissions solely from an individual project like the Friant Ranch project 

or the proposed project is not likely to yield valid information given the relative scale involved. The five 

examples reviewed support the SJVAPCD brief’s contention that consistent, reliable, and meaningful results 

may not be provided by methods applied at this time. Accordingly, additional work in the industry and, more 

importantly, air district participation are needed to develop a more meaningful analysis to correlate project-

level mass criteria air pollutant emissions and health effects for decision makers and the public. 

Furthermore, at the time of writing, no HIA has concluded that health effects estimated using the 

photochemical grid model and BenMAP approach are substantial provided that the estimated project-

generated incidences represent a very small percent of the number of background incidences, potentially 

within the models’ margin of error. 

In summary, construction and operation of the project would not result in exceedances of the SCAQMD 

significance thresholds for certain criteria pollutants, and potential health effects associated with criteria 

air pollutants would be less than significant. 

In addition, an analysis of the project’s potential to exceed the SCAQMD LSTs is presented above. SCAQMD 

developed the LST analysis in response to the CARB Governing Board’s Environmental Justice 

Enhancement Initiative I-4. LSTs represent the maximum emissions from a project that will not cause or 

contribute to an exceedance of the most stringent applicable NAAQS or CAAQS (which are health protective 

standards) at the nearest sensitive receptor, taking into consideration ambient concentrations in each 

source receptor area, project size, and distance to the nearest sensitive receptor. LSTs has been developed 

 
that simulate the changes of pollutant concentrations in the atmosphere using a set of mathematical equations characterizing 

the chemical and physical processes in the atmosphere (EPA 2018b). 
13  After estimating the increase in concentrations of O3 and PM2.5, the second step in the five examples includes use of BenMAP or 

BenMAP–Community Edition to estimate the resulting associated health effects. BenMAP estimates the number of health 

incidences resulting from changes in air pollution concentrations (EPA 2018c). The health impact function in BenMAP–Community 

Edition incorporates four key sources of data: (1) modeled or monitored air quality changes, (2) population, (3) baseline incidence 

rates, and (4) an effect estimate. All of the five example HIAs focused on O3 and PM2.5. 
14  The following CEQA documents included a quantitative HIA to address Friant Ranch: (1) California State University, Dominguez 

Hills 2018 Campus Master Plan EIR (CSU Dominguez Hills 2019), (2) March Joint Powers Authority K4 Warehouse and Cactus 

Channel Improvements Project EIR (March JPA 2019), (3) Amendment to Norman Y. Mineta San José International Airport Master 

Plan Project EIR (City of San Jose 2020), (4) Inglewood Basketball and Entertainment Center (IBEC) Project EIR (City of Inglewood 

2019), and (5) Draft San Diego State University Mission Valley Campus Master Plan EIR (SDSU 2019). 
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for NO2, CO, PM10, and PM2.5. As presented above, the project’s localized construction emissions would not 

exceed site-specific LSTs, and impacts would be less than significant. 

d) Would the project result in other emissions (such as those leading to odors) adversely affecting a 

substantial number of people? 

Less-than-Significant Impact. The project would result in emissions, including criteria air pollutant and 

TACs; however, those are addressed under Sections 3.3(b) and 3.3(c). Accordingly, the evaluation of other 

emissions is focused on the potential for the project to generate odors. The occurrence and severity of 

potential odor impacts depend on numerous factors. The nature, frequency, and intensity of the source; 

the wind speed and direction; and the sensitivity of receiving location each contribute to the intensity of the 

impact. Although offensive odors seldom cause physical harm, they can be annoying and cause distress 

among the public and generate citizen complaints.  

Odors would be potentially generated from vehicles and equipment exhaust emissions during construction 

of the project. Potential odors produced during construction would be attributable to concentrations of 

unburned hydrocarbons from tailpipes of construction equipment, architectural coatings, and asphalt 

pavement application. Such odors would disperse rapidly from the project site and generally occur at 

magnitudes that would not affect substantial numbers of people. Therefore, impacts associated with odors 

during construction would be less than significant. 

Land uses and industrial operations associated with odor complaints include agricultural uses, wastewater 

treatment plants, food-processing plants, chemical plants, composting, refineries, landfills, dairies, and 

fiberglass molding (SCAQMD 1993). The project entails operation of a warehouse and would not create any 

new sources of odors during operation. Therefore, project operations would result in an odor impact that is 

less than significant. 

3.4 Biological Resources 
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b) Have a substantial adverse effect on any 

riparian habitat or other sensitive natural 

community identified in local or regional 

plans, policies, regulations, or by the 

California Department of Fish and Wildlife or 

U.S. Fish and Wildlife Service? 

    

c) Have a substantial adverse effect on state 

or federally protected wetlands (including, 

but not limited to, marsh, vernal pool, 

coastal, etc.) through direct removal, filling, 

hydrological interruption, or other means? 

    

d) Interfere substantially with the movement 

of any native resident or migratory fish or 

wildlife species or with established native 

resident or migratory wildlife corridors, 

or impede the use of native wildlife 

nursery sites? 

    

e) Conflict with any local policies or ordinances 

protecting biological resources, such as a 

tree preservation policy or ordinance? 

    

f) Conflict with the provisions of an adopted 

Habitat Conservation Plan, Natural 

Community Conservation Plan, or other 

approved local, regional, or state habitat 

conservation plan? 

    

 

The analysis of biological resources is based on the biological resources technical letter report that 

documents the existing conditions of the study area and evaluates the potential of special-status biological 

resources to occur (Appendix B). Potential project-related impacts to these biological resources and 

recommendations to avoid or reduce impacts below a level of significance under CEQA are also described 

within the report and are summarized herein.  

a) Would the project have a substantial adverse effect, either directly or through habitat modifications, on 

any species identified as a candidate, sensitive, or special status species in local or regional plans, policies, 

or regulations, or by the California Department of Fish and Wildlife or U.S. Fish and Wildlife Service? 

Less-than-Significant Impact with Mitigation Incorporated. No special-status plants or wildlife species 

were observed on the study area during the biological reconnaissance. The study area consists of non-

native grassland, disturbed habitat, and ornamental vegetation associated with adjacent development. 

Given the low-quality, fragmented, and disturbed habitat on the project site and location within an urban 

setting, there is no moderate or high potential for special-status species to occur on the study area.  
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No active nests were observed, and species diversity was limited to species that occur in urbanized settings. 

However, ornamental vegetation immediately outside of the southern and eastern project site boundaries 

provides suitable nesting habitat within the study area for migratory bird and raptor species protected by 

the Migratory Bird Treaty Act and California Fish and Game Code Section 3500. While vegetation clearing 

and grading for construction of the proposed project is not anticipated to directly impact nesting birds, 

construction activities may indirectly impact suitable nesting habitat for protected bird species due to 

increased dust, noise, and human presence, which would be considered significant. With implementation 

of MM-BIO-1, impacts to nesting birds would be reduced to a less-than-significant level.  

MM-BIO-1 Avian Nesting Season Avoidance. Construction activities shall be avoided during the 

bird nesting season (generally February 1 through August 30) to ensure compliance with 

the federal Migratory Bird Treaty Act and California Fish and Game Code Section 3500 et 

seq. If avoidance of the nesting season is not feasible, then a pre-construction nesting bird 

survey shall be conducted by a qualified biologist within a maximum of 3 days prior to the 

start of construction in areas that could support tree-, shrub-, and ground-nesting birds to 

ensure that birds are not engaged in active nesting within 100 feet of the project’s 

construction limits. If nesting birds are discovered during the pre-construction survey, then 

the qualified biologist shall identify an appropriate buffer where no ground-breaking 

activities are allowed to occur until after the birds have fledged from the nest. The active 

nest buffer size depends on the species’ sensitivity to disturbance (typically up to 500 feet 

for raptors and 300 feet for passerines), and ongoing biological monitoring during 

construction may be required. Construction activities may take place in other areas on the 

project site, outside of the nest avoidance buffer. No construction activities may take place 

within the nest avoidance buffer unless authorized by an on-site monitoring biologist.  

b) Would the project have a substantial adverse effect on any riparian habitat or other sensitive natural 

community identified in local or regional plans, policies, regulations, or by the California Department of 

Fish and Wildlife or U.S. Fish and Wildlife Service? 

No Impact. Vegetation communities were mapped on the study area during the biological reconnaissance 

according to the California Department of Fish and Wildlife’s Protocols for Surveying and Evaluating Impacts 

to Special Status Native Plant Populations and Sensitive Natural Communities (CDFW 2018) and List of 

Vegetation Alliances and Associations (CDFW 2019). Vegetation communities and land covers were 

delineated to the vegetation alliance level, based on the Manual of California Vegetation (Sawyer et al. 

2009). Some modification, such as the Preliminary Descriptions of the Terrestrial Natural Communities of 

California (Holland 1986; Oberbauer et al. 2008) were incorporated to accommodate the lack of conformity 

of the observed communities to those included in these references. No sensitive or natural vegetation 

communities or riparian habitats were observed on the study area. Any natural vegetation communities 

that historically occurred in the study area have been removed during previous grading and clearing 

activities. As such, vegetation clearing and grading for construction of the proposed project will have no 

impact on riparian habitats or sensitive natural communities.  
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c) Would the project have a substantial adverse effect on state or federally protected wetlands (including, but 

not limited to, marsh, vernal pool, coastal, etc.) through direct removal, filling, hydrological interruption, or 

other means? 

No Impact. No formal jurisdictional wetland delineation was conducted on the study area. However, a 

preliminary assessment of potential jurisdictional waters in the study area during the biological 

reconnaissance determined there are no waterways or drainages that would be subjected to federal or 

state regulatory agency jurisdiction. Additionally, no natural wetlands or riparian habitats were observed in 

the study area. A review of the National Wetlands Inventory dataset revealed no mapped “blue line” 

features within the study area. Although City Creek, a blue line mapped flood control channel, lies 

approximately 0.12 miles south of the study area, it is not anticipated to be directly or indirectly impacted 

by project activities due to intervening mixed land use (residential, commercial, municipal). As such, 

vegetation clearing and grading of the study area for construction of the proposed project will have no 

impact to state or federally protected waters and wetlands.  

d) Would the project interfere substantially with the movement of any native resident or migratory fish or 

wildlife species or with established native resident or migratory wildlife corridors, or impede the use of 

native wildlife nursery sites? 

No Impact. The entire study area is surrounded by mixed development, and no portions of the study area 

function as a wildlife corridor or linkage that connects to larger habitat areas in the region, such as the 

Santa Ana River further south. The study area is separated from the Santa Ana River by urban development, 

specifically SBIA, which would significantly impede local wildlife movement. Further, the study area is not 

mapped as an important wildlife corridor, habitat linkage, or nursery site, and occurs on a fragmented, low-

quality, previously disturbed (tilled/disked) parcel in an urban setting. On a local scale, the study area may 

function as a linkage for small to medium-sized mammals and reptiles to use the project site as a corridor, 

to travel locally to other fragmented undeveloped parcels to the west. However, Sixth Street is a paved road 

with consistent moderate traffic volume that would also significantly impede local wildlife movement. 

Therefore, a wildlife corridor study for the project is not warranted. Vegetation clearing and grading for 

construction of the proposed project is anticipated to have no impact on wildlife corridors, habitat linkages, 

and nursery sites.  

e) Would the project conflict with any local policies or ordinances protecting biological resources, such as a 

tree preservation policy or ordinance? 

No Impact. The study area does not contain any heritage trees protected by the City Municipal Code of 

Ordinances (Section 16.64.040, City of Highland 2022). Therefore, construction of the proposed project 

would not conflict with local policies or ordinances protecting biological resources, such as a tree 

preservation policy or ordinance, and no impact will occur.  

f) Would the project conflict with the provisions of an adopted Habitat Conservation Plan, Natural Community 

Conservation Plan, or other approved local, regional, or state habitat conservation plan? 

No Impact. The study area does not occur within any approved, in process, or implemented Habitat Conservation 

Plan or Natural Community Conservation Plan for local or regional protection of species and habitats. As such, 
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project implementation would not conflict with the provisions of an adopted Habitat Conservation Plan, Natural 

Community Conservation Plan, or other approved conservation plan, and no impact will occur.  

3.5 Cultural Resources 
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V.  CULTURAL RESOURCES – Would the project: 

a) Cause a substantial adverse change in the 

significance of a historical resource 

pursuant to Section 15064.5? 

    

b) Cause a substantial adverse change in the 

significance of an archaeological resource 

pursuant to Section 15064.5? 

    

c) Disturb any human remains, including those 

interred outside of formal cemeteries? 
    

 

a) Would the project cause a substantial adverse change in the significance of a historical resource pursuant 

to Section 15064.5? 

Less-than-Significant Impact with Mitigation Incorporated. As defined by the CEQA Guidelines (14 CCR 

15000 et seq.), a “historical resource” is considered to be a resource that is listed in or eligible for listing 

in the National Register of Historic Places or California Register of Historical Resources (CRHR), has been 

identified as significant in a historical resource survey, or is listed on a local register of historical resources. 

Under CEQA, a project may have a significant effect on the environment if it may cause “a substantial 

adverse change in the significance of an historical resource” (PRC Section 21084.1; 14 CCR 15064.5[b]). If a 

site is listed or eligible for listing in the CRHR, included in a local register of historic resources, or identified as 

significant in a historical resources survey (meeting the requirements of PRC Section 5024.1[q]), it is a historical 

resource and is presumed to be historically or culturally significant for the purposes of CEQA (PRC Section 

21084.1; 14 CCR 15064.5[a]). 

A review of historical topographic maps and aerial photographs indicates that the proposed project site was 

vacant and undeveloped as early as 1896. By 1938, the proposed project site is shown to be in use for 

agricultural purposes. By 1984, the proposed project site is shown to have been graded, and the 

development of the buildings immediately to the south and outside the proposed project site are present, 

generally consistent with present-day site conditions. 

A review of the California Historical Resources Information System (CHRIS) database records held at the South 

Central Coastal Information Center (SCCIC) for the proposed project site indicates that 18 previous cultural 

resource studies have been conducted within 0.5 miles of the proposed project site between 1973 and 2011. 

Of these studies, two studies address the proposed project site resulting in the entirety (100%) of the 

proposed project site having been subjected to previous archaeological investigations; neither of these 
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studies identified cultural resources within the proposed project site. The CHRIS records search results 

identified 67 previously recorded cultural resources within the records search area. Of these, 1 resource is a 

historic-period archaeological site, and the remaining 66 are historic built environment resources. None of 

the identified resources are located within or adjacent to the project site and none have been determined to 

be a historical resource pursuant to Section 15064.5. An archaeological pedestrian survey of the project site 

conducted in support of assessments for this project did not identify any historical resources within the project 

footprint. Furthermore, no structures are currently present within the project site.  

Therefore, the project would not cause a substantial adverse change in the significance of a known 

historical resource pursuant to Section 15064.5. However, the potential for intact cultural deposits to exist 

within native soils (below between 1 and 2 feet below ground surface) to the depths of proposed ground 

disturbance is unknown. In the event that unanticipated cultural resources are encountered during project 

implementation, an evaluation of the resource would be conducted, potentially resulting in the 

determination that the resource is historical in accordance with the definition outlined in Section 15064.5. 

As a result, the project has a potential to impact and thus cause a substantial adverse change in the 

significance of a yet unknown historical resource.  

Thus, mitigation is required to address impacts related to the inadvertent discovery of yet unknown 

historical resources, as outlined in MM-CUL-1, MM-CUL-2, and MM-CUL-3. MM-CUL-1 requires that all 

project construction personnel participate in a Worker Environmental Awareness Program training for the 

proper identification and treatment of inadvertent discoveries. MM-CUL-2 requires the retention of an on-

call qualified archaeologist to respond to and address inadvertent discoveries. MM-CUL-3 requires 

construction work occurring within 100 feet of a cultural resource discovery be immediately halted until the 

qualified archaeologist, meeting the Secretary of Interior’s Professional Qualification Standards for 

Archaeology, can assess and evaluate the discovery pursuant to CEQA. Additionally, MM-CUL-3 requires the 

inadvertent discovery clause be included on all construction plans. With implementation of MM-CUL-1, MM-

CUL-2, and MM-CUL-3, significant impacts to historical resources would be reduced to less than significant 

with mitigation incorporated. 

MM-CUL-1 Worker Environmental Awareness Program. Prior to the start of construction activities, 

all construction personnel and monitors shall be trained regarding identification and 

treatment protocol for inadvertent discoveries of cultural resources (archaeological and 

tribal) and human remains. A basic presentation and handout or pamphlet shall be 

prepared in order to ensure proper identification and treatment of inadvertent discoveries 

of cultural resources and human remains. The purpose of the Worker Environmental 

Awareness Program training is to provide specific details on the kinds of materials that 

may be identified during ground-disturbing activities and explain the importance of and 

legal basis for the protection of human remains and significant cultural resources. Each 

worker shall also be trained in the proper procedures to follow in the event that cultural 

resources or human remains are uncovered during ground-disturbing activities. These 

procedures include but are not limited to work curtailment or redirection and the 

immediate contact of the site supervisor and archaeological monitoring staff.  

MM-CUL-2 Retention of an On-Call Qualified Archaeologist. A qualified archaeologist shall be 

retained and on-call to respond and address any inadvertent discoveries identified 

project implementation.  
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MM-CUL-3 Inadvertent Discovery Clause. In the event that potential archaeological resources (sites, 

features, or artifacts) are exposed during ground disturbance, all construction work occurring 

within 100 feet of the find shall immediately stop, and the qualified archaeologist that has been 

retained on call must be notified immediately to assess the significance of the find and 

determine whether additional study is warranted. Depending upon the significance of the find 

under the California Environmental Quality Act (CEQA), the archaeologist may simply record the 

find and allow work to continue. If the discovery proves significant under CEQA, additional work 

(e.g., preparation of an archaeological treatment plan, testing, data recovery, or monitoring) 

may be warranted if the resource cannot be feasibly avoided. If monitoring is warranted, an 

archaeological monitoring report shall be prepared within 60 days following completion of 

ground disturbance and submitted to the City of Highland for review. This report shall document 

compliance with approved mitigation, document the monitoring efforts, and include an 

appendix with daily monitoring logs. The final report shall be submitted to the South Central 

Coastal Information Center. 

In accordance with Section 7050.5 of the California Health and Safety Code, if human 

remains are found, the county coroner shall be immediately notified of the discovery. No 

further excavation or disturbance of the site or any nearby area reasonably suspected to 

overlie adjacent remains shall occur until the county coroner has determined the 

appropriate treatment and disposition of the human remains. If the county coroner 

determines that the remains are, or are believed to be, Native American, he or she shall 

follow all required protocols according to California Public Resources Code, 

Section 5097.98. 

b) Would the project cause a substantial adverse change in the significance of an archaeological resource 

pursuant to Section 15064.5? 

Less-than-Significant Impact with Mitigation Incorporated. A CHRIS database records search, 

background research, including a review of a geotechnical report, and an archaeological pedestrian survey 

were conducted as part of a Phase I Archaeological Resources Assessment that was prepared for the 

project (Appendix C). 

A review of historical topographic maps and aerial photographs indicates that the proposed project site was 

vacant and undeveloped as early as 1896, with a tributary of Warm Creek intersecting the northwestern 

quadrant of the proposed project site. By 1938, the proposed project site is shown to be used for 

agricultural purposes. The 1968 aerial shows that the proposed project site was disturbed, as evidenced 

by what appears to be paths and/or informal dirt roads that traverse the site. By 1984, the proposed project 

site is shown to have been graded, and the development of the buildings immediately to the south and 

outside the proposed project site are present, generally consistent with present-day site conditions. 

While the Native American Heritage Commission (NAHC) Sacred Lands File (SLF) search (completed January 

20, 2023) result was positive, it is important to note that the results of the SLF provided by NAHC relate to 

the general regional area within and surrounding the proposed project site and do not necessarily equate to 

the existence of resources within the specific area occupied by the proposed project site. As previously 

mentioned, a review of the CHRIS database records conducted at the SCCIC identified two studies that 

address the proposed project site, indicating that the entirety (100%t) of the proposed project site has been 
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subjected to previous archaeological investigations, including a pedestrian survey, prior to the ground 

disturbance observed between the 1980 and 1984 aerials. The CHRIS records search results also indicate 

that 67 cultural resources have been previously recorded within 0.5 miles of the proposed project site, 

consisting of 1 historic-period archaeological site and 66 historic built environment resources, none of which 

are located within or immediately adjacent to the proposed project site. No record of previously recorded 

historic-period or prehistoric archaeological resources are on file with the SCCIC as being present within 

proposed project site. The nearest archaeological resource consisting of the remains of a historic-period 

agricultural system is located approximately 1,400 feet (425 meters) outside of the proposed project site.  

A review of a geotechnical report (Appendix D) prepared for the proposed project site determined that fill 

soils were encountered from surface to between 1 and 2 feet below existing ground surface within all eight 

exploratory boring locations. Recommendations within the geotechnical report include removal of disturbed 

soils and/or fill soils to competent native material and any vegetation and/or demolition debris prior to the 

start of grading operations. Therefore, it is assumed that the minimum depth of ground disturbance is 1 to 

2 feet across the proposed project site, no deeper than 5 feet for utilities, and a maximum depth of 20 feet 

below the existing ground surface for the installation of the underground infiltration/detention system 

within the southeast corner of the proposed project site.  

An intensive-level archaeological survey of the proposed project site was conducted December 22, 2022. Project 

site conditions at the time the survey was conducted consisted of vacant and undeveloped land that had been 

subjected to tilling and/or disking activities. Disturbances observed included vehicular tracks traversing the site 

and dumping of modern refuse across the site. For these reasons, ground surface visibility was variable and 

ranged from non-existent to poor (0% to 20%) in areas where the ground surface was obscured and good to 

excellent (90% to 100%) for the remainder of the site, which accounted for approximately 95% of the proposed 

project site. No cultural materials were observed within the proposed project site as a result of the archaeological 

pedestrian survey. It should be noted, however, that the geotechnical study revealed that the proposed project 

site is predominately covered in fill soils although the origin of the soils was not mentioned. The presence of fill 

soils demonstrates that native soils within which cultural deposits might exist in context could not have been 

observed during the survey; this fact demonstrates that the survey findings are less than reliable. As such, any 

exposed soils observed during the survey were likely fill soils and not representative of the native soils present 

prior to ground disturbing activities.  

In consideration of all these factors, the potential to encounter intact deposits containing archaeological 

resources within soils from the current grade and between 1 and 2 feet below existing ground surface is 

unlikely. However, given that the proposed project site is within the Santa Ana River Watershed and a 

tributary of Warm Creek historically intersected the northwestern quadrant of the proposed project site, 

there is a potential for the proposed project site to be buried in alluvial and flood deposits. For these 

reasons, the proposed project site should be treated as potentially sensitive for archaeological resources. 

In the event that unanticipated archaeological resources are encountered during project implementation, 

impacts to these resources would be potentially significant. 

Thus, mitigation is required to address impacts related to the inadvertent discovery of archaeological 

resources, as outlined in MM-CUL-1, MM-CUL-2, and MM-CUL-3. MM-CUL-1 requires that all project 

construction personnel participate in a Worker Environmental Awareness Program training for the proper 

identification and treatment of inadvertent discoveries. MM-CUL-2 requires the retention of an on-call 

qualified archaeologist to respond to and address inadvertent discoveries. MM-CUL-3 requires construction 
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work occurring within 100 feet of a cultural resource discovery be immediately halted until the qualified 

archaeologist, meeting the Secretary of Interior’s Professional Qualification Standards for Archaeology, can 

assess and evaluate the discovery pursuant to CEQA. Additionally, MM-CUL-3 requires the inadvertent 

discovery clause be included on all construction plans. With implementation of MM-CUL-1, MM-CUL-2, and 

MM-CUL-3, significant impacts to historical resources would be reduced to less than significant with 

mitigation incorporated. 

c) Would the project disturb any human remains, including those interred outside of formal cemeteries? 

Less-than-Significant Impact. No prehistoric or historic-period burials, including those interred outside of 

formal cemeteries, were identified within the proposed project site as a result of the CHRIS records search or 

pedestrian survey. In the event that human remains are inadvertently encountered during ground-disturbing 

activities, they shall be treated consistent with state and local regulations, including the California Health 

and Safety Code Section 7050.5, PRC Section 5097.98, and the California Code of Regulations Section 

15064.5(e). In accordance with these regulations, if human remains are found, the county coroner shall 

be immediately notified of the discovery. No further excavation or disturbance of the site or any nearby area 

reasonably suspected to overlie adjacent remains shall occur until the county coroner has determined the 

appropriate treatment and disposition of the human remains. If the county coroner determines that the 

remains are, or are believed to be, Native American, he or she shall follow all required protocols according 

to PRC Section 5097.98. Compliance with these regulations would ensure that impacts to human remains 

resulting from the proposed project would be less than significant. 

3.6 Energy 
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VI. Energy – Would the project: 
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for renewable energy or energy efficiency? 
    

 

a) Would the project result in potentially significant environmental impact due to wasteful, inefficient, or 

unnecessary consumption of energy resources, during project construction or operation? 

Less-than-Significant Impact. The electricity and natural gas used for construction of the proposed project 

would be temporary, would be substantially less than that required for project operation, and would have a 

negligible contribution to the project’s overall energy consumption. Although the project would see an 
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increase in petroleum use during construction and operation, vehicles would use less petroleum due to 

advances in fuel economy and potential reduction in vehicle miles traveled (VMT) over time.  

Construction  

Electricity  

Temporary electric power for as-necessary lighting and electronic equipment (such as computers inside 

temporary construction trailers) would be provided by Southern California Edison. The electricity used for 

such activities would be temporary, would be substantially less than that required for project operation, and 

would have a negligible contribution to the project’s overall energy consumption.  

Natural Gas 

Natural gas is not anticipated to be required during construction of the project. Fuels used for construction 

would primarily consist of diesel and gasoline, which are discussed below in the Petroleum subsection. Any 

minor amounts of natural gas that may be consumed as a result of project construction would be 

substantially less than that required for project operation and would have a negligible contribution to the 

project’s overall energy consumption.  

Petroleum  

Heavy-duty construction equipment associated with construction activities would rely on diesel fuel. Construction 

workers would travel to and from the project site throughout the duration of construction. It is assumed in this 

analysis that construction workers would travel to and from the site in gasoline-powered passenger vehicles.  

Heavy-duty construction equipment of various types would be used during each phase of project 

construction. Appendix A-1 lists the assumed equipment usage for each phase of construction. 

Fuel consumption from construction equipment was estimated by converting the total carbon dioxide (CO2) 

emissions from each construction phase to gallons using the conversion factors for CO2 to gallons of 

gasoline or diesel. Construction is estimated to occur in 2023 based on the construction phasing schedule. 

The conversion factor for gasoline is 8.78 kilograms per metric ton (MT) CO2 per gallon, and the conversion 

factor for diesel is 10.21 kilograms per MT CO2 per gallon (The Climate Registry 2021). The estimated 

diesel fuel usage from construction equipment is shown in Table 15. 

Table 15. Construction Equipment Diesel Demand 

Phase Pieces of Equipment  Equipment CO2 (MT) kg/CO2/Gallon Gallons 

Site Preparation 3 3.26 10.21 319.08 

Grading 4 5.48 10.21 536.25 

Building Construction 8 205.55 10.21 20,132.57 

Paving 6 7.82 10.21 765.70 

Architectural Coating 1 1.29 10.21 125.22 

Total 21,878.81 

Sources: Pieces of equipment and equipment CO2 (Appendix A-1); kg/CO2/Gallon (The Climate Registry 2021). 

Notes: CO2 = carbon dioxide; MT = metric ton; kg = kilogram. 
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Fuel consumption from worker and vendor trips is estimated by converting the total CO2 emissions from 

each construction phase to gallons using the conversion factors for CO2 to gallons of gasoline or diesel. 

Worker vehicles are assumed to be gasoline, and vendor vehicles are assumed to be diesel. The project 

also includes haul truck trips for the export of demolition waste and import of earthwork materials. 

Calculations for total worker, vendor truck, and haul truck fuel consumption are provided in Table 16. 

Table 16. Construction Worker, Vendor, and Haul Truck Gasoline and 
Diesel Demand 

Phase  Trips 

Vehicle  

MT CO2 kg/CO2/Gallon Gallons 

Worker (Gasoline) 

Site Preparation 24 0.10 8.78 11.66 

Grading 60 0.26 8.78 29.16 

Building Construction 10,638 45.38 8.78 5,169.00 

Paving 160 0.68 8.78 77.74 

Architectural Coating 120 0.51 8.78 58.30 

Vendor (Diesel) 

Site Preparation 12 0.11 10.21 10.70 

Grading 24 0.22 10.21 21.40 

Building Construction 4,334 39.45 10.21 3,864.34 

Paving 0 0 10.21 0 

Architectural Coating 0 0 10.21 0 

Haul (Diesel) 

Site Preparation 0 0.00 10.21 0.00 

Grading 0 0.00 10.21 0.00 

Building Construction 0 0.00 10.21 0.00 

Paving 0 0.00 10.21 0.00 

Architectural Coating 0 0.00 10.21 0.00 

Total 9,242.30 

Sources: Trips and vehicle CO2 (Appendix A-1); kg/CO2/Gallon (The Climate Registry 2021). 

Notes: MT = metric ton; CO2 = carbon dioxide; kg = kilogram. 

In summary, construction of the project is anticipated to consume 5,346 gallons of gasoline and 25,775 

gallons of diesel over the course of 10.5 months. The project will be subject to CARB’s In-Use Off-Road 

Diesel Vehicle Regulation that applies to certain off-road diesel engines, vehicles, or equipment greater 

than 25 horsepower. The regulation (1) imposes limits on idling, requires a written idling policy, and requires 

a disclosure when selling vehicles; (2) requires all vehicles to be reported to CARB (using the Diesel Off-

Road Online Reporting System) and labeled; (3) restricts the adding of older vehicles into fleets starting on 

January 1, 2014; and (4) requires fleets to reduce their emissions by retiring, replacing, or repowering older 

engines, or installing Verified Diesel Emission Control Strategies (i.e., exhaust retrofits). The fleet must 

either show that its fleet average index was less than or equal to the calculated fleet average target rate, 

or that the fleet has met the Best Achievable Control Technology requirements. The project is also located 

in an urban area and worker, vendor, and haul truck trip lengths would be shorter compared to a suburban 
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project location, resulting in less energy use. Therefore, impacts to energy resources during construction 

would be less than significant. 

Operation 

Electricity  

The operation of the project would require electricity for multiple purposes, including cooling, lighting, 

appliances, and powering various equipment, such as electric forklifts. Additionally, the supply, conveyance, 

treatment, and distribution of water would indirectly result in electricity usage. Electricity consumption 

associated with project operation is based on the CalEEMod outputs and spreadsheet calculations for 

water, wastewater, and electric forklifts presented in Appendix A-1.  

CalEEMod default values for energy consumption for each land use were applied for the project analysis. 

The energy use from non-residential land uses is calculated in CalEEMod based on the California 

Commercial End-Use Survey database. Energy use in buildings (both natural gas and electricity) is divided 

by the program into end use categories subject to Title 24 requirements (end uses associated with the 

building envelope, such as the heating, ventilation, and air conditioning [HVAC] system; water heating 

system; and integrated lighting) and those not subject to Title 24 requirements (such as appliances, 

electronics, and miscellaneous “plug-in” uses). 

Title 24 of the California Code of Regulations serves to enhance and regulate California’s building 

standards. The most recent amendments to Title 24, Part 6, referred to as the 2019 standards, 

became effective on January 1, 2020. According to these estimations, the project would consume 

approximately 353,878 kilowatt-hours per year during operation (Appendix A-1).  

Natural Gas 

The operation would require natural gas for various purposes, including water heating and natural gas 

appliances and natural gas forklifts. Natural gas consumption associated with operation is based on the 

CalEEMod outputs in Appendix A-1.  

CalEEMod default values for energy consumption for each land use were applied for the project analysis. 

The energy use from non-residential land uses is calculated in CalEEMod based on the California 

Commercial End-Use Survey database. Energy use in buildings (both natural gas and electricity) is divided 

by the program into end use categories subject to Title 24 requirements (end uses associated with the 

building envelope, such as the HVAC system, water heating system, and integrated lighting) and those not 

subject to Title 24 requirements (such as appliances, electronics, and miscellaneous “plug-in” uses). 

Title 24 of the California Code of Regulations serves to enhance and regulate California’s building 

standards. The most recent amendments to Title 24, Part 6, referred to as the 2019 standards, became 

effective on January 1, 2020. According to these estimations, the project would consume approximately 

12,974,326 thousand British thermal units per year.  
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Petroleum  

During operations, the majority of fuel consumption resulting from the project would involve the motor 

vehicles traveling to and from the project site.  

Petroleum fuel consumption associated with motor vehicles traveling to and from the project site is a function 

of the VMT as a result of project operation. As shown in Appendix A-1, the annual VMT attributable to the project 

is expected to be 332,034 miles for passenger vehicles and 312,192 miles for trucks. Similar to the construction 

worker and vendor trips, fuel consumption from worker and truck trips are estimated by converting the total CO2 

emissions from operation of the project to gallons using the conversion factors for CO2 to gallons of gasoline or 

diesel. Mobile source emissions were estimated using EMFAC2017. Calculations for annual mobile source 

fuel consumption are provided in Table 17.  

Table 17. Operational Annual Mobile Source Petroleum Demand 

Fuel Source Vehicle MT CO2 kg/CO2/Gallon Gallons 

Gasoline Vehicles 230.14 8.78 26,211.88 

Diesel Vehicles 216.39 10.21 21,193.65 

Total 47,405.52 

Sources: Trips and vehicle CO2 (Appendix A-1); kg/CO2/Gallon (The Climate Registry 2021). 

Notes: MT = metric ton; CO2 = carbon dioxide; kg = kilogram. 

As shown in Table 17, total petroleum consumption for the project annually is estimated to be 47,406 gallons.15 

Summary  

In summary, although natural gas and electricity usage would increase due to the implementation of the 

project, the project would be subject to the State Building Energy Efficiency Standards. Although the project 

would see an increase in petroleum use during construction and operation, vehicles would use less 

petroleum due to advances in fuel economy and potential reduction in VMT over time. Therefore, impacts 

to energy resources during operation would be less than significant. 

Over the lifetime of the project, the fuel efficiency of the vehicles being used by the visitors and employees 

of the project is expected to increase. As such, the amount of gasoline consumed as a result of vehicular 

trips to and from the project site during operation would decrease over time. There are numerous 

regulations in place that require and encourage increased fuel efficiency. For example, CARB has adopted 

a new approach to passenger vehicles by combining the control of smog-causing pollutants and GHG 

emissions into a single coordinated package of standards. The new approach also includes efforts to 

support and accelerate the number of plug-in hybrids and zero-emission vehicles in California (CARB 

2017a). Additionally, in response to SB 375, CARB has adopted the goal of reducing per-capita GHG 

emissions from 2005 levels by 8% by the year 2020 and 13% by the year 2035 for light-duty passenger 

vehicles in the SCAG planning area. This reduction would occur by reducing VMT through the integration of 

land use planning and transportation. As such, operation of the project is expected to use decreasing 

amounts of petroleum over time, due to advances in fuel economy.  

 
15  For context, California as a whole is expected to consume approximately 18.0 billion gallons of petroleum per year by 2023 (CARB 

2021). Countywide total petroleum use by vehicles is expected to be 1,114 million gallons per year by 2024 (CARB 2021). 



SIXTH STREET AND DEL ROSA DRIVE WAREHOUSE PROJECT / INITIAL STUDY /  
MITIGATED NEGATIVE DECLARATION 

14700 55 
MARCH 2023 

The project would create additional electricity and natural gas demand by adding warehouse facilities. New 

facilities associated with the proposed project would be subject to the State Building Energy Efficiency 

Standards, embodied in Title 24 of the California Code of Regulations. The efficiency standards apply to 

new construction of non-residential buildings and regulate energy consumed for heating, cooling, 

ventilation, water heating, and lighting. While the project will meet applicable Title 24 requirements, other 

renewable energy systems, including wind turbine generation, geothermal generation, energy storage, and 

other renewable energy generation features are not considered technically or economically feasible and or 

demonstrated for a similar project. Additionally, site constraints include limited land availability and 

incompatibility with land use for large scale power generation facilities as well as unknown interconnection 

feasibility and compatibility with utility provider systems. For these reasons, other on-site renewable energy 

systems are not considered feasible for the proposed project. 

In summary, implementation of the project would increase the demand for electricity and natural gas at the 

project site and petroleum consumption in the region during construction and operation. However, as the project 

would be consistent with current regulations and policies, the project would not be wasteful or inefficient and 

would not result in unnecessary energy resource consumption. The project’s energy consumption demands 

during construction and operation would conform to the state’s Title 24 standards such that the project would 

not be expected to wastefully use gas and electricity. Since the proposed project would comply with Title 24 

conservation standards, the proposed project would not directly require the construction of new energy 

generation or supply facilities or result in wasteful, inefficient, or unnecessary consumption of energy. Moreover, 

vehicle usage associated with the project would use less petroleum due to advances in fuel economy and 

potential reduction in VMT over time. Therefore, impacts would be less than significant. 

b) Would the project conflict with or obstruct a state or local plan for renewable energy or energy efficiency? 

Less-than-Significant Impact. The project would be subject to and would comply with, at a minimum, the 

California Building Energy Efficiency Standards (24 CCR, Part 6). Part 6 of Title 24 establishes energy 

efficiency standards for non-residential buildings constructed in California to reduce energy demand and 

consumption. As such, the project would comply with the California code requirements for energy efficiency. 

Part 11 of Title 24 sets forth voluntary and mandatory energy measures that are applicable to the project 

under the California Green Building Standards, also known as CALGreen. CALGreen institutes mandatory 

minimum environmental performance standards for all ground-up, new construction of commercial, low-

rise residential, high-rise residential, state-owned buildings, schools, and hospitals, as well as certain 

residential and non-residential additions and alterations. On this basis, the project would not conflict with 

or obstruct a state or local plan for renewable energy or energy efficiency. Therefore, impacts would be less 

than significant. 
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3.7 Geology and Soils 
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a) Would the project directly or indirectly cause potential substantial adverse effects, including the risk of 

loss, injury, or death involving: 

i) Rupture of a known earthquake fault, as delineated on the most recent Alquist-Priolo Earthquake 

Fault Zoning Map issued by the State Geologist for the area or based on other substantial evidence 

of a known fault? Refer to Division of Mines and Geology Special Publication 42. 

No Impact. The Alquist–Priolo Zones Special Studies Act defines active faults as those that have 

experienced surface displacement or movement during the last 11,000 years. As shown in Figure 6-2 of 

the General Plan, the City is traversed by the San Andreas Fault System (City of Highland 2006). The 

Alquist–Priolo Earthquake Fault Zone, as identified in the General Plan, is located approximately 4.3 miles 

from the project site (City of Highland 2006). The proposed development lies outside of any Alquist–Priolo 

Special Studies Zone, and the potential for damage due to direct fault rupture is considered unlikely 

(Appendix D, Geotechnical Investigation). Additionally, based on a review of the CDOC regulatory maps, the 

project site is not located in a designated Fault Hazard Zone (CDOC 2021). Therefore, no impacts 

associated with fault rupture would occur.  

ii) Strong seismic ground shaking? 

Less-than-Significant Impact. Similar to other areas located in the seismically active Southern California 

region, the City is susceptible to strong ground shaking during an earthquake. However, as previously 

addressed in Section 3.7(a)(i), the project site is located approximately 4.3 miles from the Alquist–Priolo 

Earthquake Fault Zone, which is capable of producing an 8.3 magnitude earthquake (City of Highland 

2006). Pursuant to Title 15, Buildings and Construction, of the City’s Municipal Code, the project would 

incorporate the design recommendations included in its geotechnical report, which will be subject to review 

and approval by City staff prior to issuance of a grading permit. The project’s geotechnical report provides 

specific design recommendations to ensure the structural integrity of the project in the event that seismic 

ground shaking is experienced at the project site. These recommendations include performing remedial 

grading, over-excavating existing soils, and recompacting these soils with structured fill, among other 

technical design recommendations (Appendix D). Additionally, the project’s structures would be designed 

consistent with the most recent version of the California Building Code, which includes universal standards 

relating to seismic load requirements. With implementation of the recommendations of the project’s 

geotechnical report, impacts associated with strong seismic ground shaking would be less than significant. 

iii) Seismic-related ground failure, including liquefaction? 

Less-than-Significant Impact with Mitigation Incorporated. Liquefaction occurs when partially 

saturated soil loses its effective stress and enters a liquid state, which can result in the soil’s inability to 

support structures above. Liquefaction can be induced by ground-shaking events and is dependent on soil 

saturation conditions. As shown in Figure 6-3 of the General Plan, the project site lies within a Suspected 

Liquefaction Susceptibility Area (City of Highland 2006), and according to the project’s geotechnical report, 

liquefaction is a concern for the project site (Appendix D). To mitigate for potential impacts related ground 

failure, including liquefaction, MM-GEO-1 shall be required. MM-GEO-1 requires that the proposed project 

incorporate all applicable geotechnical recommendations made in the site-specific geotechnical study, 

including those related to seismic guidelines and liquefaction, into the proposed project’s design and 

engineering. Application of these recommendations would further reduce the potential to expose people or 
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structures to substantial risk of loss or injury due to liquefaction. Therefore, impacts associated with 

liquefaction would be less than significant with mitigation incorporated. 

MM-GEO-1 Geotechnical Investigation Report Recommendations. The property owner/developer 

shall implement all recommendations in the approved geotechnical investigation report for 

the proposed project during site preparation, grading, and construction, and compliance 

with the approved geotechnical investigation shall be verified in the field by a qualified 

representative. The property owner/developer shall demonstrate to the City of Highland’s 

Building & Safety Department, Planning Department, and/or Public Works/Engineering 

Department staff that all or equivalent recommendations in the Geotechnical Engineering 

Investigation, Proposed Industrial Warehouse Development, South Side of 6th Street and 

West of Del Rosa Drive, Highland, California prepared by NorCal Engineering, dated June 

9, 2022, or any updates to that report have been incorporated into the proposed project’s 

design and grading plans.  

iv) Landslides? 

No Impact. The project site is relatively flat and is not within an area susceptible to landslides, as shown 

in Figure 6-3 of General Plan (City of Highland 2006). Therefore, no impact associated with landslides would 

occur on the proposed project site. 

b) Would the project result in substantial soil erosion or the loss of topsoil? 

Short-Term Construction Impacts 

Less-than-Significant Impact. Ground surfaces that would be temporarily exposed during construction 

could result in erosion or loss of soil during storm events. Construction projects that involve the disturbance 

of 1 or more acres of soil, including clearing, grading, and disturbances to the ground such as stockpiling 

or excavation, are required to obtain coverage under the State Water Resources Control Board (SWRCB) 

General Permit for Storm Water Discharges Associated with Construction and Land Disturbance Activities 

(Construction General Permit). The Construction General Permit requires the development and 

implementation of a stormwater pollution prevention plan (SWPPP) (SWRCB 2022a). Implementation of a 

Construction General Permit, including preparation of a SWPPP and installation of best management 

practices (BMPs), would reduce the potential for both stormwater runoff and soil erosion impacts. 

Therefore, short-term construction impacts associated with soil erosion would be less than significant.  

Long-Term Operational Impacts 

Less-than-Significant Impact. Following construction of the project, ground surfaces would be covered by 

the proposed warehouse building or otherwise stabilized with landscaping and paving. The stormwater 

generated on site, along with any sediments contained within the stormwater, will be directed into an on-site 

underground infiltration/detention system to be treated on site. Therefore, the potential for substantial soil 

erosion or the loss of topsoil is considered less than significant.  
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c) Would the project be located on a geologic unit or soil that is unstable, or that would become unstable as 

a result of the project, and potentially result in on- or off-site landslide, lateral spreading, subsidence, 

liquefaction or collapse? 

Less-than-Significant Impact. As previously discussed, the project would be designed consistent with the 

specific design recommendations of the project’s geotechnical report (Appendix D). Implementation of 

these recommendations would address these potentially hazardous conditions and ensure structural 

integrity in the event that seismic-related issues are experienced at the project site. With implementation 

of the recommendations of the project’s geotechnical report, impacts would be less than significant.  

d) Would the project be located on expansive soil, as defined in Table 18-1-B of the Uniform Building 

Code (1994), creating substantial direct or indirect risks to life or property? 

Less-than-Significant Impact. Expansive soils are characterized by their potential shrink/swell behavior. 

Shrink/swell is the change in volume (expansion and contraction) that occurs in certain fine-grained clay 

sediments from the cycle of wetting and drying. Much of the damage to building foundations, roads, and 

other structures can be caused by the swelling and shrinking of soils as a result of wetting and drying. The 

upper soils at the project site are very low (Expansion Index=0–20) in expansion potential (Appendix D). 

Further, compliance with California Building Code requirements would reduce the potential risk to people 

and structures due to unstable and expansive soils. Therefore, impacts associated with expansive soils 

would be less than significant.  

e) Would the project have soils incapable of adequately supporting the use of septic tanks or alternative 

waste water disposal systems where sewers are not available for the disposal of waste water? 

No Impact. The proposed project would connect directly to the municipal sanitary sewer system and would 

not require septic tanks or any other alternative wastewater disposal system. Therefore, no impacts 

associated with the ability of soils to support septic tanks would occur. 

f) Would the project directly or indirectly destroy a unique paleontological resource or site or unique 

geologic feature? 

Less-than-Significant Impact with Mitigation Incorporated. The geologic units underlying the project 

site are primarily fill soils encountered at the ground surface. The fill soils generally consist of silty fine to 

coarse sand with occasional rootlets. Native soils generally consisting of silty sand to slightly silty sand with 

some gravel with occasional small rootlets were encountered beneath the upper fill soils (Appendix D). As 

is the case with most development projects that involve earthwork activity, there is always a possibility that 

subsurface construction activity could unearth a potentially significant paleontological resource. MM-GEO-2 

would be required to ensure that subsurface construction activity complies with the standard procedures 

for treatment of unanticipated discovery of paleontological resources; therefore, with incorporation of 

mitigation, impacts associated with paleontological resources would be less than significant.  

MM-GEO-2 Discovery of Paleontological Resources. In the event that paleontological resources 

(i.e., fossil remains) are exposed during construction activities for the project, all 

construction work occurring within 50 feet of the find shall immediately stop until a 

qualitied paleontologist, as defined by the Society of Vertebrate Paleontology’s guidelines, 
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can assess the nature and importance of the find. Depending on the significance of the 

find, the qualified paleontologist may record the find and allow work to continue or may 

recommend salvage and recovery of the resource. All recommendations shall be made in 

accordance with the Society of Vertebrate Paleontology’s guidelines and shall be subject 

to review and approval by the City of Highland. Work in the area of the find shall only 

resume upon approval of a qualified paleontologist. 

3.8 Greenhouse Gas Emissions 
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a) Would the project generate greenhouse gas emissions, either directly or indirectly, that may have a 

significant impact on the environment? 

Less-than-Significant Impact. Climate change refers to any significant change in measures of climate 

(e.g., temperature, precipitation, or wind patterns) lasting for an extended period (i.e., decades or longer). 

The earth’s temperature depends on the balance between energy entering and leaving the planet’s system, 

and many factors (natural and human) can cause changes in the earth’s energy balance. The greenhouse 

effect is the trapping and buildup of heat in the atmosphere near the earth’s surface (the troposphere). The 

greenhouse effect is a natural process that contributes to regulating the earth’s temperature, and it creates 

a livable environment on Earth. Human activities that emit additional GHGs to the atmosphere increase the 

amount of infrared radiation that gets absorbed before escaping into space, thus enhancing the 

greenhouse effect and causing the earth’s surface temperature to rise. Global climate change is a 

cumulative impact; a project contributes to this impact through its incremental contribution combined with 

the cumulative increase of all other sources of GHGs. Thus, GHG impacts are recognized exclusively as 

cumulative impacts (CAPCOA 2008).  

A GHG is any gas that absorbs infrared radiation in the atmosphere; in other words, GHGs trap heat in the 

atmosphere. As defined in California Health and Safety Code Section 38505(g) for purposes of administering 

many of the state’s primary GHG emissions reduction programs, GHGs include CO2, methane (CH4), nitrous 

oxide (N2O), hydrofluorocarbons, perfluorocarbons, sulfur hexafluoride, and nitrogen trifluoride (see also CEQA 
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Guidelines Section 15364.5).16 The three GHGs evaluated herein are CO2, CH4, and N2O because these gases 

would be emitted during project construction and operation. 

The Intergovernmental Panel on Climate Change developed the global warming potential (GWP) concept to 

compare the ability of each GHG to trap heat in the atmosphere relative to another gas. The reference gas 

used is CO2; therefore, GWP-weighted emissions are measured in MT of CO2 equivalent (CO2e). Consistent 

with CalEEMod, this GHG emissions analysis assumes the GWP for CH4 is 25 (i.e., emissions of 1 MT of CH4 

are equivalent to emissions of 25 MT of CO2), and the GWP for N2O is 298, based on the Intergovernmental 

Panel on Climate Change’s Fourth Assessment Report (IPCC 2007).  

As discussed in Section 3.3, the project is located within SCAQMD jurisdictional boundaries. In October 2008, 

SCAQMD proposed recommended numeric CEQA significance thresholds for GHG emissions for lead agencies 

to use in assessing GHG impacts of residential and commercial development projects as presented in its Draft 

Guidance Document – Interim CEQA Greenhouse Gas (GHG) Significance Threshold (SCAQMD 2008b). This 

document, which builds on the previous guidance prepared by the California Air Pollution Control Officers 

Association, explored various approaches for establishing a significance threshold for GHG emissions. The 

draft interim CEQA thresholds guidance document was not adopted or approved by the Governing Board. 

However, in December 2008, SCAQMD adopted an interim 10,000 MT CO2e per-year screening level 

threshold for stationary source/industrial projects for which SCAQMD is the lead agency (SCAQMD 2008b). 

The 10,000 MT CO2e per-year threshold, which was derived from GHG reduction targets established in 

Executive Order S-3-05, was based on the conclusion that the threshold was consistent with achieving an 

emissions capture rate of 90% of all new or modified stationary source projects.  

SCAQMD formed a GHG CEQA Significance Threshold Working Group to work with SCAQMD staff on 

developing GHG CEQA significance thresholds until statewide significance thresholds or guidelines are 

established. From December 2008 to September 2010, SCAQMD hosted working group meetings and 

revised the draft threshold proposal several times, although it did not officially provide these proposals in 

a subsequent document. SCAQMD has continued to consider adoption of significance thresholds for 

residential and general land-use development projects. The most recent proposal issued by SCAQMD, 

issued in September 2010, uses the following tiered approach to evaluate potential GHG impacts from 

various uses (SCAQMD 2010): 

Tier 1 Determine if CEQA categorical exemptions are applicable. If not, move to Tier 2. 

Tier 2 Consider whether or not the project is consistent with a locally adopted GHG reduction plan that 

has gone through public hearing and CEQA review, that has an approved inventory, includes 

monitoring, etc. If not, move to Tier 3. 

Tier 3 Consider whether the project generates GHG emissions in excess of screening thresholds for 

individual land uses. The 10,000 MT CO2e per-year threshold for industrial uses would be 

recommended for use by all lead agencies. Under option 1, separate screening thresholds are 

proposed for residential projects (3,500 MT CO2e per year), commercial projects (1,400 MT CO2e 

 
16  Climate-forcing substances include greenhouse gases (GHGs) and other substances such as black carbon and aerosols. This 

discussion focuses on the seven GHGs identified in the California Health and Safety Code Section 38505; impacts associated 

with other climate-forcing substances are not evaluated herein. 
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per year), and mixed-use projects (3,000 MT CO2e per year). Under option 2, a single numerical 

screening threshold of 3,000 MT CO2e per year would be used for all non-industrial projects.. 

Construction Greenhouse Gas Emissions 

Construction of the project would result in GHG emissions, which are primarily associated with the use of 

off-road construction equipment, on-road haul and vendor trucks, and worker vehicles. The SCAQMD Draft 

Guidance Document – Interim CEQA Greenhouse Gas (GHG) Significance Threshold (SCAQMD 2008b) 

recommends that “construction emissions be amortized over a 30-year project lifetime, so that GHG 

reduction measures will address construction GHG emissions as part of the operational GHG reduction 

strategies.” Thus, the total construction GHG emissions were calculated, amortized over 30 years, and 

added to the total operational emissions for comparison with the GHG significance threshold of 3,000 MT 

CO2e per year. The determination of significance, therefore, is addressed in the operational emissions 

discussion following the estimated construction emissions.  

CalEEMod was used to calculate the annual GHG emissions based on the construction scenario described in 

Section 3.3. Construction of the project is anticipated to commence in January 2023, lasting a total of 

approximately 10.5 months and reaching completion in November 2023. On-site sources of GHG emissions 

include off-road equipment, and off-site sources include haul trucks, vendor trucks, and worker vehicles. Table 

18 presents construction GHG emissions for the project from on-site and off-site emission sources.  

Table 18. Estimated Annual Construction Greenhouse Gas Emissions 

Year 

CO2 CH4 N2O CO2e 

metric tons per year 

2023 306.89 0.05 0.01 310.10 

Total 310.10 

Amortized Emissions (over 30 years) 10.34 

Source: Appendix A-1. 

Notes: CO2 = carbon dioxide; CH4 = methane; N2O = nitrous oxide; CO2e = carbon dioxide equivalent. 

As shown in Table 18, the estimated total GHG emissions during construction of the project would be 

approximately 310 MT CO2e. Estimated project-generated construction emissions amortized over 30 years 

would be approximately 10 MT CO2e per year. As with project-generated construction air quality pollutant 

emissions, GHG emissions generated during construction of the project would be short-term in nature, 

lasting only for the duration of the construction period, and would not represent a long-term source of GHG 

emissions. Because there is no separate GHG threshold for construction, the evaluation of significance is 

discussed in the operational emissions analysis in the following text.  

Operational Greenhouse Gas Emissions 

CalEEMod was used to estimate potential project-generated and exiting land use operational GHG emissions 

from area sources (landscape maintenance), natural gas combustion, electrical generation, water supply and 

wastewater treatment, solid waste, and off-road equipment (forklifts). As with the air quality analysis, mobile 

source GHG emissions were estimated using CalEEMod based on EMFAC2017 emission factors. Emissions 

from each category—area sources, energy sources, mobile sources, solid waste, water supply and wastewater 

treatment, and off-road equipment—are discussed in the following text with respect to the project. For 
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additional details, see Section 3.3 for a discussion of operational emission calculation methodology and 

assumptions, specifically for area, energy (natural gas), and mobile sources. Operational year 2024 was 

assumed to be the first full year of operation following completion of construction. 

Area Sources 

CalEEMod was used to estimate GHG emissions from the project’s area sources, including operation of 

gasoline-powered landscape maintenance equipment, which produce minimal GHG emissions. It was 

assumed that 100% of the landscaping equipment would be gasoline powered. Consumer product use and 

architectural coatings result in VOC emissions, which are analyzed in air quality analysis only, and low to no 

GHG emissions. 

Energy Sources  

The estimation of operational energy emissions was based on CalEEMod land use defaults and square 

footage of the project’s land uses. For non-residential buildings, CalEEMod energy intensity value (electricity 

or natural gas usage per square foot per year) assumptions were based on the California Commercial End-

Use Survey database. Emissions are calculated by multiplying the energy use by the utility carbon intensity 

(pounds of GHGs per kilowatt-hour for electricity or 1,000 British thermal units for natural gas) for CO2 and 

other GHGs.  

The current Title 24, Part 6 building energy efficiency standards, referred to as the 2019 standards, became 

effective on January 1, 2020. The current version of CalEEMod assumes compliance with the 2019 

standards (CAPCOA 2021). 

The CalEEMod default energy intensity factor (CO2, CH4, and N2O mass emissions per kilowatt-hour) were 

utilized for Southern California Edison. SB X1 2 established a target of 33% from renewable energy sources 

for all electricity providers in California by December 31, 2020, and SB 100 calls for further development 

of renewable energy, with a target of 44% by December 31, 2024, 52% by December 31, 2027, and 60% 

by December 31, 2030. As such, GHG emissions associated with project electricity demand would continue 

to decrease over time. 

Mobile Sources 

All details for criteria air pollutants discussed in Section 3.3 are also applicable for the estimation of 

operational mobile source GHG emissions. It was assumed that the warehouse would operate 7 days per 

week; therefore, 365 days of vehicle emissions were assumed. Regulatory measures related to mobile 

sources include Assembly Bill (AB) 1493 (Pavley) and related federal standards. AB 1493 required that 

CARB establish GHG emission standards for automobiles, light-duty trucks, and other vehicles determined 

by CARB to be vehicles that are primarily used for noncommercial personal transportation in the state. In 

addition, the National Highway Traffic Safety Administration and EPA have established corporate fuel 

economy standards and GHG emission standards, respectively, for automobiles and light-, medium-, and 

heavy-duty vehicles. Implementation of these standards and fleet turnover (replacement of older vehicles 

with newer ones) will gradually reduce emissions from the project’s motor vehicles. The effectiveness of 

fuel economy improvements was evaluated to the extent it was captured in the EMFAC2017 emission 

factors for motor vehicles in 2024. 



SIXTH STREET AND DEL ROSA DRIVE WAREHOUSE PROJECT / INITIAL STUDY /  
MITIGATED NEGATIVE DECLARATION 

14700 64 
MARCH 2023 

The Advanced Clean Trucks Regulation was approved by CARB in 2020. The purpose of the Advanced Clean 

Trucks Regulation is to accelerate the market for zero-emission vehicles in the medium- and heavy-duty truck 

sector and to reduce air pollutant emissions generated from on-road mobile sources (CARB 2020). The two 

components of the regulation are as follows (CARB 2020): 

▪ Zero-emission truck sales: Manufacturers who certify Class 2b-8 chassis or complete 

vehicles with combustion engines will be required to sell zero-emission trucks as an 

increasing percentage of their annual California sales from 2024 to 2035. By 2035, zero-

emission truck/chassis sales would need to be 55% of Class 2b – 3 truck sales, 75% of 

Class 4 – 8 straight truck sales, and 40% of truck tractor sales. 

▪ Company and fleet reporting: Large employers including retailers, manufacturers, brokers 

and others will be required to report information about shipments and shuttle services. 

Fleet owners, with 50 or more trucks, will be required to report about their existing fleet 

operations. This information will help identify future strategies to ensure that fleets 

purchase available zero-emission trucks and place them in service where suitable to meet 

their needs. 

Solid Waste 

The project would generate solid waste and, therefore, would result in CO2e emissions associated with 

landfill off-gassing. CalEEMod default values for solid waste generation were used to estimate GHG 

emissions associated with solid waste.  

Water and Wastewater 

Supply, conveyance, treatment, and distribution of water for the project require the use of electricity, which 

would result in associated indirect GHG emissions. Similarly, wastewater generated by the project requires 

the use of electricity for conveyance and treatment, along with GHG emissions generated during wastewater 

treatment. Water consumption estimates for both indoor and outdoor water use and associated electricity 

consumption from water use and wastewater generation were estimated using CalEEMod default values. 

Off-Road Equipment 

SCAQMD published a summary of operational survey results from 34 operating high-cube warehouses (SCAQMD 

2014b). The SCAQMD survey reported an average of 0.12 forklifts/pallet jacks per 1,000 square feet of building 

area, which was applied to the project. Note that this estimate is for total forklifts and pallet jacks. Pallet jacks 

are small as they are primarily used to lift small loads in tight quarters (and are electric or manual); therefore, 

assuming all pieces of equipment are forklifts is conservative. For the project, a total of six forklifts were 

assumed. In accordance with mitigation measure MM-AQ-2, the six forklifts are assumed to be electric-operated. 

A spreadsheet model was used to estimate the energy consumption and GHG emissions from the electric 

forklifts (see Appendix A-1). 

The estimated operational (year 2024) GHG emissions from area sources, energy usage, motor vehicles, 

solid waste generation, water usage and wastewater generation, and off-road equipment are shown in 

Table 19. 



SIXTH STREET AND DEL ROSA DRIVE WAREHOUSE PROJECT / INITIAL STUDY /  
MITIGATED NEGATIVE DECLARATION 

14700 65 
MARCH 2023 

Table 19. Estimated Annual Operational Greenhouse Gas Emissions 

Emission Source 

CO2 CH4 N2O CO2e 

metric tons per year 

Proposed Project 

Area <0.01 <0.01 0 <0.01 

Energy  26.61 <0.01 <0.01 26.75 

Mobile  430.96 0.01 0.05 446.53 

Solid Waste 9.15 0.54 0 22.67 

Water Supply and Wastewater 30.55 0.36 0.01 42.25 

Off-Road Equipment (Electric 

Forklifts) 

18.7 <0.01 <0.01 18.79 

Project Total 556.99 

Amortized Construction Emissions 10.34 

Emissions (Proposed Project + Amortized Construction Total) Total 567.33 

Source: Appendix A-1. 

Notes: CO2 = carbon dioxide; CH4 = methane; N2O = nitrous oxide; CO2e = carbon dioxide equivalent. 

As shown in Table 19, estimated annual generated GHG emissions would be approximately 557 MT CO2e per 

year as a result of project operation. Estimated annual operational emissions in 2024 with amortized project 

construction emissions of approximately 10 MT CO2e per year would be approximately 567 MT CO2e per year. 

Annual operational GHG emissions with amortized construction emissions would not exceed the SCAQMD 

recommended threshold of 3,000 MT CO2e per year.  

b) Would the project generate conflict with an applicable plan, policy or regulation adopted for the purpose 

of reducing the emissions of greenhouse gases? 

Less-than-Significant Impact. The project would result in less-than-significant impacts related to conflicts 

with GHG emission reduction plans, for the reasons described as follows.  

Potential to Conflict with the San Bernardino County Regional GHG Reduction Plan  

The San Bernardino Council of Governments adopted a Regional GHG Reduction Plan in March 2021 

(SBCOG 2021). The Regional GHG Reduction Plan “compiled a GHG emissions inventory of GHG and 

developed reduction measures that could be adopted by the 25 Partnership cities of San Bernardino 

County” (SBCOG 2021). The Regional GHG Reduction Plan serves as the basis for cities in San Bernardino 

County to develop a more detailed community or local level climate action plan. As discussed in the 

Regional GHG Reduction Plan, The City selected a goal to reduce its community GHG emissions to a level 

that is 40% below its 2016 emissions by 2030. The City will meet and exceed this goal subject to reduction 

measures that are technologically feasible and cost-effective through a combination of state (approximately 

70%) and local (approximately 30%) efforts. The AB 1493 (Pavley) vehicle standards, the state’s low carbon 

fuel standard, the renewable portfolio standard, and other state measures will reduce GHG emissions in 

the City’s on-road, solid waste, and building energy sectors in 2030. However, the City has not adopted a 

local climate action plan. Nonetheless, the project would comply with or not prevent the City from pursuing 

the relevant GHG reduction measures and regulations outlined in the Regional GHG Reduction Plan, 

including compliance with applicable Title 24 building standards and compliance with the City’s off-road 
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equipment idling ordinance. The Regional GHG Reduction Plan is not a qualified GHG reduction plan under 

CEQA Guidelines Section 15183.5. Therefore, this discussion is for informational purposes only and is not 

determinative of significance. 

Potential to Conflict with the CARB Scoping Plan 

The Climate Change Scoping Plan, approved by CARB in 2008 and updated in 2014 and 2017, provides a 

framework for actions to reduce California’s GHG emissions and requires CARB and other state agencies 

to adopt regulations and other initiatives to reduce GHGs. The Scoping Plan is not directly applicable to 

specific projects, and it is not intended to be used for project-level evaluations.17 Under the Scoping Plan, 

however, several state regulatory measures aim to identify and reduce GHG emissions. CARB and other 

state agencies have adopted many of the measures identified in the Scoping Plan. Most of these measures 

focus on area-source emissions (e.g., energy usage and high-GWP GHGs in consumer products) and 

changes to the vehicle fleet (e.g., hybrid, electric, and more fuel-efficient vehicles) and associated fuels, 

among others. Nonetheless, the project would comply with various GHG emission reduction regulations to 

the extent they apply to the project’s emissions sources including CARB’s tractor-trailer GHG regulations 

and Heavy-Duty Greenhouse Gas Standards for New Vehicle and Engines.  

Potential to Conflict with the Southern California Association of Governments 2020–

2045 Regional Transportation Plan/Sustainable Communities Strategy  

The SCAG 2020–2045 RTP/SCS (Connect SoCal) is a regional growth management strategy that targets 

per capita GHG reduction from passenger vehicles and light trucks in the Southern California Region 

pursuant to SB 375. In addition to demonstrating the region’s ability to attain the GHG emission-reduction 

targets set forth by CARB, the 2020–2045 RTP/SCS outlines a series of actions and strategies for 

integrating the transportation network with an overall land use pattern that responds to projected growth, 

housing needs, changing demographics, and transportation demands. Thus, successful implementation of 

the 2020–2045 RTP/SCS would result in more complete communities with various transportation and 

housing choices while reducing automobile use.  

The following strategies are intended to be supportive of implementing the 2020–2045 RTP/SCS and 

reducing GHGs: focus growth near destinations and mobility options, promote diverse housing choices, 

leverage technology innovations, support implementation of sustainability policies, and promote a green 

region (SCAG 2020). The strategies that pertain to residential development and SCAG’s support of local 

jurisdiction sustainability efforts would not apply to the project. The project’s potential to conflict with the 

remaining applicable strategies is presented in the following text. 

Focus Growth Near Destinations and Mobility Options. One of the strategies within the 2020–2045 

RTP/SCS focuses on growth near existing transit and implementation of first/last mile strategies. The 

project would not conflict with this strategy as the project is located within 3 miles of the San Bernardino 

Transit Center. Omnitrans provides public transportation throughout the San Bernardino Valley and would 

serve as the nearest transit service to the project site. The nearest Omnitrans bus stop serves Route 15, 

 
17  The Final Statement of Reasons for the amendments to the CEQA Guidelines reiterates the statement in the Initial Statement of 

Reasons that “[t]he Scoping Plan may not be appropriate for use in determining the significance of individual projects because it 

is conceptual at this stage and relies on the future development of regulations to implement the strategies identified in the 

Scoping Plan” (CNRA 2009). 
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located along Del Rosa Drive east of the project site. Route 15 operates between the Fontana Metrolink 

Transit Center and the City of Redlands via the Cities of Rialto, San Bernardino, and Highland, with a peak 

service frequency of 60 minutes throughout the week. 

Leverage Technology Innovations. One of the technology innovations identified in the 2020–2045 RTP/SCS 

that would apply to the project is the promotion and support of low emission technologies for transportation, 

such as alternative fueled vehicles to reduce per capita GHG emissions. The project would not conflict with 

SCAG’s ability to implement this strategy.  

Promote a Green Region. The third applicable strategy within the 2020–2045 RTP/SCS, for individual 

developments, such as the project, involves promoting a green region through efforts such as supporting 

local policies for renewable energy production and promoting more resource efficient development (e.g., 

reducing energy consumption) to reduce GHG emissions. The project would support this measure by 

complying with the Title 24, Part 6, 2019 standards. 

Based on the analysis above, the project would be consistent with the SCAG 2020–2045 RTP/SCS. 

Potential to Conflict with Senate Bill 32 and Executive Order S -3-05 

Regarding consistency with SB 32 (which has the goal of reducing GHG emissions to 40% below 1990 

levels by 2030) and Executive Order S-3-05 (which has the goal of reducing GHG emissions to 80% below 

1990 levels by 2050), there are no established protocols or thresholds of significance for that future-year 

analysis. However, CARB has expressed optimism about both the 2030 and 2050 goals. It states in the 

First Update to the Climate Change Scoping Plan: Building on the Framework that “California is on track to 

meet the near-term 2020 GHG emissions limit and is well positioned to maintain and continue reductions 

beyond 2020 as required by AB 32” (CARB 2014). Regarding the 2050 target for reducing GHG emissions 

to 80% below 1990 levels, CARB (2014) states the following: 

This level of reduction is achievable in California. In fact, if California realizes the expected 

benefits of existing policy goals (such as 12,000 megawatts [MW] of renewable distributed 

generation by 2020, net zero energy homes after 2020, existing building retrofits under AB 

758, and others) it could reduce emissions by 2030 to levels squarely in line with those 

needed in the developed world and to stay on track to reduce emissions to 80% below 1990 

levels by 2050. Additional measures, including locally driven measures and those necessary 

to meet federal air quality standards in 2032, could lead to even greater emission reductions. 

In other words, CARB believes that the state is on a trajectory to meet the 2030 and 2050 GHG 

reduction targets set forth in AB 32, SB 32, and Executive Order S-3-05. This is confirmed in the 2017 

Climate Change Scoping Plan Update, which states (CARB 2017b): 

The Scoping Plan builds upon the successful framework established by the Initial Scoping 

Plan and First Update, while identifying new, technologically feasible and cost-effective 

strategies to ensure that California meets its GHG reduction targets in a way that promotes 

and rewards innovation, continues to foster economic growth, and delivers improvements 

to the environment and public health, including in disadvantaged communities.  
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In addition, the specific path to compliance for the state in regard to the long-term, future goals will likely 

require development of new technology or other changes that are not currently known or available. As such, 

identifying ways that the project would be consistent with future goals would be speculative and cannot be 

meaningfully discussed at this time. However, the proposed project’s consistency with current goals, 

policies, and regulations would assist in meeting the City’s contribution to GHG emission reduction targets 

in California. With respect to future GHG targets under SB 32 and Executive Order S-3-05, CARB has also 

made clear its legal interpretation that it has the requisite authority to adopt whatever regulations are 

necessary, beyond the AB 32 horizon year of 2020, to meet the SB 32 40%reduction target by 2030 and 

the Executive Order S-3-05 80%reduction target by 2050. This legal interpretation by an expert agency 

provides evidence that future regulations will be adopted to continue the trajectory toward meeting these 

future GHG targets. 

Based on the above considerations, the proposed project would not conflict with an applicable plan, policy, 

or regulation adopted for the purpose of reducing the emissions of GHGs. This impact would be less than 

significant, and no mitigation is required. 

3.9 Hazards and Hazardous Materials  
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IX.  HAZARDS AND HAZARDOUS MATERIALS – Would the project: 

a) Create a significant hazard to the public or 

the environment through the routine 

transport, use, or disposal of hazardous 

materials? 

    

b) Create a significant hazard to the public or 

the environment through reasonably 

foreseeable upset and accident conditions 

involving the release of hazardous materials 

into the environment? 

    

c) Emit hazardous emissions or handle 

hazardous or acutely hazardous materials, 

substances, or waste within one-quarter 

mile of an existing or proposed school? 

    

d) Be located on a site that is included on a list 

of hazardous materials sites compiled 

pursuant to Government Code Section 

65962.5 and, as a result, would it create a 

significant hazard to the public or the 

environment? 

    



SIXTH STREET AND DEL ROSA DRIVE WAREHOUSE PROJECT / INITIAL STUDY /  
MITIGATED NEGATIVE DECLARATION 

14700 69 
MARCH 2023 

 

Potentially 

Significant 

Impact 

Less Than 

Significant 

Impact With 

Mitigation 

Incorporated 

Less Than 

Significant 

Impact No Impact 

e) For a project located within an airport land 

use plan or, where such a plan has not been 

adopted, within two miles of a public airport 
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area? 
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plan? 

    

g) Expose people or structures, either directly 

or indirectly, to a significant risk of loss, 

injury or death involving wildland fires? 

    

 

a) Would the project create a significant hazard to the public or the environment through the routine 

transport, use, or disposal of hazardous materials? 

Short-Term Construction Impacts 

Less-than-Significant Impact. In March 2022, a Phase I ESA was prepared by ODIC Environmental to 

characterize the potential hazards associated with the historical and current uses of the project site and 

surrounding areas (Appendix E). Historical uses of the project site included agricultural and vacant land 

from as early as 1930. Currently, the site contains undeveloped land and ruderal vegetation. 

Based on the results of the research, available data, and a site survey, the Phase I ESA (Appendix E) did 

not identify any recognized environmental conditions, historical recognized environmental conditions, or 

controlled recognized environmental conditions.  

Potentially hazardous materials would likely be handled on the project site as part of project construction. 

These materials would include gasoline, diesel fuel, lubricants, and other petroleum-based products 

required to operate and maintain construction equipment. Handling of these potentially hazardous 

materials would be temporary and would coincide with the short-term construction phase of the project. 

Although these materials would likely be stored on the project site, storage would be required to comply with 

the guidelines set forth by each product’s manufacturer and with all applicable federal, state, and local 

regulations pertaining to the storage of hazardous materials. Consistent with federal, state, and local 

requirements, the transport of hazardous materials to and from the project site would be conducted by a 

licensed contractor. Any handling, transport, use, or disposal of hazardous materials would comply with all 

relevant federal, state, and local agencies and regulations, including EPA, the California Department of Toxic 

Substances Control, OSHA, the California Department of Transportation, the Resource Conservation and 
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Recovery Act, and SCAQMD. Therefore, with compliance with applicable regulations, short-term construction 

impacts related to the transport, use, or disposal of hazardous materials would be less than significant. 

Long-Term Operational Impacts 

Less-than-Significant Impact. Potentially hazardous materials associated with project operations would 

include materials used during typical cleaning and maintenance activities. Although these potentially 

hazardous materials would vary, they would generally include household cleaning products, paints, 

fertilizers, herbicides, and pesticides. Many of these materials are considered household hazardous 

wastes, common wastes, and/or universal wastes by EPA, which considers these types of wastes to be 

common to businesses and households and to pose a lower risk to people and the environment than other 

hazardous wastes when properly handled, transported, used, and disposed of. Federal, state, and local 

regulations typically allow these types of wastes to be handled and disposed of with less stringent standards 

than other hazardous wastes, and many of these wastes do not have to be managed as hazardous waste. 

Additionally, any potentially hazardous material handled on the project site would be limited in both quantity 

and concentrations, consistent with other similar industrial uses located in the City, and any handling, 

transport, use, and disposal would comply with applicable federal, state, and local agencies and 

regulations. Further, as mandated by OSHA (OSHA n.d.), all hazardous materials stored on the project site 

would be accompanied by a material safety data sheet, which would inform employees and first responders 

as to the necessary remediation procedures in the case of accidental release. Therefore, long-term 

operational impacts associated with hazardous materials would be less than significant.  

b) Would the project create a significant hazard to the public or the environment through reasonably foreseeable 

upset and accident conditions involving the release of hazardous materials into the environment? 

Less-than-Significant Impact. Refer to response provided in Section 3.9(a). 

c) Would the project emit hazardous emissions or handle hazardous or acutely hazardous materials, 

substances, or waste within one-quarter mile of an existing or proposed school? 

No Impact. The nearest school to the project site is Indian Springs High School (650 Del Rosa Drive), 

which is located 0.25 miles north of the project site. Therefore, no impacts associated with emitting or 

handling hazardous materials within 0.25 miles of a school would occur. 

d) Would the project be located on a site that is included on a list of hazardous materials sites compiled 

pursuant to Government Code Section 65962.5 and, as a result, would it create a significant hazard to the 

public or the environment? 

No Impact. The project site is not included on any hazardous waste site lists, including the California 

Department of Toxic Substances Control’s EnviroStor database, SWRCB’s GeoTracker site, the Cortese list, 

or other lists compiled pursuant to Section 65962.5 of the Government Code (CalEPA 2022; DTSC 2022; 

SWRCB 2022b). Therefore, no impacts associated with hazardous materials sites would occur.  
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e) For a project located within an airport land use plan or, where such a plan has not been adopted, within 

two miles of a public airport or public use airport, would the project result in a safety hazard or excessive 

noise for people residing or working in the project area? 

Less-than-Significant Impact. The SBIA and Trade Center is located approximately 0.6 miles south of the 

project site. The SBIA and Trade Center includes two distinct components: (1) the airport portions (and 

related facilities) of the former Norton Air Force Base, and (2) the Trade Center, which encompasses the 

non-airport related portions of the former base. The project site is located within the Airport Influence Area 

(General Plan Figure 6-7) outlined in the City’s General Plan (City of Highland 2006). As required by state 

law for real estate transactions within the Airport Influence Area, notification/disclosure statements are 

required to alert potential buyers and tenants of the presence of and potential impacts from the SBIA. The 

San Bernardino Airport Land Use Plan is currently being drafted and was not available at the time of this 

report. Nonetheless, the Federal Aviation Administration Regulations, Title 14, Part 77, determines 

restrictions to obstructions and height limitations for structures taller than 200 feet or within 20,000 feet 

of an airport. The proposed project would be consistent with the general land use of the area. Additionally, 

the project would be consistent with Section 19.20.015 Noise Standards. Therefore, a less than significant 

impact would occur. 

f) Would the project impair implementation of or physically interfere with an adopted emergency response 

plan or emergency evacuation plan? 

Less-than-Significant Impact. The City has an emergency operations plan to ensure the most effective and 

economical allocation of resources for the maximum benefit and protection of the City in times of emergency. 

No revisions to this plan would occur as a result of the project. The project does not propose any changes to 

the geometry of evacuation route roadways to the extent that these roadways’ ability to serve as emergency 

evacuation routes would be compromised. As a result, the project would not significantly affect emergency 

response or evacuation activities. Therefore, impacts would be less than significant. 

g) Would the project expose people or structures, either directly or indirectly, to a significant risk of loss, injury 

or death involving wildland fires? 

No Impact. The City’s General Plan does not designate the project site as an area that would be at risk 

from wildland fires. Although there are currently some isolated vacant lots in the vicinity of the project site, 

the area surrounding the project site is largely developed and would not likely aid the spread of wildfire. 

Therefore, no direct or indirect impacts due to wildfire would occur.  
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3.10 Hydrology and Water Quality 
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a) Would the project violate any water quality standards or waste discharge requirements or otherwise 

substantially degrade surface or ground water quality? 

Short-Term Construction Impacts 

Less-than-Significant Impact. Construction of the project would include earthwork activities that could 

potentially result in erosion and sedimentation, which could subsequently degrade downstream receiving 

waters and violate water quality standards. Stormwater runoff during the construction phase may contain 

silt and debris, resulting in a short-term increase in the sediment load of the municipal storm drain system. 

Substances such as oils, fuels, paints, and solvents may be inadvertently spilled on the project site and 

subsequently conveyed via stormwater to nearby drainages, watersheds, and groundwater.  

For stormwater discharges associated with construction activity in the State of California, SWRCB has 

adopted the General Permit for Storm Water Discharges Associated with Construction and Land 

Disturbance Activities (Construction General Permit) to avoid and minimize water quality impacts 

attributable to such activities. The Construction General Permit applies to all projects in which construction 

activity disturbs more than 1 acre of soil. Construction activity subject to this permit includes clearing, 

grading, and disturbances to the ground, such as stockpiling and excavation. The Construction General 

Permit requires the development and implementation of a SWPPP, which would include and specify water 

quality BMPs designed to prevent pollutants from contacting stormwater and keep all products of erosion 

from moving off site into receiving waters (in this case, the City Creek Channel, the Twin Creek Channel, the 

Prado Flood Control Basin, the Santa Ana River, and its discharge into the Pacific Ocean). Routine 

inspection of all BMPs is required under the provisions of the Construction General Permit, and the SWPPP 

must be prepared and implemented by qualified individuals as defined by SWRCB (SWRCB 2022a).  

The City is a co-permittee under San Bernardino County’s National Pollution Discharge Elimination System 

(NPDES) Permit (No. CAS618036) and as such is required to adhere to the Countywide NPDES permit 

requirements. Because land disturbance for project construction activities would exceed 1 acre, the project 

applicant would be required to obtain coverage under the Construction General Permit issued by SWRCB 

prior to the start of construction within the project site. Specifically, the Construction General Permit 

requires that the following be kept on site at all times: (1) a copy of the Notice of Intent to Comply with 

Terms of the General Permit to Discharge Water Associated with Construction Activity; (2) a waste discharge 

identification number issued by SWRCB; (3) a SWPPP and monitoring program plan for the construction 

activity requiring the construction permit; and (4) records of all inspections, compliance and non-

compliance reports, evidence of self-inspection, and good housekeeping practices.  

The SWPPP requires the construction contractor to implement water quality BMPs to ensure that water 

quality standards are met and that stormwater runoff from the construction work areas do not cause 

degradation of water quality in receiving water bodies. The SWPPP must describe the type, location, and 

function of stormwater BMPs to be implemented and must demonstrate that the combination of BMPs 

selected are adequate to meet the discharge prohibitions, effluent standards, and receiving water 

limitations contained in the Construction General Permit. Therefore, short-term construction impacts 

associated with water quality, stormwater drainage, and stormwater runoff would be less than significant.  
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Long-Term Operational Impacts 

Less-than-Significant Impact. The project would be subject to the municipal stormwater permit, the Municipal 

Separate Storm Sewer System (MS4) Permit, issued to San Bernardino County and incorporated cities within 

the County by the Santa Ana Regional Water Quality Control Board. The MS4 Permit requires implementation of 

Low Impact Development BMPs to prevent pollutants from being discharged off site by mimicking pre-

development site hydrology and feasible source control. The LID Ordinance is designed to reduce runoff from 

impervious surfaces, including new development, through landscape design that promotes water retention, 

permeable surface design, natural drainage systems, and on-site retention where feasible (RWQCB 2010). 

These project-specific designs would reduce impacts to water quality associated with redevelopment.  

As required by the San Bernardino County MS4 NPDES Permit, a Water Quality Management Plan (WQMP) 

was prepared for the project in April 2022. The WQMP is a post-construction management program that 

outlines implementation measures to ensure water quality standards are met, including implementation of 

source control and operational BMPs such as designing landscape to minimize irrigation and runoff, 

utilizing covered and leak-proof trash dumpsters, and sweeping and litter control of loading areas in order 

to prevent pollutants from entering runoff. The WQMP would be implemented prior to the issuance of 

grading/building permits as required by the San Bernardino County MS4 NPDES Permit. The project would 

not violate any water quality standards or waste discharge requirements during long-term operation through 

compliance with the WQMP. Therefore, long-term operational impacts associated with water quality, 

stormwater drainage, and stormwater runoff would be less than significant. 

In summary, project grading and construction would be completed in accordance with an NPDES-mandated 

SWPPP, which would include standard BMPs to reduce potential off-site water quality impacts related to 

erosion and incidental spills of petroleum products and hazardous substances from equipment. Surface 

water runoff during project operations would be managed through the use of a proposed underground 

infiltration/detention system on the southeast corner of the project site. Therefore, the project would not 

violate any water quality standards or waste discharge requirements or otherwise substantially degrade 

surface or groundwater quality, and water quality impacts would be less than significant.  

b) Would the project substantially decrease groundwater supplies or interfere substantially with groundwater 

recharge such that the project may impede sustainable groundwater management of the basin? 

Groundwater Supplies 

Less-than-Significant Impact. The project site is located within the service area of EVWD. EVWD’s main 

water supply is from the Bunker Hill Basin, which has the capacity to provide 70,000 acre-foot per year 

from groundwater and surface water resources. The proposed project would include a water service line 

that would connect to the existing 12-inch EVWD water line located along Sixth Street. 

Additionally, according to the geotechnical investigation (Appendix D), groundwater was not encountered 

during test excavations, and historic high groundwater in the vicinity has been recorded greater than 26 

feet below grade at nearby wells. As such, the project’s subsurface construction activities, which would only 

extend a few feet below grade, are highly unlikely to encounter groundwater, and dewatering activities are 

not anticipated to be necessary. Therefore, impacts associated with groundwater supplies would be less 

than significant. 
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Groundwater Recharge 

Less-than-Significant Impact. The project site is undeveloped and highly disturbed and does not contain 

a groundwater recharge basin or other facilities that promote groundwater recharge. Thus, under the 

existing condition, the project site is not considered an important location for groundwater recharge. 

Following construction, the project site would contain landscape areas and other pervious surfaces that 

would allow for water to percolate into the subsurface soils compared to the existing conditions. Therefore, 

impacts associated with groundwater recharge would be less than significant.  

c) Would the project substantially alter the existing drainage pattern of the site or area, including through the 

alteration of the course of a stream or river or through the addition of impervious surfaces, in a manner 

which would: 

i) Result in substantial erosion or siltation on- or off-site? 

Less-than-Significant Impact. Under the existing conditions, the project site consists of vacant land, a 

church, residential structures, and a meat processing plant. The project would result in the demolition and 

removal of the existing structures on the project site and the construction of new paved surfaces, a 

warehouse building, and landscape areas. The project site is not currently served by storm drainage 

facilities. Existing runoff sheet flows from the southeast corner to the northeast corner and discharges onto 

Sixth Street. The existing drainage system would serve as an emergency overflow for the proposed 

infiltration/detention system. The project would involve construction of a new engineered storm drainage 

system that would feature structural BMPs, including an infiltration/detention system to treat and manage 

on-site stormwater flows. The proposed infiltration/detention system would be designed to capture 100% 

of a 100-year storm event and would minimize the potential for siltation or erosion on or off site. The 

project’s proposed storm drain system would be designed to conform with all applicable federal, state, and 

local requirements related to drainage, hydrology, and water quality, including the current MS4 Permit 

adopted by the Santa Ana Regional Water Quality Control Board. Additionally, the project’s structural BMPs 

would be designed such that any potential sediments collected on site are captured in retention facilities 

so that they would not be conveyed to downstream waters and result in siltation.  

As such, altering the on-site drainage pattern would be conducted in a manner consistent with all applicable 

standards related to the collection and treatment of stormwater, such that they would not result in 

substantial erosion or siltation on or off site. Therefore, impacts associated with altering the existing 

drainage pattern of the project site would be less than significant.  

ii) Substantially increase the rate or amount of surface runoff in a manner which would result in 

flooding on- or offsite? 

Less-than-Significant Impact. As discussed in Section 3.10(c)(i), the project would increase the amount of 

impervious surfaces on the project site and drainage pattern. Runoff generated by the project site would 

be routed to the proposed underground infiltration/detention system on the southeast corner of the project 

site through a combination of roof drains, storm drains, curbs, and gutters. The development of the existing 

site into the proposed project would not create any adverse impacts downstream for storm events up to 

the 100-year storm. There would not be an increase in the existing discharge from the site in both the 10-
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year and 100-year events due to the proposed infiltration basin that would be sized to capture and infiltrate 

the 100-year rainfall event. Discharge from the site would greatly decrease from the existing condition.  

Under the existing conditions, the project site is not served by storm drainage facilities, and storm drainage 

sheet flows onto Sixth Street. As such, the proposed project would not increase the amount of surface 

runoff, and impacts would be less than significant.  

iii) Create or contribute runoff water which would exceed the capacity of existing or planned 

stormwater drainage systems or provide substantial additional sources of polluted runoff? 

Less-than-Significant Impact. As discussed in Section 3.10(c)(i), the project would increase the amount of 

impervious surfaces on the project site and inevitably alter the existing on-site drainage pattern. Runoff 

generated by the project site would be routed to the proposed underground infiltration/detention system on the 

southeast corner of the project site through a combination of roof drains, storm drains, curbs, and gutters. 

The proposed on-site underground infiltration/detention system was designed to infiltrate 100% of the 100-

year storm event. However, if the proposed underground infiltration/retention chamber system reaches 

capacity, flows would then be discharged through a proposed 4-inch outlet pipe to Sixth Street, which would 

serve as an emergency spillway. According to the Preliminary Drainage Report prepared for the project, the 

underground infiltration/detention system has the capacity to retain 28,471 cubic feet of stormwater 

before any stormwater is allowed to discharge from the project site, which is large enough to accommodate 

a 100-year storm event. The analysis concluded that the drainage and storm drain facilities are adequately 

sized to handle a 100-year design storm event, consistent with the methodology outlined in the San 

Bernardino County Flood Control District Hydrology Manual. Therefore, impacts associated with the project 

creating or contributing runoff water that would exceed the capacity of existing or planned stormwater 

drainage systems or provide substantial additional sources of polluted runoff would be less than significant.  

iv) Impede or redirect flood flows? 

No Impact. According to the Federal Emergency Management Agency Flood Insurance Rate Map No. 

06071C8682J (FEMA 2016), the project site is located in Zone X, which is located outside of the 0.2% 

Annual Chance Flood Hazard Zone (500-year floodplain). The project’s on-site storm drain systems would 

adequately provide flood protection for the 100-year storm event. Implementation of the project would not 

substantially impede or redirect flood flows. Therefore, no impacts associated with flooding would occur. 

d) In flood hazard, tsunami, or seiche zones, would the project risk release of pollutants due to project inundation? 

Less-than-Significant Impact. The project site is located approximately 70 miles east of the Pacific Ocean. 

Because of the project site’s inland location, the project would not be subject to tsunami. Additionally, due 

to the lack of a larger adjacent perennial waterbody such as a reservoir or lake, the project site would not 

be susceptible to seiche. Further, the project site’s relatively flat topography and lack of nearby hillside 

would eliminate any impact-related mudflow. However, the project site, along with most of the City, is within 

the limit of flooded area with dam failure of the Seven Oaks Dam and 500-Year floodplain (City of Highland 

2006). The Seven Oaks Dam has been designed to resist an earthquake measuring 8.0 on the Richter 

scale and is designed to provide flood protection during 350-year storm events. Based on these design 

characteristics and ongoing maintenance of the dam’s structural integrity, it is highly unlikely that the 
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project site would be subject to inundation due to a failure of the Seven Oaks Dam. Therefore, due to the 

low likelihood that the Seven Oaks Dam would be subject to failure and because the project would not 

involve the uncontained storage of pollutants outside of the proposed building, the project would not risk 

release of pollutants due to inundation associated with these natural phenomena, and impacts would be 

less than significant.  

e) Would the project conflict with or obstruct implementation of a water quality control plan or sustainable 

groundwater management plan? 

Less-than-Significant Impact. Refer to responses provided in Section 3.10(a) and 3.10(b). The project 

would comply with regional and local regulations requiring preparation of a SWPPP and would not obstruct 

existing water quality control plans or groundwater sustainable management plans. In addition, the project 

applicant would comply with the project-specific WQMP during operation activities. The proposed project 

would provide an on-site infiltration/detention basin, which would help the City sustainably manage 

groundwater levels. Therefore, impacts associated with conflict with a water quality control plan or 

sustainable groundwater management plan would be less than significant.  

3.11 Land Use and Planning 
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XI. LAND USE AND PLANNING – Would the project: 

a) Physically divide an established 

community? 
    

b) Cause a significant environmental 

impact due to a conflict with any land use 

plan, policy, or regulation adopted for the 

purpose of avoiding or mitigating an 

environmental effect? 

    

 

a) Would the project physically divide an established community? 

No Impact. The physical division of an established community is typically associated with the construction of a 

linear feature, such as a major highway or railroad tracks, or removal of a means of access, such as a local road 

or bridge, which would impair mobility within an existing community or between a community and an outlying 

area. Currently, the project site is located within an area of the City that is primarily zoned for business park and 

industrial uses and, thus, is not used as a connection between two established communities.  

Instead, connectivity in the surrounding project area is facilitated via local roadways and pedestrian facilities. 

Despite the nearby scattered residential uses, the project would not impede movement between these 

residences within the project area, within an established community, or from one established community to 

another. Therefore, no impacts associated with division of an existing community would occur.  
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b) Would the project cause a significant environmental impact due to a conflict with any land use plan, policy, 

or regulation adopted for the purpose of avoiding or mitigating an environmental effect? 

Less-than-Significant Impact. The City’s Zoning Map designates the project site as Business Park 

(BP). According to Section 16.24.020 (A), the primary purpose of the BP District is to provide 

appropriate regulations and suitable locations for light industrial, research and development, and 

office-based firms seeking pleasant and attractive working environments, and for business support 

services and commercial uses requiring large parcels (City of Highland 2022). The City’s Municipal 

Code identifies Warehousing and Wholesaling as permitted, subject to a Conditional Use Permit 

application (City of Highland 2022). As part of the City’s site -plan review process, the City would 

thoroughly review all plans for the proposed project to ensure compliance with all applicable 

development standards set forth in the City’s Municipal Code and other relevant land use plans, 

policies, and regulations. As part of the City’s site-plan review process, the City has determined that 

the project would be consistent with all development standards required for the BP Zone, with the 

exception of Section 16.24.040, Employment district development standards, of the City’s Municipal 

Code, which states that building heights are not to exceed 35 feet within the BP District. The project 

proposes a building height of approximately 44 feet. However, with the processing of a variance 

consistent with the procedures outlined in Section 16.08.870, the City may permit such modification 

of the height regulations as necessary to secure an appropriate improvement on a lot. As such, upon 

approval of variance (VAR 22-004), the project’s height would be allowed within in the BP District. 

The City’s General Plan Land Use Map designates the project site as BP within Sixth Street (City of Highland 

2006). The BP land use permits a variety of light industrial, research and development, and office uses. The 

maximum floor area ratio permitted within the BP designation is 0.6 (City of Highland 2006). The proposed 

project would include construction of an industrial warehouse with a floor area ratio of 0.374. As such, the 

proposed project is consistent with the permitted land use and maximum density permitted by the City. 

Development of a light industrial warehouse would introduce additional processing and distribution 

opportunities near SBIA.  

As such, the project would be consistent with local plans, policies, and regulations governing land use 

decisions. Therefore, impacts associated with applicable land use plans, policies, and regulations would be 

less than significant.  

3.12 Mineral Resources 
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b) Result in the loss of availability of a locally 
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a) Would the project result in the loss of availability of a known mineral resource that would be of value to the 

region and the residents of the state? 

Less-than-Significant Impact. According to the City’s General Plan, the project site is within an MRZ-2, 

meaning significant mineral deposits or likelihood of significant mineral deposits exist; however, the 

significance of the deposit is undetermined (City of Highland 2006). 

The project site is located in an urbanized portion of the City and is bound by existing residential, 

commercial, and industrial development in all directions. Mineral resource mining is not a compatible 

use with these land uses. The project site is not large enough to effectively extract mineral resources. 

Considering the existing surrounding land uses and the incompatibility of mineral resource extraction 

activities in the project area, potential significant mineral resources within the project area are 

considered unavailable for extraction. Therefore, impacts associated with mineral resources would be 

less than significant. 

b) Would the project result in the loss of availability of a locally important mineral resource recovery site 

delineated on a local general plan, specific plan or other land use plan? 

Less-than-Significant Impact. Refer to the response provided in Section 3.11(a). 

3.13 Noise 
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XIII.  NOISE – Would the project result in: 

a) Generation of a substantial temporary or 
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standards of other agencies? 

    

b) Generation of excessive groundborne 

vibration or groundborne noise levels? 
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c) For a project located within the vicinity of a 

private airstrip or an airport land use plan 

or, where such a plan has not been 

adopted, within two miles of a public airport 

or public use airport, would the project 

expose people residing or working in the 

project area to excessive noise levels? 

    

 

Noise and Vibration Characteristics  

Noise is defined as unwanted sound. Sound may be described in terms of level or amplitude (measured in decibels 

[dB]), frequency or pitch (measured in hertz or cycles per second), and duration (measured in seconds or minutes). 

The standard unit of measurement of the amplitude of sound is the decibel. Because the human ear is not equally 

sensitive to sound at all frequencies, a special frequency-dependent rating scale is used to relate noise to human 

sensitivity. The A-weighted decibel (dBA) scale performs this compensation by discriminating against low and very high 

frequencies in a manner approximating the sensitivity of the human ear. Several descriptors of noise (noise metrics) 

exist to help predict average community reactions to the adverse effects of environmental noise, including traffic-

generated noise, on a community. These descriptors include the equivalent noise level over a given period (Leq), the 

statistical sound level, the day–night average noise level (Ldn), and the Community Noise Equivalent Level (CNEL). 

Each of these descriptors uses units of dBA. Table 20 provides examples of A-weighted noise levels from common 

sounds. In general, human sound perception is such that a change in sound level of 3 dBA is barely noticeable, a 

change of 5 dBA is clearly noticeable, and a change of 10 dBA is perceived as doubling or halving the sound level. 

Table 20. Typical Sound Levels in the Environment and Industry 

Common Outdoor Activities Noise Level (dBA) Common Indoor Activities 

— 110 Rock band 

Jet flyover at 300 meters (1,000 feet) 100 — 

Gas lawn mower at 1 meter (3 feet) 90 — 

Diesel truck at 15 meters (50 feet), at 80 

kilometers per hour (50 mph) 

80 Food blender at 1 meter (3 feet) 

Garbage disposal at 1 meter (3 feet) 

Noisy urban area, daytime 

Gas lawn mower at 30 meters (100 feet) 

70 Vacuum cleaner at 3 meters (10 feet) 

Commercial area 

Heavy traffic at 90 meters (300 feet) 

60 Normal speech at 1 meter (3 feet) 

Quiet urban daytime 50 Large business office 

Dishwasher, next room 

Quiet urban nighttime 40 Theater, large conference room 

(background) 

Quiet suburban nighttime 30 Library 

Quiet rural nighttime 20 Bedroom at night, concert hall 

(background) 
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Table 20. Typical Sound Levels in the Environment and Industry 

Common Outdoor Activities Noise Level (dBA) Common Indoor Activities 

— 10 Broadcast/recording studio 

Lowest threshold of human hearing 0 Lowest threshold of human hearing 

Source: Caltrans 2013. 

Note: dBA = A-weighted decibel.  

Leq is a sound energy level averaged over a specified period (typically no less than 15 minutes for environmental 

studies). Leq is a single numerical value that represents the amount of variable sound energy received by a receptor 

during a time interval. For example, a 1-hour Leq measurement would represent the average amount of energy 

contained in all the noise that occurred in that hour. Leq is an effective noise descriptor because of its ability to 

assess the total time-varying effects of noise on sensitive receptors.  

Unlike the Leq metrics, Ldn and CNEL metrics always represent 24-hour periods, usually on an annualized basis. Ldn 

and CNEL also differ from Leq because they apply a time-weighted factor designed to emphasize noise events that 

occur during the evening and nighttime hours (when speech and sleep disturbance is of more concern). “Time 

weighted” refers to the fact that Ldn and CNEL penalize noise that occurs during certain sensitive periods. In the 

case of CNEL, noise occurring during the daytime (7:00 a.m.–7:00 p.m.) receives no penalty. Noise during the 

evening (7:00 p.m.–10:00 p.m.) is penalized by adding 5 dB, while nighttime (10:00 p.m.–7:00 a.m.) noise is 

penalized by adding 10 dB. Ldn differs from CNEL in that the daytime period is defined as 7:00 a.m.–10:00 p.m., 

thus eliminating the evening period. Ldn and CNEL are the predominant criteria used to measure roadway noise 

affecting residential receptors. These two metrics generally differ from one another by no more than 0.5 dB to 1 dB 

and, as such, are often treated as equivalent to one another. 

Vibration 

Vibration is an oscillatory motion through a solid medium in which the motion’s amplitude can be described in terms 

of displacement, velocity, or acceleration. Vibration can be a serious concern, causing buildings to shake and 

rumbling sounds to be heard. In contrast to noise, vibration is not a common environmental problem. It is unusual 

for vibration from sources such as buses and trucks to be perceptible, even in locations close to major roads. Some 

common sources of vibration are trains, buses on rough roads, and construction activities, such as blasting, pile 

driving, and heavy earthmoving equipment. 

Several different methods are used to quantify vibration. Peak particle velocity (PPV) is defined as the maximum 

instantaneous peak of the vibration signal. PPV is most frequently used to describe vibration impacts to buildings 

and is usually measured in inches per second. The root mean square amplitude is most frequently used to describe 

the effect of vibration on the human body and is defined as the average of the squared amplitude of the signal. 

Decibel notation is commonly used to measure root mean square. The decibel notation acts to compress the range 

of numbers required to describe vibration. 

High levels of vibration may cause physical personal injury or damage to buildings. However, vibration levels rarely 

affect human health. Instead, most people consider vibration to be an annoyance that can affect concentration or 

disturb sleep. In addition, high levels of vibration can damage fragile buildings or interfere with equipment that is 

highly sensitive to vibration (e.g., electron microscopes). Most perceptible indoor vibration is caused by sources 

within buildings, such as operation of mechanical equipment, movement of people, or slamming of doors. Typical 
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outdoor sources of perceptible vibration are construction equipment, steel-wheeled trains, and traffic on rough 

roads. If the roadway is smooth, the vibration from traffic is rarely perceptible. 

Sensitive Receptors 

Noise- and vibration-sensitive land uses are locations where people reside or where the presence of unwanted 

sound could adversely affect the use of the land. Residences, schools, hospitals, guest lodging, libraries, and some 

passive recreation areas would be considered noise and vibration sensitive and may warrant unique measures for 

protection from intruding noise. Sensitive receptors in the vicinity of the project site consist of legal non-conforming 

residential uses (i.e., non-residentially zoned) located to the south and west of the project site, a high school located 

to the north, and zoned residential uses to the northwest and northeast. These sensitive receptors represent the 

nearest sensitive land uses with the potential to be impacted by construction and/or operation of the project.  

Existing Noise Conditions 

Noise measurements were conducted in the vicinity of the project site on September 26, 2022, to characterize the 

existing noise levels. Table 21 provides the locations, dates, and times the noise measurements were taken. The 

noise measurements were taken using a Soft dB Piccolo sound level meter equipped with a 0.5-inch, pre-polarized 

condenser microphone with pre-amplifier. The sound level meter meets the current American National Standards 

Institute standard for a Type 2 (General Use) sound level meter. The accuracy of the sound level meter was verified 

using a field calibrator before and after the measurements, and the measurements were conducted with the 

microphone positioned approximately 5 feet above the ground.  

Table 21. Measured Noise Levels 

Receptor Location Date Time 

Leq 

(dBA) 

Lmax 

(dBA) 

ST1 West of project site, adjacent to a 

residence at 25137 Sixth Street 

9/26/22 11:53 a.m.–12:08 p.m. 62.7 80.4 

ST2 South of project site, adjacent to 

multifamily residences at 25180 

West Fifth Street 

9/26/22 12:13 p.m.–12:28 p.m. 52.5 69.5 

ST3 North of project site, adjacent to 

Indian Springs High School at 650 

North Del Rosa Drive 

9/26/22 12:40 p.m.–12:55 p.m. 67.8 82.5 

Source: Appendix F-1. 

Notes: Leq = equivalent continuous sound level (time-averaged sound level); dBA = A-weighted decibel; Lmax = maximum sound level 

during the measurement interval. 

Three short-term noise measurement locations (ST1–ST3) were conducted in the vicinity of the project site, as 

shown in Figure 10, Noise Measurement Locations. The measured Leq and maximum noise levels are provided in 

Table 21. The field noise measurement data sheets are provided in Appendix F-1, Field Data Noise Sheets. The 

primary noise sources at the sites identified in Table 21 consisted of traffic on local roadways; other, secondary 

noise sources included occasional distant aircraft, distant landscaping activities, and distant conversations. As 

shown in Table 21, the measured sound levels ranged from approximately 53 dBA Leq at ST2 to approximately 68 

dBA Leq at ST3. 
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Regulatory Setting 

Federal  

There are no federal noise standards that would directly regulate environmental noise during construction and operation 

of the project. The following is provided because guidance summarized herein is used or pertains to the analysis. 

Federal Transit Administration 

In its Transit Noise and Vibration Impact Assessment Manual, the Federal Transit Administration recommends a 

daytime construction noise level threshold of 80 dBA Leq over an 8-hour period (FTA 2018) when detailed 

construction noise assessments are performed to evaluate potential impacts to community residences surrounding 

a project. Although this Federal Transit Administration guidance is not a binding regulation, it is provided here for 

comparison purposes in the absence of such limits at the state and local jurisdictional levels.  

Federal Interagency Committee on Noise  

Some guidance regarding the determination of a substantial permanent increase in ambient noise levels in the 

project vicinity above existing levels is provided by the 1992 findings of the Federal Interagency Committee on Noise 

(FICON), which assessed the annoyance effects of changes in ambient noise levels resulting from aircraft operations 

(FICON 1992). The FICON recommendations are based upon studies that relate aircraft and traffic noise levels to 

the percentage of persons highly annoyed by the noise. Annoyance is a qualitative measure of the adverse reaction 

of people to noise that generates speech interference, sleep disturbance, or interference with the desire for a 

tranquil environment.  

The rationale for the FICON recommendations is that it is possible to consistently describe the annoyance of people 

exposed to transportation noise in terms of Ldn. The changes in noise exposure that are shown in Table 22 are 

expected to result in equal changes in annoyance at sensitive land uses. Although the FICON recommendations 

were specifically developed to address aircraft noise impacts, they are used in this analysis to define a substantial 

increase in community noise levels related to all transportation noise sources and permanent non-transportation 

noise sources. 

Table 22. Measures of Substantial Increase for Community Noise Sources 

Ambient Noise Level Without Project (Ldn) 

Project Increases to Ambient Noise Levels at 

which Significant Impact is Assumed to Occur 

<60 dBA + 5 dBA or more 

60–65 dBA + 3 dBA or more 

>65 dBA + 2 dBA or more 
Source: FICON 1992. 

Notes: Ldn = day–night average noise level; dBA = A-weighted decibel. 

State 

California Government Code 

California Government Code Section 65302(f) mandates that the legislative body of each county and city adopt a 

noise element as part of its comprehensive general plan. The local noise element must recognize the land use 
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compatibility guidelines established by the State Department of Health Services. The guidelines rank noise land 

use compatibility in terms of “normally acceptable,” “conditionally acceptable,” “normally unacceptable,” and 

“clearly unacceptable” noise levels for various land use types. Single-family homes are “normally acceptable” in 

exterior noise environments up to 60 dBA CNEL and “conditionally acceptable” up to 70 dBA CNEL.18 Multifamily 

residential uses are “normally acceptable” up to dBA 65 CNEL and “conditionally acceptable” up to dBA 70 CNEL. 

Schools, libraries, and places of worship are “normally acceptable” up to 70 dBA CNEL, as are office buildings and 

business, commercial, and professional uses. 

Local 

City of Highland Municipal Code 

Operational Noise Standards 

Pursuant to Chapter 8.50 (Noise Control) of the City’s Municipal Code, allowable daytime (between the hours of 7:00 

a.m. and 10:00 p.m.) and nighttime (between the hours of 10:00 p.m. and 7:00 a.m.) noise levels are as follows: 

▪ Residential: 60 dBA daytime, 55 dBA nighttime 

▪ Commercial: 70 dBA daytime, 65 dBA nighttime 

▪ Industrial Zone: 75 dBA at any time 

Construction Noise Standards  

Pursuant to Section 8.50.060 (Exemptions), noise associated with “construction, repair, or excavation work 

performed pursuant to a valid written agreement with the city or any of its political subdivisions, which agreement 

provides for noise mitigation measures,” is exempt. Because the proposed project does not include a Development 

Agreement or other agreement with the City or any of its political subdivisions, it is not exempt from performing a 

construction noise analysis and providing adequate mitigation measures. The following includes an analysis of the 

project’s construction noise impacts. 

City of Highland General Plan  

The City’s General Plan Noise Element (City of Highland 2006) references the City’s Municipal Code’s noise 

standards as guidelines to evaluate the acceptability of noise impacts. These standards are used to assess long-

term noise impacts on land uses. The Noise Element identifies noise problems in the community, quantifies existing 

and projected noise levels, addresses excessive noise exposure, and provides regulations to control noise. The 

General Plan Noise Element contains the following goals and policies19 that address noise and are applicable to 

the project: 

Goal 7.1. Protect sensitive land uses and the citizens of Highland from annoying and excessive 

noise through diligent planning and regulation. 

 
18  A “conditionally acceptable” designation implies new construction or development should be undertaken only after a detailed 

analysis of the noise reduction requirements for each land use is made and needed noise insulation features are incorporated in 

the design. By comparison, a “normally acceptable” designation indicates that standard construction can occur with no special 

noise reduction requirements. 
19  Goal, policy, and action numbers provided are accurate to the original text. 
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Policies: 

1) Enforce the City’s Noise Control Ordinance consistent with health and quality of life goals and 

employ effective techniques of noise abatement through such means as a noise ordinance, 

building codes and subdivision and zoning regulations. 

2) Encourage the use of site planning and architectural techniques such as alternative building 

orientation and walls combined with landscaping to mitigate noise to levels consistent with 

interior and exterior noise standards. 

3) Require mitigation where sensitive uses are to be placed along transportation routes to ensure 

compliance with interior and exterior noise standards. 

4) Consider the compatibility of proposed land uses with the noise environment when preparing, 

revising or reviewing development proposals. 

7) Require that site-specific noise studies be conducted by a qualified acoustic consultant utilizing 

acceptable methodologies while reviewing the development of sensitive land uses or 

development that has the potential to impact sensitive land uses. Also require a site-specific 

noise study if the proposed development could potentially violate the noise provisions of the 

General Plan or City ordinance. 

Actions: 

3) When site and architectural design features cannot sufficiently reduce adverse noise levels, or 

cannot be economically provided, require the provision of noise barriers/berms, provided that 

noise barriers: 

▪ are sufficiently massive to prevent significant noise transmission and high enough to shield 

receiver from noise source; 

▪ noise barriers exhibit a minimum acceptable density of four pounds per square foot 

(equivalent to 3/4-inch plywood); 

▪ contain no cracks or openings; and  

▪ minimize the effect of flanking by bending the barrier back from the noise source at the 

end of the barrier. 

4) Require landscaping treatment to be provided in conjunction with noise barriers to provide 

visual relief and to reduce aesthetic impacts. 

6) Maintain a noise complaint file to document areas of excessive noise in the City. 

Goal 7.3. Protect residents from the effects of “spill over” or nuisance noise. 
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Policies: 

1) Enforce the City’s Noise Control Ordinance so that new projects located in commercial or 

entertainment areas do not exceed stationary-source noise standards at the property line of 

proximate residential or commercial uses, as appropriate.  

2) Prohibit new industrial uses from exceeding commercial or residential stationary-source noise 

standards at the most proximate land uses, as appropriate. (Industrial noise may spill over to 

proximate industrial uses so long as the combined noise does not exceed the appropriate 

industrial standards.) 

3) Require that construction activities employ feasible and practical techniques to minimize noise 

impacts on adjacent uses. Particular emphasis shall be placed on the restriction of hours in 

which work other than emergency work may occur. 

4) Require that the hours of truck deliveries to commercial properties abutting residential uses 

be limited unless there is no feasible alternative or there are overriding transportation benefits 

by scheduling deliveries at another hour. 

5) Ensure that buildings are constructed to prevent adverse noise transmission between differing 

uses located in the same structure and individual residences in multi-family buildings. 

Actions: 

1) As a condition of approval, limit non-emergency construction activities adjacent to existing noise-

sensitive uses to daylight hours between 7:00 a.m. and 6:00 p.m. Discourage construction on 

weekends or holidays except in the case of construction proximate to schools where these 

operations could disturb the classroom environment. 

2) Ensure that the design and placement of air conditioning units and pool equipment within 

residential areas is accomplished in a manner that does not intrude upon the peace and quiet of 

adjacent noise-sensitive uses. 

3) Encourage the use of portable noise barriers for heavy equipment operations performed within 

100 feet of existing residences or make applicant provide evidence as to why the use of such 

barriers is infeasible. 

a) Would the project result in generation of a substantial temporary or permanent increase in ambient noise 

levels in the vicinity of the project in excess of standards established in the local general plan or noise 

ordinance, or applicable standards of other agencies? 

Short-Term Construction Noise 

Less-than-Significant Impact. Construction noise is considered a short-term impact and would be 

considered significant if construction activities were to exceed the allowable hours of operation, as 

permitted by the City. Noise-sensitive land uses in the vicinity of the project include legal non-conforming 
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residences to the west20 (within approximately 15 feet of the construction boundary) and south (within 

approximately 30 feet), a high school to the north (within approximately 110 feet), and zoned residential 

uses to the northwest (approximately 450 feet away) and to the northeast (approximately 800 feet away). 

The construction noise assessment focused on noise levels that would occur at the nearest noise-sensitive 

land uses (residences to the south and west and the high school to the north); construction noise levels at 

receptors further from the site would be lower. Modeling assumptions and output calculations are provided 

in Appendix F-2, Construction Noise Modeling Inputs and Outputs.  

Project-generated construction noise will vary depending on the construction process, the type of 

equipment involved, the location of the construction site with respect to sensitive receptors, the schedule 

proposed to carry out each task (e.g., hours and days of the week), and the duration of the construction 

work. A likely worst-case construction noise scenario using information provided by the project applicant 

and equipment identified by CalEEMod (see Section 3.3) for this type and size of project was calculated 

using a spreadsheet model based the Federal Highway Administration’s Roadway Construction Noise 

Model (FHWA 2008). Table 5 in Section 3.3 presents the equipment list used for the construction noise 

analysis. The results are summarized in Table 23 (see Appendix F-2 for model results). Table 23 provides 

construction noise estimates for both a “typical worst-case” 1-hour average scenario in which construction 

equipment may be operating in proximity to any one receiver for extended periods, as well as a typical 8-

hour workday in which it is assumed that the equipment would be in motion and working both near and far 

from any one receiver, operating (on average) at the approximate acoustic center of the project site. The 

average noise levels (based upon the acoustic center21) are considered a better representation of the 

overall noise exposure experience for adjacent receivers over the duration of each construction phase. 

As shown, the highest noise levels from construction are predicted to range from approximately 70 dBA Leq 

1-hour (during the architectural coating phase) to 92 dBA Leq 1-hour (during site preparation and grading) at the 

nearest receiver. These maximum noise levels are considered to be a peak exposure, applicable to not 

more than 10%–15% of the total construction period, only while the construction activity is taking place 

along the property boundary closest to these nearest off-site receivers. In terms of a typical 8-hour workday, 

the highest noise levels from construction are predicted to range from approximately 62 dBA Leq 8-hour 

(during the architectural coating phase) to 74 dBA Leq 8-hour (during site preparation) at the nearest receiver. 

Noise levels, while relatively high when equipment is operating near the project boundaries, would not 

exceed the Federal Transit Administration’s 80 dBA Leq 8-hour threshold. 

Table 23. Construction Noise Summary of Results  

Receiver Location (Distance)/ 

Description 

Zoning 

Designation 

Construction Noise Level by Construction Phase1 

(dBA Leq 1-hour/dBA Leq 8-hour) 

Site 

Prep. Grading 

Building 

Const. Paving 

Arch. 

Coating 

Residence to the west (as near as 

15 feet) / Legal Non-Conforming 

Residence 

Business Park 92/74 92/73 72/68 85/69 70/62 

 
20  Based upon the City’s Zoning Map (https://www.cityofhighland.org/DocumentCenter/View/3211/Zoning-Map-PDF), the 

proposed project site as well as the entire block (from Third Street to Sixth Street in the north–south direction and Del Rosa 

Avenue to west of Tippecanoe Avenue in the east–west direction) is zoned BP (Business Park).  
21  The acoustic center is the combination of all construction work occurring on site, near and far, and is considered to be equivalent 

to the geometric center, for the purposes of this analysis. 
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Table 23. Construction Noise Summary of Results  

Receiver Location (Distance)/ 

Description 

Zoning 

Designation 

Construction Noise Level by Construction Phase1 

(dBA Leq 1-hour/dBA Leq 8-hour) 

Site 

Prep. Grading 

Building 

Const. Paving 

Arch. 

Coating 

Residence to the south (as near as 

30 feet) / Legal Non-Conforming 

Residence 

Business Park 87/74 86/73 71/68 77/69 69/62 

School to the north Public Facility  

(City of San 

Bernardino) 

77/74 76/73 68/68 69/69 65/62 

Source: Appendix F-2. 

Notes: dBA = A-weighted decibel; Leq 1-hour = equivalent continuous sound level (time-averaged sound level) during a 1-hour period near the 

project boundary; Leq 8-hour = equivalent continuous sound level (time-averaged sound level) during an 8-hour construction workday; Site Prep. 

= Site Preparation; Building Const. = Building Construction; Arch. Coating = Architectural Coating. 
1  See Section 3.3, Air Quality.  

Based on the construction noise analysis, noise levels during construction are estimated to create noise 

levels at sensitive receivers that would not exceed the Federal Transit Administration construction noise 

threshold of 80 dBA Leq 8-hour. The project would be required to adhere to the City’s General Plan limitations 

on construction noise through restrictions on allowable construction hours (Goal 7.3, Action 1):  

As a condition of approval, limit non-emergency construction activities adjacent to existing 

noise-sensitive uses to daylight hours between 7:00 a.m. and 6:00 p.m. Discourage 

construction on weekends or holidays except in the case of construction proximate to 

schools where these operations could disturb the classroom environment. 

Thus, with incorporation of the City’s standard conditions, impacts associated with short-term construction 

noise would be less than significant, and no mitigation measures would be required. 

Long-Term Operational Noise 

Less-than-Significant Impact. Operation of the project would result in the generation of noise both on and 

off site. Consistent with similar warehouse and light industrial uses, business operations supported by the 

project would primarily be conducted within the enclosed buildings, except for traffic movement, parking, and 

loading and unloading of trucks at designated loading bays. As such, on-site operational noise sources are 

expected to include roof-top air conditioning units, parking lot activity, and truck loading dock activity. Off-site 

noise could be generated by vehicles, including heavy trucks, accessing the project site and contributing to 

vehicular roadway noise. As detailed below, these operational project activities would not result in the 

generation of a substantial temporary or permanent increase in ambient noise levels in excess of standards 

established in the local General Plan or noise ordinance or applicable standards of other agencies.  

On-Site Operational Noise 

Implementation of the project would result in changes to existing noise levels on and around the project 

site by developing new stationary sources of noise, including introduction of outdoor HVAC equipment. 

These sources may affect noise-sensitive vicinity land uses off the project site.  
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The proposed warehouse space overall would not be served by heating or air conditioning equipment. 

However, the floor plan includes an office with an associated mezzanine space at the northwest building 

corner. For the analysis of noise from HVAC equipment operation, a York Model ZF-048 package HVAC unit 

was used as a reference. Based upon the square footage of the office and mezzanine spaces (5,000 square 

feet total), it was assumed that two such units would be required for the office/mezzanine areas. The York 

Model ZF-048 package HVAC unit has a sound power rating of 80 dBA (Johnson Controls 2015). Based on 

the warehouse roof design provided, there will be a 2.8-foot-high parapet extending along the perimeter of 

the roof, which would minimize sound from the HVAC unit at nearby noise-sensitive land uses. 

Assuming all the HVAC equipment is operating simultaneously for a minimum period of 1 hour, the worst-

case calculated noise level at each property line and at the nearby residences is presented in Table 24. 

The maximum hourly noise level for all the HVAC equipment operating at each examined point along the 

property and the nearest noise-sensitive uses would range from 15 to 30 dBA Leq, which is well below the 

City’s noise standard for both commercial zoning (70 dBA Leq daytime, 65 dBA Leq nighttime) and residences 

(60 dBA Leq daytime, 55 dBA Leq nighttime). The noise level calculation spreadsheets for the HVAC package 

units are included in Appendix F-3, Equipment Specifications and Noise Calculations.  

Table 24. Mechanical Equipment Operation Noise Summary of Results 

Equipment 

Noise Level at Property Boundary 

Receiver Location Average Noise Level (dBA Leq) 

HVAC W1 (Legal Non-Conforming Residence to West) 30 

HVAC E1 (Vacant lot zoned Business Park) 15 

HVAC S1 (Legal Non-Conforming Residences to South) 20 

HVAC N1 (High School to North) 29 

Source: Appendix F-3. 

Note: dBA = A-weighted decibel; Leq = equivalent continuous sound level (time-averaged sound level); HVAC = heating, ventilation, and 

air conditioning equipment. 

The results of the mechanical equipment operations noise analysis indicate that the project would comply 

with City noise standards. 

Parking Lot Activity  

A comprehensive study of noise levels associated with surface parking lots was published in the Journal of 

Environmental Engineering and Landscape Management (Baltrënas et al. 2004). The study found that 

average noise levels during the peak period of use of the parking lot (generally in the morning with arrival of 

commuters and in the evening with the departure of commuters) were 47 dBA at 1 meter (3.3 feet) from the 

outside boundary of the parking lot. The parking area would function as an area source for noise, which means 

that noise would attenuate at a rate of 3 dBA with each doubling of distance. The employee parking lots are 

proposed to be situated on the east and southwest sides of the warehouse, no closer than 45 feet from the 

property line of the project site (from center of drive-aisle to fence) on the southern, western, and eastern 

sides. On the north side, the nearest parking area would be located approximately 125 feet from the high 

school. At a distance of 45 feet, parking lot noise levels would be approximately 36 dBA Leq at the southern, 

western, and eastern property boundaries in the absence of the projects’ 8-foot-high boundary wall. 

Accounting for the noise reduction provided by the boundary wall, parking lot noise levels would be 

approximately 24 dBA Leq at the southern, western, and eastern property boundaries. At the high school to 
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the north, parking lot noise levels would be approximately 31 dBA Leq. Parking lot activity noise levels are 

summarized in Table 25. 

Truck Loading Dock Activity 

The parking lot study (Baltrënas et al. 2004) also examined noise levels associated with cargo truck delivery 

activity, including noise produced by backup alarms and forklift/yard hostler operations. The study 

concluded that average noise levels from truck loading/unloading areas was 96 dBA at 1 meter (3.3 feet) 

from the boundary of the truck activity area. The truck loading dock area (i.e., the truck court) would be 

located on the eastern side of the proposed warehouse building, approximately 90 feet from the projects’ 

southern property line, approximately 295 feet from the projects’ western property line, and approximately 

120 feet from the projects’ eastern property line. On the north side, the truck loading dock area would be 

located approximately 210 feet from the high school. At the projects’ northern and western property lines, 

the noise and view of the loading docks would be entirely obstructed by the warehouse building. At the 

projects’ southern and eastern property lines, the noise and view of the loading docks would be partially 

obstructed by the projects’ 8-foot-high boundary wall. Using the outdoor attenuation rate of 6 dBA with each 

doubling of distance and accounting for the noise reduction provided by the warehouse building and the 

boundary wall, noise would range from approximately 32 dBA Leq at the western property line to 

approximately 56 dBA Leq at the southern property line. Truck loading dock activity noise levels are 

summarized in Table 25 and combined with the other on-site noise sources.  

Table 25. Combined On-Site Noise Summary of Results – Noise Levels (dBA Leq) at 
Property Boundaries 

Receiver 

Location Zoning  

Applicable Noise 

Standard – 

Daytime (7 a.m. 

to 10 p.m.) / 

Nighttime 

(10 p.m. to 

7 a.m.) HVAC 

Parking 

Lot 

Activity 

Truck 

Loading 

Dock 

Activity 

Combined 

HVAC, 

Parking 

Lot, and 

Truck 

Loading 

Dock 

Activities 

Noise  

Applicable 

Noise 

Standard 

Exceeded? 

W1 Business Park 70/65 20 23 32 33 No 

E1 Business Park  70/65 15 23 53 53 No 

S1 Business Park 70/65 30 23 56 56 No 

N1 Public Facility 

(City of San 

Bernardino) 

n/a 29 31 36 38 No 

Source: Appendix F-3. 

Notes: dBA = A-weighted decibel; Leq = equivalent continuous sound level (time-averaged sound level); HVAC = heating, ventilation, 

and air conditioning; n/a = not applicable. 

As shown in Table 25, on-site noise sources associated with the proposed project would not exceed 

applicable noise standards. Thus, on-site operational noise would be less than significant. 
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Project-Generated Off-Site Traffic Noise 

The project is expected to generate 82 daily trips to the roadway system; in terms of PCE, which accounts 

for truck percentages, the project would generate 117 daily PCE trips. On an hourly basis, the project would 

result in a total of 8 AM and 9 PM peak-hour trips, consisting of 6 passenger vehicles and 2 trucks (ranging 

in size from 2-axle trucks to 4+ axle trucks) during the AM peak hour, and 7 passenger vehicles and 2 

trucks during the PM peak hour. In terms of PCE, the project would result in a total of 12 AM and 15 PM 

PCE peak-hour trips.22 Vehicles entering and exiting the project site would use Sixth Street, which has 

average daily traffic volumes of approximately 1,457.23 This amounts to a small percentage (less than 6%) 

of the total daily volume on Sixth Street. The project would not result in a doubling of trips on any particular 

road segment. Typically, a doubling of the energy of a noise source, such as a doubling of traffic volume, 

would increase noise levels by 3 dBA.24 Given that it would result in only a modest increase in traffic on 

local and regional roadways, the project is not expected to result in an increase of 3 dBA or greater on 

roadways in the study area. The change in noise level due to the project would not be audible. Therefore, 

impacts associated with off-site project-generated traffic noise would be less than significant. 

b) Would the project result in generation of excessive groundborne vibration or groundborne noise levels? 

Less-than-Significant Impact. The main concern associated with groundborne vibration is annoyance; 

however, in extreme cases, vibration can cause damage to buildings, particularly those that are old or 

otherwise fragile. Some common sources of groundborne vibration are trains and construction activities 

such as blasting, pile-driving, and heavy earthmoving equipment. The primary source of groundborne 

vibration occurring as part of the proposed project is construction activity. 

Groundborne vibration information related to construction/heavy equipment activities has been collected by the 

California Department of Transportation. Information from the California Department of Transportation indicates 

that transient vibrations (such as from construction activity) with approximately 0.035 inches per second PPV 

may be characterized as barely perceptible, and vibration levels of 0.24 inches per second PPV may be 

characterized as distinctly perceptible (Caltrans 2020). The heavier pieces of construction equipment, such as 

large bulldozers or hoe rams, would register up to approximately 0.089 inches per second PPV at a distance of 

25 feet, and a clam shovel drop would measure up to approximately 0.202 inches per second PPV at a distance 

of 25 feet (FTA 2018).  

Groundborne vibration is typically attenuated over relatively short distances. At the nearest existing 

noise/vibration-sensitive use distance to the nearest construction area (approximately 15 feet—the Head 

Start building to the northeast) and with the anticipated construction equipment, the vibration level would 

be approximately 0.192 inches per second PPV. This vibration level would be higher than the threshold of 

“barely perceptible” of 0.035 inches per second PPV and would be lower than the threshold of “distinctly 

perceptible” of 0.24 inches per second PPV.  

The major concern with construction vibration is related to building damage. Construction vibration as a 

result of the proposed project would not result in structural building damage, which typically occurs at 

 
22  Data from the proposed project’s trip generation estimates (Section 3.17, Transportation). 
23  Airport Gateway Specific Plan, Traffic Impact Analysis 2019. 
24  Under normal circumstances (i.e., outside of a controlled setting such as a listening laboratory), a 3 dBA increase in noise levels 

is considered to be the smallest increase that is audible to the human ear, whereas a less than 3 dBA increase in noise levels is 

considered to be a barely or non-audible increase. 
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vibration levels of 0.5 inches per second PPV or greater for buildings of reinforced concrete, steel, or timber 

construction. Therefore, impacts related to groundborne vibration would be less than significant. 

c) For a project located within the vicinity of a private airstrip or an airport land use plan or, where such a 

plan has not been adopted, within two miles of a public airport or public use airport, would the project 

expose people residing or working in the project area to excessive noise levels? 

Less-than-Significant Impact. No private airstrips are located in the project vicinity. The SBIA is located 

approximately 0.6 miles south of the project site. The project site is located within the Airport Influence 

Area (General Plan Figure 6-7) outlined in the City’s General Plan (City of Highland 2006). As required by 

state law for real estate transactions within the Airport Influence Area, notification/disclosure statements 

are required to alert potential buyers and tenants of the presence of and potential impacts from the SBIA. 

According to Exhibit 4H (Existing and Ultimate Noise Contours) of the Airport Layout Plan Narrative Report 

for San Bernardino International Airport (San Bernardino International Airport Authority 2010), the SBIA’s 

65 dBA CNEL ultimate noise contour would be located approximately 1.0 miles south of the project site.  

Policy 1 of Goal 11.1 (“Reduce exposure of people to aircraft noise and overflights, and ensure adequate 

public notification through buyer awareness measures”) within the City’s General Plan states, “Limit the 

development of sensitive land uses located within the 65 decibel (dB) Community Noise Equivalent Level 

(CNEL)” (City of Highland 2006). The City considers residential dwellings and institutional uses such as 

hospitals, convalescent homes, and churches to be sensitive noise receptors, while retail and office uses 

are considered to be relatively insensitive land uses. Other land use types, including industrial and 

manufacturing, are considered to be least impacted by noise. Because the proposed project is not noise-

sensitive, and because the project site is located outside the 65 dBA CNEL noise contour, the proposed 

project would not expose people residing or working in the project area to excessive noise levels. Thus, 

aircraft and airport-related noise would be less than significant. 

3.14 Population and Housing 

 

Potentially 

Significant 

Impact 

Less Than 

Significant 

Impact With 

Mitigation 

Incorporated 

Less Than 

Significant 

Impact No Impact 

XIV. POPULATION AND HOUSING – Would the project: 

a) Induce substantial unplanned population 

growth in an area, either directly (for 

example, by proposing new homes and 

businesses) or indirectly (for example, 

through extension of roads or other 

infrastructure)? 

    

b) Displace substantial numbers of 

existing people or housing, necessitating 

the construction of replacement 

housing elsewhere? 
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a) Would the project induce substantial unplanned population growth in an area, either directly (for 

example, by proposing new homes and businesses) or indirectly (for example, through extension of 

roads or other infrastructure)? 

Less-than-Significant Impact. The project would require a temporary construction workforce and a 

permanent operational workforce, both of which could potentially induce population growth in the project 

area. The temporary workforce would be needed to construct the proposed warehouse building and 

associated improvements. The number of construction workers needed during any given period would 

largely depend on the specific stage of construction but will likely average a few dozen workers at any given 

time throughout the workday. These short-term positions are anticipated to be filled primarily by workers 

who reside in the project area vicinity. Therefore, construction of the project would not generate a 

permanent increase in population within the project area. 

In terms of operational employees, because the future tenant is not yet known, the number of jobs that the 

project would generate cannot be precisely determined, but it can be estimated. For purposes of analysis, 

employment estimates are calculated using average employment density factors reported by SCAG. SCAG 

reports that for every 1,195 square feet of warehouse space in San Bernardino County, the average 

numbers of jobs supported is one employee (SCAG 2001). The proposed warehouse would be 47,899-

square-foot square feet, and as such, the estimated number of employees required for operation would be 

approximately 108 people. 

According to the SCAG Demographics and Growth Forecast, employment in the City is anticipated to grow from 

6,900 employees in 2016 to 11,100 employees in 2045 (SCAG 2020). The project-related increase in employment 

would be minimal in comparison to the anticipated increase in the SCAG Demographics and Growth Forecast.  

Additionally, as of September 2022, the California Employment Development Department found that the 

unemployment rate for Riverside-San Bernardino-Ontario Metropolitan Statistical Area, including the City of 

Highland, is at 3.9%, which is tied to the state average (3.9 %) and compared to the to the national average 

(7.9%) for the same period (EDD 2022). Therefore, the project’s temporary and permanent employment 

requirements could likely be met by the City’s existing labor force without the need for people to relocate 

to the project region. The project would not stimulate population growth or a population concentration 

above what is assumed in local and regional land use plans. Therefore, impacts associated with population 

growth would be less than significant.  

b) Would the project displace substantial numbers of existing people or housing, necessitating the 

construction of replacement housing elsewhere? 

No Impact. The project site (Sixth Street and Del Rosa Drive) is currently undeveloped vacant land. 

Development of the proposed project would not result in displacement of existing households. However, 

assuming that relation occurred in the project area, vacant housing opportunities are available within the 

City and surrounding area. The City has approximately 17,127 housing units with a vacancy rate of 2.6% 

(DOF 2022), or approximately 445 vacant housing units. Given the availability of housing opportunities 

within the City, it is assumed that there are sufficient housing opportunities in the area for existing 

residences, and there would not be a need for new construction or replacement of housing elsewhere. 

Therefore, there would be no impact associated with housing.  
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3.15 Public Services 

 

Potentially 

Significant 

Impact 

Less Than 

Significant 

Impact With 

Mitigation 

Incorporated 

Less Than 

Significant 

Impact No Impact 

XV.  PUBLIC SERVICES – Would the project: 

a) Result in substantial adverse physical impacts associated with the provision of new or physically altered 

governmental facilities, need for new or physically altered governmental facilities, the construction of which 

could cause significant environmental impacts, in order to maintain acceptable service ratios, response 

times, or other performance objectives for any of the public services: 

Fire protection?     

Police protection?     

Schools?     

Parks?     

Other public facilities?     

 

a) Would the project result in substantial adverse physical impacts associated with the provision of new or 

physically altered governmental facilities, need for new or physically altered governmental facilities, the 

construction of which could cause significant environmental impacts, in order to maintain acceptable 

service ratios, response times, or other performance objectives for any of the public services: 

Fire protection? 

Less-than-Significant Impact. The California Department of Forestry and Fire Protection (CAL FIRE) 

provides fire protection and emergency medical services to the City, including the project site, through a 

cooperative agreement that provides for CAL FIRE employees to staff City-owned facilities and apparatus 

(City of Highland 2006). The City also has available fire protection services from other area agencies such 

as the Cities of Redlands and Yucaipa and the U.S. Forest Service (City of Highland 2006). The City also 

participates in the Statewide Master Mutual Aid Agreement, which provides additional assistance from San 

Bernardino City and County Fire Departments and the San Manuel Fire Department (City of Highland 2006).  

The closest fire station to the project is San Bernardino County Fire Station No. 222 (1201 West Ninth 

Street), located approximately 3.6 miles west of the project site. Considering the proximity of the project 

site to Station No. 222 and given the fact that the project site is already located within CAL FIRE’s service 

area, the project could be adequately served by the various fire departments without adversely effecting 

personnel-to-resident ratios, response times, or other performance objectives.  

In addition, the project would not directly or indirectly induce population growth in the City. Although the 

project could potentially result in a slight, incremental increase in calls for service to the project site in 

comparison to the existing conditions, this increase is expected to be nominal and would not result in the 

need for new CAL FIRE facilities. Nonetheless, similar to other development projects in the City, the project 

applicant would still be required to pay their fair share of development impact fees to help offset 
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incremental impacts to fire protection services. Therefore, impacts associated with CAL FIRE facilities and 

response times would be less than significant.  

Police protection? 

Less-than-Significant Impact. The City contracts with the San Bernardino County Sheriff’s Department 

(SBCSD) to provide police protection to the City, including the project site (City of Highland 2006). The 

SBCSD has one patrol station in the City, located at 26985 East Base Line, approximately 2.8 miles 

northeast of the site.  

The project would not directly or indirectly induce population growth in the City. While the project would 

potentially result in a slight, incremental increase in calls to the SBCSD for service to the project site in 

comparison to the existing conditions, this increase is expected to be nominal and would not result in the 

need for new SBCSD facilities. In addition, the project site is already located within SBCSD’s service area and 

would not require an expansion of service area, which could otherwise result in longer response time. Overall, 

it is anticipated that the project would be adequately served by existing SBCSD facilities, equipment, and 

personnel. Nonetheless, similar to other development projects in the City, the project applicant would still be 

required to pay their fair share of development impact fees to help offset incremental impacts to police 

protection services. Therefore, impacts associated with SBCSD facilities and response times would be less 

than significant. In addition, the applicant will be required to follow the City’s Development Impact Fee 

Ordinance (Fee Ordinance). The Fee Ordinance requires the applicant submit a fee payable to the City that 

will apply to the funding of public facilities, including law enforcement facilities. Therefore, impacts to police 

protection resources resulting from the proposed project would be less than significant.  

Schools? 

No Impact. The project site is located within the San Bernardino City Unified School District. It is not 

anticipated that people would relocate to the City as a result of the project, and an increase in school-age 

children requiring public education is not expected to occur as a result of the project. Nonetheless, all 

residential and non-residential development projects are subject to SB 50, which requires payment of 

mandatory impact fees to offset any impact to school services or facilities. The provisions of SB 50 are 

deemed to provide full and complete mitigation of school facilities impacts, notwithstanding any contrary 

provisions in CEQA or other state or local laws (Government Code Section 65996). In accordance with 

SB 50, the project applicant would pay its fair share of impacts fees based on the number/type of dwelling 

units. These impact fees are required of most residential, commercial, and industrial development projects 

in the City. Therefore, no impacts associated with school facilities would occur.  

Parks? 

No Impact. Given the lack of population growth as a result of the project, neither construction nor operation 

of the project would generate new residents to the extent that new or expanded park facilities would be 

required. Therefore, no impacts associated with park facilities would occur. 
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Other public facilities? 

No Impact. The project would not directly or indirectly induce substantial population growth in the City. As 

such, it is unlikely that the project would increase the use of other public facilities such as libraries. 

Therefore, no impacts associated with libraries and other public facilities would occur. 

3.16 Recreation 

 

Potentially 

Significant 

Impact 

Less Than 

Significant 

Impact With 

Mitigation 

Incorporated 

Less Than 

Significant 

Impact No Impact 

XVI. RECREATION 

a) Would the project increase the use of 

existing neighborhood and regional parks or 

other recreational facilities such that 

substantial physical deterioration of the 

facility would occur or be accelerated? 

    

b) Does the project include recreational 

facilities or require the construction or 

expansion of recreational facilities which 

might have an adverse physical effect on 

the environment? 

    

 

a) Would the project increase the use of existing neighborhood and regional parks or other recreational 

facilities such that substantial physical deterioration of the facility would occur or be accelerated? 

No Impact. The project would construct a new warehouse building and associated improvements. The 

project does not propose any residential uses and would not directly or indirectly result in a substantial and 

unplanned increase in population growth within the project area. As such, the project would not increase 

the use of existing neighborhood parks or regional parks in the City and surrounding area. Therefore, no 

impacts associated with the use of existing residential facilities would occur.  

b) Does the project include recreational facilities or require the construction or expansion of recreational 

facilities which might have an adverse physical effect on the environment? 

No Impact. The project would construct a new warehouse building and associated improvements. The 

project does not propose any recreational facilities. As an industrial use, the project would not require the 

construction or expansion of recreational facilities. Therefore, no impacts associated with the construction 

of new or expansion of existing recreational facilities would occur.  
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3.17 Transportation  
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XVII. TRANSPORTATION – Would the project: 

a) Conflict with a program, plan, ordinance, or 

policy addressing the circulation system, 

including transit, roadway, bicycle, and 

pedestrian facilities? 

    

b) Conflict or be inconsistent with CEQA 

Guidelines Section 15064.3, subdivision (b)?  
    

c) Substantially increase hazards due to a 

geometric design feature (e.g., sharp curves 

or dangerous intersections) or incompatible 

uses (e.g., farm equipment)? 

    

d) Result in inadequate emergency access?     

 

The following analysis prepared consistent with the requirements of the City’s Public Works Policies, Procedures 

and Standards for traffic studies (Traffic Study Guidelines) (September 2016), as well as SB 743 and the current 

CEQA Guidelines for potential impacts to VMT. Appendix G, Transportation Technical Memorandum, includes the 

project’s Trip Generation and VMT Screening Analysis. It also includes a Traffic Scoping Form, which provides LOS 

screening for the project.  

Trip Generation Analysis 

Trip generation estimates for the project are based on daily and AM and PM peak hour trip generation rates obtained 

from the Institute of Transportation Engineers Trip Generation Handbook, 11th Edition (ITE 2021), using the 

warehousing land use (ITE Code 150). No trip credits for the existing land uses have been assumed in this analysis; 

therefore, the project’s trip generation estimates are conservative. 

PCE factors were also applied to the trip generation estimates to account for truck traffic. The City indicates that 

projects with high truck percentages should convert project trips to PCE. A 1.5 PCE factor was applied to 2-axle 

trucks, 2.0 PCE for 3-axle trucks, and a 3.0 PCE factor was applied to 4-axle trucks per the San Bernardino County 

Congestion Management Program (CMP). Table 26 presents the project’s daily and AM and PM peak hour trip 

generation estimates. 
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Table 26. Project Trip Generation Summary  

Land Use Daily Trip Rate/Unit 

AM Peak Hour PM Peak Hour 

In Out Total In Out Total 

Trip Rates and Trip Generation 

Warehousing1  

(ITE Code 150) 

1.71/TSF 0.13 0.04 0.17 0.05 0.13 0.18 

Land Use Units Daily In Out Total In Out Total 

Proposed 

Project 

47.899 TSF 82 6 2 8 3 6 9 

Land Use 

Vehicle Classification 

(Percent) Daily 

AM Peak Hour PM Peak Hour 

In Out Total In Out Total 

Vehicle Mix2 

and Non-PCE 

Trips 

(47.899 TSF)  

Passenger Cars (72.5)  59 5 1 6 2 5 7 

2-axle Trucks (4.6) 4 0 0 0 0 0 0 

3-axle Trucks (5.7) 5 0 1 1 1 0 1 

4+axle Trucks (17.2) 14 1 0 1 0 1 1 

Project Trip Generation 

Non-PCE 

82 6 2 8 3 6 9 

Project Trip Generation PCE 

PCE Factors3 

and PCE Trips 

(47.899 TSF) 

Passenger Cars  

(1.0 PCE)  

59 5 1 6 2 5 7 

2-axle Trucks (1.5 PCE) 6 0 0 0 0 0 0 

3-axle Trucks (2.0 PCE) 9 0 2 2 2 0 2 

4+axle Trucks (3.0 PCE) 43 4 0 4 2 4 6 

Total PCE Trips  117 9 3 12 6 9 15 

Notes: ITE = Institute of Transportation Engineers; TSF = thousand square feet, PCE = passenger car equivalent. 

Some of the totals may not match exactly due to rounding. 
1 Trip rates from the Institute of Transportation Engineers, Trip Generation Manual, 11th Edition (ITE 2021).  
2 Vehicle Mix and Percent from SCAQMD, Warehouse Truck Trip Study Data Results and Usage (SCAQMD 2014a). 
3 PCE factors per the San Bernardino County CMP, (SANBAG 2016). 

As shown in Table 26, the proposed project would generate approximately 82 daily trips, with 8 trips (6 inbound 

and 2 outbound) in the AM peak hour, and 9 trips (3 inbound and 6 outbound) in the PM peak hour. Adjusting for 

PCE, the trip generation is approximately 117 daily PCE trips, 12 AM PCE peak hour trips (9 inbound and 3 

outbound) and 15 PM PCE peak hour trips (6 inbound and 9 outbound). 

a) Would the project conflict with a program, plan, ordinance, or policy addressing the circulation system, 

including transit, roadway, bicycle, and pedestrian facilities? 

Less-than-Significant Impact. As detailed in the following text, the project would not conflict with a 

program, plan, ordinance, or policy addressing the circulation system, including roadway, bicycle, 

pedestrian, and transit facilities. 
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Roadway Facilities 

The project is located within the jurisdiction of the City; therefore, the following consistency requirements 

would apply. 

San Bernardino Associated Governments Congestion Management Plan 

The City is located in San Bernardino County, and therefore, the San Bernardino County CMP applies to the 

City. To address the increasing public concern that traffic congestion is impacting the quality of life and 

economic vitality of the State of California, Proposition 111 created the CMP in 1990. The intent of the CMP 

is to provide the analytical basis for transportation decisions through the State Transportation Improvement 

Program process. In 1990, the San Bernardino Associated Governments was designated the Congestion 

Management Agency for San Bernardino County. Although implementation of the CMP was made voluntary 

by the passage of AB 2419 (Bowler 1996), the CMP requirement has been retained in San Bernardino County. 

The LOS at each CMP location is monitored by local jurisdictions in order to implement the statutory 

requirements of the CMP. If LOS standards deteriorate, then local jurisdictions must prepare a deficiency 

plan to meet conformance standards outlined by the countywide plan. The local CMP requires that a 

transportation impact analysis report be prepared when a project’s trip generation exceeds 250 two-way 

peak hour trips and expects to add at least 50 two-way peak hour trips to a State highway facility. For the 

CMP roadway system, the LOS standard shall be E for all segments and intersections except those 

designated LOS F, as listed in Table 2-1 of the CMP (SBCTA 2020). The nearest CMP facility is the 

intersection of Victoria Avenue/Fifth Street.  

Based on the project’s trip generation estimates as described above, development of the proposed project 

would not be likely to result in degradation of the nearby CMP facilities due to the low volume of vehicular 

traffic (less than 250 peak hour trips and less than 50 peak hour trips to a State highway facility, per the 

CMP). Therefore, impacts associated with project-related traffic on both the local and regional circulation 

system would be less than significant. 

City of Highland 

Traffic Study Guidelines 

The City’s Traffic Study Guidelines are included in Chapter 9 of the City’s Public Works Policies, Procedures 

and Standards Manual. Although changes in CEQA regarding SB 743 implementation shifts the primary 

metric for traffic analyses from LOS to VMT, the City has not yet adopted updated guidelines or thresholds 

related to VMT. As such, the City continues to require a traffic report to analyze the surrounding 

transportation network to evaluate the project’s effect on the City’s transportation infrastructure, and 

identify improvements required to maintain consistency with the City’s LOS standards. Per the Traffic Study 

Guidelines, a traffic report would be required if a project exceeds the CMP thresholds (250 two-way peak 

hour trips) or generates more than 1,000 new two-way daily trips, or 100 two-way peak hour trips. 

Additionally, the City may require a traffic report if there are concerns regarding access, roadway structural 

impacts, or LOS on intersection or roadway segments adjacent to the project. Trip generation estimates for 

the project are summarized above. 
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Based on the project’s trip generation estimates as described above, development of the proposed project 

would likely not result in degradation of the nearest intersection of Del Rosa Drive/ Sixth Street or other 

nearby intersections due to the low volume of vehicular traffic (less than 100 peak hour trips). A detailed 

LOS analysis would not be required. Therefore, impacts would be less than significant. 

General Plan Circulation Element 

The City adopted its most recent version of the General Plan in March 2006. The General Plan Circulation 

Element takes into consideration transit, bicycle, pedestrian, and other multimodal uses. The Circulation 

Element primarily utilizes volume-to-capacity LOS as a measurement in the rating of the performance of 

streets. The Circulation Element establishes the following LOS criteria (City of Highland 2006): 

▪ The LOS should be LOS D or better for major intersections in the City 

▪ LOS D is considered acceptable for peak operating periods 

▪ Any City of Highland intersection operating at LOS E or F is considered deficient 

As the proposed project is forecast to generate 12 AM peak hour trips and 15 PM peak hour trips (PCE-

adjusted), the proposed project would not exceed the 250 two-way peak hour trip threshold for the 

preparation of a transportation impact analysis per the CMP or the 100 two-way peak hour trip threshold 

for preparation of a traffic report per the City’s Traffic Study Guidelines. Therefore, a transportation impact 

analysis and further LOS analysis would not be required.  

Additionally, the project site is bordered by Sixth Street to the north, which is designated as a collector 

street. Per the Circulation Element, a collector street is generally “intended to carry traffic between 

residential neighborhoods and the larger street network” (City of Highland 2006). Collector streets are 

generally two-lane roadways; however, the roadway segment of Sixth Street adjacent to the project site is 

constructed with two travel lanes in the westbound direction (which transition into one travel lane, west of 

Fairfax Lane) and one travel lane in the eastbound direction with a two-way, center-turn lane. The project 

would not conflict with the ROW and would be responsible for constructing half-width improvements along 

its frontage on Sixth Street.  

Pedestrian and Bicycle Facilities 

Although the General Plan Circulation Element includes several bicycle classifications, the City’s Active 

Transportation Plan, adopted February 2021, provides a more comprehensive and updated overview of the 

City’s current and future recommendations to enhance multimodal facilities:  

Class I Shared-Use Paths are paths completely separated from motor vehicle traffic and are used by people 

for walking and biking. These paths are typically located immediately adjacent and parallel to a roadway or 

in its own independent ROW, such as within a park or along a body of water. 

Class II Bicycle Lanes are dedicated lanes for bicycle travel adjacent to traffic. A painted white line 

separates the bicycle lane from motor vehicle traffic. 
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Class IIB Buffered Bicycle Lanes are dedicated lanes for bicycle travel separated from vehicle traffic by a 

painted buffer. The buffer provides additional comfort for users by providing space from motor vehicles or 

parked cars. 

Class III Bicycle Routes are signed bike routes that people biking share with motor vehicles, which can 

include pavement markings. 

Class IIIB Bicycle Boulevards are calm, local streets where bicycles have priority but share roadway space 

with motor vehicles. These boulevards include shared roadway bicycle markings on the pavement as well 

as traffic calming features such as speed humps and traffic diverters to keep these streets more 

comfortable for bicycles. 

There are no existing or proposed bicycle facilities adjacent to the project site along Sixth Street or along 

Del Rosa Drive near its intersection with Sixth Street. Per the Active Transportation Facilities map included 

in the San Bernardino County Non-Motorized Transportation Plan for City of Highland, the proposed facilities 

in the vicinity of the project are along Fifth Street, Third Street, Victoria Avenue, and parts of Del Rosa Drive 

(SBCTA 2018). As such, the project would not conflict with existing or proposed bicycle facilities, and 

impacts would be less than significant. 

Site analysis of the project area does not indicate existing sidewalk and pedestrian facilities along the full 

extent of Sixth Street in the vicinity of the project site. The project would be responsible for constructing 

frontage improvements, including sidewalks along Sixth Street. As such, development of the project would 

improve the existing pedestrian facilities, and impacts would be less than significant. 

Transit Facilities  

Omnitrans provides public transportation throughout the San Bernardino Valley and would serve as the 

nearest transit service to the project site. The nearest Omnitrans bus stop serves Route 15, located 

approximately 650 feet east of the project site, and north and south of the intersection of Del Rosa Drive/ 

Sixth Street. Route 15 operates between the Fontana Metrolink Transit Center and the City of Redlands via 

the Cities of Rialto, San Bernardino, and Highland, with a peak service frequency of 60 minutes throughout 

the week. Development of the proposed project would not conflict with the existing bus routes or bus stops. 

Therefore, impacts to transit would be less than significant. 

b) Would the project conflict or be inconsistent with CEQA Guidelines section 15064.3, subdivision (b)? 

Less-than-Significant Impact. As shown below, the project-generated VMT would result in a less than 

significant impact.  

On September 27, 2013, SB 743 was signed into law, which created a process to change the way that 

transportation impacts are analyzed under CEQA. SB 743 required the Governor’s Office of Planning and 

Research to amend the CEQA Guidelines to provide an alternative to LOS for evaluating transportation 

impacts. Under the transportation guidelines, LOS, or vehicle delay, will no longer be considered an 

environmental impact under CEQA. The updates to the CEQA Guidelines required under SB 743 were 

approved on December 28, 2018. These guidelines identify VMT as the most appropriate measure of 

transportation impacts under CEQA as of July 1, 2020. 
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VMT Screening  

The following screening criteria were analyzed per the San Bernardino County Transportation Authority 

Recommended Traffic Impact Analysis Guidelines for Vehicle Miles Traveled and Level of Service 

Assessment (SBCTA 2020), per direction from the City in lieu of formally adopted City VMT guidelines. The 

following criteria would be satisfied in order to screen-out of significant VMT impacts: 

▪ Projects generating less than 110 daily trips: The proposed project is the construction and 

development of 47,899 square feet of warehouse buildings, estimated to generate 82 average 

daily trips as shown in Table 26. Therefore, the project would fall under the threshold for projects 

generating less than 110 average daily trips.  

Based on the trip generation analysis above, the project would not generate 110 or more new daily trips. 

The proposed project would be screened out from conducting further VMT analysis and is presumed to 

have a less-than-significant VMT impact. Thus, the project would not require any mitigation. 

c) Would the project substantially increase hazards due to a geometric design feature (e.g., sharp curves or 

dangerous intersections) or incompatible uses (e.g., farm equipment)? 

Less-than-Significant Impact. Access to the project site would be provided by two driveways on the 

northern portion of the site on Sixth Street. Both driveways along Sixth Street would be full-access and allow 

for passenger access. The eastern driveway would allow truck access, and the driveway width would be 40 

feet. The western driveway would allow only passenger car access, and the driveway width would be 26 

feet. During site plan review, the internal roadway and driveway widths and curb radii to facilitate passenger 

car and truck turning and movement would be reviewed, designed, and constructed per City standards and 

applicable street design requirements.  

The project would construct frontage improvements of existing segment of Sixth Street and new driveways 

for project access.  

For on-site construction and any improvements required within the public ROW, the proposed project would be 

required to comply with standards set forth by the City to ensure that the project does not introduce an 

incompatible design feature that would impede traffic flow on roadway facilities. There would be no incompatible 

or hazardous uses associated with the proposed project, and impacts would be less than significant. 

d) Would the project result in inadequate emergency access? 

Less-than-Significant Impact. Access to the project site would be provided by two driveways on the 

northern portion of the site on Sixth Street. Emergency vehicle access will be available at both driveways 

and facilitated such that the project is accessible to emergency responders during construction and 

operation of the project. Therefore, impacts associated with an emergency response plan or emergency 

evacuation plan would be less than significant. 
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3.18 Tribal Cultural Resources 

 

Potentially 

Significant 

Impact 

Less Than 

Significant 

Impact With 

Mitigation 

Incorporated 

Less Than 

Significant 

Impact No Impact 

XVIII.  TRIBAL CULTURAL RESOURCES  

Would the project cause a substantial adverse change in the significance of a tribal cultural resource, defined 

in Public Resources Code Section 21074 as either a site, feature, place, cultural landscape that is 

geographically defined in terms of the size and scope of the landscape, sacred place, or object with cultural 

value to a California Native American tribe, and that is: 

a) Listed or eligible for listing in the California 

Register of Historical Resources, or in a 

local register of historical resources as 

defined in Public Resources Code Section 

5020.1(k), or 

    

b) A resource determined by the lead agency, 

in its discretion and supported by 

substantial evidence, to be significant 

pursuant to criteria set forth in subdivision 

(c) of Public Resources Code Section 

5024.1? In applying the criteria set forth in 

subdivision (c) of Public Resources Code 

Section 5024.1, the lead agency shall 

consider the significance of the resource to 

a California Native American tribe. 

    

 

The evaluation of potential impacts to TCRs is based on the findings resulting from tribal consultation conducted 

by the City, as the lead agency, as well as the findings of the Phase I Archaeological Resources Assessment 

conducted by Dudek in 2022 (Appendix C). Background research conducted to inform this analysis include the 

results of an NAHC SLF search, ethnographic research, archival research and CHRIS database records search, and 

the results of formal tribal consultation completed by the lead agency, the City, pursuant to California AB 52, a brief 

summary of which is provided in this section. 

Existing Setting – Ethnohistoric 

The history of the Native American communities prior to the mid-1700s has largely been reconstructed through 

later mission-period and early ethnographic accounts. The first records of the Native American inhabitants of the 

region come predominantly from European merchants, missionaries, military personnel, and explorers. These brief, 

and generally peripheral, accounts were prepared with the intent of furthering respective colonial and economic 

aims and were combined with observations of the landscape. They were not intended to be unbiased accounts 

regarding the cultural structures and community practices of the newly encountered cultural groups. The 

establishment of the missions in the region brought more extensive documentation of Native American 

communities, though these groups did not become the focus of formal and in-depth ethnographic study until the 

early twentieth century (Bean and Shipek 1978; Boscana 1846; Harrington 1934; Laylander 2000; Sparkman 

1908; White 1963). The principal intent of these researchers was to record the precontact and culturally specific 
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practices, ideologies, and languages that had survived the destabilizing effects of missionization and colonialism. 

This research, often understood as “salvage ethnography,” was driven by the understanding that traditional 

knowledge was being lost due to the impacts of modernization and cultural assimilation. Alfred Kroeber applied his 

“memory culture” approach (Lightfoot 2005, p. 32) by recording languages and oral histories within the region. 

Ethnographic research by Dubois, Kroeber, Harrington, Spier, and others during the early twentieth century seemed 

to indicate that traditional cultural practices and beliefs survived among local Native American communities.  

It is important to note that even though there were many informants for these early ethnographies who were able 

to provide information from personal experiences about native life before the Europeans, a significantly large 

proportion of these informants were born after 1850 (Heizer and Nissen 1973); therefore, the documentation of 

precontact, aboriginal culture was being increasingly supplied by individuals born in California after considerable 

contact with Europeans. As Heizer (1978) stated, this is an important issue to note when examining these 

ethnographies, since considerable culture change had undoubtedly occurred by 1850 among the Native American 

survivors of California.  

Based on ethnographic information, it is believed that at least 88 different languages were spoken from Baja 

California Sur to the southern Oregon state border at the time of Spanish contact (Johnson and Lorenz 2006, p. 

34). The distribution of recorded Native American languages has been dispersed as a geographic mosaic across 

California through six primary language families (Golla 2007).  

Golla contended that one can interpret the amount of variability within specific language groups as being associated 

with the relative “time depth” of the speaking populations (Golla 2007, p. 80). A large amount of variation within 

the language of a group represents a greater time depth than a group’s language with less internal diversity. One 

method that he has employed is by drawing comparisons with historically documented changes in Germanic and 

Romantic language groups. Golla observed that the “absolute chronology of the internal diversification within a 

language family” can be correlated with archaeological dates (2007, p. 71). This type of interpretation is modeled 

on concepts of genetic drift and gene flows that are associated with migration and population isolation in the 

biological sciences. 

The tribes of this area have traditionally spoken Takic languages that may be assigned to the larger Uto–Aztecan 

family (Golla 2007, p. 74). These groups include the Gabrieliño, Cahuilla, and Serrano. Golla interpreted the amount 

of internal diversity within these language-speaking communities to reflect a time depth of approximately 

2,000 years. Other researchers have contended that Takic may have diverged from Uto–Aztecan ca. 2600 BC–AD 

1, which was later followed by the diversification within the Takic speaking tribes, occurring approximately 1500 

BC–AD 1000 (Laylander 2000).  

Serrano 

Traditionally, the Serrano lived in an area east of the Gabrieliño and north of the Cahuilla, near present-day western San 

Bernardino County and northeastern Los Angeles County (Laylander 2000). The Serrano occupied an area in and around 

the San Bernardino Mountains between approximately 1,500 and 11,000 feet above mean sea level. Their territory 

extended west along the northern slope of the San Gabriel Mountains, east as far as Twentynine Palms, north along the 

Mojave River, and south to the San Jacinto area. Kroeber (1925) divided the Serrano into four distinct groups within the 

western Mojave Desert: the Kitanemuk, Tataviam, Serrano, and Vanyume. Each group held a distinct territory within the 

region (Kroeber 1925). According to Bean and Smith (1978a, p. 570), “the Serrano resided in an area that extended 

east of the Cajon Pass, located in the San Bernardino Mountains, to Twenty-nine Palms, the north foothills of the San 

Bernardino Mountains and south to include portions of the Yucaipa Valley.”  
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Serrano social organization was based on patrilineal and patrilocal lineages. Exogamy rules required that a man 

could not marry a woman related to them within five generations. Women moved to their husband’s village but kept 

their identity as a member of their natal lineage (Cultural Systems Research 2005, p. 15). 

The Serrano were mainly hunters and gatherers who occasionally fished. Game hunted included mountain sheep, 

deer, antelope, rabbits, small rodents, and various birds, particularly quail. Vegetable staples consisted of acorns, 

piñon nuts, bulbs and tubers, shoots and roots, berries, mesquite, barrel cacti, and Joshua tree (Bean and Smith 

1978a; Cultural Systems Research 2005, p. 15). A variety of materials was used for hunting, gathering, and 

processing food, as well as for shelter, clothing, and luxury items. Shells, wood, bone, stone, plant materials, animal 

skins, and feathers were used for making baskets, pottery, blankets, mats, nets, bags and pouches, cordage, awls, 

bows, arrows, drills, stone pipes, musical instruments, and clothing (Bean and Smith 1978a). 

The majority of the Serrano lived in small villages, close to sources of fresh water (Benedict 1924). Houses and 

ramadas were round, dome-shaped, and constructed of poles covered with bark and tule mats (Benedict 1924; 

Kroeber 1925). The Serrano also had sweat houses and ceremonial houses for religious activities. Further, 

according to Benedict (1924), a typical Serrano settlement was a village with multiple small satellite camps 

surrounding it. Most Serrano villages also had a ceremonial house used as a religious center. Other structures 

within the village might include granaries and sweathouses (Bean and Smith 1978a). According to DeBarros (2004), 

one of the more prominent Serrano villages was called Guapiabit, and it was located in Summit Valley. 

Gabrieleño/Tongva 

The archaeological record indicates that the Gabrieliño arrived in the Los Angeles Basin around 500 BC. 

Surrounding native groups included the Chumash and Tataviam to the northwest, the Serrano and Cahuilla to the 

northeast, and the Juaneño and Luiseño to the southeast. 

The names by which Native Americans identified themselves have, for the most part, been lost and replaced by 

those derived by the Spanish people administering the local Missions. These names were not necessarily 

representative of a specific ethnic or tribal group, and traditional tribal names are unknown in the post-Contact 

period. The name “Gabrieliño” o r  “ Gabrieleño”  was first established by the Spanish from the San Gabriel 

Mission and included people from the established Gabrieliño area as well as other social groups (Bean and Smith 

1978b; Kroeber 1925). Some contemporary Gabrieliño identify themselves as descendants of the indigenous 

people living across the plains of the Los Angeles Basin and refer to themselves as the Tongva (King 1994, p. 12). 

This term is used in the remainder of this section in addition to the name “Gabrieleño” to refer to the precontact 

inhabitants of the Los Angeles Basin and their descendants. 

The Gabrieleño/Tongva established large, permanent villages along rivers and streams and lived in sheltered areas 

along the coast. Gabrieleño/Tongva lands included the greater Los Angeles Basin and three Channel Islands—San 

Clemente, San Nicolas, and Santa Catalina—and stretched from the foothills of the San Gabriel Mountains to the 

Pacific Ocean. Archaeological sites composed of villages with various sized structures have been identified 

throughout the Los Angeles Basin. A total tribal population has been estimated of at least 5,000 (Bean and Smith 

1978b, p. 540), but recent ethnohistoric work suggests a number approaching 10,000 seems more likely (O’Neil 

2002). At least one Gabrieleño/Tongva village was located near Glendora: Ashuukshanga (also Azucsagna), located 

near the mouth of the San Gabriel River in present-day Azusa (McCawley 1996, p. 44). Within the permanent village 

sites, the Gabrieleño/Tongva constructed large, circular, domed houses made of willow poles thatched with tule, 

each of which could hold upwards of 50 people (Bean and Smith 1978b). Other structures constructed throughout 

the villages probably served as sweathouses, menstrual huts, ceremonial enclosures, and communal granaries. 
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Cleared fields for races and games, such as lacrosse and pole throwing, were created adjacent to Tongva villages 

(McCawley 1996).  

The Gabrieleño/Tongva subsistence economy was centered on gathering and hunting. The surrounding 

environment was rich and varied, and the tribe exploited mountains, foothills, valleys, and deserts as well as 

riparian, estuarine, and open and rocky coastal eco-niches. Like most native Californians, acorns were the staple 

food (an established industry by the time of the early Intermediate Horizon). Acorns were supplemented by the 

roots, leaves, seeds, and fruits of a variety of flora (e.g., islay, cactus, yucca, sages, and agave). Freshwater and 

saltwater fish, shellfish, birds, reptiles, and insects, as well as large and small mammals, were also consumed 

(Bean and Smith 1978b, p. 546; Kroeber 1925, pp. 631–632; McCawley 1996, pp. 119–123, 128–131). 

The Gabrieleño/Tongva participated in an extensive exchange network, trading coastal goods for inland resources. 

They exported Santa Catalina Island steatite products, roots, seal and otter skins, fish and shellfish, red ochre, and 

lead ore to neighboring tribes, as well as to people as far away as the Colorado River. In exchange, they received 

ceramic goods, deerskin shirts, obsidian, acorns, and other items. This burgeoning trade was facilitated by the use 

of craft specialists, a standard medium of exchange (Olivella bead currency), and the regular destruction of 

valuables in ceremonies, which maintained a high demand for these goods (McCawley 1996, pp. 112–115). 

NAHC Sacred Lands File Search  

A search of the NAHC SLF was requested on December 27, 2022 and conducted by Cultural Resources Analyst 

Cameron Vela on January 20, 2023 to determine the presence of any reported Native American cultural resources 

within the proposed Project site as listed in the NAHC maintained SLF (see Appendix D). The NAHC SLF records 

search results were positive. The NAHC identified 30 Native American individuals who would potentially have 

specific knowledge as to whether or not Native American cultural resources are identified within the proposed 

Project site that could be at-risk. To date, Dudek has not initiated contact with the individuals on the NAHC’s contact 

list, in regard to the proposed Project site. Note: Sacred Land Files maintained by the NAHC represent a curation of 

“ancient places of special religious or social significance to Native Americans and known ancient graves and 

cemeteries of Native Americans on private and public lands in California” (nahc.gov 2021) provided by Tribal 

entities and Native American representatives. For various reasons, Tribal entities and Native American 

representatives do no not always report sacred lands or TCRs to the NAHC; as such, the NAHC’s SLF is not 

necessarily a comprehensive list of known TCRs and searches of the SLF must be considered in concert with other 

research and not used as a sole source of information regarding the presence of TCRs. Additionally, results of the 

SLF provided relate to the general regional area within and surrounding the proposed Project site and don’t 

necessarily equate to the existence of resources within the specific area occupied by the proposed Project site. 

Assembly Bill 52 

AB 52 of 2014 amended PRC Section 5097.94 and added PRC Sections 21073, 21074, 21080.3.1, 21080.3.2, 

21082.3, 21083.09, 21084.2, and 21084.3. AB 52 established that TCRs must be considered under CEQA and also 

provided for additional Native American consultation requirements for the lead agency. PRC Section 21074 describes a 

TCR as a site, feature, place, cultural landscape, sacred place, or object that is considered of cultural value to a California 

Native American Tribe. A TCR is either: 

▪ On the CRHR or a local historic register;  

▪ Eligible for the CRHR or a local historic register; or 



SIXTH STREET AND DEL ROSA DRIVE WAREHOUSE PROJECT / INITIAL STUDY /  
MITIGATED NEGATIVE DECLARATION 

14700 107 
MARCH 2023 

▪ A resource determined by the lead agency, in its discretion and supported by substantial evidence, to be 

significant pursuant to criteria set forth in subdivision (c) of PRC Section 5024.1. 

AB 52 formalizes the lead agency–tribal consultation process, requiring the lead agency to initiate consultation with 

California Native American groups that are traditionally and culturally affiliated with the project area, including tribes 

that may not be federally recognized. Lead agencies are required to begin consultation prior to the release of a 

negative declaration, MND, or EIR by contacting those tribal groups who have previously provided formal written 

request for notification of projects under the agency’s jurisdiction.  

Section 1 (a)(9) of AB 52 establishes that “a substantial adverse change to a tribal cultural resource has a 

significant effect on the environment.” Effects on TCRs should be considered under CEQA. Section 6 of AB 52 adds 

Section 21080.3.2 to the PRC, which states that parties may propose mitigation measures “capable of avoiding or 

substantially lessening potential significant impacts to a tribal cultural resource or alternatives that would avoid 

significant impacts to a tribal cultural resource.” Further, if a California Native American tribe requests consultation 

regarding project alternatives, mitigation measures, or significant effects to TCRs, the consultation shall include 

those topics (PRC Section 21080.3.2[a]). Finally, the environmental document, for which the tribal consultation is 

focused, and the mitigation monitoring and reporting program (where applicable), developed in consideration of 

information provided by tribes during the formal consultation process, shall include any mitigation measures that 

are adopted (PRC Section 21082.3[a]). 

Assembly Bill 52 Consultation  

The project is subject to compliance with AB 52 (PRC 21074), which requires consideration of impacts to TCRs as 

part of the CEQA process, and that the lead agency notify California Native American Tribal representatives (that 

have requested notification) who are traditionally or culturally affiliated with the geographic area of the proposed 

project. All NAHC-listed California Native American Tribal representatives that have requested project notification 

pursuant to AB 52 were sent letters by the City on September 27, 2022, via postal mail. The notification letters 

contained a project description, outline of AB 52 timing, an invitation to consult, a project site plan, and contact 

information for the appropriate lead agency representative. To date, two responses from the Yuhaaviatam of San 

Manuel Nation (formerly the San Manual Band of Mission Indians) have been received by the City. Table 3.18-1 

summarizes the results of the AB 52 process for the project. 

Table 27. Assembly Bill 52 Native American Heritage Commission–Listed  
Native American Contacts 

Native American Tribal Representatives Response Received 

Dan Little, Chief Intergovernmental Affairs Officer 

San Manual Band of Mission Indians 

No response received to date. 

Lee Clauss, Director 

Cultural Resources Management Department 

San Manual Band of Mission Indians 

No response received to date. 

Michelle Hickey, VP/Associate General Counsel 

San Manual Band of Mission Indians 

No response received to date. 

Peter Mateo, Director of Tribal Planning 

Development 

San Manual Band of Mission Indians 

No response received to date. 
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Table 27. Assembly Bill 52 Native American Heritage Commission–Listed  
Native American Contacts 

Native American Tribal Representatives Response Received 

Ryan Nordness, Cultural Resource Analyst 

Yuhaaviatam of San Manuel Nation (YSMN; 

formerly San Manual Band of Mission Indians) 

Email response received by the City on October 3, 2022:  

Acknowledged receipt of notification letter sent by the City that 

was received by the YSMN on October 1, 2022 and informed the 

City that Mr. Nordness would be the point of contact for the 

YSMN. Stated that the project is within Serrano ancestral 

territory. However, due to the nature of the project and location, 

the YSMN does not have any concerns and provided mitigation 

measures to be considered as part of the project permitting and 

planning and requested a final copy for review. The YSMN 

concluded consultation. 

Follow-up email response received by the City on October 31, 

2022: 

Acknowledged receipt of notification letter sent by the City that 

was received by the YSMN on October 4, 2022. Stated that the 

project is within Serrano ancestral territory. However, due to the 

nature of the project and location, the YSMN does not have any 

concerns and provided language to be made part of the project 

conditions/[conditions of approval]/[notice to proceed]. 

Andrew Salas, Chairman 

Gabrieleno Band of Mission Indians 

No response received to date. 

Joseph Ontiveros, Cultural Resource Director 

Soboba Band of Luiseno Indians 

No response received to date. 

 

Would the project cause a substantial adverse change in the significance of a tribal cultural resource, defined in 

Public Resources Code Section 21074 as either a site, feature, place, cultural landscape that is geographically 

defined in terms of the size and scope of the landscape, sacred place, or object with cultural value to a California 

Native American tribe, and that is: 

a) Listed or eligible for listing in the California Register of Historical Resources, or in a local register of 

historical resources as defined in Public Resources Code Section 5020.1(k)? 

Less-than-Significant Impact. As discussed in Section 3.5, no previously recorded archaeological resources 

of Native American origin or tribal cultural resources listed in the CRHR or a local register were identified within the 

proposed project site as a result of the SCCIC records. While the SLF record is positive, it is important to note that 

the SLF record is maintained at a public land survey system section level meaning the negative or positive result is 

respective of a general area covering approximately 1 square mile (640 acres) rather than the exact area of study 

and therefore, does not necessarily equate to the existence of resources within the specific area occupied by the 

project site. Additionally, the City notified California Native American Tribal representatives who are 

traditionally or culturally affiliated with the geographic area of the project pursuant to AB 52. No tribal cultural 

resources were identified as a result of information provided from consulting tribe. Therefore, the project would 

not adversely affect TCRs that are listed or eligible for listing in the state or local register. Impacts would be 

less than significant. 
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b) A resource determined by the lead agency, in its discretion and supported by substantial evidence, to be 

significant pursuant to criteria set forth in subdivision (c) of Public Resources Code Section 5024.1? In 

applying the criteria set forth in subdivision (c) of Public Resources Code Section 5024.1, the lead agency 

shall consider the significance of the resource to a California Native American tribe. 

Less-than-Significant Impact with Mitigation Incorporated. The project is subject to compliance with AB 

52 (PRC 21074), which requires consideration of impacts to tribal cultural resources as part of the CEQA 

process and requires lead agencies to provide notification of proposed projects to California Native 

American Tribal representatives that have requested such notifications. While the City has not identified 

any TCRs within the project site that would warrant discretionary designation of a resource as a TCR through 

tribal consultation under AB 52, the City understands that there is a potential to encounter intact cultural 

deposits to exist within native soils (below 1 and 2 feet below ground surface). Moreover, given that the 

project site is within the Santa Ana River Watershed and a tributary of Warm Creek historically intersected 

the northwestern quadrant of the project site, there is a potential for the project site to be buried in alluvial 

and flood deposits. For these reasons, the City, in an abundance of caution, is requiring MM-TCR-1 to 

address the inadvertent discovery of unknown tribal cultural resources during project construction, in 

addition to MM-CUL-1, MM-CUL-2, and MM-CUL-3. With incorporation of these mitigation measures, 

impacts would be less than significant. 

MM-TCR-1 Tribal Cultural Resources – Should pre-contact and/or historic-era cultural resources that 

are Native American in origin be discovered during project implementation, Native 

American Tribes that are traditionally associated with the project area and have consulted 

on the project, shall be contacted and be provided information regarding the resource. The 

resources will be treated consistent with the requirements outlined in MM-CUL-3 and in 

consultation with the notified tribes. Additionally, should the resource be deemed 

significant, as defined by CEQA (as amended, 2015), a cultural resources Monitoring and 

Treatment Plan shall be created by the retained archaeologist for the project, in 

coordination with the consulting Tribe(s), and all subsequent finds shall be subject to this 

Plan. This Plan shall allow for a Native American monitor to be present for the remainder 

of the project, should the consulting Tribe(s) elect to place a monitor on-site. Any and all 

archaeological/cultural documents created as a part of the project (isolate records, site 

records, survey reports, testing reports, etc.) shall be supplied to the applicant and the City 

for dissemination to the consulting Tribe(s). The City and/or applicant shall, in good faith, 

consult with the consulting Tribe(s) throughout the life of the project. 
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3.19 Utilities and Service Systems 

 

Potentially 

Significant 

Impact 

Less Than 

Significant 

Impact With 

Mitigation 

Incorporated 

Less Than 

Significant 

Impact No Impact 

XIX. UTILITIES AND SERVICE SYSTEMS – Would the project: 

a) Require or result in the relocation or 

construction of new or expanded water, 

waste water treatment or storm water 

drainage, electric power, natural gas, or 

telecommunications facilities, the 

construction or relocation of which could 

cause significant environmental effects? 

    

b) Have sufficient water supplies available to 

serve the project and reasonably 

foreseeable future development during 

normal, dry and multiple dry years? 

    

c) Result in a determination by the waste 

water treatment provider which serves or 

may serve the project that it has adequate 

capacity to serve the project’s projected 

demand in addition to the provider’s 

existing commitments? 

    

d) Generate solid waste in excess of state or 

local standards, or in excess of the 

capacity of local infrastructure, or 

otherwise impair the attainment of solid 

waste reduction goals? 

    

e) Comply with federal, state, and local 

management and reduction statutes and 

regulations related to solid waste? 

    

 

a) Would the project require or result in the relocation or construction of new or expanded water, waste water 

treatment or storm water drainage, electric power, natural gas, or telecommunications facilities, the 

construction or relocation of which could cause significant environmental effects? 

Less-than-Significant Impact. The proposed project involves the construction of a warehouse building, 

paved parking areas, and landscape areas. The project site currently consists of undeveloped vacant land. 

Therefore, the proposed project may increase demand for water supply.  

As part of the project, utility service lines, including those for water, wastewater, stormwater drainage, 

electric power, natural gas, and telecommunications services, would be extended from their current 

locations in the public ROW surrounding the project site for operation of the proposed warehouse building. 

The proposed project would include the addition of a domestic water line and a 2-foot sewer line connecting 

to existing utility lines within Sixth Street, as well as various underground pipes to convey stormwater to an 
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84-foot CMP infiltration system. In addition, existing aboveground utility lines on the eastern project 

boundary would be re-routed underground, consistent with the City’s Municipal Code, Section 16.40.380. 

Given that the activity of connecting utilities from their current locations within the public ROW would require 

ground disturbance and the use of heavy machinery associated with trenching, the connection of these utility 

services to the proposed warehouse building could potentially result in environmental effects. However, the 

extension of these utility lines is part of the proposed project analyzed herein. As such, any potential 

environmental impacts related to these components of the project are already accounted for in this IS/MND as 

part of the impact assessment conducted for the entirety of the project. No adverse physical effects beyond 

those already disclosed in this IS/MND would occur as a result of implementation of the project’s utility system 

connections. Additionally, the project would constitute a nominal increase in utility usage, which has already 

been accounted for in growth projections for the City and by each utility provider. No modifications to utility 

infrastructure would be necessary outside of the immediate project area. As such, impacts associated with the 

construction or expansion of utility line connections would be less than significant.  

b) Would the project have sufficient water supplies available to serve the project and reasonably foreseeable 

future development during normal, dry and multiple dry years? 

Less-than-Significant Impact. Domestic water would be provided to the project site by EVWD. EVWD 

provides domestic water for the City and for portions of both the City and County of San Bernardino. The 

primary water source for EVWD is groundwater from the Bunker Hill Basin. The Bunker Hill Basin has the 

capacity to provide 70,000 acre-foot per year of water from groundwater and surface water sources (City 

of San Bernardino 2005). The San Bernardino Valley Regional Urban Water Management Plan contains 

existing and projected water supplies for the region, including EVWD (SBVMWD 2021). Table 28 shows 

projected water supplies during single- and multiple-dry year conditions, which represents “worst-case” 

conditions during extended periods of drought when supplies would be reduced.  

Table 28. Projected Multiple-Dry Year Supply and Demand Comparison (Acre-Feet) 

Multiple-Dry Year Scenario 2025 2030 2035 2040 2045 

First Year 

Supply Totals 26,676 26,676 26,676 52,972 52,972 

Demand Totals 26,676 26,676 26,676 52,972 52,972 

Difference (supply minus demand) 0 0 0 0 0 

Second Year 

Supply Totals 26,676 26,676 26,676 52,972 52,972 

Demand Totals 26,676 26,676 26,676 52,972 52,972 

Difference (supply minus demand) 0 0 0 0 0 

Third Year 

Supply Totals 26,676 26,676 26,676 52,972 52,972 

Demand Totals 26,676 26,676 26,676 52,972 52,972 

Difference (supply minus demand) 0 0 0 0 0 

Fourth Year 

Supply Totals 26,676 26,676 26,676 52,972 52,972 



SIXTH STREET AND DEL ROSA DRIVE WAREHOUSE PROJECT / INITIAL STUDY /  
MITIGATED NEGATIVE DECLARATION 

14700 112 
MARCH 2023 

Table 28. Projected Multiple-Dry Year Supply and Demand Comparison (Acre-Feet) 

Multiple-Dry Year Scenario 2025 2030 2035 2040 2045 

Demand Totals 26,676 26,676 26,676 52,972 52,972 

Difference (supply minus demand) 0 0 0 0 0 

Fifth Year 

Supply Totals 26,676 26,676 26,676 52,972 52,972 

Demand Totals 26,676 26,676 26,676 52,972 52,972 

Difference (supply minus demand) 0 0 0 0 0 

Source: SBVMWD 2021. 

Table 28 demonstrates that EVWD anticipates adequate supplies for years 2025 to 2045 under multiple 

dry year conditions based on current land use projections. However, in the unlikely event of a drought, a 

natural disaster such as earthquake, or a regional power outage, the San Bernardino Valley Municipal 

Water District has prepared a water shortage contingency plan for the region (SBVMWD 2021). This plan 

provides specific actions that should be taken to ensure critical water needs of the region are met during a 

period in which water supplies are cut by 50%. Based on the future and existing capacity and water 

management measures, it is anticipated there are sufficient water supplies to serve the proposed project. 

Therefore, impacts associated with water supplies would be less than significant.  

c) Would the project result in a determination by the waste water treatment provider which serves or may 

serve the project that it has adequate capacity to serve the project’s projected demand in addition to the 

provider’s existing commitments? 

Less-than-Significant Impact. The City’s sewer system is maintained by EVWD, which has joint powers 

with the City of San Bernardino to accept all sewage generated within EVWD’s boundaries. The project 

would coordinate with EVWD to meet sewer requirements established by the Department of Health Services 

to ensure the continued sewer services in the City, which has the potential to be impacted with continued 

growth within the City. However, water recycling programs, such as the project’s infiltration system, assist 

in reducing the amount of wastewater conveyed to the sewage system. The sewage from the City is treated 

at the San Bernardino WRP, operated by the San Bernardino City Municipal Water District (City of Highland 

2006). The WRP treats residential and industrial wastewater generated in the City of San Bernardino, the 

City of Loma Linda, and EVWD (City of San Bernardino 2005). The WRP processes an average sewage flow 

of approximately 26 to 27 million gallons per day and has a total sewage capacity of 33 million gallons per 

day (City of Highland 2006).  

The San Bernardino Municipal Water Department forecasts adequate capacity to treat wastewater in the 

upcoming years. As noted above in Section 3.19(a), the proposed project is consistent with the existing zoning 

designation established by the City. As such, anticipated wastewater generation for an industrial use has 

already been accounted for in growth projections for the City. Existing infrastructure is adequate to convey 

wastewater without requiring the expansion of the facilities. In addition, the project applicant would pay 

applicable connection fees and monthly charges that offset the need for incremental wastewater conveyance 

and treatment. Therefore, impacts associated with wastewater capacities would be less than significant.  
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EVWD recently constructed a new wastewater treatment plan, Sterling Natural Resources Plan, at the 

intersection of Del Rosa Avenue and Fifth Street. This new facility provides improved and expanded service 

to all sewer clients in the City. 

d) Would the project generate solid waste in excess of state or local standards, or in excess of the capacity 

of local infrastructure, or otherwise impair the attainment of solid waste reduction goals? 

Less-than-Significant Impact. Solid waste generated in the City is collected and transported by the City’s 

contract waste hauler, Burrtec Waste Industries (City of Highland 2018). Solid waste from demolition and 

construction would be collected and sent to the East Valley Transfer and Recycling Materials Recovery 

Facility, located at 1150 and 1250 South Tippecanoe Avenue, San Bernardino, California 92408, where it 

is separated from recyclable materials. Solid waste is then shipped to the Mid-Valley Sanitary Landfill at 

2390 North Adler Avenue in the City of Rialto. The California Department of Resources Recycling and 

Recovery (CalRecycle) publishes solid waste generation rates based on land use types. According to 

CalRecycle, manufacturing/warehouse uses generate 1.42 pounds of solid waste per 100 square feet per 

day (CalRecycle n.d.). Based on these generation rates, construction of the proposed 47,899-square-foot 

warehouse building could generate solid waste at a rate of approximately 1 ton of solid waste per day.25 

The Mid-Valley Sanitary Landfill currently has a daily permitted throughput of 7,500 tons a day and a 

remaining capacity of 61,219,377 cubic yards (CalRecycle 2019). As a result, solid waste generated by the 

proposed project would represent a nominal percentage of the collective maximum daily throughput permitted 

for this landfill. Therefore, impacts associated with permitted landfill capacity would be less than significant. 

e) Would the project comply with federal, state, and local management and reduction statutes and 

regulations related to solid waste? 

Less-than-Significant Impact. All collection, transportation, and disposal of solid waste generated by the 

project would comply with all applicable federal, state, and local statutes and regulations. The City contracts 

Burrtec Waste Industries for the residential and commercial refuse collection program, which is designed 

to efficiently collect trash, recyclables, and green waste and to assist the City in meeting mandated 

diversion goals established by the State of California. Solid waste is disposed of at the Colton, Mid-Valley, 

and San Timoteo landfills (City of Highland 2006).  

Waste from construction activities, including demolition and construction, would comply with the City’s 

requirement to submit and obtain an approved construction waste diversion plan to help divert construction 

and demolition waste from landfills, as outlined in Section 8.12.285 of the City’s Municipal Code, and also 

to comply with mandates of CalRecycle. The City diversion requirement, as outlined in Section 16.40.400 

of the City’s Municipal Code, is 50%, which means that projects that involve construction and demolition 

(such as the proposed project) are required to divert 50% of the construction and demolition waste tonnage 

at a project site from landfills. 

Burrtec Waste Industries operated five material recovery facilities in Southern California, which sort and 

process recyclables; the remaining waste is then taken to the nearby Mid-Valley Sanitary Landfill. As of the 

most recent capacity inspection completed in 2019, the remaining capacity at Mid-Valley Sanitary Landfill 

 
25  This estimate does not account for diversion of recyclables from the solid waste stream and, thus, should be considered a 

conservative projection. 
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currently has a maximum permitted throughput of 7,500 tons per day and a remaining capacity of 

61,219,377 cubic yards (CalRecycle 2019).  

As required by existing regulations, any hazardous materials collected on the project site during demolition, 

construction, or operational activities would be transported and disposed of by a permitted and licensed 

hazardous materials service provider at a facility permitted to accept such hazardous materials. Therefore, 

impacts associated with permitted landfill capacity and solid waste statutes and regulations would be less 

than significant.  

3.20 Wildfire 

 

Potentially 

Significant 

Impact 

Less Than 

Significant 

Impact With 

Mitigation 

Incorporated 

Less Than 

Significant 

Impact No Impact 

XX. WILDFIRE – If located in or near state responsibility areas or lands classified as very high fire hazard 

severity zones, would the project: 

a) Substantially impair an adopted emergency 

response plan or emergency evacuation 

plan? 

    

b) Due to slope, prevailing winds, and other 

factors, exacerbate wildfire risks, and 

thereby expose project occupants to 

pollutant concentrations from a wildfire or 

the uncontrolled spread of a wildfire? 

    

c) Require the installation or maintenance of 

associated infrastructure (such as roads, 

fuel breaks, emergency water sources, 

power lines or other utilities) that may 

exacerbate fire risk or that may result in 

temporary or ongoing impacts to the 

environment? 

    

d) Expose people or structures to significant 

risks, including downslope or downstream 

flooding or landslides, as a result of runoff, 

post-fire slope instability, or drainage 

changes? 

    

 

a) Would the project substantially impair an adopted emergency response plan or emergency evacuation plan? 

No Impact. The project is not located within a Fire Hazard Severity Zone or a Very High Fire Hazard Severity 

Zone according to the Local Responsibility and State Responsibility Area maps by CAL FIRE (CAL FIRE 2007, 

2008). In addition, the project site is currently composed of vacant land and is located in a developed 

portion of the City. The City’s General Plan outlines major evacuation routes within the San Bernardino 

Valley as I-10, I-15, and I-215, and State Highways 30, 31, 60, 66, and 71 (City of Highland 2006). In the 

case of an emergency, Sixth Street and Del Rosa Drive may be used as evacuation routes, but these roads 
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are not explicitly outlined as evacuation routes by the City. As discussed in Section 3.9, Hazards and 

Hazardous Materials, the project would not significantly affect emergency response or evaluation activities. 

Therefore, no impacts associated with an emergency response or evacuation plan would occur.  

b) Due to slope, prevailing winds, and other factors, would the project exacerbate wildfire risks, and thereby 

expose project occupants to pollutant concentrations from a wildfire or the uncontrolled spread of a wildfire? 

No Impact. The project site is not located within a Fire Hazard Severity Zone or a Very High Fire Hazard 

Severity Zone according to the Local Responsibility and State Responsibility Area maps by CAL FIRE 

(CAL FIRE 2007, 2008). In addition, the project site is currently undeveloped and vacant within a developed 

portion of the City. Further, the project site is relatively flat and contains only limited amounts of ornamental 

vegetation associated with existing landscaping and does not contain extensive amounts of vegetation or 

wildfire fuel. Therefore, it is not anticipated that the project, due to slope, prevailing winds, and other 

factors, would exacerbate wildfire risks or expose project occupants to pollutant concentrations from a 

wildfire or the uncontrolled spread of a wildfire. Thus, the project would not expose people or structures to 

significant risk involving wildfires, exacerbate wildfire risks, or otherwise result in wildfire-related impacts. 

Therefore, no impacts associated with wildfire would occur. 

c) Would the project require the installation or maintenance of associated infrastructure (such as roads, fuel 

breaks, emergency water sources, power lines or other utilities) that may exacerbate fire risk or that may 

result in temporary or ongoing impacts to the environment? 

No Impact. The project site is not located within a Fire Hazard Severity Zone or a Very High Fire Hazard 

Severity Zone according to the Local Responsibility and State Responsibility Area maps by CAL FIRE 

(CAL FIRE 2007, 2008). In addition, the project site is currently undeveloped and located within a 

developed portion of the City that is not prone to wind hazard (City of San Bernardino 2005). The project 

would construct surface parking lots, new internal circulation roadways, and infrastructure for the proposed 

development. It is not anticipated that installation or maintenance of internal driveways would exacerbate 

fire risk, as the driveways would be surrounded by developed land. Further, the project site is in a 

predominately developed area and would connect to existing utilities. The project would not require 

installation or maintenance of other associated infrastructure such as fuel breaks, power lines, or other 

utilities that would exacerbate fire risk. As such, the project would not expose people or structures to 

significant risk involving wildland fires, exacerbate wildfire risks, or otherwise result in wildfire-related 

impacts. Therefore, no impacts associated with wildfire would occur. 

d) Would the project expose people or structures to significant risks, including downslope or downstream 

flooding or landslides, as a result of runoff, post-fire slope instability, or drainage changes? 

No Impact. The project site is not located within a Fire Hazard Severity Zone or a Very High Fire Hazard 

Severity Zone according to the Local Responsibility and State Responsibility Area maps by CAL FIRE 

(CAL FIRE 2007, 2008). As discussed in Section 3.7, Geology and Soils, and Section 3.10, Hydrology and 

Water Quality, the project would not result in significant risks associated with flooding, landslides, runoff, 

or drainage changes, and the project does not propose the use of fire (such as for a controlled vegetation 

burn) that would result in post-fire instability. Further, the project site is located within a developed portion 

of the City that is not susceptible to wildland fires, given its considerable distance from open, natural areas. 

Thus, the project would not expose people or structures to significant risk involving wildland fires, 
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exacerbate wildfire risks, or otherwise result in wildfire-related impacts. Therefore, no impacts with wildfire 

would occur.  

3.21 Mandatory Findings of Significance 

 

Potentially 

Significant 

Impact 

Less Than 

Significant 

Impact With 

Mitigation 

Incorporated 

Less Than 

Significant 

Impact No Impact 

XXI. MANDATORY FINDINGS OF SIGNIFICANCE  

a) Does the project have the potential to 

substantially degrade the quality of the 

environment, substantially reduce the 

habitat of a fish or wildlife species, cause a 

fish or wildlife population to drop below self-

sustaining levels, threaten to eliminate a 

plant or animal community, substantially 

reduce the number or restrict the range of a 

rare or endangered plant or animal or 

eliminate important examples of the major 

periods of California history or prehistory? 

    

b) Does the project have impacts that are 

individually limited, but cumulatively 

considerable? (“Cumulatively considerable” 

means that the incremental effects of a 

project are considerable when viewed in 

connection with the effects of past projects, 

the effects of other current projects, and the 

effects of probable future projects.) 

    

c) Does the project have environmental effects 

which will cause substantial adverse effects 

on human beings, either directly or 

indirectly? 

    

 

a) Does the project have the potential to substantially degrade the quality of the environment, substantially 

reduce the habitat of a fish or wildlife species, cause a fish or wildlife population to drop below self-

sustaining levels, threaten to eliminate a plant or animal community, substantially reduce the number or 

restrict the range of a rare or endangered plant or animal or eliminate important examples of the major 

periods of California history or prehistory? 

Less-than-Significant with Mitigation Incorporated. As described throughout this IS/MND, with the 

incorporation of the identified mitigation measures, the project would not degrade the quality of the 

environment, would not substantially reduce the habitats of fish or wildlife species, would not cause a fish 

or wildlife population to drop below self-sustaining levels, would not threaten to eliminate a plant or animal, 

and would not eliminate important examples of major periods of California history or prehistory. Therefore, 

impacts would be less than significant with mitigation incorporated.  
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b) Does the project have impacts that are individually limited, but cumulatively considerable? (“Cumulatively 

considerable” means that the incremental effects of a project are considerable when viewed in connection with 

the effects of past projects, the effects of other current projects, and the effects of probable future projects.) 

Less-than-Significant with Mitigation Incorporated. When evaluating cumulative impacts, it is important 

to remain consistent with Section 15064(h) of the CEQA Guidelines, which states that an EIR must be 

prepared if the cumulative impact may be significant and the project’s incremental effect, though 

individually limited, is cumulatively considerable. “Cumulatively considerable” means that the incremental 

effects of an individual project are significant when viewed in connection with the effects of past projects, 

the effects of other current projects, and the effects of probable future projects.  

Alternatively, a lead agency may determine that a project’s incremental contribution to a cumulative effect 

is not cumulatively considerable through mitigation measures set forth in an MND or if the project will 

comply with the requirements in a previously approved plan or mitigation program that provides specific 

requirements that will avoid or substantially lessen the cumulative problem within the geographic area in 

which the project is located.  

The proposed project would potentially result in project-related air quality, biological, cultural and tribal 

cultural, and geological impacts that could be potentially significant without the incorporation of mitigation. 

Thus, when coupled with air quality, biological, cultural resources and TCRs, and geological impacts related 

to the implementation of other related projects throughout the broader project area, the project would 

potentially result in cumulative-level impacts if these significant impacts are left unmitigated.  

However, with the incorporation of mitigation identified herein, the project’s impacts to air quality, biological 

resources, cultural resources and TCRs, and geological resources would be reduced to less-than-significant 

levels and would not considerably contribute to cumulative impacts in the greater project region. In addition, 

these other related projects would presumably be bound by their applicable lead agency to (1) comply with 

all applicable federal, state, and local regulatory requirements; and (2) incorporate all feasible mitigation 

measures, consistent with CEQA, to further ensure that their potentially cumulative impacts would be 

reduced to less-than-significant levels. 

Although cumulative impacts are always possible, the project, by incorporating all mitigation measures 

outlined herein, would reduce its contribution to any such cumulative impacts to less than cumulatively 

considerable; therefore, the project would result in individually limited, but not cumulatively considerable, 

less-than-significant impacts with mitigation incorporated.  

c) Does the project have environmental effects which will cause substantial adverse effects on human beings, 

either directly or indirectly? 

Less-than-Significant with Mitigation Incorporated. As evaluated throughout this IS/MND, with 

incorporation of mitigation identified herein, all environmental impacts associated with the project would 

be reduced to less-than-significant levels. Thus, the project would not directly or indirectly cause substantial 

adverse effects on human beings. Impacts would be less than significant with mitigation incorporated.  
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FIGURE 1 

Project Location 
6th St & Del Rosa Warehouse 
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Aerial Overview 
6th St & Del Rosa Warehouse 
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FIGURE 3 

General Plan Land Use 
6th St & Del Rosa Warehouse 
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FIGURE4 

Zoning 
6th St & Del Rosa Warehouse 



SIXTH STREET AND DEL ROSA DRIVE WAREHOUSE PROJECT / INITIAL STUDY /  
MITIGATED NEGATIVE DECLARATION 

14700 136 
MARCH 2023 

 

INTENTIONALLY LEFT BLANK 

  



□ Project Boundary 

c:J Airport Gateway Specific Plan Project Boundary 

c::] City Boundary 

SOURCE· Bing Aenal Maps 2022. Open Streets Map 2019 
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Airport Gateway Specific Plan 
6th St & Del Rosa Warehouse 
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Site Plan
6th Street and Del Rosa Drive Warehouse Project ISMND
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Conceptual Elevations 
6th Street and Del Rosa Drive Warehouse Project ISMND

FIGURE 7
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Conceptual Rendering
6th Street and Del Rosa Drive Warehouse Project ISMND

FIGURE 8
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Conceptual Landscaping Plan
6th Street and Del Rosa Drive Warehouse Project ISMND

FIGURE 9
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Noise Measurement Locations 
6th St & Del Rosa Warehouse 
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Appendix A-1 
Air Quality, Greenhouse Gas Emission, and Energy 

Modeling Inputs and Outputs 
  





6th and Del Rosa Warehouse
San Bernardino-South Coast County, Annual

Project Characteristics - 

Land Use - Applicant provided information

Construction Phase - Assume approximately 10 months for total construction. 

Trips and VMT - Values rounded up to even values to account for arrival and departure trips

Off-road Equipment - Default

Off-road Equipment - Default

Off-road Equipment - Default

1.1 Land Usage

Land Uses Size Metric Lot Acreage Floor Surface Area Population

Unrefrigerated Warehouse-No Rail 23.95 1000sqft 0.55 23,950.00 0

Unrefrigerated Warehouse-Rail 23.95 1000sqft 0.55 23,950.00 0

Other Asphalt Surfaces 0.57 Acre 0.57 24,829.20 0

Parking Lot 71.00 Space 0.64 28,400.00 0

City Park 0.62 Acre 0.62 27,005.89 0

1.2 Other Project Characteristics

Urbanization

Climate Zone

Urban

10

Wind Speed (m/s) Precipitation Freq (Days)2.2 32

1.3 User Entered Comments & Non-Default Data

1.0 Project Characteristics

Utility Company Southern California Edison

2024Operational Year

CO2 Intensity 
(lb/MWhr)

390.98 0.033CH4 Intensity 
(lb/MWhr)

0.004N2O Intensity 
(lb/MWhr)
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Off-road Equipment - Default

Off-road Equipment - Default

Grading - Materials balanced onsite

Vehicle Trips - Per traffic analysis. Warehouse split into no-rail and rail to model trucks and cars separately. No-rail represents truck trips and rail represents 
passenger vehicles.

Fleet Mix - Modeled trucks and passenger vehicles sperately as land use subtypes.

Operational Off-Road Equipment - Per applicant provided information.

Construction Off-road Equipment Mitigation - 

Table Name Column Name Default Value New Value

tblConstructionPhase NumDays 220.00 197.00

tblFleetMix HHD 0.02 0.63

tblFleetMix HHD 0.02 0.00

tblFleetMix LDA 0.54 0.00

tblFleetMix LDA 0.54 0.70

tblFleetMix LDT1 0.06 0.00

tblFleetMix LDT1 0.06 0.07

tblFleetMix LDT2 0.17 0.00

tblFleetMix LDT2 0.17 0.22

tblFleetMix LHD1 0.03 0.22

tblFleetMix LHD1 0.03 0.00

tblFleetMix LHD2 7.1040e-003 0.06

tblFleetMix LHD2 7.1040e-003 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MHD 0.01 0.10
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tblFleetMix MHD 0.01 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00

tblLandUse LandUseSquareFeet 27,007.20 27,005.89

tblOperationalOffRoadEquipment OperHoursPerDay 8.00 24.00

tblOperationalOffRoadEquipment OperOffRoadEquipmentNumber 0.00 6.00

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 21.00 22.00

tblTripsAndVMT WorkerTripNumber 15.00 16.00

tblTripsAndVMT WorkerTripNumber 11.00 12.00

tblVehicleTrips CC_TL 8.40 40.00

tblVehicleTrips CC_TL 8.40 16.60

tblVehicleTrips CNW_TL 6.90 40.00

tblVehicleTrips CNW_TL 6.90 16.60

tblVehicleTrips CW_TL 16.60 40.00

tblVehicleTrips ST_TR 1.96 0.00

tblVehicleTrips ST_TR 1.74 0.96

tblVehicleTrips ST_TR 1.74 2.46

tblVehicleTrips SU_TR 2.19 0.00

tblVehicleTrips SU_TR 1.74 0.96

tblVehicleTrips SU_TR 1.74 2.46

tblVehicleTrips WD_TR 0.78 0.00

tblVehicleTrips WD_TR 1.74 0.96

tblVehicleTrips WD_TR 1.74 2.46
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2.0 Emissions Summary

2.1 Overall Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year tons/yr MT/yr

2023 0.4327 1.5513 1.7195 3.5700e-
003

0.0977 0.0665 0.1642 0.0305 0.0635 0.0941 0.0000 306.8881 306.8881 0.0463 6.9100e-
003

310.1024

Maximum 0.4327 1.5513 1.7195 3.5700e-
003

0.0977 0.0665 0.1642 0.0305 0.0635 0.0941 0.0000 306.8881 306.8881 0.0463 6.9100e-
003

310.1024

Unmitigated Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year tons/yr MT/yr

2023 0.4327 1.5513 1.7195 3.5700e-
003

0.0847 0.0665 0.1512 0.0247 0.0635 0.0883 0.0000 306.8878 306.8878 0.0463 6.9100e-
003

310.1021

Maximum 0.4327 1.5513 1.7195 3.5700e-
003

0.0847 0.0665 0.1512 0.0247 0.0635 0.0883 0.0000 306.8878 306.8878 0.0463 6.9100e-
003

310.1021

Mitigated Construction
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00 13.30 0.00 7.92 18.96 0.00 6.16 0.00 0.00 0.00 0.00 0.00 0.00

Quarter Start Date End Date Maximum Unmitigated ROG + NOX (tons/quarter) Maximum Mitigated ROG + NOX (tons/quarter)

1 1-1-2023 3-31-2023 0.5283 0.5283

2 4-1-2023 6-30-2023 0.5354 0.5354

3 7-1-2023 9-30-2023 0.5413 0.5413

Highest 0.5413 0.5413

2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Area 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Energy 5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 26.6087 26.6087 1.9100e-
003

3.1000e-
004

26.7500

Mobile 0.0305 0.6983 0.4887 4.4700e-
003

0.2588 7.3500e-
003

0.2661 0.0706 7.0100e-
003

0.0776 0.0000 430.9848 430.9848 0.0134 0.0510 446.5274

Offroad 0.2215 2.0778 2.6793 3.5900e-
003

0.1200 0.1200 0.1104 0.1104 0.0000 315.8125 315.8125 0.1021 0.0000 318.3660

Waste 0.0000 0.0000 0.0000 0.0000 9.1488 0.0000 9.1488 0.5407 0.0000 22.6658

Water 0.0000 0.0000 0.0000 0.0000 3.5142 27.0344 30.5486 0.3632 8.8000e-
003

42.2513

Total 0.4524 2.7808 3.1735 8.0900e-
003

0.2588 0.1277 0.3865 0.0706 0.1178 0.1884 12.6630 800.4434 813.1064 1.0214 0.0601 856.5636

Unmitigated Operational
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2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Area 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Energy 5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 26.6087 26.6087 1.9100e-
003

3.1000e-
004

26.7500

Mobile 0.0305 0.6983 0.4887 4.4700e-
003

0.2588 7.3500e-
003

0.2661 0.0706 7.0100e-
003

0.0776 0.0000 430.9848 430.9848 0.0134 0.0510 446.5274

Offroad 0.2215 2.0778 2.6793 3.5900e-
003

0.1200 0.1200 0.1104 0.1104 0.0000 315.8125 315.8125 0.1021 0.0000 318.3660

Waste 0.0000 0.0000 0.0000 0.0000 9.1488 0.0000 9.1488 0.5407 0.0000 22.6658

Water 0.0000 0.0000 0.0000 0.0000 3.5142 27.0344 30.5486 0.3632 8.8000e-
003

42.2513

Total 0.4524 2.7808 3.1735 8.0900e-
003

0.2588 0.1277 0.3865 0.0706 0.1178 0.1884 12.6630 800.4434 813.1064 1.0214 0.0601 856.5636

Mitigated Operational

3.0 Construction Detail

Construction Phase

Phase 
Number

Phase Name Phase Type Start Date End Date Num Days 
Week

Num Days Phase Description

1 Site Preparation Site Preparation 1/1/2023 1/4/2023 5 3

2 Grading Grading 1/5/2023 1/12/2023 5 6

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00
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3 Building Construction Building Construction 1/13/2023 10/16/2023 5 197

4 Paving Paving 10/17/2023 10/30/2023 5 10

5 Architectural Coating Architectural Coating 11/1/2023 11/14/2023 5 10

OffRoad Equipment

Phase Name Offroad Equipment Type Amount Usage Hours Horse Power Load Factor

Site Preparation Graders 1 8.00 187 0.41

Site Preparation Scrapers 1 8.00 367 0.48

Site Preparation Tractors/Loaders/Backhoes 1 7.00 97 0.37

Grading Graders 1 8.00 187 0.41

Grading Rubber Tired Dozers 1 8.00 247 0.40

Grading Tractors/Loaders/Backhoes 2 7.00 97 0.37

Building Construction Cranes 1 8.00 231 0.29

Building Construction Forklifts 2 7.00 89 0.20

Building Construction Generator Sets 1 8.00 84 0.74

Building Construction Tractors/Loaders/Backhoes 1 6.00 97 0.37

Building Construction Welders 3 8.00 46 0.45

Paving Cement and Mortar Mixers 1 8.00 9 0.56

Paving Pavers 1 8.00 130 0.42

Paving Paving Equipment 1 8.00 132 0.36

Paving Rollers 2 8.00 80 0.38

Paving Tractors/Loaders/Backhoes 1 8.00 97 0.37

Architectural Coating Air Compressors 1 6.00 78 0.48

Residential Indoor: 0; Residential Outdoor: 0; Non-Residential Indoor: 71,850; Non-Residential Outdoor: 23,950; Striped Parking Area: 3,194 
(Architectural Coating – sqft)

Acres of Grading (Site Preparation Phase): 4.5

Acres of Grading (Grading Phase): 6

Acres of Paving: 1.21
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 2.3900e-
003

0.0000 2.3900e-
003

2.6000e-
004

0.0000 2.6000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 1.9500e-
003

0.0214 0.0147 4.0000e-
005

8.1000e-
004

8.1000e-
004

7.5000e-
004

7.5000e-
004

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Total 1.9500e-
003

0.0214 0.0147 4.0000e-
005

2.3900e-
003

8.1000e-
004

3.2000e-
003

2.6000e-
004

7.5000e-
004

1.0100e-
003

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Unmitigated Construction On-Site

3.1 Mitigation Measures Construction

Water Exposed Area

Trips and VMT

Phase Name Offroad Equipment 
Count

Worker Trip 
Number

Vendor Trip 
Number

Hauling Trip 
Number

Worker Trip 
Length

Vendor Trip 
Length

Hauling Trip 
Length

Worker Vehicle 
Class

Vendor 
Vehicle Class

Hauling 
Vehicle Class

Site Preparation 3 8.00 4.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Grading 4 10.00 4.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Building Construction 8 54.00 22.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Paving 6 16.00 0.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Architectural Coating 1 12.00 0.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.0000e-
005

2.2000e-
004

9.0000e-
005

0.0000 4.0000e-
005

0.0000 4.0000e-
005

1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.1046 0.1046 0.0000 2.0000e-
005

0.1092

Worker 4.0000e-
005

3.0000e-
005

3.9000e-
004

0.0000 1.3000e-
004

0.0000 1.3000e-
004

3.0000e-
005

0.0000 4.0000e-
005

0.0000 0.1015 0.1015 0.0000 0.0000 0.1024

Total 5.0000e-
005

2.5000e-
004

4.8000e-
004

0.0000 1.7000e-
004

0.0000 1.7000e-
004

4.0000e-
005

0.0000 5.0000e-
005

0.0000 0.2061 0.2061 0.0000 2.0000e-
005

0.2116

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 1.0700e-
003

0.0000 1.0700e-
003

1.2000e-
004

0.0000 1.2000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 1.9500e-
003

0.0214 0.0147 4.0000e-
005

8.1000e-
004

8.1000e-
004

7.5000e-
004

7.5000e-
004

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Total 1.9500e-
003

0.0214 0.0147 4.0000e-
005

1.0700e-
003

8.1000e-
004

1.8800e-
003

1.2000e-
004

7.5000e-
004

8.7000e-
004

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Mitigated Construction On-Site
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.0000e-
005

2.2000e-
004

9.0000e-
005

0.0000 4.0000e-
005

0.0000 4.0000e-
005

1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.1046 0.1046 0.0000 2.0000e-
005

0.1092

Worker 4.0000e-
005

3.0000e-
005

3.9000e-
004

0.0000 1.3000e-
004

0.0000 1.3000e-
004

3.0000e-
005

0.0000 4.0000e-
005

0.0000 0.1015 0.1015 0.0000 0.0000 0.1024

Total 5.0000e-
005

2.5000e-
004

4.8000e-
004

0.0000 1.7000e-
004

0.0000 1.7000e-
004

4.0000e-
005

0.0000 5.0000e-
005

0.0000 0.2061 0.2061 0.0000 2.0000e-
005

0.2116

Mitigated Construction Off-Site

3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 0.0213 0.0000 0.0213 0.0103 0.0000 0.0103 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 4.0000e-
003

0.0434 0.0261 6.0000e-
005

1.8100e-
003

1.8100e-
003

1.6700e-
003

1.6700e-
003

0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Total 4.0000e-
003

0.0434 0.0261 6.0000e-
005

0.0213 1.8100e-
003

0.0231 0.0103 1.6700e-
003

0.0119 0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Unmitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.0000e-
005

4.4000e-
004

1.8000e-
004

0.0000 8.0000e-
005

0.0000 8.0000e-
005

2.0000e-
005

0.0000 2.0000e-
005

0.0000 0.2091 0.2091 1.0000e-
005

3.0000e-
005

0.2185

Worker 1.0000e-
004

8.0000e-
005

9.7000e-
004

0.0000 3.3000e-
004

0.0000 3.3000e-
004

9.0000e-
005

0.0000 9.0000e-
005

0.0000 0.2537 0.2537 1.0000e-
005

1.0000e-
005

0.2560

Total 1.1000e-
004

5.2000e-
004

1.1500e-
003

0.0000 4.1000e-
004

0.0000 4.1000e-
004

1.1000e-
004

0.0000 1.1000e-
004

0.0000 0.4629 0.4629 2.0000e-
005

4.0000e-
005

0.4745

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 9.5600e-
003

0.0000 9.5600e-
003

4.6200e-
003

0.0000 4.6200e-
003

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 4.0000e-
003

0.0434 0.0261 6.0000e-
005

1.8100e-
003

1.8100e-
003

1.6700e-
003

1.6700e-
003

0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Total 4.0000e-
003

0.0434 0.0261 6.0000e-
005

9.5600e-
003

1.8100e-
003

0.0114 4.6200e-
003

1.6700e-
003

6.2900e-
003

0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Mitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.0000e-
005

4.4000e-
004

1.8000e-
004

0.0000 8.0000e-
005

0.0000 8.0000e-
005

2.0000e-
005

0.0000 2.0000e-
005

0.0000 0.2091 0.2091 1.0000e-
005

3.0000e-
005

0.2185

Worker 1.0000e-
004

8.0000e-
005

9.7000e-
004

0.0000 3.3000e-
004

0.0000 3.3000e-
004

9.0000e-
005

0.0000 9.0000e-
005

0.0000 0.2537 0.2537 1.0000e-
005

1.0000e-
005

0.2560

Total 1.1000e-
004

5.2000e-
004

1.1500e-
003

0.0000 4.1000e-
004

0.0000 4.1000e-
004

1.1000e-
004

0.0000 1.1000e-
004

0.0000 0.4629 0.4629 2.0000e-
005

4.0000e-
005

0.4745

Mitigated Construction Off-Site

3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 0.1688 1.3420 1.4001 2.4700e-
003

0.0604 0.0604 0.0579 0.0579 0.0000 204.5865 204.5865 0.0387 0.0000 205.5538

Total 0.1688 1.3420 1.4001 2.4700e-
003

0.0604 0.0604 0.0579 0.0579 0.0000 204.5865 204.5865 0.0387 0.0000 205.5538

Unmitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 2.4400e-
003

0.0800 0.0324 3.9000e-
004

0.0137 5.7000e-
004

0.0142 3.9400e-
003

5.5000e-
004

4.4900e-
003

0.0000 37.7671 37.7671 9.8000e-
004

5.5800e-
003

39.4549

Worker 0.0185 0.0138 0.1726 4.9000e-
004

0.0583 2.9000e-
004

0.0586 0.0155 2.7000e-
004

0.0158 0.0000 44.9856 44.9856 1.2000e-
003

1.2400e-
003

45.3838

Total 0.0210 0.0938 0.2050 8.8000e-
004

0.0720 8.6000e-
004

0.0729 0.0194 8.2000e-
004

0.0203 0.0000 82.7527 82.7527 2.1800e-
003

6.8200e-
003

84.8387

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 0.1688 1.3420 1.4001 2.4700e-
003

0.0604 0.0604 0.0579 0.0579 0.0000 204.5863 204.5863 0.0387 0.0000 205.5535

Total 0.1688 1.3420 1.4001 2.4700e-
003

0.0604 0.0604 0.0579 0.0579 0.0000 204.5863 204.5863 0.0387 0.0000 205.5535

Mitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 2.4400e-
003

0.0800 0.0324 3.9000e-
004

0.0137 5.7000e-
004

0.0142 3.9400e-
003

5.5000e-
004

4.4900e-
003

0.0000 37.7671 37.7671 9.8000e-
004

5.5800e-
003

39.4549

Worker 0.0185 0.0138 0.1726 4.9000e-
004

0.0583 2.9000e-
004

0.0586 0.0155 2.7000e-
004

0.0158 0.0000 44.9856 44.9856 1.2000e-
003

1.2400e-
003

45.3838

Total 0.0210 0.0938 0.2050 8.8000e-
004

0.0720 8.6000e-
004

0.0729 0.0194 8.2000e-
004

0.0203 0.0000 82.7527 82.7527 2.1800e-
003

6.8200e-
003

84.8387

Mitigated Construction Off-Site

3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 4.4000e-
003

0.0431 0.0584 9.0000e-
005

2.1700e-
003

2.1700e-
003

2.0000e-
003

2.0000e-
003

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8179

Paving 1.5900e-
003

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 5.9900e-
003

0.0431 0.0584 9.0000e-
005

2.1700e-
003

2.1700e-
003

2.0000e-
003

2.0000e-
003

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8179

Unmitigated Construction On-Site
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3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 2.8000e-
004

2.1000e-
004

2.6000e-
003

1.0000e-
005

8.8000e-
004

0.0000 8.8000e-
004

2.3000e-
004

0.0000 2.4000e-
004

0.0000 0.6766 0.6766 2.0000e-
005

2.0000e-
005

0.6826

Total 2.8000e-
004

2.1000e-
004

2.6000e-
003

1.0000e-
005

8.8000e-
004

0.0000 8.8000e-
004

2.3000e-
004

0.0000 2.4000e-
004

0.0000 0.6766 0.6766 2.0000e-
005

2.0000e-
005

0.6826

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 4.4000e-
003

0.0431 0.0584 9.0000e-
005

2.1700e-
003

2.1700e-
003

2.0000e-
003

2.0000e-
003

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8178

Paving 1.5900e-
003

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 5.9900e-
003

0.0431 0.0584 9.0000e-
005

2.1700e-
003

2.1700e-
003

2.0000e-
003

2.0000e-
003

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8178

Mitigated Construction On-Site
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3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 2.8000e-
004

2.1000e-
004

2.6000e-
003

1.0000e-
005

8.8000e-
004

0.0000 8.8000e-
004

2.3000e-
004

0.0000 2.4000e-
004

0.0000 0.6766 0.6766 2.0000e-
005

2.0000e-
005

0.6826

Total 2.8000e-
004

2.1000e-
004

2.6000e-
003

1.0000e-
005

8.8000e-
004

0.0000 8.8000e-
004

2.3000e-
004

0.0000 2.4000e-
004

0.0000 0.6766 0.6766 2.0000e-
005

2.0000e-
005

0.6826

Mitigated Construction Off-Site

3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Archit. Coating 0.2294 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 9.6000e-
004

6.5100e-
003

9.0600e-
003

1.0000e-
005

3.5000e-
004

3.5000e-
004

3.5000e-
004

3.5000e-
004

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Total 0.2304 6.5100e-
003

9.0600e-
003

1.0000e-
005

3.5000e-
004

3.5000e-
004

3.5000e-
004

3.5000e-
004

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Unmitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 2.1000e-
004

1.6000e-
004

1.9500e-
003

1.0000e-
005

6.6000e-
004

0.0000 6.6000e-
004

1.7000e-
004

0.0000 1.8000e-
004

0.0000 0.5075 0.5075 1.0000e-
005

1.0000e-
005

0.5119

Total 2.1000e-
004

1.6000e-
004

1.9500e-
003

1.0000e-
005

6.6000e-
004

0.0000 6.6000e-
004

1.7000e-
004

0.0000 1.8000e-
004

0.0000 0.5075 0.5075 1.0000e-
005

1.0000e-
005

0.5119

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Archit. Coating 0.2294 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 9.6000e-
004

6.5100e-
003

9.0600e-
003

1.0000e-
005

3.5000e-
004

3.5000e-
004

3.5000e-
004

3.5000e-
004

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Total 0.2304 6.5100e-
003

9.0600e-
003

1.0000e-
005

3.5000e-
004

3.5000e-
004

3.5000e-
004

3.5000e-
004

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Mitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 2.1000e-
004

1.6000e-
004

1.9500e-
003

1.0000e-
005

6.6000e-
004

0.0000 6.6000e-
004

1.7000e-
004

0.0000 1.8000e-
004

0.0000 0.5075 0.5075 1.0000e-
005

1.0000e-
005

0.5119

Total 2.1000e-
004

1.6000e-
004

1.9500e-
003

1.0000e-
005

6.6000e-
004

0.0000 6.6000e-
004

1.7000e-
004

0.0000 1.8000e-
004

0.0000 0.5075 0.5075 1.0000e-
005

1.0000e-
005

0.5119

Mitigated Construction Off-Site

4.0 Operational Detail - Mobile

4.1 Mitigation Measures Mobile
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Mitigated 0.0305 0.6983 0.4887 4.4700e-
003

0.2588 7.3500e-
003

0.2661 0.0706 7.0100e-
003

0.0776 0.0000 430.9848 430.9848 0.0134 0.0510 446.5274

Unmitigated 0.0305 0.6983 0.4887 4.4700e-
003

0.2588 7.3500e-
003

0.2661 0.0706 7.0100e-
003

0.0776 0.0000 430.9848 430.9848 0.0134 0.0510 446.5274

4.2 Trip Summary Information

4.3 Trip Type Information

Average Daily Trip Rate Unmitigated Mitigated

Land Use Weekday Saturday Sunday Annual VMT Annual VMT

City Park 0.00 0.00 0.00

Other Asphalt Surfaces 0.00 0.00 0.00

Parking Lot 0.00 0.00 0.00

Unrefrigerated Warehouse-No Rail 22.99 22.99 22.99 312,192 312,192

Unrefrigerated Warehouse-Rail 58.92 58.92 58.92 332,034 332,034

Total 81.91 81.91 81.91 644,227 644,227

Miles Trip % Trip Purpose %

Land Use H-W or C-W H-S or C-C H-O or C-NW H-W or C-W H-S or C-C H-O or C-NW Primary Diverted Pass-by

City Park 16.60 8.40 6.90 33.00 48.00 19.00 66 28 6

Other Asphalt Surfaces 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Parking Lot 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Unrefrigerated Warehouse-No 
Rail

40.00 40.00 40.00 59.00 0.00 41.00 92 5 3

Unrefrigerated Warehouse-Rail 16.60 16.60 16.60 59.00 0.00 41.00 92 5 3

4.4 Fleet Mix
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Land Use LDALDT1LDT2MDVLHD1LHD2MHDHHDOBUSUBUSMCYSBUSMH

City Park0.5405660.0560590.1726800.1364940.0263040.0071040.0116800.0174490.0005540.0002510.0250760.0009540.004830

Other Asphalt Surfaces0.5405660.0560590.1726800.1364940.0263040.0071040.0116800.0174490.0005540.0002510.0250760.0009540.004830

Parking Lot0.5405660.0560590.1726800.1364940.0263040.0071040.0116800.0174490.0005540.0002510.0250760.0009540.004830

Unrefrigerated Warehouse-No 
Rail

0.0000000.0000000.0000000.0000000.2190000.0590000.0970000.6250000.0000000.0000000.0000000.0000000.000000

Unrefrigerated Warehouse-Rail0.7030000.0730000.2240000.0000000.0000000.0000000.0000000.0000000.0000000.0000000.0000000.0000000.000000

5.0 Energy Detail

ROGNOxCOSO2Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2NBio- CO2Total CO2CH4N2OCO2e

Categorytons/yrMT/yr

Electricity 
Mitigated

0.00000.00000.00000.00000.000021.470921.47091.8100e-
003

2.2000e-
004

21.5816

Electricity 
Unmitigated

0.00000.00000.00000.00000.000021.470921.47091.8100e-
003

2.2000e-
004

21.5816

NaturalGas 
Mitigated

5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.00005.13785.13781.0000e-
004

9.0000e-
005

5.1684

NaturalGas 
Unmitigated

5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.00005.13785.13781.0000e-
004

9.0000e-
005

5.1684

5.1 Mitigation Measures Energy

Historical Energy Use: N
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5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr tons/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Unrefrigerated 
Warehouse-Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Total 5.2000e-
004

4.7200e-
003

3.9600e-
003

2.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 5.1378 5.1378 1.0000e-
004

1.0000e-
004

5.1683

Unmitigated
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5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr tons/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Unrefrigerated 
Warehouse-Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Total 5.2000e-
004

4.7200e-
003

3.9600e-
003

2.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 5.1378 5.1378 1.0000e-
004

1.0000e-
004

5.1683

Mitigated
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5.3 Energy by Land Use - Electricity

Electricity 
Use

Total CO2 CH4 N2O CO2e

Land Use kWh/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 9940 1.7628 1.5000e-
004

2.0000e-
005

1.7719

Unrefrigerated 
Warehouse-No 

Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Unrefrigerated 
Warehouse-Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Total 21.4709 1.8100e-
003

2.2000e-
004

21.5816

Unmitigated

CalEEMod Version: CalEEMod.2020.4.0 Date: 11/23/2022 10:09 AMPage 23 of 31

6th and Del Rosa Warehouse - San Bernardino-South Coast County, Annual

EMFAC Off-Model Adjustment Factors for Gasoline Light Duty Vehicle to Account for the SAFE Vehicle Rule Not Applied

1, 
1, 
1, 

I 11 I I I •••••••••••~--------------,-------,-------T••••••• 
1, 
1, 
1, 

I 11 I I I •••••••••••~--------------,-------,-------T••••••• 
1, 
1, 
1, 

I 11 I I I -----------,-------..-------T------T------,- ------
I • • I I I 

•• I I I 
•• I I I 

I I I 

-----------~------•-------1-------1-------•-------1, 
1, 
I, 
I, 



6.1 Mitigation Measures Area

6.0 Area Detail

5.3 Energy by Land Use - Electricity

Electricity 
Use

Total CO2 CH4 N2O CO2e

Land Use kWh/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 9940 1.7628 1.5000e-
004

2.0000e-
005

1.7719

Unrefrigerated 
Warehouse-No 

Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Unrefrigerated 
Warehouse-Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Total 21.4709 1.8100e-
003

2.2000e-
004

21.5816

Mitigated
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Mitigated 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Unmitigated 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory tons/yr MT/yr

Architectural 
Coating

0.0229 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.1768 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.4000e-
004

1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Total 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Unmitigated
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7.1 Mitigation Measures Water

7.0 Water Detail

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory tons/yr MT/yr

Architectural 
Coating

0.0229 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.1768 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.4000e-
004

1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Total 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Mitigated
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Total CO2 CH4 N2O CO2e

Category MT/yr

Mitigated 30.5486 0.3632 8.8000e-
003

42.2513

Unmitigated 30.5486 0.3632 8.8000e-
003

42.2513

7.2 Water by Land Use

Indoor/Out
door Use

Total CO2 CH4 N2O CO2e

Land Use Mgal MT/yr

City Park 0 / 
0.738718

1.4555 1.2000e-
004

1.0000e-
005

1.4630

Other Asphalt 
Surfaces

0 / 0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 / 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Unrefrigerated 
Warehouse-Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Total 30.5486 0.3632 8.7900e-
003

42.2513

Unmitigated
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7.2 Water by Land Use

Indoor/Out
door Use

Total CO2 CH4 N2O CO2e

Land Use Mgal MT/yr

City Park 0 / 
0.738718

1.4555 1.2000e-
004

1.0000e-
005

1.4630

Other Asphalt 
Surfaces

0 / 0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 / 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Unrefrigerated 
Warehouse-Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Total 30.5486 0.3632 8.7900e-
003

42.2513

Mitigated

8.1 Mitigation Measures Waste

8.0 Waste Detail
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Total CO2 CH4 N2O CO2e

MT/yr

 Mitigated 9.1488 0.5407 0.0000 22.6658

 Unmitigated 9.1488 0.5407 0.0000 22.6658

Category/Year

8.2 Waste by Land Use

Waste 
Disposed

Total CO2 CH4 N2O CO2e

Land Use tons MT/yr

City Park 0.05 0.0102 6.0000e-
004

0.0000 0.0252

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

22.51 4.5693 0.2700 0.0000 11.3203

Unrefrigerated 
Warehouse-Rail

22.51 4.5693 0.2700 0.0000 11.3203

Total 9.1488 0.5407 0.0000 22.6658

Unmitigated
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8.2 Waste by Land Use

Waste 
Disposed

Total CO2 CH4 N2O CO2e

Land Use tons MT/yr

City Park 0.05 0.0102 6.0000e-
004

0.0000 0.0252

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

22.51 4.5693 0.2700 0.0000 11.3203

Unrefrigerated 
Warehouse-Rail

22.51 4.5693 0.2700 0.0000 11.3203

Total 9.1488 0.5407 0.0000 22.6658

Mitigated

9.0 Operational Offroad

Equipment Type Number Hours/Day Days/Year Horse Power Load Factor Fuel Type

Forklifts 6 24.00 260 89 0.20 Diesel
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11.0 Vegetation

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Equipment Type tons/yr MT/yr

Forklifts 0.2215 2.0778 2.6793 3.5900e-
003

0.1200 0.1200 0.1104 0.1104 0.0000 315.8125 315.8125 0.1021 0.0000 318.3660

Total 0.2215 2.0778 2.6793 3.5900e-
003

0.1200 0.1200 0.1104 0.1104 0.0000 315.8125 315.8125 0.1021 0.0000 318.3660

UnMitigated/Mitigated

10.0 Stationary Equipment

Fire Pumps and Emergency Generators

Equipment Type Number Hours/Day Hours/Year Horse Power Load Factor Fuel Type

Boilers

Equipment Type Number Heat Input/Day Heat Input/Year Boiler Rating Fuel Type

User Defined Equipment

Equipment Type Number
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6th and Del Rosa Warehouse
San Bernardino-South Coast County, Summer

Project Characteristics - 

Land Use - Applicant provided information

Construction Phase - Assume approximately 10 months for total construction. 

Trips and VMT - Values rounded up to even values to account for arrival and departure trips

Off-road Equipment - Default

Off-road Equipment - Default

Off-road Equipment - Default

1.1 Land Usage

Land Uses Size Metric Lot Acreage Floor Surface Area Population

Unrefrigerated Warehouse-No Rail 23.95 1000sqft 0.55 23,950.00 0

Unrefrigerated Warehouse-Rail 23.95 1000sqft 0.55 23,950.00 0

Other Asphalt Surfaces 0.57 Acre 0.57 24,829.20 0

Parking Lot 71.00 Space 0.64 28,400.00 0

City Park 0.62 Acre 0.62 27,005.89 0

1.2 Other Project Characteristics

Urbanization

Climate Zone

Urban

10

Wind Speed (m/s) Precipitation Freq (Days)2.2 32

1.3 User Entered Comments & Non-Default Data

1.0 Project Characteristics

Utility Company Southern California Edison

2024Operational Year

CO2 Intensity 
(lb/MWhr)

390.98 0.033CH4 Intensity 
(lb/MWhr)

0.004N2O Intensity 
(lb/MWhr)
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Off-road Equipment - Default

Off-road Equipment - Default

Grading - Materials balanced onsite

Vehicle Trips - Per traffic analysis. Warehouse split into no-rail and rail to model trucks and cars separately. No-rail represents truck trips and rail represents 
passenger vehicles.

Fleet Mix - Modeled trucks and passenger vehicles sperately as land use subtypes.

Operational Off-Road Equipment - Per applicant provided information.

Construction Off-road Equipment Mitigation - 

Table Name Column Name Default Value New Value

tblConstructionPhase NumDays 220.00 197.00

tblFleetMix HHD 0.02 0.63

tblFleetMix HHD 0.02 0.00

tblFleetMix LDA 0.54 0.00

tblFleetMix LDA 0.54 0.70

tblFleetMix LDT1 0.06 0.00

tblFleetMix LDT1 0.06 0.07

tblFleetMix LDT2 0.17 0.00

tblFleetMix LDT2 0.17 0.22

tblFleetMix LHD1 0.03 0.22

tblFleetMix LHD1 0.03 0.00

tblFleetMix LHD2 7.1040e-003 0.06

tblFleetMix LHD2 7.1040e-003 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MHD 0.01 0.10
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tblFleetMix MHD 0.01 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00

tblLandUse LandUseSquareFeet 27,007.20 27,005.89

tblOperationalOffRoadEquipment OperHoursPerDay 8.00 24.00

tblOperationalOffRoadEquipment OperOffRoadEquipmentNumber 0.00 6.00

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 21.00 22.00

tblTripsAndVMT WorkerTripNumber 15.00 16.00

tblTripsAndVMT WorkerTripNumber 11.00 12.00

tblVehicleTrips CC_TL 8.40 40.00

tblVehicleTrips CC_TL 8.40 16.60

tblVehicleTrips CNW_TL 6.90 40.00

tblVehicleTrips CNW_TL 6.90 16.60

tblVehicleTrips CW_TL 16.60 40.00

tblVehicleTrips ST_TR 1.96 0.00

tblVehicleTrips ST_TR 1.74 0.96

tblVehicleTrips ST_TR 1.74 2.46

tblVehicleTrips SU_TR 2.19 0.00

tblVehicleTrips SU_TR 1.74 0.96

tblVehicleTrips SU_TR 1.74 2.46

tblVehicleTrips WD_TR 0.78 0.00

tblVehicleTrips WD_TR 1.74 0.96

tblVehicleTrips WD_TR 1.74 2.46
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2.0 Emissions Summary

2.1 Overall Construction (Maximum Daily Emission)

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year lb/day lb/day

2023 46.1223 14.6315 16.5692 0.0344 7.2200 0.6224 7.8260 3.4618 0.5963 4.0193 0.0000 3,256.609
4

3,256.609
4

0.7720 0.0753 3,290.485
7

Maximum 46.1223 14.6315 16.5692 0.0344 7.2200 0.6224 7.8260 3.4618 0.5963 4.0193 0.0000 3,256.609
4

3,256.609
4

0.7720 0.0753 3,290.485
7

Unmitigated Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year lb/day lb/day

2023 46.1223 14.6315 16.5692 0.0344 3.3246 0.6224 3.9305 1.5782 0.5963 2.1357 0.0000 3,256.609
4

3,256.609
4

0.7720 0.0753 3,290.485
7

Maximum 46.1223 14.6315 16.5692 0.0344 3.3246 0.6224 3.9305 1.5782 0.5963 2.1357 0.0000 3,256.609
4

3,256.609
4

0.7720 0.0753 3,290.485
7

Mitigated Construction
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00 53.95 0.00 49.78 54.41 0.00 46.86 0.00 0.00 0.00 0.00 0.00 0.00

2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Area 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Energy 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

Mobile 0.1871 3.6177 2.9455 0.0251 1.4474 0.0404 1.4879 0.3943 0.0386 0.4329 2,658.390
5

2,658.390
5

0.0813 0.3082 2,752.273
1

Offroad 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

Total 2.9894 19.6266 23.5895 0.0529 1.4474 0.9655 2.4129 0.3943 0.8897 1.2841 0.0000 5,367.327
2

5,367.327
2

0.9480 0.3088 5,483.047
9

Unmitigated Operational
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2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Area 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Energy 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

Mobile 0.1871 3.6177 2.9455 0.0251 1.4474 0.0404 1.4879 0.3943 0.0386 0.4329 2,658.390
5

2,658.390
5

0.0813 0.3082 2,752.273
1

Offroad 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

Total 2.9894 19.6266 23.5895 0.0529 1.4474 0.9655 2.4129 0.3943 0.8897 1.2841 0.0000 5,367.327
2

5,367.327
2

0.9480 0.3088 5,483.047
9

Mitigated Operational

3.0 Construction Detail

Construction Phase

Phase 
Number

Phase Name Phase Type Start Date End Date Num Days 
Week

Num Days Phase Description

1 Site Preparation Site Preparation 1/1/2023 1/4/2023 5 3

2 Grading Grading 1/5/2023 1/12/2023 5 6

3 Building Construction Building Construction 1/13/2023 10/16/2023 5 197

4 Paving Paving 10/17/2023 10/30/2023 5 10

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00
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5 Architectural Coating Architectural Coating 11/1/2023 11/14/2023 5 10

OffRoad Equipment

Phase Name Offroad Equipment Type Amount Usage Hours Horse Power Load Factor

Site Preparation Graders 1 8.00 187 0.41

Site Preparation Scrapers 1 8.00 367 0.48

Site Preparation Tractors/Loaders/Backhoes 1 7.00 97 0.37

Grading Graders 1 8.00 187 0.41

Grading Rubber Tired Dozers 1 8.00 247 0.40

Grading Tractors/Loaders/Backhoes 2 7.00 97 0.37

Building Construction Cranes 1 8.00 231 0.29

Building Construction Forklifts 2 7.00 89 0.20

Building Construction Generator Sets 1 8.00 84 0.74

Building Construction Tractors/Loaders/Backhoes 1 6.00 97 0.37

Building Construction Welders 3 8.00 46 0.45

Paving Cement and Mortar Mixers 1 8.00 9 0.56

Paving Pavers 1 8.00 130 0.42

Paving Paving Equipment 1 8.00 132 0.36

Paving Rollers 2 8.00 80 0.38

Paving Tractors/Loaders/Backhoes 1 8.00 97 0.37

Architectural Coating Air Compressors 1 6.00 78 0.48

Trips and VMT

Residential Indoor: 0; Residential Outdoor: 0; Non-Residential Indoor: 71,850; Non-Residential Outdoor: 23,950; Striped Parking Area: 3,194 
(Architectural Coating – sqft)

Acres of Grading (Site Preparation Phase): 4.5

Acres of Grading (Grading Phase): 6

Acres of Paving: 1.21
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 1.5908 0.0000 1.5908 0.1718 0.0000 0.1718 0.0000 0.0000

Off-Road 1.3027 14.2802 9.7820 0.0245 0.5419 0.5419 0.4985 0.4985 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Total 1.3027 14.2802 9.7820 0.0245 1.5908 0.5419 2.1326 0.1718 0.4985 0.6703 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Unmitigated Construction On-Site

3.1 Mitigation Measures Construction

Water Exposed Area

Phase Name Offroad Equipment 
Count

Worker Trip 
Number

Vendor Trip 
Number

Hauling Trip 
Number

Worker Trip 
Length

Vendor Trip 
Length

Hauling Trip 
Length

Worker Vehicle 
Class

Vendor 
Vehicle Class

Hauling 
Vehicle Class

Site Preparation 3 8.00 4.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Grading 4 10.00 4.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Building Construction 8 54.00 22.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Paving 6 16.00 0.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Architectural Coating 1 12.00 0.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 4.6800e-
003

0.1403 0.0589 7.2000e-
004

0.0256 1.0500e-
003

0.0267 7.3800e-
003

1.0100e-
003

8.3900e-
003

76.7673 76.7673 2.0100e-
003

0.0113 80.1957

Worker 0.0313 0.0189 0.3009 8.0000e-
004

0.0894 4.4000e-
004

0.0899 0.0237 4.1000e-
004

0.0241 80.7209 80.7209 1.9500e-
003

1.9200e-
003

81.3425

Total 0.0359 0.1592 0.3598 1.5200e-
003

0.1151 1.4900e-
003

0.1165 0.0311 1.4200e-
003

0.0325 157.4882 157.4882 3.9600e-
003

0.0133 161.5381

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 0.7158 0.0000 0.7158 0.0773 0.0000 0.0773 0.0000 0.0000

Off-Road 1.3027 14.2802 9.7820 0.0245 0.5419 0.5419 0.4985 0.4985 0.0000 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Total 1.3027 14.2802 9.7820 0.0245 0.7158 0.5419 1.2577 0.0773 0.4985 0.5758 0.0000 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Mitigated Construction On-Site
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 4.6800e-
003

0.1403 0.0589 7.2000e-
004

0.0256 1.0500e-
003

0.0267 7.3800e-
003

1.0100e-
003

8.3900e-
003

76.7673 76.7673 2.0100e-
003

0.0113 80.1957

Worker 0.0313 0.0189 0.3009 8.0000e-
004

0.0894 4.4000e-
004

0.0899 0.0237 4.1000e-
004

0.0241 80.7209 80.7209 1.9500e-
003

1.9200e-
003

81.3425

Total 0.0359 0.1592 0.3598 1.5200e-
003

0.1151 1.4900e-
003

0.1165 0.0311 1.4200e-
003

0.0325 157.4882 157.4882 3.9600e-
003

0.0133 161.5381

Mitigated Construction Off-Site

3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 7.0826 0.0000 7.0826 3.4247 0.0000 3.4247 0.0000 0.0000

Off-Road 1.3330 14.4676 8.7038 0.0206 0.6044 0.6044 0.5560 0.5560 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Total 1.3330 14.4676 8.7038 0.0206 7.0826 0.6044 7.6869 3.4247 0.5560 3.9807 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Unmitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 4.6800e-
003

0.1403 0.0589 7.2000e-
004

0.0256 1.0500e-
003

0.0267 7.3800e-
003

1.0100e-
003

8.3900e-
003

76.7673 76.7673 2.0100e-
003

0.0113 80.1957

Worker 0.0391 0.0236 0.3761 1.0000e-
003

0.1118 5.5000e-
004

0.1123 0.0296 5.1000e-
004

0.0302 100.9011 100.9011 2.4400e-
003

2.4000e-
003

101.6781

Total 0.0438 0.1639 0.4350 1.7200e-
003

0.1374 1.6000e-
003

0.1390 0.0370 1.5200e-
003

0.0385 177.6684 177.6684 4.4500e-
003

0.0137 181.8738

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 3.1872 0.0000 3.1872 1.5411 0.0000 1.5411 0.0000 0.0000

Off-Road 1.3330 14.4676 8.7038 0.0206 0.6044 0.6044 0.5560 0.5560 0.0000 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Total 1.3330 14.4676 8.7038 0.0206 3.1872 0.6044 3.7915 1.5411 0.5560 2.0971 0.0000 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Mitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 4.6800e-
003

0.1403 0.0589 7.2000e-
004

0.0256 1.0500e-
003

0.0267 7.3800e-
003

1.0100e-
003

8.3900e-
003

76.7673 76.7673 2.0100e-
003

0.0113 80.1957

Worker 0.0391 0.0236 0.3761 1.0000e-
003

0.1118 5.5000e-
004

0.1123 0.0296 5.1000e-
004

0.0302 100.9011 100.9011 2.4400e-
003

2.4000e-
003

101.6781

Total 0.0438 0.1639 0.4350 1.7200e-
003

0.1374 1.6000e-
003

0.1390 0.0370 1.5200e-
003

0.0385 177.6684 177.6684 4.4500e-
003

0.0137 181.8738

Mitigated Construction Off-Site

3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Total 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Unmitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0258 0.7717 0.3238 3.9400e-
003

0.1410 5.8000e-
003

0.1468 0.0406 5.5500e-
003

0.0461 422.2200 422.2200 0.0110 0.0624 441.0763

Worker 0.2110 0.1273 2.0309 5.3900e-
003

0.6036 2.9700e-
003

0.6066 0.1601 2.7400e-
003

0.1628 544.8661 544.8661 0.0132 0.0130 549.0615

Total 0.2368 0.8990 2.3547 9.3300e-
003

0.7445 8.7700e-
003

0.7533 0.2007 8.2900e-
003

0.2089 967.0861 967.0861 0.0242 0.0753 990.1378

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 0.0000 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Total 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 0.0000 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Mitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0258 0.7717 0.3238 3.9400e-
003

0.1410 5.8000e-
003

0.1468 0.0406 5.5500e-
003

0.0461 422.2200 422.2200 0.0110 0.0624 441.0763

Worker 0.2110 0.1273 2.0309 5.3900e-
003

0.6036 2.9700e-
003

0.6066 0.1601 2.7400e-
003

0.1628 544.8661 544.8661 0.0132 0.0130 549.0615

Total 0.2368 0.8990 2.3547 9.3300e-
003

0.7445 8.7700e-
003

0.7533 0.2007 8.2900e-
003

0.2089 967.0861 967.0861 0.0242 0.0753 990.1378

Mitigated Construction Off-Site

3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 0.8802 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Paving 0.3170 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 1.1972 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Unmitigated Construction On-Site
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3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0625 0.0377 0.6018 1.6000e-
003

0.1788 8.8000e-
004

0.1797 0.0474 8.1000e-
004

0.0482 161.4418 161.4418 3.9000e-
003

3.8400e-
003

162.6849

Total 0.0625 0.0377 0.6018 1.6000e-
003

0.1788 8.8000e-
004

0.1797 0.0474 8.1000e-
004

0.0482 161.4418 161.4418 3.9000e-
003

3.8400e-
003

162.6849

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 0.8802 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 0.0000 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Paving 0.3170 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 1.1972 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 0.0000 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Mitigated Construction On-Site

CalEEMod Version: CalEEMod.2020.4.0 Date: 11/23/2022 10:11 AMPage 15 of 25

6th and Del Rosa Warehouse - San Bernardino-South Coast County, Summer

EMFAC Off-Model Adjustment Factors for Gasoline Light Duty Vehicle to Account for the SAFE Vehicle Rule Not Applied

I 
I 
I 

■I I I I I I I I I I I I I I I I - - - - - - - - - - - .,--------,--------,--------,-------,--------,-------,--------,--------,-------"T"--------t - - - - - - -,--------,--------,--------,-------"T' - - - - - - -
I 
I 
I 

■I I I I I I I I I I I I I I I I - - - - - - - - - - - .,--------,--------,--------,-------,--------,-------,--------,--------,-------"T"--------t - - - - - - -,--------,--------,--------,-------"T' - - - - - - -
I 
I 
I 
I 

I 
I 
I 

■I I I I I I I I I I I I I I I I - - - - - - - - - - - .,-------,--------,--------,-------,-------,-------,--------,-------,-------"T"--------t - - - - - - -,--------,-------,--------,-------"T' - - - - - - -
I 
I 
I 
I 



3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0625 0.0377 0.6018 1.6000e-
003

0.1788 8.8000e-
004

0.1797 0.0474 8.1000e-
004

0.0482 161.4418 161.4418 3.9000e-
003

3.8400e-
003

162.6849

Total 0.0625 0.0377 0.6018 1.6000e-
003

0.1788 8.8000e-
004

0.1797 0.0474 8.1000e-
004

0.0482 161.4418 161.4418 3.9000e-
003

3.8400e-
003

162.6849

Mitigated Construction Off-Site

3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Archit. Coating 45.8837 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 0.1917 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 281.4481 281.4481 0.0168 281.8690

Total 46.0754 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 281.4481 281.4481 0.0168 281.8690

Unmitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0469 0.0283 0.4513 1.2000e-
003

0.1341 6.6000e-
004

0.1348 0.0356 6.1000e-
004

0.0362 121.0814 121.0814 2.9300e-
003

2.8800e-
003

122.0137

Total 0.0469 0.0283 0.4513 1.2000e-
003

0.1341 6.6000e-
004

0.1348 0.0356 6.1000e-
004

0.0362 121.0814 121.0814 2.9300e-
003

2.8800e-
003

122.0137

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Archit. Coating 45.8837 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 0.1917 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 0.0000 281.4481 281.4481 0.0168 281.8690

Total 46.0754 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 0.0000 281.4481 281.4481 0.0168 281.8690

Mitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0469 0.0283 0.4513 1.2000e-
003

0.1341 6.6000e-
004

0.1348 0.0356 6.1000e-
004

0.0362 121.0814 121.0814 2.9300e-
003

2.8800e-
003

122.0137

Total 0.0469 0.0283 0.4513 1.2000e-
003

0.1341 6.6000e-
004

0.1348 0.0356 6.1000e-
004

0.0362 121.0814 121.0814 2.9300e-
003

2.8800e-
003

122.0137

Mitigated Construction Off-Site

4.0 Operational Detail - Mobile

4.1 Mitigation Measures Mobile
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Mitigated 0.1871 3.6177 2.9455 0.0251 1.4474 0.0404 1.4879 0.3943 0.0386 0.4329 2,658.390
5

2,658.390
5

0.0813 0.3082 2,752.273
1

Unmitigated 0.1871 3.6177 2.9455 0.0251 1.4474 0.0404 1.4879 0.3943 0.0386 0.4329 2,658.390
5

2,658.390
5

0.0813 0.3082 2,752.273
1

4.2 Trip Summary Information

4.3 Trip Type Information

Average Daily Trip Rate Unmitigated Mitigated

Land Use Weekday Saturday Sunday Annual VMT Annual VMT

City Park 0.00 0.00 0.00

Other Asphalt Surfaces 0.00 0.00 0.00

Parking Lot 0.00 0.00 0.00

Unrefrigerated Warehouse-No Rail 22.99 22.99 22.99 312,192 312,192

Unrefrigerated Warehouse-Rail 58.92 58.92 58.92 332,034 332,034

Total 81.91 81.91 81.91 644,227 644,227

Miles Trip % Trip Purpose %

Land Use H-W or C-W H-S or C-C H-O or C-NW H-W or C-W H-S or C-C H-O or C-NW Primary Diverted Pass-by

City Park 16.60 8.40 6.90 33.00 48.00 19.00 66 28 6

Other Asphalt Surfaces 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Parking Lot 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Unrefrigerated Warehouse-No 
Rail

40.00 40.00 40.00 59.00 0.00 41.00 92 5 3

Unrefrigerated Warehouse-Rail 16.60 16.60 16.60 59.00 0.00 41.00 92 5 3

4.4 Fleet Mix
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Land Use LDA LDT1 LDT2 MDV LHD1 LHD2 MHD HHD OBUS UBUS MCY SBUS MH

City Park 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Other Asphalt Surfaces 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Parking Lot 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Unrefrigerated Warehouse-No 
Rail

0.000000 0.000000 0.000000 0.000000 0.219000 0.059000 0.097000 0.625000 0.000000 0.000000 0.000000 0.000000 0.000000

Unrefrigerated Warehouse-Rail 0.703000 0.073000 0.224000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000

5.0 Energy Detail

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

NaturalGas 
Mitigated

2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

NaturalGas 
Unmitigated

2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

5.1 Mitigation Measures Energy

Historical Energy Use: N
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5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr lb/day lb/day

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

131.889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Unrefrigerated 
Warehouse-Rail

131.889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Total 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9600e-
003

1.9600e-
003

1.9600e-
003

1.9600e-
003

31.0327 31.0327 6.0000e-
004

5.6000e-
004

31.2171

Unmitigated
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6.1 Mitigation Measures Area

6.0 Area Detail

5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr lb/day lb/day

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

0.131889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Unrefrigerated 
Warehouse-Rail

0.131889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Total 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9600e-
003

1.9600e-
003

1.9600e-
003

1.9600e-
003

31.0327 31.0327 6.0000e-
004

5.6000e-
004

31.2171

Mitigated

CalEEMod Version: CalEEMod.2020.4.0 Date: 11/23/2022 10:11 AMPage 22 of 25

6th and Del Rosa Warehouse - San Bernardino-South Coast County, Summer

EMFAC Off-Model Adjustment Factors for Gasoline Light Duty Vehicle to Account for the SAFE Vehicle Rule Not Applied

1, I 
1, I 
1, I 

I 11 I I I I I I I I I ' I I I I I •••••••••••~--------------,-------,-------,-------,-------,-------,-------,-------,-------~-------•••••••••-------,-------,-------,-------T••••••• 
1, I 
1, I 
1, I 

I 11 I I I I I I I I I ' I I I I I •••••••••••~--------------,-------,-------,-------,-------,-------,-------,-------,-------~-------•••••••••-------,-------,-------,-------T••••••• 
1, I 
1, I 
1, I 

I 11 I I I I I I I I I ' I I I I I - - - - - - - - - - - ,-------..-------T ______ T ______ T ______ T ______ T ______ T ______ T ______ T------,--------t - - - - - - -,-------T ______ T ______ T ______ "T - - - - - - -

1 • • I I I I I I I I I • 1 I I I I 
"' I I I I I I I I I I I I I 
"' I I I I I I I I I I I I I 

I I I I I I I I I I I I I 

-----------~------•-------1-------1-------1-------1-------1-------1-------1-------1-------+-------~-------1-------1-------1-------1-------•-------1, I 
1, I 
I, I 
I, I 



ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Mitigated 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Unmitigated 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory lb/day lb/day

Architectural 
Coating

0.1257 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.9687 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.1300e-
003

1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Total 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Unmitigated
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7.1 Mitigation Measures Water

7.0 Water Detail

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory lb/day lb/day

Architectural 
Coating

0.1257 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.9687 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.1300e-
003

1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Total 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Mitigated

8.1 Mitigation Measures Waste

8.0 Waste Detail

9.0 Operational Offroad

Equipment Type Number Hours/Day Days/Year Horse Power Load Factor Fuel Type

Forklifts 6 24.00 260 89 0.20 Diesel
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11.0 Vegetation

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Equipment Type lb/day lb/day

Forklifts 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

Total 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

UnMitigated/Mitigated

10.0 Stationary Equipment

Fire Pumps and Emergency Generators

Equipment Type Number Hours/Day Hours/Year Horse Power Load Factor Fuel Type

Boilers

Equipment Type Number Heat Input/Day Heat Input/Year Boiler Rating Fuel Type

User Defined Equipment

Equipment Type Number
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6th and Del Rosa Warehouse
San Bernardino-South Coast County, Winter

Project Characteristics - 

Land Use - Applicant provided information

Construction Phase - Assume approximately 10 months for total construction. 

Trips and VMT - Values rounded up to even values to account for arrival and departure trips

Off-road Equipment - Default

Off-road Equipment - Default

Off-road Equipment - Default

1.1 Land Usage

Land Uses Size Metric Lot Acreage Floor Surface Area Population

Unrefrigerated Warehouse-No Rail 23.95 1000sqft 0.55 23,950.00 0

Unrefrigerated Warehouse-Rail 23.95 1000sqft 0.55 23,950.00 0

Other Asphalt Surfaces 0.57 Acre 0.57 24,829.20 0

Parking Lot 71.00 Space 0.64 28,400.00 0

City Park 0.62 Acre 0.62 27,005.89 0

1.2 Other Project Characteristics

Urbanization

Climate Zone

Urban

10

Wind Speed (m/s) Precipitation Freq (Days)2.2 32

1.3 User Entered Comments & Non-Default Data

1.0 Project Characteristics

Utility Company Southern California Edison

2024Operational Year

CO2 Intensity 
(lb/MWhr)

390.98 0.033CH4 Intensity 
(lb/MWhr)

0.004N2O Intensity 
(lb/MWhr)
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Off-road Equipment - Default

Off-road Equipment - Default

Grading - Materials balanced onsite

Vehicle Trips - Per traffic analysis. Warehouse split into no-rail and rail to model trucks and cars separately. No-rail represents truck trips and rail represents 
passenger vehicles.

Fleet Mix - Modeled trucks and passenger vehicles sperately as land use subtypes.

Operational Off-Road Equipment - Per applicant provided information.

Construction Off-road Equipment Mitigation - 

Table Name Column Name Default Value New Value

tblConstructionPhase NumDays 220.00 197.00

tblFleetMix HHD 0.02 0.63

tblFleetMix HHD 0.02 0.00

tblFleetMix LDA 0.54 0.00

tblFleetMix LDA 0.54 0.70

tblFleetMix LDT1 0.06 0.00

tblFleetMix LDT1 0.06 0.07

tblFleetMix LDT2 0.17 0.00

tblFleetMix LDT2 0.17 0.22

tblFleetMix LHD1 0.03 0.22

tblFleetMix LHD1 0.03 0.00

tblFleetMix LHD2 7.1040e-003 0.06

tblFleetMix LHD2 7.1040e-003 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MHD 0.01 0.10
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tblFleetMix MHD 0.01 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00

tblLandUse LandUseSquareFeet 27,007.20 27,005.89

tblOperationalOffRoadEquipment OperHoursPerDay 8.00 24.00

tblOperationalOffRoadEquipment OperOffRoadEquipmentNumber 0.00 6.00

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 21.00 22.00

tblTripsAndVMT WorkerTripNumber 15.00 16.00

tblTripsAndVMT WorkerTripNumber 11.00 12.00

tblVehicleTrips CC_TL 8.40 40.00

tblVehicleTrips CC_TL 8.40 16.60

tblVehicleTrips CNW_TL 6.90 40.00

tblVehicleTrips CNW_TL 6.90 16.60

tblVehicleTrips CW_TL 16.60 40.00

tblVehicleTrips ST_TR 1.96 0.00

tblVehicleTrips ST_TR 1.74 0.96

tblVehicleTrips ST_TR 1.74 2.46

tblVehicleTrips SU_TR 2.19 0.00

tblVehicleTrips SU_TR 1.74 0.96

tblVehicleTrips SU_TR 1.74 2.46

tblVehicleTrips WD_TR 0.78 0.00

tblVehicleTrips WD_TR 1.74 0.96

tblVehicleTrips WD_TR 1.74 2.46
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2.0 Emissions Summary

2.1 Overall Construction (Maximum Daily Emission)

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year lb/day lb/day

2023 46.1206 14.6406 16.2198 0.0339 7.2200 0.6224 7.8260 3.4618 0.5963 4.0193 0.0000 3,206.404
9

3,206.404
9

0.7720 0.0759 3,240.461
4

Maximum 46.1206 14.6406 16.2198 0.0339 7.2200 0.6224 7.8260 3.4618 0.5963 4.0193 0.0000 3,206.404
9

3,206.404
9

0.7720 0.0759 3,240.461
4

Unmitigated Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year lb/day lb/day

2023 46.1206 14.6406 16.2198 0.0339 3.3246 0.6224 3.9305 1.5782 0.5963 2.1357 0.0000 3,206.404
9

3,206.404
9

0.7720 0.0759 3,240.461
4

Maximum 46.1206 14.6406 16.2198 0.0339 3.3246 0.6224 3.9305 1.5782 0.5963 2.1357 0.0000 3,206.404
9

3,206.404
9

0.7720 0.0759 3,240.461
4

Mitigated Construction
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00 53.95 0.00 49.78 54.41 0.00 46.86 0.00 0.00 0.00 0.00 0.00 0.00

2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Area 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Energy 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

Mobile 0.1675 3.7995 2.6194 0.0245 1.4474 0.0405 1.4879 0.3943 0.0386 0.4329 2,603.474
4

2,603.474
4

0.0812 0.3091 2,697.606
3

Offroad 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

Total 2.9699 19.8084 23.2633 0.0523 1.4474 0.9655 2.4129 0.3943 0.8898 1.2841 0.0000 5,312.411
1

5,312.411
1

0.9479 0.3096 5,428.381
1

Unmitigated Operational
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2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Area 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Energy 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

Mobile 0.1675 3.7995 2.6194 0.0245 1.4474 0.0405 1.4879 0.3943 0.0386 0.4329 2,603.474
4

2,603.474
4

0.0812 0.3091 2,697.606
3

Offroad 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

Total 2.9699 19.8084 23.2633 0.0523 1.4474 0.9655 2.4129 0.3943 0.8898 1.2841 0.0000 5,312.411
1

5,312.411
1

0.9479 0.3096 5,428.381
1

Mitigated Operational

3.0 Construction Detail

Construction Phase

Phase 
Number

Phase Name Phase Type Start Date End Date Num Days 
Week

Num Days Phase Description

1 Site Preparation Site Preparation 1/1/2023 1/4/2023 5 3

2 Grading Grading 1/5/2023 1/12/2023 5 6

3 Building Construction Building Construction 1/13/2023 10/16/2023 5 197

4 Paving Paving 10/17/2023 10/30/2023 5 10

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00
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5 Architectural Coating Architectural Coating 11/1/2023 11/14/2023 5 10

OffRoad Equipment

Phase Name Offroad Equipment Type Amount Usage Hours Horse Power Load Factor

Site Preparation Graders 1 8.00 187 0.41

Site Preparation Scrapers 1 8.00 367 0.48

Site Preparation Tractors/Loaders/Backhoes 1 7.00 97 0.37

Grading Graders 1 8.00 187 0.41

Grading Rubber Tired Dozers 1 8.00 247 0.40

Grading Tractors/Loaders/Backhoes 2 7.00 97 0.37

Building Construction Cranes 1 8.00 231 0.29

Building Construction Forklifts 2 7.00 89 0.20

Building Construction Generator Sets 1 8.00 84 0.74

Building Construction Tractors/Loaders/Backhoes 1 6.00 97 0.37

Building Construction Welders 3 8.00 46 0.45

Paving Cement and Mortar Mixers 1 8.00 9 0.56

Paving Pavers 1 8.00 130 0.42

Paving Paving Equipment 1 8.00 132 0.36

Paving Rollers 2 8.00 80 0.38

Paving Tractors/Loaders/Backhoes 1 8.00 97 0.37

Architectural Coating Air Compressors 1 6.00 78 0.48

Trips and VMT

Residential Indoor: 0; Residential Outdoor: 0; Non-Residential Indoor: 71,850; Non-Residential Outdoor: 23,950; Striped Parking Area: 3,194 
(Architectural Coating – sqft)

Acres of Grading (Site Preparation Phase): 4.5

Acres of Grading (Grading Phase): 6

Acres of Paving: 1.21
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 1.5908 0.0000 1.5908 0.1718 0.0000 0.1718 0.0000 0.0000

Off-Road 1.3027 14.2802 9.7820 0.0245 0.5419 0.5419 0.4985 0.4985 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Total 1.3027 14.2802 9.7820 0.0245 1.5908 0.5419 2.1326 0.1718 0.4985 0.6703 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Unmitigated Construction On-Site

3.1 Mitigation Measures Construction

Water Exposed Area

Phase Name Offroad Equipment 
Count

Worker Trip 
Number

Vendor Trip 
Number

Hauling Trip 
Number

Worker Trip 
Length

Vendor Trip 
Length

Hauling Trip 
Length

Worker Vehicle 
Class

Vendor 
Vehicle Class

Hauling 
Vehicle Class

Site Preparation 3 8.00 4.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Grading 4 10.00 4.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Building Construction 8 54.00 22.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Paving 6 16.00 0.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Architectural Coating 1 12.00 0.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 4.3600e-
003

0.1482 0.0607 7.2000e-
004

0.0256 1.0600e-
003

0.0267 7.3800e-
003

1.0100e-
003

8.3900e-
003

76.9534 76.9534 1.9900e-
003

0.0114 80.3920

Worker 0.0301 0.0198 0.2476 7.2000e-
004

0.0894 4.4000e-
004

0.0899 0.0237 4.1000e-
004

0.0241 73.1315 73.1315 1.9500e-
003

1.9800e-
003

73.7715

Total 0.0345 0.1680 0.3083 1.4400e-
003

0.1151 1.5000e-
003

0.1166 0.0311 1.4200e-
003

0.0325 150.0849 150.0849 3.9400e-
003

0.0134 154.1635

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 0.7158 0.0000 0.7158 0.0773 0.0000 0.0773 0.0000 0.0000

Off-Road 1.3027 14.2802 9.7820 0.0245 0.5419 0.5419 0.4985 0.4985 0.0000 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Total 1.3027 14.2802 9.7820 0.0245 0.7158 0.5419 1.2577 0.0773 0.4985 0.5758 0.0000 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Mitigated Construction On-Site
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 4.3600e-
003

0.1482 0.0607 7.2000e-
004

0.0256 1.0600e-
003

0.0267 7.3800e-
003

1.0100e-
003

8.3900e-
003

76.9534 76.9534 1.9900e-
003

0.0114 80.3920

Worker 0.0301 0.0198 0.2476 7.2000e-
004

0.0894 4.4000e-
004

0.0899 0.0237 4.1000e-
004

0.0241 73.1315 73.1315 1.9500e-
003

1.9800e-
003

73.7715

Total 0.0345 0.1680 0.3083 1.4400e-
003

0.1151 1.5000e-
003

0.1166 0.0311 1.4200e-
003

0.0325 150.0849 150.0849 3.9400e-
003

0.0134 154.1635

Mitigated Construction Off-Site

3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 7.0826 0.0000 7.0826 3.4247 0.0000 3.4247 0.0000 0.0000

Off-Road 1.3330 14.4676 8.7038 0.0206 0.6044 0.6044 0.5560 0.5560 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Total 1.3330 14.4676 8.7038 0.0206 7.0826 0.6044 7.6869 3.4247 0.5560 3.9807 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Unmitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 4.3600e-
003

0.1482 0.0607 7.2000e-
004

0.0256 1.0600e-
003

0.0267 7.3800e-
003

1.0100e-
003

8.3900e-
003

76.9534 76.9534 1.9900e-
003

0.0114 80.3920

Worker 0.0376 0.0248 0.3096 9.0000e-
004

0.1118 5.5000e-
004

0.1123 0.0296 5.1000e-
004

0.0302 91.4144 91.4144 2.4400e-
003

2.4800e-
003

92.2144

Total 0.0420 0.1730 0.3702 1.6200e-
003

0.1374 1.6100e-
003

0.1390 0.0370 1.5200e-
003

0.0385 168.3678 168.3678 4.4300e-
003

0.0139 172.6064

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 3.1872 0.0000 3.1872 1.5411 0.0000 1.5411 0.0000 0.0000

Off-Road 1.3330 14.4676 8.7038 0.0206 0.6044 0.6044 0.5560 0.5560 0.0000 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Total 1.3330 14.4676 8.7038 0.0206 3.1872 0.6044 3.7915 1.5411 0.5560 2.0971 0.0000 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Mitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 4.3600e-
003

0.1482 0.0607 7.2000e-
004

0.0256 1.0600e-
003

0.0267 7.3800e-
003

1.0100e-
003

8.3900e-
003

76.9534 76.9534 1.9900e-
003

0.0114 80.3920

Worker 0.0376 0.0248 0.3096 9.0000e-
004

0.1118 5.5000e-
004

0.1123 0.0296 5.1000e-
004

0.0302 91.4144 91.4144 2.4400e-
003

2.4800e-
003

92.2144

Total 0.0420 0.1730 0.3702 1.6200e-
003

0.1374 1.6100e-
003

0.1390 0.0370 1.5200e-
003

0.0385 168.3678 168.3678 4.4300e-
003

0.0139 172.6064

Mitigated Construction Off-Site

3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Total 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Unmitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0240 0.8151 0.3338 3.9500e-
003

0.1410 5.8200e-
003

0.1468 0.0406 5.5700e-
003

0.0462 423.2439 423.2439 0.0110 0.0625 442.1557

Worker 0.2033 0.1339 1.6716 4.8800e-
003

0.6036 2.9700e-
003

0.6066 0.1601 2.7400e-
003

0.1628 493.6376 493.6376 0.0132 0.0134 497.9578

Total 0.2272 0.9489 2.0053 8.8300e-
003

0.7445 8.7900e-
003

0.7533 0.2007 8.3100e-
003

0.2090 916.8816 916.8816 0.0241 0.0759 940.1135

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 0.0000 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Total 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 0.0000 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Mitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0240 0.8151 0.3338 3.9500e-
003

0.1410 5.8200e-
003

0.1468 0.0406 5.5700e-
003

0.0462 423.2439 423.2439 0.0110 0.0625 442.1557

Worker 0.2033 0.1339 1.6716 4.8800e-
003

0.6036 2.9700e-
003

0.6066 0.1601 2.7400e-
003

0.1628 493.6376 493.6376 0.0132 0.0134 497.9578

Total 0.2272 0.9489 2.0053 8.8300e-
003

0.7445 8.7900e-
003

0.7533 0.2007 8.3100e-
003

0.2090 916.8816 916.8816 0.0241 0.0759 940.1135

Mitigated Construction Off-Site

3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 0.8802 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Paving 0.3170 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 1.1972 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Unmitigated Construction On-Site
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3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0602 0.0397 0.4953 1.4500e-
003

0.1788 8.8000e-
004

0.1797 0.0474 8.1000e-
004

0.0482 146.2630 146.2630 3.9100e-
003

3.9700e-
003

147.5431

Total 0.0602 0.0397 0.4953 1.4500e-
003

0.1788 8.8000e-
004

0.1797 0.0474 8.1000e-
004

0.0482 146.2630 146.2630 3.9100e-
003

3.9700e-
003

147.5431

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 0.8802 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 0.0000 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Paving 0.3170 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 1.1972 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 0.0000 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Mitigated Construction On-Site
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3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0602 0.0397 0.4953 1.4500e-
003

0.1788 8.8000e-
004

0.1797 0.0474 8.1000e-
004

0.0482 146.2630 146.2630 3.9100e-
003

3.9700e-
003

147.5431

Total 0.0602 0.0397 0.4953 1.4500e-
003

0.1788 8.8000e-
004

0.1797 0.0474 8.1000e-
004

0.0482 146.2630 146.2630 3.9100e-
003

3.9700e-
003

147.5431

Mitigated Construction Off-Site

3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Archit. Coating 45.8837 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 0.1917 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 281.4481 281.4481 0.0168 281.8690

Total 46.0754 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 281.4481 281.4481 0.0168 281.8690

Unmitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0452 0.0298 0.3715 1.0900e-
003

0.1341 6.6000e-
004

0.1348 0.0356 6.1000e-
004

0.0362 109.6973 109.6973 2.9300e-
003

2.9800e-
003

110.6573

Total 0.0452 0.0298 0.3715 1.0900e-
003

0.1341 6.6000e-
004

0.1348 0.0356 6.1000e-
004

0.0362 109.6973 109.6973 2.9300e-
003

2.9800e-
003

110.6573

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Archit. Coating 45.8837 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 0.1917 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 0.0000 281.4481 281.4481 0.0168 281.8690

Total 46.0754 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 0.0000 281.4481 281.4481 0.0168 281.8690

Mitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0452 0.0298 0.3715 1.0900e-
003

0.1341 6.6000e-
004

0.1348 0.0356 6.1000e-
004

0.0362 109.6973 109.6973 2.9300e-
003

2.9800e-
003

110.6573

Total 0.0452 0.0298 0.3715 1.0900e-
003

0.1341 6.6000e-
004

0.1348 0.0356 6.1000e-
004

0.0362 109.6973 109.6973 2.9300e-
003

2.9800e-
003

110.6573

Mitigated Construction Off-Site

4.0 Operational Detail - Mobile

4.1 Mitigation Measures Mobile

CalEEMod Version: CalEEMod.2020.4.0 Date: 11/23/2022 10:12 AMPage 18 of 25

6th and Del Rosa Warehouse - San Bernardino-South Coast County, Winter

EMFAC Off-Model Adjustment Factors for Gasoline Light Duty Vehicle to Account for the SAFE Vehicle Rule Not Applied

I 
I 
I 

■I I I I I I I I I I I I I I I I - - - - - - - - - - - .,--------,--------,--------,-------,--------,-------,--------,--------,-------"T"--------t - - - - - - -,--------,--------,--------,-------"T' -------
I 
I 
I 

■I I I I I I I I I I I I I I I I - - - - - - - - - - - .,--------,--------,--------,-------,--------,-------,--------,--------,-------"T"--------t - - - - - - -,--------,--------,--------,-------"T' -------
I 
I 
I 
I 



ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Mitigated 0.1675 3.7995 2.6194 0.0245 1.4474 0.0405 1.4879 0.3943 0.0386 0.4329 2,603.474
4

2,603.474
4

0.0812 0.3091 2,697.606
3

Unmitigated 0.1675 3.7995 2.6194 0.0245 1.4474 0.0405 1.4879 0.3943 0.0386 0.4329 2,603.474
4

2,603.474
4

0.0812 0.3091 2,697.606
3

4.2 Trip Summary Information

4.3 Trip Type Information

Average Daily Trip Rate Unmitigated Mitigated

Land Use Weekday Saturday Sunday Annual VMT Annual VMT

City Park 0.00 0.00 0.00

Other Asphalt Surfaces 0.00 0.00 0.00

Parking Lot 0.00 0.00 0.00

Unrefrigerated Warehouse-No Rail 22.99 22.99 22.99 312,192 312,192

Unrefrigerated Warehouse-Rail 58.92 58.92 58.92 332,034 332,034

Total 81.91 81.91 81.91 644,227 644,227

Miles Trip % Trip Purpose %

Land Use H-W or C-W H-S or C-C H-O or C-NW H-W or C-W H-S or C-C H-O or C-NW Primary Diverted Pass-by

City Park 16.60 8.40 6.90 33.00 48.00 19.00 66 28 6

Other Asphalt Surfaces 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Parking Lot 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Unrefrigerated Warehouse-No 
Rail

40.00 40.00 40.00 59.00 0.00 41.00 92 5 3

Unrefrigerated Warehouse-Rail 16.60 16.60 16.60 59.00 0.00 41.00 92 5 3

4.4 Fleet Mix
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Land Use LDA LDT1 LDT2 MDV LHD1 LHD2 MHD HHD OBUS UBUS MCY SBUS MH

City Park 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Other Asphalt Surfaces 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Parking Lot 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Unrefrigerated Warehouse-No 
Rail

0.000000 0.000000 0.000000 0.000000 0.219000 0.059000 0.097000 0.625000 0.000000 0.000000 0.000000 0.000000 0.000000

Unrefrigerated Warehouse-Rail 0.703000 0.073000 0.224000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000

5.0 Energy Detail

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

NaturalGas 
Mitigated

2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

NaturalGas 
Unmitigated

2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

5.1 Mitigation Measures Energy

Historical Energy Use: N
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5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr lb/day lb/day

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

131.889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Unrefrigerated 
Warehouse-Rail

131.889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Total 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9600e-
003

1.9600e-
003

1.9600e-
003

1.9600e-
003

31.0327 31.0327 6.0000e-
004

5.6000e-
004

31.2171

Unmitigated
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6.1 Mitigation Measures Area

6.0 Area Detail

5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr lb/day lb/day

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

0.131889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Unrefrigerated 
Warehouse-Rail

0.131889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Total 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9600e-
003

1.9600e-
003

1.9600e-
003

1.9600e-
003

31.0327 31.0327 6.0000e-
004

5.6000e-
004

31.2171

Mitigated
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Mitigated 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Unmitigated 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory lb/day lb/day

Architectural 
Coating

0.1257 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.9687 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.1300e-
003

1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Total 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Unmitigated
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7.1 Mitigation Measures Water

7.0 Water Detail

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory lb/day lb/day

Architectural 
Coating

0.1257 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.9687 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.1300e-
003

1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Total 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Mitigated

8.1 Mitigation Measures Waste

8.0 Waste Detail

9.0 Operational Offroad

Equipment Type Number Hours/Day Days/Year Horse Power Load Factor Fuel Type

Forklifts 6 24.00 260 89 0.20 Diesel
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11.0 Vegetation

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Equipment Type lb/day lb/day

Forklifts 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

Total 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

UnMitigated/Mitigated

10.0 Stationary Equipment

Fire Pumps and Emergency Generators

Equipment Type Number Hours/Day Hours/Year Horse Power Load Factor Fuel Type

Boilers

Equipment Type Number Heat Input/Day Heat Input/Year Boiler Rating Fuel Type

User Defined Equipment

Equipment Type Number
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LST CalEEMod Output



6th and Del Rosa Warehouse
San Bernardino-South Coast County, Annual

Project Characteristics - 

Land Use - Applicant provided information

Construction Phase - Assume approximately 10 months for total construction. 

Trips and VMT - Values rounded up to even values to account for arrival and departure trips.  LST analysis assumes 1,000 feet of onsite vehicle operation.

Off-road Equipment - Default

Off-road Equipment - Default

Off-road Equipment - Default

1.1 Land Usage

Land Uses Size Metric Lot Acreage Floor Surface Area Population

Unrefrigerated Warehouse-No Rail 23.95 1000sqft 0.55 23,950.00 0

Unrefrigerated Warehouse-Rail 23.95 1000sqft 0.55 23,950.00 0

Other Asphalt Surfaces 0.57 Acre 0.57 24,829.20 0

Parking Lot 71.00 Space 0.64 28,400.00 0

City Park 0.62 Acre 0.62 27,005.89 0

1.2 Other Project Characteristics

Urbanization

Climate Zone

Urban

10

Wind Speed (m/s) Precipitation Freq (Days)2.2 32

1.3 User Entered Comments & Non-Default Data

1.0 Project Characteristics

Utility Company Southern California Edison

2024Operational Year

CO2 Intensity 
(lb/MWhr)

390.98 0.033CH4 Intensity 
(lb/MWhr)

0.004N2O Intensity 
(lb/MWhr)
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Off-road Equipment - Default

Off-road Equipment - Default

Grading - Materials balanced onsite

Vehicle Trips - Per traffic analysis. Warehouse split into no-rail and rail to model trucks and cars separately. No-rail represents truck trips and rail represents 
passenger vehicles.

Fleet Mix - Modeled trucks and passenger vehicles sperately as land use subtypes.

Operational Off-Road Equipment - Per applicant provided information.

Construction Off-road Equipment Mitigation - 

Table Name Column Name Default Value New Value

tblConstructionPhase NumDays 220.00 197.00

tblFleetMix HHD 0.02 0.63

tblFleetMix HHD 0.02 0.00

tblFleetMix LDA 0.54 0.00

tblFleetMix LDA 0.54 0.70

tblFleetMix LDT1 0.06 0.00

tblFleetMix LDT1 0.06 0.07

tblFleetMix LDT2 0.17 0.00

tblFleetMix LDT2 0.17 0.22

tblFleetMix LHD1 0.03 0.22

tblFleetMix LHD1 0.03 0.00

tblFleetMix LHD2 7.1040e-003 0.06

tblFleetMix LHD2 7.1040e-003 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MHD 0.01 0.10
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tblFleetMix MHD 0.01 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00

tblLandUse LandUseSquareFeet 27,007.20 27,005.89

tblOperationalOffRoadEquipment OperHoursPerDay 8.00 24.00

tblOperationalOffRoadEquipment OperOffRoadEquipmentNumber 0.00 6.00

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 21.00 22.00

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripNumber 15.00 16.00
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2.0 Emissions Summary

tblTripsAndVMT WorkerTripNumber 11.00 12.00

tblVehicleTrips CC_TL 8.40 40.00

tblVehicleTrips CC_TL 8.40 16.60

tblVehicleTrips CNW_TL 6.90 40.00

tblVehicleTrips CNW_TL 6.90 16.60

tblVehicleTrips CW_TL 16.60 40.00

tblVehicleTrips ST_TR 1.96 0.00

tblVehicleTrips ST_TR 1.74 0.96

tblVehicleTrips ST_TR 1.74 2.46

tblVehicleTrips SU_TR 2.19 0.00

tblVehicleTrips SU_TR 1.74 0.96

tblVehicleTrips SU_TR 1.74 2.46

tblVehicleTrips WD_TR 0.78 0.00

tblVehicleTrips WD_TR 1.74 0.96

tblVehicleTrips WD_TR 1.74 2.46
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2.1 Overall Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year tons/yr MT/yr

2023 0.4202 1.4894 1.5635 2.7300e-
003

0.0249 0.0657 0.0906 0.0109 0.0628 0.0736 0.0000 228.5461 228.5461 0.0448 1.0600e-
003

229.9829

Maximum 0.4202 1.4894 1.5635 2.7300e-
003

0.0249 0.0657 0.0906 0.0109 0.0628 0.0736 0.0000 228.5461 228.5461 0.0448 1.0600e-
003

229.9829

Unmitigated Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year tons/yr MT/yr

2023 0.4202 1.4894 1.5635 2.7300e-
003

0.0119 0.0657 0.0776 5.1000e-
003

0.0628 0.0679 0.0000 228.5459 228.5459 0.0448 1.0600e-
003

229.9826

Maximum 0.4202 1.4894 1.5635 2.7300e-
003

0.0119 0.0657 0.0776 5.1000e-
003

0.0628 0.0679 0.0000 228.5459 228.5459 0.0448 1.0600e-
003

229.9826

Mitigated Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00 52.21 0.00 14.36 53.17 0.00 7.86 0.00 0.00 0.00 0.00 0.00 0.00
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Quarter Start Date End Date Maximum Unmitigated ROG + NOX (tons/quarter) Maximum Mitigated ROG + NOX (tons/quarter)

1 1-1-2023 3-31-2023 0.5070 0.5070

2 4-1-2023 6-30-2023 0.5125 0.5125

3 7-1-2023 9-30-2023 0.5181 0.5181

Highest 0.5181 0.5181

2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Area 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Energy 5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 26.6087 26.6087 1.9100e-
003

3.1000e-
004

26.7500

Mobile 0.0305 0.6983 0.4887 4.4700e-
003

0.2588 7.3500e-
003

0.2661 0.0706 7.0100e-
003

0.0776 0.0000 430.9848 430.9848 0.0134 0.0510 446.5274

Offroad 0.2215 2.0778 2.6793 3.5900e-
003

0.1200 0.1200 0.1104 0.1104 0.0000 315.8125 315.8125 0.1021 0.0000 318.3660

Waste 0.0000 0.0000 0.0000 0.0000 9.1488 0.0000 9.1488 0.5407 0.0000 22.6658

Water 0.0000 0.0000 0.0000 0.0000 3.5142 27.0344 30.5486 0.3632 8.8000e-
003

42.2513

Total 0.4524 2.7808 3.1735 8.0900e-
003

0.2588 0.1277 0.3865 0.0706 0.1178 0.1884 12.6630 800.4434 813.1064 1.0214 0.0601 856.5636

Unmitigated Operational
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2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Area 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Energy 5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 26.6087 26.6087 1.9100e-
003

3.1000e-
004

26.7500

Mobile 0.0305 0.6983 0.4887 4.4700e-
003

0.2588 7.3500e-
003

0.2661 0.0706 7.0100e-
003

0.0776 0.0000 430.9848 430.9848 0.0134 0.0510 446.5274

Offroad 0.2215 2.0778 2.6793 3.5900e-
003

0.1200 0.1200 0.1104 0.1104 0.0000 315.8125 315.8125 0.1021 0.0000 318.3660

Waste 0.0000 0.0000 0.0000 0.0000 9.1488 0.0000 9.1488 0.5407 0.0000 22.6658

Water 0.0000 0.0000 0.0000 0.0000 3.5142 27.0344 30.5486 0.3632 8.8000e-
003

42.2513

Total 0.4524 2.7808 3.1735 8.0900e-
003

0.2588 0.1277 0.3865 0.0706 0.1178 0.1884 12.6630 800.4434 813.1064 1.0214 0.0601 856.5636

Mitigated Operational

3.0 Construction Detail

Construction Phase

Phase 
Number

Phase Name Phase Type Start Date End Date Num Days 
Week

Num Days Phase Description

1 Site Preparation Site Preparation 1/1/2023 1/4/2023 5 3

2 Grading Grading 1/5/2023 1/12/2023 5 6

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00
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3 Building Construction Building Construction 1/13/2023 10/16/2023 5 197

4 Paving Paving 10/17/2023 10/30/2023 5 10

5 Architectural Coating Architectural Coating 11/1/2023 11/14/2023 5 10

OffRoad Equipment

Phase Name Offroad Equipment Type Amount Usage Hours Horse Power Load Factor

Site Preparation Graders 1 8.00 187 0.41

Site Preparation Scrapers 1 8.00 367 0.48

Site Preparation Tractors/Loaders/Backhoes 1 7.00 97 0.37

Grading Graders 1 8.00 187 0.41

Grading Rubber Tired Dozers 1 8.00 247 0.40

Grading Tractors/Loaders/Backhoes 2 7.00 97 0.37

Building Construction Cranes 1 8.00 231 0.29

Building Construction Forklifts 2 7.00 89 0.20

Building Construction Generator Sets 1 8.00 84 0.74

Building Construction Tractors/Loaders/Backhoes 1 6.00 97 0.37

Building Construction Welders 3 8.00 46 0.45

Paving Cement and Mortar Mixers 1 8.00 9 0.56

Paving Pavers 1 8.00 130 0.42

Paving Paving Equipment 1 8.00 132 0.36

Paving Rollers 2 8.00 80 0.38

Paving Tractors/Loaders/Backhoes 1 8.00 97 0.37

Architectural Coating Air Compressors 1 6.00 78 0.48

Residential Indoor: 0; Residential Outdoor: 0; Non-Residential Indoor: 71,850; Non-Residential Outdoor: 23,950; Striped Parking Area: 3,194 
(Architectural Coating – sqft)

Acres of Grading (Site Preparation Phase): 4.5

Acres of Grading (Grading Phase): 6

Acres of Paving: 1.21
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 2.3900e-
003

0.0000 2.3900e-
003

2.6000e-
004

0.0000 2.6000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 1.9500e-
003

0.0214 0.0147 4.0000e-
005

8.1000e-
004

8.1000e-
004

7.5000e-
004

7.5000e-
004

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Total 1.9500e-
003

0.0214 0.0147 4.0000e-
005

2.3900e-
003

8.1000e-
004

3.2000e-
003

2.6000e-
004

7.5000e-
004

1.0100e-
003

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Unmitigated Construction On-Site

3.1 Mitigation Measures Construction

Water Exposed Area

Trips and VMT

Phase Name Offroad Equipment 
Count

Worker Trip 
Number

Vendor Trip 
Number

Hauling Trip 
Number

Worker Trip 
Length

Vendor Trip 
Length

Hauling Trip 
Length

Worker Vehicle 
Class

Vendor 
Vehicle Class

Hauling 
Vehicle Class

Site Preparation 3 8.00 4.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Grading 4 10.00 4.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Building Construction 8 54.00 22.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Paving 6 16.00 0.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Architectural Coating 1 12.00 0.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 8.0000e-
005

7.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0130 0.0130 0.0000 0.0000 0.0136

Worker 2.0000e-
005

1.0000e-
005

7.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 3.3800e-
003

3.3800e-
003

0.0000 0.0000 3.6200e-
003

Total 2.0000e-
005

9.0000e-
005

1.4000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0163 0.0163 0.0000 0.0000 0.0172

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 1.0700e-
003

0.0000 1.0700e-
003

1.2000e-
004

0.0000 1.2000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 1.9500e-
003

0.0214 0.0147 4.0000e-
005

8.1000e-
004

8.1000e-
004

7.5000e-
004

7.5000e-
004

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Total 1.9500e-
003

0.0214 0.0147 4.0000e-
005

1.0700e-
003

8.1000e-
004

1.8800e-
003

1.2000e-
004

7.5000e-
004

8.7000e-
004

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Mitigated Construction On-Site
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 8.0000e-
005

7.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0130 0.0130 0.0000 0.0000 0.0136

Worker 2.0000e-
005

1.0000e-
005

7.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 3.3800e-
003

3.3800e-
003

0.0000 0.0000 3.6200e-
003

Total 2.0000e-
005

9.0000e-
005

1.4000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0163 0.0163 0.0000 0.0000 0.0172

Mitigated Construction Off-Site

3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 0.0213 0.0000 0.0213 0.0103 0.0000 0.0103 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 4.0000e-
003

0.0434 0.0261 6.0000e-
005

1.8100e-
003

1.8100e-
003

1.6700e-
003

1.6700e-
003

0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Total 4.0000e-
003

0.0434 0.0261 6.0000e-
005

0.0213 1.8100e-
003

0.0231 0.0103 1.6700e-
003

0.0119 0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Unmitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.0000e-
005

1.6000e-
004

1.3000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0259 0.0259 0.0000 0.0000 0.0271

Worker 4.0000e-
005

2.0000e-
005

1.7000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 8.4400e-
003

8.4400e-
003

0.0000 0.0000 9.0600e-
003

Total 5.0000e-
005

1.8000e-
004

3.0000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0343 0.0343 0.0000 0.0000 0.0362

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 9.5600e-
003

0.0000 9.5600e-
003

4.6200e-
003

0.0000 4.6200e-
003

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 4.0000e-
003

0.0434 0.0261 6.0000e-
005

1.8100e-
003

1.8100e-
003

1.6700e-
003

1.6700e-
003

0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Total 4.0000e-
003

0.0434 0.0261 6.0000e-
005

9.5600e-
003

1.8100e-
003

0.0114 4.6200e-
003

1.6700e-
003

6.2900e-
003

0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Mitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.0000e-
005

1.6000e-
004

1.3000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0259 0.0259 0.0000 0.0000 0.0271

Worker 4.0000e-
005

2.0000e-
005

1.7000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 8.4400e-
003

8.4400e-
003

0.0000 0.0000 9.0600e-
003

Total 5.0000e-
005

1.8000e-
004

3.0000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0343 0.0343 0.0000 0.0000 0.0362

Mitigated Construction Off-Site

3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 0.1688 1.3420 1.4001 2.4700e-
003

0.0604 0.0604 0.0579 0.0579 0.0000 204.5865 204.5865 0.0387 0.0000 205.5538

Total 0.1688 1.3420 1.4001 2.4700e-
003

0.0604 0.0604 0.0579 0.0579 0.0000 204.5865 204.5865 0.0387 0.0000 205.5538

Unmitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.6200e-
003

0.0298 0.0241 5.0000e-
005

4.3000e-
004

3.0000e-
005

4.6000e-
004

1.3000e-
004

3.0000e-
005

1.6000e-
004

0.0000 4.6776 4.6776 1.3000e-
004

7.3000e-
004

4.8987

Worker 7.2100e-
003

2.8800e-
003

0.0298 2.0000e-
005

8.1000e-
004

3.0000e-
005

8.3000e-
004

2.2000e-
004

3.0000e-
005

2.5000e-
004

0.0000 1.4961 1.4961 6.5000e-
004

3.1000e-
004

1.6055

Total 8.8300e-
003

0.0327 0.0539 7.0000e-
005

1.2400e-
003

6.0000e-
005

1.2900e-
003

3.5000e-
004

6.0000e-
005

4.1000e-
004

0.0000 6.1737 6.1737 7.8000e-
004

1.0400e-
003

6.5042

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 0.1688 1.3420 1.4001 2.4700e-
003

0.0604 0.0604 0.0579 0.0579 0.0000 204.5863 204.5863 0.0387 0.0000 205.5535

Total 0.1688 1.3420 1.4001 2.4700e-
003

0.0604 0.0604 0.0579 0.0579 0.0000 204.5863 204.5863 0.0387 0.0000 205.5535

Mitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.6200e-
003

0.0298 0.0241 5.0000e-
005

4.3000e-
004

3.0000e-
005

4.6000e-
004

1.3000e-
004

3.0000e-
005

1.6000e-
004

0.0000 4.6776 4.6776 1.3000e-
004

7.3000e-
004

4.8987

Worker 7.2100e-
003

2.8800e-
003

0.0298 2.0000e-
005

8.1000e-
004

3.0000e-
005

8.3000e-
004

2.2000e-
004

3.0000e-
005

2.5000e-
004

0.0000 1.4961 1.4961 6.5000e-
004

3.1000e-
004

1.6055

Total 8.8300e-
003

0.0327 0.0539 7.0000e-
005

1.2400e-
003

6.0000e-
005

1.2900e-
003

3.5000e-
004

6.0000e-
005

4.1000e-
004

0.0000 6.1737 6.1737 7.8000e-
004

1.0400e-
003

6.5042

Mitigated Construction Off-Site

3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 4.4000e-
003

0.0431 0.0584 9.0000e-
005

2.1700e-
003

2.1700e-
003

2.0000e-
003

2.0000e-
003

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8179

Paving 1.5900e-
003

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 5.9900e-
003

0.0431 0.0584 9.0000e-
005

2.1700e-
003

2.1700e-
003

2.0000e-
003

2.0000e-
003

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8179

Unmitigated Construction On-Site
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3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 1.1000e-
004

4.0000e-
005

4.5000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0225 0.0225 1.0000e-
005

0.0000 0.0242

Total 1.1000e-
004

4.0000e-
005

4.5000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0225 0.0225 1.0000e-
005

0.0000 0.0242

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 4.4000e-
003

0.0431 0.0584 9.0000e-
005

2.1700e-
003

2.1700e-
003

2.0000e-
003

2.0000e-
003

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8178

Paving 1.5900e-
003

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 5.9900e-
003

0.0431 0.0584 9.0000e-
005

2.1700e-
003

2.1700e-
003

2.0000e-
003

2.0000e-
003

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8178

Mitigated Construction On-Site
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3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 1.1000e-
004

4.0000e-
005

4.5000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0225 0.0225 1.0000e-
005

0.0000 0.0242

Total 1.1000e-
004

4.0000e-
005

4.5000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0225 0.0225 1.0000e-
005

0.0000 0.0242

Mitigated Construction Off-Site

3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Archit. Coating 0.2294 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 9.6000e-
004

6.5100e-
003

9.0600e-
003

1.0000e-
005

3.5000e-
004

3.5000e-
004

3.5000e-
004

3.5000e-
004

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Total 0.2304 6.5100e-
003

9.0600e-
003

1.0000e-
005

3.5000e-
004

3.5000e-
004

3.5000e-
004

3.5000e-
004

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Unmitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 8.0000e-
005

3.0000e-
005

3.4000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0169 0.0169 1.0000e-
005

0.0000 0.0181

Total 8.0000e-
005

3.0000e-
005

3.4000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0169 0.0169 1.0000e-
005

0.0000 0.0181

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Archit. Coating 0.2294 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 9.6000e-
004

6.5100e-
003

9.0600e-
003

1.0000e-
005

3.5000e-
004

3.5000e-
004

3.5000e-
004

3.5000e-
004

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Total 0.2304 6.5100e-
003

9.0600e-
003

1.0000e-
005

3.5000e-
004

3.5000e-
004

3.5000e-
004

3.5000e-
004

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Mitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 8.0000e-
005

3.0000e-
005

3.4000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0169 0.0169 1.0000e-
005

0.0000 0.0181

Total 8.0000e-
005

3.0000e-
005

3.4000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0169 0.0169 1.0000e-
005

0.0000 0.0181

Mitigated Construction Off-Site

4.0 Operational Detail - Mobile

4.1 Mitigation Measures Mobile
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Mitigated 0.0305 0.6983 0.4887 4.4700e-
003

0.2588 7.3500e-
003

0.2661 0.0706 7.0100e-
003

0.0776 0.0000 430.9848 430.9848 0.0134 0.0510 446.5274

Unmitigated 0.0305 0.6983 0.4887 4.4700e-
003

0.2588 7.3500e-
003

0.2661 0.0706 7.0100e-
003

0.0776 0.0000 430.9848 430.9848 0.0134 0.0510 446.5274

4.2 Trip Summary Information

4.3 Trip Type Information

Average Daily Trip Rate Unmitigated Mitigated

Land Use Weekday Saturday Sunday Annual VMT Annual VMT

City Park 0.00 0.00 0.00

Other Asphalt Surfaces 0.00 0.00 0.00

Parking Lot 0.00 0.00 0.00

Unrefrigerated Warehouse-No Rail 22.99 22.99 22.99 312,192 312,192

Unrefrigerated Warehouse-Rail 58.92 58.92 58.92 332,034 332,034

Total 81.91 81.91 81.91 644,227 644,227

Miles Trip % Trip Purpose %

Land Use H-W or C-W H-S or C-C H-O or C-NW H-W or C-W H-S or C-C H-O or C-NW Primary Diverted Pass-by

City Park 16.60 8.40 6.90 33.00 48.00 19.00 66 28 6

Other Asphalt Surfaces 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Parking Lot 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Unrefrigerated Warehouse-No 
Rail

40.00 40.00 40.00 59.00 0.00 41.00 92 5 3

Unrefrigerated Warehouse-Rail 16.60 16.60 16.60 59.00 0.00 41.00 92 5 3

4.4 Fleet Mix
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Land Use LDA LDT1 LDT2 MDV LHD1 LHD2 MHD HHD OBUS UBUS MCY SBUS MH

City Park 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Other Asphalt Surfaces 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Parking Lot 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Unrefrigerated Warehouse-No 
Rail

0.000000 0.000000 0.000000 0.000000 0.219000 0.059000 0.097000 0.625000 0.000000 0.000000 0.000000 0.000000 0.000000

Unrefrigerated Warehouse-Rail 0.703000 0.073000 0.224000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000

5.0 Energy Detail

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Electricity 
Mitigated

0.0000 0.0000 0.0000 0.0000 0.0000 21.4709 21.4709 1.8100e-
003

2.2000e-
004

21.5816

Electricity 
Unmitigated

0.0000 0.0000 0.0000 0.0000 0.0000 21.4709 21.4709 1.8100e-
003

2.2000e-
004

21.5816

NaturalGas 
Mitigated

5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 5.1378 5.1378 1.0000e-
004

9.0000e-
005

5.1684

NaturalGas 
Unmitigated

5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 5.1378 5.1378 1.0000e-
004

9.0000e-
005

5.1684

5.1 Mitigation Measures Energy

Historical Energy Use: N
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5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr tons/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Unrefrigerated 
Warehouse-Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Total 5.2000e-
004

4.7200e-
003

3.9600e-
003

2.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 5.1378 5.1378 1.0000e-
004

1.0000e-
004

5.1683

Unmitigated
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5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr tons/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Unrefrigerated 
Warehouse-Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Total 5.2000e-
004

4.7200e-
003

3.9600e-
003

2.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 5.1378 5.1378 1.0000e-
004

1.0000e-
004

5.1683

Mitigated
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5.3 Energy by Land Use - Electricity

Electricity 
Use

Total CO2 CH4 N2O CO2e

Land Use kWh/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 9940 1.7628 1.5000e-
004

2.0000e-
005

1.7719

Unrefrigerated 
Warehouse-No 

Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Unrefrigerated 
Warehouse-Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Total 21.4709 1.8100e-
003

2.2000e-
004

21.5816

Unmitigated
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6.1 Mitigation Measures Area

6.0 Area Detail

5.3 Energy by Land Use - Electricity

Electricity 
Use

Total CO2 CH4 N2O CO2e

Land Use kWh/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 9940 1.7628 1.5000e-
004

2.0000e-
005

1.7719

Unrefrigerated 
Warehouse-No 

Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Unrefrigerated 
Warehouse-Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Total 21.4709 1.8100e-
003

2.2000e-
004

21.5816

Mitigated
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Mitigated 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Unmitigated 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory tons/yr MT/yr

Architectural 
Coating

0.0229 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.1768 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.4000e-
004

1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Total 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Unmitigated
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7.1 Mitigation Measures Water

7.0 Water Detail

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory tons/yr MT/yr

Architectural 
Coating

0.0229 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.1768 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.4000e-
004

1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Total 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Mitigated
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Total CO2 CH4 N2O CO2e

Category MT/yr

Mitigated 30.5486 0.3632 8.8000e-
003

42.2513

Unmitigated 30.5486 0.3632 8.8000e-
003

42.2513

7.2 Water by Land Use

Indoor/Out
door Use

Total CO2 CH4 N2O CO2e

Land Use Mgal MT/yr

City Park 0 / 
0.738718

1.4555 1.2000e-
004

1.0000e-
005

1.4630

Other Asphalt 
Surfaces

0 / 0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 / 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Unrefrigerated 
Warehouse-Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Total 30.5486 0.3632 8.7900e-
003

42.2513

Unmitigated
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7.2 Water by Land Use

Indoor/Out
door Use

Total CO2 CH4 N2O CO2e

Land Use Mgal MT/yr

City Park 0 / 
0.738718

1.4555 1.2000e-
004

1.0000e-
005

1.4630

Other Asphalt 
Surfaces

0 / 0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 / 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Unrefrigerated 
Warehouse-Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Total 30.5486 0.3632 8.7900e-
003

42.2513

Mitigated

8.1 Mitigation Measures Waste

8.0 Waste Detail
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Total CO2 CH4 N2O CO2e

MT/yr

 Mitigated 9.1488 0.5407 0.0000 22.6658

 Unmitigated 9.1488 0.5407 0.0000 22.6658

Category/Year

8.2 Waste by Land Use

Waste 
Disposed

Total CO2 CH4 N2O CO2e

Land Use tons MT/yr

City Park 0.05 0.0102 6.0000e-
004

0.0000 0.0252

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

22.51 4.5693 0.2700 0.0000 11.3203

Unrefrigerated 
Warehouse-Rail

22.51 4.5693 0.2700 0.0000 11.3203

Total 9.1488 0.5407 0.0000 22.6658

Unmitigated
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8.2 Waste by Land Use

Waste 
Disposed

Total CO2 CH4 N2O CO2e

Land Use tons MT/yr

City Park 0.05 0.0102 6.0000e-
004

0.0000 0.0252

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

22.51 4.5693 0.2700 0.0000 11.3203

Unrefrigerated 
Warehouse-Rail

22.51 4.5693 0.2700 0.0000 11.3203

Total 9.1488 0.5407 0.0000 22.6658

Mitigated

9.0 Operational Offroad

Equipment Type Number Hours/Day Days/Year Horse Power Load Factor Fuel Type

Forklifts 6 24.00 260 89 0.20 Diesel
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11.0 Vegetation

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Equipment Type tons/yr MT/yr

Forklifts 0.2215 2.0778 2.6793 3.5900e-
003

0.1200 0.1200 0.1104 0.1104 0.0000 315.8125 315.8125 0.1021 0.0000 318.3660

Total 0.2215 2.0778 2.6793 3.5900e-
003

0.1200 0.1200 0.1104 0.1104 0.0000 315.8125 315.8125 0.1021 0.0000 318.3660

UnMitigated/Mitigated

10.0 Stationary Equipment

Fire Pumps and Emergency Generators

Equipment Type Number Hours/Day Hours/Year Horse Power Load Factor Fuel Type

Boilers

Equipment Type Number Heat Input/Day Heat Input/Year Boiler Rating Fuel Type

User Defined Equipment

Equipment Type Number
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6th and Del Rosa Warehouse
San Bernardino-South Coast County, Summer

Project Characteristics - 

Land Use - Applicant provided information

Construction Phase - Assume approximately 10 months for total construction. 

Trips and VMT - Values rounded up to even values to account for arrival and departure trips.  LST analysis assumes 1,000 feet of onsite vehicle operation.

Off-road Equipment - Default

Off-road Equipment - Default

Off-road Equipment - Default

1.1 Land Usage

Land Uses Size Metric Lot Acreage Floor Surface Area Population

Unrefrigerated Warehouse-No Rail 23.95 1000sqft 0.55 23,950.00 0

Unrefrigerated Warehouse-Rail 23.95 1000sqft 0.55 23,950.00 0

Other Asphalt Surfaces 0.57 Acre 0.57 24,829.20 0

Parking Lot 71.00 Space 0.64 28,400.00 0

City Park 0.62 Acre 0.62 27,005.89 0

1.2 Other Project Characteristics

Urbanization

Climate Zone

Urban

10

Wind Speed (m/s) Precipitation Freq (Days)2.2 32

1.3 User Entered Comments & Non-Default Data

1.0 Project Characteristics

Utility Company Southern California Edison

2024Operational Year

CO2 Intensity 
(lb/MWhr)

390.98 0.033CH4 Intensity 
(lb/MWhr)

0.004N2O Intensity 
(lb/MWhr)
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Off-road Equipment - Default

Off-road Equipment - Default

Grading - Materials balanced onsite

Vehicle Trips - Per traffic analysis. Warehouse split into no-rail and rail to model trucks and cars separately. No-rail represents truck trips and rail represents 
passenger vehicles.

Fleet Mix - Modeled trucks and passenger vehicles sperately as land use subtypes.

Operational Off-Road Equipment - Per applicant provided information.

Construction Off-road Equipment Mitigation - 

Table Name Column Name Default Value New Value

tblConstructionPhase NumDays 220.00 197.00

tblFleetMix HHD 0.02 0.63

tblFleetMix HHD 0.02 0.00

tblFleetMix LDA 0.54 0.00

tblFleetMix LDA 0.54 0.70

tblFleetMix LDT1 0.06 0.00

tblFleetMix LDT1 0.06 0.07

tblFleetMix LDT2 0.17 0.00

tblFleetMix LDT2 0.17 0.22

tblFleetMix LHD1 0.03 0.22

tblFleetMix LHD1 0.03 0.00

tblFleetMix LHD2 7.1040e-003 0.06

tblFleetMix LHD2 7.1040e-003 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MHD 0.01 0.10
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tblFleetMix MHD 0.01 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00

tblLandUse LandUseSquareFeet 27,007.20 27,005.89

tblOperationalOffRoadEquipment OperHoursPerDay 8.00 24.00

tblOperationalOffRoadEquipment OperOffRoadEquipmentNumber 0.00 6.00

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 21.00 22.00

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripNumber 15.00 16.00
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2.0 Emissions Summary

tblTripsAndVMT WorkerTripNumber 11.00 12.00

tblVehicleTrips CC_TL 8.40 40.00

tblVehicleTrips CC_TL 8.40 16.60

tblVehicleTrips CNW_TL 6.90 40.00

tblVehicleTrips CNW_TL 6.90 16.60

tblVehicleTrips CW_TL 16.60 40.00

tblVehicleTrips ST_TR 1.96 0.00

tblVehicleTrips ST_TR 1.74 0.96

tblVehicleTrips ST_TR 1.74 2.46

tblVehicleTrips SU_TR 2.19 0.00

tblVehicleTrips SU_TR 1.74 0.96

tblVehicleTrips SU_TR 1.74 2.46

tblVehicleTrips WD_TR 0.78 0.00

tblVehicleTrips WD_TR 1.74 0.96

tblVehicleTrips WD_TR 1.74 2.46
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2.1 Overall Construction (Maximum Daily Emission)

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year lb/day lb/day

2023 46.0961 14.5258 14.7164 0.0257 7.0849 0.6142 7.6894 3.4254 0.5886 3.9815 0.0000 2,386.889
8

2,386.889
8

0.7693 0.0115 2,406.708
3

Maximum 46.0961 14.5258 14.7164 0.0257 7.0849 0.6142 7.6894 3.4254 0.5886 3.9815 0.0000 2,386.889
8

2,386.889
8

0.7693 0.0115 2,406.708
3

Unmitigated Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year lb/day lb/day

2023 46.0961 14.5258 14.7164 0.0257 3.1895 0.6142 3.7940 1.5418 0.5886 2.0979 0.0000 2,386.889
8

2,386.889
8

0.7693 0.0115 2,406.708
3

Maximum 46.0961 14.5258 14.7164 0.0257 3.1895 0.6142 3.7940 1.5418 0.5886 2.0979 0.0000 2,386.889
8

2,386.889
8

0.7693 0.0115 2,406.708
3

Mitigated Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00 54.98 0.00 50.66 54.99 0.00 47.31 0.00 0.00 0.00 0.00 0.00 0.00
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2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Area 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Energy 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

Mobile 0.1871 3.6177 2.9455 0.0251 1.4474 0.0404 1.4879 0.3943 0.0386 0.4329 2,658.390
5

2,658.390
5

0.0813 0.3082 2,752.273
1

Offroad 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

Total 2.9894 19.6266 23.5895 0.0529 1.4474 0.9655 2.4129 0.3943 0.8897 1.2841 0.0000 5,367.327
2

5,367.327
2

0.9480 0.3088 5,483.047
9

Unmitigated Operational
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2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Area 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Energy 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

Mobile 0.1871 3.6177 2.9455 0.0251 1.4474 0.0404 1.4879 0.3943 0.0386 0.4329 2,658.390
5

2,658.390
5

0.0813 0.3082 2,752.273
1

Offroad 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

Total 2.9894 19.6266 23.5895 0.0529 1.4474 0.9655 2.4129 0.3943 0.8897 1.2841 0.0000 5,367.327
2

5,367.327
2

0.9480 0.3088 5,483.047
9

Mitigated Operational

3.0 Construction Detail

Construction Phase

Phase 
Number

Phase Name Phase Type Start Date End Date Num Days 
Week

Num Days Phase Description

1 Site Preparation Site Preparation 1/1/2023 1/4/2023 5 3

2 Grading Grading 1/5/2023 1/12/2023 5 6

3 Building Construction Building Construction 1/13/2023 10/16/2023 5 197

4 Paving Paving 10/17/2023 10/30/2023 5 10

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00
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5 Architectural Coating Architectural Coating 11/1/2023 11/14/2023 5 10

OffRoad Equipment

Phase Name Offroad Equipment Type Amount Usage Hours Horse Power Load Factor

Site Preparation Graders 1 8.00 187 0.41

Site Preparation Scrapers 1 8.00 367 0.48

Site Preparation Tractors/Loaders/Backhoes 1 7.00 97 0.37

Grading Graders 1 8.00 187 0.41

Grading Rubber Tired Dozers 1 8.00 247 0.40

Grading Tractors/Loaders/Backhoes 2 7.00 97 0.37

Building Construction Cranes 1 8.00 231 0.29

Building Construction Forklifts 2 7.00 89 0.20

Building Construction Generator Sets 1 8.00 84 0.74

Building Construction Tractors/Loaders/Backhoes 1 6.00 97 0.37

Building Construction Welders 3 8.00 46 0.45

Paving Cement and Mortar Mixers 1 8.00 9 0.56

Paving Pavers 1 8.00 130 0.42

Paving Paving Equipment 1 8.00 132 0.36

Paving Rollers 2 8.00 80 0.38

Paving Tractors/Loaders/Backhoes 1 8.00 97 0.37

Architectural Coating Air Compressors 1 6.00 78 0.48

Trips and VMT

Residential Indoor: 0; Residential Outdoor: 0; Non-Residential Indoor: 71,850; Non-Residential Outdoor: 23,950; Striped Parking Area: 3,194 
(Architectural Coating – sqft)

Acres of Grading (Site Preparation Phase): 4.5

Acres of Grading (Grading Phase): 6

Acres of Paving: 1.21
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 1.5908 0.0000 1.5908 0.1718 0.0000 0.1718 0.0000 0.0000

Off-Road 1.3027 14.2802 9.7820 0.0245 0.5419 0.5419 0.4985 0.4985 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Total 1.3027 14.2802 9.7820 0.0245 1.5908 0.5419 2.1326 0.1718 0.4985 0.6703 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Unmitigated Construction On-Site

3.1 Mitigation Measures Construction

Water Exposed Area

Phase Name Offroad Equipment 
Count

Worker Trip 
Number

Vendor Trip 
Number

Hauling Trip 
Number

Worker Trip 
Length

Vendor Trip 
Length

Hauling Trip 
Length

Worker Vehicle 
Class

Vendor 
Vehicle Class

Hauling 
Vehicle Class

Site Preparation 3 8.00 4.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Grading 4 10.00 4.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Building Construction 8 54.00 22.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Paving 6 16.00 0.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Architectural Coating 1 12.00 0.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 3.1500e-
003

0.0532 0.0435 9.0000e-
005

8.1000e-
004

6.0000e-
005

8.6000e-
004

2.4000e-
004

5.0000e-
005

3.0000e-
004

9.4391 9.4391 2.7000e-
004

1.4700e-
003

9.8850

Worker 0.0138 4.0200e-
003

0.0389 3.0000e-
005

1.2300e-
003

4.0000e-
005

1.2800e-
003

3.4000e-
004

4.0000e-
005

3.8000e-
004

2.5874 2.5874 9.2000e-
004

5.0000e-
004

2.7579

Total 0.0170 0.0572 0.0824 1.2000e-
004

2.0400e-
003

1.0000e-
004

2.1400e-
003

5.8000e-
004

9.0000e-
005

6.8000e-
004

12.0264 12.0264 1.1900e-
003

1.9700e-
003

12.6429

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 0.7158 0.0000 0.7158 0.0773 0.0000 0.0773 0.0000 0.0000

Off-Road 1.3027 14.2802 9.7820 0.0245 0.5419 0.5419 0.4985 0.4985 0.0000 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Total 1.3027 14.2802 9.7820 0.0245 0.7158 0.5419 1.2577 0.0773 0.4985 0.5758 0.0000 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Mitigated Construction On-Site
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 3.1500e-
003

0.0532 0.0435 9.0000e-
005

8.1000e-
004

6.0000e-
005

8.6000e-
004

2.4000e-
004

5.0000e-
005

3.0000e-
004

9.4391 9.4391 2.7000e-
004

1.4700e-
003

9.8850

Worker 0.0138 4.0200e-
003

0.0389 3.0000e-
005

1.2300e-
003

4.0000e-
005

1.2800e-
003

3.4000e-
004

4.0000e-
005

3.8000e-
004

2.5874 2.5874 9.2000e-
004

5.0000e-
004

2.7579

Total 0.0170 0.0572 0.0824 1.2000e-
004

2.0400e-
003

1.0000e-
004

2.1400e-
003

5.8000e-
004

9.0000e-
005

6.8000e-
004

12.0264 12.0264 1.1900e-
003

1.9700e-
003

12.6429

Mitigated Construction Off-Site

3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 7.0826 0.0000 7.0826 3.4247 0.0000 3.4247 0.0000 0.0000

Off-Road 1.3330 14.4676 8.7038 0.0206 0.6044 0.6044 0.5560 0.5560 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Total 1.3330 14.4676 8.7038 0.0206 7.0826 0.6044 7.6869 3.4247 0.5560 3.9807 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Unmitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 3.1500e-
003

0.0532 0.0435 9.0000e-
005

8.1000e-
004

6.0000e-
005

8.6000e-
004

2.4000e-
004

5.0000e-
005

3.0000e-
004

9.4391 9.4391 2.7000e-
004

1.4700e-
003

9.8850

Worker 0.0173 5.0200e-
003

0.0486 3.0000e-
005

1.5400e-
003

5.0000e-
005

1.6000e-
003

4.2000e-
004

5.0000e-
005

4.7000e-
004

3.2342 3.2342 1.1500e-
003

6.2000e-
004

3.4473

Total 0.0204 0.0582 0.0922 1.2000e-
004

2.3500e-
003

1.1000e-
004

2.4600e-
003

6.6000e-
004

1.0000e-
004

7.7000e-
004

12.6733 12.6733 1.4200e-
003

2.0900e-
003

13.3324

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 3.1872 0.0000 3.1872 1.5411 0.0000 1.5411 0.0000 0.0000

Off-Road 1.3330 14.4676 8.7038 0.0206 0.6044 0.6044 0.5560 0.5560 0.0000 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Total 1.3330 14.4676 8.7038 0.0206 3.1872 0.6044 3.7915 1.5411 0.5560 2.0971 0.0000 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Mitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 3.1500e-
003

0.0532 0.0435 9.0000e-
005

8.1000e-
004

6.0000e-
005

8.6000e-
004

2.4000e-
004

5.0000e-
005

3.0000e-
004

9.4391 9.4391 2.7000e-
004

1.4700e-
003

9.8850

Worker 0.0173 5.0200e-
003

0.0486 3.0000e-
005

1.5400e-
003

5.0000e-
005

1.6000e-
003

4.2000e-
004

5.0000e-
005

4.7000e-
004

3.2342 3.2342 1.1500e-
003

6.2000e-
004

3.4473

Total 0.0204 0.0582 0.0922 1.2000e-
004

2.3500e-
003

1.1000e-
004

2.4600e-
003

6.6000e-
004

1.0000e-
004

7.7000e-
004

12.6733 12.6733 1.4200e-
003

2.0900e-
003

13.3324

Mitigated Construction Off-Site

3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Total 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Unmitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0173 0.2926 0.2394 4.9000e-
004

4.4500e-
003

3.1000e-
004

4.7600e-
003

1.3400e-
003

3.0000e-
004

1.6400e-
003

51.9149 51.9149 1.4800e-
003

8.1100e-
003

54.3677

Worker 0.0933 0.0271 0.2625 1.7000e-
004

8.3300e-
003

2.9000e-
004

8.6200e-
003

2.2800e-
003

2.7000e-
004

2.5500e-
003

17.4646 17.4646 6.2100e-
003

3.3400e-
003

18.6156

Total 0.1106 0.3197 0.5020 6.6000e-
004

0.0128 6.0000e-
004

0.0134 3.6200e-
003

5.7000e-
004

4.1900e-
003

69.3795 69.3795 7.6900e-
003

0.0115 72.9834

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 0.0000 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Total 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 0.0000 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Mitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0173 0.2926 0.2394 4.9000e-
004

4.4500e-
003

3.1000e-
004

4.7600e-
003

1.3400e-
003

3.0000e-
004

1.6400e-
003

51.9149 51.9149 1.4800e-
003

8.1100e-
003

54.3677

Worker 0.0933 0.0271 0.2625 1.7000e-
004

8.3300e-
003

2.9000e-
004

8.6200e-
003

2.2800e-
003

2.7000e-
004

2.5500e-
003

17.4646 17.4646 6.2100e-
003

3.3400e-
003

18.6156

Total 0.1106 0.3197 0.5020 6.6000e-
004

0.0128 6.0000e-
004

0.0134 3.6200e-
003

5.7000e-
004

4.1900e-
003

69.3795 69.3795 7.6900e-
003

0.0115 72.9834

Mitigated Construction Off-Site

3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 0.8802 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Paving 0.3170 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 1.1972 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Unmitigated Construction On-Site
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3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0276 8.0400e-
003

0.0778 5.0000e-
005

2.4700e-
003

9.0000e-
005

2.5500e-
003

6.7000e-
004

8.0000e-
005

7.5000e-
004

5.1747 5.1747 1.8400e-
003

9.9000e-
004

5.5158

Total 0.0276 8.0400e-
003

0.0778 5.0000e-
005

2.4700e-
003

9.0000e-
005

2.5500e-
003

6.7000e-
004

8.0000e-
005

7.5000e-
004

5.1747 5.1747 1.8400e-
003

9.9000e-
004

5.5158

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 0.8802 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 0.0000 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Paving 0.3170 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 1.1972 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 0.0000 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Mitigated Construction On-Site
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3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0276 8.0400e-
003

0.0778 5.0000e-
005

2.4700e-
003

9.0000e-
005

2.5500e-
003

6.7000e-
004

8.0000e-
005

7.5000e-
004

5.1747 5.1747 1.8400e-
003

9.9000e-
004

5.5158

Total 0.0276 8.0400e-
003

0.0778 5.0000e-
005

2.4700e-
003

9.0000e-
005

2.5500e-
003

6.7000e-
004

8.0000e-
005

7.5000e-
004

5.1747 5.1747 1.8400e-
003

9.9000e-
004

5.5158

Mitigated Construction Off-Site

3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Archit. Coating 45.8837 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 0.1917 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 281.4481 281.4481 0.0168 281.8690

Total 46.0754 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 281.4481 281.4481 0.0168 281.8690

Unmitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0207 6.0300e-
003

0.0583 4.0000e-
005

1.8500e-
003

7.0000e-
005

1.9200e-
003

5.1000e-
004

6.0000e-
005

5.7000e-
004

3.8810 3.8810 1.3800e-
003

7.4000e-
004

4.1368

Total 0.0207 6.0300e-
003

0.0583 4.0000e-
005

1.8500e-
003

7.0000e-
005

1.9200e-
003

5.1000e-
004

6.0000e-
005

5.7000e-
004

3.8810 3.8810 1.3800e-
003

7.4000e-
004

4.1368

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Archit. Coating 45.8837 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 0.1917 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 0.0000 281.4481 281.4481 0.0168 281.8690

Total 46.0754 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 0.0000 281.4481 281.4481 0.0168 281.8690

Mitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0207 6.0300e-
003

0.0583 4.0000e-
005

1.8500e-
003

7.0000e-
005

1.9200e-
003

5.1000e-
004

6.0000e-
005

5.7000e-
004

3.8810 3.8810 1.3800e-
003

7.4000e-
004

4.1368

Total 0.0207 6.0300e-
003

0.0583 4.0000e-
005

1.8500e-
003

7.0000e-
005

1.9200e-
003

5.1000e-
004

6.0000e-
005

5.7000e-
004

3.8810 3.8810 1.3800e-
003

7.4000e-
004

4.1368

Mitigated Construction Off-Site

4.0 Operational Detail - Mobile

4.1 Mitigation Measures Mobile
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Mitigated 0.1871 3.6177 2.9455 0.0251 1.4474 0.0404 1.4879 0.3943 0.0386 0.4329 2,658.390
5

2,658.390
5

0.0813 0.3082 2,752.273
1

Unmitigated 0.1871 3.6177 2.9455 0.0251 1.4474 0.0404 1.4879 0.3943 0.0386 0.4329 2,658.390
5

2,658.390
5

0.0813 0.3082 2,752.273
1

4.2 Trip Summary Information

4.3 Trip Type Information

Average Daily Trip Rate Unmitigated Mitigated

Land Use Weekday Saturday Sunday Annual VMT Annual VMT

City Park 0.00 0.00 0.00

Other Asphalt Surfaces 0.00 0.00 0.00

Parking Lot 0.00 0.00 0.00

Unrefrigerated Warehouse-No Rail 22.99 22.99 22.99 312,192 312,192

Unrefrigerated Warehouse-Rail 58.92 58.92 58.92 332,034 332,034

Total 81.91 81.91 81.91 644,227 644,227

Miles Trip % Trip Purpose %

Land Use H-W or C-W H-S or C-C H-O or C-NW H-W or C-W H-S or C-C H-O or C-NW Primary Diverted Pass-by

City Park 16.60 8.40 6.90 33.00 48.00 19.00 66 28 6

Other Asphalt Surfaces 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Parking Lot 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Unrefrigerated Warehouse-No 
Rail

40.00 40.00 40.00 59.00 0.00 41.00 92 5 3

Unrefrigerated Warehouse-Rail 16.60 16.60 16.60 59.00 0.00 41.00 92 5 3

4.4 Fleet Mix
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Land Use LDA LDT1 LDT2 MDV LHD1 LHD2 MHD HHD OBUS UBUS MCY SBUS MH

City Park 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Other Asphalt Surfaces 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Parking Lot 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Unrefrigerated Warehouse-No 
Rail

0.000000 0.000000 0.000000 0.000000 0.219000 0.059000 0.097000 0.625000 0.000000 0.000000 0.000000 0.000000 0.000000

Unrefrigerated Warehouse-Rail 0.703000 0.073000 0.224000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000

5.0 Energy Detail

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

NaturalGas 
Mitigated

2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

NaturalGas 
Unmitigated

2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

5.1 Mitigation Measures Energy

Historical Energy Use: N
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5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr lb/day lb/day

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

131.889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Unrefrigerated 
Warehouse-Rail

131.889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Total 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9600e-
003

1.9600e-
003

1.9600e-
003

1.9600e-
003

31.0327 31.0327 6.0000e-
004

5.6000e-
004

31.2171

Unmitigated
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6.1 Mitigation Measures Area

6.0 Area Detail

5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr lb/day lb/day

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

0.131889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Unrefrigerated 
Warehouse-Rail

0.131889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Total 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9600e-
003

1.9600e-
003

1.9600e-
003

1.9600e-
003

31.0327 31.0327 6.0000e-
004

5.6000e-
004

31.2171

Mitigated
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Mitigated 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Unmitigated 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory lb/day lb/day

Architectural 
Coating

0.1257 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.9687 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.1300e-
003

1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Total 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Unmitigated
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7.1 Mitigation Measures Water

7.0 Water Detail

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory lb/day lb/day

Architectural 
Coating

0.1257 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.9687 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.1300e-
003

1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Total 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Mitigated

8.1 Mitigation Measures Waste

8.0 Waste Detail

9.0 Operational Offroad

Equipment Type Number Hours/Day Days/Year Horse Power Load Factor Fuel Type

Forklifts 6 24.00 260 89 0.20 Diesel
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11.0 Vegetation

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Equipment Type lb/day lb/day

Forklifts 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

Total 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

UnMitigated/Mitigated

10.0 Stationary Equipment

Fire Pumps and Emergency Generators

Equipment Type Number Hours/Day Hours/Year Horse Power Load Factor Fuel Type

Boilers

Equipment Type Number Heat Input/Day Heat Input/Year Boiler Rating Fuel Type

User Defined Equipment

Equipment Type Number

CalEEMod Version: CalEEMod.2020.4.0 Date: 11/23/2022 10:41 AMPage 26 of 26

6th and Del Rosa Warehouse - San Bernardino-South Coast County, Summer

EMFAC Off-Model Adjustment Factors for Gasoline Light Duty Vehicle to Account for the SAFE Vehicle Rule Not Applied

., I I I I I I I I I & ' I I I I ., I I I I I I I I I & ' I I I I ., I I I I I I I I I & ' I I I I ., I I I I I I I I I & ' I I I I 



6th and Del Rosa Warehouse
San Bernardino-South Coast County, Winter

Project Characteristics - 

Land Use - Applicant provided information

Construction Phase - Assume approximately 10 months for total construction. 

Trips and VMT - Values rounded up to even values to account for arrival and departure trips.  LST analysis assumes 1,000 feet of onsite vehicle operation.

Off-road Equipment - Default

Off-road Equipment - Default

Off-road Equipment - Default

1.1 Land Usage

Land Uses Size Metric Lot Acreage Floor Surface Area Population

Unrefrigerated Warehouse-No Rail 23.95 1000sqft 0.55 23,950.00 0

Unrefrigerated Warehouse-Rail 23.95 1000sqft 0.55 23,950.00 0

Other Asphalt Surfaces 0.57 Acre 0.57 24,829.20 0

Parking Lot 71.00 Space 0.64 28,400.00 0

City Park 0.62 Acre 0.62 27,005.89 0

1.2 Other Project Characteristics

Urbanization

Climate Zone

Urban

10

Wind Speed (m/s) Precipitation Freq (Days)2.2 32

1.3 User Entered Comments & Non-Default Data

1.0 Project Characteristics

Utility Company Southern California Edison

2024Operational Year

CO2 Intensity 
(lb/MWhr)

390.98 0.033CH4 Intensity 
(lb/MWhr)

0.004N2O Intensity 
(lb/MWhr)
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Off-road Equipment - Default

Off-road Equipment - Default

Grading - Materials balanced onsite

Vehicle Trips - Per traffic analysis. Warehouse split into no-rail and rail to model trucks and cars separately. No-rail represents truck trips and rail represents 
passenger vehicles.

Fleet Mix - Modeled trucks and passenger vehicles sperately as land use subtypes.

Operational Off-Road Equipment - Per applicant provided information.

Construction Off-road Equipment Mitigation - 

Table Name Column Name Default Value New Value

tblConstructionPhase NumDays 220.00 197.00

tblFleetMix HHD 0.02 0.63

tblFleetMix HHD 0.02 0.00

tblFleetMix LDA 0.54 0.00

tblFleetMix LDA 0.54 0.70

tblFleetMix LDT1 0.06 0.00

tblFleetMix LDT1 0.06 0.07

tblFleetMix LDT2 0.17 0.00

tblFleetMix LDT2 0.17 0.22

tblFleetMix LHD1 0.03 0.22

tblFleetMix LHD1 0.03 0.00

tblFleetMix LHD2 7.1040e-003 0.06

tblFleetMix LHD2 7.1040e-003 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MHD 0.01 0.10
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tblFleetMix MHD 0.01 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00

tblLandUse LandUseSquareFeet 27,007.20 27,005.89

tblOperationalOffRoadEquipment OperHoursPerDay 8.00 24.00

tblOperationalOffRoadEquipment OperOffRoadEquipmentNumber 0.00 6.00

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 21.00 22.00

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripNumber 15.00 16.00
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2.0 Emissions Summary

tblTripsAndVMT WorkerTripNumber 11.00 12.00

tblVehicleTrips CC_TL 8.40 40.00

tblVehicleTrips CC_TL 8.40 16.60

tblVehicleTrips CNW_TL 6.90 40.00

tblVehicleTrips CNW_TL 6.90 16.60

tblVehicleTrips CW_TL 16.60 40.00

tblVehicleTrips ST_TR 1.96 0.00

tblVehicleTrips ST_TR 1.74 0.96

tblVehicleTrips ST_TR 1.74 2.46

tblVehicleTrips SU_TR 2.19 0.00

tblVehicleTrips SU_TR 1.74 0.96

tblVehicleTrips SU_TR 1.74 2.46

tblVehicleTrips WD_TR 0.78 0.00

tblVehicleTrips WD_TR 1.74 0.96

tblVehicleTrips WD_TR 1.74 2.46
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2.1 Overall Construction (Maximum Daily Emission)

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year lb/day lb/day

2023 46.0920 14.5300 14.7613 0.0257 7.0849 0.6143 7.6894 3.4254 0.5886 3.9815 0.0000 2,386.939
6

2,386.939
6

0.7694 0.0118 2,406.776
8

Maximum 46.0920 14.5300 14.7613 0.0257 7.0849 0.6143 7.6894 3.4254 0.5886 3.9815 0.0000 2,386.939
6

2,386.939
6

0.7694 0.0118 2,406.776
8

Unmitigated Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year lb/day lb/day

2023 46.0920 14.5300 14.7613 0.0257 3.1895 0.6143 3.7940 1.5418 0.5886 2.0979 0.0000 2,386.939
6

2,386.939
6

0.7694 0.0118 2,406.776
8

Maximum 46.0920 14.5300 14.7613 0.0257 3.1895 0.6143 3.7940 1.5418 0.5886 2.0979 0.0000 2,386.939
6

2,386.939
6

0.7694 0.0118 2,406.776
8

Mitigated Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00 54.98 0.00 50.66 54.99 0.00 47.31 0.00 0.00 0.00 0.00 0.00 0.00
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2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Area 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Energy 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

Mobile 0.1675 3.7995 2.6194 0.0245 1.4474 0.0405 1.4879 0.3943 0.0386 0.4329 2,603.474
4

2,603.474
4

0.0812 0.3091 2,697.606
3

Offroad 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

Total 2.9699 19.8084 23.2633 0.0523 1.4474 0.9655 2.4129 0.3943 0.8898 1.2841 0.0000 5,312.411
1

5,312.411
1

0.9479 0.3096 5,428.381
1

Unmitigated Operational
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2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Area 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Energy 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

Mobile 0.1675 3.7995 2.6194 0.0245 1.4474 0.0405 1.4879 0.3943 0.0386 0.4329 2,603.474
4

2,603.474
4

0.0812 0.3091 2,697.606
3

Offroad 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

Total 2.9699 19.8084 23.2633 0.0523 1.4474 0.9655 2.4129 0.3943 0.8898 1.2841 0.0000 5,312.411
1

5,312.411
1

0.9479 0.3096 5,428.381
1

Mitigated Operational

3.0 Construction Detail

Construction Phase

Phase 
Number

Phase Name Phase Type Start Date End Date Num Days 
Week

Num Days Phase Description

1 Site Preparation Site Preparation 1/1/2023 1/4/2023 5 3

2 Grading Grading 1/5/2023 1/12/2023 5 6

3 Building Construction Building Construction 1/13/2023 10/16/2023 5 197

4 Paving Paving 10/17/2023 10/30/2023 5 10

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00
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5 Architectural Coating Architectural Coating 11/1/2023 11/14/2023 5 10

OffRoad Equipment

Phase Name Offroad Equipment Type Amount Usage Hours Horse Power Load Factor

Site Preparation Graders 1 8.00 187 0.41

Site Preparation Scrapers 1 8.00 367 0.48

Site Preparation Tractors/Loaders/Backhoes 1 7.00 97 0.37

Grading Graders 1 8.00 187 0.41

Grading Rubber Tired Dozers 1 8.00 247 0.40

Grading Tractors/Loaders/Backhoes 2 7.00 97 0.37

Building Construction Cranes 1 8.00 231 0.29

Building Construction Forklifts 2 7.00 89 0.20

Building Construction Generator Sets 1 8.00 84 0.74

Building Construction Tractors/Loaders/Backhoes 1 6.00 97 0.37

Building Construction Welders 3 8.00 46 0.45

Paving Cement and Mortar Mixers 1 8.00 9 0.56

Paving Pavers 1 8.00 130 0.42

Paving Paving Equipment 1 8.00 132 0.36

Paving Rollers 2 8.00 80 0.38

Paving Tractors/Loaders/Backhoes 1 8.00 97 0.37

Architectural Coating Air Compressors 1 6.00 78 0.48

Trips and VMT

Residential Indoor: 0; Residential Outdoor: 0; Non-Residential Indoor: 71,850; Non-Residential Outdoor: 23,950; Striped Parking Area: 3,194 
(Architectural Coating – sqft)

Acres of Grading (Site Preparation Phase): 4.5

Acres of Grading (Grading Phase): 6

Acres of Paving: 1.21
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 1.5908 0.0000 1.5908 0.1718 0.0000 0.1718 0.0000 0.0000

Off-Road 1.3027 14.2802 9.7820 0.0245 0.5419 0.5419 0.4985 0.4985 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Total 1.3027 14.2802 9.7820 0.0245 1.5908 0.5419 2.1326 0.1718 0.4985 0.6703 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Unmitigated Construction On-Site

3.1 Mitigation Measures Construction

Water Exposed Area

Phase Name Offroad Equipment 
Count

Worker Trip 
Number

Vendor Trip 
Number

Hauling Trip 
Number

Worker Trip 
Length

Vendor Trip 
Length

Hauling Trip 
Length

Worker Vehicle 
Class

Vendor 
Vehicle Class

Hauling 
Vehicle Class

Site Preparation 3 8.00 4.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Grading 4 10.00 4.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Building Construction 8 54.00 22.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Paving 6 16.00 0.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Architectural Coating 1 12.00 0.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 2.7900e-
003

0.0570 0.0455 9.0000e-
005

8.1000e-
004

6.0000e-
005

8.7000e-
004

2.4000e-
004

6.0000e-
005

3.0000e-
004

9.6254 9.6254 2.5000e-
004

1.5000e-
003

10.0800

Worker 0.0111 4.2500e-
003

0.0440 2.0000e-
005

1.2300e-
003

4.0000e-
005

1.2800e-
003

3.4000e-
004

4.0000e-
005

3.8000e-
004

2.4508 2.4508 1.0700e-
003

5.2000e-
004

2.6314

Total 0.0139 0.0613 0.0894 1.1000e-
004

2.0400e-
003

1.0000e-
004

2.1500e-
003

5.8000e-
004

1.0000e-
004

6.8000e-
004

12.0762 12.0762 1.3200e-
003

2.0200e-
003

12.7114

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 0.7158 0.0000 0.7158 0.0773 0.0000 0.0773 0.0000 0.0000

Off-Road 1.3027 14.2802 9.7820 0.0245 0.5419 0.5419 0.4985 0.4985 0.0000 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Total 1.3027 14.2802 9.7820 0.0245 0.7158 0.5419 1.2577 0.0773 0.4985 0.5758 0.0000 2,374.863
4

2,374.863
4

0.7681 2,394.065
4

Mitigated Construction On-Site
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 2.7900e-
003

0.0570 0.0455 9.0000e-
005

8.1000e-
004

6.0000e-
005

8.7000e-
004

2.4000e-
004

6.0000e-
005

3.0000e-
004

9.6254 9.6254 2.5000e-
004

1.5000e-
003

10.0800

Worker 0.0111 4.2500e-
003

0.0440 2.0000e-
005

1.2300e-
003

4.0000e-
005

1.2800e-
003

3.4000e-
004

4.0000e-
005

3.8000e-
004

2.4508 2.4508 1.0700e-
003

5.2000e-
004

2.6314

Total 0.0139 0.0613 0.0894 1.1000e-
004

2.0400e-
003

1.0000e-
004

2.1500e-
003

5.8000e-
004

1.0000e-
004

6.8000e-
004

12.0762 12.0762 1.3200e-
003

2.0200e-
003

12.7114

Mitigated Construction Off-Site

3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 7.0826 0.0000 7.0826 3.4247 0.0000 3.4247 0.0000 0.0000

Off-Road 1.3330 14.4676 8.7038 0.0206 0.6044 0.6044 0.5560 0.5560 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Total 1.3330 14.4676 8.7038 0.0206 7.0826 0.6044 7.6869 3.4247 0.5560 3.9807 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Unmitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 2.7900e-
003

0.0570 0.0455 9.0000e-
005

8.1000e-
004

6.0000e-
005

8.7000e-
004

2.4000e-
004

6.0000e-
005

3.0000e-
004

9.6254 9.6254 2.5000e-
004

1.5000e-
003

10.0800

Worker 0.0139 5.3200e-
003

0.0550 3.0000e-
005

1.5400e-
003

5.0000e-
005

1.6000e-
003

4.2000e-
004

5.0000e-
005

4.7000e-
004

3.0635 3.0635 1.3400e-
003

6.5000e-
004

3.2893

Total 0.0167 0.0623 0.1004 1.2000e-
004

2.3500e-
003

1.1000e-
004

2.4700e-
003

6.6000e-
004

1.1000e-
004

7.7000e-
004

12.6890 12.6890 1.5900e-
003

2.1500e-
003

13.3693

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Fugitive Dust 3.1872 0.0000 3.1872 1.5411 0.0000 1.5411 0.0000 0.0000

Off-Road 1.3330 14.4676 8.7038 0.0206 0.6044 0.6044 0.5560 0.5560 0.0000 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Total 1.3330 14.4676 8.7038 0.0206 3.1872 0.6044 3.7915 1.5411 0.5560 2.0971 0.0000 1,995.614
7

1,995.614
7

0.6454 2,011.750
3

Mitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 2.7900e-
003

0.0570 0.0455 9.0000e-
005

8.1000e-
004

6.0000e-
005

8.7000e-
004

2.4000e-
004

6.0000e-
005

3.0000e-
004

9.6254 9.6254 2.5000e-
004

1.5000e-
003

10.0800

Worker 0.0139 5.3200e-
003

0.0550 3.0000e-
005

1.5400e-
003

5.0000e-
005

1.6000e-
003

4.2000e-
004

5.0000e-
005

4.7000e-
004

3.0635 3.0635 1.3400e-
003

6.5000e-
004

3.2893

Total 0.0167 0.0623 0.1004 1.2000e-
004

2.3500e-
003

1.1000e-
004

2.4700e-
003

6.6000e-
004

1.1000e-
004

7.7000e-
004

12.6890 12.6890 1.5900e-
003

2.1500e-
003

13.3693

Mitigated Construction Off-Site

3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Total 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Unmitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0154 0.3136 0.2500 5.0000e-
004

4.4500e-
003

3.4000e-
004

4.7800e-
003

1.3400e-
003

3.2000e-
004

1.6600e-
003

52.9398 52.9398 1.4000e-
003

8.2700e-
003

55.4400

Worker 0.0749 0.0287 0.2968 1.6000e-
004

8.3300e-
003

2.9000e-
004

8.6200e-
003

2.2800e-
003

2.7000e-
004

2.5500e-
003

16.5431 16.5431 7.2300e-
003

3.4800e-
003

17.7622

Total 0.0902 0.3423 0.5468 6.6000e-
004

0.0128 6.3000e-
004

0.0134 3.6200e-
003

5.9000e-
004

4.2100e-
003

69.4829 69.4829 8.6300e-
003

0.0118 73.2022

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 0.0000 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Total 1.7136 13.6239 14.2145 0.0250 0.6136 0.6136 0.5880 0.5880 0.0000 2,289.523
3

2,289.523
3

0.4330 2,300.347
9

Mitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0154 0.3136 0.2500 5.0000e-
004

4.4500e-
003

3.4000e-
004

4.7800e-
003

1.3400e-
003

3.2000e-
004

1.6600e-
003

52.9398 52.9398 1.4000e-
003

8.2700e-
003

55.4400

Worker 0.0749 0.0287 0.2968 1.6000e-
004

8.3300e-
003

2.9000e-
004

8.6200e-
003

2.2800e-
003

2.7000e-
004

2.5500e-
003

16.5431 16.5431 7.2300e-
003

3.4800e-
003

17.7622

Total 0.0902 0.3423 0.5468 6.6000e-
004

0.0128 6.3000e-
004

0.0134 3.6200e-
003

5.9000e-
004

4.2100e-
003

69.4829 69.4829 8.6300e-
003

0.0118 73.2022

Mitigated Construction Off-Site

3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 0.8802 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Paving 0.3170 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 1.1972 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Unmitigated Construction On-Site
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3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0222 8.5100e-
003

0.0879 5.0000e-
005

2.4700e-
003

9.0000e-
005

2.5500e-
003

6.7000e-
004

8.0000e-
005

7.5000e-
004

4.9017 4.9017 2.1400e-
003

1.0300e-
003

5.2629

Total 0.0222 8.5100e-
003

0.0879 5.0000e-
005

2.4700e-
003

9.0000e-
005

2.5500e-
003

6.7000e-
004

8.0000e-
005

7.5000e-
004

4.9017 4.9017 2.1400e-
003

1.0300e-
003

5.2629

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Off-Road 0.8802 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 0.0000 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Paving 0.3170 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 1.1972 8.6098 11.6840 0.0179 0.4338 0.4338 0.4003 0.4003 0.0000 1,709.992
6

1,709.992
6

0.5420 1,723.541
4

Mitigated Construction On-Site
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3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0222 8.5100e-
003

0.0879 5.0000e-
005

2.4700e-
003

9.0000e-
005

2.5500e-
003

6.7000e-
004

8.0000e-
005

7.5000e-
004

4.9017 4.9017 2.1400e-
003

1.0300e-
003

5.2629

Total 0.0222 8.5100e-
003

0.0879 5.0000e-
005

2.4700e-
003

9.0000e-
005

2.5500e-
003

6.7000e-
004

8.0000e-
005

7.5000e-
004

4.9017 4.9017 2.1400e-
003

1.0300e-
003

5.2629

Mitigated Construction Off-Site

3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Archit. Coating 45.8837 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 0.1917 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 281.4481 281.4481 0.0168 281.8690

Total 46.0754 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 281.4481 281.4481 0.0168 281.8690

Unmitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0166 6.3800e-
003

0.0660 4.0000e-
005

1.8500e-
003

7.0000e-
005

1.9200e-
003

5.1000e-
004

6.0000e-
005

5.7000e-
004

3.6762 3.6762 1.6100e-
003

7.7000e-
004

3.9472

Total 0.0166 6.3800e-
003

0.0660 4.0000e-
005

1.8500e-
003

7.0000e-
005

1.9200e-
003

5.1000e-
004

6.0000e-
005

5.7000e-
004

3.6762 3.6762 1.6100e-
003

7.7000e-
004

3.9472

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Archit. Coating 45.8837 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 0.1917 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 0.0000 281.4481 281.4481 0.0168 281.8690

Total 46.0754 1.3030 1.8111 2.9700e-
003

0.0708 0.0708 0.0708 0.0708 0.0000 281.4481 281.4481 0.0168 281.8690

Mitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 0.0166 6.3800e-
003

0.0660 4.0000e-
005

1.8500e-
003

7.0000e-
005

1.9200e-
003

5.1000e-
004

6.0000e-
005

5.7000e-
004

3.6762 3.6762 1.6100e-
003

7.7000e-
004

3.9472

Total 0.0166 6.3800e-
003

0.0660 4.0000e-
005

1.8500e-
003

7.0000e-
005

1.9200e-
003

5.1000e-
004

6.0000e-
005

5.7000e-
004

3.6762 3.6762 1.6100e-
003

7.7000e-
004

3.9472

Mitigated Construction Off-Site

4.0 Operational Detail - Mobile

4.1 Mitigation Measures Mobile
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Mitigated 0.1675 3.7995 2.6194 0.0245 1.4474 0.0405 1.4879 0.3943 0.0386 0.4329 2,603.474
4

2,603.474
4

0.0812 0.3091 2,697.606
3

Unmitigated 0.1675 3.7995 2.6194 0.0245 1.4474 0.0405 1.4879 0.3943 0.0386 0.4329 2,603.474
4

2,603.474
4

0.0812 0.3091 2,697.606
3

4.2 Trip Summary Information

4.3 Trip Type Information

Average Daily Trip Rate Unmitigated Mitigated

Land Use Weekday Saturday Sunday Annual VMT Annual VMT

City Park 0.00 0.00 0.00

Other Asphalt Surfaces 0.00 0.00 0.00

Parking Lot 0.00 0.00 0.00

Unrefrigerated Warehouse-No Rail 22.99 22.99 22.99 312,192 312,192

Unrefrigerated Warehouse-Rail 58.92 58.92 58.92 332,034 332,034

Total 81.91 81.91 81.91 644,227 644,227

Miles Trip % Trip Purpose %

Land Use H-W or C-W H-S or C-C H-O or C-NW H-W or C-W H-S or C-C H-O or C-NW Primary Diverted Pass-by

City Park 16.60 8.40 6.90 33.00 48.00 19.00 66 28 6

Other Asphalt Surfaces 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Parking Lot 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Unrefrigerated Warehouse-No 
Rail

40.00 40.00 40.00 59.00 0.00 41.00 92 5 3

Unrefrigerated Warehouse-Rail 16.60 16.60 16.60 59.00 0.00 41.00 92 5 3

4.4 Fleet Mix
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Land Use LDA LDT1 LDT2 MDV LHD1 LHD2 MHD HHD OBUS UBUS MCY SBUS MH

City Park 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Other Asphalt Surfaces 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Parking Lot 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Unrefrigerated Warehouse-No 
Rail

0.000000 0.000000 0.000000 0.000000 0.219000 0.059000 0.097000 0.625000 0.000000 0.000000 0.000000 0.000000 0.000000

Unrefrigerated Warehouse-Rail 0.703000 0.073000 0.224000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000

5.0 Energy Detail

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

NaturalGas 
Mitigated

2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

NaturalGas 
Unmitigated

2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9700e-
003

1.9700e-
003

1.9700e-
003

1.9700e-
003

31.0327 31.0327 5.9000e-
004

5.7000e-
004

31.2171

5.1 Mitigation Measures Energy

Historical Energy Use: N
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5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr lb/day lb/day

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

131.889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Unrefrigerated 
Warehouse-Rail

131.889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Total 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9600e-
003

1.9600e-
003

1.9600e-
003

1.9600e-
003

31.0327 31.0327 6.0000e-
004

5.6000e-
004

31.2171

Unmitigated
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6.1 Mitigation Measures Area

6.0 Area Detail

5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr lb/day lb/day

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

0.131889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Unrefrigerated 
Warehouse-Rail

0.131889 1.4200e-
003

0.0129 0.0109 8.0000e-
005

9.8000e-
004

9.8000e-
004

9.8000e-
004

9.8000e-
004

15.5164 15.5164 3.0000e-
004

2.8000e-
004

15.6086

Total 2.8400e-
003

0.0259 0.0217 1.6000e-
004

1.9600e-
003

1.9600e-
003

1.9600e-
003

1.9600e-
003

31.0327 31.0327 6.0000e-
004

5.6000e-
004

31.2171

Mitigated
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Mitigated 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Unmitigated 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory lb/day lb/day

Architectural 
Coating

0.1257 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.9687 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.1300e-
003

1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Total 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Unmitigated
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7.1 Mitigation Measures Water

7.0 Water Detail

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory lb/day lb/day

Architectural 
Coating

0.1257 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.9687 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.1300e-
003

1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Total 1.0955 1.1000e-
004

0.0122 0.0000 4.0000e-
005

4.0000e-
005

4.0000e-
005

4.0000e-
005

0.0263 0.0263 7.0000e-
005

0.0280

Mitigated

8.1 Mitigation Measures Waste

8.0 Waste Detail

9.0 Operational Offroad

Equipment Type Number Hours/Day Days/Year Horse Power Load Factor Fuel Type

Forklifts 6 24.00 260 89 0.20 Diesel
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11.0 Vegetation

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Equipment Type lb/day lb/day

Forklifts 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

Total 1.7040 15.9829 20.6100 0.0277 0.9230 0.9230 0.8492 0.8492 0.0000 2,677.877
7

2,677.877
7

0.8661 2,699.529
7

UnMitigated/Mitigated

10.0 Stationary Equipment

Fire Pumps and Emergency Generators

Equipment Type Number Hours/Day Hours/Year Horse Power Load Factor Fuel Type

Boilers

Equipment Type Number Heat Input/Day Heat Input/Year Boiler Rating Fuel Type

User Defined Equipment

Equipment Type Number
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HRA Files
Project Construction



6th and Del Rosa Warehouse HRA with Mitigation
San Bernardino-South Coast County, Annual

Project Characteristics - 

Land Use - Applicant provided information

Construction Phase - Assume approximately 10 months for total construction. 

Off-road Equipment - Default

Off-road Equipment - Default

Off-road Equipment - Default

Off-road Equipment - Default

1.1 Land Usage

Land Uses Size Metric Lot Acreage Floor Surface Area Population

Unrefrigerated Warehouse-No Rail 23.95 1000sqft 0.55 23,950.00 0

Unrefrigerated Warehouse-Rail 23.95 1000sqft 0.55 23,950.00 0

Other Asphalt Surfaces 0.57 Acre 0.57 24,829.20 0

Parking Lot 71.00 Space 0.64 28,400.00 0

City Park 0.62 Acre 0.62 27,005.89 0

1.2 Other Project Characteristics

Urbanization

Climate Zone

Urban

10

Wind Speed (m/s) Precipitation Freq (Days)2.2 32

1.3 User Entered Comments & Non-Default Data

1.0 Project Characteristics

Utility Company Southern California Edison

2024Operational Year

CO2 Intensity 
(lb/MWhr)

390.98 0.033CH4 Intensity 
(lb/MWhr)

0.004N2O Intensity 
(lb/MWhr)
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Off-road Equipment - Default

Trips and VMT - Values rounded up to even values to account for arrival and departure trips.  LST analysis assumes 1,000 feet of onsite vehicle operation.

Grading - Materials balanced onsite

Vehicle Trips - Per traffic analysis. Warehouse split into no-rail and rail to model trucks and cars separately. No-rail represents truck trips and rail represents 
passenger vehicles.

Construction Off-road Equipment Mitigation - Per Construction HRA equipment >75hp Tier 4i engines.

Operational Off-Road Equipment - Per applicant provided information.

Fleet Mix - Modeled trucks and passenger vehicles sperately as land use subtypes.

Table Name Column Name Default Value New Value

tblConstEquipMitigation NumberOfEquipmentMitigated 0.00 1.00

tblConstEquipMitigation NumberOfEquipmentMitigated 0.00 1.00

tblConstEquipMitigation NumberOfEquipmentMitigated 0.00 2.00

tblConstEquipMitigation NumberOfEquipmentMitigated 0.00 1.00

tblConstEquipMitigation NumberOfEquipmentMitigated 0.00 2.00

tblConstEquipMitigation NumberOfEquipmentMitigated 0.00 1.00

tblConstEquipMitigation NumberOfEquipmentMitigated 0.00 1.00

tblConstEquipMitigation NumberOfEquipmentMitigated 0.00 2.00

tblConstEquipMitigation NumberOfEquipmentMitigated 0.00 1.00

tblConstEquipMitigation NumberOfEquipmentMitigated 0.00 1.00

tblConstEquipMitigation NumberOfEquipmentMitigated 0.00 5.00

tblConstEquipMitigation Tier No Change Tier 4 Interim

tblConstEquipMitigation Tier No Change Tier 4 Interim

tblConstEquipMitigation Tier No Change Tier 4 Interim

tblConstEquipMitigation Tier No Change Tier 4 Interim

tblConstEquipMitigation Tier No Change Tier 4 Interim

tblConstEquipMitigation Tier No Change Tier 4 Interim

tblConstEquipMitigation Tier No Change Tier 4 Interim

tblConstEquipMitigation Tier No Change Tier 4 Interim

tblConstEquipMitigation Tier No Change Tier 4 Interim

CalEEMod Version: CalEEMod.2020.4.0 Date: 12/2/2022 11:00 AMPage 2 of 33

6th and Del Rosa Warehouse HRA with Mitigation - San Bernardino-South Coast County, Annual

EMFAC Off-Model Adjustment Factors for Gasoline Light Duty Vehicle to Account for the SAFE Vehicle Rule Not Applied

I I I 
I 

■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~------------------------------1------------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 
■ I 

-----------------------------~-----------------------------.;..-----------------------------t--------------------------
■ ■ I 

■ I 

-----------------------------~-----------------------------.;..-----------------------------4--------------------------



tblConstEquipMitigation Tier No Change Tier 4 Interim

tblConstEquipMitigation Tier No Change Tier 4 Interim

tblConstructionPhase NumDays 220.00 197.00

tblFleetMix HHD 0.02 0.63

tblFleetMix HHD 0.02 0.00

tblFleetMix LDA 0.54 0.00

tblFleetMix LDA 0.54 0.70

tblFleetMix LDT1 0.06 0.00

tblFleetMix LDT1 0.06 0.07

tblFleetMix LDT2 0.17 0.00

tblFleetMix LDT2 0.17 0.22

tblFleetMix LHD1 0.03 0.22

tblFleetMix LHD1 0.03 0.00

tblFleetMix LHD2 7.1040e-003 0.06

tblFleetMix LHD2 7.1040e-003 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MHD 0.01 0.10

tblFleetMix MHD 0.01 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00
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tblLandUse LandUseSquareFeet 27,007.20 27,005.89

tblOperationalOffRoadEquipment OperHoursPerDay 8.00 24.00

tblOperationalOffRoadEquipment OperOffRoadEquipmentNumber 0.00 6.00

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT HaulingTripLength 20.00 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripLength 6.90 0.19

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 21.00 22.00

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripLength 14.70 0.19

tblTripsAndVMT WorkerTripNumber 15.00 16.00

tblTripsAndVMT WorkerTripNumber 11.00 12.00

tblVehicleTrips CC_TL 8.40 40.00

tblVehicleTrips CC_TL 8.40 16.60

tblVehicleTrips CNW_TL 6.90 40.00

tblVehicleTrips CNW_TL 6.90 16.60

tblVehicleTrips CW_TL 16.60 40.00

tblVehicleTrips ST_TR 1.96 0.00

CalEEMod Version: CalEEMod.2020.4.0 Date: 12/2/2022 11:00 AMPage 4 of 33

6th and Del Rosa Warehouse HRA with Mitigation - San Bernardino-South Coast County, Annual

EMFAC Off-Model Adjustment Factors for Gasoline Light Duty Vehicle to Account for the SAFE Vehicle Rule Not Applied

: : 
-----------------------------+-----------------------------+------------------------------

■ ■ -----------------------------y•-----------------------------.------------------------------
■ ■ -----------------------------y•-----------------------------.------------------------------
■ ■ -----------------------------y•-----------------------------.------------------------------
■ ■ -----------------------------y•-----------------------------.------------------------------
■ ■ -----------------------------y•-----------------------------.------------------------------
■ ■ -----------------------------y•-----------------------------.------------------------------
■ ■ -----------------------------y•-----------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------
■ ■ -----------------------------y------------------------------.------------------------------



2.0 Emissions Summary

tblVehicleTrips ST_TR 1.74 0.96

tblVehicleTrips ST_TR 1.74 2.46

tblVehicleTrips SU_TR 2.19 0.00

tblVehicleTrips SU_TR 1.74 0.96

tblVehicleTrips SU_TR 1.74 2.46

tblVehicleTrips WD_TR 0.78 0.00

tblVehicleTrips WD_TR 1.74 0.96

tblVehicleTrips WD_TR 1.74 2.46

CalEEMod Version: CalEEMod.2020.4.0 Date: 12/2/2022 11:00 AMPage 5 of 33

6th and Del Rosa Warehouse HRA with Mitigation - San Bernardino-South Coast County, Annual

EMFAC Off-Model Adjustment Factors for Gasoline Light Duty Vehicle to Account for the SAFE Vehicle Rule Not Applied

: : 
-----------------------------+-----------------------------+------------------------------

■ ■ -----------------------------y•-----------------------------.------------------------------
■ ■ -----------------------------y•-----------------------------.------------------------------
■ ■ -----------------------------y•-----------------------------.------------------------------
■ ■ -----------------------------y•-----------------------------.------------------------------
■ ■ -----------------------------y•-----------------------------.------------------------------
■ ■ -----------------------------y•------------------------------------------------------------



2.1 Overall Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year tons/yr MT/yr

2023 0.4202 1.4894 1.5635 2.7300e-
003

0.0249 0.0657 0.0906 0.0109 0.0628 0.0736 0.0000 228.5461 228.5461 0.0448 1.0600e-
003

229.9829

Maximum 0.4202 1.4894 1.5635 2.7300e-
003

0.0249 0.0657 0.0906 0.0109 0.0628 0.0736 0.0000 228.5461 228.5461 0.0448 1.0600e-
003

229.9829

Unmitigated Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year tons/yr MT/yr

2023 0.3514 1.1241 1.7588 2.7300e-
003

0.0119 0.0194 0.0313 5.1000e-
003

0.0193 0.0244 0.0000 228.5459 228.5459 0.0448 1.0600e-
003

229.9826

Maximum 0.3514 1.1241 1.7588 2.7300e-
003

0.0119 0.0194 0.0313 5.1000e-
003

0.0193 0.0244 0.0000 228.5459 228.5459 0.0448 1.0600e-
003

229.9826

Mitigated Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

16.38 24.52 -12.49 0.00 52.21 70.53 65.49 53.17 69.18 66.81 0.00 0.00 0.00 0.00 0.00 0.00

CalEEMod Version: CalEEMod.2020.4.0 Date: 12/2/2022 11:00 AMPage 6 of 33

6th and Del Rosa Warehouse HRA with Mitigation - San Bernardino-South Coast County, Annual

EMFAC Off-Model Adjustment Factors for Gasoline Light Duty Vehicle to Account for the SAFE Vehicle Rule Not Applied

., ' ' ' I I I I I I I I I I I I ., I I I I I I I I I I I I I I I ., I I I I I I I I I I ' I I I I ., I I I I I I I I I I ' I I I I 

., I I I I I I I I I I I I I I I ., I I I I I I I I I I . I I I I ., I I I I I I I I I I I I I I I ., I I I I I I I I I I I I I I I 

I I I I I I I I I I I I I I I I I 



Quarter Start Date End Date Maximum Unmitigated ROG + NOX (tons/quarter) Maximum Mitigated ROG + NOX (tons/quarter)

1 1-1-2023 3-31-2023 0.5070 0.3601

2 4-1-2023 6-30-2023 0.5125 0.3850

3 7-1-2023 9-30-2023 0.5181 0.3892

Highest 0.5181 0.3892

2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Area 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Energy 5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 26.6087 26.6087 1.9100e-
003

3.1000e-
004

26.7500

Mobile 0.0305 0.6983 0.4887 4.4700e-
003

0.2588 7.3500e-
003

0.2661 0.0706 7.0100e-
003

0.0776 0.0000 430.9848 430.9848 0.0134 0.0510 446.5274

Offroad 0.2204 2.0674 2.6660 3.5800e-
003

0.1194 0.1194 0.1098 0.1098 0.0000 314.2413 314.2413 0.1016 0.0000 316.7821

Waste 0.0000 0.0000 0.0000 0.0000 9.1488 0.0000 9.1488 0.5407 0.0000 22.6658

Water 0.0000 0.0000 0.0000 0.0000 3.5142 27.0344 30.5486 0.3632 8.8000e-
003

42.2513

Total 0.4513 2.7705 3.1602 8.0800e-
003

0.2588 0.1271 0.3859 0.0706 0.1172 0.1879 12.6630 798.8722 811.5352 1.0209 0.0601 854.9797

Unmitigated Operational
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2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Area 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Energy 5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 26.6087 26.6087 1.9100e-
003

3.1000e-
004

26.7500

Mobile 0.0305 0.6983 0.4887 4.4700e-
003

0.2588 7.3500e-
003

0.2661 0.0706 7.0100e-
003

0.0776 0.0000 430.9848 430.9848 0.0134 0.0510 446.5274

Offroad 0.2204 2.0674 2.6660 3.5800e-
003

0.1194 0.1194 0.1098 0.1098 0.0000 314.2413 314.2413 0.1016 0.0000 316.7821

Waste 0.0000 0.0000 0.0000 0.0000 9.1488 0.0000 9.1488 0.5407 0.0000 22.6658

Water 0.0000 0.0000 0.0000 0.0000 3.5142 27.0344 30.5486 0.3632 8.8000e-
003

42.2513

Total 0.4513 2.7705 3.1602 8.0800e-
003

0.2588 0.1271 0.3859 0.0706 0.1172 0.1879 12.6630 798.8722 811.5352 1.0209 0.0601 854.9797

Mitigated Operational

3.0 Construction Detail

Construction Phase

Phase 
Number

Phase Name Phase Type Start Date End Date Num Days 
Week

Num Days Phase Description

1 Site Preparation Site Preparation 1/1/2023 1/4/2023 5 3

2 Grading Grading 1/5/2023 1/12/2023 5 6

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00
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3 Building Construction Building Construction 1/13/2023 10/16/2023 5 197

4 Paving Paving 10/17/2023 10/30/2023 5 10

5 Architectural Coating Architectural Coating 11/1/2023 11/14/2023 5 10

OffRoad Equipment

Phase Name Offroad Equipment Type Amount Usage Hours Horse Power Load Factor

Site Preparation Graders 1 8.00 187 0.41

Site Preparation Scrapers 1 8.00 367 0.48

Site Preparation Tractors/Loaders/Backhoes 1 7.00 97 0.37

Grading Graders 1 8.00 187 0.41

Grading Rubber Tired Dozers 1 8.00 247 0.40

Grading Tractors/Loaders/Backhoes 2 7.00 97 0.37

Building Construction Cranes 1 8.00 231 0.29

Building Construction Forklifts 2 7.00 89 0.20

Building Construction Generator Sets 1 8.00 84 0.74

Building Construction Tractors/Loaders/Backhoes 1 6.00 97 0.37

Building Construction Welders 3 8.00 46 0.45

Paving Cement and Mortar Mixers 1 8.00 9 0.56

Paving Pavers 1 8.00 130 0.42

Paving Paving Equipment 1 8.00 132 0.36

Paving Rollers 2 8.00 80 0.38

Paving Tractors/Loaders/Backhoes 1 8.00 97 0.37

Architectural Coating Air Compressors 1 6.00 78 0.48

Residential Indoor: 0; Residential Outdoor: 0; Non-Residential Indoor: 71,850; Non-Residential Outdoor: 23,950; Striped Parking Area: 3,194 
(Architectural Coating – sqft)

Acres of Grading (Site Preparation Phase): 4.5

Acres of Grading (Grading Phase): 6

Acres of Paving: 1.21
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 2.3900e-
003

0.0000 2.3900e-
003

2.6000e-
004

0.0000 2.6000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 1.9500e-
003

0.0214 0.0147 4.0000e-
005

8.1000e-
004

8.1000e-
004

7.5000e-
004

7.5000e-
004

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Total 1.9500e-
003

0.0214 0.0147 4.0000e-
005

2.3900e-
003

8.1000e-
004

3.2000e-
003

2.6000e-
004

7.5000e-
004

1.0100e-
003

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Unmitigated Construction On-Site

3.1 Mitigation Measures Construction

Use Cleaner Engines for Construction Equipment

Water Exposed Area

Trips and VMT

Phase Name Offroad Equipment 
Count

Worker Trip 
Number

Vendor Trip 
Number

Hauling Trip 
Number

Worker Trip 
Length

Vendor Trip 
Length

Hauling Trip 
Length

Worker Vehicle 
Class

Vendor 
Vehicle Class

Hauling 
Vehicle Class

Site Preparation 3 8.00 4.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Grading 4 10.00 4.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Building Construction 8 54.00 22.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Paving 6 16.00 0.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT

Architectural Coating 1 12.00 0.00 0.00 0.19 0.19 0.19 LD_Mix HDT_Mix HHDT
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 8.0000e-
005

7.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0130 0.0130 0.0000 0.0000 0.0136

Worker 2.0000e-
005

1.0000e-
005

7.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 3.3800e-
003

3.3800e-
003

0.0000 0.0000 3.6200e-
003

Total 2.0000e-
005

9.0000e-
005

1.4000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0163 0.0163 0.0000 0.0000 0.0172

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 1.0700e-
003

0.0000 1.0700e-
003

1.2000e-
004

0.0000 1.2000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 6.3000e-
004

0.0104 0.0205 4.0000e-
005

6.0000e-
005

6.0000e-
005

6.0000e-
005

6.0000e-
005

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Total 6.3000e-
004

0.0104 0.0205 4.0000e-
005

1.0700e-
003

6.0000e-
005

1.1300e-
003

1.2000e-
004

6.0000e-
005

1.8000e-
004

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Mitigated Construction On-Site
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 8.0000e-
005

7.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0130 0.0130 0.0000 0.0000 0.0136

Worker 2.0000e-
005

1.0000e-
005

7.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 3.3800e-
003

3.3800e-
003

0.0000 0.0000 3.6200e-
003

Total 2.0000e-
005

9.0000e-
005

1.4000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0163 0.0163 0.0000 0.0000 0.0172

Mitigated Construction Off-Site

3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 0.0213 0.0000 0.0213 0.0103 0.0000 0.0103 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 4.0000e-
003

0.0434 0.0261 6.0000e-
005

1.8100e-
003

1.8100e-
003

1.6700e-
003

1.6700e-
003

0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Total 4.0000e-
003

0.0434 0.0261 6.0000e-
005

0.0213 1.8100e-
003

0.0231 0.0103 1.6700e-
003

0.0119 0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Unmitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.0000e-
005

1.6000e-
004

1.3000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0259 0.0259 0.0000 0.0000 0.0271

Worker 4.0000e-
005

2.0000e-
005

1.7000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 8.4400e-
003

8.4400e-
003

0.0000 0.0000 9.0600e-
003

Total 5.0000e-
005

1.8000e-
004

3.0000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0343 0.0343 0.0000 0.0000 0.0362

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 9.5600e-
003

0.0000 9.5600e-
003

4.6200e-
003

0.0000 4.6200e-
003

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 1.1100e-
003

0.0191 0.0364 6.0000e-
005

1.0000e-
004

1.0000e-
004

1.0000e-
004

1.0000e-
004

0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Total 1.1100e-
003

0.0191 0.0364 6.0000e-
005

9.5600e-
003

1.0000e-
004

9.6600e-
003

4.6200e-
003

1.0000e-
004

4.7200e-
003

0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Mitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.0000e-
005

1.6000e-
004

1.3000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0259 0.0259 0.0000 0.0000 0.0271

Worker 4.0000e-
005

2.0000e-
005

1.7000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 8.4400e-
003

8.4400e-
003

0.0000 0.0000 9.0600e-
003

Total 5.0000e-
005

1.8000e-
004

3.0000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0343 0.0343 0.0000 0.0000 0.0362

Mitigated Construction Off-Site

3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 0.1688 1.3420 1.4001 2.4700e-
003

0.0604 0.0604 0.0579 0.0579 0.0000 204.5865 204.5865 0.0387 0.0000 205.5538

Total 0.1688 1.3420 1.4001 2.4700e-
003

0.0604 0.0604 0.0579 0.0579 0.0000 204.5865 204.5865 0.0387 0.0000 205.5538

Unmitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.6200e-
003

0.0298 0.0241 5.0000e-
005

4.3000e-
004

3.0000e-
005

4.6000e-
004

1.3000e-
004

3.0000e-
005

1.6000e-
004

0.0000 4.6776 4.6776 1.3000e-
004

7.3000e-
004

4.8987

Worker 7.2100e-
003

2.8800e-
003

0.0298 2.0000e-
005

8.1000e-
004

3.0000e-
005

8.3000e-
004

2.2000e-
004

3.0000e-
005

2.5000e-
004

0.0000 1.4961 1.4961 6.5000e-
004

3.1000e-
004

1.6055

Total 8.8300e-
003

0.0327 0.0539 7.0000e-
005

1.2400e-
003

6.0000e-
005

1.2900e-
003

3.5000e-
004

6.0000e-
005

4.1000e-
004

0.0000 6.1737 6.1737 7.8000e-
004

1.0400e-
003

6.5042

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 0.1075 1.0169 1.5712 2.4700e-
003

0.0189 0.0189 0.0189 0.0189 0.0000 204.5863 204.5863 0.0387 0.0000 205.5535

Total 0.1075 1.0169 1.5712 2.4700e-
003

0.0189 0.0189 0.0189 0.0189 0.0000 204.5863 204.5863 0.0387 0.0000 205.5535

Mitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.6200e-
003

0.0298 0.0241 5.0000e-
005

4.3000e-
004

3.0000e-
005

4.6000e-
004

1.3000e-
004

3.0000e-
005

1.6000e-
004

0.0000 4.6776 4.6776 1.3000e-
004

7.3000e-
004

4.8987

Worker 7.2100e-
003

2.8800e-
003

0.0298 2.0000e-
005

8.1000e-
004

3.0000e-
005

8.3000e-
004

2.2000e-
004

3.0000e-
005

2.5000e-
004

0.0000 1.4961 1.4961 6.5000e-
004

3.1000e-
004

1.6055

Total 8.8300e-
003

0.0327 0.0539 7.0000e-
005

1.2400e-
003

6.0000e-
005

1.2900e-
003

3.5000e-
004

6.0000e-
005

4.1000e-
004

0.0000 6.1737 6.1737 7.8000e-
004

1.0400e-
003

6.5042

Mitigated Construction Off-Site

3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 4.4000e-
003

0.0431 0.0584 9.0000e-
005

2.1700e-
003

2.1700e-
003

2.0000e-
003

2.0000e-
003

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8179

Paving 1.5900e-
003

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 5.9900e-
003

0.0431 0.0584 9.0000e-
005

2.1700e-
003

2.1700e-
003

2.0000e-
003

2.0000e-
003

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8179

Unmitigated Construction On-Site
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3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 1.1000e-
004

4.0000e-
005

4.5000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0225 0.0225 1.0000e-
005

0.0000 0.0242

Total 1.1000e-
004

4.0000e-
005

4.5000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0225 0.0225 1.0000e-
005

0.0000 0.0242

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 1.7700e-
003

0.0395 0.0664 9.0000e-
005

2.1000e-
004

2.1000e-
004

2.1000e-
004

2.1000e-
004

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8178

Paving 1.5900e-
003

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 3.3600e-
003

0.0395 0.0664 9.0000e-
005

2.1000e-
004

2.1000e-
004

2.1000e-
004

2.1000e-
004

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8178

Mitigated Construction On-Site
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3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 1.1000e-
004

4.0000e-
005

4.5000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0225 0.0225 1.0000e-
005

0.0000 0.0242

Total 1.1000e-
004

4.0000e-
005

4.5000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0225 0.0225 1.0000e-
005

0.0000 0.0242

Mitigated Construction Off-Site

3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Archit. Coating 0.2294 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 9.6000e-
004

6.5100e-
003

9.0600e-
003

1.0000e-
005

3.5000e-
004

3.5000e-
004

3.5000e-
004

3.5000e-
004

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Total 0.2304 6.5100e-
003

9.0600e-
003

1.0000e-
005

3.5000e-
004

3.5000e-
004

3.5000e-
004

3.5000e-
004

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Unmitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 8.0000e-
005

3.0000e-
005

3.4000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0169 0.0169 1.0000e-
005

0.0000 0.0181

Total 8.0000e-
005

3.0000e-
005

3.4000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0169 0.0169 1.0000e-
005

0.0000 0.0181

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Archit. Coating 0.2294 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 2.7000e-
004

5.3000e-
003

9.1600e-
003

1.0000e-
005

2.0000e-
005

2.0000e-
005

2.0000e-
005

2.0000e-
005

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Total 0.2297 5.3000e-
003

9.1600e-
003

1.0000e-
005

2.0000e-
005

2.0000e-
005

2.0000e-
005

2.0000e-
005

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Mitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 8.0000e-
005

3.0000e-
005

3.4000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0169 0.0169 1.0000e-
005

0.0000 0.0181

Total 8.0000e-
005

3.0000e-
005

3.4000e-
004

0.0000 1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.0000 0.0000 0.0000 0.0169 0.0169 1.0000e-
005

0.0000 0.0181

Mitigated Construction Off-Site

4.0 Operational Detail - Mobile

4.1 Mitigation Measures Mobile
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Mitigated 0.0305 0.6983 0.4887 4.4700e-
003

0.2588 7.3500e-
003

0.2661 0.0706 7.0100e-
003

0.0776 0.0000 430.9848 430.9848 0.0134 0.0510 446.5274

Unmitigated 0.0305 0.6983 0.4887 4.4700e-
003

0.2588 7.3500e-
003

0.2661 0.0706 7.0100e-
003

0.0776 0.0000 430.9848 430.9848 0.0134 0.0510 446.5274

4.2 Trip Summary Information

4.3 Trip Type Information

Average Daily Trip Rate Unmitigated Mitigated

Land Use Weekday Saturday Sunday Annual VMT Annual VMT

City Park 0.00 0.00 0.00

Other Asphalt Surfaces 0.00 0.00 0.00

Parking Lot 0.00 0.00 0.00

Unrefrigerated Warehouse-No Rail 22.99 22.99 22.99 312,192 312,192

Unrefrigerated Warehouse-Rail 58.92 58.92 58.92 332,034 332,034

Total 81.91 81.91 81.91 644,227 644,227

Miles Trip % Trip Purpose %

Land Use H-W or C-W H-S or C-C H-O or C-NW H-W or C-W H-S or C-C H-O or C-NW Primary Diverted Pass-by

City Park 16.60 8.40 6.90 33.00 48.00 19.00 66 28 6

Other Asphalt Surfaces 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Parking Lot 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Unrefrigerated Warehouse-No 
Rail

40.00 40.00 40.00 59.00 0.00 41.00 92 5 3

Unrefrigerated Warehouse-Rail 16.60 16.60 16.60 59.00 0.00 41.00 92 5 3

4.4 Fleet Mix
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Land Use LDA LDT1 LDT2 MDV LHD1 LHD2 MHD HHD OBUS UBUS MCY SBUS MH

City Park 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Other Asphalt Surfaces 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Parking Lot 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Unrefrigerated Warehouse-No 
Rail

0.000000 0.000000 0.000000 0.000000 0.219000 0.059000 0.097000 0.625000 0.000000 0.000000 0.000000 0.000000 0.000000

Unrefrigerated Warehouse-Rail 0.703000 0.073000 0.224000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000

5.0 Energy Detail

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Electricity 
Mitigated

0.0000 0.0000 0.0000 0.0000 0.0000 21.4709 21.4709 1.8100e-
003

2.2000e-
004

21.5816

Electricity 
Unmitigated

0.0000 0.0000 0.0000 0.0000 0.0000 21.4709 21.4709 1.8100e-
003

2.2000e-
004

21.5816

NaturalGas 
Mitigated

5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 5.1378 5.1378 1.0000e-
004

9.0000e-
005

5.1684

NaturalGas 
Unmitigated

5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 5.1378 5.1378 1.0000e-
004

9.0000e-
005

5.1684

5.1 Mitigation Measures Energy

Historical Energy Use: N
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5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr tons/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Unrefrigerated 
Warehouse-Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Total 5.2000e-
004

4.7200e-
003

3.9600e-
003

2.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 5.1378 5.1378 1.0000e-
004

1.0000e-
004

5.1683

Unmitigated
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5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr tons/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Unrefrigerated 
Warehouse-Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Total 5.2000e-
004

4.7200e-
003

3.9600e-
003

2.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 5.1378 5.1378 1.0000e-
004

1.0000e-
004

5.1683

Mitigated
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5.3 Energy by Land Use - Electricity

Electricity 
Use

Total CO2 CH4 N2O CO2e

Land Use kWh/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 9940 1.7628 1.5000e-
004

2.0000e-
005

1.7719

Unrefrigerated 
Warehouse-No 

Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Unrefrigerated 
Warehouse-Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Total 21.4709 1.8100e-
003

2.2000e-
004

21.5816

Unmitigated
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6.1 Mitigation Measures Area

6.0 Area Detail

5.3 Energy by Land Use - Electricity

Electricity 
Use

Total CO2 CH4 N2O CO2e

Land Use kWh/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 9940 1.7628 1.5000e-
004

2.0000e-
005

1.7719

Unrefrigerated 
Warehouse-No 

Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Unrefrigerated 
Warehouse-Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Total 21.4709 1.8100e-
003

2.2000e-
004

21.5816

Mitigated
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Mitigated 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Unmitigated 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory tons/yr MT/yr

Architectural 
Coating

0.0229 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.1768 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.4000e-
004

1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Total 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Unmitigated
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7.1 Mitigation Measures Water

7.0 Water Detail

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory tons/yr MT/yr

Architectural 
Coating

0.0229 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.1768 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.4000e-
004

1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Total 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Mitigated
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Total CO2 CH4 N2O CO2e

Category MT/yr

Mitigated 30.5486 0.3632 8.8000e-
003

42.2513

Unmitigated 30.5486 0.3632 8.8000e-
003

42.2513

7.2 Water by Land Use

Indoor/Out
door Use

Total CO2 CH4 N2O CO2e

Land Use Mgal MT/yr

City Park 0 / 
0.738718

1.4555 1.2000e-
004

1.0000e-
005

1.4630

Other Asphalt 
Surfaces

0 / 0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 / 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Unrefrigerated 
Warehouse-Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Total 30.5486 0.3632 8.7900e-
003

42.2513

Unmitigated

CalEEMod Version: CalEEMod.2020.4.0 Date: 12/2/2022 11:00 AMPage 29 of 33

6th and Del Rosa Warehouse HRA with Mitigation - San Bernardino-South Coast County, Annual

EMFAC Off-Model Adjustment Factors for Gasoline Light Duty Vehicle to Account for the SAFE Vehicle Rule Not Applied

., ., 

I I I 

■I I I I . -----. ----~-------,.-------.--------r --. ----., ., 

I, 
I, ,. 

I 11 I I I • • • • • • • • • • • ,- - - - - - - '81--------,--------,-------T • • • • • • • 
I, 
I, ,. 

I 11 I I I • • • • • • • • • • • ,- - - - - - - '81--------,--------,-------T • • • • • • • 
I, 
I, ,. 

I 11 I I I ........... •-------e.-------T------T-------r · ..... . 
I •• I I I 

•• I I I 
• • I I I 
•• I I I 

-----------~--------------1-------1-------•-------I, ,. ,. ,. 



7.2 Water by Land Use

Indoor/Out
door Use

Total CO2 CH4 N2O CO2e

Land Use Mgal MT/yr

City Park 0 / 
0.738718

1.4555 1.2000e-
004

1.0000e-
005

1.4630

Other Asphalt 
Surfaces

0 / 0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 / 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Unrefrigerated 
Warehouse-Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Total 30.5486 0.3632 8.7900e-
003

42.2513

Mitigated

8.1 Mitigation Measures Waste

8.0 Waste Detail
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Total CO2 CH4 N2O CO2e

MT/yr

 Mitigated 9.1488 0.5407 0.0000 22.6658

 Unmitigated 9.1488 0.5407 0.0000 22.6658

Category/Year

8.2 Waste by Land Use

Waste 
Disposed

Total CO2 CH4 N2O CO2e

Land Use tons MT/yr

City Park 0.05 0.0102 6.0000e-
004

0.0000 0.0252

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

22.51 4.5693 0.2700 0.0000 11.3203

Unrefrigerated 
Warehouse-Rail

22.51 4.5693 0.2700 0.0000 11.3203

Total 9.1488 0.5407 0.0000 22.6658

Unmitigated
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8.2 Waste by Land Use

Waste 
Disposed

Total CO2 CH4 N2O CO2e

Land Use tons MT/yr

City Park 0.05 0.0102 6.0000e-
004

0.0000 0.0252

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

22.51 4.5693 0.2700 0.0000 11.3203

Unrefrigerated 
Warehouse-Rail

22.51 4.5693 0.2700 0.0000 11.3203

Total 9.1488 0.5407 0.0000 22.6658

Mitigated

9.0 Operational Offroad

Equipment Type Number Hours/Day Days/Year Horse Power Load Factor Fuel Type

Forklifts 6 24.00 260 89 0.20 Diesel
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11.0 Vegetation

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Equipment Type tons/yr MT/yr

Forklifts 0.2204 2.0674 2.6660 3.5800e-
003

0.1194 0.1194 0.1098 0.1098 0.0000 314.2413 314.2413 0.1016 0.0000 316.7821

Total 0.2204 2.0674 2.6660 3.5800e-
003

0.1194 0.1194 0.1098 0.1098 0.0000 314.2413 314.2413 0.1016 0.0000 316.7821

UnMitigated/Mitigated

10.0 Stationary Equipment

Fire Pumps and Emergency Generators

Equipment Type Number Hours/Day Hours/Year Horse Power Load Factor Fuel Type

Boilers

Equipment Type Number Heat Input/Day Heat Input/Year Boiler Rating Fuel Type

User Defined Equipment

Equipment Type Number

CalEEMod Version: CalEEMod.2020.4.0 Date: 12/2/2022 11:00 AMPage 33 of 33

6th and Del Rosa Warehouse HRA with Mitigation - San Bernardino-South Coast County, Annual

EMFAC Off-Model Adjustment Factors for Gasoline Light Duty Vehicle to Account for the SAFE Vehicle Rule Not Applied

., I I I I I I I I I & ' I I I I ., I I I I I I I I I & ' I I I I ., I I I I I I I I I & ' I I I I ., I I I I I I I I I & ' I I I I 



** Lakes Environmental AERMOD MPI
**
****************************************
**
** AERMOD Input Produced by:
** AERMOD View Ver. 10.2.1
** Lakes Environmental Software Inc.
** Date: 12/2/2022
** File: C:\Users\dtlar\OneDrive\Desktop\work models\6thRosa\6thRosa.ADI
**
****************************************
**
**
****************************************
** AERMOD Control Pathway
****************************************
**
**
CO STARTING
   TITLEONE Drake Warehouse Construction HRA
   MODELOPT DFAULT CONC
   AVERTIME 1 PERIOD
   URBANOPT 2035210 San_Bernardino
   POLLUTID PM_10
   RUNORNOT RUN
   ERRORFIL 6thRosa.err
CO FINISHED
**
****************************************
** AERMOD Source Pathway
****************************************
**
**
SO STARTING
** Source Location **
** Source ID ‐ Type ‐ X Coord. ‐ Y Coord. **
** ‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐
** Line Source Represented by Adjacent Volume Sources
** LINE VOLUME Source ID = SLINE1
** DESCRSRC
** PREFIX
** Length of Side = 8.00
** Configuration = Adjacent
** Emission Rate = 1.0
** Vertical Dimension = 10.00
** SZINIT = 4.65
** Nodes = 12
** 476445.186, 3774378.967, 328.98, 5.00, 3.72
** 476444.689, 3774319.903, 328.96, 5.00, 3.72
** 476460.616, 3774319.406, 329.00, 5.00, 3.72



** 476461.446, 3774379.797, 329.00, 5.00, 3.72
** 476483.346, 3774380.793, 329.00, 5.00, 3.72
** 476483.180, 3774335.831, 329.00, 5.00, 3.72
** 476508.067, 3774335.665, 329.00, 5.00, 3.72
** 476507.569, 3774382.286, 329.00, 5.00, 3.72
** 476528.308, 3774381.456, 329.02, 5.00, 3.72
** 476526.483, 3774316.585, 329.00, 5.00, 3.72
** 476545.065, 3774317.249, 329.00, 5.00, 3.72
** 476544.733, 3774382.949, 329.41, 5.00, 3.72
** ‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐
   LOCATION L0000001     VOLUME   476445.153 3774374.968 329.00
   LOCATION L0000002     VOLUME   476445.085 3774366.968 329.00
   LOCATION L0000003     VOLUME   476445.018 3774358.968 329.00
   LOCATION L0000004     VOLUME   476444.950 3774350.968 329.00
   LOCATION L0000005     VOLUME   476444.883 3774342.969 329.00
   LOCATION L0000006     VOLUME   476444.816 3774334.969 329.00
   LOCATION L0000007     VOLUME   476444.748 3774326.969 329.00
   LOCATION L0000008     VOLUME   476445.622 3774319.874 329.00
   LOCATION L0000009     VOLUME   476453.618 3774319.624 329.00
   LOCATION L0000010     VOLUME   476460.630 3774320.404 329.00
   LOCATION L0000011     VOLUME   476460.740 3774328.403 329.00
   LOCATION L0000012     VOLUME   476460.850 3774336.403 329.00
   LOCATION L0000013     VOLUME   476460.959 3774344.402 329.00
   LOCATION L0000014     VOLUME   476461.069 3774352.401 329.00
   LOCATION L0000015     VOLUME   476461.179 3774360.400 329.00
   LOCATION L0000016     VOLUME   476461.289 3774368.400 329.00
   LOCATION L0000017     VOLUME   476461.399 3774376.399 329.00
   LOCATION L0000018     VOLUME   476466.042 3774380.006 329.00
   LOCATION L0000019     VOLUME   476474.034 3774380.369 329.00
   LOCATION L0000020     VOLUME   476482.026 3774380.733 329.00
   LOCATION L0000021     VOLUME   476483.321 3774374.114 329.00
   LOCATION L0000022     VOLUME   476483.292 3774366.114 329.00
   LOCATION L0000023     VOLUME   476483.262 3774358.114 329.00
   LOCATION L0000024     VOLUME   476483.233 3774350.114 329.00
   LOCATION L0000025     VOLUME   476483.203 3774342.114 329.00
   LOCATION L0000026     VOLUME   476484.896 3774335.819 329.00
   LOCATION L0000027     VOLUME   476492.896 3774335.766 329.00
   LOCATION L0000028     VOLUME   476500.896 3774335.713 329.00
   LOCATION L0000029     VOLUME   476508.058 3774336.494 329.00
   LOCATION L0000030     VOLUME   476507.972 3774344.494 329.00
   LOCATION L0000031     VOLUME   476507.887 3774352.493 329.00
   LOCATION L0000032     VOLUME   476507.801 3774360.493 329.00
   LOCATION L0000033     VOLUME   476507.716 3774368.492 329.00
   LOCATION L0000034     VOLUME   476507.631 3774376.492 329.00
   LOCATION L0000035     VOLUME   476509.773 3774382.198 329.00
   LOCATION L0000036     VOLUME   476517.767 3774381.878 329.00
   LOCATION L0000037     VOLUME   476525.760 3774381.558 329.00
   LOCATION L0000038     VOLUME   476528.154 3774376.008 329.00
   LOCATION L0000039     VOLUME   476527.929 3774368.011 329.00
   LOCATION L0000040     VOLUME   476527.704 3774360.014 329.00



   LOCATION L0000041     VOLUME   476527.479 3774352.017 329.00
   LOCATION L0000042     VOLUME   476527.254 3774344.021 329.00
   LOCATION L0000043     VOLUME   476527.029 3774336.024 329.00
   LOCATION L0000044     VOLUME   476526.805 3774328.027 329.00
   LOCATION L0000045     VOLUME   476526.580 3774320.030 329.00
   LOCATION L0000046     VOLUME   476531.033 3774316.748 329.00
   LOCATION L0000047     VOLUME   476539.028 3774317.033 329.01
   LOCATION L0000048     VOLUME   476545.055 3774319.209 329.05
   LOCATION L0000049     VOLUME   476545.014 3774327.209 329.18
   LOCATION L0000050     VOLUME   476544.974 3774335.208 329.32
   LOCATION L0000051     VOLUME   476544.934 3774343.208 329.45
   LOCATION L0000052     VOLUME   476544.893 3774351.208 329.50
   LOCATION L0000053     VOLUME   476544.853 3774359.208 329.50
   LOCATION L0000054     VOLUME   476544.812 3774367.208 329.50
   LOCATION L0000055     VOLUME   476544.772 3774375.208 329.50
** End of LINE VOLUME Source ID = SLINE1
** Source Parameters **
** LINE VOLUME Source ID = SLINE1
   SRCPARAM L0000001     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000002     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000003     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000004     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000005     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000006     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000007     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000008     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000009     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000010     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000011     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000012     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000013     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000014     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000015     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000016     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000017     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000018     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000019     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000020     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000021     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000022     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000023     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000024     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000025     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000026     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000027     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000028     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000029     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000030     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000031     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000032     0.0181818182      5.00      3.72      4.65



   SRCPARAM L0000033     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000034     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000035     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000036     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000037     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000038     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000039     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000040     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000041     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000042     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000043     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000044     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000045     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000046     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000047     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000048     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000049     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000050     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000051     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000052     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000053     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000054     0.0181818182      5.00      3.72      4.65
   SRCPARAM L0000055     0.0181818182      5.00      3.72      4.65
** ‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐‐
   URBANSRC ALL
   SRCGROUP ALL
SO FINISHED
**
****************************************
** AERMOD Receptor Pathway
****************************************
**
**
RE STARTING
   INCLUDED 6thRosa.rou
RE FINISHED
**
****************************************
** AERMOD Meteorology Pathway
****************************************
**
**
ME STARTING
   SURFFILE KRAL_v9.SFC
   PROFFILE KRAL_v9.PFL
   SURFDATA 3171 2012
   UAIRDATA 3190 2012
   PROFBASE 245.0 METERS
ME FINISHED
**



****************************************
** AERMOD Output Pathway
****************************************
**
**
OU STARTING
   RECTABLE ALLAVE 1ST
   RECTABLE 1 1ST
** Auto‐Generated Plotfiles
   PLOTFILE 1 ALL 1ST 6THROSA.AD\01H1GALL.PLT 31
   PLOTFILE PERIOD ALL 6THROSA.AD\PE00GALL.PLT 32
   SUMMFILE 6thRosa.sum
OU FINISHED

  *** Message Summary For AERMOD Model Setup ***

  ‐‐‐‐‐‐‐‐‐ Summary of Total Messages ‐‐‐‐‐‐‐‐
  
 A Total of            0 Fatal Error Message(s)
 A Total of            2 Warning Message(s)
 A Total of            0 Informational Message(s)
  
  
    ******** FATAL ERROR MESSAGES ******** 
               ***  NONE  ***         
  
  
    ********   WARNING MESSAGES   ******** 
 ME W186     198       MEOPEN: THRESH_1MIN 1‐min ASOS wind speed threshold used    
      0.50
 ME W187     198       MEOPEN: ADJ_U* Option for Stable Low Winds used in AERMET   
          

 ***********************************
 *** SETUP Finishes Successfully ***
 ***********************************

� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE   1
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                            ***     MODEL SETUP OPTIONS SUMMARY    
  ***
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐



 **Model Is Setup For Calculation of Average CONCentration Values.
  
   ‐‐  DEPOSITION LOGIC  ‐‐
 **NO GAS DEPOSITION Data Provided.
 **NO PARTICLE DEPOSITION Data Provided.
 **Model Uses NO DRY DEPLETION.  DRYDPLT  =  F
 **Model Uses NO WET DEPLETION.  WETDPLT  =  F
  
 **Model Uses URBAN Dispersion Algorithm for the SBL for    55 Source(s),
   for Total of    1 Urban Area(s):
   Urban Population =   2035210.0 ;  Urban Roughness Length =  1.000 m
  
 **Model Uses Regulatory DEFAULT Options:
         1. Stack‐tip Downwash.
         2. Model Accounts for ELEVated Terrain Effects.
         3. Use Calms Processing Routine.
         4. Use Missing Data Processing Routine.
         5. No Exponential Decay.
         6. Urban Roughness Length of 1.0 Meter Assumed.
  
 **Other Options Specified:
         ADJ_U*   ‐ Use ADJ_U* option for SBL in AERMET
         CCVR_Sub ‐ Meteorological data includes CCVR substitutions
         TEMP_Sub ‐ Meteorological data includes TEMP substitutions
  
 **Model Assumes No FLAGPOLE Receptor Heights.
  
 **The User Specified a Pollutant Type of:  PM_10   
  
 **Model Calculates  1 Short Term Average(s) of:   1‐HR
     and Calculates PERIOD Averages
  
 **This Run Includes:     55 Source(s);       1 Source Group(s); and    4483 
Receptor(s)

                with:      0 POINT(s), including
                           0 POINTCAP(s) and      0 POINTHOR(s)
                 and:     55 VOLUME source(s)
                 and:      0 AREA type source(s)
                 and:      0 LINE source(s)
                 and:      0 RLINE/RLINEXT source(s)
                 and:      0 OPENPIT source(s)
                 and:      0 BUOYANT LINE source(s) with a total of     0 line(s)

  
 **Model Set To Continue RUNning After the Setup Testing.

 **The AERMET Input Meteorological Data Version Date:  16216
  



 **Output Options Selected:
          Model Outputs Tables of PERIOD Averages by Receptor
          Model Outputs Tables of Highest Short Term Values by Receptor (RECTABLE 
Keyword)
          Model Outputs External File(s) of High Values for Plotting (PLOTFILE 
Keyword)
          Model Outputs Separate Summary File of High Ranked Values (SUMMFILE 
Keyword)
  
 **NOTE:  The Following Flags May Appear Following CONC Values:  c for Calm Hours
                                                                 m for Missing 
Hours
                                                                 b for Both Calm 
and Missing Hours
  
 **Misc. Inputs:  Base Elev. for Pot. Temp. Profile (m MSL) =   245.00 ;  Decay 
Coef. =    0.000     ;  Rot. Angle =     0.0
                  Emission Units = GRAMS/SEC                                ;  
Emission Rate Unit Factor =   0.10000E+07
                  Output Units   = MICROGRAMS/M**3                         
  
 **Approximate Storage Requirements of Model =      4.0 MB of RAM.
  
 **Input Runstream File:          aermod.inp                                       
                                              
 **Output Print File:             aermod.out                                       
                                              

 **Detailed Error/Message File:   6thRosa.err                                      
                                              
 **File for Summary of Results:   6thRosa.sum                                      
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                                  *** VOLUME SOURCE DATA ***

               NUMBER EMISSION RATE                    BASE    RELEASE    INIT.    
INIT.   URBAN  EMISSION RATE
   SOURCE       PART.  (GRAMS/SEC)     X        Y      ELEV.   HEIGHT      SY      
SZ     SOURCE  SCALAR VARY
     ID         CATS.               (METERS) (METERS) (METERS) (METERS) (METERS) 
(METERS)              BY
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 



‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐

 L0000001         0   0.18182E‐01  476445.2 3774375.0   329.0     5.00     3.72    
4.65     YES          
 L0000002         0   0.18182E‐01  476445.1 3774367.0   329.0     5.00     3.72    
4.65     YES          
 L0000003         0   0.18182E‐01  476445.0 3774359.0   329.0     5.00     3.72    
4.65     YES          
 L0000004         0   0.18182E‐01  476445.0 3774351.0   329.0     5.00     3.72    
4.65     YES          
 L0000005         0   0.18182E‐01  476444.9 3774343.0   329.0     5.00     3.72    
4.65     YES          
 L0000006         0   0.18182E‐01  476444.8 3774335.0   329.0     5.00     3.72    
4.65     YES          
 L0000007         0   0.18182E‐01  476444.7 3774327.0   329.0     5.00     3.72    
4.65     YES          
 L0000008         0   0.18182E‐01  476445.6 3774319.9   329.0     5.00     3.72    
4.65     YES          
 L0000009         0   0.18182E‐01  476453.6 3774319.6   329.0     5.00     3.72    
4.65     YES          
 L0000010         0   0.18182E‐01  476460.6 3774320.4   329.0     5.00     3.72    
4.65     YES          
 L0000011         0   0.18182E‐01  476460.7 3774328.4   329.0     5.00     3.72    
4.65     YES          
 L0000012         0   0.18182E‐01  476460.8 3774336.4   329.0     5.00     3.72    
4.65     YES          
 L0000013         0   0.18182E‐01  476461.0 3774344.4   329.0     5.00     3.72    
4.65     YES          
 L0000014         0   0.18182E‐01  476461.1 3774352.4   329.0     5.00     3.72    
4.65     YES          
 L0000015         0   0.18182E‐01  476461.2 3774360.4   329.0     5.00     3.72    
4.65     YES          
 L0000016         0   0.18182E‐01  476461.3 3774368.4   329.0     5.00     3.72    
4.65     YES          
 L0000017         0   0.18182E‐01  476461.4 3774376.4   329.0     5.00     3.72    
4.65     YES          
 L0000018         0   0.18182E‐01  476466.0 3774380.0   329.0     5.00     3.72    
4.65     YES          
 L0000019         0   0.18182E‐01  476474.0 3774380.4   329.0     5.00     3.72    
4.65     YES          
 L0000020         0   0.18182E‐01  476482.0 3774380.7   329.0     5.00     3.72    
4.65     YES          
 L0000021         0   0.18182E‐01  476483.3 3774374.1   329.0     5.00     3.72    
4.65     YES          
 L0000022         0   0.18182E‐01  476483.3 3774366.1   329.0     5.00     3.72    
4.65     YES          
 L0000023         0   0.18182E‐01  476483.3 3774358.1   329.0     5.00     3.72    
4.65     YES          
 L0000024         0   0.18182E‐01  476483.2 3774350.1   329.0     5.00     3.72    
4.65     YES          



 L0000025         0   0.18182E‐01  476483.2 3774342.1   329.0     5.00     3.72    
4.65     YES          
 L0000026         0   0.18182E‐01  476484.9 3774335.8   329.0     5.00     3.72    
4.65     YES          
 L0000027         0   0.18182E‐01  476492.9 3774335.8   329.0     5.00     3.72    
4.65     YES          
 L0000028         0   0.18182E‐01  476500.9 3774335.7   329.0     5.00     3.72    
4.65     YES          
 L0000029         0   0.18182E‐01  476508.1 3774336.5   329.0     5.00     3.72    
4.65     YES          
 L0000030         0   0.18182E‐01  476508.0 3774344.5   329.0     5.00     3.72    
4.65     YES          
 L0000031         0   0.18182E‐01  476507.9 3774352.5   329.0     5.00     3.72    
4.65     YES          
 L0000032         0   0.18182E‐01  476507.8 3774360.5   329.0     5.00     3.72    
4.65     YES          
 L0000033         0   0.18182E‐01  476507.7 3774368.5   329.0     5.00     3.72    
4.65     YES          
 L0000034         0   0.18182E‐01  476507.6 3774376.5   329.0     5.00     3.72    
4.65     YES          
 L0000035         0   0.18182E‐01  476509.8 3774382.2   329.0     5.00     3.72    
4.65     YES          
 L0000036         0   0.18182E‐01  476517.8 3774381.9   329.0     5.00     3.72    
4.65     YES          
 L0000037         0   0.18182E‐01  476525.8 3774381.6   329.0     5.00     3.72    
4.65     YES          
 L0000038         0   0.18182E‐01  476528.2 3774376.0   329.0     5.00     3.72    
4.65     YES          
 L0000039         0   0.18182E‐01  476527.9 3774368.0   329.0     5.00     3.72    
4.65     YES          
 L0000040         0   0.18182E‐01  476527.7 3774360.0   329.0     5.00     3.72    
4.65     YES          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                                  *** VOLUME SOURCE DATA ***

               NUMBER EMISSION RATE                    BASE    RELEASE    INIT.    
INIT.   URBAN  EMISSION RATE
   SOURCE       PART.  (GRAMS/SEC)     X        Y      ELEV.   HEIGHT      SY      
SZ     SOURCE  SCALAR VARY
     ID         CATS.               (METERS) (METERS) (METERS) (METERS) (METERS) 
(METERS)              BY
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 



‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐

 L0000041         0   0.18182E‐01  476527.5 3774352.0   329.0     5.00     3.72    
4.65     YES          
 L0000042         0   0.18182E‐01  476527.3 3774344.0   329.0     5.00     3.72    
4.65     YES          
 L0000043         0   0.18182E‐01  476527.0 3774336.0   329.0     5.00     3.72    
4.65     YES          
 L0000044         0   0.18182E‐01  476526.8 3774328.0   329.0     5.00     3.72    
4.65     YES          
 L0000045         0   0.18182E‐01  476526.6 3774320.0   329.0     5.00     3.72    
4.65     YES          
 L0000046         0   0.18182E‐01  476531.0 3774316.7   329.0     5.00     3.72    
4.65     YES          
 L0000047         0   0.18182E‐01  476539.0 3774317.0   329.0     5.00     3.72    
4.65     YES          
 L0000048         0   0.18182E‐01  476545.1 3774319.2   329.1     5.00     3.72    
4.65     YES          
 L0000049         0   0.18182E‐01  476545.0 3774327.2   329.2     5.00     3.72    
4.65     YES          
 L0000050         0   0.18182E‐01  476545.0 3774335.2   329.3     5.00     3.72    
4.65     YES          
 L0000051         0   0.18182E‐01  476544.9 3774343.2   329.4     5.00     3.72    
4.65     YES          
 L0000052         0   0.18182E‐01  476544.9 3774351.2   329.5     5.00     3.72    
4.65     YES          
 L0000053         0   0.18182E‐01  476544.9 3774359.2   329.5     5.00     3.72    
4.65     YES          
 L0000054         0   0.18182E‐01  476544.8 3774367.2   329.5     5.00     3.72    
4.65     YES          
 L0000055         0   0.18182E‐01  476544.8 3774375.2   329.5     5.00     3.72    
4.65     YES          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                           *** SOURCE IDs DEFINING SOURCE GROUPS 
***

 SRCGROUP ID                                              SOURCE IDs
 ‐‐‐‐‐‐‐‐‐‐‐                                              ‐‐‐‐‐‐‐‐‐‐

  ALL        L0000001    , L0000002    , L0000003    , L0000004    , L0000005    , 
L0000006    , L0000007    , L0000008    ,



             L0000009    , L0000010    , L0000011    , L0000012    , L0000013    , 
L0000014    , L0000015    , L0000016    ,

             L0000017    , L0000018    , L0000019    , L0000020    , L0000021    , 
L0000022    , L0000023    , L0000024    ,

             L0000025    , L0000026    , L0000027    , L0000028    , L0000029    , 
L0000030    , L0000031    , L0000032    ,

             L0000033    , L0000034    , L0000035    , L0000036    , L0000037    , 
L0000038    , L0000039    , L0000040    ,

             L0000041    , L0000042    , L0000043    , L0000044    , L0000045    , 
L0000046    , L0000047    , L0000048    ,

             L0000049    , L0000050    , L0000051    , L0000052    , L0000053    , 
L0000054    , L0000055    ,
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                          *** SOURCE IDs DEFINED AS URBAN SOURCES 
***

  URBAN ID   URBAN POP                                    SOURCE IDs
  ‐‐‐‐‐‐‐‐   ‐‐‐‐‐‐‐‐‐                                    ‐‐‐‐‐‐‐‐‐‐

              2035210.   L0000001    , L0000002    , L0000003    , L0000004    , 
L0000005    , L0000006    , L0000007    ,
 L0000008    ,

             L0000009    , L0000010    , L0000011    , L0000012    , L0000013    , 
L0000014    , L0000015    , L0000016    ,

             L0000017    , L0000018    , L0000019    , L0000020    , L0000021    , 
L0000022    , L0000023    , L0000024    ,

             L0000025    , L0000026    , L0000027    , L0000028    , L0000029    , 
L0000030    , L0000031    , L0000032    ,

             L0000033    , L0000034    , L0000035    , L0000036    , L0000037    , 
L0000038    , L0000039    , L0000040    ,



             L0000041    , L0000042    , L0000043    , L0000044    , L0000045    , 
L0000046    , L0000047    , L0000048    ,

             L0000049    , L0000050    , L0000051    , L0000052    , L0000053    , 
L0000054    , L0000055    ,
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                             *** DISCRETE CARTESIAN RECEPTORS ***
                                           (X‐COORD, Y‐COORD, ZELEV, ZHILL, ZFLAG)
                                                           (METERS)

     ( 476426.1, 3773784.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3773784.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3773784.4,     328.0,     328.0,       0.0);         ( 476486.1, 
3773784.4,     328.0,     328.0,       0.0);      
     ( 476506.1, 3773784.4,     328.2,     328.2,       0.0);         ( 476526.1, 
3773784.4,     328.9,     328.9,       0.0);      
     ( 476546.1, 3773784.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3773784.4,     329.0,     329.0,       0.0);      
     ( 476586.1, 3773784.4,     329.0,     329.0,       0.0);         ( 476606.1, 
3773784.4,     329.0,     329.0,       0.0);      
     ( 476626.1, 3773784.4,     329.2,     329.2,       0.0);         ( 476646.1, 
3773784.4,     329.9,     329.9,       0.0);      
     ( 476666.1, 3773784.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3773784.4,     330.0,     330.0,       0.0);      
     ( 476706.1, 3773784.4,     330.0,     330.0,       0.0);         ( 476726.1, 
3773784.4,     330.0,     330.0,       0.0);      
     ( 476746.1, 3773784.4,     330.2,     330.2,       0.0);         ( 476766.1, 
3773784.4,     330.6,     330.6,       0.0);      
     ( 476786.1, 3773784.4,     330.9,     330.9,       0.0);         ( 476806.1, 
3773784.4,     331.0,     331.0,       0.0);      
     ( 476826.1, 3773784.4,     331.0,     331.0,       0.0);         ( 476846.1, 
3773784.4,     331.0,     331.0,       0.0);      
     ( 476866.1, 3773784.4,     331.0,     331.0,       0.0);         ( 476886.1, 
3773784.4,     331.0,     331.0,       0.0);      
     ( 476906.1, 3773784.4,     331.0,     331.0,       0.0);         ( 476926.1, 
3773784.4,     331.2,     331.2,       0.0);      
     ( 476946.1, 3773784.4,     331.9,     331.9,       0.0);         ( 476966.1, 
3773784.4,     332.0,     332.0,       0.0);      
     ( 476986.1, 3773784.4,     332.0,     332.0,       0.0);         ( 477006.1, 
3773784.4,     332.0,     332.0,       0.0);      
     ( 475526.1, 3773804.4,     320.5,     320.5,       0.0);         ( 475546.1, 
3773804.4,     320.9,     320.9,       0.0);      
     ( 475566.1, 3773804.4,     321.0,     321.0,       0.0);         ( 475586.1, 



3773804.4,     321.5,     321.5,       0.0);      
     ( 475606.1, 3773804.4,     321.9,     321.9,       0.0);         ( 475626.1, 
3773804.4,     321.9,     321.9,       0.0);      
     ( 475646.1, 3773804.4,     322.0,     322.0,       0.0);         ( 475666.1, 
3773804.4,     322.0,     322.0,       0.0);      
     ( 475686.1, 3773804.4,     322.0,     322.0,       0.0);         ( 475706.1, 
3773804.4,     322.0,     322.0,       0.0);      
     ( 475726.1, 3773804.4,     322.0,     322.0,       0.0);         ( 475746.1, 
3773804.4,     322.0,     322.0,       0.0);      
     ( 475766.1, 3773804.4,     322.0,     322.0,       0.0);         ( 475786.1, 
3773804.4,     322.2,     322.2,       0.0);      
     ( 475806.1, 3773804.4,     322.9,     322.9,       0.0);         ( 475826.1, 
3773804.4,     323.0,     323.0,       0.0);      
     ( 475846.1, 3773804.4,     323.0,     323.0,       0.0);         ( 475866.1, 
3773804.4,     323.0,     323.0,       0.0);      
     ( 475886.1, 3773804.4,     323.0,     323.0,       0.0);         ( 475906.1, 
3773804.4,     323.0,     323.0,       0.0);      
     ( 475926.1, 3773804.4,     323.0,     323.0,       0.0);         ( 475946.1, 
3773804.4,     323.0,     323.0,       0.0);      
     ( 475966.1, 3773804.4,     323.0,     323.0,       0.0);         ( 475986.1, 
3773804.4,     323.1,     323.1,       0.0);      
     ( 476006.1, 3773804.4,     324.1,     324.1,       0.0);         ( 476426.1, 
3773804.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3773804.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3773804.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3773804.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3773804.4,     328.2,     328.2,       0.0);      
     ( 476526.1, 3773804.4,     328.9,     328.9,       0.0);         ( 476546.1, 
3773804.4,     329.0,     329.0,       0.0);      
     ( 476566.1, 3773804.4,     329.0,     329.0,       0.0);         ( 476586.1, 
3773804.4,     329.0,     329.0,       0.0);      
     ( 476606.1, 3773804.4,     329.0,     329.0,       0.0);         ( 476626.1, 
3773804.4,     329.2,     329.2,       0.0);      
     ( 476646.1, 3773804.4,     329.9,     329.9,       0.0);         ( 476666.1, 
3773804.4,     330.0,     330.0,       0.0);      
     ( 476686.1, 3773804.4,     330.0,     330.0,       0.0);         ( 476706.1, 
3773804.4,     330.0,     330.0,       0.0);      
     ( 476726.1, 3773804.4,     330.0,     330.0,       0.0);         ( 476746.1, 
3773804.4,     330.0,     330.0,       0.0);      
     ( 476766.1, 3773804.4,     330.1,     330.1,       0.0);         ( 476786.1, 
3773804.4,     330.6,     330.6,       0.0);      
     ( 476806.1, 3773804.4,     331.0,     331.0,       0.0);         ( 476826.1, 
3773804.4,     331.0,     331.0,       0.0);      
     ( 476846.1, 3773804.4,     331.0,     331.0,       0.0);         ( 476866.1, 
3773804.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3773804.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3773804.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3773804.4,     331.2,     331.2,       0.0);         ( 476946.1, 
3773804.4,     331.9,     331.9,       0.0);      
     ( 476966.1, 3773804.4,     332.0,     332.0,       0.0);         ( 476986.1, 



3773804.4,     332.0,     332.0,       0.0);      
     ( 477006.1, 3773804.4,     332.0,     332.0,       0.0);         ( 477026.1, 
3773804.4,     332.0,     332.0,       0.0);      
     ( 477046.1, 3773804.4,     332.0,     332.0,       0.0);         ( 475526.1, 
3773824.4,     320.8,     320.8,       0.0);      
     ( 475546.1, 3773824.4,     321.1,     321.1,       0.0);         ( 475566.1, 
3773824.4,     321.5,     321.5,       0.0);      
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     ( 475586.1, 3773824.4,     321.8,     321.8,       0.0);         ( 475606.1, 
3773824.4,     322.0,     322.0,       0.0);      
     ( 475626.1, 3773824.4,     322.0,     322.0,       0.0);         ( 475646.1, 
3773824.4,     322.0,     322.0,       0.0);      
     ( 475666.1, 3773824.4,     322.0,     322.0,       0.0);         ( 475686.1, 
3773824.4,     322.0,     322.0,       0.0);      
     ( 475706.1, 3773824.4,     322.0,     322.0,       0.0);         ( 475726.1, 
3773824.4,     322.0,     322.0,       0.0);      
     ( 475746.1, 3773824.4,     322.0,     322.0,       0.0);         ( 475766.1, 
3773824.4,     322.3,     322.3,       0.0);      
     ( 475786.1, 3773824.4,     322.7,     322.7,       0.0);         ( 475806.1, 
3773824.4,     322.9,     322.9,       0.0);      
     ( 475826.1, 3773824.4,     323.0,     323.0,       0.0);         ( 475846.1, 
3773824.4,     323.0,     323.0,       0.0);      
     ( 475866.1, 3773824.4,     323.0,     323.0,       0.0);         ( 475886.1, 
3773824.4,     323.3,     323.3,       0.0);      
     ( 475906.1, 3773824.4,     323.5,     323.5,       0.0);         ( 475926.1, 
3773824.4,     323.1,     323.1,       0.0);      
     ( 475946.1, 3773824.4,     323.0,     323.0,       0.0);         ( 475966.1, 
3773824.4,     323.0,     323.0,       0.0);      
     ( 475986.1, 3773824.4,     323.0,     323.0,       0.0);         ( 476006.1, 
3773824.4,     323.8,     323.8,       0.0);      
     ( 476426.1, 3773824.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3773824.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3773824.4,     328.0,     328.0,       0.0);         ( 476486.1, 
3773824.4,     328.0,     328.0,       0.0);      
     ( 476506.1, 3773824.4,     328.2,     328.2,       0.0);         ( 476526.1, 
3773824.4,     328.9,     328.9,       0.0);      
     ( 476546.1, 3773824.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3773824.4,     329.0,     329.0,       0.0);      
     ( 476586.1, 3773824.4,     329.0,     329.0,       0.0);         ( 476606.1, 



3773824.4,     329.0,     329.0,       0.0);      
     ( 476626.1, 3773824.4,     329.2,     329.2,       0.0);         ( 476646.1, 
3773824.4,     329.9,     329.9,       0.0);      
     ( 476666.1, 3773824.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3773824.4,     330.0,     330.0,       0.0);      
     ( 476706.1, 3773824.4,     330.0,     330.0,       0.0);         ( 476726.1, 
3773824.4,     330.0,     330.0,       0.0);      
     ( 476746.1, 3773824.4,     330.0,     330.0,       0.0);         ( 476766.1, 
3773824.4,     330.0,     330.0,       0.0);      
     ( 476786.1, 3773824.4,     330.2,     330.2,       0.0);         ( 476806.1, 
3773824.4,     330.5,     330.5,       0.0);      
     ( 476826.1, 3773824.4,     330.9,     330.9,       0.0);         ( 476846.1, 
3773824.4,     331.0,     331.0,       0.0);      
     ( 476866.1, 3773824.4,     331.0,     331.0,       0.0);         ( 476886.1, 
3773824.4,     331.0,     331.0,       0.0);      
     ( 476906.1, 3773824.4,     331.0,     331.0,       0.0);         ( 476926.1, 
3773824.4,     331.1,     331.1,       0.0);      
     ( 476946.1, 3773824.4,     331.4,     331.4,       0.0);         ( 476966.1, 
3773824.4,     331.7,     331.7,       0.0);      
     ( 476986.1, 3773824.4,     332.0,     332.0,       0.0);         ( 477006.1, 
3773824.4,     332.0,     332.0,       0.0);      
     ( 477026.1, 3773824.4,     332.0,     332.0,       0.0);         ( 477046.1, 
3773824.4,     332.0,     332.0,       0.0);      
     ( 477066.1, 3773824.4,     332.0,     332.0,       0.0);         ( 477086.1, 
3773824.4,     332.5,     332.5,       0.0);      
     ( 475526.1, 3773844.4,     321.0,     321.0,       0.0);         ( 475546.1, 
3773844.4,     321.2,     321.2,       0.0);      
     ( 475566.1, 3773844.4,     321.9,     321.9,       0.0);         ( 475586.1, 
3773844.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3773844.4,     322.0,     322.0,       0.0);         ( 475626.1, 
3773844.4,     322.0,     322.0,       0.0);      
     ( 475646.1, 3773844.4,     322.0,     322.0,       0.0);         ( 475666.1, 
3773844.4,     322.0,     322.0,       0.0);      
     ( 475686.1, 3773844.4,     322.0,     322.0,       0.0);         ( 475706.1, 
3773844.4,     322.2,     322.2,       0.0);      
     ( 475726.1, 3773844.4,     322.3,     322.3,       0.0);         ( 475746.1, 
3773844.4,     322.3,     322.3,       0.0);      
     ( 475766.1, 3773844.4,     322.7,     322.7,       0.0);         ( 475786.1, 
3773844.4,     323.0,     323.0,       0.0);      
     ( 475806.1, 3773844.4,     323.0,     323.0,       0.0);         ( 475826.1, 
3773844.4,     323.0,     323.0,       0.0);      
     ( 475846.1, 3773844.4,     323.1,     323.1,       0.0);         ( 475866.1, 
3773844.4,     323.2,     323.2,       0.0);      
     ( 475886.1, 3773844.4,     323.7,     323.7,       0.0);         ( 475906.1, 
3773844.4,     323.9,     323.9,       0.0);      
     ( 475926.1, 3773844.4,     323.4,     323.4,       0.0);         ( 475946.1, 
3773844.4,     323.3,     323.3,       0.0);      
     ( 475966.1, 3773844.4,     323.3,     323.3,       0.0);         ( 475986.1, 
3773844.4,     323.3,     323.3,       0.0);      
     ( 476006.1, 3773844.4,     323.8,     323.8,       0.0);         ( 476426.1, 



3773844.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3773844.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3773844.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3773844.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3773844.4,     328.2,     328.2,       0.0);      
     ( 476526.1, 3773844.4,     328.9,     328.9,       0.0);         ( 476546.1, 
3773844.4,     329.0,     329.0,       0.0);      
     ( 476566.1, 3773844.4,     329.0,     329.0,       0.0);         ( 476586.1, 
3773844.4,     329.0,     329.0,       0.0);      
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     ( 476606.1, 3773844.4,     329.0,     329.0,       0.0);         ( 476626.1, 
3773844.4,     329.2,     329.2,       0.0);      
     ( 476646.1, 3773844.4,     329.9,     329.9,       0.0);         ( 476666.1, 
3773844.4,     330.0,     330.0,       0.0);      
     ( 476686.1, 3773844.4,     330.0,     330.0,       0.0);         ( 476706.1, 
3773844.4,     330.0,     330.0,       0.0);      
     ( 476726.1, 3773844.4,     330.0,     330.0,       0.0);         ( 476746.1, 
3773844.4,     330.0,     330.0,       0.0);      
     ( 476766.1, 3773844.4,     330.0,     330.0,       0.0);         ( 476786.1, 
3773844.4,     330.0,     330.0,       0.0);      
     ( 476806.1, 3773844.4,     330.2,     330.2,       0.0);         ( 476826.1, 
3773844.4,     330.9,     330.9,       0.0);      
     ( 476846.1, 3773844.4,     331.0,     331.0,       0.0);         ( 476866.1, 
3773844.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3773844.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3773844.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3773844.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3773844.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3773844.4,     331.5,     331.5,       0.0);         ( 476986.1, 
3773844.4,     332.0,     332.0,       0.0);      
     ( 477006.1, 3773844.4,     332.0,     332.0,       0.0);         ( 477026.1, 
3773844.4,     332.0,     332.0,       0.0);      
     ( 477046.1, 3773844.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3773844.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3773844.4,     332.4,     332.4,       0.0);         ( 477106.1, 
3773844.4,     332.8,     332.8,       0.0);      
     ( 475526.1, 3773864.4,     321.0,     321.0,       0.0);         ( 475546.1, 
3773864.4,     321.2,     321.2,       0.0);      
     ( 475566.1, 3773864.4,     321.9,     321.9,       0.0);         ( 475586.1, 



3773864.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3773864.4,     322.0,     322.0,       0.0);         ( 475626.1, 
3773864.4,     322.0,     322.0,       0.0);      
     ( 475646.1, 3773864.4,     322.0,     322.0,       0.0);         ( 475666.1, 
3773864.4,     322.0,     322.0,       0.0);      
     ( 475686.1, 3773864.4,     322.0,     322.0,       0.0);         ( 475706.1, 
3773864.4,     322.5,     322.5,       0.0);      
     ( 475726.1, 3773864.4,     322.9,     322.9,       0.0);         ( 475746.1, 
3773864.4,     322.9,     322.9,       0.0);      
     ( 475766.1, 3773864.4,     323.0,     323.0,       0.0);         ( 475786.1, 
3773864.4,     323.0,     323.0,       0.0);      
     ( 475806.1, 3773864.4,     323.0,     323.0,       0.0);         ( 475826.1, 
3773864.4,     323.0,     323.0,       0.0);      
     ( 475846.1, 3773864.4,     323.2,     323.2,       0.0);         ( 475866.1, 
3773864.4,     323.8,     323.8,       0.0);      
     ( 475886.1, 3773864.4,     324.0,     324.0,       0.0);         ( 475906.1, 
3773864.4,     324.0,     324.0,       0.0);      
     ( 475926.1, 3773864.4,     323.9,     323.9,       0.0);         ( 475946.1, 
3773864.4,     323.9,     323.9,       0.0);      
     ( 475966.1, 3773864.4,     323.9,     323.9,       0.0);         ( 475986.1, 
3773864.4,     323.9,     323.9,       0.0);      
     ( 476006.1, 3773864.4,     324.5,     324.5,       0.0);         ( 476026.1, 
3773864.4,     324.9,     324.9,       0.0);      
     ( 476426.1, 3773864.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3773864.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3773864.4,     328.0,     328.0,       0.0);         ( 476486.1, 
3773864.4,     328.0,     328.0,       0.0);      
     ( 476506.1, 3773864.4,     328.2,     328.2,       0.0);         ( 476526.1, 
3773864.4,     328.9,     328.9,       0.0);      
     ( 476546.1, 3773864.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3773864.4,     329.0,     329.0,       0.0);      
     ( 476586.1, 3773864.4,     329.0,     329.0,       0.0);         ( 476606.1, 
3773864.4,     329.0,     329.0,       0.0);      
     ( 476626.1, 3773864.4,     329.2,     329.2,       0.0);         ( 476646.1, 
3773864.4,     329.9,     329.9,       0.0);      
     ( 476666.1, 3773864.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3773864.4,     330.0,     330.0,       0.0);      
     ( 476706.1, 3773864.4,     330.0,     330.0,       0.0);         ( 476726.1, 
3773864.4,     330.0,     330.0,       0.0);      
     ( 476746.1, 3773864.4,     330.0,     330.0,       0.0);         ( 476766.1, 
3773864.4,     330.0,     330.0,       0.0);      
     ( 476786.1, 3773864.4,     330.0,     330.0,       0.0);         ( 476806.1, 
3773864.4,     330.2,     330.2,       0.0);      
     ( 476826.1, 3773864.4,     330.9,     330.9,       0.0);         ( 476846.1, 
3773864.4,     331.0,     331.0,       0.0);      
     ( 476866.1, 3773864.4,     331.0,     331.0,       0.0);         ( 476886.1, 
3773864.4,     331.0,     331.0,       0.0);      
     ( 476906.1, 3773864.4,     331.0,     331.0,       0.0);         ( 476926.1, 
3773864.4,     331.0,     331.0,       0.0);      
     ( 476946.1, 3773864.4,     331.0,     331.0,       0.0);         ( 476966.1, 



3773864.4,     331.5,     331.5,       0.0);      
     ( 476986.1, 3773864.4,     332.0,     332.0,       0.0);         ( 477006.1, 
3773864.4,     332.0,     332.0,       0.0);      
     ( 477026.1, 3773864.4,     332.0,     332.0,       0.0);         ( 477046.1, 
3773864.4,     332.0,     332.0,       0.0);      
     ( 477066.1, 3773864.4,     332.0,     332.0,       0.0);         ( 477086.1, 
3773864.4,     332.0,     332.0,       0.0);      
     ( 477106.1, 3773864.4,     332.3,     332.3,       0.0);         ( 475526.1, 
3773884.4,     321.3,     321.3,       0.0);      
     ( 475546.1, 3773884.4,     321.7,     321.7,       0.0);         ( 475566.1, 
3773884.4,     321.9,     321.9,       0.0);      
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     ( 475586.1, 3773884.4,     322.0,     322.0,       0.0);         ( 475606.1, 
3773884.4,     322.0,     322.0,       0.0);      
     ( 475626.1, 3773884.4,     322.0,     322.0,       0.0);         ( 475646.1, 
3773884.4,     322.0,     322.0,       0.0);      
     ( 475666.1, 3773884.4,     322.0,     322.0,       0.0);         ( 475686.1, 
3773884.4,     322.0,     322.0,       0.0);      
     ( 475706.1, 3773884.4,     322.5,     322.5,       0.0);         ( 475726.1, 
3773884.4,     323.0,     323.0,       0.0);      
     ( 475746.1, 3773884.4,     323.0,     323.0,       0.0);         ( 475766.1, 
3773884.4,     323.0,     323.0,       0.0);      
     ( 475786.1, 3773884.4,     323.0,     323.0,       0.0);         ( 475806.1, 
3773884.4,     323.0,     323.0,       0.0);      
     ( 475826.1, 3773884.4,     323.3,     323.3,       0.0);         ( 475846.1, 
3773884.4,     323.7,     323.7,       0.0);      
     ( 475866.1, 3773884.4,     323.9,     323.9,       0.0);         ( 475886.1, 
3773884.4,     324.0,     324.0,       0.0);      
     ( 475906.1, 3773884.4,     324.0,     324.0,       0.0);         ( 475926.1, 
3773884.4,     324.0,     324.0,       0.0);      
     ( 475946.1, 3773884.4,     324.0,     324.0,       0.0);         ( 475966.1, 
3773884.4,     324.1,     324.1,       0.0);      
     ( 475986.1, 3773884.4,     324.5,     324.5,       0.0);         ( 476006.1, 
3773884.4,     324.8,     324.8,       0.0);      
     ( 476026.1, 3773884.4,     325.0,     325.0,       0.0);         ( 476046.1, 
3773884.4,     325.0,     325.0,       0.0);      
     ( 476426.1, 3773884.4,     327.7,     327.7,       0.0);         ( 476446.1, 
3773884.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3773884.4,     328.0,     328.0,       0.0);         ( 476486.1, 



3773884.4,     328.0,     328.0,       0.0);      
     ( 476506.1, 3773884.4,     328.2,     328.2,       0.0);         ( 476526.1, 
3773884.4,     328.9,     328.9,       0.0);      
     ( 476546.1, 3773884.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3773884.4,     329.0,     329.0,       0.0);      
     ( 476586.1, 3773884.4,     329.0,     329.0,       0.0);         ( 476606.1, 
3773884.4,     329.0,     329.0,       0.0);      
     ( 476626.1, 3773884.4,     329.1,     329.1,       0.0);         ( 476646.1, 
3773884.4,     329.4,     329.4,       0.0);      
     ( 476666.1, 3773884.4,     329.4,     329.4,       0.0);         ( 476686.1, 
3773884.4,     329.4,     329.4,       0.0);      
     ( 476706.1, 3773884.4,     329.4,     329.4,       0.0);         ( 476726.1, 
3773884.4,     329.7,     329.7,       0.0);      
     ( 476746.1, 3773884.4,     330.0,     330.0,       0.0);         ( 476766.1, 
3773884.4,     330.0,     330.0,       0.0);      
     ( 476786.1, 3773884.4,     330.0,     330.0,       0.0);         ( 476806.1, 
3773884.4,     330.1,     330.1,       0.0);      
     ( 476826.1, 3773884.4,     330.4,     330.4,       0.0);         ( 476846.1, 
3773884.4,     330.7,     330.7,       0.0);      
     ( 476866.1, 3773884.4,     331.0,     331.0,       0.0);         ( 476886.1, 
3773884.4,     331.0,     331.0,       0.0);      
     ( 476906.1, 3773884.4,     331.0,     331.0,       0.0);         ( 476926.1, 
3773884.4,     331.0,     331.0,       0.0);      
     ( 476946.1, 3773884.4,     331.0,     331.0,       0.0);         ( 476966.1, 
3773884.4,     331.2,     331.2,       0.0);      
     ( 476986.1, 3773884.4,     331.5,     331.5,       0.0);         ( 477006.1, 
3773884.4,     331.9,     331.9,       0.0);      
     ( 477026.1, 3773884.4,     332.0,     332.0,       0.0);         ( 477046.1, 
3773884.4,     332.0,     332.0,       0.0);      
     ( 477066.1, 3773884.4,     332.0,     332.0,       0.0);         ( 477086.1, 
3773884.4,     332.0,     332.0,       0.0);      
     ( 477106.1, 3773884.4,     332.2,     332.2,       0.0);         ( 475526.1, 
3773904.4,     321.5,     321.5,       0.0);      
     ( 475546.1, 3773904.4,     322.0,     322.0,       0.0);         ( 475566.1, 
3773904.4,     322.0,     322.0,       0.0);      
     ( 475586.1, 3773904.4,     322.0,     322.0,       0.0);         ( 475606.1, 
3773904.4,     322.0,     322.0,       0.0);      
     ( 475626.1, 3773904.4,     322.0,     322.0,       0.0);         ( 475646.1, 
3773904.4,     322.0,     322.0,       0.0);      
     ( 475666.1, 3773904.4,     322.1,     322.1,       0.0);         ( 475686.1, 
3773904.4,     322.2,     322.2,       0.0);      
     ( 475706.1, 3773904.4,     322.7,     322.7,       0.0);         ( 475726.1, 
3773904.4,     323.0,     323.0,       0.0);      
     ( 475746.1, 3773904.4,     323.0,     323.0,       0.0);         ( 475766.1, 
3773904.4,     323.0,     323.0,       0.0);      
     ( 475786.1, 3773904.4,     323.1,     323.1,       0.0);         ( 475806.1, 
3773904.4,     323.2,     323.2,       0.0);      
     ( 475826.1, 3773904.4,     323.7,     323.7,       0.0);         ( 475846.1, 
3773904.4,     324.0,     324.0,       0.0);      
     ( 475866.1, 3773904.4,     324.0,     324.0,       0.0);         ( 475886.1, 



3773904.4,     324.0,     324.0,       0.0);      
     ( 475906.1, 3773904.4,     324.0,     324.0,       0.0);         ( 475926.1, 
3773904.4,     324.0,     324.0,       0.0);      
     ( 475946.1, 3773904.4,     324.0,     324.0,       0.0);         ( 475966.1, 
3773904.4,     324.2,     324.2,       0.0);      
     ( 475986.1, 3773904.4,     324.9,     324.9,       0.0);         ( 476006.1, 
3773904.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3773904.4,     325.0,     325.0,       0.0);         ( 476046.1, 
3773904.4,     325.0,     325.0,       0.0);      
     ( 476066.1, 3773904.4,     325.0,     325.0,       0.0);         ( 476426.1, 
3773904.4,     327.7,     327.7,       0.0);      
     ( 476446.1, 3773904.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3773904.4,     328.0,     328.0,       0.0);      
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     ( 476486.1, 3773904.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3773904.4,     328.2,     328.2,       0.0);      
     ( 476526.1, 3773904.4,     328.9,     328.9,       0.0);         ( 476546.1, 
3773904.4,     329.0,     329.0,       0.0);      
     ( 476566.1, 3773904.4,     329.0,     329.0,       0.0);         ( 476586.1, 
3773904.4,     329.0,     329.0,       0.0);      
     ( 476606.1, 3773904.4,     329.0,     329.0,       0.0);         ( 476626.1, 
3773904.4,     329.0,     329.0,       0.0);      
     ( 476646.1, 3773904.4,     329.0,     329.0,       0.0);         ( 476666.1, 
3773904.4,     329.0,     329.0,       0.0);      
     ( 476686.1, 3773904.4,     329.0,     329.0,       0.0);         ( 476706.1, 
3773904.4,     329.0,     329.0,       0.0);      
     ( 476726.1, 3773904.4,     329.5,     329.5,       0.0);         ( 476746.1, 
3773904.4,     330.0,     330.0,       0.0);      
     ( 476766.1, 3773904.4,     330.0,     330.0,       0.0);         ( 476786.1, 
3773904.4,     330.0,     330.0,       0.0);      
     ( 476806.1, 3773904.4,     330.0,     330.0,       0.0);         ( 476826.1, 
3773904.4,     330.0,     330.0,       0.0);      
     ( 476846.1, 3773904.4,     330.5,     330.5,       0.0);         ( 476866.1, 
3773904.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3773904.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3773904.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3773904.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3773904.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3773904.4,     331.0,     331.0,       0.0);         ( 476986.1, 



3773904.4,     331.2,     331.2,       0.0);      
     ( 477006.1, 3773904.4,     331.9,     331.9,       0.0);         ( 477026.1, 
3773904.4,     332.0,     332.0,       0.0);      
     ( 477046.1, 3773904.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3773904.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3773904.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3773904.4,     332.2,     332.2,       0.0);      
     ( 475526.1, 3773924.4,     321.5,     321.5,       0.0);         ( 475546.1, 
3773924.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3773924.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3773924.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3773924.4,     322.0,     322.0,       0.0);         ( 475626.1, 
3773924.4,     322.0,     322.0,       0.0);      
     ( 475646.1, 3773924.4,     322.0,     322.0,       0.0);         ( 475666.1, 
3773924.4,     322.2,     322.2,       0.0);      
     ( 475686.1, 3773924.4,     322.8,     322.8,       0.0);         ( 475706.1, 
3773924.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3773924.4,     323.0,     323.0,       0.0);         ( 475746.1, 
3773924.4,     323.0,     323.0,       0.0);      
     ( 475766.1, 3773924.4,     323.0,     323.0,       0.0);         ( 475786.1, 
3773924.4,     323.2,     323.2,       0.0);      
     ( 475806.1, 3773924.4,     323.8,     323.8,       0.0);         ( 475826.1, 
3773924.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3773924.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3773924.4,     324.0,     324.0,       0.0);      
     ( 475886.1, 3773924.4,     324.0,     324.0,       0.0);         ( 475906.1, 
3773924.4,     324.0,     324.0,       0.0);      
     ( 475926.1, 3773924.4,     324.0,     324.0,       0.0);         ( 475946.1, 
3773924.4,     324.0,     324.0,       0.0);      
     ( 475966.1, 3773924.4,     324.2,     324.2,       0.0);         ( 475986.1, 
3773924.4,     324.9,     324.9,       0.0);      
     ( 476006.1, 3773924.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3773924.4,     325.0,     325.0,       0.0);      
     ( 476046.1, 3773924.4,     325.0,     325.0,       0.0);         ( 476066.1, 
3773924.4,     325.0,     325.0,       0.0);      
     ( 476086.1, 3773924.4,     325.0,     325.0,       0.0);         ( 476426.1, 
3773924.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3773924.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3773924.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3773924.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3773924.4,     328.2,     328.2,       0.0);      
     ( 476526.1, 3773924.4,     328.9,     328.9,       0.0);         ( 476546.1, 
3773924.4,     329.0,     329.0,       0.0);      
     ( 476566.1, 3773924.4,     329.0,     329.0,       0.0);         ( 476586.1, 
3773924.4,     329.0,     329.0,       0.0);      
     ( 476606.1, 3773924.4,     329.0,     329.0,       0.0);         ( 476626.1, 
3773924.4,     329.0,     329.0,       0.0);      
     ( 476646.1, 3773924.4,     329.0,     329.0,       0.0);         ( 476666.1, 
3773924.4,     329.0,     329.0,       0.0);      
     ( 476686.1, 3773924.4,     329.0,     329.0,       0.0);         ( 476706.1, 



3773924.4,     329.0,     329.0,       0.0);      
     ( 476726.1, 3773924.4,     329.5,     329.5,       0.0);         ( 476746.1, 
3773924.4,     330.0,     330.0,       0.0);      
     ( 476766.1, 3773924.4,     330.0,     330.0,       0.0);         ( 476786.1, 
3773924.4,     330.0,     330.0,       0.0);      
     ( 476806.1, 3773924.4,     330.0,     330.0,       0.0);         ( 476826.1, 
3773924.4,     330.0,     330.0,       0.0);      
     ( 476846.1, 3773924.4,     330.5,     330.5,       0.0);         ( 476866.1, 
3773924.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3773924.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3773924.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3773924.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3773924.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3773924.4,     331.0,     331.0,       0.0);         ( 476986.1, 
3773924.4,     331.2,     331.2,       0.0);      
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     ( 477006.1, 3773924.4,     331.9,     331.9,       0.0);         ( 477026.1, 
3773924.4,     332.0,     332.0,       0.0);      
     ( 477046.1, 3773924.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3773924.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3773924.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3773924.4,     332.2,     332.2,       0.0);      
     ( 475526.1, 3773944.4,     321.5,     321.5,       0.0);         ( 475546.1, 
3773944.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3773944.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3773944.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3773944.4,     322.0,     322.0,       0.0);         ( 475626.1, 
3773944.4,     322.0,     322.0,       0.0);      
     ( 475646.1, 3773944.4,     322.0,     322.0,       0.0);         ( 475666.1, 
3773944.4,     322.2,     322.2,       0.0);      
     ( 475686.1, 3773944.4,     322.9,     322.9,       0.0);         ( 475706.1, 
3773944.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3773944.4,     323.0,     323.0,       0.0);         ( 475746.1, 
3773944.4,     323.0,     323.0,       0.0);      
     ( 475766.1, 3773944.4,     323.0,     323.0,       0.0);         ( 475786.1, 
3773944.4,     323.2,     323.2,       0.0);      
     ( 475806.1, 3773944.4,     323.9,     323.9,       0.0);         ( 475826.1, 
3773944.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3773944.4,     324.0,     324.0,       0.0);         ( 475866.1, 



3773944.4,     324.0,     324.0,       0.0);      
     ( 475886.1, 3773944.4,     324.3,     324.3,       0.0);         ( 475906.1, 
3773944.4,     324.6,     324.6,       0.0);      
     ( 475926.1, 3773944.4,     324.6,     324.6,       0.0);         ( 475946.1, 
3773944.4,     324.6,     324.6,       0.0);      
     ( 475966.1, 3773944.4,     324.7,     324.7,       0.0);         ( 475986.1, 
3773944.4,     324.9,     324.9,       0.0);      
     ( 476006.1, 3773944.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3773944.4,     325.0,     325.0,       0.0);      
     ( 476046.1, 3773944.4,     325.0,     325.0,       0.0);         ( 476066.1, 
3773944.4,     325.0,     325.0,       0.0);      
     ( 476086.1, 3773944.4,     325.0,     325.0,       0.0);         ( 476106.1, 
3773944.4,     325.0,     325.0,       0.0);      
     ( 476126.1, 3773944.4,     325.0,     325.0,       0.0);         ( 476426.1, 
3773944.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3773944.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3773944.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3773944.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3773944.4,     328.1,     328.1,       0.0);      
     ( 476526.1, 3773944.4,     328.4,     328.4,       0.0);         ( 476546.1, 
3773944.4,     328.7,     328.7,       0.0);      
     ( 476566.1, 3773944.4,     329.0,     329.0,       0.0);         ( 476586.1, 
3773944.4,     329.0,     329.0,       0.0);      
     ( 476606.1, 3773944.4,     329.0,     329.0,       0.0);         ( 476626.1, 
3773944.4,     329.0,     329.0,       0.0);      
     ( 476646.1, 3773944.4,     329.0,     329.0,       0.0);         ( 476666.1, 
3773944.4,     329.0,     329.0,       0.0);      
     ( 476686.1, 3773944.4,     329.1,     329.1,       0.0);         ( 476706.1, 
3773944.4,     329.5,     329.5,       0.0);      
     ( 476726.1, 3773944.4,     329.8,     329.8,       0.0);         ( 476746.1, 
3773944.4,     330.0,     330.0,       0.0);      
     ( 476766.1, 3773944.4,     330.0,     330.0,       0.0);         ( 476786.1, 
3773944.4,     330.0,     330.0,       0.0);      
     ( 476806.1, 3773944.4,     330.1,     330.1,       0.0);         ( 476826.1, 
3773944.4,     330.5,     330.5,       0.0);      
     ( 476846.1, 3773944.4,     330.8,     330.8,       0.0);         ( 476866.1, 
3773944.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3773944.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3773944.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3773944.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3773944.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3773944.4,     331.0,     331.0,       0.0);         ( 476986.1, 
3773944.4,     331.1,     331.1,       0.0);      
     ( 477006.1, 3773944.4,     331.4,     331.4,       0.0);         ( 477026.1, 
3773944.4,     331.7,     331.7,       0.0);      
     ( 477046.1, 3773944.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3773944.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3773944.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3773944.4,     332.1,     332.1,       0.0);      
     ( 475526.1, 3773964.4,     321.5,     321.5,       0.0);         ( 475546.1, 



3773964.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3773964.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3773964.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3773964.4,     322.0,     322.0,       0.0);         ( 475626.1, 
3773964.4,     322.0,     322.0,       0.0);      
     ( 475646.1, 3773964.4,     322.2,     322.2,       0.0);         ( 475666.1, 
3773964.4,     322.4,     322.4,       0.0);      
     ( 475686.1, 3773964.4,     322.9,     322.9,       0.0);         ( 475706.1, 
3773964.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3773964.4,     323.0,     323.0,       0.0);         ( 475746.1, 
3773964.4,     323.0,     323.0,       0.0);      
     ( 475766.1, 3773964.4,     323.2,     323.2,       0.0);         ( 475786.1, 
3773964.4,     323.4,     323.4,       0.0);      
     ( 475806.1, 3773964.4,     323.9,     323.9,       0.0);         ( 475826.1, 
3773964.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3773964.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3773964.4,     324.0,     324.0,       0.0);      
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     ( 475886.1, 3773964.4,     324.5,     324.5,       0.0);         ( 475906.1, 
3773964.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3773964.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3773964.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3773964.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3773964.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3773964.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3773964.4,     325.0,     325.0,       0.0);      
     ( 476046.1, 3773964.4,     325.0,     325.0,       0.0);         ( 476066.1, 
3773964.4,     325.0,     325.0,       0.0);      
     ( 476086.1, 3773964.4,     325.0,     325.0,       0.0);         ( 476106.1, 
3773964.4,     325.0,     325.0,       0.0);      
     ( 476126.1, 3773964.4,     325.0,     325.0,       0.0);         ( 476146.1, 
3773964.4,     325.0,     325.0,       0.0);      
     ( 476406.1, 3773964.4,     327.9,     327.9,       0.0);         ( 476426.1, 
3773964.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3773964.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3773964.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3773964.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3773964.4,     328.0,     328.0,       0.0);      
     ( 476526.1, 3773964.4,     328.0,     328.0,       0.0);         ( 476546.1, 



3773964.4,     328.4,     328.4,       0.0);      
     ( 476566.1, 3773964.4,     328.8,     328.8,       0.0);         ( 476586.1, 
3773964.4,     329.0,     329.0,       0.0);      
     ( 476606.1, 3773964.4,     329.0,     329.0,       0.0);         ( 476626.1, 
3773964.4,     329.0,     329.0,       0.0);      
     ( 476646.1, 3773964.4,     329.0,     329.0,       0.0);         ( 476666.1, 
3773964.4,     329.0,     329.0,       0.0);      
     ( 476686.1, 3773964.4,     329.2,     329.2,       0.0);         ( 476706.1, 
3773964.4,     329.9,     329.9,       0.0);      
     ( 476726.1, 3773964.4,     330.0,     330.0,       0.0);         ( 476746.1, 
3773964.4,     330.0,     330.0,       0.0);      
     ( 476766.1, 3773964.4,     330.0,     330.0,       0.0);         ( 476786.1, 
3773964.4,     330.0,     330.0,       0.0);      
     ( 476806.1, 3773964.4,     330.2,     330.2,       0.0);         ( 476826.1, 
3773964.4,     330.6,     330.6,       0.0);      
     ( 476846.1, 3773964.4,     330.9,     330.9,       0.0);         ( 476866.1, 
3773964.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3773964.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3773964.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3773964.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3773964.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3773964.4,     331.0,     331.0,       0.0);         ( 476986.1, 
3773964.4,     331.0,     331.0,       0.0);      
     ( 477006.1, 3773964.4,     331.0,     331.0,       0.0);         ( 477026.1, 
3773964.4,     331.4,     331.4,       0.0);      
     ( 477046.1, 3773964.4,     331.8,     331.8,       0.0);         ( 477066.1, 
3773964.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3773964.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3773964.4,     332.0,     332.0,       0.0);      
     ( 475526.1, 3773984.4,     321.5,     321.5,       0.0);         ( 475546.1, 
3773984.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3773984.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3773984.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3773984.4,     322.0,     322.0,       0.0);         ( 475626.1, 
3773984.4,     322.0,     322.0,       0.0);      
     ( 475646.1, 3773984.4,     322.5,     322.5,       0.0);         ( 475666.1, 
3773984.4,     322.9,     322.9,       0.0);      
     ( 475686.1, 3773984.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3773984.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3773984.4,     323.0,     323.0,       0.0);         ( 475746.1, 
3773984.4,     323.0,     323.0,       0.0);      
     ( 475766.1, 3773984.4,     323.5,     323.5,       0.0);         ( 475786.1, 
3773984.4,     323.9,     323.9,       0.0);      
     ( 475806.1, 3773984.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3773984.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3773984.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3773984.4,     324.0,     324.0,       0.0);      
     ( 475886.1, 3773984.4,     324.5,     324.5,       0.0);         ( 475906.1, 
3773984.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3773984.4,     325.0,     325.0,       0.0);         ( 475946.1, 



3773984.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3773984.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3773984.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3773984.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3773984.4,     325.0,     325.0,       0.0);      
     ( 476046.1, 3773984.4,     325.0,     325.0,       0.0);         ( 476066.1, 
3773984.4,     325.0,     325.0,       0.0);      
     ( 476086.1, 3773984.4,     325.0,     325.0,       0.0);         ( 476106.1, 
3773984.4,     325.0,     325.0,       0.0);      
     ( 476126.1, 3773984.4,     325.0,     325.0,       0.0);         ( 476146.1, 
3773984.4,     325.0,     325.0,       0.0);      
     ( 476166.1, 3773984.4,     325.0,     325.0,       0.0);         ( 476406.1, 
3773984.4,     327.9,     327.9,       0.0);      
     ( 476426.1, 3773984.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3773984.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3773984.4,     328.0,     328.0,       0.0);         ( 476486.1, 
3773984.4,     328.0,     328.0,       0.0);      
     ( 476506.1, 3773984.4,     328.0,     328.0,       0.0);         ( 476526.1, 
3773984.4,     328.0,     328.0,       0.0);      
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     ( 476546.1, 3773984.4,     328.0,     328.0,       0.0);         ( 476566.1, 
3773984.4,     328.3,     328.3,       0.0);      
     ( 476586.1, 3773984.4,     328.9,     328.9,       0.0);         ( 476606.1, 
3773984.4,     329.0,     329.0,       0.0);      
     ( 476626.1, 3773984.4,     329.0,     329.0,       0.0);         ( 476646.1, 
3773984.4,     329.0,     329.0,       0.0);      
     ( 476666.1, 3773984.4,     329.0,     329.0,       0.0);         ( 476686.1, 
3773984.4,     329.2,     329.2,       0.0);      
     ( 476706.1, 3773984.4,     329.9,     329.9,       0.0);         ( 476726.1, 
3773984.4,     330.0,     330.0,       0.0);      
     ( 476746.1, 3773984.4,     330.0,     330.0,       0.0);         ( 476766.1, 
3773984.4,     330.0,     330.0,       0.0);      
     ( 476786.1, 3773984.4,     330.0,     330.0,       0.0);         ( 476806.1, 
3773984.4,     330.0,     330.0,       0.0);      
     ( 476826.1, 3773984.4,     330.1,     330.1,       0.0);         ( 476846.1, 
3773984.4,     330.6,     330.6,       0.0);      
     ( 476866.1, 3773984.4,     331.0,     331.0,       0.0);         ( 476886.1, 
3773984.4,     331.0,     331.0,       0.0);      
     ( 476906.1, 3773984.4,     331.0,     331.0,       0.0);         ( 476926.1, 



3773984.4,     331.0,     331.0,       0.0);      
     ( 476946.1, 3773984.4,     331.0,     331.0,       0.0);         ( 476966.1, 
3773984.4,     331.0,     331.0,       0.0);      
     ( 476986.1, 3773984.4,     331.0,     331.0,       0.0);         ( 477006.1, 
3773984.4,     331.0,     331.0,       0.0);      
     ( 477026.1, 3773984.4,     331.0,     331.0,       0.0);         ( 477046.1, 
3773984.4,     331.3,     331.3,       0.0);      
     ( 477066.1, 3773984.4,     331.9,     331.9,       0.0);         ( 477086.1, 
3773984.4,     332.0,     332.0,       0.0);      
     ( 477106.1, 3773984.4,     332.0,     332.0,       0.0);         ( 475526.1, 
3774004.4,     321.8,     321.8,       0.0);      
     ( 475546.1, 3774004.4,     322.0,     322.0,       0.0);         ( 475566.1, 
3774004.4,     322.0,     322.0,       0.0);      
     ( 475586.1, 3774004.4,     322.0,     322.0,       0.0);         ( 475606.1, 
3774004.4,     322.0,     322.0,       0.0);      
     ( 475626.1, 3774004.4,     322.0,     322.0,       0.0);         ( 475646.1, 
3774004.4,     322.5,     322.5,       0.0);      
     ( 475666.1, 3774004.4,     323.0,     323.0,       0.0);         ( 475686.1, 
3774004.4,     323.0,     323.0,       0.0);      
     ( 475706.1, 3774004.4,     323.0,     323.0,       0.0);         ( 475726.1, 
3774004.4,     323.0,     323.0,       0.0);      
     ( 475746.1, 3774004.4,     323.0,     323.0,       0.0);         ( 475766.1, 
3774004.4,     323.5,     323.5,       0.0);      
     ( 475786.1, 3774004.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774004.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774004.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774004.4,     324.0,     324.0,       0.0);      
     ( 475866.1, 3774004.4,     324.0,     324.0,       0.0);         ( 475886.1, 
3774004.4,     324.5,     324.5,       0.0);      
     ( 475906.1, 3774004.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774004.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774004.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774004.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774004.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774004.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774004.4,     325.0,     325.0,       0.0);         ( 476046.1, 
3774004.4,     325.0,     325.0,       0.0);      
     ( 476066.1, 3774004.4,     325.3,     325.3,       0.0);         ( 476086.1, 
3774004.4,     325.6,     325.6,       0.0);      
     ( 476106.1, 3774004.4,     325.6,     325.6,       0.0);         ( 476126.1, 
3774004.4,     325.6,     325.6,       0.0);      
     ( 476146.1, 3774004.4,     325.6,     325.6,       0.0);         ( 476166.1, 
3774004.4,     325.6,     325.6,       0.0);      
     ( 476186.1, 3774004.4,     325.8,     325.8,       0.0);         ( 476366.1, 
3774004.4,     326.7,     326.7,       0.0);      
     ( 476386.1, 3774004.4,     327.2,     327.2,       0.0);         ( 476406.1, 
3774004.4,     327.9,     327.9,       0.0);      
     ( 476426.1, 3774004.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774004.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3774004.4,     328.0,     328.0,       0.0);         ( 476486.1, 



3774004.4,     328.0,     328.0,       0.0);      
     ( 476506.1, 3774004.4,     328.0,     328.0,       0.0);         ( 476526.1, 
3774004.4,     328.0,     328.0,       0.0);      
     ( 476546.1, 3774004.4,     328.0,     328.0,       0.0);         ( 476566.1, 
3774004.4,     328.1,     328.1,       0.0);      
     ( 476586.1, 3774004.4,     328.4,     328.4,       0.0);         ( 476606.1, 
3774004.4,     328.7,     328.7,       0.0);      
     ( 476626.1, 3774004.4,     329.0,     329.0,       0.0);         ( 476646.1, 
3774004.4,     329.0,     329.0,       0.0);      
     ( 476666.1, 3774004.4,     329.0,     329.0,       0.0);         ( 476686.1, 
3774004.4,     329.1,     329.1,       0.0);      
     ( 476706.1, 3774004.4,     329.4,     329.4,       0.0);         ( 476726.1, 
3774004.4,     329.4,     329.4,       0.0);      
     ( 476746.1, 3774004.4,     329.4,     329.4,       0.0);         ( 476766.1, 
3774004.4,     329.4,     329.4,       0.0);      
     ( 476786.1, 3774004.4,     329.4,     329.4,       0.0);         ( 476806.1, 
3774004.4,     329.5,     329.5,       0.0);      
     ( 476826.1, 3774004.4,     329.9,     329.9,       0.0);         ( 476846.1, 
3774004.4,     330.5,     330.5,       0.0);      
     ( 476866.1, 3774004.4,     331.0,     331.0,       0.0);         ( 476886.1, 
3774004.4,     331.0,     331.0,       0.0);      
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     ( 476906.1, 3774004.4,     331.0,     331.0,       0.0);         ( 476926.1, 
3774004.4,     331.0,     331.0,       0.0);      
     ( 476946.1, 3774004.4,     331.0,     331.0,       0.0);         ( 476966.1, 
3774004.4,     331.0,     331.0,       0.0);      
     ( 476986.1, 3774004.4,     331.0,     331.0,       0.0);         ( 477006.1, 
3774004.4,     331.0,     331.0,       0.0);      
     ( 477026.1, 3774004.4,     331.0,     331.0,       0.0);         ( 477046.1, 
3774004.4,     331.2,     331.2,       0.0);      
     ( 477066.1, 3774004.4,     331.9,     331.9,       0.0);         ( 477086.1, 
3774004.4,     332.0,     332.0,       0.0);      
     ( 477106.1, 3774004.4,     332.0,     332.0,       0.0);         ( 475526.1, 
3774024.4,     322.0,     322.0,       0.0);      
     ( 475546.1, 3774024.4,     322.0,     322.0,       0.0);         ( 475566.1, 
3774024.4,     322.0,     322.0,       0.0);      
     ( 475586.1, 3774024.4,     322.0,     322.0,       0.0);         ( 475606.1, 
3774024.4,     322.0,     322.0,       0.0);      
     ( 475626.1, 3774024.4,     322.0,     322.0,       0.0);         ( 475646.1, 



3774024.4,     322.5,     322.5,       0.0);      
     ( 475666.1, 3774024.4,     323.0,     323.0,       0.0);         ( 475686.1, 
3774024.4,     323.0,     323.0,       0.0);      
     ( 475706.1, 3774024.4,     323.0,     323.0,       0.0);         ( 475726.1, 
3774024.4,     323.0,     323.0,       0.0);      
     ( 475746.1, 3774024.4,     323.0,     323.0,       0.0);         ( 475766.1, 
3774024.4,     323.5,     323.5,       0.0);      
     ( 475786.1, 3774024.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774024.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774024.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774024.4,     324.1,     324.1,       0.0);      
     ( 475866.1, 3774024.4,     324.2,     324.2,       0.0);         ( 475886.1, 
3774024.4,     324.7,     324.7,       0.0);      
     ( 475906.1, 3774024.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774024.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774024.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774024.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774024.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774024.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774024.4,     325.1,     325.1,       0.0);         ( 476046.1, 
3774024.4,     325.2,     325.2,       0.0);      
     ( 476066.1, 3774024.4,     325.7,     325.7,       0.0);         ( 476086.1, 
3774024.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774024.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774024.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774024.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774024.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774024.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774024.4,     326.0,     326.0,       0.0);      
     ( 476226.1, 3774024.4,     326.0,     326.0,       0.0);         ( 476366.1, 
3774024.4,     326.4,     326.4,       0.0);      
     ( 476386.1, 3774024.4,     326.9,     326.9,       0.0);         ( 476406.1, 
3774024.4,     327.6,     327.6,       0.0);      
     ( 476426.1, 3774024.4,     327.9,     327.9,       0.0);         ( 476446.1, 
3774024.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3774024.4,     328.0,     328.0,       0.0);         ( 476486.1, 
3774024.4,     328.0,     328.0,       0.0);      
     ( 476506.1, 3774024.4,     328.0,     328.0,       0.0);         ( 476526.1, 
3774024.4,     328.0,     328.0,       0.0);      
     ( 476546.1, 3774024.4,     328.0,     328.0,       0.0);         ( 476566.1, 
3774024.4,     328.0,     328.0,       0.0);      
     ( 476586.1, 3774024.4,     328.0,     328.0,       0.0);         ( 476606.1, 
3774024.4,     328.5,     328.5,       0.0);      
     ( 476626.1, 3774024.4,     329.0,     329.0,       0.0);         ( 476646.1, 
3774024.4,     329.0,     329.0,       0.0);      
     ( 476666.1, 3774024.4,     329.0,     329.0,       0.0);         ( 476686.1, 
3774024.4,     329.0,     329.0,       0.0);      
     ( 476706.1, 3774024.4,     329.0,     329.0,       0.0);         ( 476726.1, 
3774024.4,     329.0,     329.0,       0.0);      
     ( 476746.1, 3774024.4,     329.0,     329.0,       0.0);         ( 476766.1, 



3774024.4,     329.0,     329.0,       0.0);      
     ( 476786.1, 3774024.4,     329.0,     329.0,       0.0);         ( 476806.1, 
3774024.4,     329.2,     329.2,       0.0);      
     ( 476826.1, 3774024.4,     329.9,     329.9,       0.0);         ( 476846.1, 
3774024.4,     330.4,     330.4,       0.0);      
     ( 476866.1, 3774024.4,     331.0,     331.0,       0.0);         ( 476886.1, 
3774024.4,     331.0,     331.0,       0.0);      
     ( 476906.1, 3774024.4,     331.0,     331.0,       0.0);         ( 476926.1, 
3774024.4,     331.0,     331.0,       0.0);      
     ( 476946.1, 3774024.4,     331.0,     331.0,       0.0);         ( 476966.1, 
3774024.4,     331.0,     331.0,       0.0);      
     ( 476986.1, 3774024.4,     331.0,     331.0,       0.0);         ( 477006.1, 
3774024.4,     331.0,     331.0,       0.0);      
     ( 477026.1, 3774024.4,     331.0,     331.0,       0.0);         ( 477046.1, 
3774024.4,     331.2,     331.2,       0.0);      
     ( 477066.1, 3774024.4,     331.9,     331.9,       0.0);         ( 477086.1, 
3774024.4,     332.0,     332.0,       0.0);      
     ( 477106.1, 3774024.4,     332.0,     332.0,       0.0);         ( 475526.1, 
3774044.4,     322.0,     322.0,       0.0);      
     ( 475546.1, 3774044.4,     322.0,     322.0,       0.0);         ( 475566.1, 
3774044.4,     322.0,     322.0,       0.0);      
     ( 475586.1, 3774044.4,     322.0,     322.0,       0.0);         ( 475606.1, 
3774044.4,     322.0,     322.0,       0.0);      
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     ( 475626.1, 3774044.4,     322.0,     322.0,       0.0);         ( 475646.1, 
3774044.4,     322.5,     322.5,       0.0);      
     ( 475666.1, 3774044.4,     323.0,     323.0,       0.0);         ( 475686.1, 
3774044.4,     323.0,     323.0,       0.0);      
     ( 475706.1, 3774044.4,     323.0,     323.0,       0.0);         ( 475726.1, 
3774044.4,     323.0,     323.0,       0.0);      
     ( 475746.1, 3774044.4,     323.0,     323.0,       0.0);         ( 475766.1, 
3774044.4,     323.5,     323.5,       0.0);      
     ( 475786.1, 3774044.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774044.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774044.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774044.4,     324.2,     324.2,       0.0);      
     ( 475866.1, 3774044.4,     324.8,     324.8,       0.0);         ( 475886.1, 
3774044.4,     325.0,     325.0,       0.0);      
     ( 475906.1, 3774044.4,     325.0,     325.0,       0.0);         ( 475926.1, 



3774044.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774044.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774044.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774044.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774044.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774044.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774044.4,     325.8,     325.8,       0.0);      
     ( 476066.1, 3774044.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774044.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774044.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774044.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774044.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774044.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774044.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774044.4,     326.0,     326.0,       0.0);      
     ( 476226.1, 3774044.4,     326.0,     326.0,       0.0);         ( 476246.1, 
3774044.4,     326.0,     326.0,       0.0);      
     ( 476266.1, 3774044.4,     326.0,     326.0,       0.0);         ( 476286.1, 
3774044.4,     326.0,     326.0,       0.0);      
     ( 476366.1, 3774044.4,     326.0,     326.0,       0.0);         ( 476386.1, 
3774044.4,     326.3,     326.3,       0.0);      
     ( 476406.1, 3774044.4,     326.9,     326.9,       0.0);         ( 476426.1, 
3774044.4,     327.6,     327.6,       0.0);      
     ( 476446.1, 3774044.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3774044.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3774044.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3774044.4,     328.0,     328.0,       0.0);      
     ( 476526.1, 3774044.4,     328.0,     328.0,       0.0);         ( 476546.1, 
3774044.4,     328.0,     328.0,       0.0);      
     ( 476566.1, 3774044.4,     328.0,     328.0,       0.0);         ( 476586.1, 
3774044.4,     328.0,     328.0,       0.0);      
     ( 476606.1, 3774044.4,     328.5,     328.5,       0.0);         ( 476626.1, 
3774044.4,     329.0,     329.0,       0.0);      
     ( 476646.1, 3774044.4,     329.0,     329.0,       0.0);         ( 476666.1, 
3774044.4,     329.0,     329.0,       0.0);      
     ( 476686.1, 3774044.4,     329.0,     329.0,       0.0);         ( 476706.1, 
3774044.4,     329.0,     329.0,       0.0);      
     ( 476726.1, 3774044.4,     329.0,     329.0,       0.0);         ( 476746.1, 
3774044.4,     329.0,     329.0,       0.0);      
     ( 476766.1, 3774044.4,     329.0,     329.0,       0.0);         ( 476786.1, 
3774044.4,     329.0,     329.0,       0.0);      
     ( 476806.1, 3774044.4,     329.2,     329.2,       0.0);         ( 476826.1, 
3774044.4,     329.9,     329.9,       0.0);      
     ( 476846.1, 3774044.4,     330.0,     330.0,       0.0);         ( 476866.1, 
3774044.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3774044.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3774044.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3774044.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3774044.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3774044.4,     331.0,     331.0,       0.0);         ( 476986.1, 



3774044.4,     331.0,     331.0,       0.0);      
     ( 477006.1, 3774044.4,     331.0,     331.0,       0.0);         ( 477026.1, 
3774044.4,     331.0,     331.0,       0.0);      
     ( 477046.1, 3774044.4,     331.2,     331.2,       0.0);         ( 477066.1, 
3774044.4,     331.9,     331.9,       0.0);      
     ( 477086.1, 3774044.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774044.4,     332.0,     332.0,       0.0);      
     ( 475526.1, 3774064.4,     322.0,     322.0,       0.0);         ( 475546.1, 
3774064.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3774064.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3774064.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3774064.4,     322.1,     322.1,       0.0);         ( 475626.1, 
3774064.4,     322.5,     322.5,       0.0);      
     ( 475646.1, 3774064.4,     322.8,     322.8,       0.0);         ( 475666.1, 
3774064.4,     323.0,     323.0,       0.0);      
     ( 475686.1, 3774064.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3774064.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3774064.4,     323.0,     323.0,       0.0);         ( 475746.1, 
3774064.4,     323.0,     323.0,       0.0);      
     ( 475766.1, 3774064.4,     323.5,     323.5,       0.0);         ( 475786.1, 
3774064.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774064.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774064.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774064.4,     324.2,     324.2,       0.0);         ( 475866.1, 
3774064.4,     324.9,     324.9,       0.0);      
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     ( 475886.1, 3774064.4,     325.0,     325.0,       0.0);         ( 475906.1, 
3774064.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774064.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774064.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774064.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774064.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774064.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3774064.4,     325.2,     325.2,       0.0);      
     ( 476046.1, 3774064.4,     325.9,     325.9,       0.0);         ( 476066.1, 
3774064.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774064.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476146.1, 



3774064.4,     326.0,     326.0,       0.0);      
     ( 476166.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476186.1, 
3774064.4,     326.0,     326.0,       0.0);      
     ( 476206.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476226.1, 
3774064.4,     326.0,     326.0,       0.0);      
     ( 476246.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476266.1, 
3774064.4,     326.0,     326.0,       0.0);      
     ( 476286.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476306.1, 
3774064.4,     326.0,     326.0,       0.0);      
     ( 476326.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476346.1, 
3774064.4,     326.0,     326.0,       0.0);      
     ( 476366.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476386.1, 
3774064.4,     326.2,     326.2,       0.0);      
     ( 476406.1, 3774064.4,     326.9,     326.9,       0.0);         ( 476426.1, 
3774064.4,     327.2,     327.2,       0.0);      
     ( 476446.1, 3774064.4,     327.5,     327.5,       0.0);         ( 476466.1, 
3774064.4,     327.9,     327.9,       0.0);      
     ( 476486.1, 3774064.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3774064.4,     328.0,     328.0,       0.0);      
     ( 476526.1, 3774064.4,     328.0,     328.0,       0.0);         ( 476546.1, 
3774064.4,     328.0,     328.0,       0.0);      
     ( 476566.1, 3774064.4,     328.0,     328.0,       0.0);         ( 476586.1, 
3774064.4,     328.0,     328.0,       0.0);      
     ( 476606.1, 3774064.4,     328.5,     328.5,       0.0);         ( 476626.1, 
3774064.4,     329.0,     329.0,       0.0);      
     ( 476646.1, 3774064.4,     329.0,     329.0,       0.0);         ( 476666.1, 
3774064.4,     329.0,     329.0,       0.0);      
     ( 476686.1, 3774064.4,     329.0,     329.0,       0.0);         ( 476706.1, 
3774064.4,     329.0,     329.0,       0.0);      
     ( 476726.1, 3774064.4,     329.0,     329.0,       0.0);         ( 476746.1, 
3774064.4,     329.0,     329.0,       0.0);      
     ( 476766.1, 3774064.4,     329.0,     329.0,       0.0);         ( 476786.1, 
3774064.4,     329.0,     329.0,       0.0);      
     ( 476806.1, 3774064.4,     329.2,     329.2,       0.0);         ( 476826.1, 
3774064.4,     329.9,     329.9,       0.0);      
     ( 476846.1, 3774064.4,     330.0,     330.0,       0.0);         ( 476866.1, 
3774064.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3774064.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3774064.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3774064.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3774064.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3774064.4,     331.0,     331.0,       0.0);         ( 476986.1, 
3774064.4,     331.0,     331.0,       0.0);      
     ( 477006.1, 3774064.4,     331.0,     331.0,       0.0);         ( 477026.1, 
3774064.4,     331.3,     331.3,       0.0);      
     ( 477046.1, 3774064.4,     331.7,     331.7,       0.0);         ( 477066.1, 
3774064.4,     331.9,     331.9,       0.0);      
     ( 477086.1, 3774064.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774064.4,     332.0,     332.0,       0.0);      
     ( 475526.1, 3774084.4,     322.0,     322.0,       0.0);         ( 475546.1, 



3774084.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3774084.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3774084.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3774084.4,     322.2,     322.2,       0.0);         ( 475626.1, 
3774084.4,     322.9,     322.9,       0.0);      
     ( 475646.1, 3774084.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774084.4,     323.0,     323.0,       0.0);      
     ( 475686.1, 3774084.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3774084.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3774084.4,     323.0,     323.0,       0.0);         ( 475746.1, 
3774084.4,     323.0,     323.0,       0.0);      
     ( 475766.1, 3774084.4,     323.5,     323.5,       0.0);         ( 475786.1, 
3774084.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774084.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774084.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774084.4,     324.2,     324.2,       0.0);         ( 475866.1, 
3774084.4,     324.9,     324.9,       0.0);      
     ( 475886.1, 3774084.4,     325.0,     325.0,       0.0);         ( 475906.1, 
3774084.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774084.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774084.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774084.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774084.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774084.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3774084.4,     325.2,     325.2,       0.0);      
     ( 476046.1, 3774084.4,     325.9,     325.9,       0.0);         ( 476066.1, 
3774084.4,     326.0,     326.0,       0.0);      
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     ( 476086.1, 3774084.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774084.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774084.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774084.4,     326.0,     326.0,       0.0);      
     ( 476166.1, 3774084.4,     326.0,     326.0,       0.0);         ( 476186.1, 
3774084.4,     326.2,     326.2,       0.0);      
     ( 476206.1, 3774084.4,     326.3,     326.3,       0.0);         ( 476226.1, 
3774084.4,     326.3,     326.3,       0.0);      
     ( 476246.1, 3774084.4,     326.3,     326.3,       0.0);         ( 476266.1, 
3774084.4,     326.3,     326.3,       0.0);      
     ( 476286.1, 3774084.4,     326.3,     326.3,       0.0);         ( 476306.1, 



3774084.4,     326.3,     326.3,       0.0);      
     ( 476326.1, 3774084.4,     326.3,     326.3,       0.0);         ( 476346.1, 
3774084.4,     326.3,     326.3,       0.0);      
     ( 476366.1, 3774084.4,     326.4,     326.4,       0.0);         ( 476386.1, 
3774084.4,     326.7,     326.7,       0.0);      
     ( 476406.1, 3774084.4,     327.2,     327.2,       0.0);         ( 476426.1, 
3774084.4,     327.3,     327.3,       0.0);      
     ( 476446.1, 3774084.4,     327.4,     327.4,       0.0);         ( 476466.1, 
3774084.4,     327.7,     327.7,       0.0);      
     ( 476486.1, 3774084.4,     327.9,     327.9,       0.0);         ( 476506.1, 
3774084.4,     328.0,     328.0,       0.0);      
     ( 476526.1, 3774084.4,     328.0,     328.0,       0.0);         ( 476546.1, 
3774084.4,     328.0,     328.0,       0.0);      
     ( 476566.1, 3774084.4,     328.1,     328.1,       0.0);         ( 476586.1, 
3774084.4,     328.2,     328.2,       0.0);      
     ( 476606.1, 3774084.4,     328.7,     328.7,       0.0);         ( 476626.1, 
3774084.4,     329.0,     329.0,       0.0);      
     ( 476646.1, 3774084.4,     329.0,     329.0,       0.0);         ( 476666.1, 
3774084.4,     329.0,     329.0,       0.0);      
     ( 476686.1, 3774084.4,     329.1,     329.1,       0.0);         ( 476706.1, 
3774084.4,     329.2,     329.2,       0.0);      
     ( 476726.1, 3774084.4,     329.3,     329.3,       0.0);         ( 476746.1, 
3774084.4,     329.3,     329.3,       0.0);      
     ( 476766.1, 3774084.4,     329.3,     329.3,       0.0);         ( 476786.1, 
3774084.4,     329.3,     329.3,       0.0);      
     ( 476806.1, 3774084.4,     329.4,     329.4,       0.0);         ( 476826.1, 
3774084.4,     329.9,     329.9,       0.0);      
     ( 476846.1, 3774084.4,     330.0,     330.0,       0.0);         ( 476866.1, 
3774084.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3774084.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3774084.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3774084.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3774084.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3774084.4,     331.0,     331.0,       0.0);         ( 476986.1, 
3774084.4,     331.0,     331.0,       0.0);      
     ( 477006.1, 3774084.4,     331.0,     331.0,       0.0);         ( 477026.1, 
3774084.4,     331.5,     331.5,       0.0);      
     ( 477046.1, 3774084.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3774084.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3774084.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774084.4,     332.0,     332.0,       0.0);      
     ( 475526.1, 3774104.4,     322.0,     322.0,       0.0);         ( 475546.1, 
3774104.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3774104.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3774104.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3774104.4,     322.2,     322.2,       0.0);         ( 475626.1, 
3774104.4,     322.9,     322.9,       0.0);      
     ( 475646.1, 3774104.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774104.4,     323.0,     323.0,       0.0);      
     ( 475686.1, 3774104.4,     323.0,     323.0,       0.0);         ( 475706.1, 



3774104.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3774104.4,     323.0,     323.0,       0.0);         ( 475746.1, 
3774104.4,     323.0,     323.0,       0.0);      
     ( 475766.1, 3774104.4,     323.5,     323.5,       0.0);         ( 475786.1, 
3774104.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774104.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774104.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774104.4,     324.2,     324.2,       0.0);         ( 475866.1, 
3774104.4,     324.9,     324.9,       0.0);      
     ( 475886.1, 3774104.4,     325.0,     325.0,       0.0);         ( 475906.1, 
3774104.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774104.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774104.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774104.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774104.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774104.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3774104.4,     325.2,     325.2,       0.0);      
     ( 476046.1, 3774104.4,     325.9,     325.9,       0.0);         ( 476066.1, 
3774104.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774104.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774104.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774104.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774104.4,     326.0,     326.0,       0.0);      
     ( 476166.1, 3774104.4,     326.0,     326.0,       0.0);         ( 476186.1, 
3774104.4,     326.5,     326.5,       0.0);      
     ( 476206.1, 3774104.4,     326.9,     326.9,       0.0);         ( 476226.1, 
3774104.4,     326.9,     326.9,       0.0);      
     ( 476246.1, 3774104.4,     326.9,     326.9,       0.0);         ( 476266.1, 
3774104.4,     326.9,     326.9,       0.0);      
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     ( 476286.1, 3774104.4,     326.9,     326.9,       0.0);         ( 476306.1, 
3774104.4,     326.9,     326.9,       0.0);      
     ( 476326.1, 3774104.4,     326.9,     326.9,       0.0);         ( 476346.1, 
3774104.4,     326.9,     326.9,       0.0);      
     ( 476366.1, 3774104.4,     327.4,     327.4,       0.0);         ( 476386.1, 
3774104.4,     327.9,     327.9,       0.0);      
     ( 476406.1, 3774104.4,     327.9,     327.9,       0.0);         ( 476426.1, 
3774104.4,     327.9,     327.9,       0.0);      
     ( 476446.1, 3774104.4,     327.8,     327.8,       0.0);         ( 476466.1, 



3774104.4,     327.2,     327.2,       0.0);      
     ( 476486.1, 3774104.4,     327.6,     327.6,       0.0);         ( 476506.1, 
3774104.4,     328.0,     328.0,       0.0);      
     ( 476526.1, 3774104.4,     328.0,     328.0,       0.0);         ( 476546.1, 
3774104.4,     328.0,     328.0,       0.0);      
     ( 476566.1, 3774104.4,     328.2,     328.2,       0.0);         ( 476586.1, 
3774104.4,     328.8,     328.8,       0.0);      
     ( 476606.1, 3774104.4,     329.0,     329.0,       0.0);         ( 476626.1, 
3774104.4,     329.0,     329.0,       0.0);      
     ( 476646.1, 3774104.4,     329.0,     329.0,       0.0);         ( 476666.1, 
3774104.4,     329.0,     329.0,       0.0);      
     ( 476686.1, 3774104.4,     329.2,     329.2,       0.0);         ( 476706.1, 
3774104.4,     329.8,     329.8,       0.0);      
     ( 476726.1, 3774104.4,     329.9,     329.9,       0.0);         ( 476746.1, 
3774104.4,     329.9,     329.9,       0.0);      
     ( 476766.1, 3774104.4,     329.9,     329.9,       0.0);         ( 476786.1, 
3774104.4,     329.9,     329.9,       0.0);      
     ( 476806.1, 3774104.4,     329.9,     329.9,       0.0);         ( 476826.1, 
3774104.4,     330.0,     330.0,       0.0);      
     ( 476846.1, 3774104.4,     330.0,     330.0,       0.0);         ( 476866.1, 
3774104.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3774104.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3774104.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3774104.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3774104.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3774104.4,     331.0,     331.0,       0.0);         ( 476986.1, 
3774104.4,     331.0,     331.0,       0.0);      
     ( 477006.1, 3774104.4,     331.0,     331.0,       0.0);         ( 477026.1, 
3774104.4,     331.5,     331.5,       0.0);      
     ( 477046.1, 3774104.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3774104.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3774104.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774104.4,     332.0,     332.0,       0.0);      
     ( 475526.1, 3774124.4,     322.0,     322.0,       0.0);         ( 475546.1, 
3774124.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3774124.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3774124.4,     322.3,     322.3,       0.0);      
     ( 475606.1, 3774124.4,     322.7,     322.7,       0.0);         ( 475626.1, 
3774124.4,     322.9,     322.9,       0.0);      
     ( 475646.1, 3774124.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774124.4,     323.0,     323.0,       0.0);      
     ( 475686.1, 3774124.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3774124.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3774124.4,     323.1,     323.1,       0.0);         ( 475746.1, 
3774124.4,     323.5,     323.5,       0.0);      
     ( 475766.1, 3774124.4,     323.8,     323.8,       0.0);         ( 475786.1, 
3774124.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774124.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774124.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774124.4,     324.2,     324.2,       0.0);         ( 475866.1, 



3774124.4,     324.9,     324.9,       0.0);      
     ( 475886.1, 3774124.4,     325.0,     325.0,       0.0);         ( 475906.1, 
3774124.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774124.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774124.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774124.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774124.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774124.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3774124.4,     325.2,     325.2,       0.0);      
     ( 476046.1, 3774124.4,     325.9,     325.9,       0.0);         ( 476066.1, 
3774124.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774124.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774124.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774124.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774124.4,     326.0,     326.0,       0.0);      
     ( 476166.1, 3774124.4,     326.0,     326.0,       0.0);         ( 476186.1, 
3774124.4,     326.5,     326.5,       0.0);      
     ( 476206.1, 3774124.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774124.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774124.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774124.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774124.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774124.4,     327.0,     327.0,       0.0);      
     ( 476326.1, 3774124.4,     327.1,     327.1,       0.0);         ( 476346.1, 
3774124.4,     327.5,     327.5,       0.0);      
     ( 476366.1, 3774124.4,     327.8,     327.8,       0.0);         ( 476386.1, 
3774124.4,     328.0,     328.0,       0.0);      
     ( 476406.1, 3774124.4,     328.0,     328.0,       0.0);         ( 476426.1, 
3774124.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3774124.4,     327.9,     327.9,       0.0);         ( 476466.1, 
3774124.4,     327.7,     327.7,       0.0);      
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     ( 476486.1, 3774124.4,     327.8,     327.8,       0.0);         ( 476506.1, 
3774124.4,     328.0,     328.0,       0.0);      
     ( 476526.1, 3774124.4,     328.0,     328.0,       0.0);         ( 476546.1, 
3774124.4,     328.3,     328.3,       0.0);      
     ( 476566.1, 3774124.4,     328.7,     328.7,       0.0);         ( 476586.1, 
3774124.4,     328.9,     328.9,       0.0);      
     ( 476606.1, 3774124.4,     329.0,     329.0,       0.0);         ( 476626.1, 



3774124.4,     329.1,     329.1,       0.0);      
     ( 476646.1, 3774124.4,     329.5,     329.5,       0.0);         ( 476666.1, 
3774124.4,     329.6,     329.6,       0.0);      
     ( 476686.1, 3774124.4,     329.7,     329.7,       0.0);         ( 476706.1, 
3774124.4,     329.9,     329.9,       0.0);      
     ( 476726.1, 3774124.4,     330.3,     330.3,       0.0);         ( 476746.1, 
3774124.4,     330.6,     330.6,       0.0);      
     ( 476766.1, 3774124.4,     330.6,     330.6,       0.0);         ( 476786.1, 
3774124.4,     330.6,     330.6,       0.0);      
     ( 476806.1, 3774124.4,     330.6,     330.6,       0.0);         ( 476826.1, 
3774124.4,     330.6,     330.6,       0.0);      
     ( 476846.1, 3774124.4,     330.3,     330.3,       0.0);         ( 476866.1, 
3774124.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3774124.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3774124.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3774124.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3774124.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3774124.4,     331.3,     331.3,       0.0);         ( 476986.1, 
3774124.4,     331.6,     331.6,       0.0);      
     ( 477006.1, 3774124.4,     331.6,     331.6,       0.0);         ( 477026.1, 
3774124.4,     331.8,     331.8,       0.0);      
     ( 477046.1, 3774124.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3774124.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3774124.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774124.4,     332.0,     332.0,       0.0);      
     ( 475526.1, 3774144.4,     322.0,     322.0,       0.0);         ( 475546.1, 
3774144.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3774144.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3774144.4,     322.5,     322.5,       0.0);      
     ( 475606.1, 3774144.4,     323.0,     323.0,       0.0);         ( 475626.1, 
3774144.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774144.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774144.4,     323.0,     323.0,       0.0);      
     ( 475686.1, 3774144.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3774144.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3774144.4,     323.2,     323.2,       0.0);         ( 475746.1, 
3774144.4,     323.9,     323.9,       0.0);      
     ( 475766.1, 3774144.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774144.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774144.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774144.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774144.4,     324.2,     324.2,       0.0);         ( 475866.1, 
3774144.4,     324.6,     324.6,       0.0);      
     ( 475886.1, 3774144.4,     324.9,     324.9,       0.0);         ( 475906.1, 
3774144.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774144.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774144.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774144.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774144.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774144.4,     325.0,     325.0,       0.0);         ( 476026.1, 



3774144.4,     325.2,     325.2,       0.0);      
     ( 476046.1, 3774144.4,     325.9,     325.9,       0.0);         ( 476066.1, 
3774144.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774144.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774144.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774144.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774144.4,     326.1,     326.1,       0.0);      
     ( 476166.1, 3774144.4,     326.2,     326.2,       0.0);         ( 476186.1, 
3774144.4,     326.7,     326.7,       0.0);      
     ( 476206.1, 3774144.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774144.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774144.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774144.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774144.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774144.4,     327.0,     327.0,       0.0);      
     ( 476326.1, 3774144.4,     327.2,     327.2,       0.0);         ( 476346.1, 
3774144.4,     327.9,     327.9,       0.0);      
     ( 476366.1, 3774144.4,     328.0,     328.0,       0.0);         ( 476386.1, 
3774144.4,     328.0,     328.0,       0.0);      
     ( 476406.1, 3774144.4,     328.0,     328.0,       0.0);         ( 476426.1, 
3774144.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3774144.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3774144.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3774144.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3774144.4,     328.1,     328.1,       0.0);      
     ( 476526.1, 3774144.4,     328.2,     328.2,       0.0);         ( 476546.1, 
3774144.4,     328.7,     328.7,       0.0);      
     ( 476566.1, 3774144.4,     329.0,     329.0,       0.0);         ( 476586.1, 
3774144.4,     329.0,     329.0,       0.0);      
     ( 476606.1, 3774144.4,     329.2,     329.2,       0.0);         ( 476626.1, 
3774144.4,     329.4,     329.4,       0.0);      
     ( 476646.1, 3774144.4,     329.9,     329.9,       0.0);         ( 476666.1, 
3774144.4,     330.0,     330.0,       0.0);      
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     ( 476686.1, 3774144.4,     330.0,     330.0,       0.0);         ( 476706.1, 
3774144.4,     330.0,     330.0,       0.0);      
     ( 476726.1, 3774144.4,     330.5,     330.5,       0.0);         ( 476746.1, 
3774144.4,     331.0,     331.0,       0.0);      
     ( 476766.1, 3774144.4,     331.0,     331.0,       0.0);         ( 476786.1, 



3774144.4,     331.0,     331.0,       0.0);      
     ( 476806.1, 3774144.4,     331.0,     331.0,       0.0);         ( 476826.1, 
3774144.4,     331.0,     331.0,       0.0);      
     ( 476846.1, 3774144.4,     330.6,     330.6,       0.0);         ( 476866.1, 
3774144.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3774144.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3774144.4,     331.2,     331.2,       0.0);      
     ( 476926.1, 3774144.4,     331.3,     331.3,       0.0);         ( 477066.1, 
3774144.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3774144.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774144.4,     332.0,     332.0,       0.0);      
     ( 475526.1, 3774164.4,     322.0,     322.0,       0.0);         ( 475546.1, 
3774164.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3774164.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3774164.4,     322.5,     322.5,       0.0);      
     ( 475606.1, 3774164.4,     323.0,     323.0,       0.0);         ( 475626.1, 
3774164.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774164.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774164.4,     323.0,     323.0,       0.0);      
     ( 475686.1, 3774164.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3774164.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3774164.4,     323.2,     323.2,       0.0);         ( 475746.1, 
3774164.4,     323.9,     323.9,       0.0);      
     ( 475766.1, 3774164.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774164.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774164.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774164.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774164.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3774164.4,     324.1,     324.1,       0.0);      
     ( 475886.1, 3774164.4,     324.6,     324.6,       0.0);         ( 475906.1, 
3774164.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774164.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774164.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774164.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774164.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774164.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3774164.4,     325.2,     325.2,       0.0);      
     ( 476046.1, 3774164.4,     325.9,     325.9,       0.0);         ( 476066.1, 
3774164.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774164.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774164.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774164.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774164.4,     326.2,     326.2,       0.0);      
     ( 476166.1, 3774164.4,     326.8,     326.8,       0.0);         ( 476186.1, 
3774164.4,     327.0,     327.0,       0.0);      
     ( 476206.1, 3774164.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774164.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774164.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774164.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774164.4,     327.0,     327.0,       0.0);         ( 476306.1, 



3774164.4,     327.0,     327.0,       0.0);      
     ( 476326.1, 3774164.4,     327.2,     327.2,       0.0);         ( 476346.1, 
3774164.4,     327.9,     327.9,       0.0);      
     ( 476366.1, 3774164.4,     328.0,     328.0,       0.0);         ( 476386.1, 
3774164.4,     328.0,     328.0,       0.0);      
     ( 476406.1, 3774164.4,     328.0,     328.0,       0.0);         ( 476426.1, 
3774164.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3774164.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3774164.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3774164.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3774164.4,     328.2,     328.2,       0.0);      
     ( 476526.1, 3774164.4,     328.8,     328.8,       0.0);         ( 476546.1, 
3774164.4,     329.0,     329.0,       0.0);      
     ( 476566.1, 3774164.4,     329.0,     329.0,       0.0);         ( 476586.1, 
3774164.4,     329.0,     329.0,       0.0);      
     ( 476606.1, 3774164.4,     329.5,     329.5,       0.0);         ( 476626.1, 
3774164.4,     329.9,     329.9,       0.0);      
     ( 476646.1, 3774164.4,     330.0,     330.0,       0.0);         ( 476666.1, 
3774164.4,     330.0,     330.0,       0.0);      
     ( 476686.1, 3774164.4,     330.0,     330.0,       0.0);         ( 476706.1, 
3774164.4,     330.0,     330.0,       0.0);      
     ( 476726.1, 3774164.4,     330.5,     330.5,       0.0);         ( 476746.1, 
3774164.4,     331.0,     331.0,       0.0);      
     ( 476766.1, 3774164.4,     331.0,     331.0,       0.0);         ( 476786.1, 
3774164.4,     331.0,     331.0,       0.0);      
     ( 476806.1, 3774164.4,     331.0,     331.0,       0.0);         ( 476826.1, 
3774164.4,     331.0,     331.0,       0.0);      
     ( 476846.1, 3774164.4,     331.0,     331.0,       0.0);         ( 476866.1, 
3774164.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3774164.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3774164.4,     331.5,     331.5,       0.0);      
     ( 476926.1, 3774164.4,     331.9,     331.9,       0.0);         ( 477066.1, 
3774164.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3774164.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774164.4,     332.0,     332.0,       0.0);      
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     ( 475526.1, 3774184.4,     322.0,     322.0,       0.0);         ( 475546.1, 
3774184.4,     322.1,     322.1,       0.0);      
     ( 475566.1, 3774184.4,     322.5,     322.5,       0.0);         ( 475586.1, 



3774184.4,     322.8,     322.8,       0.0);      
     ( 475606.1, 3774184.4,     323.0,     323.0,       0.0);         ( 475626.1, 
3774184.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774184.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774184.4,     323.0,     323.0,       0.0);      
     ( 475686.1, 3774184.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3774184.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3774184.4,     323.2,     323.2,       0.0);         ( 475746.1, 
3774184.4,     323.9,     323.9,       0.0);      
     ( 475766.1, 3774184.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774184.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774184.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774184.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774184.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3774184.4,     324.0,     324.0,       0.0);      
     ( 475886.1, 3774184.4,     324.5,     324.5,       0.0);         ( 475906.1, 
3774184.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774184.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774184.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774184.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774184.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774184.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3774184.4,     325.2,     325.2,       0.0);      
     ( 476046.1, 3774184.4,     325.9,     325.9,       0.0);         ( 476066.1, 
3774184.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774184.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774184.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774184.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774184.4,     326.1,     326.1,       0.0);      
     ( 476166.1, 3774184.4,     326.4,     326.4,       0.0);         ( 476186.1, 
3774184.4,     326.7,     326.7,       0.0);      
     ( 476206.1, 3774184.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774184.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774184.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774184.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774184.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774184.4,     327.0,     327.0,       0.0);      
     ( 476326.1, 3774184.4,     327.2,     327.2,       0.0);         ( 476346.1, 
3774184.4,     327.9,     327.9,       0.0);      
     ( 476366.1, 3774184.4,     328.0,     328.0,       0.0);         ( 476386.1, 
3774184.4,     328.0,     328.0,       0.0);      
     ( 476406.1, 3774184.4,     328.0,     328.0,       0.0);         ( 476426.1, 
3774184.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3774184.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3774184.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3774184.4,     328.3,     328.3,       0.0);         ( 476506.1, 
3774184.4,     328.7,     328.7,       0.0);      
     ( 476526.1, 3774184.4,     328.9,     328.9,       0.0);         ( 476546.1, 
3774184.4,     329.0,     329.0,       0.0);      
     ( 476566.1, 3774184.4,     329.1,     329.1,       0.0);         ( 476586.1, 



3774184.4,     329.5,     329.5,       0.0);      
     ( 476606.1, 3774184.4,     329.8,     329.8,       0.0);         ( 476626.1, 
3774184.4,     330.0,     330.0,       0.0);      
     ( 476646.1, 3774184.4,     330.0,     330.0,       0.0);         ( 476666.1, 
3774184.4,     330.0,     330.0,       0.0);      
     ( 476686.1, 3774184.4,     330.1,     330.1,       0.0);         ( 476706.1, 
3774184.4,     330.5,     330.5,       0.0);      
     ( 476726.1, 3774184.4,     330.8,     330.8,       0.0);         ( 476746.1, 
3774184.4,     331.0,     331.0,       0.0);      
     ( 476766.1, 3774184.4,     331.0,     331.0,       0.0);         ( 476786.1, 
3774184.4,     331.0,     331.0,       0.0);      
     ( 476806.1, 3774184.4,     331.0,     331.0,       0.0);         ( 476826.1, 
3774184.4,     331.0,     331.0,       0.0);      
     ( 476846.1, 3774184.4,     331.0,     331.0,       0.0);         ( 476866.1, 
3774184.4,     331.6,     331.6,       0.0);      
     ( 476886.1, 3774184.4,     331.6,     331.6,       0.0);         ( 476906.1, 
3774184.4,     331.8,     331.8,       0.0);      
     ( 476926.1, 3774184.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3774184.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3774184.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774184.4,     332.1,     332.1,       0.0);      
     ( 475526.1, 3774204.4,     322.0,     322.0,       0.0);         ( 475546.1, 
3774204.4,     322.2,     322.2,       0.0);      
     ( 475566.1, 3774204.4,     322.9,     322.9,       0.0);         ( 475586.1, 
3774204.4,     323.0,     323.0,       0.0);      
     ( 475606.1, 3774204.4,     323.0,     323.0,       0.0);         ( 475626.1, 
3774204.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774204.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774204.4,     323.0,     323.0,       0.0);      
     ( 475686.1, 3774204.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3774204.4,     323.2,     323.2,       0.0);      
     ( 475726.1, 3774204.4,     323.4,     323.4,       0.0);         ( 475746.1, 
3774204.4,     323.9,     323.9,       0.0);      
     ( 475766.1, 3774204.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774204.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774204.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774204.4,     324.0,     324.0,       0.0);      
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     ( 475846.1, 3774204.4,     324.0,     324.0,       0.0);         ( 475866.1, 



3774204.4,     324.0,     324.0,       0.0);      
     ( 475886.1, 3774204.4,     324.5,     324.5,       0.0);         ( 475906.1, 
3774204.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774204.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774204.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774204.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774204.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774204.4,     325.2,     325.2,       0.0);         ( 476026.1, 
3774204.4,     325.4,     325.4,       0.0);      
     ( 476046.1, 3774204.4,     325.9,     325.9,       0.0);         ( 476066.1, 
3774204.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774204.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774204.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774204.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774204.4,     326.1,     326.1,       0.0);      
     ( 476166.1, 3774204.4,     326.2,     326.2,       0.0);         ( 476186.1, 
3774204.4,     326.7,     326.7,       0.0);      
     ( 476206.1, 3774204.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774204.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774204.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774204.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774204.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774204.4,     327.0,     327.0,       0.0);      
     ( 476326.1, 3774204.4,     327.2,     327.2,       0.0);         ( 476346.1, 
3774204.4,     327.9,     327.9,       0.0);      
     ( 476366.1, 3774204.4,     328.0,     328.0,       0.0);         ( 476386.1, 
3774204.4,     328.0,     328.0,       0.0);      
     ( 476406.1, 3774204.4,     328.0,     328.0,       0.0);         ( 476426.1, 
3774204.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3774204.4,     328.1,     328.1,       0.0);         ( 476466.1, 
3774204.4,     328.2,     328.2,       0.0);      
     ( 476486.1, 3774204.4,     328.7,     328.7,       0.0);         ( 476506.1, 
3774204.4,     329.0,     329.0,       0.0);      
     ( 476526.1, 3774204.4,     329.0,     329.0,       0.0);         ( 476546.1, 
3774204.4,     329.0,     329.0,       0.0);      
     ( 477046.1, 3774204.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3774204.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3774204.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774204.4,     332.2,     332.2,       0.0);      
     ( 477126.1, 3774204.4,     332.6,     332.6,       0.0);         ( 477146.1, 
3774204.4,     333.3,     333.3,       0.0);      
     ( 477166.1, 3774204.4,     333.8,     333.8,       0.0);         ( 475526.1, 
3774224.4,     322.0,     322.0,       0.0);      
     ( 475546.1, 3774224.4,     322.2,     322.2,       0.0);         ( 475566.1, 
3774224.4,     322.9,     322.9,       0.0);      
     ( 475586.1, 3774224.4,     323.0,     323.0,       0.0);         ( 475606.1, 
3774224.4,     323.0,     323.0,       0.0);      
     ( 475626.1, 3774224.4,     323.0,     323.0,       0.0);         ( 475646.1, 
3774224.4,     323.0,     323.0,       0.0);      
     ( 475666.1, 3774224.4,     323.0,     323.0,       0.0);         ( 475686.1, 



3774224.4,     323.0,     323.0,       0.0);      
     ( 475706.1, 3774224.4,     323.5,     323.5,       0.0);         ( 475726.1, 
3774224.4,     323.9,     323.9,       0.0);      
     ( 475746.1, 3774224.4,     324.0,     324.0,       0.0);         ( 475766.1, 
3774224.4,     324.0,     324.0,       0.0);      
     ( 475786.1, 3774224.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774224.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774224.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774224.4,     324.0,     324.0,       0.0);      
     ( 475866.1, 3774224.4,     324.0,     324.0,       0.0);         ( 475886.1, 
3774224.4,     324.5,     324.5,       0.0);      
     ( 475906.1, 3774224.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774224.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774224.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774224.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774224.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774224.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774224.4,     325.9,     325.9,       0.0);         ( 476046.1, 
3774224.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774224.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774224.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774224.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774224.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774224.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774224.4,     326.8,     326.8,       0.0);      
     ( 476186.1, 3774224.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774224.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774224.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774224.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774224.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774224.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774224.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774224.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774224.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774224.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774224.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774224.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774224.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774224.4,     328.2,     328.2,       0.0);      
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     ( 476466.1, 3774224.4,     328.8,     328.8,       0.0);         ( 476486.1, 
3774224.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774224.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774224.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774224.4,     329.0,     329.0,       0.0);         ( 477046.1, 
3774224.4,     332.0,     332.0,       0.0);      
     ( 477066.1, 3774224.4,     332.0,     332.0,       0.0);         ( 477086.1, 
3774224.4,     332.0,     332.0,       0.0);      
     ( 477106.1, 3774224.4,     332.0,     332.0,       0.0);         ( 477126.1, 
3774224.4,     332.1,     332.1,       0.0);      
     ( 477146.1, 3774224.4,     332.6,     332.6,       0.0);         ( 477166.1, 
3774224.4,     333.3,     333.3,       0.0);      
     ( 475526.1, 3774244.4,     322.0,     322.0,       0.0);         ( 475546.1, 
3774244.4,     322.2,     322.2,       0.0);      
     ( 475566.1, 3774244.4,     322.9,     322.9,       0.0);         ( 475586.1, 
3774244.4,     323.0,     323.0,       0.0);      
     ( 475606.1, 3774244.4,     323.0,     323.0,       0.0);         ( 475626.1, 
3774244.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774244.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774244.4,     323.0,     323.0,       0.0);      
     ( 475686.1, 3774244.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3774244.4,     323.5,     323.5,       0.0);      
     ( 475726.1, 3774244.4,     324.0,     324.0,       0.0);         ( 475746.1, 
3774244.4,     324.0,     324.0,       0.0);      
     ( 475766.1, 3774244.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774244.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774244.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774244.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774244.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3774244.4,     324.0,     324.0,       0.0);      
     ( 475886.1, 3774244.4,     324.5,     324.5,       0.0);         ( 475906.1, 
3774244.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774244.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774244.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774244.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774244.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774244.4,     325.5,     325.5,       0.0);         ( 476026.1, 
3774244.4,     326.0,     326.0,       0.0);      
     ( 476046.1, 3774244.4,     326.0,     326.0,       0.0);         ( 476066.1, 
3774244.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774244.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774244.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774244.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774244.4,     326.2,     326.2,       0.0);      
     ( 476166.1, 3774244.4,     326.9,     326.9,       0.0);         ( 476186.1, 
3774244.4,     327.0,     327.0,       0.0);      
     ( 476206.1, 3774244.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774244.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774244.4,     327.0,     327.0,       0.0);         ( 476266.1, 



3774244.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774244.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774244.4,     327.3,     327.3,       0.0);      
     ( 476326.1, 3774244.4,     327.7,     327.7,       0.0);         ( 476346.1, 
3774244.4,     327.9,     327.9,       0.0);      
     ( 476366.1, 3774244.4,     328.0,     328.0,       0.0);         ( 476386.1, 
3774244.4,     328.0,     328.0,       0.0);      
     ( 476406.1, 3774244.4,     328.0,     328.0,       0.0);         ( 476426.1, 
3774244.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3774244.4,     328.2,     328.2,       0.0);         ( 476466.1, 
3774244.4,     328.9,     328.9,       0.0);      
     ( 476486.1, 3774244.4,     329.0,     329.0,       0.0);         ( 476506.1, 
3774244.4,     329.0,     329.0,       0.0);      
     ( 476526.1, 3774244.4,     329.0,     329.0,       0.0);         ( 476546.1, 
3774244.4,     329.0,     329.0,       0.0);      
     ( 477046.1, 3774244.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3774244.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3774244.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774244.4,     332.1,     332.1,       0.0);      
     ( 477126.1, 3774244.4,     332.5,     332.5,       0.0);         ( 477146.1, 
3774244.4,     332.8,     332.8,       0.0);      
     ( 477166.1, 3774244.4,     333.2,     333.2,       0.0);         ( 475526.1, 
3774264.4,     322.2,     322.2,       0.0);      
     ( 475546.1, 3774264.4,     322.4,     322.4,       0.0);         ( 475566.1, 
3774264.4,     322.9,     322.9,       0.0);      
     ( 475586.1, 3774264.4,     323.0,     323.0,       0.0);         ( 475606.1, 
3774264.4,     323.0,     323.0,       0.0);      
     ( 475626.1, 3774264.4,     323.0,     323.0,       0.0);         ( 475646.1, 
3774264.4,     323.0,     323.0,       0.0);      
     ( 475666.1, 3774264.4,     323.1,     323.1,       0.0);         ( 475686.1, 
3774264.4,     323.2,     323.2,       0.0);      
     ( 475706.1, 3774264.4,     323.7,     323.7,       0.0);         ( 475726.1, 
3774264.4,     324.0,     324.0,       0.0);      
     ( 475746.1, 3774264.4,     324.0,     324.0,       0.0);         ( 475766.1, 
3774264.4,     324.0,     324.0,       0.0);      
     ( 475786.1, 3774264.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774264.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774264.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774264.4,     324.0,     324.0,       0.0);      
     ( 475866.1, 3774264.4,     324.0,     324.0,       0.0);         ( 475886.1, 
3774264.4,     324.5,     324.5,       0.0);      
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     ( 475906.1, 3774264.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774264.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774264.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774264.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774264.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774264.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774264.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774264.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774264.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774264.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774264.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774264.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774264.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774264.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774264.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774264.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774264.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774264.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774264.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774264.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774264.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774264.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774264.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774264.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774264.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774264.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774264.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774264.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774264.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774264.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774264.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774264.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774264.4,     329.0,     329.0,       0.0);         ( 477046.1, 
3774264.4,     332.0,     332.0,       0.0);      
     ( 477066.1, 3774264.4,     332.0,     332.0,       0.0);         ( 477086.1, 
3774264.4,     332.2,     332.2,       0.0);      
     ( 477106.1, 3774264.4,     332.4,     332.4,       0.0);         ( 477126.1, 
3774264.4,     332.9,     332.9,       0.0);      
     ( 477146.1, 3774264.4,     333.0,     333.0,       0.0);         ( 477166.1, 
3774264.4,     333.2,     333.2,       0.0);      
     ( 475526.1, 3774284.4,     322.5,     322.5,       0.0);         ( 475546.1, 
3774284.4,     322.9,     322.9,       0.0);      
     ( 475566.1, 3774284.4,     323.0,     323.0,       0.0);         ( 475586.1, 
3774284.4,     323.0,     323.0,       0.0);      
     ( 475606.1, 3774284.4,     323.0,     323.0,       0.0);         ( 475626.1, 
3774284.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774284.4,     323.0,     323.0,       0.0);         ( 475666.1, 



3774284.4,     323.2,     323.2,       0.0);      
     ( 475686.1, 3774284.4,     323.8,     323.8,       0.0);         ( 475706.1, 
3774284.4,     324.0,     324.0,       0.0);      
     ( 475726.1, 3774284.4,     324.0,     324.0,       0.0);         ( 475746.1, 
3774284.4,     324.0,     324.0,       0.0);      
     ( 475766.1, 3774284.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774284.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774284.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774284.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774284.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3774284.4,     324.0,     324.0,       0.0);      
     ( 475886.1, 3774284.4,     324.5,     324.5,       0.0);         ( 475906.1, 
3774284.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774284.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774284.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774284.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774284.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774284.4,     325.5,     325.5,       0.0);         ( 476026.1, 
3774284.4,     326.0,     326.0,       0.0);      
     ( 476046.1, 3774284.4,     326.0,     326.0,       0.0);         ( 476066.1, 
3774284.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774284.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774284.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774284.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774284.4,     326.2,     326.2,       0.0);      
     ( 476166.1, 3774284.4,     326.9,     326.9,       0.0);         ( 476186.1, 
3774284.4,     327.0,     327.0,       0.0);      
     ( 476206.1, 3774284.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774284.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774284.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774284.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774284.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774284.4,     327.5,     327.5,       0.0);      
     ( 476326.1, 3774284.4,     328.0,     328.0,       0.0);         ( 476346.1, 
3774284.4,     328.0,     328.0,       0.0);      
     ( 476366.1, 3774284.4,     328.0,     328.0,       0.0);         ( 476386.1, 
3774284.4,     328.0,     328.0,       0.0);      
     ( 476406.1, 3774284.4,     328.0,     328.0,       0.0);         ( 476426.1, 
3774284.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3774284.4,     328.2,     328.2,       0.0);         ( 476466.1, 
3774284.4,     328.9,     328.9,       0.0);      
     ( 476486.1, 3774284.4,     329.0,     329.0,       0.0);         ( 476506.1, 
3774284.4,     329.0,     329.0,       0.0);      
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     ( 476526.1, 3774284.4,     329.0,     329.0,       0.0);         ( 476546.1, 
3774284.4,     329.0,     329.0,       0.0);      
     ( 477046.1, 3774284.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3774284.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3774284.4,     332.5,     332.5,       0.0);         ( 477106.1, 
3774284.4,     332.9,     332.9,       0.0);      
     ( 477126.1, 3774284.4,     333.0,     333.0,       0.0);         ( 477146.1, 
3774284.4,     333.0,     333.0,       0.0);      
     ( 477166.1, 3774284.4,     333.2,     333.2,       0.0);         ( 475526.1, 
3774304.4,     322.5,     322.5,       0.0);      
     ( 475546.1, 3774304.4,     323.0,     323.0,       0.0);         ( 475566.1, 
3774304.4,     323.0,     323.0,       0.0);      
     ( 475586.1, 3774304.4,     323.0,     323.0,       0.0);         ( 475606.1, 
3774304.4,     323.0,     323.0,       0.0);      
     ( 475626.1, 3774304.4,     323.0,     323.0,       0.0);         ( 475646.1, 
3774304.4,     323.0,     323.0,       0.0);      
     ( 475666.1, 3774304.4,     323.2,     323.2,       0.0);         ( 475686.1, 
3774304.4,     323.9,     323.9,       0.0);      
     ( 475706.1, 3774304.4,     324.0,     324.0,       0.0);         ( 475726.1, 
3774304.4,     324.0,     324.0,       0.0);      
     ( 475746.1, 3774304.4,     324.0,     324.0,       0.0);         ( 475766.1, 
3774304.4,     324.0,     324.0,       0.0);      
     ( 475786.1, 3774304.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774304.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774304.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774304.4,     324.0,     324.0,       0.0);      
     ( 475866.1, 3774304.4,     324.0,     324.0,       0.0);         ( 475886.1, 
3774304.4,     324.5,     324.5,       0.0);      
     ( 475906.1, 3774304.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774304.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774304.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774304.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774304.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774304.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774304.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774304.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774304.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774304.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774304.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774304.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774304.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774304.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774304.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774304.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774304.4,     327.0,     327.0,       0.0);         ( 476246.1, 



3774304.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774304.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774304.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774304.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774304.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774304.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774304.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774304.4,     328.0,     328.0,       0.0);         ( 477046.1, 
3774304.4,     332.1,     332.1,       0.0);      
     ( 477066.1, 3774304.4,     332.5,     332.5,       0.0);         ( 477086.1, 
3774304.4,     332.8,     332.8,       0.0);      
     ( 477106.1, 3774304.4,     333.0,     333.0,       0.0);         ( 477126.1, 
3774304.4,     333.0,     333.0,       0.0);      
     ( 477146.1, 3774304.4,     333.3,     333.3,       0.0);         ( 477166.1, 
3774304.4,     333.7,     333.7,       0.0);      
     ( 475526.1, 3774324.4,     322.5,     322.5,       0.0);         ( 475546.1, 
3774324.4,     323.0,     323.0,       0.0);      
     ( 475566.1, 3774324.4,     323.0,     323.0,       0.0);         ( 475586.1, 
3774324.4,     323.0,     323.0,       0.0);      
     ( 475606.1, 3774324.4,     323.0,     323.0,       0.0);         ( 475626.1, 
3774324.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774324.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774324.4,     323.2,     323.2,       0.0);      
     ( 475686.1, 3774324.4,     323.9,     323.9,       0.0);         ( 475706.1, 
3774324.4,     324.0,     324.0,       0.0);      
     ( 475726.1, 3774324.4,     324.0,     324.0,       0.0);         ( 475746.1, 
3774324.4,     324.0,     324.0,       0.0);      
     ( 475766.1, 3774324.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774324.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774324.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774324.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774324.4,     324.1,     324.1,       0.0);         ( 475866.1, 
3774324.4,     324.2,     324.2,       0.0);      
     ( 475886.1, 3774324.4,     324.7,     324.7,       0.0);         ( 475906.1, 
3774324.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774324.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774324.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774324.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774324.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774324.4,     325.5,     325.5,       0.0);         ( 476026.1, 
3774324.4,     326.0,     326.0,       0.0);      
     ( 476046.1, 3774324.4,     326.0,     326.0,       0.0);         ( 476066.1, 
3774324.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774324.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774324.4,     326.0,     326.0,       0.0);      
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   



                                   PAGE  26
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                             *** DISCRETE CARTESIAN RECEPTORS ***
                                           (X‐COORD, Y‐COORD, ZELEV, ZHILL, ZFLAG)
                                                           (METERS)

     ( 476126.1, 3774324.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774324.4,     326.2,     326.2,       0.0);      
     ( 476166.1, 3774324.4,     326.9,     326.9,       0.0);         ( 476186.1, 
3774324.4,     327.0,     327.0,       0.0);      
     ( 476206.1, 3774324.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774324.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774324.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774324.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774324.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774324.4,     327.5,     327.5,       0.0);      
     ( 476326.1, 3774324.4,     328.0,     328.0,       0.0);         ( 476346.1, 
3774324.4,     328.0,     328.0,       0.0);      
     ( 476366.1, 3774324.4,     328.0,     328.0,       0.0);         ( 476386.1, 
3774324.4,     328.0,     328.0,       0.0);      
     ( 477046.1, 3774324.4,     332.4,     332.4,       0.0);         ( 477066.1, 
3774324.4,     332.9,     332.9,       0.0);      
     ( 477086.1, 3774324.4,     333.0,     333.0,       0.0);         ( 477106.1, 
3774324.4,     333.1,     333.1,       0.0);      
     ( 477126.1, 3774324.4,     333.2,     333.2,       0.0);         ( 477146.1, 
3774324.4,     333.7,     333.7,       0.0);      
     ( 477166.1, 3774324.4,     334.0,     334.0,       0.0);         ( 477466.1, 
3774324.4,     336.0,     336.0,       0.0);      
     ( 477486.1, 3774324.4,     336.0,     336.0,       0.0);         ( 477506.1, 
3774324.4,     336.0,     336.0,       0.0);      
     ( 477526.1, 3774324.4,     336.0,     336.0,       0.0);         ( 475526.1, 
3774344.4,     322.5,     322.5,       0.0);      
     ( 475546.1, 3774344.4,     323.0,     323.0,       0.0);         ( 475566.1, 
3774344.4,     323.0,     323.0,       0.0);      
     ( 475586.1, 3774344.4,     323.0,     323.0,       0.0);         ( 475606.1, 
3774344.4,     323.0,     323.0,       0.0);      
     ( 475626.1, 3774344.4,     323.0,     323.0,       0.0);         ( 475646.1, 
3774344.4,     323.0,     323.0,       0.0);      
     ( 475666.1, 3774344.4,     323.2,     323.2,       0.0);         ( 475686.1, 
3774344.4,     323.9,     323.9,       0.0);      
     ( 475706.1, 3774344.4,     324.0,     324.0,       0.0);         ( 475726.1, 
3774344.4,     324.0,     324.0,       0.0);      
     ( 475746.1, 3774344.4,     324.0,     324.0,       0.0);         ( 475766.1, 
3774344.4,     324.0,     324.0,       0.0);      
     ( 475786.1, 3774344.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774344.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774344.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774344.4,     324.2,     324.2,       0.0);      
     ( 475866.1, 3774344.4,     324.8,     324.8,       0.0);         ( 475886.1, 



3774344.4,     325.0,     325.0,       0.0);      
     ( 475906.1, 3774344.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774344.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774344.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774344.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774344.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774344.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774344.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774344.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774344.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774344.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774344.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774344.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774344.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774344.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774344.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774344.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774344.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774344.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774344.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774344.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774344.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774344.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774344.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774344.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774344.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774344.4,     328.0,     328.0,       0.0);      
     ( 477046.1, 3774344.4,     332.9,     332.9,       0.0);         ( 477066.1, 
3774344.4,     333.0,     333.0,       0.0);      
     ( 477086.1, 3774344.4,     333.0,     333.0,       0.0);         ( 477106.1, 
3774344.4,     333.2,     333.2,       0.0);      
     ( 477126.1, 3774344.4,     333.8,     333.8,       0.0);         ( 477146.1, 
3774344.4,     334.0,     334.0,       0.0);      
     ( 477166.1, 3774344.4,     334.0,     334.0,       0.0);         ( 477466.1, 
3774344.4,     336.0,     336.0,       0.0);      
     ( 477486.1, 3774344.4,     336.0,     336.0,       0.0);         ( 477506.1, 
3774344.4,     336.0,     336.0,       0.0);      
     ( 477526.1, 3774344.4,     336.0,     336.0,       0.0);         ( 475526.1, 
3774364.4,     322.5,     322.5,       0.0);      
     ( 475546.1, 3774364.4,     323.0,     323.0,       0.0);         ( 475566.1, 
3774364.4,     323.0,     323.0,       0.0);      
     ( 475586.1, 3774364.4,     323.0,     323.0,       0.0);         ( 475606.1, 
3774364.4,     323.0,     323.0,       0.0);      
     ( 475626.1, 3774364.4,     323.0,     323.0,       0.0);         ( 475646.1, 
3774364.4,     323.0,     323.0,       0.0);      
     ( 475666.1, 3774364.4,     323.2,     323.2,       0.0);         ( 475686.1, 
3774364.4,     323.9,     323.9,       0.0);      
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     ( 475706.1, 3774364.4,     324.0,     324.0,       0.0);         ( 475726.1, 
3774364.4,     324.0,     324.0,       0.0);      
     ( 475746.1, 3774364.4,     324.0,     324.0,       0.0);         ( 475766.1, 
3774364.4,     324.0,     324.0,       0.0);      
     ( 475786.1, 3774364.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774364.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774364.4,     324.3,     324.3,       0.0);         ( 475846.1, 
3774364.4,     324.7,     324.7,       0.0);      
     ( 475866.1, 3774364.4,     324.9,     324.9,       0.0);         ( 475886.1, 
3774364.4,     325.0,     325.0,       0.0);      
     ( 475906.1, 3774364.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774364.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774364.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774364.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774364.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774364.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774364.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774364.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774364.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774364.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774364.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774364.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774364.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774364.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774364.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774364.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774364.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774364.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774364.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774364.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774364.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774364.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774364.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774364.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774364.4,     328.0,     328.0,       0.0);         ( 477046.1, 
3774364.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774364.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774364.4,     333.0,     333.0,       0.0);      
     ( 477106.1, 3774364.4,     333.2,     333.2,       0.0);         ( 477126.1, 
3774364.4,     333.9,     333.9,       0.0);      
     ( 477146.1, 3774364.4,     334.0,     334.0,       0.0);         ( 477166.1, 



3774364.4,     334.0,     334.0,       0.0);      
     ( 477466.1, 3774364.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774364.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774364.4,     336.0,     336.0,       0.0);         ( 477526.1, 
3774364.4,     336.1,     336.1,       0.0);      
     ( 475526.1, 3774384.4,     322.5,     322.5,       0.0);         ( 475546.1, 
3774384.4,     323.0,     323.0,       0.0);      
     ( 475566.1, 3774384.4,     323.0,     323.0,       0.0);         ( 475586.1, 
3774384.4,     323.0,     323.0,       0.0);      
     ( 475606.1, 3774384.4,     323.0,     323.0,       0.0);         ( 475626.1, 
3774384.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774384.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774384.4,     323.2,     323.2,       0.0);      
     ( 475686.1, 3774384.4,     323.9,     323.9,       0.0);         ( 475706.1, 
3774384.4,     324.0,     324.0,       0.0);      
     ( 475726.1, 3774384.4,     324.0,     324.0,       0.0);         ( 475746.1, 
3774384.4,     324.0,     324.0,       0.0);      
     ( 475766.1, 3774384.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774384.4,     324.1,     324.1,       0.0);      
     ( 475806.1, 3774384.4,     324.2,     324.2,       0.0);         ( 475826.1, 
3774384.4,     324.7,     324.7,       0.0);      
     ( 475846.1, 3774384.4,     325.0,     325.0,       0.0);         ( 475866.1, 
3774384.4,     325.0,     325.0,       0.0);      
     ( 475886.1, 3774384.4,     325.0,     325.0,       0.0);         ( 475906.1, 
3774384.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774384.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774384.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774384.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774384.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774384.4,     325.5,     325.5,       0.0);         ( 476026.1, 
3774384.4,     326.0,     326.0,       0.0);      
     ( 476046.1, 3774384.4,     326.0,     326.0,       0.0);         ( 476066.1, 
3774384.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774384.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774384.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774384.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774384.4,     326.2,     326.2,       0.0);      
     ( 476166.1, 3774384.4,     326.9,     326.9,       0.0);         ( 476186.1, 
3774384.4,     327.0,     327.0,       0.0);      
     ( 476206.1, 3774384.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774384.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774384.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774384.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774384.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774384.4,     327.5,     327.5,       0.0);      
     ( 476326.1, 3774384.4,     328.0,     328.0,       0.0);         ( 476346.1, 
3774384.4,     328.0,     328.0,       0.0);      
     ( 476366.1, 3774384.4,     328.0,     328.0,       0.0);         ( 476386.1, 
3774384.4,     328.0,     328.0,       0.0);      
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     ( 476417.9, 3774377.8,     328.3,     328.3,       0.0);         ( 477046.1, 
3774384.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774384.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774384.4,     333.0,     333.0,       0.0);      
     ( 477106.1, 3774384.4,     333.2,     333.2,       0.0);         ( 477126.1, 
3774384.4,     333.9,     333.9,       0.0);      
     ( 477146.1, 3774384.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774384.4,     334.0,     334.0,       0.0);      
     ( 477466.1, 3774384.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774384.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774384.4,     336.0,     336.0,       0.0);         ( 477526.1, 
3774384.4,     336.2,     336.2,       0.0);      
     ( 475526.1, 3774404.4,     322.5,     322.5,       0.0);         ( 475546.1, 
3774404.4,     323.0,     323.0,       0.0);      
     ( 475566.1, 3774404.4,     323.0,     323.0,       0.0);         ( 475586.1, 
3774404.4,     323.0,     323.0,       0.0);      
     ( 475606.1, 3774404.4,     323.0,     323.0,       0.0);         ( 475626.1, 
3774404.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774404.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774404.4,     323.2,     323.2,       0.0);      
     ( 475686.1, 3774404.4,     323.9,     323.9,       0.0);         ( 475706.1, 
3774404.4,     324.0,     324.0,       0.0);      
     ( 475726.1, 3774404.4,     324.0,     324.0,       0.0);         ( 475746.1, 
3774404.4,     324.0,     324.0,       0.0);      
     ( 475766.1, 3774404.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774404.4,     324.2,     324.2,       0.0);      
     ( 475806.1, 3774404.4,     324.8,     324.8,       0.0);         ( 475826.1, 
3774404.4,     325.0,     325.0,       0.0);      
     ( 475846.1, 3774404.4,     325.0,     325.0,       0.0);         ( 475866.1, 
3774404.4,     325.0,     325.0,       0.0);      
     ( 475886.1, 3774404.4,     325.0,     325.0,       0.0);         ( 475906.1, 
3774404.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774404.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774404.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774404.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774404.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774404.4,     325.5,     325.5,       0.0);         ( 476026.1, 
3774404.4,     326.0,     326.0,       0.0);      
     ( 476046.1, 3774404.4,     326.0,     326.0,       0.0);         ( 476066.1, 



3774404.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774404.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774404.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774404.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774404.4,     326.2,     326.2,       0.0);      
     ( 476166.1, 3774404.4,     326.9,     326.9,       0.0);         ( 476186.1, 
3774404.4,     327.0,     327.0,       0.0);      
     ( 476206.1, 3774404.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774404.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774404.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774404.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774404.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774404.4,     327.5,     327.5,       0.0);      
     ( 476326.1, 3774404.4,     328.0,     328.0,       0.0);         ( 477046.1, 
3774404.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774404.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774404.4,     333.0,     333.0,       0.0);      
     ( 477106.1, 3774404.4,     333.2,     333.2,       0.0);         ( 477126.1, 
3774404.4,     333.9,     333.9,       0.0);      
     ( 477146.1, 3774404.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774404.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774404.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774404.4,     334.0,     334.0,       0.0);      
     ( 477226.1, 3774404.4,     334.2,     334.2,       0.0);         ( 477246.1, 
3774404.4,     334.9,     334.9,       0.0);      
     ( 477266.1, 3774404.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774404.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774404.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774404.4,     335.0,     335.0,       0.0);      
     ( 477346.1, 3774404.4,     335.2,     335.2,       0.0);         ( 477366.1, 
3774404.4,     335.9,     335.9,       0.0);      
     ( 477386.1, 3774404.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774404.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774404.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774404.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774404.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774404.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774404.4,     336.0,     336.0,       0.0);         ( 477526.1, 
3774404.4,     336.2,     336.2,       0.0);      
     ( 475946.1, 3774424.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774424.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774424.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774424.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774424.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774424.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774424.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774424.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774424.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774424.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774424.4,     326.2,     326.2,       0.0);         ( 476166.1, 



3774424.4,     326.9,     326.9,       0.0);      
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     ( 476186.1, 3774424.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774424.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774424.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774424.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774424.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774424.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774424.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774424.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774424.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774424.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774424.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774424.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774424.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774424.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774424.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774424.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774424.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774424.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774424.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774424.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774424.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774424.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774424.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774424.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774424.4,     330.5,     330.5,       0.0);         ( 476686.1, 
3774424.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774424.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774424.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774424.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774424.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774424.4,     331.2,     331.2,       0.0);         ( 476806.1, 
3774424.4,     331.5,     331.5,       0.0);      
     ( 476826.1, 3774424.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774424.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774424.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774424.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774424.4,     332.0,     332.0,       0.0);         ( 476926.1, 



3774424.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774424.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774424.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774424.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774424.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774424.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774424.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774424.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774424.4,     333.3,     333.3,       0.0);      
     ( 477106.1, 3774424.4,     333.7,     333.7,       0.0);         ( 477126.1, 
3774424.4,     333.9,     333.9,       0.0);      
     ( 477146.1, 3774424.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774424.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774424.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774424.4,     334.0,     334.0,       0.0);      
     ( 477226.1, 3774424.4,     334.2,     334.2,       0.0);         ( 477246.1, 
3774424.4,     334.9,     334.9,       0.0);      
     ( 477266.1, 3774424.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774424.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774424.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774424.4,     335.3,     335.3,       0.0);      
     ( 477346.1, 3774424.4,     335.7,     335.7,       0.0);         ( 477366.1, 
3774424.4,     335.9,     335.9,       0.0);      
     ( 477386.1, 3774424.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774424.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774424.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774424.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774424.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774424.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774424.4,     336.0,     336.0,       0.0);         ( 477526.1, 
3774424.4,     336.2,     336.2,       0.0);      
     ( 475946.1, 3774444.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774444.4,     325.1,     325.1,       0.0);      
     ( 475986.1, 3774444.4,     325.2,     325.2,       0.0);         ( 476006.1, 
3774444.4,     325.7,     325.7,       0.0);      
     ( 476026.1, 3774444.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774444.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774444.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774444.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774444.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774444.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774444.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774444.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774444.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774444.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774444.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774444.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774444.4,     327.1,     327.1,       0.0);         ( 476286.1, 
3774444.4,     327.2,     327.2,       0.0);      
     ( 476306.1, 3774444.4,     327.7,     327.7,       0.0);         ( 476326.1, 



3774444.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774444.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774444.4,     328.0,     328.0,       0.0);      
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     ( 476386.1, 3774444.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774444.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774444.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774444.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774444.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774444.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774444.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774444.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774444.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774444.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774444.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774444.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774444.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774444.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774444.4,     330.4,     330.4,       0.0);         ( 476686.1, 
3774444.4,     330.8,     330.8,       0.0);      
     ( 476706.1, 3774444.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774444.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774444.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774444.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774444.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774444.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774444.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774444.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774444.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774444.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774444.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774444.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774444.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774444.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774444.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774444.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774444.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774444.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774444.4,     333.0,     333.0,       0.0);         ( 477086.1, 



3774444.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774444.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774444.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774444.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774444.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774444.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774444.4,     334.0,     334.0,       0.0);      
     ( 477226.1, 3774444.4,     334.2,     334.2,       0.0);         ( 477246.1, 
3774444.4,     334.9,     334.9,       0.0);      
     ( 477266.1, 3774444.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774444.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774444.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774444.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774444.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774444.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774444.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774444.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774444.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774444.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774444.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774444.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774444.4,     336.2,     336.2,       0.0);         ( 477526.1, 
3774444.4,     336.4,     336.4,       0.0);      
     ( 475946.1, 3774464.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774464.4,     325.2,     325.2,       0.0);      
     ( 475986.1, 3774464.4,     325.8,     325.8,       0.0);         ( 476006.1, 
3774464.4,     326.0,     326.0,       0.0);      
     ( 476026.1, 3774464.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774464.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774464.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774464.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774464.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774464.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774464.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774464.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774464.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774464.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774464.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774464.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774464.4,     327.2,     327.2,       0.0);         ( 476286.1, 
3774464.4,     327.8,     327.8,       0.0);      
     ( 476306.1, 3774464.4,     328.0,     328.0,       0.0);         ( 476326.1, 
3774464.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774464.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774464.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774464.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774464.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774464.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774464.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774464.4,     329.0,     329.0,       0.0);         ( 476486.1, 



3774464.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774464.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774464.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774464.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774464.4,     330.0,     330.0,       0.0);      
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     ( 476586.1, 3774464.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774464.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774464.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774464.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774464.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774464.4,     330.3,     330.3,       0.0);      
     ( 476706.1, 3774464.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774464.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774464.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774464.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774464.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774464.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774464.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774464.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774464.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774464.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774464.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774464.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774464.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774464.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774464.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774464.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774464.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774464.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774464.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774464.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774464.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774464.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774464.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774464.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774464.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774464.4,     334.0,     334.0,       0.0);      
     ( 477226.1, 3774464.4,     334.2,     334.2,       0.0);         ( 477246.1, 



3774464.4,     334.9,     334.9,       0.0);      
     ( 477266.1, 3774464.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774464.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774464.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774464.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774464.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774464.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774464.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774464.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774464.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774464.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774464.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774464.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774464.4,     336.5,     336.5,       0.0);         ( 477526.1, 
3774464.4,     336.9,     336.9,       0.0);      
     ( 475946.1, 3774484.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774484.4,     325.2,     325.2,       0.0);      
     ( 475986.1, 3774484.4,     325.9,     325.9,       0.0);         ( 476006.1, 
3774484.4,     326.0,     326.0,       0.0);      
     ( 476026.1, 3774484.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774484.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774484.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774484.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774484.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774484.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774484.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774484.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774484.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774484.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774484.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774484.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774484.4,     327.2,     327.2,       0.0);         ( 476286.1, 
3774484.4,     327.9,     327.9,       0.0);      
     ( 476306.1, 3774484.4,     328.0,     328.0,       0.0);         ( 476326.1, 
3774484.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774484.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774484.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774484.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774484.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774484.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774484.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774484.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774484.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774484.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774484.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774484.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774484.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774484.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774484.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774484.4,     330.0,     330.0,       0.0);         ( 476646.1, 



3774484.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774484.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774484.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774484.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774484.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774484.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774484.4,     331.0,     331.0,       0.0);      
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     ( 476786.1, 3774484.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774484.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774484.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774484.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774484.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774484.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774484.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774484.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774484.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774484.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774484.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774484.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774484.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774484.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774484.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774484.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774484.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774484.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774484.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774484.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774484.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774484.4,     334.3,     334.3,       0.0);      
     ( 477226.1, 3774484.4,     334.7,     334.7,       0.0);         ( 477246.1, 
3774484.4,     334.9,     334.9,       0.0);      
     ( 477266.1, 3774484.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774484.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774484.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774484.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774484.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774484.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774484.4,     336.0,     336.0,       0.0);         ( 477406.1, 



3774484.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774484.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774484.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774484.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774484.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774484.4,     336.5,     336.5,       0.0);         ( 477526.1, 
3774484.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774504.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774504.4,     325.2,     325.2,       0.0);      
     ( 475986.1, 3774504.4,     325.6,     325.6,       0.0);         ( 476006.1, 
3774504.4,     325.9,     325.9,       0.0);      
     ( 476026.1, 3774504.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774504.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774504.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774504.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774504.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774504.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774504.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774504.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774504.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774504.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774504.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774504.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774504.4,     327.2,     327.2,       0.0);         ( 476286.1, 
3774504.4,     327.6,     327.6,       0.0);      
     ( 476306.1, 3774504.4,     327.9,     327.9,       0.0);         ( 476326.1, 
3774504.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774504.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774504.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774504.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774504.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774504.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774504.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774504.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774504.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774504.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774504.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774504.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774504.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774504.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774504.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774504.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774504.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774504.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774504.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774504.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774504.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774504.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774504.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774504.4,     331.0,     331.0,       0.0);         ( 476806.1, 



3774504.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774504.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774504.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774504.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774504.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774504.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774504.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774504.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774504.4,     332.5,     332.5,       0.0);      
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     ( 476986.1, 3774504.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774504.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774504.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774504.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774504.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774504.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774504.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774504.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774504.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774504.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774504.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774504.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774504.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774504.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774504.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774504.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774504.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774504.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774504.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774504.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774504.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774504.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774504.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774504.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774504.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774504.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774504.4,     336.5,     336.5,       0.0);         ( 477526.1, 
3774504.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774524.4,     325.0,     325.0,       0.0);         ( 475966.1, 



3774524.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774524.4,     325.1,     325.1,       0.0);         ( 476006.1, 
3774524.4,     325.6,     325.6,       0.0);      
     ( 476026.1, 3774524.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774524.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774524.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774524.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774524.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774524.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774524.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774524.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774524.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774524.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774524.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774524.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774524.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774524.4,     327.1,     327.1,       0.0);      
     ( 476306.1, 3774524.4,     327.6,     327.6,       0.0);         ( 476326.1, 
3774524.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774524.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774524.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774524.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774524.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774524.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774524.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774524.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774524.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774524.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774524.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774524.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774524.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774524.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774524.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774524.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774524.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774524.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774524.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774524.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774524.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774524.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774524.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774524.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774524.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774524.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774524.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774524.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774524.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774524.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774524.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774524.4,     332.0,     332.0,       0.0);         ( 476966.1, 



3774524.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774524.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774524.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774524.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774524.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774524.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774524.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774524.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774524.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774524.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774524.4,     334.0,     334.0,       0.0);      
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     ( 477186.1, 3774524.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774524.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774524.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774524.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774524.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774524.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774524.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774524.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774524.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774524.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774524.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774524.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774524.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774524.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774524.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774524.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774524.4,     336.5,     336.5,       0.0);         ( 477526.1, 
3774524.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774544.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774544.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774544.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774544.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774544.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774544.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774544.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774544.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774544.4,     326.0,     326.0,       0.0);         ( 476126.1, 



3774544.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774544.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774544.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774544.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774544.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774544.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774544.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774544.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774544.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774544.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774544.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774544.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774544.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774544.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774544.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774544.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774544.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774544.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774544.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774544.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774544.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774544.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774544.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774544.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774544.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774544.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774544.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774544.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774544.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774544.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774544.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774544.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774544.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774544.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774544.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774544.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774544.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774544.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774544.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774544.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774544.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774544.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774544.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774544.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774544.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774544.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774544.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774544.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774544.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774544.4,     334.0,     334.0,       0.0);         ( 477126.1, 



3774544.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774544.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774544.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774544.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774544.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774544.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774544.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774544.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774544.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774544.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774544.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774544.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774544.4,     336.0,     336.0,       0.0);      
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     ( 477386.1, 3774544.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774544.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774544.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774544.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774544.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774544.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774544.4,     336.5,     336.5,       0.0);         ( 477526.1, 
3774544.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774564.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774564.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774564.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774564.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774564.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774564.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774564.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774564.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774564.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774564.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774564.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774564.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774564.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774564.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774564.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774564.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774564.4,     327.0,     327.0,       0.0);         ( 476286.1, 



3774564.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774564.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774564.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774564.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774564.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774564.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774564.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774564.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774564.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774564.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774564.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774564.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774564.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774564.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774564.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774564.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774564.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774564.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774564.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774564.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774564.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774564.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774564.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774564.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774564.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774564.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774564.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774564.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774564.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774564.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774564.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774564.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774564.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774564.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774564.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774564.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774564.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774564.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774564.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774564.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774564.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774564.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774564.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774564.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774564.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774564.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774564.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774564.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774564.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774564.4,     335.0,     335.0,       0.0);         ( 477286.1, 



3774564.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774564.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774564.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774564.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774564.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774564.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774564.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774564.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774564.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774564.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774564.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774564.4,     336.5,     336.5,       0.0);         ( 477526.1, 
3774564.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774584.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774584.4,     325.0,     325.0,       0.0);      
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                                             *** DISCRETE CARTESIAN RECEPTORS ***
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                                                           (METERS)

     ( 475986.1, 3774584.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774584.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774584.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774584.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774584.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774584.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774584.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774584.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774584.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774584.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774584.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774584.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774584.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774584.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774584.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774584.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774584.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774584.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774584.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774584.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774584.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774584.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774584.4,     328.5,     328.5,       0.0);         ( 476446.1, 



3774584.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774584.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774584.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774584.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774584.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774584.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774584.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774584.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774584.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774584.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774584.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774584.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774584.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774584.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774584.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774584.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774584.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774584.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774584.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774584.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774584.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774584.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774584.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774584.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774584.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774584.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774584.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774584.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774584.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774584.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774584.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774584.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774584.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774584.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774584.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774584.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774584.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774584.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774584.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774584.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774584.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774584.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774584.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774584.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774584.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774584.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774584.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774584.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774584.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774584.4,     336.0,     336.0,       0.0);         ( 477446.1, 



3774584.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774584.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774584.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774584.4,     336.5,     336.5,       0.0);         ( 477526.1, 
3774584.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774604.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774604.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774604.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774604.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774604.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774604.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774604.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774604.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774604.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774604.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774604.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774604.4,     326.9,     326.9,       0.0);      
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     ( 476186.1, 3774604.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774604.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774604.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774604.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774604.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774604.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774604.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774604.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774604.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774604.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774604.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774604.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774604.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774604.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774604.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774604.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774604.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774604.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774604.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774604.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774604.4,     330.0,     330.0,       0.0);         ( 476606.1, 



3774604.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774604.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774604.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774604.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774604.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774604.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774604.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774604.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774604.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774604.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774604.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774604.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774604.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774604.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774604.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774604.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774604.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774604.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774604.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774604.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774604.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774604.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774604.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774604.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774604.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774604.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774604.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774604.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774604.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774604.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774604.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774604.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774604.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774604.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774604.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774604.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774604.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774604.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774604.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774604.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774604.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774604.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774604.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774604.4,     336.1,     336.1,       0.0);         ( 477486.1, 
3774604.4,     336.5,     336.5,       0.0);      
     ( 477506.1, 3774604.4,     336.8,     336.8,       0.0);         ( 477526.1, 
3774604.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774624.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774624.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774624.4,     325.0,     325.0,       0.0);         ( 476006.1, 



3774624.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774624.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774624.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774624.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774624.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774624.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774624.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774624.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774624.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774624.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774624.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774624.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774624.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774624.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774624.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774624.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774624.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774624.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774624.4,     328.0,     328.0,       0.0);      
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     ( 476386.1, 3774624.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774624.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774624.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774624.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774624.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774624.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774624.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774624.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774624.4,     329.4,     329.4,       0.0);         ( 476566.1, 
3774624.4,     329.8,     329.8,       0.0);      
     ( 476586.1, 3774624.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774624.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774624.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774624.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774624.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774624.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774624.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774624.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774624.4,     331.0,     331.0,       0.0);         ( 476766.1, 



3774624.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774624.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774624.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774624.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774624.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774624.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774624.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774624.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774624.4,     332.1,     332.1,       0.0);      
     ( 476946.1, 3774624.4,     332.2,     332.2,       0.0);         ( 476966.1, 
3774624.4,     332.7,     332.7,       0.0);      
     ( 476986.1, 3774624.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774624.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774624.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774624.4,     333.1,     333.1,       0.0);      
     ( 477066.1, 3774624.4,     333.2,     333.2,       0.0);         ( 477086.1, 
3774624.4,     333.7,     333.7,       0.0);      
     ( 477106.1, 3774624.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774624.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774624.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774624.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774624.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774624.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774624.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774624.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774624.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774624.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774624.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774624.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774624.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774624.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774624.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774624.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774624.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774624.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774624.4,     336.2,     336.2,       0.0);         ( 477486.1, 
3774624.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774624.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774624.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774644.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774644.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774644.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774644.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774644.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774644.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774644.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774644.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774644.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774644.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774644.4,     326.2,     326.2,       0.0);         ( 476166.1, 



3774644.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774644.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774644.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774644.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774644.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774644.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774644.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774644.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774644.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774644.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774644.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774644.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774644.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774644.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774644.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774644.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774644.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774644.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774644.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774644.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774644.4,     329.3,     329.3,       0.0);      
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     ( 476586.1, 3774644.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774644.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774644.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774644.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774644.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774644.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774644.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774644.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774644.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774644.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774644.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774644.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774644.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774644.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774644.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774644.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774644.4,     332.0,     332.0,       0.0);         ( 476926.1, 



3774644.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774644.4,     332.8,     332.8,       0.0);         ( 476966.1, 
3774644.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774644.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774644.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774644.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774644.4,     333.2,     333.2,       0.0);      
     ( 477066.1, 3774644.4,     333.8,     333.8,       0.0);         ( 477086.1, 
3774644.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774644.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774644.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774644.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774644.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774644.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774644.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774644.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774644.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774644.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774644.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774644.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774644.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774644.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774644.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774644.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774644.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774644.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774644.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774644.4,     336.2,     336.2,       0.0);         ( 477486.1, 
3774644.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774644.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774644.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774664.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774664.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774664.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774664.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774664.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774664.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774664.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774664.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774664.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774664.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774664.4,     326.1,     326.1,       0.0);         ( 476166.1, 
3774664.4,     326.4,     326.4,       0.0);      
     ( 476186.1, 3774664.4,     326.7,     326.7,       0.0);         ( 476206.1, 
3774664.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774664.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774664.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774664.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774664.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774664.4,     327.2,     327.2,       0.0);         ( 476326.1, 



3774664.4,     327.5,     327.5,       0.0);      
     ( 476346.1, 3774664.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774664.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774664.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774664.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774664.4,     328.2,     328.2,       0.0);         ( 476446.1, 
3774664.4,     328.5,     328.5,       0.0);      
     ( 476466.1, 3774664.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774664.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774664.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774664.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774664.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774664.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774664.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774664.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774664.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774664.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774664.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774664.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774664.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774664.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774664.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774664.4,     331.0,     331.0,       0.0);      
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     ( 476786.1, 3774664.4,     331.3,     331.3,       0.0);         ( 476806.1, 
3774664.4,     331.7,     331.7,       0.0);      
     ( 476826.1, 3774664.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774664.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774664.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774664.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774664.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774664.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774664.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774664.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774664.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774664.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774664.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774664.4,     333.2,     333.2,       0.0);      
     ( 477066.1, 3774664.4,     333.9,     333.9,       0.0);         ( 477086.1, 



3774664.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774664.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774664.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774664.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774664.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774664.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774664.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774664.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774664.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774664.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774664.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774664.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774664.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774664.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774664.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774664.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774664.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774664.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774664.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774664.4,     336.2,     336.2,       0.0);         ( 477486.1, 
3774664.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774664.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774664.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774684.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774684.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774684.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774684.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774684.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774684.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774684.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774684.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774684.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774684.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774684.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774684.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774684.4,     326.5,     326.5,       0.0);         ( 476206.1, 
3774684.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774684.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774684.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774684.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774684.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774684.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774684.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774684.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774684.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774684.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774684.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774684.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774684.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774684.4,     328.9,     328.9,       0.0);         ( 476486.1, 



3774684.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774684.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774684.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774684.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774684.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774684.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774684.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774684.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774684.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774684.4,     330.2,     330.2,       0.0);         ( 476686.1, 
3774684.4,     330.4,     330.4,       0.0);      
     ( 476706.1, 3774684.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774684.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774684.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774684.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774684.4,     331.5,     331.5,       0.0);         ( 476806.1, 
3774684.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774684.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774684.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774684.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774684.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774684.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774684.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774684.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774684.4,     333.0,     333.0,       0.0);      
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     ( 476986.1, 3774684.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774684.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774684.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774684.4,     333.2,     333.2,       0.0);      
     ( 477066.1, 3774684.4,     333.9,     333.9,       0.0);         ( 477086.1, 
3774684.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774684.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774684.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774684.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774684.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774684.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774684.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774684.4,     335.0,     335.0,       0.0);         ( 477246.1, 



3774684.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774684.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774684.4,     335.1,     335.1,       0.0);      
     ( 477306.1, 3774684.4,     335.2,     335.2,       0.0);         ( 477326.1, 
3774684.4,     335.7,     335.7,       0.0);      
     ( 477346.1, 3774684.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774684.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774684.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774684.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774684.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774684.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774684.4,     336.2,     336.2,       0.0);         ( 477486.1, 
3774684.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774684.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774684.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774704.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774704.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774704.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774704.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774704.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774704.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774704.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774704.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774704.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774704.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774704.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774704.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774704.4,     326.5,     326.5,       0.0);         ( 476206.1, 
3774704.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774704.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774704.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774704.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774704.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774704.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774704.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774704.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774704.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774704.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774704.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774704.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774704.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774704.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774704.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774704.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774704.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774704.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774704.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774704.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774704.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774704.4,     330.0,     330.0,       0.0);         ( 476646.1, 



3774704.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774704.4,     330.5,     330.5,       0.0);         ( 476686.1, 
3774704.4,     330.9,     330.9,       0.0);      
     ( 476706.1, 3774704.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774704.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774704.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774704.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774704.4,     331.5,     331.5,       0.0);         ( 476806.1, 
3774704.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774704.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774704.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774704.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774704.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774704.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774704.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774704.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774704.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774704.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774704.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774704.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774704.4,     333.2,     333.2,       0.0);      
     ( 477066.1, 3774704.4,     333.9,     333.9,       0.0);         ( 477086.1, 
3774704.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774704.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774704.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774704.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774704.4,     334.0,     334.0,       0.0);      
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     ( 477186.1, 3774704.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774704.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774704.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774704.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774704.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774704.4,     335.2,     335.2,       0.0);      
     ( 477306.1, 3774704.4,     335.8,     335.8,       0.0);         ( 477326.1, 
3774704.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774704.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774704.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774704.4,     336.0,     336.0,       0.0);         ( 477406.1, 



3774704.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774704.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774704.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774704.4,     336.2,     336.2,       0.0);         ( 477486.1, 
3774704.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774704.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774704.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774724.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774724.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774724.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774724.4,     325.2,     325.2,       0.0);      
     ( 476026.1, 3774724.4,     325.5,     325.5,       0.0);         ( 476046.1, 
3774724.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774724.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774724.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774724.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774724.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774724.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774724.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774724.4,     326.5,     326.5,       0.0);         ( 476206.1, 
3774724.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774724.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774724.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774724.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774724.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774724.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774724.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774724.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774724.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774724.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774724.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774724.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774724.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774724.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774724.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774724.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774724.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774724.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774724.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774724.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774724.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774724.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774724.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774724.4,     330.5,     330.5,       0.0);         ( 476686.1, 
3774724.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774724.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774724.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774724.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774724.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774724.4,     331.5,     331.5,       0.0);         ( 476806.1, 



3774724.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774724.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774724.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774724.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774724.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774724.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774724.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774724.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774724.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774724.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774724.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774724.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774724.4,     333.2,     333.2,       0.0);      
     ( 477066.1, 3774724.4,     333.9,     333.9,       0.0);         ( 477086.1, 
3774724.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774724.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774724.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774724.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774724.4,     334.1,     334.1,       0.0);      
     ( 477186.1, 3774724.4,     334.5,     334.5,       0.0);         ( 477206.1, 
3774724.4,     334.8,     334.8,       0.0);      
     ( 477226.1, 3774724.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774724.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774724.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774724.4,     335.2,     335.2,       0.0);      
     ( 477306.1, 3774724.4,     335.9,     335.9,       0.0);         ( 477326.1, 
3774724.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774724.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774724.4,     336.0,     336.0,       0.0);      
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     ( 477386.1, 3774724.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774724.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774724.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774724.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774724.4,     336.2,     336.2,       0.0);         ( 477486.1, 
3774724.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774724.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774724.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774744.4,     325.0,     325.0,       0.0);         ( 475966.1, 



3774744.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774744.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774744.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774744.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774744.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774744.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774744.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774744.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774744.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774744.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774744.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774744.4,     326.5,     326.5,       0.0);         ( 476206.1, 
3774744.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774744.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774744.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774744.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774744.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774744.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774744.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774744.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774744.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774744.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774744.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774744.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774744.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774744.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774744.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774744.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774744.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774744.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774744.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774744.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774744.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774744.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774744.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774744.4,     330.5,     330.5,       0.0);         ( 476686.1, 
3774744.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774744.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774744.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774744.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774744.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774744.4,     331.5,     331.5,       0.0);         ( 476806.1, 
3774744.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774744.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774744.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774744.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774744.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774744.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774744.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774744.4,     332.9,     332.9,       0.0);         ( 476966.1, 



3774744.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774744.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774744.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774744.4,     333.2,     333.2,       0.0);         ( 477046.1, 
3774744.4,     333.4,     333.4,       0.0);      
     ( 477066.1, 3774744.4,     333.9,     333.9,       0.0);         ( 477086.1, 
3774744.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774744.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774744.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774744.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774744.4,     334.2,     334.2,       0.0);      
     ( 477186.1, 3774744.4,     334.9,     334.9,       0.0);         ( 477206.1, 
3774744.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774744.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774744.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774744.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774744.4,     335.2,     335.2,       0.0);      
     ( 477306.1, 3774744.4,     335.9,     335.9,       0.0);         ( 477326.1, 
3774744.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774744.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774744.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774744.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774744.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774744.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774744.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774744.4,     336.2,     336.2,       0.0);         ( 477486.1, 
3774744.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774744.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774744.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774764.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774764.4,     325.0,     325.0,       0.0);      
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     ( 475986.1, 3774764.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774764.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774764.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774764.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774764.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774764.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774764.4,     326.0,     326.0,       0.0);         ( 476126.1, 



3774764.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774764.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774764.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774764.4,     326.5,     326.5,       0.0);         ( 476206.1, 
3774764.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774764.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774764.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774764.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774764.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774764.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774764.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774764.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774764.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774764.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774764.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774764.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774764.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774764.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774764.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774764.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774764.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774764.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774764.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774764.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774764.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774764.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774764.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774764.4,     330.5,     330.5,       0.0);         ( 476686.1, 
3774764.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774764.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774764.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774764.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774764.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774764.4,     331.5,     331.5,       0.0);         ( 476806.1, 
3774764.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774764.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774764.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774764.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774764.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774764.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774764.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774764.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774764.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774764.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774764.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774764.4,     333.5,     333.5,       0.0);         ( 477046.1, 
3774764.4,     333.9,     333.9,       0.0);      
     ( 477066.1, 3774764.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774764.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774764.4,     334.0,     334.0,       0.0);         ( 477126.1, 



3774764.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774764.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774764.4,     334.2,     334.2,       0.0);      
     ( 477186.1, 3774764.4,     334.9,     334.9,       0.0);         ( 477206.1, 
3774764.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774764.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774764.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774764.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774764.4,     335.2,     335.2,       0.0);      
     ( 477306.1, 3774764.4,     335.9,     335.9,       0.0);         ( 477326.1, 
3774764.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774764.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774764.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774764.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774764.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774764.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774764.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774764.4,     336.2,     336.2,       0.0);         ( 477486.1, 
3774764.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774764.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774764.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774784.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774784.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774784.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774784.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774784.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774784.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774784.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774784.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774784.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774784.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774784.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774784.4,     326.0,     326.0,       0.0);      
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     ( 476186.1, 3774784.4,     326.2,     326.2,       0.0);         ( 476206.1, 
3774784.4,     326.5,     326.5,       0.0);      
     ( 476226.1, 3774784.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774784.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774784.4,     327.0,     327.0,       0.0);         ( 476286.1, 



3774784.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774784.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774784.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774784.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774784.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774784.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774784.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774784.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774784.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774784.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774784.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774784.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774784.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774784.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774784.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774784.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774784.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774784.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774784.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774784.4,     330.5,     330.5,       0.0);         ( 476686.1, 
3774784.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774784.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774784.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774784.4,     331.1,     331.1,       0.0);         ( 476766.1, 
3774784.4,     331.5,     331.5,       0.0);      
     ( 476786.1, 3774784.4,     331.8,     331.8,       0.0);         ( 476806.1, 
3774784.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774784.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774784.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774784.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774784.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774784.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774784.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774784.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774784.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774784.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774784.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774784.4,     333.5,     333.5,       0.0);         ( 477046.1, 
3774784.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774784.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774784.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774784.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774784.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774784.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774784.4,     334.2,     334.2,       0.0);      
     ( 477186.1, 3774784.4,     334.9,     334.9,       0.0);         ( 477206.1, 
3774784.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774784.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774784.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774784.4,     335.0,     335.0,       0.0);         ( 477286.1, 



3774784.4,     335.2,     335.2,       0.0);      
     ( 477306.1, 3774784.4,     335.9,     335.9,       0.0);         ( 477326.1, 
3774784.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774784.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774784.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774784.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774784.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774784.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774784.4,     336.3,     336.3,       0.0);      
     ( 477466.1, 3774784.4,     336.7,     336.7,       0.0);         ( 477486.1, 
3774784.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774784.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774784.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774804.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774804.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774804.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774804.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774804.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774804.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774804.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774804.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774804.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774804.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774804.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774804.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774804.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774804.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774804.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774804.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774804.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774804.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774804.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774804.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774804.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774804.4,     328.0,     328.0,       0.0);      
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     ( 476386.1, 3774804.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774804.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774804.4,     328.0,     328.0,       0.0);         ( 476446.1, 



3774804.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774804.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774804.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774804.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774804.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774804.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774804.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774804.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774804.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774804.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774804.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774804.4,     330.5,     330.5,       0.0);         ( 476686.1, 
3774804.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774804.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774804.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774804.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774804.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774804.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774804.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774804.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774804.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774804.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774804.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774804.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774804.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774804.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774804.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774804.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774804.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774804.4,     333.5,     333.5,       0.0);         ( 477046.1, 
3774804.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774804.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774804.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774804.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774804.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774804.4,     334.2,     334.2,       0.0);         ( 477166.1, 
3774804.4,     334.4,     334.4,       0.0);      
     ( 477186.1, 3774804.4,     334.9,     334.9,       0.0);         ( 477206.1, 
3774804.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774804.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774804.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774804.4,     335.2,     335.2,       0.0);         ( 477286.1, 
3774804.4,     335.4,     335.4,       0.0);      
     ( 477306.1, 3774804.4,     335.9,     335.9,       0.0);         ( 477326.1, 
3774804.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774804.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774804.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774804.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774804.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774804.4,     336.0,     336.0,       0.0);         ( 477446.1, 



3774804.4,     336.5,     336.5,       0.0);      
     ( 477466.1, 3774804.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774804.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774804.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774804.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774824.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774824.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774824.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774824.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774824.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774824.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774824.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774824.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774824.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774824.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774824.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774824.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774824.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774824.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774824.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774824.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774824.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774824.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774824.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774824.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774824.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774824.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774824.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774824.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774824.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774824.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774824.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774824.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774824.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774824.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774824.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774824.4,     329.2,     329.2,       0.0);      
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     ( 476586.1, 3774824.4,     329.9,     329.9,       0.0);         ( 476606.1, 



3774824.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774824.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774824.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774824.4,     330.5,     330.5,       0.0);         ( 476686.1, 
3774824.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774824.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774824.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774824.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774824.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774824.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774824.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774824.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774824.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774824.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774824.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774824.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774824.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774824.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774824.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774824.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774824.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774824.4,     333.5,     333.5,       0.0);         ( 477046.1, 
3774824.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774824.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774824.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774824.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774824.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774824.4,     334.5,     334.5,       0.0);         ( 477166.1, 
3774824.4,     334.9,     334.9,       0.0);      
     ( 477186.1, 3774824.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774824.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774824.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774824.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774824.4,     335.5,     335.5,       0.0);         ( 477286.1, 
3774824.4,     335.9,     335.9,       0.0);      
     ( 477306.1, 3774824.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774824.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774824.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774824.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774824.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774824.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774824.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774824.4,     336.5,     336.5,       0.0);      
     ( 477466.1, 3774824.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774824.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774824.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774824.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774844.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774844.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774844.4,     325.0,     325.0,       0.0);         ( 476006.1, 



3774844.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774844.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774844.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774844.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774844.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774844.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774844.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774844.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774844.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774844.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774844.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774844.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774844.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774844.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774844.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774844.4,     327.3,     327.3,       0.0);         ( 476326.1, 
3774844.4,     327.7,     327.7,       0.0);      
     ( 476346.1, 3774844.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774844.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774844.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774844.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774844.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774844.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774844.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774844.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774844.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774844.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774844.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774844.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774844.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774844.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774844.4,     330.1,     330.1,       0.0);         ( 476646.1, 
3774844.4,     330.5,     330.5,       0.0);      
     ( 476666.1, 3774844.4,     330.8,     330.8,       0.0);         ( 476686.1, 
3774844.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774844.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774844.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774844.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774844.4,     331.9,     331.9,       0.0);      
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     ( 476786.1, 3774844.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774844.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774844.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774844.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774844.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774844.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774844.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774844.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774844.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774844.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774844.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774844.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774844.4,     333.5,     333.5,       0.0);         ( 477046.1, 
3774844.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774844.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774844.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774844.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774844.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774844.4,     334.5,     334.5,       0.0);         ( 477166.1, 
3774844.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3774844.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774844.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774844.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774844.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774844.4,     335.5,     335.5,       0.0);         ( 477286.1, 
3774844.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3774844.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774844.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774844.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774844.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774844.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774844.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774844.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774844.4,     336.5,     336.5,       0.0);      
     ( 477466.1, 3774844.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774844.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774844.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774844.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774864.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774864.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774864.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774864.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774864.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774864.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774864.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774864.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774864.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774864.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774864.4,     326.0,     326.0,       0.0);         ( 476166.1, 



3774864.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774864.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774864.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774864.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774864.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774864.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774864.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774864.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774864.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774864.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774864.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774864.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774864.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774864.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774864.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774864.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774864.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774864.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774864.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774864.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774864.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774864.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774864.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774864.4,     330.2,     330.2,       0.0);         ( 476646.1, 
3774864.4,     330.9,     330.9,       0.0);      
     ( 476666.1, 3774864.4,     331.0,     331.0,       0.0);         ( 476686.1, 
3774864.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774864.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774864.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774864.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774864.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774864.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774864.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774864.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774864.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774864.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774864.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774864.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774864.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774864.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774864.4,     333.0,     333.0,       0.0);      
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     ( 476986.1, 3774864.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774864.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774864.4,     333.5,     333.5,       0.0);         ( 477046.1, 
3774864.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774864.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774864.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774864.4,     334.1,     334.1,       0.0);         ( 477126.1, 
3774864.4,     334.2,     334.2,       0.0);      
     ( 477146.1, 3774864.4,     334.7,     334.7,       0.0);         ( 477166.1, 
3774864.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3774864.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774864.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774864.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774864.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774864.4,     335.5,     335.5,       0.0);         ( 477286.1, 
3774864.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3774864.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774864.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774864.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774864.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774864.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774864.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774864.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774864.4,     336.5,     336.5,       0.0);      
     ( 477466.1, 3774864.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774864.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774864.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774864.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774884.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774884.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774884.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774884.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774884.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774884.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774884.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774884.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774884.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774884.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774884.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774884.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774884.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774884.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774884.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774884.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774884.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774884.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774884.4,     327.5,     327.5,       0.0);         ( 476326.1, 



3774884.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774884.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774884.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774884.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774884.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774884.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774884.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774884.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774884.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774884.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774884.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774884.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774884.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774884.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774884.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774884.4,     330.2,     330.2,       0.0);         ( 476646.1, 
3774884.4,     330.9,     330.9,       0.0);      
     ( 476666.1, 3774884.4,     331.0,     331.0,       0.0);         ( 476686.1, 
3774884.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774884.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774884.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774884.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774884.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774884.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774884.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774884.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774884.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774884.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774884.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774884.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774884.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774884.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774884.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774884.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774884.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774884.4,     333.5,     333.5,       0.0);         ( 477046.1, 
3774884.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774884.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774884.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774884.4,     334.2,     334.2,       0.0);         ( 477126.1, 
3774884.4,     334.8,     334.8,       0.0);      
     ( 477146.1, 3774884.4,     335.0,     335.0,       0.0);         ( 477166.1, 
3774884.4,     335.0,     335.0,       0.0);      
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     ( 477186.1, 3774884.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774884.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774884.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774884.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774884.4,     335.5,     335.5,       0.0);         ( 477286.1, 
3774884.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3774884.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774884.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774884.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774884.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774884.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774884.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774884.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774884.4,     336.5,     336.5,       0.0);      
     ( 477466.1, 3774884.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774884.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774884.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774884.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774904.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774904.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774904.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774904.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774904.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774904.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774904.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774904.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774904.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774904.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774904.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774904.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774904.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774904.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774904.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774904.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774904.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774904.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774904.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774904.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774904.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774904.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774904.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774904.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774904.4,     328.3,     328.3,       0.0);         ( 476446.1, 
3774904.4,     328.7,     328.7,       0.0);      
     ( 476466.1, 3774904.4,     328.9,     328.9,       0.0);         ( 476486.1, 



3774904.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774904.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774904.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774904.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774904.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774904.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774904.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774904.4,     330.2,     330.2,       0.0);         ( 476646.1, 
3774904.4,     330.9,     330.9,       0.0);      
     ( 476666.1, 3774904.4,     331.0,     331.0,       0.0);         ( 476686.1, 
3774904.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774904.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774904.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774904.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774904.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774904.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774904.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774904.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774904.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774904.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774904.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774904.4,     332.3,     332.3,       0.0);         ( 476926.1, 
3774904.4,     332.7,     332.7,       0.0);      
     ( 476946.1, 3774904.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774904.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774904.4,     333.1,     333.1,       0.0);         ( 477006.1, 
3774904.4,     333.5,     333.5,       0.0);      
     ( 477026.1, 3774904.4,     333.8,     333.8,       0.0);         ( 477046.1, 
3774904.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774904.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774904.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774904.4,     334.2,     334.2,       0.0);         ( 477126.1, 
3774904.4,     334.9,     334.9,       0.0);      
     ( 477146.1, 3774904.4,     335.0,     335.0,       0.0);         ( 477166.1, 
3774904.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3774904.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774904.4,     335.3,     335.3,       0.0);      
     ( 477226.1, 3774904.4,     335.6,     335.6,       0.0);         ( 477246.1, 
3774904.4,     335.6,     335.6,       0.0);      
     ( 477266.1, 3774904.4,     335.8,     335.8,       0.0);         ( 477286.1, 
3774904.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3774904.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774904.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774904.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774904.4,     336.0,     336.0,       0.0);      
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     ( 477386.1, 3774904.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774904.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774904.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774904.4,     336.5,     336.5,       0.0);      
     ( 477466.1, 3774904.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774904.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774904.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774904.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774924.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774924.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774924.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774924.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774924.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774924.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774924.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774924.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774924.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774924.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774924.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774924.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774924.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774924.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774924.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774924.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774924.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774924.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774924.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774924.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774924.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774924.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774924.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774924.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774924.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774924.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774924.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774924.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774924.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774924.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774924.4,     329.2,     329.2,       0.0);         ( 476566.1, 
3774924.4,     329.4,     329.4,       0.0);      
     ( 476586.1, 3774924.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774924.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774924.4,     330.2,     330.2,       0.0);         ( 476646.1, 



3774924.4,     330.9,     330.9,       0.0);      
     ( 476666.1, 3774924.4,     331.0,     331.0,       0.0);         ( 476686.1, 
3774924.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774924.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774924.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774924.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774924.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774924.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774924.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774924.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774924.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774924.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774924.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774924.4,     332.5,     332.5,       0.0);         ( 476926.1, 
3774924.4,     333.0,     333.0,       0.0);      
     ( 476946.1, 3774924.4,     333.0,     333.0,       0.0);         ( 476966.1, 
3774924.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774924.4,     333.2,     333.2,       0.0);         ( 477006.1, 
3774924.4,     333.9,     333.9,       0.0);      
     ( 477026.1, 3774924.4,     334.0,     334.0,       0.0);         ( 477046.1, 
3774924.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774924.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774924.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774924.4,     334.2,     334.2,       0.0);         ( 477126.1, 
3774924.4,     334.9,     334.9,       0.0);      
     ( 477146.1, 3774924.4,     335.0,     335.0,       0.0);         ( 477166.1, 
3774924.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3774924.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774924.4,     335.5,     335.5,       0.0);      
     ( 477226.1, 3774924.4,     336.0,     336.0,       0.0);         ( 477246.1, 
3774924.4,     336.0,     336.0,       0.0);      
     ( 477266.1, 3774924.4,     336.0,     336.0,       0.0);         ( 477286.1, 
3774924.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3774924.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774924.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774924.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774924.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774924.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774924.4,     336.1,     336.1,       0.0);      
     ( 477426.1, 3774924.4,     336.2,     336.2,       0.0);         ( 477446.1, 
3774924.4,     336.7,     336.7,       0.0);      
     ( 477466.1, 3774924.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774924.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774924.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774924.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774944.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774944.4,     325.0,     325.0,       0.0);      
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     ( 475986.1, 3774944.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774944.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774944.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774944.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774944.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774944.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774944.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774944.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774944.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774944.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774944.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774944.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774944.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774944.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774944.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774944.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774944.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774944.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774944.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774944.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774944.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774944.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774944.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774944.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774944.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774944.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774944.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774944.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774944.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774944.4,     329.9,     329.9,       0.0);      
     ( 476586.1, 3774944.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774944.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774944.4,     330.2,     330.2,       0.0);         ( 476646.1, 
3774944.4,     330.9,     330.9,       0.0);      
     ( 476666.1, 3774944.4,     331.0,     331.0,       0.0);         ( 476686.1, 
3774944.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774944.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774944.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774944.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774944.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774944.4,     332.0,     332.0,       0.0);         ( 476806.1, 



3774944.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774944.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774944.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774944.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774944.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774944.4,     332.5,     332.5,       0.0);         ( 476926.1, 
3774944.4,     333.0,     333.0,       0.0);      
     ( 476946.1, 3774944.4,     333.0,     333.0,       0.0);         ( 476966.1, 
3774944.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774944.4,     333.2,     333.2,       0.0);         ( 477006.1, 
3774944.4,     333.9,     333.9,       0.0);      
     ( 477026.1, 3774944.4,     334.0,     334.0,       0.0);         ( 477046.1, 
3774944.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774944.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774944.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774944.4,     334.2,     334.2,       0.0);         ( 477126.1, 
3774944.4,     334.9,     334.9,       0.0);      
     ( 477146.1, 3774944.4,     335.0,     335.0,       0.0);         ( 477166.1, 
3774944.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3774944.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774944.4,     335.5,     335.5,       0.0);      
     ( 477226.1, 3774944.4,     336.0,     336.0,       0.0);         ( 477246.1, 
3774944.4,     336.0,     336.0,       0.0);      
     ( 477266.1, 3774944.4,     336.0,     336.0,       0.0);         ( 477286.1, 
3774944.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3774944.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774944.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774944.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774944.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774944.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774944.4,     336.2,     336.2,       0.0);      
     ( 477426.1, 3774944.4,     336.8,     336.8,       0.0);         ( 477446.1, 
3774944.4,     337.0,     337.0,       0.0);      
     ( 477466.1, 3774944.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774944.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774944.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774944.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774964.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774964.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774964.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774964.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774964.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774964.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774964.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774964.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774964.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774964.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774964.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774964.4,     326.0,     326.0,       0.0);      
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     ( 476186.1, 3774964.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774964.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774964.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774964.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774964.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774964.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774964.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774964.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774964.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774964.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774964.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774964.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774964.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774964.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774964.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774964.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774964.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774964.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774964.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774964.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774964.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774964.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774964.4,     330.2,     330.2,       0.0);         ( 476646.1, 
3774964.4,     330.9,     330.9,       0.0);      
     ( 476666.1, 3774964.4,     331.0,     331.0,       0.0);         ( 476686.1, 
3774964.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774964.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774964.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774964.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774964.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774964.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774964.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774964.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774964.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774964.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774964.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774964.4,     332.5,     332.5,       0.0);         ( 476926.1, 
3774964.4,     333.0,     333.0,       0.0);      
     ( 476946.1, 3774964.4,     333.0,     333.0,       0.0);         ( 476966.1, 



3774964.4,     333.3,     333.3,       0.0);      
     ( 476986.1, 3774964.4,     333.7,     333.7,       0.0);         ( 477006.1, 
3774964.4,     333.9,     333.9,       0.0);      
     ( 477026.1, 3774964.4,     334.0,     334.0,       0.0);         ( 477046.1, 
3774964.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774964.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774964.4,     334.3,     334.3,       0.0);      
     ( 477106.1, 3774964.4,     334.7,     334.7,       0.0);         ( 477126.1, 
3774964.4,     334.9,     334.9,       0.0);      
     ( 477146.1, 3774964.4,     335.0,     335.0,       0.0);         ( 477166.1, 
3774964.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3774964.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774964.4,     335.5,     335.5,       0.0);      
     ( 477226.1, 3774964.4,     336.0,     336.0,       0.0);         ( 477246.1, 
3774964.4,     336.0,     336.0,       0.0);      
     ( 477266.1, 3774964.4,     336.0,     336.0,       0.0);         ( 477286.1, 
3774964.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3774964.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774964.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774964.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774964.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774964.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774964.4,     336.2,     336.2,       0.0);      
     ( 477426.1, 3774964.4,     336.9,     336.9,       0.0);         ( 477446.1, 
3774964.4,     337.0,     337.0,       0.0);      
     ( 477466.1, 3774964.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774964.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774964.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774964.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774984.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774984.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774984.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774984.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774984.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774984.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774984.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774984.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774984.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774984.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774984.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774984.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774984.4,     326.2,     326.2,       0.0);         ( 476206.1, 
3774984.4,     326.4,     326.4,       0.0);      
     ( 476226.1, 3774984.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774984.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774984.4,     327.1,     327.1,       0.0);         ( 476286.1, 
3774984.4,     327.2,     327.2,       0.0);      
     ( 476306.1, 3774984.4,     327.7,     327.7,       0.0);         ( 476326.1, 
3774984.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774984.4,     328.0,     328.0,       0.0);         ( 476366.1, 



3774984.4,     328.0,     328.0,       0.0);      
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     ( 476386.1, 3774984.4,     328.1,     328.1,       0.0);         ( 476406.1, 
3774984.4,     328.2,     328.2,       0.0);      
     ( 476426.1, 3774984.4,     328.7,     328.7,       0.0);         ( 476446.1, 
3774984.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774984.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774984.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774984.4,     329.1,     329.1,       0.0);         ( 476526.1, 
3774984.4,     329.2,     329.2,       0.0);      
     ( 476546.1, 3774984.4,     329.7,     329.7,       0.0);         ( 476566.1, 
3774984.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774984.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774984.4,     330.2,     330.2,       0.0);      
     ( 476626.1, 3774984.4,     330.4,     330.4,       0.0);         ( 476646.1, 
3774984.4,     330.9,     330.9,       0.0);      
     ( 476666.1, 3774984.4,     331.0,     331.0,       0.0);         ( 476686.1, 
3774984.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774984.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774984.4,     331.2,     331.2,       0.0);      
     ( 476746.1, 3774984.4,     331.4,     331.4,       0.0);         ( 476766.1, 
3774984.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774984.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774984.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774984.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774984.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774984.4,     332.3,     332.3,       0.0);         ( 476886.1, 
3774984.4,     332.3,     332.3,       0.0);      
     ( 476906.1, 3774984.4,     332.7,     332.7,       0.0);         ( 476926.1, 
3774984.4,     333.0,     333.0,       0.0);      
     ( 476946.1, 3774984.4,     333.0,     333.0,       0.0);         ( 476966.1, 
3774984.4,     333.5,     333.5,       0.0);      
     ( 476986.1, 3774984.4,     334.0,     334.0,       0.0);         ( 477006.1, 
3774984.4,     334.0,     334.0,       0.0);      
     ( 477026.1, 3774984.4,     334.0,     334.0,       0.0);         ( 477046.1, 
3774984.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774984.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774984.4,     334.5,     334.5,       0.0);      
     ( 477106.1, 3774984.4,     335.0,     335.0,       0.0);         ( 477126.1, 



3774984.4,     335.0,     335.0,       0.0);      
     ( 477146.1, 3774984.4,     335.0,     335.0,       0.0);         ( 477166.1, 
3774984.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3774984.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774984.4,     335.5,     335.5,       0.0);      
     ( 477226.1, 3774984.4,     336.0,     336.0,       0.0);         ( 477246.1, 
3774984.4,     336.0,     336.0,       0.0);      
     ( 477266.1, 3774984.4,     336.0,     336.0,       0.0);         ( 477286.1, 
3774984.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3774984.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774984.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774984.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774984.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774984.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774984.4,     336.2,     336.2,       0.0);      
     ( 477426.1, 3774984.4,     336.9,     336.9,       0.0);         ( 477446.1, 
3774984.4,     337.0,     337.0,       0.0);      
     ( 477466.1, 3774984.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774984.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774984.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774984.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3775004.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3775004.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3775004.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3775004.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3775004.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3775004.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3775004.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3775004.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3775004.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3775004.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3775004.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3775004.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3775004.4,     326.5,     326.5,       0.0);         ( 476206.1, 
3775004.4,     326.9,     326.9,       0.0);      
     ( 476226.1, 3775004.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3775004.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3775004.4,     327.2,     327.2,       0.0);         ( 476286.1, 
3775004.4,     327.8,     327.8,       0.0);      
     ( 476306.1, 3775004.4,     328.0,     328.0,       0.0);         ( 476326.1, 
3775004.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3775004.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3775004.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3775004.4,     328.2,     328.2,       0.0);         ( 476406.1, 
3775004.4,     328.8,     328.8,       0.0);      
     ( 476426.1, 3775004.4,     329.0,     329.0,       0.0);         ( 476446.1, 
3775004.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3775004.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3775004.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3775004.4,     329.2,     329.2,       0.0);         ( 476526.1, 



3775004.4,     329.8,     329.8,       0.0);      
     ( 476546.1, 3775004.4,     330.0,     330.0,       0.0);         ( 476566.1, 
3775004.4,     330.0,     330.0,       0.0);      
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     ( 476586.1, 3775004.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3775004.4,     330.5,     330.5,       0.0);      
     ( 476626.1, 3775004.4,     330.9,     330.9,       0.0);         ( 476646.1, 
3775004.4,     331.0,     331.0,       0.0);      
     ( 476666.1, 3775004.4,     331.0,     331.0,       0.0);         ( 476686.1, 
3775004.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3775004.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3775004.4,     331.5,     331.5,       0.0);      
     ( 476746.1, 3775004.4,     331.9,     331.9,       0.0);         ( 476766.1, 
3775004.4,     332.0,     332.0,       0.0);      
     ( 476786.1, 3775004.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3775004.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3775004.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3775004.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3775004.4,     332.9,     332.9,       0.0);         ( 476886.1, 
3775004.4,     332.9,     332.9,       0.0);      
     ( 476906.1, 3775004.4,     333.0,     333.0,       0.0);         ( 476926.1, 
3775004.4,     333.0,     333.0,       0.0);      
     ( 476946.1, 3775004.4,     333.0,     333.0,       0.0);         ( 476966.1, 
3775004.4,     333.5,     333.5,       0.0);      
     ( 476986.1, 3775004.4,     334.0,     334.0,       0.0);         ( 477006.1, 
3775004.4,     334.0,     334.0,       0.0);      
     ( 477026.1, 3775004.4,     334.0,     334.0,       0.0);         ( 477046.1, 
3775004.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3775004.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3775004.4,     334.5,     334.5,       0.0);      
     ( 477106.1, 3775004.4,     335.0,     335.0,       0.0);         ( 477126.1, 
3775004.4,     335.0,     335.0,       0.0);      
     ( 477146.1, 3775004.4,     335.0,     335.0,       0.0);         ( 477166.1, 
3775004.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3775004.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3775004.4,     335.5,     335.5,       0.0);      
     ( 477226.1, 3775004.4,     336.0,     336.0,       0.0);         ( 477246.1, 
3775004.4,     336.0,     336.0,       0.0);      
     ( 477266.1, 3775004.4,     336.0,     336.0,       0.0);         ( 477286.1, 



3775004.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3775004.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3775004.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3775004.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3775004.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3775004.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3775004.4,     336.2,     336.2,       0.0);      
     ( 477426.1, 3775004.4,     336.9,     336.9,       0.0);         ( 477446.1, 
3775004.4,     337.0,     337.0,       0.0);      
     ( 477466.1, 3775004.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3775004.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3775004.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3775004.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3775024.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3775024.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3775024.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3775024.4,     325.3,     325.3,       0.0);      
     ( 476026.1, 3775024.4,     325.7,     325.7,       0.0);         ( 476046.1, 
3775024.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3775024.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3775024.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3775024.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3775024.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3775024.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3775024.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3775024.4,     326.5,     326.5,       0.0);         ( 476206.1, 
3775024.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3775024.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3775024.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3775024.4,     327.2,     327.2,       0.0);         ( 476286.1, 
3775024.4,     327.9,     327.9,       0.0);      
     ( 476306.1, 3775024.4,     328.0,     328.0,       0.0);         ( 476326.1, 
3775024.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3775024.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3775024.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3775024.4,     328.2,     328.2,       0.0);         ( 476406.1, 
3775024.4,     328.9,     328.9,       0.0);      
     ( 476426.1, 3775024.4,     329.0,     329.0,       0.0);                      
                                                
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  56
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                            *** METEOROLOGICAL DAYS SELECTED FOR 
PROCESSING ***
                                                               (1=YES; 0=NO)



            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1
1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1
            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1
1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1
            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1
1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1
            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1
1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1
            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1
1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1
            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1
1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1
            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1
1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1
            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1

                NOTE:  METEOROLOGICAL DATA ACTUALLY PROCESSED WILL ALSO DEPEND ON 
WHAT IS INCLUDED IN THE DATA FILE.

                                  *** UPPER BOUND OF FIRST THROUGH FIFTH WIND SPEED
CATEGORIES ***
                                                            (METERS/SEC)

                                                 1.54,   3.09,   5.14,   8.23,  
10.80,
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  57
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                    *** UP TO THE FIRST 24 HOURS OF METEOROLOGICAL 
DATA ***

   Surface file:   KRAL_v9.SFC                                                     
                  Met Version:  16216
   Profile file:   KRAL_v9.PFL                                                     
               
   Surface format: FREE                                                            
                                        
   Profile format: FREE                                                            
                                        
   Surface station no.:     3171                  Upper air station no.:     3190
                  Name: UNKNOWN                                    Name: UNKNOWN   
                             



                  Year:   2012                                     Year:   2012

 First 24 hours of scalar data
 YR MO DY JDY HR     H0     U*     W*  DT/DZ ZICNV ZIMCH  M‐O LEN    Z0  BOWEN 
ALBEDO  REF WS   WD     HT  REF TA     HT
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
 12 01 01   1 01  ‐25.6  0.266 ‐9.000 ‐9.000 ‐999.  330.     77.9  0.15   2.40   
1.00    2.93   55.   10.1  288.1    2.0
 12 01 01   1 02  ‐26.8  0.277 ‐9.000 ‐9.000 ‐999.  351.     84.7  0.15   2.40   
1.00    3.05   55.   10.1  287.0    2.0
 12 01 01   1 03  ‐21.5  0.221 ‐9.000 ‐9.000 ‐999.  250.     53.5  0.15   2.40   
1.00    2.45   74.   10.1  284.2    2.0
 12 01 01   1 04  ‐22.0  0.227 ‐9.000 ‐9.000 ‐999.  260.     56.8  0.15   2.40   
1.00    2.52   77.   10.1  285.9    2.0
 12 01 01   1 05  ‐20.0  0.206 ‐9.000 ‐9.000 ‐999.  225.     46.8  0.15   2.40   
1.00    2.30   80.   10.1  285.4    2.0
 12 01 01   1 06  ‐14.4  0.171 ‐9.000 ‐9.000 ‐999.  170.     32.1  0.15   2.40   
1.00    1.93   79.   10.1  287.0    2.0
 12 01 01   1 07  ‐14.9  0.174 ‐9.000 ‐9.000 ‐999.  174.     33.2  0.15   2.40   
1.00    1.96   77.   10.1  284.2    2.0
 12 01 01   1 08  ‐11.9  0.169 ‐9.000 ‐9.000 ‐999.  167.     36.1  0.15   2.40   
0.53    1.89   77.   10.1  288.1    2.0
 12 01 01   1 09   40.4  0.234  0.359  0.006   40.  272.    ‐28.1  0.15   2.40   
0.31    2.10   81.   10.1  289.2    2.0
 12 01 01   1 10  112.6  0.246  0.742  0.005  129.  293.    ‐11.8  0.15   2.40   
0.24    1.99  101.   10.1  296.4    2.0
 12 01 01   1 11  161.0  0.402  1.188  0.005  369.  611.    ‐35.6  0.15   2.40   
0.21    3.68   78.   10.1  298.8    2.0
 12 01 01   1 12  184.7  0.337  1.516  0.005  668.  473.    ‐18.4  0.15   2.40   
0.20    2.89   68.   10.1  300.4    2.0
 12 01 01   1 13  183.9  0.310  1.809  0.005 1139.  414.    ‐14.2  0.15   2.40   
0.20    2.57   64.   10.1  302.5    2.0
 12 01 01   1 14  156.6  0.374  1.852  0.005 1434.  549.    ‐29.5  0.15   2.40   
0.22    3.37   63.   10.1  303.1    2.0
 12 01 01   1 15  104.3  0.382  1.658  0.005 1546.  567.    ‐47.2  0.15   2.40   
0.25    3.59   62.   10.1  302.5    2.0
 12 01 01   1 16   31.8  0.374  1.123  0.005 1573.  550.   ‐145.8  0.15   2.40   
0.34    3.76   69.   10.1  300.9    2.0
 12 01 01   1 17  ‐23.3  0.276 ‐9.000 ‐9.000 ‐999.  354.     84.0  0.15   2.40   
0.62    3.03   59.   10.1  297.5    2.0
 12 01 01   1 18  ‐21.5  0.229 ‐9.000 ‐9.000 ‐999.  264.     57.8  0.15   2.40   
1.00    2.54   54.   10.1  295.4    2.0
 12 01 01   1 19  ‐19.3  0.204 ‐9.000 ‐9.000 ‐999.  221.     45.6  0.15   2.40   
1.00    2.27   79.   10.1  292.0    2.0
 12 01 01   1 20  ‐20.7  0.218 ‐9.000 ‐9.000 ‐999.  244.     52.2  0.15   2.40   
1.00    2.42   79.   10.1  292.5    2.0
 12 01 01   1 21  ‐19.7  0.206 ‐9.000 ‐9.000 ‐999.  225.     46.9  0.15   2.40   
1.00    2.30   95.   10.1  290.9    2.0
 12 01 01   1 22  ‐17.6  0.190 ‐9.000 ‐9.000 ‐999.  199.     39.8  0.15   2.40   



1.00    2.13   78.   10.1  290.4    2.0
 12 01 01   1 23  ‐20.3  0.211 ‐9.000 ‐9.000 ‐999.  233.     49.0  0.15   2.40   
1.00    2.35   52.   10.1  289.2    2.0
 12 01 01   1 24  ‐16.4  0.183 ‐9.000 ‐9.000 ‐999.  189.     37.0  0.15   2.40   
1.00    2.06   75.   10.1  288.8    2.0

 First hour of profile data
 YR MO DY HR HEIGHT F  WDIR    WSPD AMB_TMP sigmaA  sigmaW  sigmaV
 12 01 01 01   10.1 1   55.    2.93   288.2   99.0  ‐99.00  ‐99.00

 F indicates top of profile (=1) or below (=0)
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  58
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476426.08    3773784.36        3.09803                      476446.08    
3773784.36        3.08657                         
         476466.08    3773784.36        3.07123                      476486.08    
3773784.36        3.05202                         
         476506.08    3773784.36        3.03024                      476526.08    
3773784.36        3.00689                         
         476546.08    3773784.36        2.97699                      476566.08    
3773784.36        2.94310                         
         476586.08    3773784.36        2.90595                      476606.08    



3773784.36        2.86574                         
         476626.08    3773784.36        2.82283                      476646.08    
3773784.36        2.77635                         
         476666.08    3773784.36        2.72821                      476686.08    
3773784.36        2.67837                         
         476706.08    3773784.36        2.62683                      476726.08    
3773784.36        2.57390                         
         476746.08    3773784.36        2.51955                      476766.08    
3773784.36        2.46369                         
         476786.08    3773784.36        2.40798                      476806.08    
3773784.36        2.35242                         
         476826.08    3773784.36        2.29727                      476846.08    
3773784.36        2.24251                         
         476866.08    3773784.36        2.18839                      476886.08    
3773784.36        2.13512                         
         476906.08    3773784.36        2.08291                      476926.08    
3773784.36        2.03151                         
         476946.08    3773784.36        1.98058                      476966.08    
3773784.36        1.93219                         
         476986.08    3773784.36        1.88558                      477006.08    
3773784.36        1.84055                         
         475526.08    3773804.36        1.50152                      475546.08    
3773804.36        1.54401                         
         475566.08    3773804.36        1.58569                      475586.08    
3773804.36        1.63118                         
         475606.08    3773804.36        1.67744                      475626.08    
3773804.36        1.72263                         
         475646.08    3773804.36        1.76918                      475666.08    
3773804.36        1.81680                         
         475686.08    3773804.36        1.86531                      475706.08    
3773804.36        1.91483                         
         475726.08    3773804.36        1.96531                      475746.08    
3773804.36        2.01666                         
         475766.08    3773804.36        2.06880                      475786.08    
3773804.36        2.12334                         
         475806.08    3773804.36        2.18231                      475826.08    
3773804.36        2.23747                         
         475846.08    3773804.36        2.29198                      475866.08    
3773804.36        2.34665                         
         475886.08    3773804.36        2.40128                      475906.08    
3773804.36        2.45570                         
         475926.08    3773804.36        2.50972                      475946.08    
3773804.36        2.56313                         
         475966.08    3773804.36        2.61606                      475986.08    
3773804.36        2.66855                         
         476006.08    3773804.36        2.73027                      476426.08    
3773804.36        3.29494                         
         476446.08    3773804.36        3.28257                      476466.08    
3773804.36        3.26579                         
         476486.08    3773804.36        3.24460                      476506.08    



3773804.36        3.22046                         
         476526.08    3773804.36        3.19448                      476546.08    
3773804.36        3.16112                         
         476566.08    3773804.36        3.12326                      476586.08    
3773804.36        3.08170                         
         476606.08    3773804.36        3.03672                      476626.08    
3773804.36        2.98872                         
         476646.08    3773804.36        2.93677                      476666.08    
3773804.36        2.88300                         
         476686.08    3773804.36        2.82741                      476706.08    
3773804.36        2.77002                         
         476726.08    3773804.36        2.71121                      476746.08    
3773804.36        2.65131                         
         476766.08    3773804.36        2.59063                      476786.08    
3773804.36        2.52856                         
         476806.08    3773804.36        2.46672                      476826.08    
3773804.36        2.40631                         
         476846.08    3773804.36        2.34653                      476866.08    
3773804.36        2.28765                         
         476886.08    3773804.36        2.22992                      476906.08    
3773804.36        2.17353                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  59
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐



         476926.08    3773804.36        2.11822                      476946.08    
3773804.36        2.06361                         
         476966.08    3773804.36        2.01192                      476986.08    
3773804.36        1.96230                         
         477006.08    3773804.36        1.91453                      477026.08    
3773804.36        1.86864                         
         477046.08    3773804.36        1.82461                      475526.08    
3773824.36        1.52066                         
         475546.08    3773824.36        1.56432                      475566.08    
3773824.36        1.60987                         
         475586.08    3773824.36        1.65631                      475606.08    
3773824.36        1.70359                         
         475626.08    3773824.36        1.75125                      475646.08    
3773824.36        1.80025                         
         475666.08    3773824.36        1.85057                      475686.08    
3773824.36        1.90217                         
         475706.08    3773824.36        1.95503                      475726.08    
3773824.36        2.00909                         
         475746.08    3773824.36        2.06429                      475766.08    
3773824.36        2.12321                         
         475786.08    3773824.36        2.18344                      475806.08    
3773824.36        2.24404                         
         475826.08    3773824.36        2.30365                      475846.08    
3773824.36        2.36344                         
         475866.08    3773824.36        2.42365                      475886.08    
3773824.36        2.48731                         
         475906.08    3773824.36        2.54943                      475926.08    
3773824.36        2.60566                         
         475946.08    3773824.36        2.66483                      475966.08    
3773824.36        2.72411                         
         475986.08    3773824.36        2.78252                      476006.08    
3773824.36        2.84901                         
         476426.08    3773824.36        3.51257                      476446.08    
3773824.36        3.49921                         
         476466.08    3773824.36        3.48080                      476486.08    
3773824.36        3.45736                         
         476506.08    3773824.36        3.43049                      476526.08    
3773824.36        3.40146                         
         476546.08    3773824.36        3.36409                      476566.08    
3773824.36        3.32160                         
         476586.08    3773824.36        3.27494                      476606.08    
3773824.36        3.22441                         
         476626.08    3773824.36        3.17049                      476646.08    
3773824.36        3.11220                         
         476666.08    3773824.36        3.05195                      476686.08    
3773824.36        2.98974                         
         476706.08    3773824.36        2.92564                      476726.08    
3773824.36        2.86010                         
         476746.08    3773824.36        2.79356                      476766.08    
3773824.36        2.72646                         



         476786.08    3773824.36        2.65867                      476806.08    
3773824.36        2.59096                         
         476826.08    3773824.36        2.52365                      476846.08    
3773824.36        2.45814                         
         476866.08    3773824.36        2.39407                      476886.08    
3773824.36        2.33150                         
         476906.08    3773824.36        2.27061                      476926.08    
3773824.36        2.21142                         
         476946.08    3773824.36        2.15381                      476966.08    
3773824.36        2.09807                         
         476986.08    3773824.36        2.04467                      477006.08    
3773824.36        1.99404                         
         477026.08    3773824.36        1.94556                      477046.08    
3773824.36        1.89917                         
         477066.08    3773824.36        1.85484                      477086.08    
3773824.36        1.81143                         
         475526.08    3773844.36        1.53787                      475546.08    
3773844.36        1.58278                         
         475566.08    3773844.36        1.63170                      475586.08    
3773844.36        1.67937                         
         475606.08    3773844.36        1.72794                      475626.08    
3773844.36        1.77805                         
         475646.08    3773844.36        1.82971                      475666.08    
3773844.36        1.88292                         
         475686.08    3773844.36        1.93767                      475706.08    
3773844.36        1.99502                         
         475726.08    3773844.36        2.05372                      475746.08    
3773844.36        2.11298                         
         475766.08    3773844.36        2.17688                      475786.08    
3773844.36        2.24169                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  60
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS



***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         475806.08    3773844.36        2.30509                      475826.08    
3773844.36        2.36955                         
         475846.08    3773844.36        2.43551                      475866.08    
3773844.36        2.50336                         
         475886.08    3773844.36        2.57458                      475906.08    
3773844.36        2.64381                         
         475926.08    3773844.36        2.70617                      475946.08    
3773844.36        2.77241                         
         475966.08    3773844.36        2.83926                      475986.08    
3773844.36        2.90546                         
         476006.08    3773844.36        2.97764                      476426.08    
3773844.36        3.75404                         
         476446.08    3773844.36        3.73959                      476466.08    
3773844.36        3.71934                         
         476486.08    3773844.36        3.69329                      476506.08    
3773844.36        3.66327                         
         476526.08    3773844.36        3.63070                      476546.08    
3773844.36        3.58864                         
         476566.08    3773844.36        3.54075                      476586.08    
3773844.36        3.48811                         
         476606.08    3773844.36        3.43110                      476626.08    
3773844.36        3.37029                         
         476646.08    3773844.36        3.30462                      476666.08    
3773844.36        3.23683                         
         476686.08    3773844.36        3.16697                      476706.08    
3773844.36        3.09516                         
         476726.08    3773844.36        3.02192                      476746.08    
3773844.36        2.94780                         
         476766.08    3773844.36        2.87330                      476786.08    
3773844.36        2.79892                         
         476806.08    3773844.36        2.72454                      476826.08    
3773844.36        2.64993                         
         476846.08    3773844.36        2.57821                      476866.08    
3773844.36        2.50848                         
         476886.08    3773844.36        2.44067                      476906.08    
3773844.36        2.37497                         
         476926.08    3773844.36        2.31155                      476946.08    
3773844.36        2.25050                         
         476966.08    3773844.36        2.19066                      476986.08    
3773844.36        2.13347                         
         477006.08    3773844.36        2.07988                      477026.08    



3773844.36        2.02869                         
         477046.08    3773844.36        1.97986                      477066.08    
3773844.36        1.93330                         
         477086.08    3773844.36        1.88806                      477106.08    
3773844.36        1.84492                         
         475526.08    3773864.36        1.55278                      475546.08    
3773864.36        1.59938                         
         475566.08    3773864.36        1.65022                      475586.08    
3773864.36        1.69992                         
         475606.08    3773864.36        1.75071                      475626.08    
3773864.36        1.80324                         
         475646.08    3773864.36        1.85756                      475666.08    
3773864.36        1.91366                         
         475686.08    3773864.36        1.97156                      475706.08    
3773864.36        2.03502                         
         475726.08    3773864.36        2.09983                      475746.08    
3773864.36        2.16341                         
         475766.08    3773864.36        2.22903                      475786.08    
3773864.36        2.29624                         
         475806.08    3773864.36        2.36477                      475826.08    
3773864.36        2.43476                         
         475846.08    3773864.36        2.50803                      475866.08    
3773864.36        2.58678                         
         475886.08    3773864.36        2.66215                      475906.08    
3773864.36        2.73708                         
         475926.08    3773864.36        2.81180                      475946.08    
3773864.36        2.88719                         
         475966.08    3773864.36        2.96267                      475986.08    
3773864.36        3.03780                         
         476006.08    3773864.36        3.11934                      476026.08    
3773864.36        3.19902                         
         476426.08    3773864.36        4.02304                      476446.08    
3773864.36        4.00741                         
         476466.08    3773864.36        3.98506                      476486.08    
3773864.36        3.95601                         
         476506.08    3773864.36        3.92232                      476526.08    
3773864.36        3.88559                         
         476546.08    3773864.36        3.83803                      476566.08    
3773864.36        3.78379                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  61
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  



 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476586.08    3773864.36        3.72412                      476606.08    
3773864.36        3.65950                         
         476626.08    3773864.36        3.59061                      476646.08    
3773864.36        3.51632                         
         476666.08    3773864.36        3.43975                      476686.08    
3773864.36        3.36101                         
         476706.08    3773864.36        3.28029                      476726.08    
3773864.36        3.19822                         
         476746.08    3773864.36        3.11545                      476766.08    
3773864.36        3.03257                         
         476786.08    3773864.36        2.95016                      476806.08    
3773864.36        2.86811                         
         476826.08    3773864.36        2.78615                      476846.08    
3773864.36        2.70775                         
         476866.08    3773864.36        2.63187                      476886.08    
3773864.36        2.55841                         
         476906.08    3773864.36        2.48757                      476926.08    
3773864.36        2.41947                         
         476946.08    3773864.36        2.35420                      476966.08    
3773864.36        2.29042                         
         476986.08    3773864.36        2.22968                      477006.08    
3773864.36        2.17297                         
         477026.08    3773864.36        2.11897                      477046.08    
3773864.36        2.06758                         
         477066.08    3773864.36        2.01866                      477086.08    
3773864.36        1.97201                         
         477106.08    3773864.36        1.92718                      475526.08    
3773884.36        1.56792                         
         475546.08    3773884.36        1.61695                      475566.08    
3773884.36        1.66750                         
         475586.08    3773884.36        1.71880                      475606.08    
3773884.36        1.77175                         



         475626.08    3773884.36        1.82667                      475646.08    
3773884.36        1.88359                         
         475666.08    3773884.36        1.94256                      475686.08    
3773884.36        2.00360                         
         475706.08    3773884.36        2.07083                      475726.08    
3773884.36        2.13981                         
         475746.08    3773884.36        2.20755                      475766.08    
3773884.36        2.27737                         
         475786.08    3773884.36        2.34923                      475806.08    
3773884.36        2.42307                         
         475826.08    3773884.36        2.50200                      475846.08    
3773884.36        2.58315                         
         475866.08    3773884.36        2.66540                      475886.08    
3773884.36        2.74705                         
         475906.08    3773884.36        2.82948                      475926.08    
3773884.36        2.91294                         
         475946.08    3773884.36        2.99714                      475966.08    
3773884.36        3.08345                         
         475986.08    3773884.36        3.17347                      476006.08    
3773884.36        3.26206                         
         476026.08    3773884.36        3.34873                      476046.08    
3773884.36        3.43199                         
         476426.08    3773884.36        4.32075                      476446.08    
3773884.36        4.30714                         
         476466.08    3773884.36        4.28240                      476486.08    
3773884.36        4.24986                         
         476506.08    3773884.36        4.21186                      476526.08    
3773884.36        4.17024                         
         476546.08    3773884.36        4.11617                      476566.08    
3773884.36        4.05442                         
         476586.08    3773884.36        3.98644                      476606.08    
3773884.36        3.91282                         
         476626.08    3773884.36        3.83430                      476646.08    
3773884.36        3.75157                         
         476666.08    3773884.36        3.66516                      476686.08    
3773884.36        3.57600                         
         476706.08    3773884.36        3.48487                      476726.08    
3773884.36        3.39180                         
         476746.08    3773884.36        3.29815                      476766.08    
3773884.36        3.20578                         
         476786.08    3773884.36        3.11436                      476806.08    
3773884.36        3.02419                         
         476826.08    3773884.36        2.93546                      476846.08    
3773884.36        2.84890                         
         476866.08    3773884.36        2.76544                      476886.08    
3773884.36        2.68592                         
         476906.08    3773884.36        2.60959                      476926.08    
3773884.36        2.53655                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22



 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  62
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476946.08    3773884.36        2.46683                      476966.08    
3773884.36        2.39981                         
         476986.08    3773884.36        2.33581                      477006.08    
3773884.36        2.27469                         
         477026.08    3773884.36        2.21749                      477046.08    
3773884.36        2.16337                         
         477066.08    3773884.36        2.11194                      477086.08    
3773884.36        2.06303                         
         477106.08    3773884.36        2.01597                      475526.08    
3773904.36        1.58090                         
         475546.08    3773904.36        1.63210                      475566.08    
3773904.36        1.68297                         
         475586.08    3773904.36        1.73589                      475606.08    
3773904.36        1.79094                         
         475626.08    3773904.36        1.84816                      475646.08    
3773904.36        1.90764                         
         475666.08    3773904.36        1.96984                      475686.08    
3773904.36        2.03528                         
         475706.08    3773904.36        2.10530                      475726.08    
3773904.36        2.17717                         
         475746.08    3773904.36        2.24905                      475766.08    
3773904.36        2.32342                         
         475786.08    3773904.36        2.40080                      475806.08    



3773904.36        2.48174                         
         475826.08    3773904.36        2.56785                      475846.08    
3773904.36        2.65548                         
         475866.08    3773904.36        2.74219                      475886.08    
3773904.36        2.83095                         
         475906.08    3773904.36        2.92156                      475926.08    
3773904.36        3.01380                         
         475946.08    3773904.36        3.10738                      475966.08    
3773904.36        3.20483                         
         475986.08    3773904.36        3.30937                      476006.08    
3773904.36        3.40715                         
         476026.08    3773904.36        3.50319                      476046.08    
3773904.36        3.59855                         
         476066.08    3773904.36        3.69271                      476426.08    
3773904.36        4.65787                         
         476446.08    3773904.36        4.64420                      476466.08    
3773904.36        4.61673                         
         476486.08    3773904.36        4.58012                      476506.08    
3773904.36        4.53704                         
         476526.08    3773904.36        4.48960                      476546.08    
3773904.36        4.42780                         
         476566.08    3773904.36        4.35709                      476586.08    
3773904.36        4.27921                         
         476606.08    3773904.36        4.19488                      476626.08    
3773904.36        4.10495                         
         476646.08    3773904.36        4.01029                      476666.08    
3773904.36        3.91186                         
         476686.08    3773904.36        3.81060                      476706.08    
3773904.36        3.70749                         
         476726.08    3773904.36        3.60359                      476746.08    
3773904.36        3.49782                         
         476766.08    3773904.36        3.39471                      476786.08    
3773904.36        3.29317                         
         476806.08    3773904.36        3.19384                      476826.08    
3773904.36        3.09729                         
         476846.08    3773904.36        3.00205                      476866.08    
3773904.36        2.91066                         
         476886.08    3773904.36        2.82466                      476906.08    
3773904.36        2.74251                         
         476926.08    3773904.36        2.66424                      476946.08    
3773904.36        2.58982                         
         476966.08    3773904.36        2.51918                      476986.08    
3773904.36        2.45156                         
         477006.08    3773904.36        2.38604                      477026.08    
3773904.36        2.32551                         
         477046.08    3773904.36        2.26845                      477066.08    
3773904.36        2.21427                         
         477086.08    3773904.36        2.16276                      477106.08    
3773904.36        2.11316                         
         475526.08    3773924.36        1.59119                      475546.08    



3773924.36        1.64387                         
         475566.08    3773924.36        1.69637                      475586.08    
3773924.36        1.75109                         
         475606.08    3773924.36        1.80813                      475626.08    
3773924.36        1.86758                         
         475646.08    3773924.36        1.92951                      475666.08    
3773924.36        1.99548                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  63
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         475686.08    3773924.36        2.06733                      475706.08    
3773924.36        2.13872                         
         475726.08    3773924.36        2.21209                      475746.08    
3773924.36        2.28810                         
         475766.08    3773924.36        2.36702                      475786.08    
3773924.36        2.45075                         
         475806.08    3773924.36        2.54161                      475826.08    
3773924.36        2.63126                         
         475846.08    3773924.36        2.72274                      475866.08    
3773924.36        2.81675                         
         475886.08    3773924.36        2.91345                      475906.08    
3773924.36        3.01270                         
         475926.08    3773924.36        3.11427                      475946.08    
3773924.36        3.21792                         



         475966.08    3773924.36        3.32635                      475986.08    
3773924.36        3.44306                         
         476006.08    3773924.36        3.55329                      476026.08    
3773924.36        3.66235                         
         476046.08    3773924.36        3.77135                      476066.08    
3773924.36        3.87970                         
         476086.08    3773924.36        3.98676                      476426.08    
3773924.36        5.04453                         
         476446.08    3773924.36        5.02525                      476466.08    
3773924.36        4.99466                         
         476486.08    3773924.36        4.95326                      476506.08    
3773924.36        4.90415                         
         476526.08    3773924.36        4.84975                      476546.08    
3773924.36        4.77866                         
         476566.08    3773924.36        4.69720                      476586.08    
3773924.36        4.60743                         
         476606.08    3773924.36        4.51030                      476626.08    
3773924.36        4.40685                         
         476646.08    3773924.36        4.29821                      476666.08    
3773924.36        4.18557                         
         476686.08    3773924.36        4.07012                      476706.08    
3773924.36        3.95306                         
         476726.08    3773924.36        3.83565                      476746.08    
3773924.36        3.71674                         
         476766.08    3773924.36        3.60146                      476786.08    
3773924.36        3.48860                         
         476806.08    3773924.36        3.37884                      476826.08    
3773924.36        3.27277                         
         476846.08    3773924.36        3.16869                      476866.08    
3773924.36        3.06937                         
         476886.08    3773924.36        2.97645                      476906.08    
3773924.36        2.88811                         
         476926.08    3773924.36        2.80430                      476946.08    
3773924.36        2.72491                         
         476966.08    3773924.36        2.64978                      476986.08    
3773924.36        2.57801                         
         477006.08    3773924.36        2.50852                      477026.08    
3773924.36        2.44449                         
         477046.08    3773924.36        2.38417                      477066.08    
3773924.36        2.32690                         
         477086.08    3773924.36        2.27243                      477106.08    
3773924.36        2.21992                         
         475526.08    3773944.36        1.59981                      475546.08    
3773944.36        1.65387                         
         475566.08    3773944.36        1.70788                      475586.08    
3773944.36        1.76429                         
         475606.08    3773944.36        1.82322                      475626.08    
3773944.36        1.88478                         
         475646.08    3773944.36        1.94907                      475666.08    
3773944.36        2.01776                         



         475686.08    3773944.36        2.09301                      475706.08    
3773944.36        2.16750                         
         475726.08    3773944.36        2.24429                      475746.08    
3773944.36        2.32437                         
         475766.08    3773944.36        2.40779                      475786.08    
3773944.36        2.49669                         
         475806.08    3773944.36        2.59378                      475826.08    
3773944.36        2.68938                         
         475846.08    3773944.36        2.78738                      475866.08    
3773944.36        2.88888                         
         475886.08    3773944.36        2.99775                      475906.08    
3773944.36        3.10958                         
         475926.08    3773944.36        3.22148                      475946.08    
3773944.36        3.33634                         
         475966.08    3773944.36        3.45502                      475986.08    
3773944.36        3.57899                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  64
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476006.08    3773944.36        3.70182                      476026.08    
3773944.36        3.82531                         
         476046.08    3773944.36        3.94960                      476066.08    
3773944.36        4.07402                         
         476086.08    3773944.36        4.19786                      476106.08    



3773944.36        4.32030                         
         476126.08    3773944.36        4.44051                      476426.08    
3773944.36        5.47972                         
         476446.08    3773944.36        5.45852                      476466.08    
3773944.36        5.42435                         
         476486.08    3773944.36        5.37728                      476506.08    
3773944.36        5.31888                         
         476526.08    3773944.36        5.25107                      476546.08    
3773944.36        5.17248                         
         476566.08    3773944.36        5.08135                      476586.08    
3773944.36        4.97722                         
         476606.08    3773944.36        4.86463                      476626.08    
3773944.36        4.74495                         
         476646.08    3773944.36        4.61961                      476666.08    
3773944.36        4.49011                         
         476686.08    3773944.36        4.35813                      476706.08    
3773944.36        4.22479                         
         476726.08    3773944.36        4.09017                      476746.08    
3773944.36        3.95765                         
         476766.08    3773944.36        3.82863                      476786.08    
3773944.36        3.70311                         
         476806.08    3773944.36        3.58123                      476826.08    
3773944.36        3.46295                         
         476846.08    3773944.36        3.35042                      476866.08    
3773944.36        3.24384                         
         476886.08    3773944.36        3.14353                      476906.08    
3773944.36        3.04860                         
         476926.08    3773944.36        2.95889                      476946.08    
3773944.36        2.87418                         
         476966.08    3773944.36        2.79420                      476986.08    
3773944.36        2.71836                         
         477006.08    3773944.36        2.64598                      477026.08    
3773944.36        2.57707                         
         477046.08    3773944.36        2.51201                      477066.08    
3773944.36        2.45119                         
         477086.08    3773944.36        2.39327                      477106.08    
3773944.36        2.33777                         
         475526.08    3773964.36        1.60671                      475546.08    
3773964.36        1.66203                         
         475566.08    3773964.36        1.71743                      475586.08    
3773964.36        1.77542                         
         475606.08    3773964.36        1.83611                      475626.08    
3773964.36        1.89965                         
         475646.08    3773964.36        1.96723                      475666.08    
3773964.36        2.03892                         
         475686.08    3773964.36        2.11574                      475706.08    
3773964.36        2.19317                         
         475726.08    3773964.36        2.27350                      475746.08    
3773964.36        2.35752                         
         475766.08    3773964.36        2.44678                      475786.08    



3773964.36        2.54131                         
         475806.08    3773964.36        2.64236                      475826.08    
3773964.36        2.74388                         
         475846.08    3773964.36        2.84875                      475866.08    
3773964.36        2.95788                         
         475886.08    3773964.36        3.07790                      475906.08    
3773964.36        3.20163                         
         475926.08    3773964.36        3.32419                      475946.08    
3773964.36        3.45074                         
         475966.08    3773964.36        3.58105                      475986.08    
3773964.36        3.71480                         
         476006.08    3773964.36        3.85159                      476026.08    
3773964.36        3.99092                         
         476046.08    3773964.36        4.13218                      476066.08    
3773964.36        4.27468                         
         476086.08    3773964.36        4.41760                      476106.08    
3773964.36        4.56004                         
         476126.08    3773964.36        4.70100                      476146.08    
3773964.36        4.83940                         
         476406.08    3773964.36        5.98140                      476426.08    
3773964.36        5.97686                         
         476446.08    3773964.36        5.95425                      476466.08    
3773964.36        5.91598                         
         476486.08    3773964.36        5.86217                      476506.08    
3773964.36        5.79319                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  65
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **



       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476526.08    3773964.36        5.70963                      476546.08    
3773964.36        5.61925                         
         476566.08    3773964.36        5.51491                      476586.08    
3773964.36        5.39566                         
         476606.08    3773964.36        5.26466                      476626.08    
3773964.36        5.12535                         
         476646.08    3773964.36        4.97994                      476666.08    
3773964.36        4.83034                         
         476686.08    3773964.36        4.67874                      476706.08    
3773964.36        4.52415                         
         476726.08    3773964.36        4.37234                      476746.08    
3773964.36        4.22392                         
         476766.08    3773964.36        4.07940                      476786.08    
3773964.36        3.93979                         
         476806.08    3773964.36        3.80503                      476826.08    
3773964.36        3.67469                         
         476846.08    3773964.36        3.55221                      476866.08    
3773964.36        3.43692                         
         476886.08    3773964.36        3.32869                      476906.08    
3773964.36        3.22667                         
         476926.08    3773964.36        3.13058                      476946.08    
3773964.36        3.04006                         
         476966.08    3773964.36        2.95473                      476986.08    
3773964.36        2.87418                         
         477006.08    3773964.36        2.79801                      477026.08    
3773964.36        2.72434                         
         477046.08    3773964.36        2.65441                      477066.08    
3773964.36        2.58866                         
         477086.08    3773964.36        2.52652                      477106.08    
3773964.36        2.46723                         
         475526.08    3773984.36        1.61187                      475546.08    
3773984.36        1.66832                         
         475566.08    3773984.36        1.72499                      475586.08    
3773984.36        1.78441                         
         475606.08    3773984.36        1.84672                      475626.08    
3773984.36        1.91208                         
         475646.08    3773984.36        1.98428                      475666.08    
3773984.36        2.05965                         
         475686.08    3773984.36        2.13592                      475706.08    
3773984.36        2.21575                         
         475726.08    3773984.36        2.29944                      475746.08    
3773984.36        2.38726                         
         475766.08    3773984.36        2.48421                      475786.08    
3773984.36        2.58538                         
         475806.08    3773984.36        2.68765                      475826.08    
3773984.36        2.79449                         



         475846.08    3773984.36        2.90620                      475866.08    
3773984.36        3.02299                         
         475886.08    3773984.36        3.15183                      475906.08    
3773984.36        3.28539                         
         475926.08    3773984.36        3.41864                      475946.08    
3773984.36        3.55704                         
         475966.08    3773984.36        3.70044                      475986.08    
3773984.36        3.84861                         
         476006.08    3773984.36        4.00119                      476026.08    
3773984.36        4.15775                         
         476046.08    3773984.36        4.31770                      476066.08    
3773984.36        4.48033                         
         476086.08    3773984.36        4.64480                      476106.08    
3773984.36        4.81010                         
         476126.08    3773984.36        4.97510                      476146.08    
3773984.36        5.13854                         
         476166.08    3773984.36        5.29903                      476406.08    
3773984.36        6.55102                         
         476426.08    3773984.36        6.54922                      476446.08    
3773984.36        6.52539                         
         476466.08    3773984.36        6.48243                      476486.08    
3773984.36        6.42056                         
         476506.08    3773984.36        6.34026                      476526.08    
3773984.36        6.24236                         
         476546.08    3773984.36        6.12884                      476566.08    
3773984.36        6.00380                         
         476586.08    3773984.36        5.87139                      476606.08    
3773984.36        5.71876                         
         476626.08    3773984.36        5.55553                      476646.08    
3773984.36        5.38586                         
         476666.08    3773984.36        5.21221                      476686.08    
3773984.36        5.03727                         
         476706.08    3773984.36        4.86007                      476726.08    
3773984.36        4.68731                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  66
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 



                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476746.08    3773984.36        4.51970                      476766.08    
3773984.36        4.35776                         
         476786.08    3773984.36        4.20250                      476806.08    
3773984.36        4.05455                         
         476826.08    3773984.36        3.91413                      476846.08    
3773984.36        3.77897                         
         476866.08    3773984.36        3.65215                      476886.08    
3773984.36        3.53533                         
         476906.08    3773984.36        3.42559                      476926.08    
3773984.36        3.32245                         
         476946.08    3773984.36        3.22542                      476966.08    
3773984.36        3.13399                         
         476986.08    3773984.36        3.04765                      477006.08    
3773984.36        2.96594                         
         477026.08    3773984.36        2.88825                      477046.08    
3773984.36        2.81363                         
         477066.08    3773984.36        2.74088                      477086.08    
3773984.36        2.67335                         
         477106.08    3773984.36        2.60917                      475526.08    
3774004.36        1.61675                         
         475546.08    3774004.36        1.67273                      475566.08    
3774004.36        1.73052                         
         475586.08    3774004.36        1.79122                      475606.08    
3774004.36        1.85498                         
         475626.08    3774004.36        1.92201                      475646.08    
3774004.36        1.99634                         
         475666.08    3774004.36        2.07406                      475686.08    
3774004.36        2.15250                         
         475706.08    3774004.36        2.23504                      475726.08    
3774004.36        2.32190                         
         475746.08    3774004.36        2.41330                      475766.08    
3774004.36        2.51471                         
         475786.08    3774004.36        2.62081                      475806.08    
3774004.36        2.72797                         
         475826.08    3774004.36        2.84066                      475846.08    
3774004.36        2.95909                         
         475866.08    3774004.36        3.08346                      475886.08    



3774004.36        3.22112                         
         475906.08    3774004.36        3.36458                      475926.08    
3774004.36        3.50871                         
         475946.08    3774004.36        3.65930                      475966.08    
3774004.36        3.81631                         
         475986.08    3774004.36        3.97962                      476006.08    
3774004.36        4.14900                         
         476026.08    3774004.36        4.32408                      476046.08    
3774004.36        4.50438                         
         476066.08    3774004.36        4.69680                      476086.08    
3774004.36        4.89228                         
         476106.08    3774004.36        5.08451                      476126.08    
3774004.36        5.27822                         
         476146.08    3774004.36        5.47196                      476166.08    
3774004.36        5.66408                         
         476186.08    3774004.36        5.85971                      476366.08    
3774004.36        7.10407                         
         476386.08    3774004.36        7.16677                      476406.08    
3774004.36        7.21042                         
         476426.08    3774004.36        7.21301                      476446.08    
3774004.36        7.18843                         
         476466.08    3774004.36        7.14015                      476486.08    
3774004.36        7.06855                         
         476506.08    3774004.36        6.97433                      476526.08    
3774004.36        6.85861                         
         476546.08    3774004.36        6.72295                      476566.08    
3774004.36        6.57126                         
         476586.08    3774004.36        6.40792                      476606.08    
3774004.36        6.23262                         
         476626.08    3774004.36        6.04473                      476646.08    
3774004.36        5.84558                         
         476666.08    3774004.36        5.64300                      476686.08    
3774004.36        5.44015                         
         476706.08    3774004.36        5.23972                      476726.08    
3774004.36        5.04359                         
         476746.08    3774004.36        4.85397                      476766.08    
3774004.36        4.67231                         
         476786.08    3774004.36        4.49956                      476806.08    
3774004.36        4.33615                         
         476826.08    3774004.36        4.17998                      476846.08    
3774004.36        4.03180                         
         476866.08    3774004.36        3.89388                      476886.08    
3774004.36        3.76759                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  67
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476906.08    3774004.36        3.64919                      476926.08    
3774004.36        3.53804                         
         476946.08    3774004.36        3.43347                      476966.08    
3774004.36        3.33485                         
         476986.08    3774004.36        3.24160                      477006.08    
3774004.36        3.15318                         
         477026.08    3774004.36        3.06912                      477046.08    
3774004.36        2.98805                         
         477066.08    3774004.36        2.90855                      477086.08    
3774004.36        2.83486                         
         477106.08    3774004.36        2.76467                      475526.08    
3774024.36        1.61933                         
         475546.08    3774024.36        1.67523                      475566.08    
3774024.36        1.73400                         
         475586.08    3774024.36        1.79582                      475606.08    
3774024.36        1.86087                         
         475626.08    3774024.36        1.92937                      475646.08    
3774024.36        2.00543                         
         475666.08    3774024.36        2.08512                      475686.08    
3774024.36        2.16580                         
         475706.08    3774024.36        2.25088                      475726.08    
3774024.36        2.34066                         
         475746.08    3774024.36        2.43540                      475766.08    
3774024.36        2.54072                         
         475786.08    3774024.36        2.65128                      475806.08    
3774024.36        2.76345                         
         475826.08    3774024.36        2.88185                      475846.08    
3774024.36        3.00751                         



         475866.08    3774024.36        3.14154                      475886.08    
3774024.36        3.28660                         
         475906.08    3774024.36        3.43818                      475926.08    
3774024.36        3.59324                         
         475946.08    3774024.36        3.75619                      475966.08    
3774024.36        3.92715                         
         475986.08    3774024.36        4.10616                      476006.08    
3774024.36        4.29314                         
         476026.08    3774024.36        4.48919                      476046.08    
3774024.36        4.69537                         
         476066.08    3774024.36        4.91532                      476086.08    
3774024.36        5.13978                         
         476106.08    3774024.36        5.36202                      476126.08    
3774024.36        5.58821                         
         476146.08    3774024.36        5.81678                      476166.08    
3774024.36        6.04588                         
         476186.08    3774024.36        6.27338                      476206.08    
3774024.36        6.49686                         
         476226.08    3774024.36        6.71364                      476366.08    
3774024.36        7.82092                         
         476386.08    3774024.36        7.90828                      476406.08    
3774024.36        7.96986                         
         476426.08    3774024.36        7.98501                      476446.08    
3774024.36        7.96466                         
         476466.08    3774024.36        7.91044                      476486.08    
3774024.36        7.82702                         
         476506.08    3774024.36        7.71547                      476526.08    
3774024.36        7.57737                         
         476546.08    3774024.36        7.41486                      476566.08    
3774024.36        7.23071                         
         476586.08    3774024.36        7.02821                      476606.08    
3774024.36        6.82403                         
         476626.08    3774024.36        6.60453                      476646.08    
3774024.36        6.36932                         
         476666.08    3774024.36        6.13183                      476686.08    
3774024.36        5.89580                         
         476706.08    3774024.36        5.66451                      476726.08    
3774024.36        5.44066                         
         476746.08    3774024.36        5.22629                      476766.08    
3774024.36        5.02275                         
         476786.08    3774024.36        4.83081                      476806.08    
3774024.36        4.65098                         
         476826.08    3774024.36        4.47985                      476846.08    
3774024.36        4.31867                         
         476866.08    3774024.36        4.16743                      476886.08    
3774024.36        4.03035                         
         476906.08    3774024.36        3.90193                      476926.08    
3774024.36        3.78131                         
         476946.08    3774024.36        3.66769                      476966.08    
3774024.36        3.56035                         



         476986.08    3774024.36        3.45861                      477006.08    
3774024.36        3.36191                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  68
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         477026.08    3774024.36        3.26974                      477046.08    
3774024.36        3.18066                         
         477066.08    3774024.36        3.09313                      477086.08    
3774024.36        3.01185                         
         477106.08    3774024.36        2.93432                      475526.08    
3774044.36        1.61925                         
         475546.08    3774044.36        1.67585                      475566.08    
3774044.36        1.73544                         
         475586.08    3774044.36        1.79821                      475606.08    
3774044.36        1.86437                         
         475626.08    3774044.36        1.93414                      475646.08    
3774044.36        2.01170                         
         475666.08    3774044.36        2.09313                      475686.08    
3774044.36        2.17579                         
         475706.08    3774044.36        2.26316                      475726.08    
3774044.36        2.35558                         
         475746.08    3774044.36        2.45336                      475766.08    
3774044.36        2.56226                         
         475786.08    3774044.36        2.67696                      475806.08    



3774044.36        2.79380                         
         475826.08    3774044.36        2.91758                      475846.08    
3774044.36        3.05117                         
         475866.08    3774044.36        3.19815                      475886.08    
3774044.36        3.34803                         
         475906.08    3774044.36        3.50519                      475926.08    
3774044.36        3.67103                         
         475946.08    3774044.36        3.84632                      475966.08    
3774044.36        4.03135                         
         475986.08    3774044.36        4.22639                      476006.08    
3774044.36        4.43156                         
         476026.08    3774044.36        4.65144                      476046.08    
3774044.36        4.89167                         
         476066.08    3774044.36        5.13200                      476086.08    
3774044.36        5.37907                         
         476106.08    3774044.36        5.63384                      476126.08    
3774044.36        5.89583                         
         476146.08    3774044.36        6.16349                      476166.08    
3774044.36        6.43484                         
         476186.08    3774044.36        6.70748                      476206.08    
3774044.36        6.97857                         
         476226.08    3774044.36        7.24485                      476246.08    
3774044.36        7.50267                         
         476266.08    3774044.36        7.74809                      476286.08    
3774044.36        7.97696                         
         476366.08    3774044.36        8.64857                      476386.08    
3774044.36        8.75075                         
         476406.08    3774044.36        8.84010                      476426.08    
3774044.36        8.88613                         
         476446.08    3774044.36        8.88194                      476466.08    
3774044.36        8.82126                         
         476486.08    3774044.36        8.72343                      476506.08    
3774044.36        8.59005                         
         476526.08    3774044.36        8.42343                      476546.08    
3774044.36        8.22664                         
         476566.08    3774044.36        8.00352                      476586.08    
3774044.36        7.75867                         
         476606.08    3774044.36        7.51255                      476626.08    
3774044.36        7.24957                         
         476646.08    3774044.36        6.97005                      476666.08    
3774044.36        6.69029                         
         476686.08    3774044.36        6.41496                      476706.08    
3774044.36        6.14794                         
         476726.08    3774044.36        5.89218                      476746.08    
3774044.36        5.64970                         
         476766.08    3774044.36        5.42162                      476786.08    
3774044.36        5.20827                         
         476806.08    3774044.36        5.00969                      476826.08    
3774044.36        4.82145                         
         476846.08    3774044.36        4.64781                      476866.08    



3774044.36        4.47906                         
         476886.08    3774044.36        4.32924                      476906.08    
3774044.36        4.18875                         
         476926.08    3774044.36        4.05655                      476946.08    
3774044.36        3.93174                         
         476966.08    3774044.36        3.81349                      476986.08    
3774044.36        3.70113                         
         477006.08    3774044.36        3.59406                      477026.08    
3774044.36        3.49178                         
         477046.08    3774044.36        3.39275                      477066.08    
3774044.36        3.29535                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  69
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         477086.08    3774044.36        3.20478                      477106.08    
3774044.36        3.11833                         
         475526.08    3774064.36        1.61746                      475546.08    
3774064.36        1.67462                         
         475566.08    3774064.36        1.73487                      475586.08    
3774064.36        1.79841                         
         475606.08    3774064.36        1.86633                      475626.08    
3774064.36        1.93995                         
         475646.08    3774064.36        2.01712                      475666.08    
3774064.36        2.09806                         



         475686.08    3774064.36        2.18243                      475706.08    
3774064.36        2.27180                         
         475726.08    3774064.36        2.36653                      475746.08    
3774064.36        2.46701                         
         475766.08    3774064.36        2.57913                      475786.08    
3774064.36        2.69757                         
         475806.08    3774064.36        2.81868                      475826.08    
3774064.36        2.94742                         
         475846.08    3774064.36        3.08695                      475866.08    
3774064.36        3.24143                         
         475886.08    3774064.36        3.39881                      475906.08    
3774064.36        3.56462                         
         475926.08    3774064.36        3.74092                      475946.08    
3774064.36        3.92830                         
         475966.08    3774064.36        4.12728                      475986.08    
3774064.36        4.33839                         
         476006.08    3774064.36        4.56204                      476026.08    
3774064.36        4.80358                         
         476046.08    3774064.36        5.07014                      476066.08    
3774064.36        5.33784                         
         476086.08    3774064.36        5.61571                      476106.08    
3774064.36        5.90601                         
         476126.08    3774064.36        6.20777                      476146.08    
3774064.36        6.51959                         
         476166.08    3774064.36        6.83956                      476186.08    
3774064.36        7.16515                         
         476206.08    3774064.36        7.49320                      476226.08    
3774064.36        7.81988                         
         476246.08    3774064.36        8.14069                      476266.08    
3774064.36        8.45054                         
         476286.08    3774064.36        8.74381                      476306.08    
3774064.36        9.01460                         
         476326.08    3774064.36        9.25696                      476346.08    
3774064.36        9.46521                         
         476366.08    3774064.36        9.63431                      476386.08    
3774064.36        9.77504                         
         476406.08    3774064.36        9.89973                      476426.08    
3774064.36        9.95241                         
         476446.08    3774064.36        9.95200                      476466.08    
3774064.36        9.90596                         
         476486.08    3774064.36        9.79442                      476506.08    
3774064.36        9.63321                         
         476526.08    3774064.36        9.42974                      476546.08    
3774064.36        9.18852                         
         476566.08    3774064.36        8.91504                      476586.08    
3774064.36        8.61582                         
         476606.08    3774064.36        8.31634                      476626.08    
3774064.36        7.99878                         
         476646.08    3774064.36        7.66448                      476666.08    
3774064.36        7.33341                         



         476686.08    3774064.36        7.01126                      476706.08    
3774064.36        6.70243                         
         476726.08    3774064.36        6.40997                      476746.08    
3774064.36        6.13558                         
         476766.08    3774064.36        5.87978                      476786.08    
3774064.36        5.64222                         
         476806.08    3774064.36        5.42223                      476826.08    
3774064.36        5.21415                         
         476846.08    3774064.36        5.02295                      476866.08    
3774064.36        4.83597                         
         476886.08    3774064.36        4.67047                      476906.08    
3774064.36        4.51489                         
         476926.08    3774064.36        4.36809                      476946.08    
3774064.36        4.22908                         
         476966.08    3774064.36        4.09702                      476986.08    
3774064.36        3.97122                         
         477006.08    3774064.36        3.85111                      477026.08    
3774064.36        3.73414                         
         477046.08    3774064.36        3.62202                      477066.08    
3774064.36        3.51501                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  70
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         477086.08    3774064.36        3.41359                      477106.08    



3774064.36        3.31638                         
         475526.08    3774084.36        1.61401                      475546.08    
3774084.36        1.67158                         
         475566.08    3774084.36        1.73232                      475586.08    
3774084.36        1.79645                         
         475606.08    3774084.36        1.86561                      475626.08    
3774084.36        1.94188                         
         475646.08    3774084.36        2.01900                      475666.08    
3774084.36        2.09990                         
         475686.08    3774084.36        2.18569                      475706.08    
3774084.36        2.27675                         
         475726.08    3774084.36        2.37346                      475746.08    
3774084.36        2.47628                         
         475766.08    3774084.36        2.59119                      475786.08    
3774084.36        2.71291                         
         475806.08    3774084.36        2.83783                      475826.08    
3774084.36        2.97103                         
         475846.08    3774084.36        3.11584                      475866.08    
3774084.36        3.27665                         
         475886.08    3774084.36        3.44130                      475906.08    
3774084.36        3.61559                         
         475926.08    3774084.36        3.80181                      475946.08    
3774084.36        4.00078                         
         475966.08    3774084.36        4.21331                      475986.08    
3774084.36        4.44021                         
         476006.08    3774084.36        4.68224                      476026.08    
3774084.36        4.94541                         
         476046.08    3774084.36        5.23774                      476066.08    
3774084.36        5.53450                         
         476086.08    3774084.36        5.84566                      476106.08    
3774084.36        6.17408                         
         476126.08    3774084.36        6.51928                      476146.08    
3774084.36        6.88027                         
         476166.08    3774084.36        7.25541                      476186.08    
3774084.36        7.64934                         
         476206.08    3774084.36        8.05143                      476226.08    
3774084.36        8.45236                         
         476246.08    3774084.36        8.85233                      476266.08    
3774084.36        9.24499                         
         476286.08    3774084.36        9.62295                      476306.08    
3774084.36        9.97805                         
         476326.08    3774084.36       10.30165                      476346.08    
3774084.36       10.58512                         
         476366.08    3774084.36       10.83193                      476386.08    
3774084.36       11.03547                         
         476406.08    3774084.36       11.19448                      476426.08    
3774084.36       11.25896                         
         476446.08    3774084.36       11.25857                      476466.08    
3774084.36       11.20611                         
         476486.08    3774084.36       11.08261                      476506.08    



3774084.36       10.89270                         
         476526.08    3774084.36       10.64087                      476546.08    
3774084.36       10.34113                         
         476566.08    3774084.36       10.00460                      476586.08    
3774084.36        9.64263                         
         476606.08    3774084.36        9.26802                      476626.08    
3774084.36        8.87701                         
         476646.08    3774084.36        8.47469                      476666.08    
3774084.36        8.08115                         
         476686.08    3774084.36        7.70340                      476706.08    
3774084.36        7.34610                         
         476726.08    3774084.36        7.01126                      476746.08    
3774084.36        6.70020                         
         476766.08    3774084.36        6.41250                      476786.08    
3774084.36        6.14671                         
         476806.08    3774084.36        5.90098                      476826.08    
3774084.36        5.66835                         
         476846.08    3774084.36        5.45532                      476866.08    
3774084.36        5.24595                         
         476886.08    3774084.36        5.06044                      476906.08    
3774084.36        4.88548                         
         476926.08    3774084.36        4.71989                      476946.08    
3774084.36        4.56266                         
         476966.08    3774084.36        4.41299                      476986.08    
3774084.36        4.27020                         
         477006.08    3774084.36        4.13375                      477026.08    
3774084.36        3.99949                         
         477046.08    3774084.36        3.87153                      477066.08    
3774084.36        3.75208                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  71
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         477086.08    3774084.36        3.63749                      477106.08    
3774084.36        3.52751                         
         475526.08    3774104.36        1.60895                      475546.08    
3774104.36        1.66678                         
         475566.08    3774104.36        1.72785                      475586.08    
3774104.36        1.79240                         
         475606.08    3774104.36        1.86207                      475626.08    
3774104.36        1.93897                         
         475646.08    3774104.36        2.01687                      475666.08    
3774104.36        2.09870                         
         475686.08    3774104.36        2.18562                      475706.08    
3774104.36        2.27802                         
         475726.08    3774104.36        2.37636                      475746.08    
3774104.36        2.48111                         
         475766.08    3774104.36        2.59836                      475786.08    
3774104.36        2.72286                         
         475806.08    3774104.36        2.85107                      475826.08    
3774104.36        2.98816                         
         475846.08    3774104.36        3.13762                      475866.08    
3774104.36        3.30406                         
         475886.08    3774104.36        3.47527                      475906.08    
3774104.36        3.65731                         
         475926.08    3774104.36        3.85270                      475946.08    
3774104.36        4.06252                         
         475966.08    3774104.36        4.28788                      475986.08    
3774104.36        4.52993                         
         476006.08    3774104.36        4.78985                      476026.08    
3774104.36        5.07433                         
         476046.08    3774104.36        5.39241                      476066.08    
3774104.36        5.71872                         
         476086.08    3774104.36        6.06427                      476106.08    
3774104.36        6.43280                         
         476126.08    3774104.36        6.82456                      476146.08    
3774104.36        7.23925                         
         476166.08    3774104.36        7.67593                      476186.08    
3774104.36        8.15855                         
         476206.08    3774104.36        8.65751                      476226.08    
3774104.36        9.14961                         
         476246.08    3774104.36        9.64917                      476266.08    
3774104.36       10.14862                         
         476286.08    3774104.36       10.63864                      476306.08    
3774104.36       11.10822                         



         476326.08    3774104.36       11.54501                      476346.08    
3774104.36       11.93601                         
         476366.08    3774104.36       12.31209                      476386.08    
3774104.36       12.61237                         
         476406.08    3774104.36       12.80238                      476426.08    
3774104.36       12.90373                         
         476446.08    3774104.36       12.90012                      476466.08    
3774104.36       12.77228                         
         476486.08    3774104.36       12.64494                      476506.08    
3774104.36       12.43483                         
         476526.08    3774104.36       12.11835                      476546.08    
3774104.36       11.74023                         
         476566.08    3774104.36       11.32482                      476586.08    
3774104.36       10.89189                         
         476606.08    3774104.36       10.41070                      476626.08    
3774104.36        9.91775                         
         476646.08    3774104.36        9.43047                      476666.08    
3774104.36        8.96062                         
         476686.08    3774104.36        8.51663                      476706.08    
3774104.36        8.09525                         
         476726.08    3774104.36        7.70896                      476746.08    
3774104.36        7.35549                         
         476766.08    3774104.36        7.03039                      476786.08    
3774104.36        6.73084                         
         476806.08    3774104.36        6.45365                      476826.08    
3774104.36        6.19565                         
         476846.08    3774104.36        5.95510                      476866.08    
3774104.36        5.71684                         
         476886.08    3774104.36        5.50514                      476906.08    
3774104.36        5.30491                         
         476926.08    3774104.36        5.11497                      476946.08    
3774104.36        4.93437                         
         476966.08    3774104.36        4.76234                      476986.08    
3774104.36        4.59825                         
         477006.08    3774104.36        4.44159                      477026.08    
3774104.36        4.28793                         
         477046.08    3774104.36        4.14172                      477066.08    
3774104.36        4.00536                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  72
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 



                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         477086.08    3774104.36        3.87488                      477106.08    
3774104.36        3.75000                         
         475526.08    3774124.36        1.60236                      475546.08    
3774124.36        1.66030                         
         475566.08    3774124.36        1.72154                      475586.08    
3774124.36        1.78833                         
         475606.08    3774124.36        1.85927                      475626.08    
3774124.36        1.93406                         
         475646.08    3774124.36        2.01203                      475666.08    
3774124.36        2.09453                         
         475686.08    3774124.36        2.18227                      475706.08    
3774124.36        2.27569                         
         475726.08    3774124.36        2.37644                      475746.08    
3774124.36        2.48660                         
         475766.08    3774124.36        2.60341                      475786.08    
3774124.36        2.72739                         
         475806.08    3774124.36        2.85829                      475826.08    
3774124.36        2.99864                         
         475846.08    3774124.36        3.15205                      475866.08    
3774124.36        3.32332                         
         475886.08    3774124.36        3.50026                      475906.08    
3774124.36        3.68914                         
         475926.08    3774124.36        3.89275                      475946.08    
3774124.36        4.11242                         
         475966.08    3774124.36        4.34958                      475986.08    
3774124.36        4.60577                         
         476006.08    3774124.36        4.88260                      476026.08    
3774124.36        5.18754                         
         476046.08    3774124.36        5.53068                      476066.08    
3774124.36        5.88628                         
         476086.08    3774124.36        6.26652                      476106.08    
3774124.36        6.67625                         
         476126.08    3774124.36        7.11673                      476146.08    



3774124.36        7.58883                         
         476166.08    3774124.36        8.09271                      476186.08    
3774124.36        8.65781                         
         476206.08    3774124.36        9.25179                      476226.08    
3774124.36        9.84818                         
         476246.08    3774124.36       10.46498                      476266.08    
3774124.36       11.09401                         
         476286.08    3774124.36       11.72428                      476306.08    
3774124.36       12.34177                         
         476326.08    3774124.36       12.94233                      476346.08    
3774124.36       13.52233                         
         476366.08    3774124.36       14.02478                      476386.08    
3774124.36       14.42998                         
         476406.08    3774124.36       14.71465                      476426.08    
3774124.36       14.88428                         
         476446.08    3774124.36       14.92415                      476466.08    
3774124.36       14.82036                         
         476486.08    3774124.36       14.64302                      476506.08    
3774124.36       14.35389                         
         476526.08    3774124.36       13.94936                      476546.08    
3774124.36       13.49082                         
         476566.08    3774124.36       12.96590                      476586.08    
3774124.36       12.38945                         
         476606.08    3774124.36       11.77927                      476626.08    
3774124.36       11.16825                         
         476646.08    3774124.36       10.57416                      476666.08    
3774124.36       10.00845                         
         476686.08    3774124.36        9.48093                      476706.08    
3774124.36        8.99026                         
         476726.08    3774124.36        8.53793                      476746.08    
3774124.36        8.12679                         
         476766.08    3774124.36        7.75563                      476786.08    
3774124.36        7.41339                         
         476806.08    3774124.36        7.09602                      476826.08    
3774124.36        6.80002                         
         476846.08    3774124.36        6.52747                      476866.08    
3774124.36        6.25549                         
         476886.08    3774124.36        6.00921                      476906.08    
3774124.36        5.77596                         
         476926.08    3774124.36        5.55464                      476946.08    
3774124.36        5.34434                         
         476966.08    3774124.36        5.14106                      476986.08    
3774124.36        4.94840                         
         477006.08    3774124.36        4.76760                      477026.08    
3774124.36        4.59353                         
         477046.08    3774124.36        4.42814                      477066.08    
3774124.36        4.27198                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             



                        ***        14:00:32
                                                                                   
                                   PAGE  73
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         477086.08    3774124.36        4.12313                      477106.08    
3774124.36        3.98120                         
         475526.08    3774144.36        1.59431                      475546.08    
3774144.36        1.65223                         
         475566.08    3774144.36        1.71349                      475586.08    
3774144.36        1.78156                         
         475606.08    3774144.36        1.85331                      475626.08    
3774144.36        1.92667                         
         475646.08    3774144.36        2.00460                      475666.08    
3774144.36        2.08748                         
         475686.08    3774144.36        2.17574                      475706.08    
3774144.36        2.26983                         
         475726.08    3774144.36        2.37216                      475746.08    
3774144.36        2.48589                         
         475766.08    3774144.36        2.60260                      475786.08    
3774144.36        2.72652                         
         475806.08    3774144.36        2.85952                      475826.08    
3774144.36        3.00245                         
         475846.08    3774144.36        3.15825                      475866.08    
3774144.36        3.33103                         
         475886.08    3774144.36        3.51424                      475906.08    
3774144.36        3.71065                         
         475926.08    3774144.36        3.92133                      475946.08    
3774144.36        4.14960                         



         475966.08    3774144.36        4.39724                      475986.08    
3774144.36        4.66616                         
         476006.08    3774144.36        4.95848                      476026.08    
3774144.36        5.28242                         
         476046.08    3774144.36        5.64920                      476066.08    
3774144.36        6.03294                         
         476086.08    3774144.36        6.44714                      476106.08    
3774144.36        6.89797                         
         476126.08    3774144.36        7.38807                      476146.08    
3774144.36        7.92287                         
         476166.08    3774144.36        8.50864                      476186.08    
3774144.36        9.15618                         
         476206.08    3774144.36        9.84715                      476226.08    
3774144.36       10.56336                         
         476246.08    3774144.36       11.31892                      476266.08    
3774144.36       12.10626                         
         476286.08    3774144.36       12.91364                      476306.08    
3774144.36       13.72447                         
         476326.08    3774144.36       14.54175                      476346.08    
3774144.36       15.37053                         
         476366.08    3774144.36       16.06430                      476386.08    
3774144.36       16.63778                         
         476406.08    3774144.36       17.07655                      476426.08    
3774144.36       17.35967                         
         476446.08    3774144.36       17.47368                      476466.08    
3774144.36       17.41263                         
         476486.08    3774144.36       17.17950                      476506.08    
3774144.36       16.79532                         
         476526.08    3774144.36       16.28818                      476546.08    
3774144.36       15.69240                         
         476566.08    3774144.36       15.00204                      476586.08    
3774144.36       14.23656                         
         476606.08    3774144.36       13.45846                      476626.08    
3774144.36       12.69382                         
         476646.08    3774144.36       11.94804                      476666.08    
3774144.36       11.26560                         
         476686.08    3774144.36       10.64219                      476706.08    
3774144.36       10.07404                         
         476726.08    3774144.36        9.54055                      476746.08    
3774144.36        9.05617                         
         476766.08    3774144.36        8.62389                      476786.08    
3774144.36        8.22388                         
         476806.08    3774144.36        7.85141                      476826.08    
3774144.36        7.50277                         
         476846.08    3774144.36        7.18227                      476866.08    
3774144.36        6.86629                         
         476886.08    3774144.36        6.57459                      476906.08    
3774144.36        6.29665                         
         476926.08    3774144.36        6.03416                      477066.08    
3774144.36        4.54811                         



         477086.08    3774144.36        4.37850                      477106.08    
3774144.36        4.21754                         
         475526.08    3774164.36        1.58491                      475546.08    
3774164.36        1.64267                         
         475566.08    3774164.36        1.70379                      475586.08    
3774164.36        1.77173                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  74
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         475606.08    3774164.36        1.84339                      475626.08    
3774164.36        1.91673                         
         475646.08    3774164.36        1.99471                      475666.08    
3774164.36        2.07771                         
         475686.08    3774164.36        2.16618                      475706.08    
3774164.36        2.26060                         
         475726.08    3774164.36        2.36339                      475746.08    
3774164.36        2.47776                         
         475766.08    3774164.36        2.59533                      475786.08    
3774164.36        2.72040                         
         475806.08    3774164.36        2.85486                      475826.08    
3774164.36        2.99965                         
         475846.08    3774164.36        3.15594                      475866.08    
3774164.36        3.32538                         
         475886.08    3774164.36        3.51592                      475906.08    



3774164.36        3.72158                         
         475926.08    3774164.36        3.93803                      475946.08    
3774164.36        4.17347                         
         475966.08    3774164.36        4.42997                      475986.08    
3774164.36        4.70987                         
         476006.08    3774164.36        5.01577                      476026.08    
3774164.36        5.35666                         
         476046.08    3774164.36        5.74488                      476066.08    
3774164.36        6.15467                         
         476086.08    3774164.36        6.60094                      476106.08    
3774164.36        7.09136                         
         476126.08    3774164.36        7.63029                      476146.08    
3774164.36        8.23274                         
         476166.08    3774164.36        8.91837                      476186.08    
3774164.36        9.64451                         
         476206.08    3774164.36       10.43010                      476226.08    
3774164.36       11.28074                         
         476246.08    3774164.36       12.19713                      476266.08    
3774164.36       13.17438                         
         476286.08    3774164.36       14.20220                      476306.08    
3774164.36       15.26321                         
         476326.08    3774164.36       16.36171                      476346.08    
3774164.36       17.50367                         
         476366.08    3774164.36       18.50012                      476386.08    
3774164.36       19.35587                         
         476406.08    3774164.36       20.03918                      476426.08    
3774164.36       20.51115                         
         476446.08    3774164.36       20.74496                      476466.08    
3774164.36       20.72551                         
         476486.08    3774164.36       20.45251                      476506.08    
3774164.36       19.97860                         
         476526.08    3774164.36       19.36023                      476546.08    
3774164.36       18.52041                         
         476566.08    3774164.36       17.56707                      476586.08    
3774164.36       16.56178                         
         476606.08    3774164.36       15.55824                      476626.08    
3774164.36       14.56473                         
         476646.08    3774164.36       13.65908                      476666.08    
3774164.36       12.83174                         
         476686.08    3774164.36       12.08249                      476706.08    
3774164.36       11.40427                         
         476726.08    3774164.36       10.76776                      476746.08    
3774164.36       10.18893                         
         476766.08    3774164.36        9.67041                      476786.08    
3774164.36        9.18863                         
         476806.08    3774164.36        8.73876                      476826.08    
3774164.36        8.31724                         
         476846.08    3774164.36        7.92222                      476866.08    
3774164.36        7.54922                         
         476886.08    3774164.36        7.19897                      476906.08    



3774164.36        6.86149                         
         476926.08    3774164.36        6.54543                      477066.08    
3774164.36        4.82856                         
         477086.08    3774164.36        4.63612                      477106.08    
3774164.36        4.45444                         
         475526.08    3774184.36        1.57424                      475546.08    
3774184.36        1.63239                         
         475566.08    3774184.36        1.69546                      475586.08    
3774184.36        1.76178                         
         475606.08    3774184.36        1.83159                      475626.08    
3774184.36        1.90471                         
         475646.08    3774184.36        1.98250                      475666.08    
3774184.36        2.06536                         
         475686.08    3774184.36        2.15376                      475706.08    
3774184.36        2.24818                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  75
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         475726.08    3774184.36        2.35106                      475746.08    
3774184.36        2.46561                         
         475766.08    3774184.36        2.58356                      475786.08    
3774184.36        2.70921                         
         475806.08    3774184.36        2.84450                      475826.08    
3774184.36        2.99043                         



         475846.08    3774184.36        3.14812                      475866.08    
3774184.36        3.31882                         
         475886.08    3774184.36        3.51241                      475906.08    
3774184.36        3.72193                         
         475926.08    3774184.36        3.94274                      475946.08    
3774184.36        4.18371                         
         475966.08    3774184.36        4.44725                      475986.08    
3774184.36        4.73606                         
         476006.08    3774184.36        5.05323                      476026.08    
3774184.36        5.40846                         
         476046.08    3774184.36        5.81517                      476066.08    
3774184.36        6.24795                         
         476086.08    3774184.36        6.72315                      476106.08    
3774184.36        7.25006                         
         476126.08    3774184.36        7.83505                      476146.08    
3774184.36        8.48953                         
         476166.08    3774184.36        9.22958                      476186.08    
3774184.36       10.06096                         
         476206.08    3774184.36       10.98002                      476226.08    
3774184.36       11.97648                         
         476246.08    3774184.36       13.07350                      476266.08    
3774184.36       14.27225                         
         476286.08    3774184.36       15.56792                      476306.08    
3774184.36       16.94659                         
         476326.08    3774184.36       18.41869                      476346.08    
3774184.36       19.99613                         
         476366.08    3774184.36       21.43703                      476386.08    
3774184.36       22.72786                         
         476406.08    3774184.36       23.80508                      476426.08    
3774184.36       24.59569                         
         476446.08    3774184.36       25.04714                      476466.08    
3774184.36       25.12555                         
         476486.08    3774184.36       24.89722                      476506.08    
3774184.36       24.30256                         
         476526.08    3774184.36       23.38575                      476546.08    
3774184.36       22.21715                         
         476566.08    3774184.36       20.91784                      476586.08    
3774184.36       19.56859                         
         476606.08    3774184.36       18.22025                      476626.08    
3774184.36       16.96267                         
         476646.08    3774184.36       15.82656                      476666.08    
3774184.36       14.80336                         
         476686.08    3774184.36       13.87623                      476706.08    
3774184.36       13.02505                         
         476726.08    3774184.36       12.25546                      476746.08    
3774184.36       11.55340                         
         476766.08    3774184.36       10.91084                      476786.08    
3774184.36       10.31333                         
         476806.08    3774184.36        9.75634                      476826.08    
3774184.36        9.23647                         



         476846.08    3774184.36        8.75100                      476866.08    
3774184.36        8.28530                         
         476886.08    3774184.36        7.86316                      476906.08    
3774184.36        7.46493                         
         476926.08    3774184.36        7.09394                      477066.08    
3774184.36        5.10680                         
         477086.08    3774184.36        4.88999                      477106.08    
3774184.36        4.68552                         
         475526.08    3774204.36        1.56240                      475546.08    
3774204.36        1.62056                         
         475566.08    3774204.36        1.68461                      475586.08    
3774204.36        1.74965                         
         475606.08    3774204.36        1.81805                      475626.08    
3774204.36        1.89076                         
         475646.08    3774204.36        1.96815                      475666.08    
3774204.36        2.05063                         
         475686.08    3774204.36        2.13867                      475706.08    
3774204.36        2.23401                         
         475726.08    3774204.36        2.33720                      475746.08    
3774204.36        2.44995                         
         475766.08    3774204.36        2.56754                      475786.08    
3774204.36        2.69323                         
         475806.08    3774204.36        2.82873                      475826.08    
3774204.36        2.97509                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  76
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   



Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         475846.08    3774204.36        3.13348                      475866.08    
3774204.36        3.30524                         
         475886.08    3774204.36        3.50032                      475906.08    
3774204.36        3.71193                         
         475926.08    3774204.36        3.93559                      475946.08    
3774204.36        4.18039                         
         475966.08    3774204.36        4.44897                      475986.08    
3774204.36        4.74439                         
         476006.08    3774204.36        5.07417                      476026.08    
3774204.36        5.44279                         
         476046.08    3774204.36        5.85914                      476066.08    
3774204.36        6.31005                         
         476086.08    3774204.36        6.80980                      476106.08    
3774204.36        7.36850                         
         476126.08    3774204.36        7.99462                      476146.08    
3774204.36        8.70138                         
         476166.08    3774204.36        9.50535                      476186.08    
3774204.36       10.43181                         
         476206.08    3774204.36       11.47290                      476226.08    
3774204.36       12.62068                         
         476246.08    3774204.36       13.91232                      476266.08    
3774204.36       15.35976                         
         476286.08    3774204.36       16.97005                      476306.08    
3774204.36       18.74078                         
         476326.08    3774204.36       20.69891                      476346.08    
3774204.36       22.87492                         
         476366.08    3774204.36       24.96790                      476386.08    
3774204.36       26.93645                         
         476406.08    3774204.36       28.65983                      476426.08    
3774204.36       29.99767                         
         476446.08    3774204.36       30.86771                      476466.08    
3774204.36       31.22180                         
         476486.08    3774204.36       31.05375                      476506.08    
3774204.36       30.26417                         
         476526.08    3774204.36       28.91656                      476546.08    
3774204.36       27.25622                         
         477046.08    3774204.36        5.63449                      477066.08    
3774204.36        5.37512                         
         477086.08    3774204.36        5.13319                      477106.08    
3774204.36        4.90623                         
         477126.08    3774204.36        4.69172                      477146.08    
3774204.36        4.48982                         
         477166.08    3774204.36        4.30131                      475526.08    
3774224.36        1.54951                         
         475546.08    3774224.36        1.60714                      475566.08    
3774224.36        1.67061                         
         475586.08    3774224.36        1.73509                      475606.08    



3774224.36        1.80292                         
         475626.08    3774224.36        1.87504                      475646.08    
3774224.36        1.95183                         
         475666.08    3774224.36        2.03371                      475686.08    
3774224.36        2.12114                         
         475706.08    3774224.36        2.21870                      475726.08    
3774224.36        2.32278                         
         475746.08    3774224.36        2.43124                      475766.08    
3774224.36        2.54759                         
         475786.08    3774224.36        2.67281                      475806.08    
3774224.36        2.80792                         
         475826.08    3774224.36        2.95401                      475846.08    
3774224.36        3.11230                         
         475866.08    3774224.36        3.28419                      475886.08    
3774224.36        3.47962                         
         475906.08    3774224.36        3.69200                      475926.08    
3774224.36        3.91702                         
         475946.08    3774224.36        4.16387                      475966.08    
3774224.36        4.43541                         
         475986.08    3774224.36        4.73499                      476006.08    
3774224.36        5.07986                         
         476026.08    3774224.36        5.46178                      476046.08    
3774224.36        5.87648                         
         476066.08    3774224.36        6.33927                      476086.08    
3774224.36        6.85815                         
         476106.08    3774224.36        7.44240                      476126.08    
3774224.36        8.10261                         
         476146.08    3774224.36        8.86342                      476166.08    
3774224.36        9.75870                         
         476186.08    3774224.36       10.75241                      476206.08    
3774224.36       11.88298                         
         476226.08    3774224.36       13.17888                      476246.08    
3774224.36       14.66891                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  77
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  



 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476266.08    3774224.36       16.38142                      476286.08    
3774224.36       18.34407                         
         476306.08    3774224.36       20.57884                      476326.08    
3774224.36       23.14812                         
         476346.08    3774224.36       26.12828                      476366.08    
3774224.36       29.16957                         
         476386.08    3774224.36       32.20282                      476406.08    
3774224.36       35.01197                         
         476426.08    3774224.36       37.31511                      476446.08    
3774224.36       39.00045                         
         476466.08    3774224.36       40.03582                      476486.08    
3774224.36       39.90437                         
         476506.08    3774224.36       38.78829                      476526.08    
3774224.36       36.87920                         
         476546.08    3774224.36       34.44774                      477046.08    
3774224.36        5.91257                         
         477066.08    3774224.36        5.62492                      477086.08    
3774224.36        5.35811                         
         477106.08    3774224.36        5.11017                      477126.08    
3774224.36        4.87922                         
         477146.08    3774224.36        4.66092                      477166.08    
3774224.36        4.45631                         
         475526.08    3774244.36        1.53567                      475546.08    
3774244.36        1.59267                         
         475566.08    3774244.36        1.65545                      475586.08    
3774244.36        1.71925                         
         475606.08    3774244.36        1.78636                      475626.08    
3774244.36        1.85774                         
         475646.08    3774244.36        1.93375                      475666.08    
3774244.36        2.01481                         
         475686.08    3774244.36        2.10140                      475706.08    
3774244.36        2.19825                         
         475726.08    3774244.36        2.30154                      475746.08    
3774244.36        2.40875                         
         475766.08    3774244.36        2.52406                      475786.08    
3774244.36        2.64832                         
         475806.08    3774244.36        2.78249                      475826.08    
3774244.36        2.92767                         



         475846.08    3774244.36        3.08510                      475866.08    
3774244.36        3.25622                         
         475886.08    3774244.36        3.45094                      475906.08    
3774244.36        3.66282                         
         475926.08    3774244.36        3.88772                      475946.08    
3774244.36        4.13487                         
         475966.08    3774244.36        4.40730                      475986.08    
3774244.36        4.70856                         
         476006.08    3774244.36        5.05688                      476026.08    
3774244.36        5.44361                         
         476046.08    3774244.36        5.86360                      476066.08    
3774244.36        6.33519                         
         476086.08    3774244.36        6.86698                      476106.08    
3774244.36        7.46932                         
         476126.08    3774244.36        8.15479                      476146.08    
3774244.36        8.95155                         
         476166.08    3774244.36        9.90016                      476186.08    
3774244.36       10.96127                         
         476206.08    3774244.36       12.18552                      476226.08    
3774244.36       13.61530                         
         476246.08    3774244.36       15.29275                      476266.08    
3774244.36       17.26812                         
         476286.08    3774244.36       19.59960                      476306.08    
3774244.36       22.43232                         
         476326.08    3774244.36       25.78802                      476346.08    
3774244.36       29.68841                         
         476366.08    3774244.36       34.05103                      476386.08    
3774244.36       38.75795                         
         476406.08    3774244.36       43.44845                      476426.08    
3774244.36       47.53648                         
         476446.08    3774244.36       50.67126                      476466.08    
3774244.36       52.80875                         
         476486.08    3774244.36       53.09083                      476506.08    
3774244.36       51.81408                         
         476526.08    3774244.36       49.10779                      476546.08    
3774244.36       45.33370                         
         477046.08    3774244.36        6.16173                      477066.08    
3774244.36        5.84715                         
         477086.08    3774244.36        5.55688                      477106.08    
3774244.36        5.28762                         
         477126.08    3774244.36        5.03641                      477146.08    
3774244.36        4.80394                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  78
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         477166.08    3774244.36        4.58710                      475526.08    
3774264.36        1.52169                         
         475546.08    3774264.36        1.57830                      475566.08    
3774264.36        1.63941                         
         475586.08    3774264.36        1.70226                      475606.08    
3774264.36        1.76854                         
         475626.08    3774264.36        1.83902                      475646.08    
3774264.36        1.91409                         
         475666.08    3774264.36        1.99457                      475686.08    
3774264.36        2.08135                         
         475706.08    3774264.36        2.17632                      475726.08    
3774264.36        2.27738                         
         475746.08    3774264.36        2.38334                      475766.08    
3774264.36        2.49732                         
         475786.08    3774264.36        2.62019                      475806.08    
3774264.36        2.75291                         
         475826.08    3774264.36        2.89658                      475846.08    
3774264.36        3.05246                         
         475866.08    3774264.36        3.22200                      475886.08    
3774264.36        3.41500                         
         475906.08    3774264.36        3.62520                      475926.08    
3774264.36        3.84860                         
         475946.08    3774264.36        4.09439                      475966.08    
3774264.36        4.36570                         
         475986.08    3774264.36        4.66623                      476006.08    
3774264.36        5.01423                         
         476026.08    3774264.36        5.40152                      476046.08    
3774264.36        5.82344                         
         476066.08    3774264.36        6.29874                      476086.08    



3774264.36        6.83678                         
         476106.08    3774264.36        7.44904                      476126.08    
3774264.36        8.14964                         
         476146.08    3774264.36        8.96913                      476166.08    
3774264.36        9.95190                         
         476186.08    3774264.36       11.06301                      476206.08    
3774264.36       12.36048                         
         476226.08    3774264.36       13.89785                      476246.08    
3774264.36       15.73392                         
         476266.08    3774264.36       17.94426                      476286.08    
3774264.36       20.62565                         
         476306.08    3774264.36       24.04840                      476326.08    
3774264.36       28.26174                         
         476346.08    3774264.36       33.30182                      476366.08    
3774264.36       39.44431                         
         476386.08    3774264.36       46.72097                      476406.08    
3774264.36       54.76552                         
         476426.08    3774264.36       62.44201                      476446.08    
3774264.36       68.47920                         
         476466.08    3774264.36       72.64154                      476486.08    
3774264.36       73.99972                         
         476506.08    3774264.36       73.23821                      476526.08    
3774264.36       69.58246                         
         476546.08    3774264.36       63.13740                      477046.08    
3774264.36        6.37157                         
         477066.08    3774264.36        6.03293                      477086.08    
3774264.36        5.72080                         
         477106.08    3774264.36        5.43256                      477126.08    
3774264.36        5.16492                         
         477146.08    3774264.36        4.92020                      477166.08    
3774264.36        4.69256                         
         475526.08    3774284.36        1.50787                      475546.08    
3774284.36        1.56452                         
         475566.08    3774284.36        1.62270                      475586.08    
3774284.36        1.68427                         
         475606.08    3774284.36        1.74960                      475626.08    
3774284.36        1.81907                         
         475646.08    3774284.36        1.89306                      475666.08    
3774284.36        1.97329                         
         475686.08    3774284.36        2.06192                      475706.08    
3774284.36        2.15360                         
         475726.08    3774284.36        2.25104                      475746.08    
3774284.36        2.35544                         
         475766.08    3774284.36        2.46778                      475786.08    
3774284.36        2.58887                         
         475806.08    3774284.36        2.71969                      475826.08    
3774284.36        2.86132                         
         475846.08    3774284.36        3.01503                      475866.08    
3774284.36        3.18225                         
         475886.08    3774284.36        3.37263                      475906.08    



3774284.36        3.58008                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  79
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         475926.08    3774284.36        3.80071                      475946.08    
3774284.36        4.04363                         
         475966.08    3774284.36        4.31200                      475986.08    
3774284.36        4.60956                         
         476006.08    3774284.36        4.95441                      476026.08    
3774284.36        5.33877                         
         476046.08    3774284.36        5.75839                      476066.08    
3774284.36        6.23212                         
         476086.08    3774284.36        6.76980                      476106.08    
3774284.36        7.38360                         
         476126.08    3774284.36        8.08872                      476146.08    
3774284.36        8.91725                         
         476166.08    3774284.36        9.91612                      476186.08    
3774284.36       11.05454                         
         476206.08    3774284.36       12.39629                      476226.08    
3774284.36       14.00434                         
         476246.08    3774284.36       15.95259                      476266.08    
3774284.36       18.34123                         
         476286.08    3774284.36       21.30774                      476306.08    
3774284.36       25.20425                         



         476326.08    3774284.36       30.20058                      476346.08    
3774284.36       36.52468                         
         476366.08    3774284.36       44.82703                      476386.08    
3774284.36       55.74054                         
         476406.08    3774284.36       69.68701                      476426.08    
3774284.36       85.48364                         
         476446.08    3774284.36       98.61833                      476466.08    
3774284.36      106.26142                         
         476486.08    3774284.36      109.55309                      476506.08    
3774284.36      111.46535                         
         476526.08    3774284.36      108.24687                      476546.08    
3774284.36       95.81701                         
         477046.08    3774284.36        6.53254                      477066.08    
3774284.36        6.17416                         
         477086.08    3774284.36        5.84245                      477106.08    
3774284.36        5.53830                         
         477126.08    3774284.36        5.26154                      477146.08    
3774284.36        5.00648                         
         477166.08    3774284.36        4.76931                      475526.08    
3774304.36        1.49190                         
         475546.08    3774304.36        1.54776                      475566.08    
3774304.36        1.60486                         
         475586.08    3774304.36        1.66541                      475606.08    
3774304.36        1.72970                         
         475626.08    3774304.36        1.79806                      475646.08    
3774304.36        1.87084                         
         475666.08    3774304.36        1.94981                      475686.08    
3774304.36        2.03728                         
         475706.08    3774304.36        2.12722                      475726.08    
3774304.36        2.22280                         
         475746.08    3774304.36        2.32542                      475766.08    
3774304.36        2.43581                         
         475786.08    3774304.36        2.55480                      475806.08    
3774304.36        2.68333                         
         475826.08    3774304.36        2.82248                      475846.08    
3774304.36        2.97347                         
         475866.08    3774304.36        3.13775                      475886.08    
3774304.36        3.32473                         
         475906.08    3774304.36        3.52849                      475926.08    
3774304.36        3.74526                         
         475946.08    3774304.36        3.98398                      475966.08    
3774304.36        4.24777                         
         475986.08    3774304.36        4.54038                      476006.08    
3774304.36        4.87957                         
         476026.08    3774304.36        5.25787                      476046.08    
3774304.36        5.67133                         
         476066.08    3774304.36        6.13863                      476086.08    
3774304.36        6.66977                         
         476106.08    3774304.36        7.27720                      476126.08    
3774304.36        7.97659                         



         476146.08    3774304.36        8.80058                      476166.08    
3774304.36        9.79715                         
         476186.08    3774304.36       10.93887                      476206.08    
3774304.36       12.29280                         
         476226.08    3774304.36       13.92802                      476246.08    
3774304.36       15.92920                         
         476266.08    3774304.36       18.41528                      476286.08    
3774304.36       21.55732                         
         476306.08    3774304.36       25.77663                      476326.08    
3774304.36       31.36679                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  80
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476346.08    3774304.36       38.78512                      476366.08    
3774304.36       49.19038                         
         476386.08    3774304.36       64.32056                      477046.08    
3774304.36        6.63575                         
         477066.08    3774304.36        6.26016                      477086.08    
3774304.36        5.91812                         
         477106.08    3774304.36        5.60590                      477126.08    
3774304.36        5.32070                         
         477146.08    3774304.36        5.05575                      477166.08    
3774304.36        4.81102                         
         475526.08    3774324.36        1.47526                      475546.08    



3774324.36        1.53019                         
         475566.08    3774324.36        1.58632                      475586.08    
3774324.36        1.64583                         
         475606.08    3774324.36        1.70900                      475626.08    
3774324.36        1.77615                         
         475646.08    3774324.36        1.84762                      475666.08    
3774324.36        1.92515                         
         475686.08    3774324.36        2.01098                      475706.08    
3774324.36        2.09923                         
         475726.08    3774324.36        2.19298                      475746.08    
3774324.36        2.29361                         
         475766.08    3774324.36        2.40182                      475786.08    
3774324.36        2.51843                         
         475806.08    3774324.36        2.64435                      475826.08    
3774324.36        2.78062                         
         475846.08    3774324.36        2.92918                      475866.08    
3774324.36        3.09237                         
         475886.08    3774324.36        3.27395                      475906.08    
3774324.36        3.47148                         
         475926.08    3774324.36        3.68347                      475946.08    
3774324.36        3.91687                         
         475966.08    3774324.36        4.17473                      475986.08    
3774324.36        4.46071                         
         476006.08    3774324.36        4.79209                      476026.08    
3774324.36        5.16166                         
         476046.08    3774324.36        5.56567                      476066.08    
3774324.36        6.02235                         
         476086.08    3774324.36        6.54158                      476106.08    
3774324.36        7.13567                         
         476126.08    3774324.36        7.82020                      476146.08    
3774324.36        8.62740                         
         476166.08    3774324.36        9.60469                      476186.08    
3774324.36       10.72704                         
         476206.08    3774324.36       12.06184                      476226.08    
3774324.36       13.68016                         
         476246.08    3774324.36       15.67112                      476266.08    
3774324.36       18.16257                         
         476286.08    3774324.36       21.34343                      476306.08    
3774324.36       25.67162                         
         476326.08    3774324.36       31.52561                      476346.08    
3774324.36       39.54071                         
         476366.08    3774324.36       51.30547                      476386.08    
3774324.36       69.67499                         
         477046.08    3774324.36        6.67540                      477066.08    
3774324.36        6.29132                         
         477086.08    3774324.36        5.94489                      477106.08    
3774324.36        5.62851                         
         477126.08    3774324.36        5.33752                      477146.08    
3774324.36        5.06813                         
         477166.08    3774324.36        4.82045                      477466.08    



3774324.36        3.80243                         
         477486.08    3774324.36        3.68210                      477506.08    
3774324.36        3.56785                         
         477526.08    3774324.36        3.45925                      475526.08    
3774344.36        1.45818                         
         475546.08    3774344.36        1.51212                      475566.08    
3774344.36        1.56724                         
         475586.08    3774344.36        1.62565                      475606.08    
3774344.36        1.68764                         
         475626.08    3774344.36        1.75350                      475646.08    
3774344.36        1.82358                         
         475666.08    3774344.36        1.89957                      475686.08    
3774344.36        1.98366                         
         475706.08    3774344.36        2.07009                      475726.08    
3774344.36        2.16186                         
         475746.08    3774344.36        2.26033                      475766.08    
3774344.36        2.36617                         
         475786.08    3774344.36        2.48018                      475806.08    
3774344.36        2.60322                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  81
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         475826.08    3774344.36        2.73633                      475846.08    
3774344.36        2.88296                         



         475866.08    3774344.36        3.04755                      475886.08    
3774344.36        3.22145                         
         475906.08    3774344.36        3.41009                      475926.08    
3774344.36        3.61657                         
         475946.08    3774344.36        3.84374                      475966.08    
3774344.36        4.09458                         
         475986.08    3774344.36        4.37258                      476006.08    
3774344.36        4.69445                         
         476026.08    3774344.36        5.05315                      476046.08    
3774344.36        5.44505                         
         476066.08    3774344.36        5.88775                      476086.08    
3774344.36        6.39072                         
         476106.08    3774344.36        6.96582                      476126.08    
3774344.36        7.62803                         
         476146.08    3774344.36        8.40835                      476166.08    
3774344.36        9.35230                         
         476186.08    3774344.36       10.43617                      476206.08    
3774344.36       11.72506                         
         476226.08    3774344.36       13.28793                      476246.08    
3774344.36       15.21183                         
         476266.08    3774344.36       17.62254                      476286.08    
3774344.36       20.70775                         
         476306.08    3774344.36       24.91983                      476326.08    
3774344.36       30.65501                         
         476346.08    3774344.36       38.60084                      476366.08    
3774344.36       50.48193                         
         476386.08    3774344.36       69.60910                      476406.08    
3774344.36      103.77238                         
         477046.08    3774344.36        6.64774                      477066.08    
3774344.36        6.26769                         
         477086.08    3774344.36        5.92190                      477106.08    
3774344.36        5.60446                         
         477126.08    3774344.36        5.30977                      477146.08    
3774344.36        5.04310                         
         477166.08    3774344.36        4.79843                      477466.08    
3774344.36        3.75270                         
         477486.08    3774344.36        3.63417                      477506.08    
3774344.36        3.52163                         
         477526.08    3774344.36        3.41467                      475526.08    
3774364.36        1.44073                         
         475546.08    3774364.36        1.49366                      475566.08    
3774364.36        1.54772                         
         475586.08    3774364.36        1.60499                      475606.08    
3774364.36        1.66574                         
         475626.08    3774364.36        1.73026                      475646.08    
3774364.36        1.79888                         
         475666.08    3774364.36        1.87326                      475686.08    
3774364.36        1.95551                         
         475706.08    3774364.36        2.04002                      475726.08    
3774364.36        2.12971                         



         475746.08    3774364.36        2.22589                      475766.08    
3774364.36        2.32922                         
         475786.08    3774364.36        2.44044                      475806.08    
3774364.36        2.56042                         
         475826.08    3774364.36        2.69347                      475846.08    
3774364.36        2.83806                         
         475866.08    3774364.36        2.99446                      475886.08    
3774364.36        3.16243                         
         475906.08    3774364.36        3.34531                      475926.08    
3774364.36        3.54570                         
         475946.08    3774364.36        3.76598                      475966.08    
3774364.36        4.00896                         
         475986.08    3774364.36        4.27798                      476006.08    
3774364.36        4.58905                         
         476026.08    3774364.36        4.93527                      476046.08    
3774364.36        5.31309                         
         476066.08    3774364.36        5.73927                      476086.08    
3774364.36        6.22275                         
         476106.08    3774364.36        6.77465                      476126.08    
3774364.36        7.40902                         
         476146.08    3774364.36        8.15496                      476166.08    
3774364.36        9.05513                         
         476186.08    3774364.36       10.08635                      476206.08    
3774364.36       11.30936                         
         476226.08    3774364.36       12.78787                      476246.08    
3774364.36       14.60171                         
         476266.08    3774364.36       16.86567                      476286.08    
3774364.36       19.75007                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  82
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476306.08    3774364.36       23.66516                      476326.08    
3774364.36       28.96065                         
         476346.08    3774364.36       36.24227                      476366.08    
3774364.36       47.02734                         
         476386.08    3774364.36       64.19002                      477046.08    
3774364.36        6.56112                         
         477066.08    3774364.36        6.18822                      477086.08    
3774364.36        5.84848                         
         477106.08    3774364.36        5.53618                      477126.08    
3774364.36        5.24597                         
         477146.08    3774364.36        4.98379                      477166.08    
3774364.36        4.74327                         
         477466.08    3774364.36        3.68008                      477486.08    
3774364.36        3.56480                         
         477506.08    3774364.36        3.45530                      477526.08    
3774364.36        3.36118                         
         475526.08    3774384.36        1.42300                      475546.08    
3774384.36        1.47488                         
         475566.08    3774384.36        1.52786                      475586.08    
3774384.36        1.58395                         
         475606.08    3774384.36        1.64342                      475626.08    
3774384.36        1.70656                         
         475646.08    3774384.36        1.77368                      475666.08    
3774384.36        1.84638                         
         475686.08    3774384.36        1.92674                      475706.08    
3774384.36        2.00926                         
         475726.08    3774384.36        2.09678                      475746.08    
3774384.36        2.19058                         
         475766.08    3774384.36        2.29127                      475786.08    
3774384.36        2.40010                         
         475806.08    3774384.36        2.51854                      475826.08    
3774384.36        2.64895                         
         475846.08    3774384.36        2.78936                      475866.08    
3774384.36        2.93852                         
         475886.08    3774384.36        3.10086                      475906.08    
3774384.36        3.27802                         
         475926.08    3774384.36        3.47193                      475946.08    
3774384.36        3.68483                         
         475966.08    3774384.36        3.91937                      475986.08    
3774384.36        4.17870                         
         476006.08    3774384.36        4.47806                      476026.08    
3774384.36        4.81071                         
         476046.08    3774384.36        5.17307                      476066.08    



3774384.36        5.58103                         
         476086.08    3774384.36        6.04284                      476106.08    
3774384.36        6.56872                         
         476126.08    3774384.36        7.17155                      476146.08    
3774384.36        7.87822                         
         476166.08    3774384.36        8.72782                      476186.08    
3774384.36        9.69727                         
         476206.08    3774384.36       10.84170                      476226.08    
3774384.36       12.21770                         
         476246.08    3774384.36       13.89482                      476266.08    
3774384.36       15.97163                         
         476286.08    3774384.36       18.59170                      476306.08    
3774384.36       22.10223                         
         476326.08    3774384.36       26.76963                      476346.08    
3774384.36       33.03985                         
         476366.08    3774384.36       42.02025                      476386.08    
3774384.36       55.58971                         
         476417.86    3774377.82      107.97553                      477046.08    
3774384.36        6.41573                         
         477066.08    3774384.36        6.05608                      477086.08    
3774384.36        5.72792                         
         477106.08    3774384.36        5.42580                      477126.08    
3774384.36        5.14459                         
         477146.08    3774384.36        4.89041                      477166.08    
3774384.36        4.65700                         
         477466.08    3774384.36        3.58631                      477486.08    
3774384.36        3.47560                         
         477506.08    3774384.36        3.37036                      477526.08    
3774384.36        3.28513                         
         475526.08    3774404.36        1.40506                      475546.08    
3774404.36        1.45588                         
         475566.08    3774404.36        1.50774                      475586.08    
3774404.36        1.56263                         
         475606.08    3774404.36        1.62080                      475626.08    
3774404.36        1.68253                         
         475646.08    3774404.36        1.74811                      475666.08    
3774404.36        1.81910                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  83
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  



 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         475686.08    3774404.36        1.89751                      475706.08    
3774404.36        1.97798                         
         475726.08    3774404.36        2.06328                      475746.08    
3774404.36        2.15463                         
         475766.08    3774404.36        2.25262                      475786.08    
3774404.36        2.35958                         
         475806.08    3774404.36        2.47838                      475826.08    
3774404.36        2.60273                         
         475846.08    3774404.36        2.73623                      475866.08    
3774404.36        2.88072                         
         475886.08    3774404.36        3.03779                      475906.08    
3774404.36        3.20901                         
         475926.08    3774404.36        3.39617                      475946.08    
3774404.36        3.60138                         
         475966.08    3774404.36        3.82712                      475986.08    
3774404.36        4.07629                         
         476006.08    3774404.36        4.36340                      476026.08    
3774404.36        4.68177                         
         476046.08    3774404.36        5.02786                      476066.08    
3774404.36        5.41656                         
         476086.08    3774404.36        5.85539                      476106.08    
3774404.36        6.35362                         
         476126.08    3774404.36        6.92283                      476146.08    
3774404.36        7.58747                         
         476166.08    3774404.36        8.38285                      476186.08    
3774404.36        9.28572                         
         476206.08    3774404.36       10.34512                      476226.08    
3774404.36       11.60973                         
         476246.08    3774404.36       13.13771                      476266.08    
3774404.36       15.00964                         
         476286.08    3774404.36       17.33957                      476306.08    
3774404.36       20.40664                         
         476326.08    3774404.36       24.38788                      477046.08    
3774404.36        6.21827                         



         477066.08    3774404.36        5.87738                      477086.08    
3774404.36        5.56560                         
         477106.08    3774404.36        5.27782                      477126.08    
3774404.36        5.00924                         
         477146.08    3774404.36        4.76625                      477166.08    
3774404.36        4.54277                         
         477186.08    3774404.36        4.33574                      477206.08    
3774404.36        4.14355                         
         477226.08    3774404.36        4.98679                      477246.08    
3774404.36        4.98968                         
         477266.08    3774404.36        4.81048                      477286.08    
3774404.36        4.62962                         
         477306.08    3774404.36        4.45955                      477326.08    
3774404.36        4.29940                         
         477346.08    3774404.36        4.16719                      477366.08    
3774404.36        4.07867                         
         477386.08    3774404.36        3.95229                      477406.08    
3774404.36        3.82299                         
         477426.08    3774404.36        3.70044                      477446.08    
3774404.36        3.58415                         
         477466.08    3774404.36        3.47370                      477486.08    
3774404.36        3.36869                         
         477506.08    3774404.36        3.26875                      477526.08    
3774404.36        3.18714                         
         475946.08    3774424.36        3.51655                      475966.08    
3774424.36        3.73327                         
         475986.08    3774424.36        3.97206                      476006.08    
3774424.36        4.24661                         
         476026.08    3774424.36        4.55037                      476046.08    
3774424.36        4.87977                         
         476066.08    3774424.36        5.24871                      476086.08    
3774424.36        5.66396                         
         476106.08    3774424.36        6.13380                      476126.08    
3774424.36        6.66848                         
         476146.08    3774424.36        7.28999                      476166.08    
3774424.36        8.02980                         
         476186.08    3774424.36        8.86447                      476206.08    
3774424.36        9.83690                         
         476226.08    3774424.36       10.98787                      476246.08    
3774424.36       12.36433                         
         476266.08    3774424.36       14.02938                      476286.08    
3774424.36       16.06903                         
         476306.08    3774424.36       18.69939                      476326.08    
3774424.36       22.02037                         
         476346.08    3774424.36       26.17820                      476366.08    
3774424.36       31.57271                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32



                                                                                   
                                   PAGE  84
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774424.36       38.61357                      476406.08    
3774424.36       47.69251                         
         476426.08    3774424.36       59.36134                      476446.08    
3774424.36       72.02929                         
         476466.08    3774424.36       82.25962                      476486.08    
3774424.36       87.98328                         
         476506.08    3774424.36       89.07835                      476526.08    
3774424.36       85.02085                         
         476546.08    3774424.36       75.98111                      476566.08    
3774424.36       64.88812                         
         476586.08    3774424.36       54.97973                      476606.08    
3774424.36       46.75287                         
         476626.08    3774424.36       40.08916                      476646.08    
3774424.36       34.67409                         
         476666.08    3774424.36       30.16878                      476686.08    
3774424.36       26.47435                         
         476706.08    3774424.36       23.45078                      476726.08    
3774424.36       20.90994                         
         476746.08    3774424.36       18.75870                      476766.08    
3774424.36       16.92422                         
         476786.08    3774424.36       15.34053                      476806.08    
3774424.36       13.97021                         
         476826.08    3774424.36       12.77621                      476846.08    
3774424.36       11.74279                         
         476866.08    3774424.36       10.83604                      476886.08    



3774424.36       10.03415                         
         476906.08    3774424.36        9.32161                      476926.08    
3774424.36        8.68558                         
         476946.08    3774424.36        8.11545                      476966.08    
3774424.36        7.59456                         
         476986.08    3774424.36        7.12520                      477006.08    
3774424.36        6.70652                         
         477026.08    3774424.36        6.32568                      477046.08    
3774424.36        5.97821                         
         477066.08    3774424.36        5.66025                      477086.08    
3774424.36        5.36533                         
         477106.08    3774424.36        5.09383                      477126.08    
3774424.36        4.84448                         
         477146.08    3774424.36        4.61594                      477166.08    
3774424.36        4.40463                         
         477186.08    3774424.36        4.20846                      477206.08    
3774424.36        4.02597                         
         477226.08    3774424.36        4.76408                      477246.08    
3774424.36        4.75688                         
         477266.08    3774424.36        4.59114                      477286.08    
3774424.36        4.42442                         
         477306.08    3774424.36        4.26726                      477326.08    
3774424.36        4.14482                         
         477346.08    3774424.36        4.03054                      477366.08    
3774424.36        3.91496                         
         477386.08    3774424.36        3.79150                      477406.08    
3774424.36        3.67118                         
         477426.08    3774424.36        3.55693                      477446.08    
3774424.36        3.44833                         
         477466.08    3774424.36        3.34500                      477486.08    
3774424.36        3.24660                         
         477506.08    3774424.36        3.15281                      477526.08    
3774424.36        3.07546                         
         475946.08    3774444.36        3.43108                      475966.08    
3774444.36        3.63963                         
         475986.08    3774444.36        3.87108                      476006.08    
3774444.36        4.13123                         
         476026.08    3774444.36        4.41797                      476046.08    
3774444.36        4.73057                         
         476066.08    3774444.36        5.07964                      476086.08    
3774444.36        5.47119                         
         476106.08    3774444.36        5.91253                      476126.08    
3774444.36        6.41261                         
         476146.08    3774444.36        6.99100                      476166.08    
3774444.36        7.67545                         
         476186.08    3774444.36        8.44237                      476206.08    
3774444.36        9.32877                         
         476226.08    3774444.36       10.36801                      476246.08    
3774444.36       11.59666                         
         476266.08    3774444.36       13.06821                      476286.08    



3774444.36       14.85588                         
         476306.08    3774444.36       17.06934                      476326.08    
3774444.36       19.77796                         
         476346.08    3774444.36       23.06238                      476366.08    
3774444.36       27.11363                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  85
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774444.36       32.05867                      476406.08    
3774444.36       37.91108                         
         476426.08    3774444.36       44.74178                      476446.08    
3774444.36       51.52395                         
         476466.08    3774444.36       56.78588                      476486.08    
3774444.36       59.77073                         
         476506.08    3774444.36       60.03123                      476526.08    
3774444.36       57.57098                         
         476546.08    3774444.36       52.92795                      476566.08    
3774444.36       47.00262                         
         476586.08    3774444.36       41.29380                      476606.08    
3774444.36       36.21310                         
         476626.08    3774444.36       31.88993                      476646.08    
3774444.36       28.24431                         
         476666.08    3774444.36       25.10727                      476686.08    
3774444.36       22.44541                         



         476706.08    3774444.36       20.18786                      476726.08    
3774444.36       18.25330                         
         476746.08    3774444.36       16.57710                      476766.08    
3774444.36       15.11615                         
         476786.08    3774444.36       13.83722                      476806.08    
3774444.36       12.70571                         
         476826.08    3774444.36       11.69264                      476846.08    
3774444.36       10.81327                         
         476866.08    3774444.36       10.03414                      476886.08    
3774444.36        9.33783                         
         476906.08    3774444.36        8.71326                      476926.08    
3774444.36        8.15106                         
         476946.08    3774444.36        7.64331                      476966.08    
3774444.36        7.17532                         
         476986.08    3774444.36        6.75132                      477006.08    
3774444.36        6.37164                         
         477026.08    3774444.36        6.02453                      477046.08    
3774444.36        5.70635                         
         477066.08    3774444.36        5.41397                      477086.08    
3774444.36        5.13936                         
         477106.08    3774444.36        4.88668                      477126.08    
3774444.36        4.65740                         
         477146.08    3774444.36        4.44480                      477166.08    
3774444.36        4.24726                         
         477186.08    3774444.36        4.06339                      477206.08    
3774444.36        3.89193                         
         477226.08    3774444.36        4.51835                      477246.08    
3774444.36        4.50081                         
         477266.08    3774444.36        4.34979                      477286.08    
3774444.36        4.19849                         
         477306.08    3774444.36        4.05543                      477326.08    
3774444.36        3.95472                         
         477346.08    3774444.36        3.85301                      477366.08    
3774444.36        3.73075                         
         477386.08    3774444.36        3.61458                      477406.08    
3774444.36        3.50411                         
         477426.08    3774444.36        3.39896                      477446.08    
3774444.36        3.29879                         
         477466.08    3774444.36        3.20329                      477486.08    
3774444.36        3.11217                         
         477506.08    3774444.36        3.03283                      477526.08    
3774444.36        2.96277                         
         475946.08    3774464.36        3.34551                      475966.08    
3774464.36        3.54698                         
         475986.08    3774464.36        3.77464                      476006.08    
3774464.36        4.01831                         
         476026.08    3774464.36        4.28565                      476046.08    
3774464.36        4.58153                         
         476066.08    3774464.36        4.91087                      476086.08    
3774464.36        5.27893                         



         476106.08    3774464.36        5.69208                      476126.08    
3774464.36        6.15801                         
         476146.08    3774464.36        6.69400                      476166.08    
3774464.36        7.32424                         
         476186.08    3774464.36        8.02511                      476206.08    
3774464.36        8.82816                         
         476226.08    3774464.36        9.76001                      476246.08    
3774464.36       10.84810                         
         476266.08    3774464.36       12.14404                      476286.08    
3774464.36       13.71990                         
         476306.08    3774464.36       15.54873                      476326.08    
3774464.36       17.71391                         
         476346.08    3774464.36       20.28300                      476366.08    
3774464.36       23.30880                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  86
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774464.36       26.79930                      476406.08    
3774464.36       30.66973                         
         476426.08    3774464.36       34.90366                      476446.08    
3774464.36       38.86885                         
         476466.08    3774464.36       41.83628                      476486.08    
3774464.36       43.48879                         
         476506.08    3774464.36       43.56551                      476526.08    



3774464.36       42.08772                         
         476546.08    3774464.36       39.38578                      476566.08    
3774464.36       35.86234                         
         476586.08    3774464.36       32.27822                      476606.08    
3774464.36       28.90173                         
         476626.08    3774464.36       25.90224                      476646.08    
3774464.36       23.30185                         
         476666.08    3774464.36       21.05322                      476686.08    
3774464.36       19.08946                         
         476706.08    3774464.36       17.35040                      476726.08    
3774464.36       15.86363                         
         476746.08    3774464.36       14.55973                      476766.08    
3774464.36       13.40429                         
         476786.08    3774464.36       12.37669                      476806.08    
3774464.36       11.45275                         
         476826.08    3774464.36       10.61205                      476846.08    
3774464.36        9.87572                         
         476866.08    3774464.36        9.21629                      476886.08    
3774464.36        8.62079                         
         476906.08    3774464.36        8.08155                      476926.08    
3774464.36        7.59195                         
         476946.08    3774464.36        7.14628                      476966.08    
3774464.36        6.73166                         
         476986.08    3774464.36        6.35379                      477006.08    
3774464.36        6.01401                         
         477026.08    3774464.36        5.70165                      477046.08    
3774464.36        5.41388                         
         477066.08    3774464.36        5.14821                      477086.08    
3774464.36        4.89722                         
         477106.08    3774464.36        4.66544                      477126.08    
3774464.36        4.45463                         
         477146.08    3774464.36        4.25848                      477166.08    
3774464.36        4.07566                         
         477186.08    3774464.36        3.90496                      477206.08    
3774464.36        3.74535                         
         477226.08    3774464.36        4.25758                      477246.08    
3774464.36        4.22974                         
         477266.08    3774464.36        4.09398                      477286.08    
3774464.36        3.95865                         
         477306.08    3774464.36        3.83024                      477326.08    
3774464.36        3.73591                         
         477346.08    3774464.36        3.64139                      477366.08    
3774464.36        3.53117                         
         477386.08    3774464.36        3.42614                      477406.08    
3774464.36        3.32598                         
         477426.08    3774464.36        3.23039                      477446.08    
3774464.36        3.13910                         
         477466.08    3774464.36        3.05184                      477486.08    
3774464.36        2.96839                         
         477506.08    3774464.36        2.90983                      477526.08    



3774464.36        2.85002                         
         475946.08    3774484.36        3.26026                      475966.08    
3774484.36        3.45274                         
         475986.08    3774484.36        3.67026                      476006.08    
3774484.36        3.90135                         
         476026.08    3774484.36        4.15414                      476046.08    
3774484.36        4.43354                         
         476066.08    3774484.36        4.74344                      476086.08    
3774484.36        5.08843                         
         476106.08    3774484.36        5.47394                      476126.08    
3774484.36        5.90651                         
         476146.08    3774484.36        6.40122                      476166.08    
3774484.36        6.97900                         
         476186.08    3774484.36        7.61632                      476206.08    
3774484.36        8.33975                         
         476226.08    3774484.36        9.17005                      476246.08    
3774484.36       10.12694                         
         476266.08    3774484.36       11.24967                      476286.08    
3774484.36       12.59243                         
         476306.08    3774484.36       14.10725                      476326.08    
3774484.36       15.84968                         
         476346.08    3774484.36       17.85088                      476366.08    
3774484.36       20.11447                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  87
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC



 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774484.36       22.60771                      476406.08    
3774484.36       25.23835                         
         476426.08    3774484.36       27.98734                      476446.08    
3774484.36       30.45515                         
         476466.08    3774484.36       32.24358                      476486.08    
3774484.36       33.21869                         
         476506.08    3774484.36       33.24491                      476526.08    
3774484.36       32.33502                         
         476546.08    3774484.36       30.66190                      476566.08    
3774484.36       28.41981                         
         476586.08    3774484.36       26.04444                      476606.08    
3774484.36       23.69810                         
         476626.08    3774484.36       21.52425                      476646.08    
3774484.36       19.58127                         
         476666.08    3774484.36       17.87175                      476686.08    
3774484.36       16.35774                         
         476706.08    3774484.36       14.99906                      476726.08    
3774484.36       13.83136                         
         476746.08    3774484.36       12.79850                      476766.08    
3774484.36       11.87437                         
         476786.08    3774484.36       11.04405                      476806.08    
3774484.36       10.28883                         
         476826.08    3774484.36        9.59295                      476846.08    
3774484.36        8.97896                         
         476866.08    3774484.36        8.42413                      476886.08    
3774484.36        7.91850                         
         476906.08    3774484.36        7.45671                      476926.08    
3774484.36        7.03406                         
         476946.08    3774484.36        6.64646                      476966.08    
3774484.36        6.28259                         
         476986.08    3774484.36        5.94901                      477006.08    
3774484.36        5.64780                         
         477026.08    3774484.36        5.36936                      477046.08    
3774484.36        5.11151                         
         477066.08    3774484.36        4.87232                      477086.08    
3774484.36        4.64497                         
         477106.08    3774484.36        4.43423                      477126.08    
3774484.36        4.24207                         
         477146.08    3774484.36        4.06263                      477166.08    
3774484.36        3.89480                         
         477186.08    3774484.36        3.73762                      477206.08    
3774484.36        4.14253                         
         477226.08    3774484.36        4.07716                      477246.08    
3774484.36        3.95478                         
         477266.08    3774484.36        3.83110                      477286.08    
3774484.36        3.71160                         
         477306.08    3774484.36        3.59777                      477326.08    
3774484.36        3.50998                         



         477346.08    3774484.36        3.42277                      477366.08    
3774484.36        3.32463                         
         477386.08    3774484.36        3.23080                      477406.08    
3774484.36        3.14104                         
         477426.08    3774484.36        3.05512                      477446.08    
3774484.36        2.97282                         
         477466.08    3774484.36        2.89395                      477486.08    
3774484.36        2.81833                         
         477506.08    3774484.36        2.76397                      477526.08    
3774484.36        2.70840                         
         475946.08    3774504.36        3.17562                      475966.08    
3774504.36        3.35829                         
         475986.08    3774504.36        3.56269                      476006.08    
3774504.36        3.78326                         
         476026.08    3774504.36        4.02394                      476046.08    
3774504.36        4.28717                         
         476066.08    3774504.36        4.57804                      476086.08    
3774504.36        4.90048                         
         476106.08    3774504.36        5.25908                      476126.08    
3774504.36        5.65927                         
         476146.08    3774504.36        6.11413                      476166.08    
3774504.36        6.64160                         
         476186.08    3774504.36        7.21837                      476206.08    
3774504.36        7.86667                         
         476226.08    3774504.36        8.60226                      476246.08    
3774504.36        9.43863                         
         476266.08    3774504.36       10.40065                      476286.08    
3774504.36       11.52201                         
         476306.08    3774504.36       12.77883                      476326.08    
3774504.36       14.18807                         
         476346.08    3774504.36       15.74732                      476366.08    
3774504.36       17.45118                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  88
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774504.36       19.25877                      476406.08    
3774504.36       21.09391                         
         476426.08    3774504.36       22.94832                      476446.08    
3774504.36       24.56028                         
         476466.08    3774504.36       25.69727                      476486.08    
3774504.36       26.30627                         
         476506.08    3774504.36       26.31574                      476526.08    
3774504.36       25.73318                         
         476546.08    3774504.36       24.65031                      476566.08    
3774504.36       23.15989                         
         476586.08    3774504.36       21.52740                      476606.08    
3774504.36       19.85066                         
         476626.08    3774504.36       18.23641                      476646.08    
3774504.36       16.74597                         
         476666.08    3774504.36       15.40309                      476686.08    
3774504.36       14.19573                         
         476706.08    3774504.36       13.10187                      476726.08    
3774504.36       12.15526                         
         476746.08    3774504.36       11.31407                      476766.08    
3774504.36       10.55801                         
         476786.08    3774504.36        9.87521                      476806.08    
3774504.36        9.25013                         
         476826.08    3774504.36        8.66955                      476846.08    
3774504.36        8.15468                         
         476866.08    3774504.36        7.68640                      476886.08    
3774504.36        7.25673                         
         476906.08    3774504.36        6.86164                      476926.08    
3774504.36        6.49766                         
         476946.08    3774504.36        6.16172                      476966.08    
3774504.36        5.84382                         
         476986.08    3774504.36        5.55081                      477006.08    
3774504.36        5.28521                         
         477026.08    3774504.36        5.03842                      477046.08    
3774504.36        4.80876                         
         477066.08    3774504.36        4.59473                      477086.08    
3774504.36        4.39010                         
         477106.08    3774504.36        4.19969                      477126.08    
3774504.36        4.02565                         
         477146.08    3774504.36        3.86253                      477166.08    



3774504.36        3.70944                         
         477186.08    3774504.36        3.56560                      477206.08    
3774504.36        3.90227                         
         477226.08    3774504.36        3.79150                      477246.08    
3774504.36        3.67720                         
         477266.08    3774504.36        3.56799                      477286.08    
3774504.36        3.46360                         
         477306.08    3774504.36        3.36377                      477326.08    
3774504.36        3.28241                         
         477346.08    3774504.36        3.20237                      477366.08    
3774504.36        3.11591                         
         477386.08    3774504.36        3.03296                      477406.08    
3774504.36        2.95334                         
         477426.08    3774504.36        2.87689                      477446.08    
3774504.36        2.80344                         
         477466.08    3774504.36        2.73284                      477486.08    
3774504.36        2.66496                         
         477506.08    3774504.36        2.61367                      477526.08    
3774504.36        2.56175                         
         475946.08    3774524.36        3.09176                      475966.08    
3774524.36        3.26382                         
         475986.08    3774524.36        3.45181                      476006.08    
3774524.36        3.66398                         
         476026.08    3774524.36        3.89537                      476046.08    
3774524.36        4.14279                         
         476066.08    3774524.36        4.41510                      476086.08    
3774524.36        4.71561                         
         476106.08    3774524.36        5.04815                      476126.08    
3774524.36        5.41711                         
         476146.08    3774524.36        5.83378                      476166.08    
3774524.36        6.31337                         
         476186.08    3774524.36        6.83303                      476206.08    
3774524.36        7.41123                         
         476226.08    3774524.36        8.05965                      476246.08    
3774524.36        8.78698                         
         476266.08    3774524.36        9.60245                      476286.08    
3774524.36       10.51610                         
         476306.08    3774524.36       11.56649                      476326.08    
3774524.36       12.72038                         
         476346.08    3774524.36       13.93952                      476366.08    
3774524.36       15.23345                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  89
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   



VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774524.36       16.56487                      476406.08    
3774524.36       17.87616                         
         476426.08    3774524.36       19.16827                      476446.08    
3774524.36       20.26368                         
         476466.08    3774524.36       21.01927                      476486.08    
3774524.36       21.41834                         
         476506.08    3774524.36       21.42151                      476526.08    
3774524.36       21.03334                         
         476546.08    3774524.36       20.30503                      476566.08    
3774524.36       19.28020                         
         476586.08    3774524.36       18.12752                      476606.08    
3774524.36       16.90500                         
         476626.08    3774524.36       15.68833                      476646.08    
3774524.36       14.52957                         
         476666.08    3774524.36       13.45794                      476686.08    
3774524.36       12.47580                         
         476706.08    3774524.36       11.57461                      476726.08    
3774524.36       10.78707                         
         476746.08    3774524.36       10.08360                      476766.08    
3774524.36        9.44930                         
         476786.08    3774524.36        8.87498                      476806.08    
3774524.36        8.34769                         
         476826.08    3774524.36        7.85598                      476846.08    
3774524.36        7.41857                         
         476866.08    3774524.36        7.01925                      476886.08    
3774524.36        6.65126                         
         476906.08    3774524.36        6.31135                      476926.08    
3774524.36        5.99672                         
         476946.08    3774524.36        5.70495                      476966.08    
3774524.36        5.42709                         



         476986.08    3774524.36        5.16985                      477006.08    
3774524.36        4.93590                         
         477026.08    3774524.36        4.71755                      477046.08    
3774524.36        4.51350                         
         477066.08    3774524.36        4.32254                      477086.08    
3774524.36        4.13899                         
         477106.08    3774524.36        3.96760                      477126.08    
3774524.36        3.81056                         
         477146.08    3774524.36        3.66288                      477166.08    
3774524.36        3.52382                         
         477186.08    3774524.36        3.39276                      477206.08    
3774524.36        3.60326                         
         477226.08    3774524.36        3.50308                      477246.08    
3774524.36        3.40486                         
         477266.08    3774524.36        3.31063                      477286.08    
3774524.36        3.22018                         
         477306.08    3774524.36        3.13334                      477326.08    
3774524.36        3.05809                         
         477346.08    3774524.36        2.98484                      477366.08    
3774524.36        2.90934                         
         477386.08    3774524.36        2.83664                      477406.08    
3774524.36        2.76663                         
         477426.08    3774524.36        2.69918                      477446.08    
3774524.36        2.63417                         
         477466.08    3774524.36        2.57150                      477486.08    
3774524.36        2.51107                         
         477506.08    3774524.36        2.46281                      477526.08    
3774524.36        2.41446                         
         475946.08    3774544.36        3.00880                      475966.08    
3774544.36        3.17215                         
         475986.08    3774544.36        3.34959                      476006.08    
3774544.36        3.55040                         
         476026.08    3774544.36        3.76863                      476046.08    
3774544.36        4.00064                         
         476066.08    3774544.36        4.25492                      476086.08    
3774544.36        4.53422                         
         476106.08    3774544.36        4.84164                      476126.08    
3774544.36        5.18068                         
         476146.08    3774544.36        5.56099                      476166.08    
3774544.36        5.99541                         
         476186.08    3774544.36        6.46173                      476206.08    
3774544.36        6.97525                         
         476226.08    3774544.36        7.54446                      476246.08    
3774544.36        8.17449                         
         476266.08    3774544.36        8.86974                      476286.08    
3774544.36        9.63302                         
         476306.08    3774544.36       10.49976                      476326.08    
3774544.36       11.43137                         
         476346.08    3774544.36       12.38997                      476366.08    
3774544.36       13.38274                         



� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  90
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774544.36       14.37908                      476406.08    
3774544.36       15.33680                         
         476426.08    3774544.36       16.26264                      476446.08    
3774544.36       17.03221                         
         476466.08    3774544.36       17.55336                      476486.08    
3774544.36       17.82560                         
         476506.08    3774544.36       17.82623                      476526.08    
3774544.36       17.55811                         
         476546.08    3774544.36       17.05132                      476566.08    
3774544.36       16.32567                         
         476586.08    3774544.36       15.49277                      476606.08    
3774544.36       14.58627                         
         476626.08    3774544.36       13.65870                      476646.08    
3774544.36       12.75056                         
         476666.08    3774544.36       11.88913                      476686.08    
3774544.36       11.08275                         
         476706.08    3774544.36       10.33095                      476726.08    
3774544.36        9.66520                         
         476746.08    3774544.36        9.06566                      476766.08    
3774544.36        8.52245                         
         476786.08    3774544.36        8.02916                      476806.08    



3774544.36        7.57545                         
         476826.08    3774544.36        7.15163                      476846.08    
3774544.36        6.77381                         
         476866.08    3774544.36        6.42825                      476886.08    
3774544.36        6.10912                         
         476906.08    3774544.36        5.81360                      476926.08    
3774544.36        5.53930                         
         476946.08    3774544.36        5.28414                      476966.08    
3774544.36        5.04010                         
         476986.08    3774544.36        4.81343                      477006.08    
3774544.36        4.60676                         
         477026.08    3774544.36        4.41321                      477046.08    
3774544.36        4.23172                         
         477066.08    3774544.36        4.06130                      477086.08    
3774544.36        3.89675                         
         477106.08    3774544.36        3.74263                      477126.08    
3774544.36        3.60112                         
         477146.08    3774544.36        3.46763                      477166.08    
3774544.36        3.34158                         
         477186.08    3774544.36        3.22243                      477206.08    
3774544.36        3.31975                         
         477226.08    3774544.36        3.22897                      477246.08    
3774544.36        3.14490                         
         477266.08    3774544.36        3.06393                      477286.08    
3774544.36        2.98594                         
         477306.08    3774544.36        2.91080                      477326.08    
3774544.36        2.84118                         
         477346.08    3774544.36        2.77418                      477366.08    
3774544.36        2.70865                         
         477386.08    3774544.36        2.64534                      477406.08    
3774544.36        2.58417                         
         477426.08    3774544.36        2.52504                      477446.08    
3774544.36        2.46789                         
         477466.08    3774544.36        2.41263                      477486.08    
3774544.36        2.35919                         
         477506.08    3774544.36        2.31384                      477526.08    
3774544.36        2.26892                         
         475946.08    3774564.36        2.92682                      475966.08    
3774564.36        3.08175                         
         475986.08    3774564.36        3.24956                      476006.08    
3774564.36        3.43889                         
         476026.08    3774564.36        3.64389                      476046.08    
3774564.36        3.86094                         
         476066.08    3774564.36        4.09778                      476086.08    
3774564.36        4.35663                         
         476106.08    3774564.36        4.63998                      476126.08    
3774564.36        4.95054                         
         476146.08    3774564.36        5.29651                      476166.08    
3774564.36        5.68870                         
         476186.08    3774564.36        6.10568                      476206.08    



3774564.36        6.56017                         
         476226.08    3774564.36        7.05824                      476246.08    
3774564.36        7.60251                         
         476266.08    3774564.36        8.19457                      476286.08    
3774564.36        8.83433                         
         476306.08    3774564.36        9.54914                      476326.08    
3774564.36       10.30275                         
         476346.08    3774564.36       11.06177                      476366.08    
3774564.36       11.83182                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  91
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774564.36       12.58889                      476406.08    
3774564.36       13.30246                         
         476426.08    3774564.36       13.98229                      476446.08    
3774564.36       14.53855                         
         476466.08    3774564.36       14.90952                      476486.08    
3774564.36       15.10162                         
         476506.08    3774564.36       15.10120                      476526.08    
3774564.36       14.91009                         
         476546.08    3774564.36       14.54682                      476566.08    
3774564.36       14.01939                         
         476586.08    3774564.36       13.40470                      476606.08    
3774564.36       12.72186                         



         476626.08    3774564.36       12.00709                      476646.08    
3774564.36       11.29062                         
         476666.08    3774564.36       10.59523                      476686.08    
3774564.36        9.93058                         
         476706.08    3774564.36        9.30000                      476726.08    
3774564.36        8.73293                         
         476746.08    3774564.36        8.21656                      476766.08    
3774564.36        7.74514                         
         476786.08    3774564.36        7.31491                      476806.08    
3774564.36        6.91810                         
         476826.08    3774564.36        6.54687                      476846.08    
3774564.36        6.21515                         
         476866.08    3774564.36        5.91141                      476886.08    
3774564.36        5.63063                         
         476906.08    3774564.36        5.37034                      476926.08    
3774564.36        5.12842                         
         476946.08    3774564.36        4.90302                      476966.08    
3774564.36        4.68694                         
         476986.08    3774564.36        4.48580                      477006.08    
3774564.36        4.30208                         
         477026.08    3774564.36        4.12964                      477046.08    
3774564.36        3.96754                         
         477066.08    3774564.36        3.81496                      477086.08    
3774564.36        3.66712                         
         477106.08    3774564.36        3.52831                      477126.08    
3774564.36        3.40064                         
         477146.08    3774564.36        3.27990                      477166.08    
3774564.36        3.16561                         
         477186.08    3774564.36        3.05731                      477206.08    
3774564.36        3.05594                         
         477226.08    3774564.36        2.97325                      477246.08    
3774564.36        2.90122                         
         477266.08    3774564.36        2.83167                      477286.08    
3774564.36        2.76448                         
         477306.08    3774564.36        2.69954                      477326.08    
3774564.36        2.63498                         
         477346.08    3774564.36        2.57358                      477366.08    
3774564.36        2.51687                         
         477386.08    3774564.36        2.46193                      477406.08    
3774564.36        2.40869                         
         477426.08    3774564.36        2.35708                      477446.08    
3774564.36        2.30705                         
         477466.08    3774564.36        2.25854                      477486.08    
3774564.36        2.21151                         
         477506.08    3774564.36        2.16889                      477526.08    
3774564.36        2.12718                         
         475946.08    3774584.36        2.84587                      475966.08    
3774584.36        2.99256                         
         475986.08    3774584.36        3.15097                      476006.08    
3774584.36        3.32912                         



         476026.08    3774584.36        3.52128                      476046.08    
3774584.36        3.72386                         
         476066.08    3774584.36        3.94390                      476086.08    
3774584.36        4.18318                         
         476106.08    3774584.36        4.44360                      476126.08    
3774584.36        4.72724                         
         476146.08    3774584.36        5.04103                      476166.08    
3774584.36        5.39406                         
         476186.08    3774584.36        5.76584                      476206.08    
3774584.36        6.16702                         
         476226.08    3774584.36        6.60187                      476246.08    
3774584.36        7.07130                         
         476266.08    3774584.36        7.57519                      476286.08    
3774584.36        8.11184                         
         476306.08    3774584.36        8.70292                      476326.08    
3774584.36        9.31559                         
         476346.08    3774584.36        9.92127                      476366.08    
3774584.36       10.52515                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  92
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774584.36       11.10883                      476406.08    
3774584.36       11.65019                         
         476426.08    3774584.36       12.16023                      476446.08    



3774584.36       12.57231                         
         476466.08    3774584.36       12.84358                      476486.08    
3774584.36       12.98305                         
         476506.08    3774584.36       12.98222                      476526.08    
3774584.36       12.84228                         
         476546.08    3774584.36       12.57508                      476566.08    
3774584.36       12.18273                         
         476586.08    3774584.36       11.72016                      476606.08    
3774584.36       11.19791                         
         476626.08    3774584.36       10.64110                      476646.08    
3774584.36       10.07193                         
         476666.08    3774584.36        9.50840                      476686.08    
3774584.36        8.95936                         
         476706.08    3774584.36        8.42937                      476726.08    
3774584.36        7.94512                         
         476746.08    3774584.36        7.49844                      476766.08    
3774584.36        7.08658                         
         476786.08    3774584.36        6.70794                      476806.08    
3774584.36        6.35705                         
         476826.08    3774584.36        6.02790                      476846.08    
3774584.36        5.73277                         
         476866.08    3774584.36        5.46211                      476886.08    
3774584.36        5.21169                         
         476906.08    3774584.36        4.97939                      476926.08    
3774584.36        4.76335                         
         476946.08    3774584.36        4.56194                      476966.08    
3774584.36        4.36869                         
         476986.08    3774584.36        4.18857                      477006.08    
3774584.36        4.02387                         
         477026.08    3774584.36        3.86908                      477046.08    
3774584.36        3.72335                         
         477066.08    3774584.36        3.58597                      477086.08    
3774584.36        3.45255                         
         477106.08    3774584.36        3.32705                      477126.08    
3774584.36        3.21147                         
         477146.08    3774584.36        3.10196                      477166.08    
3774584.36        2.99809                         
         477186.08    3774584.36        2.89949                      477206.08    
3774584.36        2.81444                         
         477226.08    3774584.36        2.73852                      477246.08    
3774584.36        2.67645                         
         477266.08    3774584.36        2.61642                      477286.08    
3774584.36        2.55832                         
         477306.08    3774584.36        2.50207                      477326.08    
3774584.36        2.44193                         
         477346.08    3774584.36        2.38542                      477366.08    
3774584.36        2.33633                         
         477386.08    3774584.36        2.28865                      477406.08    
3774584.36        2.24233                         
         477426.08    3774584.36        2.19734                      477446.08    



3774584.36        2.15362                         
         477466.08    3774584.36        2.11112                      477486.08    
3774584.36        2.06982                         
         477506.08    3774584.36        2.02973                      477526.08    
3774584.36        1.99095                         
         475946.08    3774604.36        2.76599                      475966.08    
3774604.36        2.90465                         
         475986.08    3774604.36        3.05390                      476006.08    
3774604.36        3.22120                         
         476026.08    3774604.36        3.40095                      476046.08    
3774604.36        3.58960                         
         476066.08    3774604.36        3.79355                      476086.08    
3774604.36        4.01417                         
         476106.08    3774604.36        4.25291                      476126.08    
3774604.36        4.51128                         
         476146.08    3774604.36        4.79516                      476166.08    
3774604.36        5.11217                         
         476186.08    3774604.36        5.44292                      476206.08    
3774604.36        5.79638                         
         476226.08    3774604.36        6.17551                      476246.08    
3774604.36        6.58018                         
         476266.08    3774604.36        7.00925                      476286.08    
3774604.36        7.46025                         
         476306.08    3774604.36        7.95082                      476326.08    
3774604.36        8.45176                         
         476346.08    3774604.36        8.93902                      476366.08    
3774604.36        9.41772                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  93
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     



                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774604.36        9.87388                      476406.08    
3774604.36       10.29139                         
         476426.08    3774604.36       10.68139                      476446.08    
3774604.36       10.99324                         
         476466.08    3774604.36       11.19625                      476486.08    
3774604.36       11.30001                         
         476506.08    3774604.36       11.29905                      476526.08    
3774604.36       11.19415                         
         476546.08    3774604.36       10.99317                      476566.08    
3774604.36       10.69528                         
         476586.08    3774604.36       10.34093                      476606.08    
3774604.36        9.93565                         
         476626.08    3774604.36        9.49708                      476646.08    
3774604.36        9.04147                         
         476666.08    3774604.36        8.58270                      476686.08    
3774604.36        8.12811                         
         476706.08    3774604.36        7.68215                      476726.08    
3774604.36        7.26842                         
         476746.08    3774604.36        6.88166                      476766.08    
3774604.36        6.52101                         
         476786.08    3774604.36        6.18642                      476806.08    
3774604.36        5.87429                         
         476826.08    3774604.36        5.58020                      476846.08    
3774604.36        5.31522                         
         476866.08    3774604.36        5.07154                      476886.08    
3774604.36        4.84572                         
         476906.08    3774604.36        4.63603                      476926.08    
3774604.36        4.44090                         
         476946.08    3774604.36        4.25890                      476966.08    
3774604.36        4.08427                         
         476986.08    3774604.36        3.92140                      477006.08    
3774604.36        3.77233                         
         477026.08    3774604.36        3.63215                      477046.08    
3774604.36        3.50010                         
         477066.08    3774604.36        3.37549                      477086.08    
3774604.36        3.25434                         
         477106.08    3774604.36        3.14024                      477126.08    
3774604.36        3.03506                         
         477146.08    3774604.36        2.93527                      477166.08    
3774604.36        2.84051                         
         477186.08    3774604.36        2.75042                      477206.08    
3774604.36        2.59640                         
         477226.08    3774604.36        2.52606                      477246.08    
3774604.36        2.47198                         



         477266.08    3774604.36        2.41966                      477286.08    
3774604.36        2.36901                         
         477306.08    3774604.36        2.31994                      477326.08    
3774604.36        2.26361                         
         477346.08    3774604.36        2.21129                      477366.08    
3774604.36        2.16858                         
         477386.08    3774604.36        2.12705                      477406.08    
3774604.36        2.08665                         
         477426.08    3774604.36        2.04734                      477446.08    
3774604.36        2.00908                         
         477466.08    3774604.36        1.97097                      477486.08    
3774604.36        1.93240                         
         477506.08    3774604.36        1.89600                      477526.08    
3774604.36        1.86158                         
         475946.08    3774624.36        2.68725                      475966.08    
3774624.36        2.81808                         
         475986.08    3774624.36        2.95844                      476006.08    
3774624.36        3.11526                         
         476026.08    3774624.36        3.28306                      476046.08    
3774624.36        3.45836                         
         476066.08    3774624.36        3.64696                      476086.08    
3774624.36        3.84992                         
         476106.08    3774624.36        4.06829                      476126.08    
3774624.36        4.30311                         
         476146.08    3774624.36        4.55939                      476166.08    
3774624.36        4.84355                         
         476186.08    3774624.36        5.13732                      476206.08    
3774624.36        5.44838                         
         476226.08    3774624.36        5.77878                      476246.08    
3774624.36        6.12773                         
         476266.08    3774624.36        6.49361                      476286.08    
3774624.36        6.87366                         
         476306.08    3774624.36        7.28257                      476326.08    
3774624.36        7.69470                         
         476346.08    3774624.36        8.08991                      476366.08    
3774624.36        8.47336                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  94
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 



                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774624.36        8.83439                      476406.08    
3774624.36        9.16120                         
         476426.08    3774624.36        9.46449                      476446.08    
3774624.36        9.70494                         
         476466.08    3774624.36        9.85994                      476486.08    
3774624.36        9.93878                         
         476506.08    3774624.36        9.93780                      476526.08    
3774624.36        9.85756                         
         476546.08    3774624.36        9.70417                      476566.08    
3774624.36        9.47740                         
         476586.08    3774624.36        9.19785                      476606.08    
3774624.36        8.87842                         
         476626.08    3774624.36        8.52918                      476646.08    
3774624.36        8.16148                         
         476666.08    3774624.36        7.78596                      476686.08    
3774624.36        7.40838                         
         476706.08    3774624.36        7.03256                      476726.08    
3774624.36        6.67904                         
         476746.08    3774624.36        6.34426                      476766.08    
3774624.36        6.02845                         
         476786.08    3774624.36        5.73252                      476806.08    
3774624.36        5.45423                         
         476826.08    3774624.36        5.19044                      476846.08    
3774624.36        4.95130                         
         476866.08    3774624.36        4.73048                      476886.08    
3774624.36        4.52528                         
         476906.08    3774624.36        4.33437                      476926.08    
3774624.36        4.15600                         
         476946.08    3774624.36        3.98859                      476966.08    
3774624.36        3.83024                         
         476986.08    3774624.36        3.68251                      477006.08    
3774624.36        3.54634                         
         477026.08    3774624.36        3.41825                      477046.08    
3774624.36        3.29718                         
         477066.08    3774624.36        3.18219                      477086.08    



3774624.36        3.07211                         
         477106.08    3774624.36        2.96841                      477126.08    
3774624.36        2.87207                         
         477146.08    3774624.36        2.78061                      477166.08    
3774624.36        2.69370                         
         477186.08    3774624.36        2.61100                      477206.08    
3774624.36        2.40181                         
         477226.08    3774624.36        2.33597                      477246.08    
3774624.36        2.28813                         
         477266.08    3774624.36        2.24192                      477286.08    
3774624.36        2.19723                         
         477306.08    3774624.36        2.15395                      477326.08    
3774624.36        2.10082                         
         477346.08    3774624.36        2.05202                      477366.08    
3774624.36        2.01455                         
         477386.08    3774624.36        1.97810                      477406.08    
3774624.36        1.94263                         
         477426.08    3774624.36        1.90809                      477446.08    
3774624.36        1.87444                         
         477466.08    3774624.36        1.83938                      477486.08    
3774624.36        1.80060                         
         477506.08    3774624.36        1.76920                      477526.08    
3774624.36        1.74007                         
         475946.08    3774644.36        2.60969                      475966.08    
3774644.36        2.73292                         
         475986.08    3774644.36        2.86470                      476006.08    
3774644.36        3.01142                         
         476026.08    3774644.36        3.16777                      476046.08    
3774644.36        3.33033                         
         476066.08    3774644.36        3.50440                      476086.08    
3774644.36        3.69074                         
         476106.08    3774644.36        3.89009                      476126.08    
3774644.36        4.10312                         
         476146.08    3774644.36        4.33411                      476166.08    
3774644.36        4.58847                         
         476186.08    3774644.36        4.84915                      476206.08    
3774644.36        5.12277                         
         476226.08    3774644.36        5.41077                      476246.08    
3774644.36        5.71201                         
         476266.08    3774644.36        6.02465                      476286.08    
3774644.36        6.34598                         
         476306.08    3774644.36        6.68845                      476326.08    
3774644.36        7.02968                         
         476346.08    3774644.36        7.35284                      476366.08    
3774644.36        7.66304                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   



                                   PAGE  95
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774644.36        7.95215                      476406.08    
3774644.36        8.21144                         
         476426.08    3774644.36        8.45088                      476446.08    
3774644.36        8.63936                         
         476466.08    3774644.36        8.75980                      476486.08    
3774644.36        8.82079                         
         476506.08    3774644.36        8.81986                      476526.08    
3774644.36        8.75738                         
         476546.08    3774644.36        8.63673                      476566.08    
3774644.36        8.46415                         
         476586.08    3774644.36        8.24022                      476606.08    
3774644.36        7.98426                         
         476626.08    3774644.36        7.70318                      476646.08    
3774644.36        7.40394                         
         476666.08    3774644.36        7.09468                      476686.08    
3774644.36        6.77980                         
         476706.08    3774644.36        6.46237                      476726.08    
3774644.36        6.16009                         
         476746.08    3774644.36        5.87039                      476766.08    
3774644.36        5.59404                         
         476786.08    3774644.36        5.33244                      476806.08    
3774644.36        5.08428                         
         476826.08    3774644.36        4.84739                      476846.08    
3774644.36        4.63111                         
         476866.08    3774644.36        4.43034                      476886.08    
3774644.36        4.24304                         



         476906.08    3774644.36        4.06826                      476926.08    
3774644.36        3.90367                         
         476946.08    3774644.36        3.74663                      476966.08    
3774644.36        3.60308                         
         476986.08    3774644.36        3.46933                      477006.08    
3774644.36        3.34391                         
         477026.08    3774644.36        3.22591                      477046.08    
3774644.36        3.11361                         
         477066.08    3774644.36        3.00509                      477086.08    
3774644.36        2.90525                         
         477106.08    3774644.36        2.81139                      477126.08    
3774644.36        2.72254                         
         477146.08    3774644.36        2.63818                      477166.08    
3774644.36        2.55797                         
         477186.08    3774644.36        2.48162                      477206.08    
3774644.36        2.22972                         
         477226.08    3774644.36        2.16748                      477246.08    
3774644.36        2.12441                         
         477266.08    3774644.36        2.08291                      477286.08    
3774644.36        2.04287                         
         477306.08    3774644.36        2.00416                      477326.08    
3774644.36        1.95371                         
         477346.08    3774644.36        1.90781                      477366.08    
3774644.36        1.87453                         
         477386.08    3774644.36        1.84219                      477406.08    
3774644.36        1.81073                         
         477426.08    3774644.36        1.78011                      477446.08    
3774644.36        1.75029                         
         477466.08    3774644.36        1.71826                      477486.08    
3774644.36        1.68107                         
         477506.08    3774644.36        1.65279                      477526.08    
3774644.36        1.62705                         
         475946.08    3774664.36        2.53339                      475966.08    
3774664.36        2.64928                         
         475986.08    3774664.36        2.77277                      476006.08    
3774664.36        2.90981                         
         476026.08    3774664.36        3.05524                      476046.08    
3774664.36        3.20573                         
         476066.08    3774664.36        3.36610                      476086.08    
3774664.36        3.53689                         
         476106.08    3774664.36        3.71857                      476126.08    
3774664.36        3.91156                         
         476146.08    3774664.36        4.11744                      476166.08    
3774664.36        4.33850                         
         476186.08    3774664.36        4.57356                      476206.08    
3774664.36        4.81899                         
         476226.08    3774664.36        5.07023                      476246.08    
3774664.36        5.33071                         
         476266.08    3774664.36        5.59856                      476286.08    
3774664.36        5.87127                         



         476306.08    3774664.36        6.15144                      476326.08    
3774664.36        6.43188                         
         476346.08    3774664.36        6.70817                      476366.08    
3774664.36        6.96351                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  96
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774664.36        7.19755                      476406.08    
3774664.36        7.40580                         
         476426.08    3774664.36        7.58844                      476446.08    
3774664.36        7.73506                         
         476466.08    3774664.36        7.84041                      476486.08    
3774664.36        7.89031                         
         476506.08    3774664.36        7.88943                      476526.08    
3774664.36        7.84001                         
         476546.08    3774664.36        7.74432                      476566.08    
3774664.36        7.60706                         
         476586.08    3774664.36        7.42780                      476606.08    
3774664.36        7.22141                         
         476626.08    3774664.36        6.99289                      476646.08    
3774664.36        6.74733                         
         476666.08    3774664.36        6.49098                      476686.08    
3774664.36        6.22716                         
         476706.08    3774664.36        5.95822                      476726.08    



3774664.36        5.69938                         
         476746.08    3774664.36        5.44863                      476766.08    
3774664.36        5.20693                         
         476786.08    3774664.36        4.97297                      476806.08    
3774664.36        4.75062                         
         476826.08    3774664.36        4.54149                      476846.08    
3774664.36        4.34645                         
         476866.08    3774664.36        4.16373                      476886.08    
3774664.36        3.99242                         
         476906.08    3774664.36        3.83194                      476926.08    
3774664.36        3.68025                         
         476946.08    3774664.36        3.53513                      476966.08    
3774664.36        3.40258                         
         476986.08    3774664.36        3.27889                      477006.08    
3774664.36        3.16262                         
         477026.08    3774664.36        3.05316                      477046.08    
3774664.36        2.94888                         
         477066.08    3774664.36        2.84807                      477086.08    
3774664.36        2.75551                         
         477106.08    3774664.36        2.66852                      477126.08    
3774664.36        2.58603                         
         477146.08    3774664.36        2.50769                      477166.08    
3774664.36        2.43320                         
         477186.08    3774664.36        2.36229                      477206.08    
3774664.36        2.07851                         
         477226.08    3774664.36        2.01917                      477246.08    
3774664.36        1.97968                         
         477266.08    3774664.36        1.94176                      477286.08    
3774664.36        1.90527                         
         477306.08    3774664.36        1.87009                      477326.08    
3774664.36        1.82186                         
         477346.08    3774664.36        1.77835                      477366.08    
3774664.36        1.74835                         
         477386.08    3774664.36        1.71925                      477406.08    
3774664.36        1.69100                         
         477426.08    3774664.36        1.66353                      477446.08    
3774664.36        1.63680                         
         477466.08    3774664.36        1.60727                      477486.08    
3774664.36        1.57148                         
         477506.08    3774664.36        1.54579                      477526.08    
3774664.36        1.52286                         
         475946.08    3774684.36        2.45841                      475966.08    
3774684.36        2.56723                         
         475986.08    3774684.36        2.68278                      476006.08    
3774684.36        2.81058                         
         476026.08    3774684.36        2.94564                      476046.08    
3774684.36        3.08473                         
         476066.08    3774684.36        3.23226                      476086.08    
3774684.36        3.38858                         
         476106.08    3774684.36        3.55397                      476126.08    



3774684.36        3.72862                         
         476146.08    3774684.36        3.91260                      476166.08    
3774684.36        4.10583                         
         476186.08    3774684.36        4.31714                      476206.08    
3774684.36        4.53620                         
         476226.08    3774684.36        4.75567                      476246.08    
3774684.36        4.98137                         
         476266.08    3774684.36        5.21155                      476286.08    
3774684.36        5.44391                         
         476306.08    3774684.36        5.67562                      476326.08    
3774684.36        5.90853                         
         476346.08    3774684.36        6.14476                      476366.08    
3774684.36        6.35606                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  97
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774684.36        6.54744                      476406.08    
3774684.36        6.71657                         
         476426.08    3774684.36        6.85865                      476446.08    
3774684.36        6.97479                         
         476466.08    3774684.36        7.06614                      476486.08    
3774684.36        7.10682                         
         476506.08    3774684.36        7.10601                      476526.08    
3774684.36        7.06637                         



         476546.08    3774684.36        6.98954                      476566.08    
3774684.36        6.87896                         
         476586.08    3774684.36        6.73366                      476606.08    
3774684.36        6.56544                         
         476626.08    3774684.36        6.37790                      476646.08    
3774684.36        6.17475                         
         476666.08    3774684.36        5.95936                      476686.08    
3774684.36        5.73666                         
         476706.08    3774684.36        5.50970                      476726.08    
3774684.36        5.28785                         
         476746.08    3774684.36        5.07059                      476766.08    
3774684.36        4.85920                         
         476786.08    3774684.36        4.65099                      476806.08    
3774684.36        4.45223                         
         476826.08    3774684.36        4.26672                      476846.08    
3774684.36        4.09082                         
         476866.08    3774684.36        3.92458                      476886.08    
3774684.36        3.76787                         
         476906.08    3774684.36        3.62036                      476926.08    
3774684.36        3.48043                         
         476946.08    3774684.36        3.34621                      476966.08    
3774684.36        3.22320                         
         476986.08    3774684.36        3.10817                      477006.08    
3774684.36        2.99987                         
         477026.08    3774684.36        2.89781                      477046.08    
3774684.36        2.80054                         
         477066.08    3774684.36        2.70651                      477086.08    
3774684.36        2.62007                         
         477106.08    3774684.36        2.53881                      477126.08    
3774684.36        2.46173                         
         477146.08    3774684.36        2.38854                      477166.08    
3774684.36        2.31894                         
         477186.08    3774684.36        2.25269                      477206.08    
3774684.36        1.94618                         
         477226.08    3774684.36        1.88920                      477246.08    
3774684.36        1.85238                         
         477266.08    3774684.36        1.81714                      477286.08    
3774684.36        1.78145                         
         477306.08    3774684.36        1.74375                      477326.08    
3774684.36        1.70105                         
         477346.08    3774684.36        1.66290                      477366.08    
3774684.36        1.63542                         
         477386.08    3774684.36        1.60884                      477406.08    
3774684.36        1.58308                         
         477426.08    3774684.36        1.55810                      477446.08    
3774684.36        1.53384                         
         477466.08    3774684.36        1.50635                      477486.08    
3774684.36        1.47179                         
         477506.08    3774684.36        1.44819                      477526.08    
3774684.36        1.42753                         



         475946.08    3774704.36        2.38484                      475966.08    
3774704.36        2.48687                         
         475986.08    3774704.36        2.59484                      476006.08    
3774704.36        2.71386                         
         476026.08    3774704.36        2.83912                      476046.08    
3774704.36        2.96750                         
         476066.08    3774704.36        3.10305                      476086.08    
3774704.36        3.24597                         
         476106.08    3774704.36        3.39639                      476126.08    
3774704.36        3.55435                         
         476146.08    3774704.36        3.71976                      476166.08    
3774704.36        3.89240                         
         476186.08    3774704.36        4.08014                      476206.08    
3774704.36        4.27338                         
         476226.08    3774704.36        4.46542                      476246.08    
3774704.36        4.66148                         
         476266.08    3774704.36        4.85992                      476286.08    
3774704.36        5.05874                         
         476306.08    3774704.36        5.25549                      476326.08    
3774704.36        5.45193                         
         476346.08    3774704.36        5.65001                      476366.08    
3774704.36        5.82561                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  98
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 



‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774704.36        5.98354                      476406.08    
3774704.36        6.12231                         
         476426.08    3774704.36        6.23829                      476446.08    
3774704.36        6.33288                         
         476466.08    3774704.36        6.40739                      476486.08    
3774704.36        6.44032                         
         476506.08    3774704.36        6.43957                      476526.08    
3774704.36        6.40738                         
         476546.08    3774704.36        6.34493                      476566.08    
3774704.36        6.25481                         
         476586.08    3774704.36        6.13579                      476606.08    
3774704.36        5.99732                         
         476626.08    3774704.36        5.84204                      476646.08    
3774704.36        5.67268                         
         476666.08    3774704.36        5.48857                      476686.08    
3774704.36        5.29855                         
         476706.08    3774704.36        5.10876                      476726.08    
3774704.36        4.91850                         
         476746.08    3774704.36        4.72994                      476766.08    
3774704.36        4.54492                         
         476786.08    3774704.36        4.36115                      476806.08    
3774704.36        4.18432                         
         476826.08    3774704.36        4.01801                      476846.08    
3774704.36        3.85918                         
         476866.08    3774704.36        3.70810                      476886.08    
3774704.36        3.56483                         
         476906.08    3774704.36        3.42928                      476926.08    
3774704.36        3.30014                         
         476946.08    3774704.36        3.17587                      476966.08    
3774704.36        3.06152                         
         476986.08    3774704.36        2.95430                      477006.08    
3774704.36        2.85314                         
         477026.08    3774704.36        2.75765                      477046.08    
3774704.36        2.66654                         
         477066.08    3774704.36        2.57846                      477086.08    
3774704.36        2.49736                         
         477106.08    3774704.36        2.42105                      477126.08    
3774704.36        2.34867                         
         477146.08    3774704.36        2.27991                      477166.08    
3774704.36        2.21453                         
         477186.08    3774704.36        2.15229                      477206.08    
3774704.36        1.83052                         
         477226.08    3774704.36        1.77554                      477246.08    
3774704.36        1.74072                         
         477266.08    3774704.36        1.70749                      477286.08    
3774704.36        1.66960                         
         477306.08    3774704.36        1.62015                      477326.08    
3774704.36        1.58788                         
         477346.08    3774704.36        1.56046                      477366.08    



3774704.36        1.53489                         
         477386.08    3774704.36        1.51022                      477406.08    
3774704.36        1.48639                         
         477426.08    3774704.36        1.46334                      477446.08    
3774704.36        1.44100                         
         477466.08    3774704.36        1.41516                      477486.08    
3774704.36        1.38167                         
         477506.08    3774704.36        1.35975                      477526.08    
3774704.36        1.34090                         
         475946.08    3774724.36        2.31277                      475966.08    
3774724.36        2.40830                         
         475986.08    3774724.36        2.50906                      476006.08    
3774724.36        2.61714                         
         476026.08    3774724.36        2.73180                      476046.08    
3774724.36        2.85357                         
         476066.08    3774724.36        2.97860                      476086.08    
3774724.36        3.10917                         
         476106.08    3774724.36        3.24589                      476126.08    
3774724.36        3.38871                         
         476146.08    3774724.36        3.53744                      476166.08    
3774724.36        3.69175                         
         476186.08    3774724.36        3.85870                      476206.08    
3774724.36        4.02941                         
         476226.08    3774724.36        4.19780                      476246.08    
3774724.36        4.36856                         
         476266.08    3774724.36        4.54023                      476286.08    
3774724.36        4.71106                         
         476306.08    3774724.36        4.87898                      476326.08    
3774724.36        5.04564                         
         476346.08    3774724.36        5.21286                      476366.08    
3774724.36        5.35991                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE  99
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774724.36        5.49136                      476406.08    
3774724.36        5.60628                         
         476426.08    3774724.36        5.70191                      476446.08    
3774724.36        5.77975                         
         476466.08    3774724.36        5.84120                      476486.08    
3774724.36        5.86814                         
         476506.08    3774724.36        5.86746                      476526.08    
3774724.36        5.84103                         
         476546.08    3774724.36        5.78972                      476566.08    
3774724.36        5.71550                         
         476586.08    3774724.36        5.61704                      476606.08    
3774724.36        5.50204                         
         476626.08    3774724.36        5.37241                      476646.08    
3774724.36        5.23019                         
         476666.08    3774724.36        5.07426                      476686.08    
3774724.36        4.91231                         
         476706.08    3774724.36        4.74995                      476726.08    
3774724.36        4.58575                         
         476746.08    3774724.36        4.42173                      476766.08    
3774724.36        4.25957                         
         476786.08    3774724.36        4.09728                      476806.08    
3774724.36        3.93997                         
         476826.08    3774724.36        3.79097                      476846.08    
3774724.36        3.64770                         
         476866.08    3774724.36        3.51055                      476886.08    
3774724.36        3.37972                         
         476906.08    3774724.36        3.25527                      476926.08    
3774724.36        3.13615                         
         476946.08    3774724.36        3.02109                      476966.08    
3774724.36        2.91476                         
         476986.08    3774724.36        2.81473                      477006.08    
3774724.36        2.72009                         
         477026.08    3774724.36        2.63057                      477046.08    
3774724.36        2.54503                         
         477066.08    3774724.36        2.46226                      477086.08    
3774724.36        2.38590                         
         477106.08    3774724.36        2.31398                      477126.08    
3774724.36        2.24572                         
         477146.08    3774724.36        2.18085                      477166.08    
3774724.36        1.86630                         



         477186.08    3774724.36        1.76749                      477206.08    
3774724.36        1.71817                         
         477226.08    3774724.36        1.67608                      477246.08    
3774724.36        1.64281                         
         477266.08    3774724.36        1.61111                      477286.08    
3774724.36        1.57408                         
         477306.08    3774724.36        1.52517                      477326.08    
3774724.36        1.49497                         
         477346.08    3774724.36        1.46984                      477366.08    
3774724.36        1.44570                         
         477386.08    3774724.36        1.42249                      477406.08    
3774724.36        1.40013                         
         477426.08    3774724.36        1.37855                      477446.08    
3774724.36        1.35770                         
         477466.08    3774724.36        1.33316                      477486.08    
3774724.36        1.30063                         
         477506.08    3774724.36        1.28003                      477526.08    
3774724.36        1.26260                         
         475946.08    3774744.36        2.24226                      475966.08    
3774744.36        2.33161                         
         475986.08    3774744.36        2.42553                      476006.08    
3774744.36        2.52417                         
         476026.08    3774744.36        2.62948                      476046.08    
3774744.36        2.74387                         
         476066.08    3774744.36        2.85899                      476086.08    
3774744.36        2.97821                         
         476106.08    3774744.36        3.10245                      476126.08    
3774744.36        3.23158                         
         476146.08    3774744.36        3.36535                      476166.08    
3774744.36        3.50339                         
         476186.08    3774744.36        3.65203                      476206.08    
3774744.36        3.80309                         
         476226.08    3774744.36        3.95107                      476246.08    
3774744.36        4.10023                         
         476266.08    3774744.36        4.24927                      476286.08    
3774744.36        4.39667                         
         476306.08    3774744.36        4.54069                      476326.08    
3774744.36        4.68289                         
         476346.08    3774744.36        4.82497                      476366.08    
3774744.36        4.94900                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 100
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***



                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774744.36        5.05927                      476406.08    
3774744.36        5.15526                         
         476426.08    3774744.36        5.23482                      476446.08    
3774744.36        5.29950                         
         476466.08    3774744.36        5.35066                      476486.08    
3774744.36        5.37293                         
         476506.08    3774744.36        5.37231                      476526.08    
3774744.36        5.35038                         
         476546.08    3774744.36        5.30781                      476566.08    
3774744.36        5.24612                         
         476586.08    3774744.36        5.16394                      476606.08    
3774744.36        5.06763                         
         476626.08    3774744.36        4.95859                      476646.08    
3774744.36        4.83835                         
         476666.08    3774744.36        4.70568                      476686.08    
3774744.36        4.56706                         
         476706.08    3774744.36        4.42729                      476726.08    
3774744.36        4.28501                         
         476746.08    3774744.36        4.14195                      476766.08    
3774744.36        3.99957                         
         476786.08    3774744.36        3.85608                      476806.08    
3774744.36        3.71608                         
         476826.08    3774744.36        3.58261                      476846.08    
3774744.36        3.45347                         
         476866.08    3774744.36        3.32909                      476886.08    
3774744.36        3.20975                         
         476906.08    3774744.36        3.09562                      476926.08    
3774744.36        2.98586                         
         476946.08    3774744.36        2.87938                      476966.08    
3774744.36        2.78056                         
         476986.08    3774744.36        2.68723                      477006.08    



3774744.36        2.59868                         
         477026.08    3774744.36        2.51412                      477046.08    
3774744.36        2.43348                         
         477066.08    3774744.36        2.35618                      477086.08    
3774744.36        2.28428                         
         477106.08    3774744.36        2.21633                      477126.08    
3774744.36        2.15176                         
         477146.08    3774744.36        2.09036                      477166.08    
3774744.36        1.76516                         
         477186.08    3774744.36        1.66331                      477206.08    
3774744.36        1.62253                         
         477226.08    3774744.36        1.58882                      477246.08    
3774744.36        1.55679                         
         477266.08    3774744.36        1.52632                      477286.08    
3774744.36        1.49053                         
         477306.08    3774744.36        1.44291                      477326.08    
3774744.36        1.41383                         
         477346.08    3774744.36        1.38977                      477366.08    
3774744.36        1.36673                         
         477386.08    3774744.36        1.34462                      477406.08    
3774744.36        1.32337                         
         477426.08    3774744.36        1.30292                      477446.08    
3774744.36        1.28320                         
         477466.08    3774744.36        1.25971                      477486.08    
3774744.36        1.22802                         
         477506.08    3774744.36        1.20847                      477526.08    
3774744.36        1.19212                         
         475946.08    3774764.36        2.17340                      475966.08    
3774764.36        2.25689                         
         475986.08    3774764.36        2.34435                      476006.08    
3774764.36        2.43588                         
         476026.08    3774764.36        2.53326                      476046.08    
3774764.36        2.63867                         
         476066.08    3774764.36        2.74424                      476086.08    
3774764.36        2.85307                         
         476106.08    3774764.36        2.96598                      476126.08    
3774764.36        3.08278                         
         476146.08    3774764.36        3.20317                      476166.08    
3774764.36        3.32677                         
         476186.08    3774764.36        3.45930                      476206.08    
3774764.36        3.59323                         
         476226.08    3774764.36        3.72359                      476246.08    
3774764.36        3.85426                         
         476266.08    3774764.36        3.98411                      476286.08    
3774764.36        4.11182                         
         476306.08    3774764.36        4.23593                      476326.08    
3774764.36        4.35793                         
         476346.08    3774764.36        4.47938                      476366.08    
3774764.36        4.58469                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          



                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 101
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774764.36        4.67788                      476406.08    
3774764.36        4.75868                         
         476426.08    3774764.36        4.82542                      476446.08    
3774764.36        4.87963                         
         476466.08    3774764.36        4.92261                      476486.08    
3774764.36        4.94119                         
         476506.08    3774764.36        4.94062                      476526.08    
3774764.36        4.92226                         
         476546.08    3774764.36        4.88663                      476566.08    
3774764.36        4.83490                         
         476586.08    3774764.36        4.76575                      476606.08    
3774764.36        4.68448                         
         476626.08    3774764.36        4.59212                      476646.08    
3774764.36        4.48979                         
         476666.08    3774764.36        4.37626                      476686.08    
3774764.36        4.25701                         
         476706.08    3774764.36        4.13616                      476726.08    
3774764.36        4.01243                         
         476746.08    3774764.36        3.88728                      476766.08    
3774764.36        3.76199                         
         476786.08    3774764.36        3.63494                      476806.08    
3774764.36        3.51022                         



         476826.08    3774764.36        3.39064                      476846.08    
3774764.36        3.27425                         
         476866.08    3774764.36        3.16152                      476886.08    
3774764.36        3.05277                         
         476906.08    3774764.36        2.94822                      476926.08    
3774764.36        2.84718                         
         476946.08    3774764.36        2.74875                      476966.08    
3774764.36        2.65697                         
         476986.08    3774764.36        2.56997                      477006.08    
3774764.36        2.48713                         
         477026.08    3774764.36        2.40653                      477046.08    
3774764.36        2.33009                         
         477066.08    3774764.36        2.25884                      477086.08    
3774764.36        2.19120                         
         477106.08    3774764.36        2.12689                      477126.08    
3774764.36        2.06571                         
         477146.08    3774764.36        2.00746                      477166.08    
3774764.36        1.68361                         
         477186.08    3774764.36        1.58392                      477206.08    
3774764.36        1.54447                         
         477226.08    3774764.36        1.51189                      477246.08    
3774764.36        1.48093                         
         477266.08    3774764.36        1.45149                      477286.08    
3774764.36        1.41677                         
         477306.08    3774764.36        1.37038                      477326.08    
3774764.36        1.34221                         
         477346.08    3774764.36        1.31900                      477366.08    
3774764.36        1.29680                         
         477386.08    3774764.36        1.27554                      477406.08    
3774764.36        1.25514                         
         477426.08    3774764.36        1.23555                      477446.08    
3774764.36        1.21672                         
         477466.08    3774764.36        1.19406                      477486.08    
3774764.36        1.16314                         
         477506.08    3774764.36        1.14440                      477526.08    
3774764.36        1.12889                         
         475946.08    3774784.36        2.10624                      475966.08    
3774784.36        2.18419                         
         475986.08    3774784.36        2.26557                      476006.08    
3774784.36        2.35046                         
         476026.08    3774784.36        2.44045                      476046.08    
3774784.36        2.53756                         
         476066.08    3774784.36        2.63435                      476086.08    
3774784.36        2.73371                         
         476106.08    3774784.36        2.83634                      476126.08    
3774784.36        2.94203                         
         476146.08    3774784.36        3.05047                      476166.08    
3774784.36        3.16129                         
         476186.08    3774784.36        3.27634                      476206.08    
3774784.36        3.39373                         



         476226.08    3774784.36        3.51292                      476246.08    
3774784.36        3.62858                         
         476266.08    3774784.36        3.74210                      476286.08    
3774784.36        3.85321                         
         476306.08    3774784.36        3.96066                      476326.08    
3774784.36        4.06586                         
         476346.08    3774784.36        4.17027                      476366.08    
3774784.36        4.26026                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 102
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774784.36        4.33954                      476406.08    
3774784.36        4.40804                         
         476426.08    3774784.36        4.46447                      476446.08    
3774784.36        4.51025                         
         476466.08    3774784.36        4.54665                      476486.08    
3774784.36        4.56229                         
         476506.08    3774784.36        4.56177                      476526.08    
3774784.36        4.54627                         
         476546.08    3774784.36        4.51619                      476566.08    
3774784.36        4.47249                         
         476586.08    3774784.36        4.41386                      476606.08    
3774784.36        4.34480                         
         476626.08    3774784.36        4.26604                      476646.08    



3774784.36        4.17843                         
         476666.08    3774784.36        4.08075                      476686.08    
3774784.36        3.97766                         
         476706.08    3774784.36        3.87271                      476726.08    
3774784.36        3.76472                         
         476746.08    3774784.36        3.65429                      476766.08    
3774784.36        3.54187                         
         476786.08    3774784.36        3.43031                      476806.08    
3774784.36        3.32044                         
         476826.08    3774784.36        3.21322                      476846.08    
3774784.36        3.10831                         
         476866.08    3774784.36        3.00616                      476886.08    
3774784.36        2.90711                         
         476906.08    3774784.36        2.81142                      476926.08    
3774784.36        2.71850                         
         476946.08    3774784.36        2.62759                      476966.08    
3774784.36        2.54245                         
         476986.08    3774784.36        2.46142                      477006.08    
3774784.36        2.38400                         
         477026.08    3774784.36        2.30834                      477046.08    
3774784.36        2.23641                         
         477066.08    3774784.36        2.16937                      477086.08    
3774784.36        2.10547                         
         477106.08    3774784.36        2.04458                      477126.08    
3774784.36        1.98654                         
         477146.08    3774784.36        1.93121                      477166.08    
3774784.36        1.61064                         
         477186.08    3774784.36        1.51331                      477206.08    
3774784.36        1.47515                         
         477226.08    3774784.36        1.44363                      477246.08    
3774784.36        1.41366                         
         477266.08    3774784.36        1.38514                      477286.08    
3774784.36        1.35140                         
         477306.08    3774784.36        1.30618                      477326.08    
3774784.36        1.27881                         
         477346.08    3774784.36        1.25629                      477366.08    
3774784.36        1.23478                         
         477386.08    3774784.36        1.21419                      477406.08    
3774784.36        1.19448                         
         477426.08    3774784.36        1.17557                      477446.08    
3774784.36        1.15005                         
         477466.08    3774784.36        1.12517                      477486.08    
3774784.36        1.10358                         
         477506.08    3774784.36        1.08713                      477526.08    
3774784.36        1.07225                         
         475946.08    3774804.36        2.04086                      475966.08    
3774804.36        2.11358                         
         475986.08    3774804.36        2.18926                      476006.08    
3774804.36        2.26794                         
         476026.08    3774804.36        2.35109                      476046.08    



3774804.36        2.44053                         
         476066.08    3774804.36        2.52927                      476086.08    
3774804.36        2.61999                         
         476106.08    3774804.36        2.71333                      476126.08    
3774804.36        2.80905                         
         476146.08    3774804.36        2.90683                      476166.08    
3774804.36        3.00631                         
         476186.08    3774804.36        3.10702                      476206.08    
3774804.36        3.21059                         
         476226.08    3774804.36        3.31894                      476246.08    
3774804.36        3.42127                         
         476266.08    3774804.36        3.52087                      476286.08    
3774804.36        3.61791                         
         476306.08    3774804.36        3.71135                      476326.08    
3774804.36        3.80252                         
         476346.08    3774804.36        3.89276                      476366.08    
3774804.36        3.97010                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 103
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774804.36        4.03798                      476406.08    
3774804.36        4.09645                         
         476426.08    3774804.36        4.14448                      476446.08    
3774804.36        4.18344                         



         476466.08    3774804.36        4.21449                      476486.08    
3774804.36        4.22775                         
         476506.08    3774804.36        4.22727                      476526.08    
3774804.36        4.21409                         
         476546.08    3774804.36        4.18852                      476566.08    
3774804.36        4.15132                         
         476586.08    3774804.36        4.10128                      476606.08    
3774804.36        4.04219                         
         476626.08    3774804.36        3.97462                      476646.08    
3774804.36        3.89920                         
         476666.08    3774804.36        3.81471                      476686.08    
3774804.36        3.72518                         
         476706.08    3774804.36        3.63366                      476726.08    
3774804.36        3.53906                         
         476746.08    3774804.36        3.44150                      476766.08    
3774804.36        3.34078                         
         476786.08    3774804.36        3.24241                      476806.08    
3774804.36        3.14509                         
         476826.08    3774804.36        3.04886                      476846.08    
3774804.36        2.95424                         
         476866.08    3774804.36        2.86166                      476886.08    
3774804.36        2.77147                         
         476906.08    3774804.36        2.68393                      476926.08    
3774804.36        2.59855                         
         476946.08    3774804.36        2.51465                      476966.08    
3774804.36        2.43575                         
         476986.08    3774804.36        2.36036                      477006.08    
3774804.36        2.28807                         
         477026.08    3774804.36        2.21721                      477046.08    
3774804.36        2.14963                         
         477066.08    3774804.36        2.08645                      477086.08    
3774804.36        2.02608                         
         477106.08    3774804.36        1.96842                      477126.08    
3774804.36        1.91335                         
         477146.08    3774804.36        1.59122                      477166.08    
3774804.36        1.53132                         
         477186.08    3774804.36        1.44845                      477206.08    
3774804.36        1.41308                         
         477226.08    3774804.36        1.38261                      477246.08    
3774804.36        1.35359                         
         477266.08    3774804.36        1.32115                      477286.08    
3774804.36        1.28674                         
         477306.08    3774804.36        1.24792                      477326.08    
3774804.36        1.22242                         
         477346.08    3774804.36        1.20052                      477366.08    
3774804.36        1.17960                         
         477386.08    3774804.36        1.15958                      477406.08    
3774804.36        1.14042                         
         477426.08    3774804.36        1.12207                      477446.08    
3774804.36        1.09257                         



         477466.08    3774804.36        1.06639                      477486.08    
3774804.36        1.05087                         
         477506.08    3774804.36        1.03593                      477526.08    
3774804.36        1.02156                         
         475946.08    3774824.36        1.97730                      475966.08    
3774824.36        2.04510                         
         475986.08    3774824.36        2.11545                      476006.08    
3774824.36        2.18835                         
         476026.08    3774824.36        2.26516                      476046.08    
3774824.36        2.34754                         
         476066.08    3774824.36        2.42892                      476086.08    
3774824.36        2.51180                         
         476106.08    3774824.36        2.59674                      476126.08    
3774824.36        2.68349                         
         476146.08    3774824.36        2.77178                      476166.08    
3774824.36        2.86122                         
         476186.08    3774824.36        2.95139                      476206.08    
3774824.36        3.04378                         
         476226.08    3774824.36        3.14012                      476246.08    
3774824.36        3.23060                         
         476266.08    3774824.36        3.31828                      476286.08    
3774824.36        3.40337                         
         476306.08    3774824.36        3.48497                      476326.08    
3774824.36        3.56434                         
         476346.08    3774824.36        3.64274                      476366.08    
3774824.36        3.70958                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 104
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **



       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774824.36        3.76803                      476406.08    
3774824.36        3.81824                         
         476426.08    3774824.36        3.85939                      476446.08    
3774824.36        3.89276                         
         476466.08    3774824.36        3.91943                      476486.08    
3774824.36        3.93075                         
         476506.08    3774824.36        3.93031                      476526.08    
3774824.36        3.91902                         
         476546.08    3774824.36        3.89713                      476566.08    
3774824.36        3.86526                         
         476586.08    3774824.36        3.82227                      476606.08    
3774824.36        3.77143                         
         476626.08    3774824.36        3.71312                      476646.08    
3774824.36        3.64784                         
         476666.08    3774824.36        3.57440                      476686.08    
3774824.36        3.49630                         
         476706.08    3774824.36        3.41618                      476726.08    
3774824.36        3.33301                         
         476746.08    3774824.36        3.24686                      476766.08    
3774824.36        3.15750                         
         476786.08    3774824.36        3.06986                      476806.08    
3774824.36        2.98278                         
         476826.08    3774824.36        2.89630                      476846.08    
3774824.36        2.81088                         
         476866.08    3774824.36        2.72694                      476886.08    
3774824.36        2.64480                         
         476906.08    3774824.36        2.56474                      476926.08    
3774824.36        2.48632                         
         476946.08    3774824.36        2.40894                      476966.08    
3774824.36        2.33589                         
         476986.08    3774824.36        2.26582                      477006.08    
3774824.36        2.19838                         
         477026.08    3774824.36        2.13208                      477046.08    
3774824.36        2.06864                         
         477066.08    3774824.36        2.00914                      477086.08    
3774824.36        1.95214                         
         477106.08    3774824.36        1.89757                      477126.08    
3774824.36        1.84533                         
         477146.08    3774824.36        1.47352                      477166.08    
3774824.36        1.42203                         
         477186.08    3774824.36        1.38820                      477206.08    
3774824.36        1.35701                         
         477226.08    3774824.36        1.32759                      477246.08    
3774824.36        1.29953                         
         477266.08    3774824.36        1.25694                      477286.08    



3774824.36        1.21912                         
         477306.08    3774824.36        1.19459                      477326.08    
3774824.36        1.17199                         
         477346.08    3774824.36        1.15066                      477366.08    
3774824.36        1.13028                         
         477386.08    3774824.36        1.11078                      477406.08    
3774824.36        1.09211                         
         477426.08    3774824.36        1.07422                      477446.08    
3774824.36        1.04537                         
         477466.08    3774824.36        1.01979                      477486.08    
3774824.36        1.00466                         
         477506.08    3774824.36        0.99012                      477526.08    
3774824.36        0.97614                         
         475946.08    3774844.36        1.91558                      475966.08    
3774844.36        1.97878                         
         475986.08    3774844.36        2.04416                      476006.08    
3774844.36        2.11170                         
         476026.08    3774844.36        2.18265                      476046.08    
3774844.36        2.25854                         
         476066.08    3774844.36        2.33319                      476086.08    
3774844.36        2.40895                         
         476106.08    3774844.36        2.48630                      476126.08    
3774844.36        2.56503                         
         476146.08    3774844.36        2.64483                      476166.08    
3774844.36        2.72538                         
         476186.08    3774844.36        2.80628                      476206.08    
3774844.36        2.88888                         
         476226.08    3774844.36        2.97475                      476246.08    
3774844.36        3.05500                         
         476266.08    3774844.36        3.13245                      476286.08    
3774844.36        3.20732                         
         476306.08    3774844.36        3.28179                      476326.08    
3774844.36        3.35240                         
         476346.08    3774844.36        3.41727                      476366.08    
3774844.36        3.47477                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 105
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  



 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774844.36        3.52538                      476406.08    
3774844.36        3.56875                         
         476426.08    3774844.36        3.60422                      476446.08    
3774844.36        3.63298                         
         476466.08    3774844.36        3.65603                      476486.08    
3774844.36        3.66575                         
         476506.08    3774844.36        3.66535                      476526.08    
3774844.36        3.65562                         
         476546.08    3774844.36        3.63676                      476566.08    
3774844.36        3.60929                         
         476586.08    3774844.36        3.57214                      476606.08    
3774844.36        3.52813                         
         476626.08    3774844.36        3.47709                      476646.08    
3774844.36        3.41883                         
         476666.08    3774844.36        3.35559                      476686.08    
3774844.36        3.28822                         
         476706.08    3774844.36        3.21781                      476726.08    
3774844.36        3.14444                         
         476746.08    3774844.36        3.06812                      476766.08    
3774844.36        2.98863                         
         476786.08    3774844.36        2.91038                      476806.08    
3774844.36        2.83232                         
         476826.08    3774844.36        2.75447                      476846.08    
3774844.36        2.67727                         
         476866.08    3774844.36        2.60110                      476886.08    
3774844.36        2.52627                         
         476906.08    3774844.36        2.45303                      476926.08    
3774844.36        2.38102                         
         476946.08    3774844.36        2.30969                      476966.08    
3774844.36        2.24209                         
         476986.08    3774844.36        2.17702                      477006.08    
3774844.36        2.11417                         
         477026.08    3774844.36        2.05218                      477046.08    
3774844.36        1.99269                         
         477066.08    3774844.36        1.93671                      477086.08    
3774844.36        1.88294                         



         477106.08    3774844.36        1.83132                      477126.08    
3774844.36        1.78180                         
         477146.08    3774844.36        1.41671                      477166.08    
3774844.36        1.36652                         
         477186.08    3774844.36        1.33555                      477206.08    
3774844.36        1.30592                         
         477226.08    3774844.36        1.27758                      477246.08    
3774844.36        1.25049                         
         477266.08    3774844.36        1.20824                      477286.08    
3774844.36        1.17099                         
         477306.08    3774844.36        1.14828                      477326.08    
3774844.36        1.12658                         
         477346.08    3774844.36        1.10582                      477366.08    
3774844.36        1.08595                         
         477386.08    3774844.36        1.06693                      477406.08    
3774844.36        1.04872                         
         477426.08    3774844.36        1.03127                      477446.08    
3774844.36        1.00304                         
         477466.08    3774844.36        0.97803                      477486.08    
3774844.36        0.96324                         
         477506.08    3774844.36        0.94903                      477526.08    
3774844.36        0.93538                         
         475946.08    3774864.36        1.85575                      475966.08    
3774864.36        1.91463                         
         475986.08    3774864.36        1.97538                      476006.08    
3774864.36        2.03795                         
         476026.08    3774864.36        2.10351                      476046.08    
3774864.36        2.17344                         
         476066.08    3774864.36        2.24196                      476086.08    
3774864.36        2.31125                         
         476106.08    3774864.36        2.38177                      476126.08    
3774864.36        2.45328                         
         476146.08    3774864.36        2.52553                      476166.08    
3774864.36        2.59819                         
         476186.08    3774864.36        2.67090                      476206.08    
3774864.36        2.74492                         
         476226.08    3774864.36        2.82167                      476246.08    
3774864.36        2.89305                         
         476266.08    3774864.36        2.96167                      476286.08    
3774864.36        3.02779                         
         476306.08    3774864.36        3.09498                      476326.08    
3774864.36        3.15760                         
         476346.08    3774864.36        3.21257                      476366.08    
3774864.36        3.26240                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 106



 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774864.36        3.30644                      476406.08    
3774864.36        3.34410                         
         476426.08    3774864.36        3.37484                      476446.08    
3774864.36        3.39977                         
         476466.08    3774864.36        3.41981                      476486.08    
3774864.36        3.42821                         
         476506.08    3774864.36        3.42784                      476526.08    
3774864.36        3.41940                         
         476546.08    3774864.36        3.40306                      476566.08    
3774864.36        3.37925                         
         476586.08    3774864.36        3.34697                      476606.08    
3774864.36        3.30868                         
         476626.08    3774864.36        3.26391                      476646.08    
3774864.36        3.21200                         
         476666.08    3774864.36        3.15715                      476686.08    
3774864.36        3.09854                         
         476706.08    3774864.36        3.03643                      476726.08    
3774864.36        2.97148                         
         476746.08    3774864.36        2.90368                      476766.08    
3774864.36        2.83277                         
         476786.08    3774864.36        2.76274                      476806.08    
3774864.36        2.69262                         
         476826.08    3774864.36        2.62243                      476846.08    
3774864.36        2.55257                         
         476866.08    3774864.36        2.48339                      476886.08    
3774864.36        2.41516                         
         476906.08    3774864.36        2.34815                      476926.08    



3774864.36        2.28201                         
         476946.08    3774864.36        2.21626                      476966.08    
3774864.36        2.15373                         
         476986.08    3774864.36        2.09333                      477006.08    
3774864.36        2.03481                         
         477026.08    3774864.36        1.97690                      477046.08    
3774864.36        1.92115                         
         477066.08    3774864.36        1.86854                      477086.08    
3774864.36        1.81785                         
         477106.08    3774864.36        1.49442                      477126.08    
3774864.36        1.44570                         
         477146.08    3774864.36        1.36067                      477166.08    
3774864.36        1.31702                         
         477186.08    3774864.36        1.28739                      477206.08    
3774864.36        1.25897                         
         477226.08    3774864.36        1.23173                      477246.08    
3774864.36        1.20563                         
         477266.08    3774864.36        1.16464                      477286.08    
3774864.36        1.12848                         
         477306.08    3774864.36        1.10647                      477326.08    
3774864.36        1.08539                         
         477346.08    3774864.36        1.06520                      477366.08    
3774864.36        1.04586                         
         477386.08    3774864.36        1.02732                      477406.08    
3774864.36        1.00955                         
         477426.08    3774864.36        0.99251                      477446.08    
3774864.36        0.96490                         
         477466.08    3774864.36        0.94043                      477486.08    
3774864.36        0.92596                         
         477506.08    3774864.36        0.91205                      477526.08    
3774864.36        0.89869                         
         475946.08    3774884.36        1.79780                      475966.08    
3774884.36        1.85266                         
         475986.08    3774884.36        1.90911                      476006.08    
3774884.36        1.96709                         
         476026.08    3774884.36        2.02767                      476046.08    
3774884.36        2.09214                         
         476066.08    3774884.36        2.15508                      476086.08    
3774884.36        2.21850                         
         476106.08    3774884.36        2.28285                      476126.08    
3774884.36        2.34790                         
         476146.08    3774884.36        2.41340                      476166.08    
3774884.36        2.47906                         
         476186.08    3774884.36        2.54455                      476206.08    
3774884.36        2.61102                         
         476226.08    3774884.36        2.67978                      476246.08    
3774884.36        2.74345                         
         476266.08    3774884.36        2.80445                      476286.08    
3774884.36        2.86304                         
         476306.08    3774884.36        2.92249                      476326.08    



3774884.36        2.97773                         
         476346.08    3774884.36        3.02602                      476366.08    
3774884.36        3.06969                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 107
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774884.36        3.10820                      476406.08    
3774884.36        3.14106                         
         476426.08    3774884.36        3.16784                      476446.08    
3774884.36        3.18956                         
         476466.08    3774884.36        3.20707                      476486.08    
3774884.36        3.21437                         
         476506.08    3774884.36        3.21403                      476526.08    
3774884.36        3.20668                         
         476546.08    3774884.36        3.19244                      476566.08    
3774884.36        3.17168                         
         476586.08    3774884.36        3.14350                      476606.08    
3774884.36        3.11003                         
         476626.08    3774884.36        3.07080                      476646.08    
3774884.36        3.02519                         
         476666.08    3774884.36        2.97690                      476686.08    
3774884.36        2.92517                         
         476706.08    3774884.36        2.87019                      476726.08    
3774884.36        2.81252                         



         476746.08    3774884.36        2.75210                      476766.08    
3774884.36        2.68868                         
         476786.08    3774884.36        2.62585                      476806.08    
3774884.36        2.56274                         
         476826.08    3774884.36        2.49935                      476846.08    
3774884.36        2.43604                         
         476866.08    3774884.36        2.37312                      476886.08    
3774884.36        2.31087                         
         476906.08    3774884.36        2.24951                      476926.08    
3774884.36        2.18875                         
         476946.08    3774884.36        2.12813                      476966.08    
3774884.36        2.07031                         
         476986.08    3774884.36        2.01427                      477006.08    
3774884.36        1.95980                         
         477026.08    3774884.36        1.90574                      477046.08    
3774884.36        1.85354                         
         477066.08    3774884.36        1.80413                      477086.08    
3774884.36        1.75640                         
         477106.08    3774884.36        1.43079                      477126.08    
3774884.36        1.33769                         
         477146.08    3774884.36        1.30147                      477166.08    
3774884.36        1.27099                         
         477186.08    3774884.36        1.24271                      477206.08    
3774884.36        1.21551                         
         477226.08    3774884.36        1.18938                      477246.08    
3774884.36        1.16429                         
         477266.08    3774884.36        1.12456                      477286.08    
3774884.36        1.08950                         
         477306.08    3774884.36        1.06820                      477326.08    
3774884.36        1.04777                         
         477346.08    3774884.36        1.02816                      477366.08    
3774884.36        1.00935                         
         477386.08    3774884.36        0.99130                      477406.08    
3774884.36        0.97398                         
         477426.08    3774884.36        0.95735                      477446.08    
3774884.36        0.93034                         
         477466.08    3774884.36        0.90641                      477486.08    
3774884.36        0.89224                         
         477506.08    3774884.36        0.87862                      477526.08    
3774884.36        0.86553                         
         475946.08    3774904.36        1.74175                      475966.08    
3774904.36        1.79286                         
         475986.08    3774904.36        1.84532                      476006.08    
3774904.36        1.89905                         
         476026.08    3774904.36        1.95506                      476046.08    
3774904.36        2.01453                         
         476066.08    3774904.36        2.07237                      476086.08    
3774904.36        2.13049                         
         476106.08    3774904.36        2.18927                      476126.08    
3774904.36        2.24851                         



         476146.08    3774904.36        2.30798                      476166.08    
3774904.36        2.36742                         
         476186.08    3774904.36        2.42652                      476206.08    
3774904.36        2.48635                         
         476226.08    3774904.36        2.54812                      476246.08    
3774904.36        2.60507                         
         476266.08    3774904.36        2.65945                      476286.08    
3774904.36        2.71154                         
         476306.08    3774904.36        2.76433                      476326.08    
3774904.36        2.81323                         
         476346.08    3774904.36        2.85583                      476366.08    
3774904.36        2.89426                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 108
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774904.36        2.92808                      476406.08    
3774904.36        2.95690                         
         476426.08    3774904.36        2.98225                      476446.08    
3774904.36        3.00193                         
         476466.08    3774904.36        3.01506                      476486.08    
3774904.36        3.02111                         
         476506.08    3774904.36        3.02079                      476526.08    
3774904.36        3.01435                         
         476546.08    3774904.36        3.00189                      476566.08    



3774904.36        2.98371                         
         476586.08    3774904.36        2.95897                      476606.08    
3774904.36        2.92958                         
         476626.08    3774904.36        2.89506                      476646.08    
3774904.36        2.85481                         
         476666.08    3774904.36        2.81214                      476686.08    
3774904.36        2.76632                         
         476706.08    3774904.36        2.71748                      476726.08    
3774904.36        2.66611                         
         476746.08    3774904.36        2.61212                      476766.08    
3774904.36        2.55525                         
         476786.08    3774904.36        2.49876                      476806.08    
3774904.36        2.44184                         
         476826.08    3774904.36        2.38448                      476846.08    
3774904.36        2.32702                         
         476866.08    3774904.36        2.26973                      476886.08    
3774904.36        2.21287                         
         476906.08    3774904.36        2.15588                      476926.08    
3774904.36        2.09968                         
         476946.08    3774904.36        2.04473                      476966.08    
3774904.36        1.99141                         
         476986.08    3774904.36        1.93914                      477006.08    
3774904.36        1.88758                         
         477026.08    3774904.36        1.83767                      477046.08    
3774904.36        1.78945                         
         477066.08    3774904.36        1.74308                      477086.08    
3774904.36        1.69817                         
         477106.08    3774904.36        1.38046                      477126.08    
3774904.36        1.28955                         
         477146.08    3774904.36        1.25586                      477166.08    
3774904.36        1.22793                         
         477186.08    3774904.36        1.20098                      477206.08    
3774904.36        1.16462                         
         477226.08    3774904.36        1.13188                      477246.08    
3774904.36        1.10839                         
         477266.08    3774904.36        1.07975                      477286.08    
3774904.36        1.05349                         
         477306.08    3774904.36        1.03292                      477326.08    
3774904.36        1.01314                         
         477346.08    3774904.36        0.99414                      477366.08    
3774904.36        0.97588                         
         477386.08    3774904.36        0.95833                      477406.08    
3774904.36        0.94147                         
         477426.08    3774904.36        0.92526                      477446.08    
3774904.36        0.89885                         
         477466.08    3774904.36        0.87545                      477486.08    
3774904.36        0.86159                         
         477506.08    3774904.36        0.84826                      477526.08    
3774904.36        0.83543                         
         475946.08    3774924.36        1.68758                      475966.08    



3774924.36        1.73521                         
         475986.08    3774924.36        1.78396                      476006.08    
3774924.36        1.83378                         
         476026.08    3774924.36        1.88559                      476046.08    
3774924.36        1.94048                         
         476066.08    3774924.36        1.99369                      476086.08    
3774924.36        2.04698                         
         476106.08    3774924.36        2.10074                      476126.08    
3774924.36        2.15477                         
         476146.08    3774924.36        2.20886                      476166.08    
3774924.36        2.26275                         
         476186.08    3774924.36        2.31619                      476206.08    
3774924.36        2.37017                         
         476226.08    3774924.36        2.42579                      476246.08    
3774924.36        2.47685                         
         476266.08    3774924.36        2.52548                      476286.08    
3774924.36        2.57194                         
         476306.08    3774924.36        2.61897                      476326.08    
3774924.36        2.66242                         
         476346.08    3774924.36        2.70014                      476366.08    
3774924.36        2.73409                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 109
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐



         476386.08    3774924.36        2.76393                      476406.08    
3774924.36        2.78930                         
         476426.08    3774924.36        2.81264                      476446.08    
3774924.36        2.83026                         
         476466.08    3774924.36        2.84070                      476486.08    
3774924.36        2.84580                         
         476506.08    3774924.36        2.84550                      476526.08    
3774924.36        2.83983                         
         476546.08    3774924.36        2.82895                      476566.08    
3774924.36        2.81292                         
         476586.08    3774924.36        2.79101                      476606.08    
3774924.36        2.76515                         
         476626.08    3774924.36        2.73465                      476646.08    
3774924.36        2.69900                         
         476666.08    3774924.36        2.66115                      476686.08    
3774924.36        2.62042                         
         476706.08    3774924.36        2.57690                      476726.08    
3774924.36        2.53100                         
         476746.08    3774924.36        2.48262                      476766.08    
3774924.36        2.43150                         
         476786.08    3774924.36        2.38059                      476806.08    
3774924.36        2.32914                         
         476826.08    3774924.36        2.27716                      476846.08    
3774924.36        2.22491                         
         476866.08    3774924.36        2.17268                      476886.08    
3774924.36        2.12068                         
         476906.08    3774924.36        2.06794                      476926.08    
3774924.36        2.01600                         
         476946.08    3774924.36        1.96590                      476966.08    
3774924.36        1.91669                         
         476986.08    3774924.36        1.86803                      477006.08    
3774924.36        1.81948                         
         477026.08    3774924.36        1.77327                      477046.08    
3774924.36        1.72855                         
         477066.08    3774924.36        1.68507                      477086.08    
3774924.36        1.64284                         
         477106.08    3774924.36        1.33362                      477126.08    
3774924.36        1.24597                         
         477146.08    3774924.36        1.21395                      477166.08    
3774924.36        1.18744                         
         477186.08    3774924.36        1.16181                      477206.08    
3774924.36        1.12057                         
         477226.08    3774924.36        1.08413                      477246.08    
3774924.36        1.06196                         
         477266.08    3774924.36        1.04059                      477286.08    
3774924.36        1.02000                         
         477306.08    3774924.36        1.00017                      477326.08    
3774924.36        0.98107                         
         477346.08    3774924.36        0.96268                      477366.08    
3774924.36        0.94498                         



         477386.08    3774924.36        0.92795                      477406.08    
3774924.36        0.91029                         
         477426.08    3774924.36        0.89088                      477446.08    
3774924.36        0.86766                         
         477466.08    3774924.36        0.84710                      477486.08    
3774924.36        0.83356                         
         477506.08    3774924.36        0.82052                      477526.08    
3774924.36        0.80796                         
         475946.08    3774944.36        1.63528                      475966.08    
3774944.36        1.67966                         
         475986.08    3774944.36        1.72500                      476006.08    
3774944.36        1.77120                         
         476026.08    3774944.36        1.81915                      476046.08    
3774944.36        1.86986                         
         476066.08    3774944.36        1.91884                      476086.08    
3774944.36        1.96777                         
         476106.08    3774944.36        2.01700                      476126.08    
3774944.36        2.06634                         
         476146.08    3774944.36        2.11560                      476166.08    
3774944.36        2.16456                         
         476186.08    3774944.36        2.21298                      476206.08    
3774944.36        2.26178                         
         476226.08    3774944.36        2.31197                      476246.08    
3774944.36        2.35789                         
         476266.08    3774944.36        2.40149                      476286.08    
3774944.36        2.44305                         
         476306.08    3774944.36        2.48508                      476326.08    
3774944.36        2.52382                         
         476346.08    3774944.36        2.55734                      476366.08    
3774944.36        2.58746                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 110
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS



***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774944.36        2.61387                      476406.08    
3774944.36        2.63630                         
         476426.08    3774944.36        2.65697                      476446.08    
3774944.36        2.67256                         
         476466.08    3774944.36        2.68175                      476486.08    
3774944.36        2.68623                         
         476506.08    3774944.36        2.68596                      476526.08    
3774944.36        2.68095                         
         476546.08    3774944.36        2.67138                      476566.08    
3774944.36        2.65628                         
         476586.08    3774944.36        2.63762                      476606.08    
3774944.36        2.61487                         
         476626.08    3774944.36        2.58782                      476646.08    
3774944.36        2.55613                         
         476666.08    3774944.36        2.52243                      476686.08    
3774944.36        2.48611                         
         476706.08    3774944.36        2.44720                      476726.08    
3774944.36        2.40607                         
         476746.08    3774944.36        2.36261                      476766.08    
3774944.36        2.31654                         
         476786.08    3774944.36        2.27056                      476806.08    
3774944.36        2.22397                         
         476826.08    3774944.36        2.17676                      476846.08    
3774944.36        2.12919                         
         476866.08    3774944.36        2.08150                      476886.08    
3774944.36        2.03389                         
         476906.08    3774944.36        1.98546                      476926.08    
3774944.36        1.93764                         
         476946.08    3774944.36        1.89140                      476966.08    
3774944.36        1.84585                         
         476986.08    3774944.36        1.80069                      477006.08    
3774944.36        1.75552                         
         477026.08    3774944.36        1.71242                      477046.08    
3774944.36        1.67060                         
         477066.08    3774944.36        1.62983                      477086.08    
3774944.36        1.59014                         
         477106.08    3774944.36        1.28923                      477126.08    
3774944.36        1.20475                         
         477146.08    3774944.36        1.17434                      477166.08    
3774944.36        1.14922                         
         477186.08    3774944.36        1.12486                      477206.08    



3774944.36        1.08520                         
         477226.08    3774944.36        1.05015                      477246.08    
3774944.36        1.02894                         
         477266.08    3774944.36        1.00845                      477286.08    
3774944.36        0.98867                         
         477306.08    3774944.36        0.96958                      477326.08    
3774944.36        0.95116                         
         477346.08    3774944.36        0.93340                      477366.08    
3774944.36        0.91628                         
         477386.08    3774944.36        0.89977                      477406.08    
3774944.36        0.87994                         
         477426.08    3774944.36        0.85237                      477446.08    
3774944.36        0.83525                         
         477466.08    3774944.36        0.82099                      477486.08    
3774944.36        0.80777                         
         477506.08    3774944.36        0.79503                      477526.08    
3774944.36        0.78275                         
         475946.08    3774964.36        1.58482                      475966.08    
3774964.36        1.62620                         
         475986.08    3774964.36        1.66837                      476006.08    
3774964.36        1.71125                         
         476026.08    3774964.36        1.75565                      476046.08    
3774964.36        1.80253                         
         476066.08    3774964.36        1.84767                      476086.08    
3774964.36        1.89264                         
         476106.08    3774964.36        1.93777                      476126.08    
3774964.36        1.98289                         
         476146.08    3774964.36        2.02783                      476166.08    
3774964.36        2.07238                         
         476186.08    3774964.36        2.11633                      476206.08    
3774964.36        2.16054                         
         476226.08    3774964.36        2.20595                      476246.08    
3774964.36        2.24734                         
         476266.08    3774964.36        2.28654                      476286.08    
3774964.36        2.32382                         
         476306.08    3774964.36        2.36150                      476326.08    
3774964.36        2.39616                         
         476346.08    3774964.36        2.42604                      476366.08    
3774964.36        2.45285                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 111
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  



 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774964.36        2.47633                      476406.08    
3774964.36        2.49624                         
         476426.08    3774964.36        2.51461                      476446.08    
3774964.36        2.52845                         
         476466.08    3774964.36        2.53658                      476486.08    
3774964.36        2.54053                         
         476506.08    3774964.36        2.54028                      476526.08    
3774964.36        2.53583                         
         476546.08    3774964.36        2.52729                      476566.08    
3774964.36        2.51384                         
         476586.08    3774964.36        2.49734                      476606.08    
3774964.36        2.47714                         
         476626.08    3774964.36        2.45306                      476646.08    
3774964.36        2.42478                         
         476666.08    3774964.36        2.39469                      476686.08    
3774964.36        2.36219                         
         476706.08    3774964.36        2.32731                      476726.08    
3774964.36        2.29036                         
         476746.08    3774964.36        2.25121                      476766.08    
3774964.36        2.20959                         
         476786.08    3774964.36        2.16797                      476806.08    
3774964.36        2.12570                         
         476826.08    3774964.36        2.08275                      476846.08    
3774964.36        2.03937                         
         476866.08    3774964.36        1.99576                      476886.08    
3774964.36        1.95212                         
         476906.08    3774964.36        1.90760                      476926.08    
3774964.36        1.86352                         
         476946.08    3774964.36        1.82081                      476966.08    
3774964.36        1.77800                         
         476986.08    3774964.36        1.73578                      477006.08    
3774964.36        1.69451                         



         477026.08    3774964.36        1.65445                      477046.08    
3774964.36        1.61535                         
         477066.08    3774964.36        1.57714                      477086.08    
3774964.36        1.26521                         
         477106.08    3774964.36        1.19725                      477126.08    
3774964.36        1.16295                         
         477146.08    3774964.36        1.13679                      477166.08    
3774964.36        1.11300                         
         477186.08    3774964.36        1.08988                      477206.08    
3774964.36        1.05176                         
         477226.08    3774964.36        1.01807                      477246.08    
3774964.36        0.99780                         
         477266.08    3774964.36        0.97818                      477286.08    
3774964.36        0.95921                         
         477306.08    3774964.36        0.94086                      477326.08    
3774964.36        0.92313                         
         477346.08    3774964.36        0.90600                      477366.08    
3774964.36        0.88946                         
         477386.08    3774964.36        0.87349                      477406.08    
3774964.36        0.85381                         
         477426.08    3774964.36        0.82639                      477446.08    
3774964.36        0.81013                         
         477466.08    3774964.36        0.79679                      477486.08    
3774964.36        0.78391                         
         477506.08    3774964.36        0.77148                      477526.08    
3774964.36        0.75949                         
         475946.08    3774984.36        1.53618                      475966.08    
3774984.36        1.57477                         
         475986.08    3774984.36        1.61400                      476006.08    
3774984.36        1.65382                         
         476026.08    3774984.36        1.69498                      476046.08    
3774984.36        1.73835                         
         476066.08    3774984.36        1.77998                      476086.08    
3774984.36        1.82136                         
         476106.08    3774984.36        1.86278                      476126.08    
3774984.36        1.90411                         
         476146.08    3774984.36        1.94517                      476166.08    
3774984.36        1.98578                         
         476186.08    3774984.36        2.02646                      476206.08    
3774984.36        2.06686                         
         476226.08    3774984.36        2.10718                      476246.08    
3774984.36        2.14445                         
         476266.08    3774984.36        2.18005                      476286.08    
3774984.36        2.21440                         
         476306.08    3774984.36        2.24774                      476326.08    
3774984.36        2.27830                         
         476346.08    3774984.36        2.30503                      476366.08    
3774984.36        2.32898                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22



 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 112
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3774984.36        2.35015                      476406.08    
3774984.36        2.36858                         
         476426.08    3774984.36        2.38448                      476446.08    
3774984.36        2.39637                         
         476466.08    3774984.36        2.40359                      476486.08    
3774984.36        2.40710                         
         476506.08    3774984.36        2.40689                      476526.08    
3774984.36        2.40298                         
         476546.08    3774984.36        2.39508                      476566.08    
3774984.36        2.38329                         
         476586.08    3774984.36        2.36859                      476606.08    
3774984.36        2.35030                         
         476626.08    3774984.36        2.32867                      476646.08    
3774984.36        2.30368                         
         476666.08    3774984.36        2.27679                      476686.08    
3774984.36        2.24762                         
         476706.08    3774984.36        2.21627                      476726.08    
3774984.36        2.18269                         
         476746.08    3774984.36        2.14722                      476766.08    
3774984.36        2.10988                         
         476786.08    3774984.36        2.07219                      476806.08    
3774984.36        2.03376                         
         476826.08    3774984.36        1.99462                      476846.08    



3774984.36        1.95499                         
         476866.08    3774984.36        1.91456                      476886.08    
3774984.36        1.87452                         
         476906.08    3774984.36        1.83381                      476926.08    
3774984.36        1.79337                         
         476946.08    3774984.36        1.75388                      476966.08    
3774984.36        1.71381                         
         476986.08    3774984.36        1.67440                      477006.08    
3774984.36        1.63647                         
         477026.08    3774984.36        1.59920                      477046.08    
3774984.36        1.56263                         
         477066.08    3774984.36        1.52681                      477086.08    
3774984.36        1.18832                         
         477106.08    3774984.36        1.14790                      477126.08    
3774984.36        1.12422                         
         477146.08    3774984.36        1.10110                      477166.08    
3774984.36        1.07858                         
         477186.08    3774984.36        1.05666                      477206.08    
3774984.36        1.02004                         
         477226.08    3774984.36        0.98767                      477246.08    
3774984.36        0.96832                         
         477266.08    3774984.36        0.94956                      477286.08    
3774984.36        0.93138                         
         477306.08    3774984.36        0.91377                      477326.08    
3774984.36        0.89672                         
         477346.08    3774984.36        0.88022                      477366.08    
3774984.36        0.86427                         
         477386.08    3774984.36        0.84883                      477406.08    
3774984.36        0.82974                         
         477426.08    3774984.36        0.80301                      477446.08    
3774984.36        0.78720                         
         477466.08    3774984.36        0.77424                      477486.08    
3774984.36        0.76171                         
         477506.08    3774984.36        0.74960                      477526.08    
3774984.36        0.73790                         
         475946.08    3775004.36        1.48931                      475966.08    
3775004.36        1.52531                         
         475986.08    3775004.36        1.56184                      476006.08    
3775004.36        1.59884                         
         476026.08    3775004.36        1.63701                      476046.08    
3775004.36        1.67717                         
         476066.08    3775004.36        1.71561                      476086.08    
3775004.36        1.75372                         
         476106.08    3775004.36        1.79180                      476126.08    
3775004.36        1.82970                         
         476146.08    3775004.36        1.86727                      476166.08    
3775004.36        1.90436                         
         476186.08    3775004.36        1.94293                      476206.08    
3775004.36        1.98032                         
         476226.08    3775004.36        2.01512                      476246.08    



3775004.36        2.04856                         
         476266.08    3775004.36        2.08130                      476286.08    
3775004.36        2.11390                         
         476306.08    3775004.36        2.14284                      476326.08    
3775004.36        2.16926                         
         476346.08    3775004.36        2.19325                      476366.08    
3775004.36        2.21471                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 113
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3775004.36        2.23415                      476406.08    
3775004.36        2.25197                         
         476426.08    3775004.36        2.26523                      476446.08    
3775004.36        2.27500                         
         476466.08    3775004.36        2.28143                      476486.08    
3775004.36        2.28455                         
         476506.08    3775004.36        2.28439                      476526.08    
3775004.36        2.28040                         
         476546.08    3775004.36        2.27334                      476566.08    
3775004.36        2.26325                         
         476586.08    3775004.36        2.25010                      476606.08    
3775004.36        2.23311                         
         476626.08    3775004.36        2.21339                      476646.08    
3775004.36        2.19176                         



         476666.08    3775004.36        2.16773                      476686.08    
3775004.36        2.14149                         
         476706.08    3775004.36        2.11322                      476726.08    
3775004.36        2.08224                         
         476746.08    3775004.36        2.04978                      476766.08    
3775004.36        2.01675                         
         476786.08    3775004.36        1.98265                      476806.08    
3775004.36        1.94764                         
         476826.08    3775004.36        1.91192                      476846.08    
3775004.36        1.87566                         
         476866.08    3775004.36        1.83734                      476886.08    
3775004.36        1.80058                         
         476906.08    3775004.36        1.76371                      476926.08    
3775004.36        1.72693                         
         476946.08    3775004.36        1.69039                      476966.08    
3775004.36        1.65323                         
         476986.08    3775004.36        1.61659                      477006.08    
3775004.36        1.58127                         
         477026.08    3775004.36        1.54648                      477046.08    
3775004.36        1.51227                         
         477066.08    3775004.36        1.47871                      477086.08    
3775004.36        1.14974                         
         477106.08    3775004.36        1.11125                      477126.08    
3775004.36        1.08893                         
         477146.08    3775004.36        1.06711                      477166.08    
3775004.36        1.04581                         
         477186.08    3775004.36        1.02503                      477206.08    
3775004.36        0.98986                         
         477226.08    3775004.36        0.95877                      477246.08    
3775004.36        0.94032                         
         477266.08    3775004.36        0.92240                      477286.08    
3775004.36        0.90500                         
         477306.08    3775004.36        0.88811                      477326.08    
3775004.36        0.87174                         
         477346.08    3775004.36        0.85587                      477366.08    
3775004.36        0.84049                         
         477386.08    3775004.36        0.82560                      477406.08    
3775004.36        0.80709                         
         477426.08    3775004.36        0.78104                      477446.08    
3775004.36        0.76569                         
         477466.08    3775004.36        0.75311                      477486.08    
3775004.36        0.74093                         
         477506.08    3775004.36        0.72916                      477526.08    
3775004.36        0.71776                         
         475946.08    3775024.36        1.44417                      475966.08    
3775024.36        1.47778                         
         475986.08    3775024.36        1.51181                      476006.08    
3775024.36        1.54732                         
         476026.08    3775024.36        1.58325                      476046.08    
3775024.36        1.61909                         



         476066.08    3775024.36        1.65439                      476086.08    
3775024.36        1.68954                         
         476106.08    3775024.36        1.72458                      476126.08    
3775024.36        1.75939                         
         476146.08    3775024.36        1.79382                      476166.08    
3775024.36        1.82774                         
         476186.08    3775024.36        1.86310                      476206.08    
3775024.36        1.89725                         
         476226.08    3775024.36        1.92876                      476246.08    
3775024.36        1.95906                         
         476266.08    3775024.36        1.98876                      476286.08    
3775024.36        2.01844                         
         476306.08    3775024.36        2.04448                      476326.08    
3775024.36        2.06819                         
         476346.08    3775024.36        2.08978                      476366.08    
3775024.36        2.10906                         
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 114
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

       X‐COORD (M)   Y‐COORD (M)        CONC                       X‐COORD (M)   
Y‐COORD (M)        CONC
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
         476386.08    3775024.36        2.12656                      476406.08    
3775024.36        2.14270                         
         476426.08    3775024.36        2.15450                                    
                                                
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          



                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 115
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476426.08   3773784.36       28.02885  (15103021)                476446.08 
 3773784.36       28.16336  (15103021)          
        476466.08   3773784.36       27.89019  (12021703)                476486.08 
 3773784.36       27.55609  (12102519)          
        476506.08   3773784.36       28.17538  (12102519)                476526.08 
 3773784.36       28.41433  (12102519)          
        476546.08   3773784.36       28.48507  (13103118)                476566.08 
 3773784.36       28.14297  (13103118)          
        476586.08   3773784.36       27.37904  (13103118)                476606.08 
 3773784.36       26.73298  (16030807)          
        476626.08   3773784.36       25.96720  (16030807)                476646.08 
 3773784.36       25.51791  (12012408)          
        476666.08   3773784.36       26.12769  (12012408)                476686.08 
 3773784.36       26.37943  (12012408)          
        476706.08   3773784.36       26.27624  (12012408)                476726.08 
 3773784.36       25.83802  (12012408)          
        476746.08   3773784.36       25.09411  (12012408)                476766.08 
 3773784.36       24.26707  (14100220)          
        476786.08   3773784.36       23.65248  (12110517)                476806.08 
 3773784.36       23.64008  (12110517)          
        476826.08   3773784.36       23.38887  (12110517)                476846.08 
 3773784.36       22.91765  (12110517)          



        476866.08   3773784.36       22.25363  (12110517)                476886.08 
 3773784.36       21.44753  (16121624)          
        476906.08   3773784.36       20.72666  (16121624)                476926.08 
 3773784.36       19.87945  (16121624)          
        476946.08   3773784.36       19.56940  (12010717)                476966.08 
 3773784.36       19.39588  (12010717)          
        476986.08   3773784.36       19.10607  (12010717)                477006.08 
 3773784.36       18.71037  (12010717)          
        475526.08   3773804.36       11.16608  (15101007)                475546.08 
 3773804.36       11.37832  (15101007)          
        475566.08   3773804.36       11.64553  (13120108)                475586.08 
 3773804.36       11.94938  (13120108)          
        475606.08   3773804.36       12.23503  (13120108)                475626.08 
 3773804.36       12.47413  (13120108)          
        475646.08   3773804.36       12.69908  (13120108)                475666.08 
 3773804.36       13.03398  (14012117)          
        475686.08   3773804.36       13.39330  (14012117)                475706.08 
 3773804.36       13.73448  (14012117)          
        475726.08   3773804.36       14.05326  (14012117)                475746.08 
 3773804.36       14.34508  (14012117)          
        475766.08   3773804.36       14.70779  (16020908)                475786.08 
 3773804.36       15.12470  (16020908)          
        475806.08   3773804.36       15.56402  (16020908)                475826.08 
 3773804.36       15.90126  (16020908)          
        475846.08   3773804.36       16.17721  (16020908)                475866.08 
 3773804.36       16.52288  (16061906)          
        475886.08   3773804.36       17.12332  (16061906)                475906.08 
 3773804.36       17.67424  (16061906)          
        475926.08   3773804.36       18.16335  (16061906)                475946.08 
 3773804.36       18.71238  (12100207)          
        475966.08   3773804.36       19.23048  (12100207)                475986.08 
 3773804.36       19.66378  (12100207)          
        476006.08   3773804.36       20.13151  (12100207)                476426.08 
 3773804.36       29.37485  (15103021)          
        476446.08   3773804.36       29.57129  (15103021)                476466.08 
 3773804.36       29.28561  (12021703)          
        476486.08   3773804.36       28.93717  (12021703)                476506.08 
 3773804.36       29.59132  (12102519)          
        476526.08   3773804.36       29.83063  (12102519)                476546.08 
 3773804.36       29.89606  (13103118)          
        476566.08   3773804.36       29.47919  (13103118)                476586.08 
 3773804.36       28.60089  (13103118)          
        476606.08   3773804.36       27.95076  (16030807)                476626.08 
 3773804.36       27.04925  (16030807)          
        476646.08   3773804.36       27.04490  (12012408)                476666.08 
 3773804.36       27.57664  (12012408)          
        476686.08   3773804.36       27.71234  (12012408)                476706.08 
 3773804.36       27.46182  (12012408)          
        476726.08   3773804.36       26.85332  (12012408)                476746.08 
 3773804.36       25.92778  (12012408)          



        476766.08   3773804.36       25.21602  (14100220)                476786.08 
 3773804.36       24.89416  (12110517)          
        476806.08   3773804.36       24.71808  (12110517)                476826.08 
 3773804.36       24.30078  (12110517)          
        476846.08   3773804.36       23.65792  (12110517)                476866.08 
 3773804.36       22.82285  (12110517)          
        476886.08   3773804.36       22.01787  (16121624)                476906.08 
 3773804.36       21.14272  (16121624)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 116
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476926.08   3773804.36       20.61799  (12010717)                476946.08 
 3773804.36       20.43401  (12010717)          
        476966.08   3773804.36       20.13080  (12010717)                476986.08 
 3773804.36       19.71243  (12010717)          
        477006.08   3773804.36       19.19174  (12010717)                477026.08 
 3773804.36       18.73119  (14031818)          
        477046.08   3773804.36       18.38380  (14031818)                475526.08 
 3773824.36       11.37922  (15101007)          
        475546.08   3773824.36       11.62282  (15101007)                475566.08 
 3773824.36       11.86228  (15101007)          
        475586.08   3773824.36       12.10498  (13120108)                475606.08 
 3773824.36       12.41635  (13120108)          
        475626.08   3773824.36       12.70237  (13120108)                475646.08 



 3773824.36       12.97405  (13120108)          
        475666.08   3773824.36       13.22839  (13120108)                475686.08 
 3773824.36       13.50543  (14012117)          
        475706.08   3773824.36       13.90394  (14012117)                475726.08 
 3773824.36       14.28472  (14012117)          
        475746.08   3773824.36       14.64309  (14012117)                475766.08 
 3773824.36       15.00633  (14012117)          
        475786.08   3773824.36       15.39588  (16020908)                475806.08 
 3773824.36       15.86867  (16020908)          
        475826.08   3773824.36       16.28183  (16020908)                475846.08 
 3773824.36       16.64654  (16020908)          
        475866.08   3773824.36       16.96068  (16020908)                475886.08 
 3773824.36       17.32443  (16061906)          
        475906.08   3773824.36       18.00080  (16061906)                475926.08 
 3773824.36       18.55371  (16061906)          
        475946.08   3773824.36       19.07995  (16061906)                475966.08 
 3773824.36       19.67357  (12100207)          
        475986.08   3773824.36       20.22978  (12100207)                476006.08 
 3773824.36       20.80660  (12100207)          
        476426.08   3773824.36       30.82725  (15103021)                476446.08 
 3773824.36       31.09767  (15103021)          
        476466.08   3773824.36       30.82866  (15103021)                476486.08 
 3773824.36       30.45045  (12021703)          
        476506.08   3773824.36       31.13145  (12102519)                476526.08 
 3773824.36       31.37295  (13103118)          
        476546.08   3773824.36       31.42572  (13103118)                476566.08 
 3773824.36       30.92090  (13103118)          
        476586.08   3773824.36       29.91022  (13103118)                476606.08 
 3773824.36       29.25122  (16030807)          
        476626.08   3773824.36       28.32592  (15030205)                476646.08 
 3773824.36       28.68275  (12012408)          
        476666.08   3773824.36       29.11417  (12012408)                476686.08 
 3773824.36       29.10843  (12012408)          
        476706.08   3773824.36       28.68385  (12012408)                476726.08 
 3773824.36       27.87890  (12012408)          
        476746.08   3773824.36       26.87903  (14100220)                476766.08 
 3773824.36       26.20638  (12110517)          
        476786.08   3773824.36       26.15424  (12110517)                476806.08 
 3773824.36       25.80378  (12110517)          
        476826.08   3773824.36       25.18451  (12110517)                476846.08 
 3773824.36       24.34775  (12110517)          
        476866.08   3773824.36       23.42968  (16121624)                476886.08 
 3773824.36       22.52314  (16121624)          
        476906.08   3773824.36       21.74587  (12010717)                476926.08 
 3773824.36       21.58792  (12010717)          
        476946.08   3773824.36       21.27173  (12010717)                476966.08 
 3773824.36       20.81749  (12010717)          
        476986.08   3773824.36       20.25038  (12010717)                477006.08 
 3773824.36       19.73660  (14031818)          
        477026.08   3773824.36       19.35619  (14031818)                477046.08 



 3773824.36       18.88767  (14031818)          
        477066.08   3773824.36       18.34534  (14031818)                477086.08 
 3773824.36       17.72823  (14031818)          
        475526.08   3773844.36       11.52981  (15101007)                475546.08 
 3773844.36       11.80598  (15101007)          
        475566.08   3773844.36       12.10543  (15101007)                475586.08 
 3773844.36       12.35923  (15101007)          
        475606.08   3773844.36       12.59251  (15101007)                475626.08 
 3773844.36       12.86222  (13120108)          
        475646.08   3773844.36       13.18362  (13120108)                475666.08 
 3773844.36       13.49134  (13120108)          
        475686.08   3773844.36       13.78212  (13120108)                475706.08 
 3773844.36       14.06741  (13120108)          
        475726.08   3773844.36       14.46558  (14012117)                475746.08 
 3773844.36       14.89192  (14012117)          
        475766.08   3773844.36       15.33575  (14012117)                475786.08 
 3773844.36       15.74726  (14012117)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 117
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        475806.08   3773844.36       16.09311  (14012117)                475826.08 
 3773844.36       16.58090  (16020908)          
        475846.08   3773844.36       17.04546  (16020908)                475866.08 
 3773844.36       17.48150  (16020908)          



        475886.08   3773844.36       17.90370  (16020908)                475906.08 
 3773844.36       18.22814  (16020908)          
        475926.08   3773844.36       18.87758  (16061906)                475946.08 
 3773844.36       19.52899  (16061906)          
        475966.08   3773844.36       20.11923  (16061906)                475986.08 
 3773844.36       20.76704  (12100207)          
        476006.08   3773844.36       21.46494  (12100207)                476426.08 
 3773844.36       32.39755  (15103021)          
        476446.08   3773844.36       32.75651  (15103021)                476466.08 
 3773844.36       32.51678  (15103021)          
        476486.08   3773844.36       32.10128  (12021703)                476506.08 
 3773844.36       32.81152  (12102519)          
        476526.08   3773844.36       33.07906  (13103118)                476546.08 
 3773844.36       33.08820  (13103118)          
        476566.08   3773844.36       32.47960  (13103118)                476586.08 
 3773844.36       31.40632  (16030807)          
        476606.08   3773844.36       30.64097  (16030807)                476626.08 
 3773844.36       29.77065  (15030205)          
        476646.08   3773844.36       30.43894  (12012408)                476666.08 
 3773844.36       30.74316  (12012408)          
        476686.08   3773844.36       30.56600  (12012408)                476706.08 
 3773844.36       29.93660  (12012408)          
        476726.08   3773844.36       28.90579  (12012408)                476746.08 
 3773844.36       28.00767  (14100220)          
        476766.08   3773844.36       27.65639  (12110517)                476786.08 
 3773844.36       27.41599  (12110517)          
        476806.08   3773844.36       26.86054  (12110517)                476826.08 
 3773844.36       26.02001  (12110517)          
        476846.08   3773844.36       24.97634  (16121624)                476866.08 
 3773844.36       24.04189  (16121624)          
        476886.08   3773844.36       22.97140  (12010717)                476906.08 
 3773844.36       22.82905  (12010717)          
        476926.08   3773844.36       22.51241  (12010717)                476946.08 
 3773844.36       22.04262  (12010717)          
        476966.08   3773844.36       21.42717  (12010717)                476986.08 
 3773844.36       20.83774  (14031818)          
        477006.08   3773844.36       20.41985  (14031818)                477026.08 
 3773844.36       19.90421  (14031818)          
        477046.08   3773844.36       19.30735  (14031818)                477066.08 
 3773844.36       18.64514  (14031818)          
        477086.08   3773844.36       17.92140  (14031818)                477106.08 
 3773844.36       17.16128  (14031818)          
        475526.08   3773864.36       11.61987  (14100307)                475546.08 
 3773864.36       11.92365  (15101007)          
        475566.08   3773864.36       12.26463  (15101007)                475586.08 
 3773864.36       12.56241  (15101007)          
        475606.08   3773864.36       12.84266  (15101007)                475626.08 
 3773864.36       13.11104  (15101007)          
        475646.08   3773864.36       13.36493  (15101007)                475666.08 
 3773864.36       13.68439  (13120108)          



        475686.08   3773864.36       14.03226  (13120108)                475706.08 
 3773864.36       14.41604  (13120108)          
        475726.08   3773864.36       14.77306  (13120108)                475746.08 
 3773864.36       15.09480  (14012117)          
        475766.08   3773864.36       15.57825  (14012117)                475786.08 
 3773864.36       16.03957  (14012117)          
        475806.08   3773864.36       16.47015  (14012117)                475826.08 
 3773864.36       16.86600  (14012117)          
        475846.08   3773864.36       17.36488  (16020908)                475866.08 
 3773864.36       17.96664  (16020908)          
        475886.08   3773864.36       18.45986  (16020908)                475906.08 
 3773864.36       18.87818  (16020908)          
        475926.08   3773864.36       19.21720  (16020908)                475946.08 
 3773864.36       19.92790  (16061906)          
        475966.08   3773864.36       20.66425  (16061906)                475986.08 
 3773864.36       21.32047  (16061906)          
        476006.08   3773864.36       22.12826  (12100207)                476026.08 
 3773864.36       22.87885  (12100207)          
        476426.08   3773864.36       34.09879  (15103021)                476446.08 
 3773864.36       34.56398  (15103021)          
        476466.08   3773864.36       34.36255  (15103021)                476486.08 
 3773864.36       33.90772  (12021703)          
        476506.08   3773864.36       34.64994  (12102519)                476526.08 
 3773864.36       34.94468  (13103118)          
        476546.08   3773864.36       34.89983  (13103118)                476566.08 
 3773864.36       34.16832  (13103118)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 118
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **



      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476586.08   3773864.36       33.06334  (16030807)                476606.08 
 3773864.36       32.12701  (16030807)          
        476626.08   3773864.36       31.62757  (12012408)                476646.08 
 3773864.36       32.32084  (12012408)          
        476666.08   3773864.36       32.46537  (12012408)                476686.08 
 3773864.36       32.08153  (12012408)          
        476706.08   3773864.36       31.21201  (12012408)                476726.08 
 3773864.36       29.98969  (14100220)          
        476746.08   3773864.36       29.23209  (12110517)                476766.08 
 3773864.36       29.12964  (12110517)          
        476786.08   3773864.36       28.66240  (12110517)                476806.08 
 3773864.36       27.86871  (12110517)          
        476826.08   3773864.36       26.78831  (12110517)                476846.08 
 3773864.36       25.71721  (16121624)          
        476866.08   3773864.36       24.56919  (16121624)                476886.08 
 3773864.36       24.18979  (12010717)          
        476906.08   3773864.36       23.86759  (12010717)                476926.08 
 3773864.36       23.37037  (12010717)          
        476946.08   3773864.36       22.72411  (12010717)                476966.08 
 3773864.36       22.06413  (14031818)          
        476986.08   3773864.36       21.58739  (14031818)                477006.08 
 3773864.36       21.01787  (14031818)          
        477026.08   3773864.36       20.35866  (14031818)                477046.08 
 3773864.36       19.62815  (14031818)          
        477066.08   3773864.36       18.84344  (14031818)                477086.08 
 3773864.36       18.01909  (14031818)          
        477106.08   3773864.36       17.60290  (16032319)                475526.08 
 3773884.36       11.72522  (14100307)          
        475546.08   3773884.36       12.05472  (14100307)                475566.08 
 3773884.36       12.37580  (14100307)          
        475586.08   3773884.36       12.69783  (15101007)                475606.08 
 3773884.36       13.02419  (15101007)          
        475626.08   3773884.36       13.34237  (15101007)                475646.08 
 3773884.36       13.64979  (15101007)          
        475666.08   3773884.36       13.94363  (15101007)                475686.08 
 3773884.36       14.22079  (15101007)          
        475706.08   3773884.36       14.65408  (13120108)                475726.08 
 3773884.36       15.08308  (13120108)          
        475746.08   3773884.36       15.44615  (13120108)                475766.08 
 3773884.36       15.78504  (13120108)          
        475786.08   3773884.36       16.23778  (14012117)                475806.08 
 3773884.36       16.75348  (14012117)          
        475826.08   3773884.36       17.28003  (14012117)                475846.08 
 3773884.36       17.77646  (14012117)          
        475866.08   3773884.36       18.28744  (16020908)                475886.08 



 3773884.36       18.87930  (16020908)          
        475906.08   3773884.36       19.41534  (16020908)                475926.08 
 3773884.36       19.89042  (16020908)          
        475946.08   3773884.36       20.29153  (16020908)                475966.08 
 3773884.36       21.02293  (16061906)          
        475986.08   3773884.36       21.90161  (16061906)                476006.08 
 3773884.36       22.67994  (16061906)          
        476026.08   3773884.36       23.50855  (12100207)                476046.08 
 3773884.36       24.24889  (12100207)          
        476426.08   3773884.36       35.91234  (14012317)                476446.08 
 3773884.36       36.53876  (15103021)          
        476466.08   3773884.36       36.38699  (15103021)                476486.08 
 3773884.36       35.89095  (12021703)          
        476506.08   3773884.36       36.66830  (12102519)                476526.08 
 3773884.36       36.99123  (13103118)          
        476546.08   3773884.36       36.87951  (13103118)                476566.08 
 3773884.36       36.00189  (13103118)          
        476586.08   3773884.36       34.85540  (16030807)                476606.08 
 3773884.36       33.71668  (16030807)          
        476626.08   3773884.36       33.77447  (12012408)                476646.08 
 3773884.36       34.34307  (12012408)          
        476666.08   3773884.36       34.29220  (12012408)                476686.08 
 3773884.36       33.65979  (12012408)          
        476706.08   3773884.36       32.50920  (12012408)                476726.08 
 3773884.36       31.37257  (14100220)          
        476746.08   3773884.36       30.95741  (12110517)                476766.08 
 3773884.36       30.60944  (12110517)          
        476786.08   3773884.36       29.87816  (12110517)                476806.08 
 3773884.36       28.81789  (12110517)          
        476826.08   3773884.36       27.59390  (16121624)                476846.08 
 3773884.36       26.37995  (16121624)          
        476866.08   3773884.36       25.89100  (16123116)                476886.08 
 3773884.36       25.37067  (16123116)          
        476906.08   3773884.36       24.83819  (12010717)                476926.08 
 3773884.36       24.14132  (12010717)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 119
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  



 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476946.08   3773884.36       23.41866  (14031818)                476966.08 
 3773884.36       22.90119  (14031818)          
        476986.08   3773884.36       22.25920  (14031818)                477006.08 
 3773884.36       21.51429  (14031818)          
        477026.08   3773884.36       20.70259  (14031818)                477046.08 
 3773884.36       19.83554  (14031818)          
        477066.08   3773884.36       18.92822  (14031818)                477086.08 
 3773884.36       18.58332  (16032319)          
        477106.08   3773884.36       18.18371  (16032319)                475526.08 
 3773904.36       11.75830  (14100307)          
        475546.08   3773904.36       12.13127  (14100307)                475566.08 
 3773904.36       12.47052  (14100307)          
        475586.08   3773904.36       12.80751  (14100307)                475606.08 
 3773904.36       13.14035  (14100307)          
        475626.08   3773904.36       13.49752  (15101007)                475646.08 
 3773904.36       13.85754  (15101007)          
        475666.08   3773904.36       14.21360  (15101007)                475686.08 
 3773904.36       14.56788  (15101007)          
        475706.08   3773904.36       14.93267  (15101007)                475726.08 
 3773904.36       15.29806  (13120108)          
        475746.08   3773904.36       15.73260  (13120108)                475766.08 
 3773904.36       16.14892  (13120108)          
        475786.08   3773904.36       16.54918  (13120108)                475806.08 
 3773904.36       16.95779  (14012117)          
        475826.08   3773904.36       17.59123  (14012117)                475846.08 
 3773904.36       18.18896  (14012117)          
        475866.08   3773904.36       18.71436  (14012117)                475886.08 
 3773904.36       19.19489  (14012117)          
        475906.08   3773904.36       19.83810  (16020908)                475926.08 
 3773904.36       20.44691  (16020908)          
        475946.08   3773904.36       20.99115  (16020908)                475966.08 
 3773904.36       21.49530  (16020908)          
        475986.08   3773904.36       22.31129  (16061906)                476006.08 
 3773904.36       23.24431  (16061906)          
        476026.08   3773904.36       24.06247  (16061906)                476046.08 
 3773904.36       24.94155  (12100207)          



        476066.08   3773904.36       25.75452  (12100207)                476426.08 
 3773904.36       38.21605  (14012317)          
        476446.08   3773904.36       38.70251  (15103021)                476466.08 
 3773904.36       38.61476  (15103021)          
        476486.08   3773904.36       38.07592  (12021703)                476506.08 
 3773904.36       38.89207  (12102519)          
        476526.08   3773904.36       39.24384  (13103118)                476546.08 
 3773904.36       39.04922  (13103118)          
        476566.08   3773904.36       37.99719  (13103118)                476586.08 
 3773904.36       36.79646  (16030807)          
        476606.08   3773904.36       35.45055  (15030205)                476626.08 
 3773904.36       36.10101  (12012408)          
        476646.08   3773904.36       36.48989  (12012408)                476666.08 
 3773904.36       36.19286  (12012408)          
        476686.08   3773904.36       35.26368  (12012408)                476706.08 
 3773904.36       33.78677  (12012408)          
        476726.08   3773904.36       32.90560  (12110517)                476746.08 
 3773904.36       32.71359  (12110517)          
        476766.08   3773904.36       32.07421  (12110517)                476786.08 
 3773904.36       31.03881  (12110517)          
        476806.08   3773904.36       29.67821  (12110517)                476826.08 
 3773904.36       28.40978  (16121624)          
        476846.08   3773904.36       27.91625  (16123116)                476866.08 
 3773904.36       27.59855  (16123116)          
        476886.08   3773904.36       26.46753  (12010717)                476906.08 
 3773904.36       25.71449  (12010717)          
        476926.08   3773904.36       24.90235  (14031818)                476946.08 
 3773904.36       24.33450  (14031818)          
        476966.08   3773904.36       23.62938  (14031818)                476986.08 
 3773904.36       22.80768  (14031818)          
        477006.08   3773904.36       21.88534  (14031818)                477026.08 
 3773904.36       20.91925  (14031818)          
        477046.08   3773904.36       20.03756  (16032319)                477066.08 
 3773904.36       19.64454  (16032319)          
        477086.08   3773904.36       19.18714  (16032319)                477106.08 
 3773904.36       18.67091  (16032319)          
        475526.08   3773924.36       11.90756  (14051306)                475546.08 
 3773924.36       12.19802  (14051306)          
        475566.08   3773924.36       12.48946  (14100307)                475586.08 
 3773924.36       12.86555  (14100307)          
        475606.08   3773924.36       13.24142  (14100307)                475626.08 
 3773924.36       13.61514  (14100307)          
        475646.08   3773924.36       13.98453  (14100307)                475666.08 
 3773924.36       14.40486  (15101007)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        475686.08   3773924.36       14.86116  (15101007)                475706.08 
 3773924.36       15.26731  (15101007)          
        475726.08   3773924.36       15.64914  (15101007)                475746.08 
 3773924.36       16.01012  (15101007)          
        475766.08   3773924.36       16.41345  (13120108)                475786.08 
 3773924.36       16.91548  (13120108)          
        475806.08   3773924.36       17.45146  (13120108)                475826.08 
 3773924.36       17.90216  (13120108)          
        475846.08   3773924.36       18.44540  (14012117)                475866.08 
 3773924.36       19.08191  (14012117)          
        475886.08   3773924.36       19.68376  (14012117)                475906.08 
 3773924.36       20.23999  (14012117)          
        475926.08   3773924.36       20.87519  (16020908)                475946.08 
 3773924.36       21.56827  (16020908)          
        475966.08   3773924.36       22.23501  (16020908)                475986.08 
 3773924.36       22.91092  (16020908)          
        476006.08   3773924.36       23.62757  (16061906)                476026.08 
 3773924.36       24.64713  (16061906)          
        476046.08   3773924.36       25.56041  (16061906)                476066.08 
 3773924.36       26.52992  (12100207)          
        476086.08   3773924.36       27.42609  (12100207)                476426.08 
 3773924.36       40.88315  (14012317)          
        476446.08   3773924.36       41.08044  (15103021)                476466.08 
 3773924.36       41.07491  (15103021)          
        476486.08   3773924.36       40.49223  (12021703)                476506.08 
 3773924.36       41.35148  (12102519)          
        476526.08   3773924.36       41.73224  (13103118)                476546.08 



 3773924.36       41.43463  (13103118)          
        476566.08   3773924.36       40.17346  (13103118)                476586.08 
 3773924.36       38.90193  (16030807)          
        476606.08   3773924.36       37.66632  (12012408)                476626.08 
 3773924.36       38.62366  (12012408)          
        476646.08   3773924.36       38.78576  (12012408)                476666.08 
 3773924.36       38.18658  (12012408)          
        476686.08   3773924.36       36.90434  (12012408)                476706.08 
 3773924.36       35.47632  (14100220)          
        476726.08   3773924.36       34.98991  (12110517)                476746.08 
 3773924.36       34.47796  (12110517)          
        476766.08   3773924.36       33.49659  (12110517)                476786.08 
 3773924.36       32.11481  (12110517)          
        476806.08   3773924.36       30.65742  (16121624)                476826.08 
 3773924.36       30.09632  (16123116)          
        476846.08   3773924.36       29.95077  (16123116)                476866.08 
 3773924.36       28.94297  (16123116)          
        476886.08   3773924.36       27.46877  (12010717)                476906.08 
 3773924.36       26.55370  (14031818)          
        476926.08   3773924.36       25.92031  (14031818)                476946.08 
 3773924.36       25.13164  (14031818)          
        476966.08   3773924.36       24.21927  (14031818)                476986.08 
 3773924.36       23.20666  (14031818)          
        477006.08   3773924.36       22.11143  (14031818)                477026.08 
 3773924.36       21.26764  (16032319)          
        477046.08   3773924.36       20.80445  (16032319)                477066.08 
 3773924.36       20.27255  (16032319)          
        477086.08   3773924.36       19.68546  (16032319)                477106.08 
 3773924.36       19.04924  (16032319)          
        475526.08   3773944.36       12.04820  (14051306)                475546.08 
 3773944.36       12.37624  (14051306)          
        475566.08   3773944.36       12.66776  (14051306)                475586.08 
 3773944.36       12.95613  (14051306)          
        475606.08   3773944.36       13.26107  (14100307)                475626.08 
 3773944.36       13.67908  (14100307)          
        475646.08   3773944.36       14.09741  (14100307)                475666.08 
 3773944.36       14.53537  (14100307)          
        475686.08   3773944.36       15.01830  (14100307)                475706.08 
 3773944.36       15.47940  (15101007)          
        475726.08   3773944.36       15.92883  (15101007)                475746.08 
 3773944.36       16.36646  (15101007)          
        475766.08   3773944.36       16.78786  (15101007)                475786.08 
 3773944.36       17.21211  (15101007)          
        475806.08   3773944.36       17.78927  (13120108)                475826.08 
 3773944.36       18.33652  (13120108)          
        475846.08   3773944.36       18.84098  (13120108)                475866.08 
 3773944.36       19.31447  (14012117)          
        475886.08   3773944.36       20.08355  (14012117)                475906.08 
 3773944.36       20.81499  (14012117)          
        475926.08   3773944.36       21.46450  (14012117)                475946.08 



 3773944.36       22.11481  (16020908)          
        475966.08   3773944.36       22.92927  (16020908)                475986.08 
 3773944.36       23.71292  (16020908)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476006.08   3773944.36       24.36229  (16020908)                476026.08 
 3773944.36       25.05849  (16061906)          
        476046.08   3773944.36       26.20006  (16061906)                476066.08 
 3773944.36       27.22424  (16061906)          
        476086.08   3773944.36       28.29847  (12100207)                476106.08 
 3773944.36       29.29045  (12100207)          
        476126.08   3773944.36       30.06342  (12100207)                476426.08 
 3773944.36       43.72152  (14012317)          
        476446.08   3773944.36       43.70196  (15103021)                476466.08 
 3773944.36       43.80190  (15103021)          
        476486.08   3773944.36       43.17517  (12021703)                476506.08 
 3773944.36       44.03513  (12102519)          
        476526.08   3773944.36       44.31386  (13103118)                476546.08 
 3773944.36       43.98029  (13103118)          
        476566.08   3773944.36       42.55265  (13103118)                476586.08 
 3773944.36       41.18877  (16030807)          
        476606.08   3773944.36       40.58091  (12012408)                476626.08 
 3773944.36       41.35426  (12012408)          



        476646.08   3773944.36       41.22630  (12012408)                476666.08 
 3773944.36       40.25730  (12012408)          
        476686.08   3773944.36       38.56140  (12012408)                476706.08 
 3773944.36       37.41442  (12110517)          
        476726.08   3773944.36       37.10944  (12110517)                476746.08 
 3773944.36       36.22057  (12110517)          
        476766.08   3773944.36       34.84255  (12110517)                476786.08 
 3773944.36       33.17978  (16121624)          
        476806.08   3773944.36       32.80279  (16123116)                476826.08 
 3773944.36       32.75922  (16123116)          
        476846.08   3773944.36       31.70538  (16123116)                476866.08 
 3773944.36       29.80406  (16123116)          
        476886.08   3773944.36       28.40069  (14031818)                476906.08 
 3773944.36       27.69096  (14031818)          
        476926.08   3773944.36       26.80451  (14031818)                476946.08 
 3773944.36       25.77915  (14031818)          
        476966.08   3773944.36       24.65009  (14031818)                476986.08 
 3773944.36       23.44677  (14031818)          
        477006.08   3773944.36       22.64600  (16032319)                477026.08 
 3773944.36       22.08620  (16032319)          
        477046.08   3773944.36       21.45631  (16032319)                477066.08 
 3773944.36       20.77944  (16032319)          
        477086.08   3773944.36       20.05951  (16032319)                477106.08 
 3773944.36       19.34054  (13010720)          
        475526.08   3773964.36       12.12298  (13100607)                475546.08 
 3773964.36       12.48331  (14051306)          
        475566.08   3773964.36       12.81278  (14051306)                475586.08 
 3773964.36       13.14252  (14051306)          
        475606.08   3773964.36       13.47111  (14051306)                475626.08 
 3773964.36       13.79692  (14051306)          
        475646.08   3773964.36       14.13303  (14051306)                475666.08 
 3773964.36       14.62795  (14100307)          
        475686.08   3773964.36       15.15003  (14100307)                475706.08 
 3773964.36       15.63163  (14100307)          
        475726.08   3773964.36       16.09955  (14100307)                475746.08 
 3773964.36       16.61037  (15101007)          
        475766.08   3773964.36       17.13072  (15101007)                475786.08 
 3773964.36       17.65310  (15101007)          
        475806.08   3773964.36       18.18499  (15101007)                475826.08 
 3773964.36       18.64748  (15101007)          
        475846.08   3773964.36       19.25061  (13120108)                475866.08 
 3773964.36       19.83828  (13120108)          
        475886.08   3773964.36       20.47914  (13120108)                475906.08 
 3773964.36       21.20895  (14012117)          
        475926.08   3773964.36       22.01077  (14012117)                475946.08 
 3773964.36       22.76781  (14012117)          
        475966.08   3773964.36       23.46400  (14012117)                475986.08 
 3773964.36       24.34933  (16020908)          
        476006.08   3773964.36       25.19459  (16020908)                476026.08 
 3773964.36       25.94061  (16020908)          



        476046.08   3773964.36       26.64227  (16061906)                476066.08 
 3773964.36       27.92668  (16061906)          
        476086.08   3773964.36       29.08106  (16061906)                476106.08 
 3773964.36       30.27734  (12100207)          
        476126.08   3773964.36       31.38031  (12100207)                476146.08 
 3773964.36       32.22963  (12100207)          
        476406.08   3773964.36       46.74782  (14012317)                476426.08 
 3773964.36       46.84562  (14012317)          
        476446.08   3773964.36       46.60156  (15103021)                476466.08 
 3773964.36       46.83676  (15103021)          
        476486.08   3773964.36       46.16710  (12021703)                476506.08 
 3773964.36       47.04047  (12102519)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 122
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476526.08   3773964.36       47.21003  (13103118)                476546.08 
 3773964.36       46.75855  (13103118)          
        476566.08   3773964.36       45.09078  (13103118)                476586.08 
 3773964.36       43.66674  (16030807)          
        476606.08   3773964.36       43.78293  (12012408)                476626.08 
 3773964.36       44.30561  (12012408)          
        476646.08   3773964.36       43.80945  (12012408)                476666.08 
 3773964.36       42.38983  (12012408)          
        476686.08   3773964.36       40.59078  (14100220)                476706.08 



 3773964.36       39.96479  (12110517)          
        476726.08   3773964.36       39.23874  (12110517)                476746.08 
 3773964.36       37.90278  (12110517)          
        476766.08   3773964.36       36.07052  (12110517)                476786.08 
 3773964.36       35.70214  (16123116)          
        476806.08   3773964.36       35.75604  (16123116)                476826.08 
 3773964.36       34.85054  (16123116)          
        476846.08   3773964.36       32.84462  (16123116)                476866.08 
 3773964.36       30.47758  (14031818)          
        476886.08   3773964.36       29.67835  (14031818)                476906.08 
 3773964.36       28.67666  (14031818)          
        476926.08   3773964.36       27.51817  (14031818)                476946.08 
 3773964.36       26.24506  (14031818)          
        476966.08   3773964.36       24.89506  (14031818)                476986.08 
 3773964.36       24.15789  (16032319)          
        477006.08   3773964.36       23.50987  (16032319)                477026.08 
 3773964.36       22.77256  (16032319)          
        477046.08   3773964.36       21.97622  (16032319)                477066.08 
 3773964.36       21.14504  (16032319)          
        477086.08   3773964.36       20.44411  (16102720)                477106.08 
 3773964.36       19.98832  (16102720)          
        475526.08   3773984.36       12.18868  (13100607)                475546.08 
 3773984.36       12.55743  (13100607)          
        475566.08   3773984.36       12.89512  (13100607)                475586.08 
 3773984.36       13.24795  (14051306)          
        475606.08   3773984.36       13.61909  (14051306)                475626.08 
 3773984.36       13.99153  (14051306)          
        475646.08   3773984.36       14.41514  (14051306)                475666.08 
 3773984.36       14.83263  (14051306)          
        475686.08   3773984.36       15.20742  (14051306)                475706.08 
 3773984.36       15.71200  (14100307)          
        475726.08   3773984.36       16.24510  (14100307)                475746.08 
 3773984.36       16.77747  (14100307)          
        475766.08   3773984.36       17.37082  (15101007)                475786.08 
 3773984.36       18.00239  (15101007)          
        475806.08   3773984.36       18.58110  (15101007)                475826.08 
 3773984.36       19.14101  (15101007)          
        475846.08   3773984.36       19.67743  (15101007)                475866.08 
 3773984.36       20.21812  (13120108)          
        475886.08   3773984.36       20.99276  (13120108)                475906.08 
 3773984.36       21.72822  (13120108)          
        475926.08   3773984.36       22.34691  (13120108)                475946.08 
 3773984.36       23.24289  (14012117)          
        475966.08   3773984.36       24.12184  (14012117)                475986.08 
 3773984.36       24.93966  (14012117)          
        476006.08   3773984.36       25.83816  (16020908)                476026.08 
 3773984.36       26.81788  (16020908)          
        476046.08   3773984.36       27.69149  (16020908)                476066.08 
 3773984.36       28.42691  (16020908)          
        476086.08   3773984.36       29.85562  (16061906)                476106.08 



 3773984.36       31.16392  (16061906)          
        476126.08   3773984.36       32.50351  (12100207)                476146.08 
 3773984.36       33.73582  (12100207)          
        476166.08   3773984.36       34.67188  (12100207)                476406.08 
 3773984.36       49.90512  (14012317)          
        476426.08   3773984.36       50.30606  (14012317)                476446.08 
 3773984.36       49.81970  (15103021)          
        476466.08   3773984.36       50.22860  (15103021)                476486.08 
 3773984.36       49.51912  (12021703)          
        476506.08   3773984.36       50.44111  (12102519)                476526.08 
 3773984.36       50.59479  (13103118)          
        476546.08   3773984.36       49.78941  (13103118)                476566.08 
 3773984.36       47.93360  (16030807)          
        476586.08   3773984.36       46.34163  (16030807)                476606.08 
 3773984.36       47.30133  (12012408)          
        476626.08   3773984.36       47.48807  (12012408)                476646.08 
 3773984.36       46.52745  (12012408)          
        476666.08   3773984.36       44.56125  (12012408)                476686.08 
 3773984.36       43.06204  (12110517)          
        476706.08   3773984.36       42.58253  (12110517)                476726.08 
 3773984.36       41.34132  (12110517)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 123
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐



        476746.08   3773984.36       39.47575  (12110517)                476766.08 
 3773984.36       39.01550  (16123116)          
        476786.08   3773984.36       39.26645  (16123116)                476806.08 
 3773984.36       38.17982  (16123116)          
        476826.08   3773984.36       35.99176  (16123116)                476846.08 
 3773984.36       33.16186  (16123116)          
        476866.08   3773984.36       31.92187  (14031818)                476886.08 
 3773984.36       30.78332  (14031818)          
        476906.08   3773984.36       29.46676  (14031818)                476926.08 
 3773984.36       28.02316  (14031818)          
        476946.08   3773984.36       26.49764  (14031818)                476966.08 
 3773984.36       25.82398  (16032319)          
        476986.08   3773984.36       25.05636  (16032319)                477006.08 
 3773984.36       24.20740  (16032319)          
        477026.08   3773984.36       23.29775  (16032319)                477046.08 
 3773984.36       22.36300  (13010720)          
        477066.08   3773984.36       21.75750  (16102720)                477086.08 
 3773984.36       21.20110  (16102720)          
        477106.08   3773984.36       20.60653  (16102720)                475526.08 
 3774004.36       12.29009  (16020608)          
        475546.08   3774004.36       12.61876  (16020608)                475566.08 
 3774004.36       12.95104  (13100607)          
        475586.08   3774004.36       13.32847  (13100607)                475606.08 
 3774004.36       13.71031  (13100607)          
        475626.08   3774004.36       14.09539  (13100607)                475646.08 
 3774004.36       14.56911  (14051306)          
        475666.08   3774004.36       15.04285  (14051306)                475686.08 
 3774004.36       15.47226  (14051306)          
        475706.08   3774004.36       15.90066  (14051306)                475726.08 
 3774004.36       16.32551  (14051306)          
        475746.08   3774004.36       16.86711  (14100307)                475766.08 
 3774004.36       17.54152  (14100307)          
        475786.08   3774004.36       18.21095  (14100307)                475806.08 
 3774004.36       18.82096  (15101007)          
        475826.08   3774004.36       19.48369  (15101007)                475846.08 
 3774004.36       20.13546  (15101007)          
        475866.08   3774004.36       20.76896  (15101007)                475886.08 
 3774004.36       21.45811  (15101007)          
        475906.08   3774004.36       22.21641  (13120108)                475926.08 
 3774004.36       22.99448  (13120108)          
        475946.08   3774004.36       23.73194  (13120108)                475966.08 
 3774004.36       24.57484  (14012117)          
        475986.08   3774004.36       25.59694  (14012117)                476006.08 
 3774004.36       26.55908  (14012117)          
        476026.08   3774004.36       27.47501  (16020908)                476046.08 
 3774004.36       28.61488  (16020908)          
        476066.08   3774004.36       29.74201  (16020908)                476086.08 
 3774004.36       30.70840  (16020908)          
        476106.08   3774004.36       32.19575  (16061906)                476126.08 
 3774004.36       33.70190  (16061906)          



        476146.08   3774004.36       35.23434  (12100207)                476166.08 
 3774004.36       36.63436  (12100207)          
        476186.08   3774004.36       37.76838  (12100207)                476366.08 
 3774004.36       61.27036  (13041207)          
        476386.08   3774004.36       58.18345  (13041207)                476406.08 
 3774004.36       53.63272  (15022217)          
        476426.08   3774004.36       54.14849  (14012317)                476446.08 
 3774004.36       53.40402  (15103021)          
        476466.08   3774004.36       54.03653  (15103021)                476486.08 
 3774004.36       53.29335  (12021703)          
        476506.08   3774004.36       54.27028  (12102519)                476526.08 
 3774004.36       54.39413  (13103118)          
        476546.08   3774004.36       53.31061  (13103118)                476566.08 
 3774004.36       51.22700  (16030807)          
        476586.08   3774004.36       49.74523  (12012408)                476606.08 
 3774004.36       51.05085  (12012408)          
        476626.08   3774004.36       50.90772  (12012408)                476646.08 
 3774004.36       49.36432  (12012408)          
        476666.08   3774004.36       47.07292  (14100220)                476686.08 
 3774004.36       46.26718  (12110517)          
        476706.08   3774004.36       45.22528  (12110517)                476726.08 
 3774004.36       43.37216  (12110517)          
        476746.08   3774004.36       42.35470  (16123116)                476766.08 
 3774004.36       42.96289  (16123116)          
        476786.08   3774004.36       41.98775  (16123116)                476806.08 
 3774004.36       39.68214  (16123116)          
        476826.08   3774004.36       36.58103  (16123116)                476846.08 
 3774004.36       34.49448  (14031818)          
        476866.08   3774004.36       33.16815  (14031818)                476886.08 
 3774004.36       31.66230  (14031818)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 124
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS



***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476906.08   3774004.36       30.01529  (14031818)                476926.08 
 3774004.36       28.47826  (16032319)          
        476946.08   3774004.36       27.68011  (16032319)                476966.08 
 3774004.36       26.76818  (16032319)          
        476986.08   3774004.36       25.77169  (16032319)                477006.08 
 3774004.36       24.71624  (16032319)          
        477026.08   3774004.36       23.82636  (16102720)                477046.08 
 3774004.36       23.20622  (16102720)          
        477066.08   3774004.36       22.51610  (16102720)                477086.08 
 3774004.36       21.80489  (16102720)          
        477106.08   3774004.36       21.06987  (16102720)                475526.08 
 3774024.36       12.35617  (16020608)          
        475546.08   3774024.36       12.70154  (16020608)                475566.08 
 3774024.36       13.05276  (16020608)          
        475586.08   3774024.36       13.40914  (16020608)                475606.08 
 3774024.36       13.76983  (16020608)          
        475626.08   3774024.36       14.17957  (13100607)                475646.08 
 3774024.36       14.66687  (13100607)          
        475666.08   3774024.36       15.15504  (13100607)                475686.08 
 3774024.36       15.62472  (14051306)          
        475706.08   3774024.36       16.11380  (14051306)                475726.08 
 3774024.36       16.60580  (14051306)          
        475746.08   3774024.36       17.09819  (14051306)                475766.08 
 3774024.36       17.66068  (14051306)          
        475786.08   3774024.36       18.31405  (14100307)                475806.08 
 3774024.36       19.01156  (14100307)          
        475826.08   3774024.36       19.71102  (14100307)                475846.08 
 3774024.36       20.42871  (15101007)          
        475866.08   3774024.36       21.21265  (15101007)                475886.08 
 3774024.36       22.02882  (15101007)          
        475906.08   3774024.36       22.81181  (15101007)                475926.08 
 3774024.36       23.51335  (15101007)          
        475946.08   3774024.36       24.35424  (13120108)                475966.08 
 3774024.36       25.23175  (13120108)          
        475986.08   3774024.36       26.05595  (13120108)                476006.08 
 3774024.36       27.20647  (14012117)          
        476026.08   3774024.36       28.35499  (14012117)                476046.08 
 3774024.36       29.44816  (14012117)          
        476066.08   3774024.36       30.82322  (16020908)                476086.08 
 3774024.36       32.15776  (16020908)          
        476106.08   3774024.36       33.22827  (16020908)                476126.08 



 3774024.36       34.79438  (16061906)          
        476146.08   3774024.36       36.53541  (16061906)                476166.08 
 3774024.36       38.29248  (12100207)          
        476186.08   3774024.36       39.88755  (12100207)                476206.08 
 3774024.36       41.06358  (12100207)          
        476226.08   3774024.36       41.97543  (16092407)                476366.08 
 3774024.36       68.58598  (13041207)          
        476386.08   3774024.36       66.30867  (13041207)                476406.08 
 3774024.36       60.79079  (13041207)          
        476426.08   3774024.36       58.80474  (15022217)                476446.08 
 3774024.36       57.79034  (14012317)          
        476466.08   3774024.36       58.33198  (15103021)                476486.08 
 3774024.36       57.56574  (12021703)          
        476506.08   3774024.36       58.60539  (12102519)                476526.08 
 3774024.36       58.67977  (13103118)          
        476546.08   3774024.36       57.26985  (13103118)                476566.08 
 3774024.36       54.91856  (16030807)          
        476586.08   3774024.36       54.10052  (12012408)                476606.08 
 3774024.36       55.17954  (12012408)          
        476626.08   3774024.36       54.56346  (12012408)                476646.08 
 3774024.36       52.29235  (12012408)          
        476666.08   3774024.36       50.28864  (12110517)                476686.08 
 3774024.36       49.55499  (12110517)          
        476706.08   3774024.36       47.79089  (12110517)                476726.08 
 3774024.36       46.46697  (16123116)          
        476746.08   3774024.36       47.60852  (16123116)                476766.08 
 3774024.36       46.82111  (16123116)          
        476786.08   3774024.36       44.36540  (16123116)                476806.08 
 3774024.36       40.64788  (16123116)          
        476826.08   3774024.36       37.44132  (14031818)                476846.08 
 3774024.36       35.91810  (14031818)          
        476866.08   3774024.36       34.15124  (14031818)                476886.08 
 3774024.36       32.25939  (14031818)          
        476906.08   3774024.36       30.72244  (16032319)                476926.08 
 3774024.36       29.75693  (16032319)          
        476946.08   3774024.36       28.66978  (16032319)                476966.08 
 3774024.36       27.49607  (16032319)          
        476986.08   3774024.36       26.26631  (13010720)                477006.08 
 3774024.36       25.52035  (16102720)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 125
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  



 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        477026.08   3774024.36       24.76831  (16102720)                477046.08 
 3774024.36       23.95760  (16102720)          
        477066.08   3774024.36       23.09414  (16102720)                477086.08 
 3774024.36       22.23660  (16052720)          
        477106.08   3774024.36       21.43435  (16052720)                475526.08 
 3774044.36       12.45034  (13021518)          
        475546.08   3774044.36       12.75645  (13021518)                475566.08 
 3774044.36       13.08417  (16020608)          
        475586.08   3774044.36       13.47505  (16020608)                475606.08 
 3774044.36       13.87402  (16020608)          
        475626.08   3774044.36       14.28036  (16020608)                475646.08 
 3774044.36       14.75386  (16020608)          
        475666.08   3774044.36       15.22784  (16020608)                475686.08 
 3774044.36       15.72816  (13100607)          
        475706.08   3774044.36       16.23761  (13100607)                475726.08 
 3774044.36       16.75643  (14051306)          
        475746.08   3774044.36       17.31832  (14051306)                475766.08 
 3774044.36       17.96037  (14051306)          
        475786.08   3774044.36       18.59933  (14051306)                475806.08 
 3774044.36       19.17683  (14051306)          
        475826.08   3774044.36       19.82727  (14100307)                475846.08 
 3774044.36       20.66194  (14100307)          
        475866.08   3774044.36       21.57437  (14100307)                475886.08 
 3774044.36       22.42135  (15101007)          
        475906.08   3774044.36       23.31099  (15101007)                475926.08 
 3774044.36       24.18223  (15101007)          
        475946.08   3774044.36       25.02774  (15101007)                475966.08 
 3774044.36       25.83342  (15101007)          
        475986.08   3774044.36       26.85571  (13120108)                476006.08 
 3774044.36       27.85033  (13120108)          
        476026.08   3774044.36       29.01498  (14012117)                476046.08 
 3774044.36       30.51871  (14012117)          



        476066.08   3774044.36       31.83201  (14012117)                476086.08 
 3774044.36       33.19319  (16020908)          
        476106.08   3774044.36       34.66182  (16020908)                476126.08 
 3774044.36       35.94929  (16020908)          
        476146.08   3774044.36       37.62787  (16061906)                476166.08 
 3774044.36       39.64343  (16061906)          
        476186.08   3774044.36       41.65377  (12100207)                476206.08 
 3774044.36       43.46941  (12100207)          
        476226.08   3774044.36       44.77908  (12100207)                476246.08 
 3774044.36       45.78592  (16092407)          
        476266.08   3774044.36       47.32889  (15103024)                476286.08 
 3774044.36       49.24443  (13041207)          
        476366.08   3774044.36       76.55857  (13041207)                476386.08 
 3774044.36       75.53368  (13041207)          
        476406.08   3774044.36       70.48253  (13041207)                476426.08 
 3774044.36       65.57311  (15022217)          
        476446.08   3774044.36       62.90544  (14012317)                476466.08 
 3774044.36       63.20170  (15103021)          
        476486.08   3774044.36       62.42970  (12021703)                476506.08 
 3774044.36       63.54191  (12102519)          
        476526.08   3774044.36       63.53915  (13103118)                476546.08 
 3774044.36       61.71372  (13103118)          
        476566.08   3774044.36       59.06703  (16030807)                476586.08 
 3774044.36       59.16602  (12012408)          
        476606.08   3774044.36       59.78232  (12012408)                476626.08 
 3774044.36       58.44283  (12012408)          
        476646.08   3774044.36       55.52487  (14100220)                476666.08 
 3774044.36       54.41329  (12110517)          
        476686.08   3774044.36       52.86182  (12110517)                476706.08 
 3774044.36       51.05910  (16123116)          
        476726.08   3774044.36       52.94673  (16123116)                476746.08 
 3774044.36       52.47265  (16123116)          
        476766.08   3774044.36       49.91012  (16123116)                476786.08 
 3774044.36       45.74811  (16123116)          
        476806.08   3774044.36       40.81973  (14031818)                476826.08 
 3774044.36       39.06536  (14031818)          
        476846.08   3774044.36       37.04096  (14031818)                476866.08 
 3774044.36       34.80242  (14031818)          
        476886.08   3774044.36       33.26416  (16032319)                476906.08 
 3774044.36       32.09150  (16032319)          
        476926.08   3774044.36       30.79007  (16032319)                476946.08 
 3774044.36       29.40222  (16032319)          
        476966.08   3774044.36       28.23234  (16102720)                476986.08 
 3774044.36       27.38286  (16102720)          
        477006.08   3774044.36       26.46439  (16102720)                477026.08 
 3774044.36       25.49822  (16102720)          
        477046.08   3774044.36       24.49566  (16102720)                477066.08 
 3774044.36       23.53252  (16052720)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22



 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 126
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        477086.08   3774044.36       22.71077  (14090718)                477106.08 
 3774044.36       21.95029  (15062724)          
        475526.08   3774064.36       12.59417  (16020920)                475546.08 
 3774064.36       12.91051  (16020920)          
        475566.08   3774064.36       13.23277  (16020920)                475586.08 
 3774064.36       13.58329  (13021518)          
        475606.08   3774064.36       13.95459  (13021518)                475626.08 
 3774064.36       14.38066  (16020608)          
        475646.08   3774064.36       14.87095  (16020608)                475666.08 
 3774064.36       15.36220  (16020608)          
        475686.08   3774064.36       15.84377  (16020608)                475706.08 
 3774064.36       16.33405  (16020608)          
        475726.08   3774064.36       16.86560  (13100607)                475746.08 
 3774064.36       17.45306  (13100607)          
        475766.08   3774064.36       18.12291  (13100607)                475786.08 
 3774064.36       18.82831  (14051306)          
        475806.08   3774064.36       19.49671  (14051306)                475826.08 
 3774064.36       20.17121  (14051306)          
        475846.08   3774064.36       20.88310  (14051306)                475866.08 
 3774064.36       21.71918  (14100307)          
        475886.08   3774064.36       22.68189  (14100307)                475906.08 
 3774064.36       23.63276  (14100307)          
        475926.08   3774064.36       24.60560  (15101007)                475946.08 



 3774064.36       25.63645  (15101007)          
        475966.08   3774064.36       26.65119  (15101007)                475986.08 
 3774064.36       27.63425  (15101007)          
        476006.08   3774064.36       28.61302  (13120108)                476026.08 
 3774064.36       29.87450  (13120108)          
        476046.08   3774064.36       31.21640  (13120108)                476066.08 
 3774064.36       32.77100  (14012117)          
        476086.08   3774064.36       34.30637  (14012117)                476106.08 
 3774064.36       35.74146  (16020908)          
        476126.08   3774064.36       37.49581  (16020908)                476146.08 
 3774064.36       39.05353  (16020908)          
        476166.08   3774064.36       40.87541  (16061906)                476186.08 
 3774064.36       43.22836  (16061906)          
        476206.08   3774064.36       45.54763  (12100207)                476226.08 
 3774064.36       47.62840  (12100207)          
        476246.08   3774064.36       49.08945  (12100207)                476266.08 
 3774064.36       50.21059  (15103024)          
        476286.08   3774064.36       52.02706  (15103024)                476306.08 
 3774064.36       60.22176  (13041207)          
        476326.08   3774064.36       71.04004  (13041207)                476346.08 
 3774064.36       79.81948  (13041207)          
        476366.08   3774064.36       85.12562  (13041207)                476386.08 
 3774064.36       85.89122  (13041207)          
        476406.08   3774064.36       81.73511  (13041207)                476426.08 
 3774064.36       73.28646  (15022217)          
        476446.08   3774064.36       70.84575  (15022217)                476466.08 
 3774064.36       68.67261  (15103021)          
        476486.08   3774064.36       68.00079  (12021703)                476506.08 
 3774064.36       70.39938  (16112816)          
        476526.08   3774064.36       69.10244  (16112816)                476546.08 
 3774064.36       66.72176  (13103118)          
        476566.08   3774064.36       63.68566  (16030807)                476586.08 
 3774064.36       64.83018  (12012408)          
        476606.08   3774064.36       64.79641  (12012408)                476626.08 
 3774064.36       62.51593  (12012408)          
        476646.08   3774064.36       59.80453  (12110517)                476666.08 
 3774064.36       58.66216  (12110517)          
        476686.08   3774064.36       56.16350  (16123116)                476706.08 
 3774064.36       59.09468  (16123116)          
        476726.08   3774064.36       59.12307  (16123116)                476746.08 
 3774064.36       56.51154  (16123116)          
        476766.08   3774064.36       51.84553  (16123116)                476786.08 
 3774064.36       45.85676  (16123116)          
        476806.08   3774064.36       42.69475  (14031818)                476826.08 
 3774064.36       40.32215  (14031818)          
        476846.08   3774064.36       37.75644  (14031818)                476866.08 
 3774064.36       36.16016  (16032319)          
        476886.08   3774064.36       34.72885  (16032319)                476906.08 
 3774064.36       33.16338  (16032319)          
        476926.08   3774064.36       31.51506  (16032319)                476946.08 



 3774064.36       30.48879  (16102720)          
        476966.08   3774064.36       29.43327  (16102720)                476986.08 
 3774064.36       28.31358  (16102720)          
        477006.08   3774064.36       27.15432  (16102720)                477026.08 
 3774064.36       26.02576  (16052720)          
        477046.08   3774064.36       25.03439  (14090718)                477066.08 
 3774064.36       24.12958  (16092618)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 127
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        477086.08   3774064.36       23.44933  (16092618)                477106.08 
 3774064.36       22.75147  (16092618)          
        475526.08   3774084.36       12.68441  (16020920)                475546.08 
 3774084.36       13.03008  (16020920)          
        475566.08   3774084.36       13.38460  (16020920)                475586.08 
 3774084.36       13.74779  (16020920)          
        475606.08   3774084.36       14.14211  (16020920)                475626.08 
 3774084.36       14.59681  (16020920)          
        475646.08   3774084.36       15.01977  (13021518)                475666.08 
 3774084.36       15.44802  (13021518)          
        475686.08   3774084.36       15.90434  (16020608)                475706.08 
 3774084.36       16.44731  (16020608)          
        475726.08   3774084.36       17.00413  (16020608)                475746.08 
 3774084.36       17.57372  (16020608)          



        475766.08   3774084.36       18.23674  (16020608)                475786.08 
 3774084.36       18.96748  (13100607)          
        475806.08   3774084.36       19.67383  (13100607)                475826.08 
 3774084.36       20.40314  (14051306)          
        475846.08   3774084.36       21.22256  (14051306)                475866.08 
 3774084.36       22.13810  (14051306)          
        475886.08   3774084.36       22.97066  (14051306)                475906.08 
 3774084.36       23.78764  (14100307)          
        475926.08   3774084.36       24.89295  (14100307)                475946.08 
 3774084.36       26.01073  (14100307)          
        475966.08   3774084.36       27.17276  (15101007)                475986.08 
 3774084.36       28.38620  (15101007)          
        476006.08   3774084.36       29.58053  (15101007)                476026.08 
 3774084.36       30.79236  (15101007)          
        476046.08   3774084.36       32.24384  (13120108)                476066.08 
 3774084.36       33.69690  (13120108)          
        476086.08   3774084.36       35.22028  (14012117)                476106.08 
 3774084.36       37.07268  (14012117)          
        476126.08   3774084.36       38.80258  (14012117)                476146.08 
 3774084.36       40.72163  (16020908)          
        476166.08   3774084.36       42.61947  (16020908)                476186.08 
 3774084.36       44.70057  (16061906)          
        476206.08   3774084.36       47.54525  (16061906)                476226.08 
 3774084.36       50.26711  (12100207)          
        476246.08   3774084.36       52.68490  (12100207)                476266.08 
 3774084.36       54.32939  (12100207)          
        476286.08   3774084.36       55.87403  (15103024)                476306.08 
 3774084.36       60.64254  (13041207)          
        476326.08   3774084.36       74.01454  (13041207)                476346.08 
 3774084.36       85.83037  (13041207)          
        476366.08   3774084.36       94.18916  (13041207)                476386.08 
 3774084.36       97.46747  (13041207)          
        476406.08   3774084.36       94.81032  (13041207)                476426.08 
 3774084.36       86.47775  (13041207)          
        476446.08   3774084.36       80.46359  (15022217)                476466.08 
 3774084.36       74.71271  (15103021)          
        476486.08   3774084.36       74.37787  (16112816)                476506.08 
 3774084.36       78.51225  (16112816)          
        476526.08   3774084.36       76.74184  (16112816)                476546.08 
 3774084.36       72.38879  (13103118)          
        476566.08   3774084.36       69.91432  (12012408)                476586.08 
 3774084.36       71.39505  (12012408)          
        476606.08   3774084.36       70.32390  (12012408)                476626.08 
 3774084.36       66.87541  (14100220)          
        476646.08   3774084.36       65.27188  (12110517)                476666.08 
 3774084.36       62.92723  (12110517)          
        476686.08   3774084.36       66.18092  (16123116)                476706.08 
 3774084.36       67.00013  (16123116)          
        476726.08   3774084.36       64.44739  (16123116)                476746.08 
 3774084.36       59.21665  (16123116)          



        476766.08   3774084.36       52.24416  (16123116)                476786.08 
 3774084.36       46.93185  (14031818)          
        476806.08   3774084.36       44.13338  (14031818)                476826.08 
 3774084.36       41.10236  (14031818)          
        476846.08   3774084.36       39.53907  (16032319)                476866.08 
 3774084.36       37.72411  (16032319)          
        476886.08   3774084.36       35.83054  (16032319)                476906.08 
 3774084.36       34.22205  (16102720)          
        476926.08   3774084.36       33.00175  (16102720)                476946.08 
 3774084.36       31.69253  (16102720)          
        476966.08   3774084.36       30.32890  (16102720)                476986.08 
 3774084.36       28.98785  (16052720)          
        477006.08   3774084.36       27.80620  (14090718)                477026.08 
 3774084.36       26.73362  (16092618)          
        477046.08   3774084.36       25.89237  (16092618)                477066.08 
 3774084.36       25.05497  (16092618)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 128
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        477086.08   3774084.36       24.31900  (13090918)                477106.08 
 3774084.36       23.59738  (13090918)          
        475526.08   3774104.36       12.75335  (16102004)                475546.08 
 3774104.36       13.06837  (16102004)          
        475566.08   3774104.36       13.44427  (16020920)                475586.08 



 3774104.36       13.83868  (16020920)          
        475606.08   3774104.36       14.26804  (16020920)                475626.08 
 3774104.36       14.76263  (16020920)          
        475646.08   3774104.36       15.21162  (16020920)                475666.08 
 3774104.36       15.65929  (16020920)          
        475686.08   3774104.36       16.11831  (16020920)                475706.08 
 3774104.36       16.59898  (13021518)          
        475726.08   3774104.36       17.11076  (13021518)                475746.08 
 3774104.36       17.65636  (16020608)          
        475766.08   3774104.36       18.38737  (16020608)                475786.08 
 3774104.36       19.13143  (16020608)          
        475806.08   3774104.36       19.82485  (16020608)                475826.08 
 3774104.36       20.54794  (13100607)          
        475846.08   3774104.36       21.41386  (13100607)                475866.08 
 3774104.36       22.38273  (13100607)          
        475886.08   3774104.36       23.33249  (14051306)                475906.08 
 3774104.36       24.29024  (14051306)          
        475926.08   3774104.36       25.26068  (14051306)                475946.08 
 3774104.36       26.23626  (14051306)          
        475966.08   3774104.36       27.49874  (14100307)                475986.08 
 3774104.36       28.82801  (14100307)          
        476006.08   3774104.36       30.23212  (15101007)                476026.08 
 3774104.36       31.73843  (15101007)          
        476046.08   3774104.36       33.36562  (15101007)                476066.08 
 3774104.36       34.79628  (15101007)          
        476086.08   3774104.36       36.40656  (13120108)                476106.08 
 3774104.36       38.06262  (13120108)          
        476126.08   3774104.36       40.18647  (14012117)                476146.08 
 3774104.36       42.31789  (14012117)          
        476166.08   3774104.36       44.41619  (16020908)                476186.08 
 3774104.36       47.06214  (16020908)          
        476206.08   3774104.36       49.52188  (16061906)                476226.08 
 3774104.36       52.88588  (16061906)          
        476246.08   3774104.36       56.15375  (12100207)                476266.08 
 3774104.36       59.01630  (12100207)          
        476286.08   3774104.36       60.89153  (12100207)                476306.08 
 3774104.36       63.01277  (15103024)          
        476326.08   3774104.36       75.95604  (13041207)                476346.08 
 3774104.36       91.32939  (13041207)          
        476366.08   3774104.36      103.53667  (13041207)                476386.08 
 3774104.36      110.24132  (13041207)          
        476406.08   3774104.36      109.94240  (13041207)                476426.08 
 3774104.36      102.41689  (13041207)          
        476446.08   3774104.36       91.84578  (15022217)                476466.08 
 3774104.36       84.94345  (15022217)          
        476486.08   3774104.36       83.34649  (16112816)                476506.08 
 3774104.36       88.06713  (16112816)          
        476526.08   3774104.36       85.71501  (16112816)                476546.08 
 3774104.36       78.98782  (16030807)          
        476566.08   3774104.36       77.97075  (12012408)                476586.08 



 3774104.36       79.11461  (12012408)          
        476606.08   3774104.36       76.44626  (12012408)                476626.08 
 3774104.36       72.72942  (12110517)          
        476646.08   3774104.36       70.93411  (12110517)                476666.08 
 3774104.36       74.33447  (16123116)          
        476686.08   3774104.36       76.38621  (16123116)                476706.08 
 3774104.36       74.68593  (16123116)          
        476726.08   3774104.36       68.90575  (16123116)                476746.08 
 3774104.36       60.52574  (16123116)          
        476766.08   3774104.36       51.92034  (14031818)                476786.08 
 3774104.36       48.56903  (14031818)          
        476806.08   3774104.36       45.34090  (16032319)                476826.08 
 3774104.36       43.38696  (16032319)          
        476846.08   3774104.36       41.20713  (16032319)                476866.08 
 3774104.36       38.84007  (16032319)          
        476886.08   3774104.36       37.35067  (16102720)                476906.08 
 3774104.36       35.80543  (16102720)          
        476926.08   3774104.36       34.18264  (16102720)                476946.08 
 3774104.36       32.55123  (16052720)          
        476966.08   3774104.36       31.11791  (14090718)                476986.08 
 3774104.36       29.85684  (16092618)          
        477006.08   3774104.36       28.85818  (16092618)                477026.08 
 3774104.36       27.82738  (13090918)          
        477046.08   3774104.36       26.93678  (13090918)                477066.08 
 3774104.36       26.05543  (13090918)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 129
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **



      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        477086.08   3774104.36       25.16880  (13090918)                477106.08 
 3774104.36       24.28507  (13090918)          
        475526.08   3774124.36       12.89020  (16102004)                475546.08 
 3774124.36       13.23350  (16102004)          
        475566.08   3774124.36       13.58725  (16102004)                475586.08 
 3774124.36       13.98658  (16102004)          
        475606.08   3774124.36       14.40146  (16102004)                475626.08 
 3774124.36       14.82368  (16020920)          
        475646.08   3774124.36       15.30238  (16020920)                475666.08 
 3774124.36       15.79184  (16020920)          
        475686.08   3774124.36       16.29764  (16020920)                475706.08 
 3774124.36       16.81975  (16020920)          
        475726.08   3774124.36       17.37695  (16020920)                475746.08 
 3774124.36       17.99273  (16020920)          
        475766.08   3774124.36       18.61383  (13021518)                475786.08 
 3774124.36       19.27128  (13021518)          
        475806.08   3774124.36       19.94118  (16020608)                475826.08 
 3774124.36       20.73672  (16020608)          
        475846.08   3774124.36       21.59819  (16020608)                475866.08 
 3774124.36       22.57833  (16020608)          
        475886.08   3774124.36       23.53113  (13100607)                475906.08 
 3774124.36       24.56099  (13100607)          
        475926.08   3774124.36       25.63863  (14051306)                475946.08 
 3774124.36       26.78963  (14051306)          
        475966.08   3774124.36       27.96274  (14051306)                475986.08 
 3774124.36       29.14862  (14051306)          
        476006.08   3774124.36       30.60643  (14100307)                476026.08 
 3774124.36       32.27888  (14100307)          
        476046.08   3774124.36       34.20617  (15101007)                476066.08 
 3774124.36       36.01954  (15101007)          
        476086.08   3774124.36       37.77056  (15101007)                476106.08 
 3774124.36       39.45398  (15101007)          
        476126.08   3774124.36       41.48156  (13120108)                476146.08 
 3774124.36       43.70362  (14012117)          
        476166.08   3774124.36       46.34459  (14012117)                476186.08 
 3774124.36       49.09674  (14012117)          
        476206.08   3774124.36       52.28509  (16020908)                476226.08 
 3774124.36       54.84378  (16020908)          
        476246.08   3774124.36       58.88725  (16061906)                476266.08 
 3774124.36       62.79240  (12100207)          
        476286.08   3774124.36       66.16332  (12100207)                476306.08 
 3774124.36       68.24895  (12100207)          
        476326.08   3774124.36       76.48600  (13041207)                476346.08 
 3774124.36       95.88006  (13041207)          
        476366.08   3774124.36      112.91043  (13041207)                476386.08 
 3774124.36      124.30012  (13041207)          



        476406.08   3774124.36      127.49197  (13041207)                476426.08 
 3774124.36      121.58854  (13041207)          
        476446.08   3774124.36      107.67932  (13041207)                476466.08 
 3774124.36       98.67892  (15022217)          
        476486.08   3774124.36       94.16444  (16112816)                476506.08 
 3774124.36       99.39744  (16112816)          
        476526.08   3774124.36       96.36056  (16112816)                476546.08 
 3774124.36       87.35073  (16030807)          
        476566.08   3774124.36       87.72191  (12012408)                476586.08 
 3774124.36       87.28206  (12012408)          
        476606.08   3774124.36       82.69950  (14100220)                476626.08 
 3774124.36       80.28430  (12110517)          
        476646.08   3774124.36       83.72487  (16123116)                476666.08 
 3774124.36       87.86730  (16123116)          
        476686.08   3774124.36       86.36389  (16123116)                476706.08 
 3774124.36       80.30634  (16123116)          
        476726.08   3774124.36       70.86862  (16123116)                476746.08 
 3774124.36       59.41811  (16123116)          
        476766.08   3774124.36       53.77821  (14031818)                476786.08 
 3774124.36       50.29892  (16032319)          
        476806.08   3774124.36       47.82423  (16032319)                476826.08 
 3774124.36       45.11135  (16032319)          
        476846.08   3774124.36       42.78696  (16102720)                476866.08 
 3774124.36       40.89364  (16102720)          
        476886.08   3774124.36       38.93734  (16102720)                476906.08 
 3774124.36       36.92571  (16052720)          
        476926.08   3774124.36       35.16407  (14090718)                476946.08 
 3774124.36       33.61765  (16092618)          
        476966.08   3774124.36       32.36147  (16092618)                476986.08 
 3774124.36       31.16734  (13090918)          
        477006.08   3774124.36       30.08734  (13090918)                477026.08 
 3774124.36       28.98293  (13090918)          
        477046.08   3774124.36       28.22883  (12121716)                477066.08 
 3774124.36       27.55048  (12121716)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 130
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 



                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        477086.08   3774124.36       26.75504  (12121716)                477106.08 
 3774124.36       25.87038  (12121716)          
        475526.08   3774144.36       12.93911  (16102004)                475546.08 
 3774144.36       13.30641  (16102004)          
        475566.08   3774144.36       13.68678  (16102004)                475586.08 
 3774144.36       14.13832  (16102004)          
        475606.08   3774144.36       14.59902  (16102004)                475626.08 
 3774144.36       15.02694  (16102004)          
        475646.08   3774144.36       15.46968  (16102004)                475666.08 
 3774144.36       15.92748  (16102004)          
        475686.08   3774144.36       16.40051  (16102004)                475706.08 
 3774144.36       16.90508  (16020920)          
        475726.08   3774144.36       17.52479  (16020920)                475746.08 
 3774144.36       18.23948  (16020920)          
        475766.08   3774144.36       18.90070  (16020920)                475786.08 
 3774144.36       19.56764  (16020920)          
        475806.08   3774144.36       20.25763  (16020920)                475826.08 
 3774144.36       20.97008  (16020920)          
        475846.08   3774144.36       21.76682  (13021518)                475866.08 
 3774144.36       22.69589  (16020608)          
        475886.08   3774144.36       23.73746  (16020608)                475906.08 
 3774144.36       24.79543  (16020608)          
        475926.08   3774144.36       25.86265  (16020608)                475946.08 
 3774144.36       27.08503  (13100607)          
        475966.08   3774144.36       28.36929  (13100607)                475986.08 
 3774144.36       29.75172  (14051306)          
        476006.08   3774144.36       31.18865  (14051306)                476026.08 
 3774144.36       32.72407  (14051306)          
        476046.08   3774144.36       34.68721  (14100307)                476066.08 
 3774144.36       36.72764  (14100307)          
        476086.08   3774144.36       38.86295  (15101007)                476106.08 
 3774144.36       41.05107  (15101007)          
        476126.08   3774144.36       43.20422  (15101007)                476146.08 
 3774144.36       45.36452  (13120108)          
        476166.08   3774144.36       47.98356  (13120108)                476186.08 
 3774144.36       51.39412  (14012117)          
        476206.08   3774144.36       54.76702  (14012117)                476226.08 



 3774144.36       58.12087  (16020908)          
        476246.08   3774144.36       61.38547  (16020908)                476266.08 
 3774144.36       66.08909  (16061906)          
        476286.08   3774144.36       70.81073  (12100207)                476306.08 
 3774144.36       74.80682  (12100207)          
        476326.08   3774144.36       77.42975  (16092407)                476346.08 
 3774144.36       98.90300  (13041207)          
        476366.08   3774144.36      121.81180  (13041207)                476386.08 
 3774144.36      139.42735  (13041207)          
        476406.08   3774144.36      147.68099  (13041207)                476426.08 
 3774144.36      144.57673  (13041207)          
        476446.08   3774144.36      130.92995  (13041207)                476466.08 
 3774144.36      115.32669  (15022217)          
        476486.08   3774144.36      107.11679  (16112816)                476506.08 
 3774144.36      112.94355  (16112816)          
        476526.08   3774144.36      109.24844  (16112816)                476546.08 
 3774144.36       97.10161  (16030807)          
        476566.08   3774144.36       98.81754  (12012408)                476586.08 
 3774144.36       96.24144  (12012408)          
        476606.08   3774144.36       91.01446  (12110517)                476626.08 
 3774144.36       94.20872  (16123116)          
        476646.08   3774144.36      102.16670  (16123116)                476666.08 
 3774144.36      102.02190  (16123116)          
        476686.08   3774144.36       94.81265  (16123116)                476706.08 
 3774144.36       82.88626  (16123116)          
        476726.08   3774144.36       69.32802  (16123116)                476746.08 
 3774144.36       60.01375  (14031818)          
        476766.08   3774144.36       56.19943  (16032319)                476786.08 
 3774144.36       53.02884  (16032319)          
        476806.08   3774144.36       49.61970  (16032319)                476826.08 
 3774144.36       47.30803  (16102720)          
        476846.08   3774144.36       44.95099  (16102720)                476866.08 
 3774144.36       42.43713  (16102720)          
        476886.08   3774144.36       40.19745  (14090718)                476906.08 
 3774144.36       38.24657  (16092618)          
        476926.08   3774144.36       36.68180  (16092618)                477066.08 
 3774144.36       29.85244  (12121716)          
        477086.08   3774144.36       28.56382  (12121716)                477106.08 
 3774144.36       27.24217  (12121716)          
        475526.08   3774164.36       12.91790  (16102002)                475546.08 
 3774164.36       13.28962  (16102002)          
        475566.08   3774164.36       13.68543  (16102004)                475586.08 
 3774164.36       14.16142  (16102004)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 131
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        475606.08   3774164.36       14.64969  (16102004)                475626.08 
 3774164.36       15.10813  (16102004)          
        475646.08   3774164.36       15.58508  (16102004)                475666.08 
 3774164.36       16.08121  (16102004)          
        475686.08   3774164.36       16.59718  (16102004)                475706.08 
 3774164.36       17.13359  (16102004)          
        475726.08   3774164.36       17.72283  (16102004)                475746.08 
 3774164.36       18.40777  (16102004)          
        475766.08   3774164.36       19.03656  (16102004)                475786.08 
 3774164.36       19.70539  (16020920)          
        475806.08   3774164.36       20.46680  (16020920)                475826.08 
 3774164.36       21.26101  (16020920)          
        475846.08   3774164.36       22.09048  (16020920)                475866.08 
 3774164.36       22.96239  (16020920)          
        475886.08   3774164.36       23.97594  (16020920)                475906.08 
 3774164.36       25.03827  (13021518)          
        475926.08   3774164.36       26.09578  (16020608)                475946.08 
 3774164.36       27.35049  (16020608)          
        475966.08   3774164.36       28.65751  (16020608)                475986.08 
 3774164.36       30.06563  (13100607)          
        476006.08   3774164.36       31.64682  (13100607)                476026.08 
 3774164.36       33.38138  (14051306)          
        476046.08   3774164.36       35.43134  (14051306)                476066.08 
 3774164.36       37.34632  (14051306)          
        476086.08   3774164.36       39.44403  (14100307)                476106.08 
 3774164.36       41.94134  (14100307)          
        476126.08   3774164.36       44.65516  (15101007)                476146.08 
 3774164.36       47.50945  (15101007)          



        476166.08   3774164.36       50.57193  (15101007)                476186.08 
 3774164.36       53.58816  (13120108)          
        476206.08   3774164.36       57.08496  (14012117)                476226.08 
 3774164.36       61.18393  (14012117)          
        476246.08   3774164.36       65.08786  (16020908)                476266.08 
 3774164.36       69.31107  (16020908)          
        476286.08   3774164.36       74.91662  (16061906)                476306.08 
 3774164.36       80.71194  (12100207)          
        476326.08   3774164.36       85.79283  (12100207)                476346.08 
 3774164.36       99.63366  (13041207)          
        476366.08   3774164.36      129.48172  (13041207)                476386.08 
 3774164.36      155.27403  (13041207)          
        476406.08   3774164.36      170.78538  (13041207)                476426.08 
 3774164.36      172.14434  (13041207)          
        476446.08   3774164.36      159.70061  (13041207)                476466.08 
 3774164.36      136.84808  (13041207)          
        476486.08   3774164.36      122.64770  (16112816)                476506.08 
 3774164.36      129.24236  (16112816)          
        476526.08   3774164.36      125.18470  (16112816)                476546.08 
 3774164.36      109.63593  (12012408)          
        476566.08   3774164.36      111.14704  (12012408)                476586.08 
 3774164.36      105.97144  (12012408)          
        476606.08   3774164.36      105.86906  (16123116)                476626.08 
 3774164.36      118.51687  (16123116)          
        476646.08   3774164.36      120.82177  (16123116)                476666.08 
 3774164.36      113.39124  (16123116)          
        476686.08   3774164.36       99.00675  (16123116)                476706.08 
 3774164.36       81.36257  (16123116)          
        476726.08   3774164.36       67.73778  (14031818)                476746.08 
 3774164.36       63.36605  (16032319)          
        476766.08   3774164.36       59.24458  (16032319)                476786.08 
 3774164.36       55.57281  (16102720)          
        476806.08   3774164.36       52.60570  (16102720)                476826.08 
 3774164.36       49.49149  (16102720)          
        476846.08   3774164.36       46.59843  (14090718)                476866.08 
 3774164.36       44.11828  (16072519)          
        476886.08   3774164.36       42.53106  (12121716)                476906.08 
 3774164.36       42.39227  (12121716)          
        476926.08   3774164.36       41.83212  (12121716)                477066.08 
 3774164.36       31.16257  (12121716)          
        477086.08   3774164.36       29.41221  (12121716)                477106.08 
 3774164.36       27.69867  (12121716)          
        475526.08   3774184.36       13.02131  (16102007)                475546.08 
 3774184.36       13.36119  (15012905)          
        475566.08   3774184.36       13.77908  (15012905)                475586.08 
 3774184.36       14.20391  (15012905)          
        475606.08   3774184.36       14.63554  (15012905)                475626.08 
 3774184.36       15.08388  (16102002)          
        475646.08   3774184.36       15.56955  (16102002)                475666.08 
 3774184.36       16.09579  (16102004)          



        475686.08   3774184.36       16.64631  (16102004)                475706.08 
 3774184.36       17.22197  (16102004)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 132
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        475726.08   3774184.36       17.85621  (16102004)                475746.08 
 3774184.36       18.59361  (16102004)          
        475766.08   3774184.36       19.28069  (16102004)                475786.08 
 3774184.36       19.98012  (16102004)          
        475806.08   3774184.36       20.71128  (16102004)                475826.08 
 3774184.36       21.47520  (16102004)          
        475846.08   3774184.36       22.27270  (16102004)                475866.08 
 3774184.36       23.16876  (16020920)          
        475886.08   3774184.36       24.29634  (16020920)                475906.08 
 3774184.36       25.46717  (16020920)          
        475926.08   3774184.36       26.58383  (16020920)                475946.08 
 3774184.36       27.75166  (16020920)          
        475966.08   3774184.36       28.98241  (13021518)                475986.08 
 3774184.36       30.34966  (16020608)          
        476006.08   3774184.36       31.96971  (16020608)                476026.08 
 3774184.36       33.74952  (16020608)          
        476046.08   3774184.36       35.93252  (13100607)                476066.08 
 3774184.36       38.08401  (13100607)          
        476086.08   3774184.36       40.37872  (14051306)                476106.08 



 3774184.36       42.77577  (14051306)          
        476126.08   3774184.36       45.36279  (14100307)                476146.08 
 3774184.36       48.63294  (15101007)          
        476166.08   3774184.36       52.30734  (15101007)                476186.08 
 3774184.36       56.12122  (15101007)          
        476206.08   3774184.36       59.84848  (15101007)                476226.08 
 3774184.36       63.74895  (13120108)          
        476246.08   3774184.36       68.84399  (14012117)                476266.08 
 3774184.36       73.84664  (14012117)          
        476286.08   3774184.36       79.05985  (16020908)                476306.08 
 3774184.36       85.93475  (16061906)          
        476326.08   3774184.36       93.53436  (12100207)                476346.08 
 3774184.36      100.53026  (12100207)          
        476366.08   3774184.36      134.73898  (13041207)                476386.08 
 3774184.36      171.17557  (13041207)          
        476406.08   3774184.36      197.11105  (13041207)                476426.08 
 3774184.36      205.33096  (13041207)          
        476446.08   3774184.36      195.27184  (13041207)                476466.08 
 3774184.36      171.75993  (13041207)          
        476486.08   3774184.36      145.17499  (15022217)                476506.08 
 3774184.36      149.12020  (16112816)          
        476526.08   3774184.36      144.86614  (16112816)                476546.08 
 3774184.36      125.90475  (12012408)          
        476566.08   3774184.36      125.37777  (12012408)                476586.08 
 3774184.36      120.86792  (16040918)          
        476606.08   3774184.36      137.26012  (16123116)                476626.08 
 3774184.36      144.67404  (16123116)          
        476646.08   3774184.36      137.83240  (16123116)                476666.08 
 3774184.36      120.39851  (16123116)          
        476686.08   3774184.36       98.10819  (16123116)                476706.08 
 3774184.36       77.19609  (14031818)          
        476726.08   3774184.36       72.16728  (16032319)                476746.08 
 3774184.36       66.68578  (16032319)          
        476766.08   3774184.36       62.76381  (16102720)                476786.08 
 3774184.36       58.76595  (16102720)          
        476806.08   3774184.36       54.94301  (14090718)                476826.08 
 3774184.36       52.83178  (12121716)          
        476846.08   3774184.36       52.86777  (12121716)                476866.08 
 3774184.36       52.40728  (12121716)          
        476886.08   3774184.36       51.15987  (12121716)                476906.08 
 3774184.36       49.56111  (12121716)          
        476926.08   3774184.36       47.62422  (12121716)                477066.08 
 3774184.36       31.28413  (12121716)          
        477086.08   3774184.36       29.16291  (12121716)                477106.08 
 3774184.36       27.17778  (12121716)          
        475526.08   3774204.36       13.24948  (16102007)                475546.08 
 3774204.36       13.62072  (16102007)          
        475566.08   3774204.36       14.05446  (16102007)                475586.08 
 3774204.36       14.45060  (16102007)          
        475606.08   3774204.36       14.85060  (16102007)                475626.08 



 3774204.36       15.26711  (16102007)          
        475646.08   3774204.36       15.70093  (16102007)                475666.08 
 3774204.36       16.15287  (16102007)          
        475686.08   3774204.36       16.66810  (15012905)                475706.08 
 3774204.36       17.23601  (15012905)          
        475726.08   3774204.36       17.86768  (16102002)                475746.08 
 3774204.36       18.59710  (16102004)          
        475766.08   3774204.36       19.32495  (16102004)                475786.08 
 3774204.36       20.07663  (16102004)          
        475806.08   3774204.36       20.86808  (16102004)                475826.08 
 3774204.36       21.70150  (16102004)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 133
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        475846.08   3774204.36       22.57912  (16102004)                475866.08 
 3774204.36       23.50313  (16102004)          
        475886.08   3774204.36       24.60917  (16102004)                475906.08 
 3774204.36       25.76019  (16102004)          
        475926.08   3774204.36       26.85712  (16102004)                475946.08 
 3774204.36       28.11828  (16020920)          
        475966.08   3774204.36       29.50008  (16020920)                475986.08 
 3774204.36       30.95997  (16020920)          
        476006.08   3774204.36       32.55626  (16020920)                476026.08 
 3774204.36       34.29065  (16020920)          



        476046.08   3774204.36       36.32842  (16020608)                476066.08 
 3774204.36       38.57016  (16020608)          
        476086.08   3774204.36       40.91533  (13100607)                476106.08 
 3774204.36       43.63444  (13100607)          
        476126.08   3774204.36       46.53425  (14051306)                476146.08 
 3774204.36       49.71881  (14051306)          
        476166.08   3774204.36       53.14761  (14100307)                476186.08 
 3774204.36       57.77469  (15101007)          
        476206.08   3774204.36       62.73162  (15101007)                476226.08 
 3774204.36       67.52270  (15101007)          
        476246.08   3774204.36       72.19411  (15101007)                476266.08 
 3774204.36       78.07978  (14012117)          
        476286.08   3774204.36       84.87122  (14012117)                476306.08 
 3774204.36       93.51727  (15012517)          
        476326.08   3774204.36      101.24864  (15012517)                476346.08 
 3774204.36      111.17620  (12100207)          
        476366.08   3774204.36      135.82240  (13041207)                476386.08 
 3774204.36      185.79096  (13041207)          
        476406.08   3774204.36      226.92753  (13041207)                476426.08 
 3774204.36      245.76474  (13041207)          
        476446.08   3774204.36      239.34645  (13041207)                476466.08 
 3774204.36      216.16290  (13041207)          
        476486.08   3774204.36      182.22640  (13041207)                476506.08 
 3774204.36      172.92376  (16112816)          
        476526.08   3774204.36      170.08687  (16112816)                476546.08 
 3774204.36      146.08336  (16112816)          
        477046.08   3774204.36       32.68074  (12121716)                477066.08 
 3774204.36       30.14869  (12121716)          
        477086.08   3774204.36       27.79721  (12121716)                477106.08 
 3774204.36       25.64339  (12121716)          
        477126.08   3774204.36       24.47360  (12081020)                477146.08 
 3774204.36       23.40908  (12081020)          
        477166.08   3774204.36       22.40811  (12081020)                475526.08 
 3774224.36       13.38285  (16102007)          
        475546.08   3774224.36       13.77452  (16102007)                475566.08 
 3774224.36       14.23156  (16102007)          
        475586.08   3774224.36       14.65258  (16102007)                475606.08 
 3774224.36       15.07984  (16102007)          
        475626.08   3774224.36       15.52645  (16102007)                475646.08 
 3774224.36       15.99355  (16102007)          
        475666.08   3774224.36       16.48234  (16102007)                475686.08 
 3774224.36       16.99406  (16102007)          
        475706.08   3774224.36       17.60452  (16102007)                475726.08 
 3774224.36       18.23645  (16102007)          
        475746.08   3774224.36       18.84091  (16102007)                475766.08 
 3774224.36       19.47077  (16102007)          
        475786.08   3774224.36       20.13038  (16102007)                475806.08 
 3774224.36       20.87359  (15012905)          
        475826.08   3774224.36       21.69207  (16102002)                475846.08 
 3774224.36       22.60731  (16102004)          



        475866.08   3774224.36       23.60214  (16102004)                475886.08 
 3774224.36       24.79373  (16102004)          
        475906.08   3774224.36       26.04593  (16102004)                475926.08 
 3774224.36       27.25984  (16102004)          
        475946.08   3774224.36       28.55010  (16102004)                475966.08 
 3774224.36       29.92130  (16102004)          
        475986.08   3774224.36       31.37785  (16102004)                476006.08 
 3774224.36       33.11996  (16102004)          
        476026.08   3774224.36       35.13564  (16020920)                476046.08 
 3774224.36       37.16316  (16020920)          
        476066.08   3774224.36       39.31448  (16020920)                476086.08 
 3774224.36       41.59881  (16020920)          
        476106.08   3774224.36       44.14277  (16020608)                476126.08 
 3774224.36       47.20657  (16020608)          
        476146.08   3774224.36       50.79568  (13100607)                476166.08 
 3774224.36       55.10018  (13100607)          
        476186.08   3774224.36       59.53175  (14051306)                476206.08 
 3774224.36       64.14114  (14051306)          
        476226.08   3774224.36       70.01081  (15101007)                476246.08 
 3774224.36       76.49752  (15101007)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 134
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476266.08   3774224.36       83.08369  (15101007)                476286.08 



 3774224.36       89.45327  (13120108)          
        476306.08   3774224.36       98.93473  (15012517)                476326.08 
 3774224.36      114.93336  (15012517)          
        476346.08   3774224.36      126.99134  (15012517)                476366.08 
 3774224.36      134.77887  (14113016)          
        476386.08   3774224.36      196.36174  (13041207)                476406.08 
 3774224.36      260.06722  (13041207)          
        476426.08   3774224.36      296.36678  (13041207)                476446.08 
 3774224.36      294.71392  (13041207)          
        476466.08   3774224.36      271.92770  (13041207)                476486.08 
 3774224.36      240.61468  (13041207)          
        476506.08   3774224.36      200.86498  (16112816)                476526.08 
 3774224.36      203.65373  (16112816)          
        476546.08   3774224.36      180.74175  (16040918)                477046.08 
 3774224.36       30.49161  (12121716)          
        477066.08   3774224.36       28.18683  (12081020)                477086.08 
 3774224.36       26.92222  (12013017)          
        477106.08   3774224.36       25.79309  (12013017)                477126.08 
 3774224.36       24.72647  (12013017)          
        477146.08   3774224.36       23.69338  (12013017)                477166.08 
 3774224.36       22.71049  (12013017)          
        475526.08   3774244.36       13.41727  (16102007)                475546.08 
 3774244.36       13.82373  (16102007)          
        475566.08   3774244.36       14.29766  (16102007)                475586.08 
 3774244.36       14.73714  (16102007)          
        475606.08   3774244.36       15.18488  (16102007)                475626.08 
 3774244.36       15.65435  (16102007)          
        475646.08   3774244.36       16.14699  (16102007)                475666.08 
 3774244.36       16.66432  (16102007)          
        475686.08   3774244.36       17.20799  (16102007)                475706.08 
 3774244.36       17.85994  (16102007)          
        475726.08   3774244.36       18.53662  (16102007)                475746.08 
 3774244.36       19.18095  (16102007)          
        475766.08   3774244.36       19.86055  (16102007)                475786.08 
 3774244.36       20.57795  (16102007)          
        475806.08   3774244.36       21.33584  (16102007)                475826.08 
 3774244.36       22.13713  (16102007)          
        475846.08   3774244.36       22.98496  (16102007)                475866.08 
 3774244.36       23.88267  (16102007)          
        475886.08   3774244.36       24.97093  (16102007)                475906.08 
 3774244.36       26.11080  (16102007)          
        475926.08   3774244.36       27.27402  (16102002)                475946.08 
 3774244.36       28.64446  (16102004)          
        475966.08   3774244.36       30.13752  (16102004)                475986.08 
 3774244.36       31.74139  (16102004)          
        476006.08   3774244.36       33.67851  (16102004)                476026.08 
 3774244.36       35.74467  (16102004)          
        476046.08   3774244.36       37.78471  (16102004)                476066.08 
 3774244.36       39.98062  (16102004)          
        476086.08   3774244.36       42.35961  (16020920)                476106.08 



 3774244.36       45.18846  (16020920)          
        476126.08   3774244.36       48.24887  (16020920)                476146.08 
 3774244.36       51.71568  (16020920)          
        476166.08   3774244.36       55.97980  (16020608)                476186.08 
 3774244.36       60.68668  (16020608)          
        476206.08   3774244.36       66.09259  (13100607)                476226.08 
 3774244.36       72.04289  (14051306)          
        476246.08   3774244.36       78.60335  (14051306)                476266.08 
 3774244.36       86.93165  (15101007)          
        476286.08   3774244.36       96.26234  (15101007)                476306.08 
 3774244.36      106.41476  (15101007)          
        476326.08   3774244.36      120.91893  (15012517)                476346.08 
 3774244.36      145.53541  (15012517)          
        476366.08   3774244.36      164.01220  (15012517)                476386.08 
 3774244.36      197.46651  (13041207)          
        476406.08   3774244.36      294.13438  (13041207)                476426.08 
 3774244.36      362.37952  (13041207)          
        476446.08   3774244.36      366.90213  (13041207)                476466.08 
 3774244.36      339.53942  (13041207)          
        476486.08   3774244.36      317.34547  (13041207)                476506.08 
 3774244.36      272.17893  (13041207)          
        476526.08   3774244.36      250.28824  (16112816)                476546.08 
 3774244.36      229.64380  (16040918)          
        477046.08   3774244.36       29.91971  (12013017)                477066.08 
 3774244.36       28.51790  (12013017)          
        477086.08   3774244.36       27.20932  (12013017)                477106.08 
 3774244.36       25.97881  (12013017)          
        477126.08   3774244.36       24.86501  (15020417)                477146.08 
 3774244.36       23.91074  (15020417)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 135
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        477166.08   3774244.36       23.00445  (15020417)                475526.08 
 3774264.36       13.36550  (16102007)          
        475546.08   3774264.36       13.78721  (16102007)                475566.08 
 3774264.36       14.25294  (16102007)          
        475586.08   3774264.36       14.70076  (16102007)                475606.08 
 3774264.36       15.16148  (16102007)          
        475626.08   3774264.36       15.64574  (16102007)                475646.08 
 3774264.36       16.15518  (16102007)          
        475666.08   3774264.36       16.69971  (16102007)                475686.08 
 3774264.36       17.28977  (16102007)          
        475706.08   3774264.36       17.95326  (16102007)                475726.08 
 3774264.36       18.64006  (16102007)          
        475746.08   3774264.36       19.31686  (16102007)                475766.08 
 3774264.36       20.03351  (16102007)          
        475786.08   3774264.36       20.79322  (16102007)                475806.08 
 3774264.36       21.59950  (16102007)          
        475826.08   3774264.36       22.45623  (16102007)                475846.08 
 3774264.36       23.36765  (16102007)          
        475866.08   3774264.36       24.33845  (16102007)                475886.08 
 3774264.36       25.51457  (16102007)          
        475906.08   3774264.36       26.75596  (16102007)                475926.08 
 3774264.36       27.96206  (16102007)          
        475946.08   3774264.36       29.25427  (16102007)                475966.08 
 3774264.36       30.64049  (16102007)          
        475986.08   3774264.36       32.12937  (16102007)                476006.08 
 3774264.36       33.94644  (16102007)          
        476026.08   3774264.36       35.88387  (16102007)                476046.08 
 3774264.36       38.03568  (16102004)          
        476066.08   3774264.36       40.46795  (16102004)                476086.08 
 3774264.36       43.12656  (16102004)          
        476106.08   3774264.36       46.03563  (16102004)                476126.08 
 3774264.36       49.22072  (16102004)          
        476146.08   3774264.36       52.88120  (16102004)                476166.08 
 3774264.36       57.42695  (16020920)          
        476186.08   3774264.36       62.28262  (16020920)                476206.08 
 3774264.36       67.52223  (16020920)          
        476226.08   3774264.36       73.44434  (15012808)                476246.08 
 3774264.36       81.64682  (15090107)          
        476266.08   3774264.36       91.76545  (15090107)                476286.08 
 3774264.36      102.37353  (15090107)          
        476306.08   3774264.36      113.41524  (15101007)                476326.08 
 3774264.36      129.27206  (15101007)          



        476346.08   3774264.36      150.57543  (15012517)                476366.08 
 3774264.36      189.95125  (15012517)          
        476386.08   3774264.36      220.74879  (15012517)                476406.08 
 3774264.36      318.72691  (13041207)          
        476426.08   3774264.36      450.34343  (13041207)                476446.08 
 3774264.36      469.85937  (13041207)          
        476466.08   3774264.36      420.14932  (13041207)                476486.08 
 3774264.36      411.39598  (13041207)          
        476506.08   3774264.36      394.61317  (13041207)                476526.08 
 3774264.36      316.39833  (16112816)          
        476546.08   3774264.36      301.35721  (16040918)                477046.08 
 3774264.36       30.43305  (15020417)          
        477066.08   3774264.36       29.08620  (15020417)                477086.08 
 3774264.36       27.82058  (15020417)          
        477106.08   3774264.36       26.63145  (15020417)                477126.08 
 3774264.36       25.50475  (15020417)          
        477146.08   3774264.36       24.47666  (15020417)                477166.08 
 3774264.36       23.50526  (15020417)          
        475526.08   3774284.36       13.30691  (16101924)                475546.08 
 3774284.36       13.72884  (16101924)          
        475566.08   3774284.36       14.13410  (16101924)                475586.08 
 3774284.36       14.55659  (16101924)          
        475606.08   3774284.36       15.00883  (16102007)                475626.08 
 3774284.36       15.49925  (16102007)          
        475646.08   3774284.36       16.01615  (16102007)                475666.08 
 3774284.36       16.58820  (16102007)          
        475686.08   3774284.36       17.25099  (16102007)                475706.08 
 3774284.36       17.88891  (16102007)          
        475726.08   3774284.36       18.54809  (16102007)                475746.08 
 3774284.36       19.24272  (16102007)          
        475766.08   3774284.36       19.98038  (16102007)                475786.08 
 3774284.36       20.76480  (16102007)          
        475806.08   3774284.36       21.60011  (16102007)                475826.08 
 3774284.36       22.49093  (16102007)          
        475846.08   3774284.36       23.44241  (16102007)                475866.08 
 3774284.36       24.46030  (16102007)          
        475886.08   3774284.36       25.69348  (16102007)                475906.08 
 3774284.36       27.00243  (16102007)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 136
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 



                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        475926.08   3774284.36       28.28670  (16102007)                475946.08 
 3774284.36       29.67142  (16102007)          
        475966.08   3774284.36       31.16739  (16102007)                475986.08 
 3774284.36       32.78686  (16102007)          
        476006.08   3774284.36       34.76638  (16102007)                476026.08 
 3774284.36       36.89898  (16102007)          
        476046.08   3774284.36       39.02987  (16102007)                476066.08 
 3774284.36       41.35962  (16102007)          
        476086.08   3774284.36       43.91262  (16102007)                476106.08 
 3774284.36       46.71643  (16102007)          
        476126.08   3774284.36       49.80206  (16102007)                476146.08 
 3774284.36       53.54184  (16102004)          
        476166.08   3774284.36       58.54619  (16102004)                476186.08 
 3774284.36       63.68377  (16102004)          
        476206.08   3774284.36       69.34470  (16102004)                476226.08 
 3774284.36       75.71701  (16102004)          
        476246.08   3774284.36       84.61327  (15090107)                476266.08 
 3774284.36       98.68034  (15090107)          
        476286.08   3774284.36      115.16194  (15090107)                476306.08 
 3774284.36      134.25584  (15090107)          
        476326.08   3774284.36      155.65720  (15090107)                476346.08 
 3774284.36      178.08858  (15090107)          
        476366.08   3774284.36      200.07064  (15082007)                476386.08 
 3774284.36      257.94542  (15012517)          
        476406.08   3774284.36      314.13254  (15012517)                476426.08 
 3774284.36      551.13405  (13041207)          
        476446.08   3774284.36      634.88716  (13041207)                476466.08 
 3774284.36      520.15295  (13041207)          
        476486.08   3774284.36      516.58800  (13041207)                476506.08 
 3774284.36      548.82786  (13041207)          
        476526.08   3774284.36      480.44954  (13041207)                476546.08 
 3774284.36      439.44277  (16123116)          
        477046.08   3774284.36       31.10600  (15020417)                477066.08 



 3774284.36       29.64715  (15020417)          
        477086.08   3774284.36       28.25964  (15020417)                477106.08 
 3774284.36       26.97557  (15020417)          
        477126.08   3774284.36       25.81150  (15020417)                477146.08 
 3774284.36       24.72897  (15020417)          
        477166.08   3774284.36       23.70558  (15020417)                475526.08 
 3774304.36       13.30330  (15012917)          
        475546.08   3774304.36       13.72123  (15012917)                475566.08 
 3774304.36       14.11762  (16101924)          
        475586.08   3774304.36       14.54613  (16101924)                475606.08 
 3774304.36       14.99688  (16101924)          
        475626.08   3774304.36       15.47151  (16101924)                475646.08 
 3774304.36       15.97183  (16101924)          
        475666.08   3774304.36       16.52684  (16101924)                475686.08 
 3774304.36       17.17470  (16101924)          
        475706.08   3774304.36       17.78881  (16101924)                475726.08 
 3774304.36       18.42344  (16101924)          
        475746.08   3774304.36       19.09685  (16101924)                475766.08 
 3774304.36       19.81243  (16101924)          
        475786.08   3774304.36       20.57398  (16101924)                475806.08 
 3774304.36       21.38569  (16101924)          
        475826.08   3774304.36       22.25229  (16101924)                475846.08 
 3774304.36       23.20112  (16102007)          
        475866.08   3774304.36       24.23723  (16102007)                475886.08 
 3774304.36       25.49304  (16102007)          
        475906.08   3774304.36       26.83099  (16102007)                475926.08 
 3774304.36       28.15194  (16102007)          
        475946.08   3774304.36       29.58230  (16102007)                475966.08 
 3774304.36       31.13492  (16102007)          
        475986.08   3774304.36       32.82462  (16102007)                476006.08 
 3774304.36       34.89337  (16102007)          
        476026.08   3774304.36       37.13758  (16102007)                476046.08 
 3774304.36       39.40523  (16102007)          
        476066.08   3774304.36       41.90571  (16102007)                476086.08 
 3774304.36       44.67265  (16102007)          
        476106.08   3774304.36       47.74585  (16102007)                476126.08 
 3774304.36       51.17252  (16102007)          
        476146.08   3774304.36       55.19358  (16102007)                476166.08 
 3774304.36       60.18036  (16102007)          
        476186.08   3774304.36       65.31866  (16102007)                476206.08 
 3774304.36       71.03562  (16102007)          
        476226.08   3774304.36       77.56325  (16102007)                476246.08 
 3774304.36       85.05736  (16102002)          
        476266.08   3774304.36       95.24927  (15090107)                476286.08 
 3774304.36      115.11509  (15090107)          
        476306.08   3774304.36      140.27996  (15090107)                476326.08 
 3774304.36      172.14469  (15090107)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             



                        ***        14:00:32
                                                                                   
                                   PAGE 137
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476346.08   3774304.36      212.07553  (15090107)                476366.08 
 3774304.36      261.14728  (15090107)          
        476386.08   3774304.36      318.02530  (15090107)                477046.08 
 3774304.36       31.23101  (15020417)          
        477066.08   3774304.36       29.67816  (15020417)                477086.08 
 3774304.36       28.25499  (15020417)          
        477106.08   3774304.36       26.94862  (15020417)                477126.08 
 3774304.36       25.75216  (15020417)          
        477146.08   3774304.36       24.61762  (15020417)                477166.08 
 3774304.36       23.55982  (15020417)          
        475526.08   3774324.36       13.49402  (15012917)                475546.08 
 3774324.36       13.92401  (15012917)          
        475566.08   3774324.36       14.32947  (15012917)                475586.08 
 3774324.36       14.75549  (15012917)          
        475606.08   3774324.36       15.20358  (15012917)                475626.08 
 3774324.36       15.67539  (15012917)          
        475646.08   3774324.36       16.17273  (15012917)                475666.08 
 3774324.36       16.72642  (15012917)          
        475686.08   3774324.36       17.37708  (15012917)                475706.08 
 3774324.36       17.98929  (15012917)          
        475726.08   3774324.36       18.62088  (15012917)                475746.08 
 3774324.36       19.29122  (15012917)          
        475766.08   3774324.36       20.00374  (15012917)                475786.08 
 3774324.36       20.76225  (15012917)          



        475806.08   3774324.36       21.57107  (15012917)                475826.08 
 3774324.36       22.43500  (15012917)          
        475846.08   3774324.36       23.37356  (15012917)                475866.08 
 3774324.36       24.41107  (15012917)          
        475886.08   3774324.36       25.59477  (15012917)                475906.08 
 3774324.36       26.84820  (15012917)          
        475926.08   3774324.36       28.11089  (15012917)                475946.08 
 3774324.36       29.47776  (15012917)          
        475966.08   3774324.36       30.96127  (15012917)                475986.08 
 3774324.36       32.57584  (15012917)          
        476006.08   3774324.36       34.56632  (15012917)                476026.08 
 3774324.36       36.74860  (16101924)          
        476046.08   3774324.36       38.98783  (16101924)                476066.08 
 3774324.36       41.46540  (16101924)          
        476086.08   3774324.36       44.24394  (16102007)                476106.08 
 3774324.36       47.41119  (16102007)          
        476126.08   3774324.36       50.96902  (16102007)                476146.08 
 3774324.36       55.17322  (16102007)          
        476166.08   3774324.36       60.42072  (16102007)                476186.08 
 3774324.36       65.91675  (16102007)          
        476206.08   3774324.36       72.13035  (16102007)                476226.08 
 3774324.36       81.08729  (12110208)          
        476246.08   3774324.36       92.51701  (12110208)                476266.08 
 3774324.36      106.46837  (12110208)          
        476286.08   3774324.36      123.70956  (12110208)                476306.08 
 3774324.36      145.57651  (12110208)          
        476326.08   3774324.36      173.55198  (12110208)                476346.08 
 3774324.36      209.58105  (12110208)          
        476366.08   3774324.36      274.17104  (15090107)                476386.08 
 3774324.36      365.02145  (15090107)          
        477046.08   3774324.36       30.86584  (13012617)                477066.08 
 3774324.36       29.34402  (13012617)          
        477086.08   3774324.36       27.97924  (13020617)                477106.08 
 3774324.36       26.72791  (13020617)          
        477126.08   3774324.36       25.55935  (13020617)                477146.08 
 3774324.36       24.45568  (13020617)          
        477166.08   3774324.36       23.43499  (13020617)                477466.08 
 3774324.36       23.07637  (14100319)          
        477486.08   3774324.36       22.45214  (14100319)                477506.08 
 3774324.36       21.85616  (14100319)          
        477526.08   3774324.36       21.28667  (14100319)                475526.08 
 3774344.36       13.58154  (15012917)          
        475546.08   3774344.36       14.01711  (15012917)                475566.08 
 3774344.36       14.42829  (15012917)          
        475586.08   3774344.36       14.86053  (15012917)                475606.08 
 3774344.36       15.31537  (15012917)          
        475626.08   3774344.36       15.79455  (15012917)                475646.08 
 3774344.36       16.29992  (15012917)          
        475666.08   3774344.36       16.86264  (15012917)                475686.08 
 3774344.36       17.52375  (15012917)          



        475706.08   3774344.36       18.14680  (15012917)                475726.08 
 3774344.36       18.79019  (15012917)          
        475746.08   3774344.36       19.47356  (15012917)                475766.08 
 3774344.36       20.20049  (15012917)          
        475786.08   3774344.36       20.97501  (15012917)                475806.08 
 3774344.36       21.80165  (15012917)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 138
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        475826.08   3774344.36       22.68550  (15012917)                475846.08 
 3774344.36       23.67950  (15012917)          
        475866.08   3774344.36       24.85201  (15012917)                475886.08 
 3774344.36       26.00093  (15012917)          
        475906.08   3774344.36       27.21045  (15012917)                475926.08 
 3774344.36       28.51026  (15012917)          
        475946.08   3774344.36       29.91959  (15012917)                475966.08 
 3774344.36       31.45191  (15012917)          
        475986.08   3774344.36       33.12288  (15012917)                476006.08 
 3774344.36       35.18303  (15012917)          
        476026.08   3774344.36       37.42311  (15012917)                476046.08 
 3774344.36       39.68766  (15012917)          
        476066.08   3774344.36       42.19552  (15012917)                476086.08 
 3774344.36       44.98505  (15012917)          
        476106.08   3774344.36       48.10277  (15012917)                476126.08 



 3774344.36       51.60545  (15012917)          
        476146.08   3774344.36       55.75514  (15012917)                476166.08 
 3774344.36       60.95885  (15012917)          
        476186.08   3774344.36       66.39560  (15012917)                476206.08 
 3774344.36       72.68408  (12110208)          
        476226.08   3774344.36       82.85788  (12110208)                476246.08 
 3774344.36       95.31684  (12110208)          
        476266.08   3774344.36      110.79891  (12110208)                476286.08 
 3774344.36      130.35535  (12110208)          
        476306.08   3774344.36      155.81689  (12110208)                476326.08 
 3774344.36      189.47069  (12110208)          
        476346.08   3774344.36      234.56239  (12110208)                476366.08 
 3774344.36      296.35474  (12110208)          
        476386.08   3774344.36      380.55825  (12110208)                476406.08 
 3774344.36      515.90392  (12031208)          
        477046.08   3774344.36       31.21646  (15020117)                477066.08 
 3774344.36       29.71026  (15020117)          
        477086.08   3774344.36       28.32668  (15020117)                477106.08 
 3774344.36       27.03581  (15020117)          
        477126.08   3774344.36       25.80695  (15020117)                477146.08 
 3774344.36       24.70486  (15020117)          
        477166.08   3774344.36       23.68969  (15020117)                477466.08 
 3774344.36       23.08165  (14100319)          
        477486.08   3774344.36       22.45226  (14100319)                477506.08 
 3774344.36       21.85167  (14100319)          
        477526.08   3774344.36       21.27806  (14100319)                475526.08 
 3774364.36       13.56373  (15012917)          
        475546.08   3774364.36       13.99816  (15012917)                475566.08 
 3774364.36       14.40818  (15012917)          
        475586.08   3774364.36       14.83915  (15012917)                475606.08 
 3774364.36       15.29262  (15012917)          
        475626.08   3774364.36       15.77029  (15012917)                475646.08 
 3774364.36       16.27402  (15012917)          
        475666.08   3774364.36       16.83490  (15012917)                475686.08 
 3774364.36       17.49388  (15012917)          
        475706.08   3774364.36       18.11472  (15012917)                475726.08 
 3774364.36       18.75570  (15012917)          
        475746.08   3774364.36       19.43640  (15012917)                475766.08 
 3774364.36       20.16037  (15012917)          
        475786.08   3774364.36       20.93162  (15012917)                475806.08 
 3774364.36       21.75461  (15012917)          
        475826.08   3774364.36       22.70592  (15012917)                475846.08 
 3774364.36       23.73314  (15012917)          
        475866.08   3774364.36       24.82130  (15012917)                475886.08 
 3774364.36       25.94114  (15012917)          
        475906.08   3774364.36       27.13631  (15012917)                475926.08 
 3774364.36       28.42844  (15012917)          
        475946.08   3774364.36       29.82898  (15012917)                475966.08 
 3774364.36       31.35117  (15012917)          
        475986.08   3774364.36       33.01040  (15012917)                476006.08 



 3774364.36       35.05601  (15012917)          
        476026.08   3774364.36       37.27905  (15012917)                476046.08 
 3774364.36       39.52426  (15012917)          
        476066.08   3774364.36       42.00908  (15012917)                476086.08 
 3774364.36       44.77091  (15012917)          
        476106.08   3774364.36       47.85499  (15012917)                476126.08 
 3774364.36       51.31643  (15012917)          
        476146.08   3774364.36       55.41367  (15012917)                476166.08 
 3774364.36       60.54784  (15012917)          
        476186.08   3774364.36       65.89941  (15012917)                476206.08 
 3774364.36       72.24794  (15090407)          
        476226.08   3774364.36       82.41018  (15090407)                476246.08 
 3774364.36       94.83738  (15090407)          
        476266.08   3774364.36      110.24791  (15090407)                476286.08 
 3774364.36      129.65408  (15090407)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 139
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476306.08   3774364.36      154.77850  (15090407)                476326.08 
 3774364.36      187.76462  (15090407)          
        476346.08   3774364.36      231.62057  (15090407)                476366.08 
 3774364.36      291.22897  (15090407)          
        476386.08   3774364.36      372.75816  (15090407)                477046.08 
 3774364.36       31.28683  (14012817)          



        477066.08   3774364.36       29.78539  (14012817)                477086.08 
 3774364.36       28.40281  (14012817)          
        477106.08   3774364.36       27.10837  (14012817)                477126.08 
 3774364.36       25.87117  (14012817)          
        477146.08   3774364.36       24.76935  (14012817)                477166.08 
 3774364.36       23.75583  (14012817)          
        477466.08   3774364.36       23.12918  (12101317)                477486.08 
 3774364.36       22.49076  (12101317)          
        477506.08   3774364.36       21.88175  (12101317)                477526.08 
 3774364.36       21.39524  (12101317)          
        475526.08   3774384.36       13.44103  (15012917)                475546.08 
 3774384.36       13.86766  (15012917)          
        475566.08   3774384.36       14.26966  (15012917)                475586.08 
 3774384.36       14.69193  (15012917)          
        475606.08   3774384.36       15.13595  (15012917)                475626.08 
 3774384.36       15.60332  (15012917)          
        475646.08   3774384.36       16.09581  (15012917)                475666.08 
 3774384.36       16.64407  (15012917)          
        475686.08   3774384.36       17.28842  (15012917)                475706.08 
 3774384.36       17.89409  (15012917)          
        475726.08   3774384.36       18.51858  (15012917)                475746.08 
 3774384.36       19.18107  (15012917)          
        475766.08   3774384.36       19.88490  (15012917)                475786.08 
 3774384.36       20.64498  (15012917)          
        475806.08   3774384.36       21.47962  (15012917)                475826.08 
 3774384.36       22.42445  (15012917)          
        475846.08   3774384.36       23.41770  (15012917)                475866.08 
 3774384.36       24.41194  (15012917)          
        475886.08   3774384.36       25.47994  (15012917)                475906.08 
 3774384.36       26.62959  (15012917)          
        475926.08   3774384.36       27.86989  (15012917)                475946.08 
 3774384.36       29.21113  (15012917)          
        475966.08   3774384.36       30.66516  (15012917)                475986.08 
 3774384.36       32.24564  (15012917)          
        476006.08   3774384.36       34.19396  (15012917)                476026.08 
 3774384.36       36.30345  (15012917)          
        476046.08   3774384.36       38.47211  (12012506)                476066.08 
 3774384.36       40.90117  (15012908)          
        476086.08   3774384.36       43.59750  (15012908)                476106.08 
 3774384.36       46.64231  (16100705)          
        476126.08   3774384.36       50.06498  (16100705)                476146.08 
 3774384.36       54.09731  (16100705)          
        476166.08   3774384.36       59.11282  (16100705)                476186.08 
 3774384.36       64.34296  (16100705)          
        476206.08   3774384.36       70.38335  (15090407)                476226.08 
 3774384.36       79.50753  (15090407)          
        476246.08   3774384.36       90.42218  (15090407)                476266.08 
 3774384.36      103.59600  (15090407)          
        476286.08   3774384.36      119.63924  (15090407)                476306.08 
 3774384.36      139.57303  (15090407)          



        476326.08   3774384.36      164.41254  (15090407)                476346.08 
 3774384.36      206.95492  (14090307)          
        476366.08   3774384.36      274.41873  (14090307)                476386.08 
 3774384.36      365.08906  (14090307)          
        476417.86   3774377.82      587.68492  (14090307)                477046.08 
 3774384.36       31.32684  (13062919)          
        477066.08   3774384.36       29.82935  (13062919)                477086.08 
 3774384.36       28.44870  (13062919)          
        477106.08   3774384.36       27.15544  (13062919)                477126.08 
 3774384.36       25.91992  (13062919)          
        477146.08   3774384.36       24.81667  (13062919)                477166.08 
 3774384.36       23.80055  (13062919)          
        477466.08   3774384.36       23.26581  (12101317)                477486.08 
 3774384.36       22.62989  (12101317)          
        477506.08   3774384.36       22.02284  (12101317)                477526.08 
 3774384.36       21.59828  (12101317)          
        475526.08   3774404.36       13.21642  (15012917)                475546.08 
 3774404.36       13.62888  (15012917)          
        475566.08   3774404.36       14.01632  (15012917)                475586.08 
 3774404.36       14.42281  (15012917)          
        475606.08   3774404.36       14.86168  (12012506)                475626.08 
 3774404.36       15.32444  (12012506)          
        475646.08   3774404.36       15.81191  (12012506)                475666.08 
 3774404.36       16.35177  (12012506)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 140
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 



Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        475686.08   3774404.36       16.98034  (12012506)                475706.08 
 3774404.36       17.57681  (12012506)          
        475726.08   3774404.36       18.19295  (12012506)                475746.08 
 3774404.36       18.84617  (12012506)          
        475766.08   3774404.36       19.54091  (15012908)                475786.08 
 3774404.36       20.32016  (15012908)          
        475806.08   3774404.36       21.21982  (15012908)                475826.08 
 3774404.36       22.10643  (16100705)          
        475846.08   3774404.36       23.05799  (16100705)                475866.08 
 3774404.36       24.07229  (16100705)          
        475886.08   3774404.36       25.16183  (16100705)                475906.08 
 3774404.36       26.33451  (16100705)          
        475926.08   3774404.36       27.59930  (16100705)                475946.08 
 3774404.36       28.96641  (16100705)          
        475966.08   3774404.36       30.44751  (16100705)                475986.08 
 3774404.36       32.05596  (16100705)          
        476006.08   3774404.36       34.02151  (16100705)                476026.08 
 3774404.36       36.14804  (16100705)          
        476046.08   3774404.36       38.28957  (16100705)                476066.08 
 3774404.36       40.64345  (16100705)          
        476086.08   3774404.36       43.23877  (16100705)                476106.08 
 3774404.36       46.10950  (16100705)          
        476126.08   3774404.36       49.29531  (16100705)                476146.08 
 3774404.36       53.01597  (16100705)          
        476166.08   3774404.36       58.00887  (13112720)                476186.08 
 3774404.36       63.29948  (13112720)          
        476206.08   3774404.36       69.21055  (13112720)                476226.08 
 3774404.36       75.97109  (13112720)          
        476246.08   3774404.36       83.72611  (13112720)                476266.08 
 3774404.36       92.63426  (13112720)          
        476286.08   3774404.36      112.10886  (14090307)                476306.08 
 3774404.36      138.62214  (14090307)          
        476326.08   3774404.36      171.90659  (14090307)                477046.08 
 3774404.36       31.32294  (13101617)          
        477066.08   3774404.36       29.79266  (13101617)                477086.08 
 3774404.36       28.38017  (13101617)          
        477106.08   3774404.36       27.05718  (13101617)                477126.08 
 3774404.36       25.79528  (13101617)          
        477146.08   3774404.36       24.66465  (13101617)                477166.08 
 3774404.36       23.62209  (13101617)          
        477186.08   3774404.36       22.69729  (13062919)                477206.08 
 3774404.36       21.83706  (13062919)          
        477226.08   3774404.36       29.93862  (12101317)                477246.08 
 3774404.36       31.10117  (12101317)          
        477266.08   3774404.36       30.19708  (12101317)                477286.08 
 3774404.36       29.20679  (12101317)          
        477306.08   3774404.36       28.26957  (12101317)                477326.08 



 3774404.36       27.38156  (12101317)          
        477346.08   3774404.36       26.74059  (12101317)                477366.08 
 3774404.36       26.53885  (12082920)          
        477386.08   3774404.36       25.89515  (12082920)                477406.08 
 3774404.36       25.13686  (12082920)          
        477426.08   3774404.36       24.41615  (12101317)                477446.08 
 3774404.36       23.73986  (12101317)          
        477466.08   3774404.36       23.09440  (12101317)                477486.08 
 3774404.36       22.47785  (12101317)          
        477506.08   3774404.36       21.88844  (12101317)                477526.08 
 3774404.36       21.47829  (12101317)          
        475946.08   3774424.36       28.67187  (16100705)                475966.08 
 3774424.36       30.06688  (16100705)          
        475986.08   3774424.36       31.57237  (16100705)                476006.08 
 3774424.36       33.40938  (16100705)          
        476026.08   3774424.36       35.40474  (13112720)                476046.08 
 3774424.36       37.64667  (13112720)          
        476066.08   3774424.36       40.10749  (13112720)                476086.08 
 3774424.36       42.81480  (13112720)          
        476106.08   3774424.36       45.79995  (13112720)                476126.08 
 3774424.36       49.09823  (13112720)          
        476146.08   3774424.36       52.91926  (13112720)                476166.08 
 3774424.36       57.58304  (13112720)          
        476186.08   3774424.36       62.31035  (13112720)                476206.08 
 3774424.36       67.83107  (16111017)          
        476226.08   3774424.36       74.69030  (16111017)                476246.08 
 3774424.36       82.96202  (14090307)          
        476266.08   3774424.36       98.38478  (14090307)                476286.08 
 3774424.36      116.51605  (14090307)          
        476306.08   3774424.36      137.43957  (14090307)                476326.08 
 3774424.36      160.70195  (14090307)          
        476346.08   3774424.36      184.80531  (14090307)                476366.08 
 3774424.36      206.54080  (14090307)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 141
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  



 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774424.36      231.28433  (15082107)                476406.08 
 3774424.36      265.26367  (15082107)          
        476426.08   3774424.36      281.47216  (14032408)                476446.08 
 3774424.36      317.84000  (14030117)          
        476466.08   3774424.36      384.64128  (13042407)                476486.08 
 3774424.36      402.15733  (13112916)          
        476506.08   3774424.36      463.75036  (13112916)                476526.08 
 3774424.36      510.15776  (13112916)          
        476546.08   3774424.36      537.68198  (13112916)                476566.08 
 3774424.36      466.20129  (13112916)          
        476586.08   3774424.36      352.58380  (14041207)                476606.08 
 3774424.36      342.46173  (14041207)          
        476626.08   3774424.36      308.02515  (14041207)                476646.08 
 3774424.36      264.26572  (14041207)          
        476666.08   3774424.36      242.05399  (12041107)                476686.08 
 3774424.36      218.92297  (12041107)          
        476706.08   3774424.36      193.31807  (12041107)                476726.08 
 3774424.36      168.93352  (12041107)          
        476746.08   3774424.36      146.67637  (12041107)                476766.08 
 3774424.36      126.88465  (12041107)          
        476786.08   3774424.36      109.90443  (12041107)                476806.08 
 3774424.36       95.16500  (12041107)          
        476826.08   3774424.36       82.42193  (12041107)                476846.08 
 3774424.36       71.23152  (12041107)          
        476866.08   3774424.36       61.63074  (12041107)                476886.08 
 3774424.36       53.43441  (12041107)          
        476906.08   3774424.36       46.43274  (12041107)                476926.08 
 3774424.36       43.12979  (13101617)          
        476946.08   3774424.36       40.72145  (13101617)                476966.08 
 3774424.36       38.45000  (13101617)          
        476986.08   3774424.36       36.37305  (13101617)                477006.08 
 3774424.36       34.51987  (13101617)          
        477026.08   3774424.36       32.81079  (13101617)                477046.08 
 3774424.36       31.23146  (13101617)          
        477066.08   3774424.36       29.76916  (13101617)                477086.08 
 3774424.36       28.38456  (13101617)          
        477106.08   3774424.36       27.09579  (13101617)                477126.08 
 3774424.36       25.90503  (13101617)          



        477146.08   3774424.36       24.81215  (13101617)                477166.08 
 3774424.36       23.79496  (13101617)          
        477186.08   3774424.36       22.84297  (13101617)                477206.08 
 3774424.36       21.95065  (13101617)          
        477226.08   3774424.36       29.67920  (16051606)                477246.08 
 3774424.36       30.85323  (15082520)          
        477266.08   3774424.36       29.96395  (15082520)                477286.08 
 3774424.36       28.92988  (15082520)          
        477306.08   3774424.36       27.95096  (15082520)                477326.08 
 3774424.36       27.47344  (15082520)          
        477346.08   3774424.36       27.04518  (15082520)                477366.08 
 3774424.36       26.50232  (15082520)          
        477386.08   3774424.36       25.73283  (15082520)                477406.08 
 3774424.36       24.96806  (16082921)          
        477426.08   3774424.36       24.26133  (16082921)                477446.08 
 3774424.36       23.58642  (16082921)          
        477466.08   3774424.36       22.94142  (16082921)                477486.08 
 3774424.36       22.32456  (16082921)          
        477506.08   3774424.36       21.73418  (16082921)                477526.08 
 3774424.36       21.35017  (16082921)          
        475946.08   3774444.36       28.37658  (13112720)                475966.08 
 3774444.36       29.89603  (13112720)          
        475986.08   3774444.36       31.57982  (13112720)                476006.08 
 3774444.36       33.49881  (13112720)          
        476026.08   3774444.36       35.54921  (13112720)                476046.08 
 3774444.36       37.64344  (13112720)          
        476066.08   3774444.36       39.91555  (13112720)                476086.08 
 3774444.36       42.38202  (13112720)          
        476106.08   3774444.36       45.05975  (13112720)                476126.08 
 3774444.36       48.07968  (16111017)          
        476146.08   3774444.36       52.10067  (16111017)                476166.08 
 3774444.36       56.95523  (16111017)          
        476186.08   3774444.36       61.85746  (16111017)                476206.08 
 3774444.36       67.12531  (16111017)          
        476226.08   3774444.36       73.03081  (14090307)                476246.08 
 3774444.36       83.83825  (14090307)          
        476266.08   3774444.36       95.71934  (14090307)                476286.08 
 3774444.36      108.32660  (14090307)          
        476306.08   3774444.36      120.94728  (14090307)                476326.08 
 3774444.36      132.31136  (14090307)          
        476346.08   3774444.36      140.39079  (14090307)                476366.08 
 3774444.36      162.08499  (15082107)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 142
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774444.36      180.02427  (15082107)                476406.08 
 3774444.36      189.36272  (14032408)          
        476426.08   3774444.36      208.01412  (14030117)                476446.08 
 3774444.36      256.76951  (14030117)          
        476466.08   3774444.36      288.66611  (13042407)                476486.08 
 3774444.36      310.00657  (13042407)          
        476506.08   3774444.36      330.73184  (13112916)                476526.08 
 3774444.36      382.65084  (13112916)          
        476546.08   3774444.36      416.31212  (13112916)                476566.08 
 3774444.36      397.36935  (13112916)          
        476586.08   3774444.36      314.30431  (13112916)                476606.08 
 3774444.36      232.87009  (14041207)          
        476626.08   3774444.36      235.59053  (14041207)                476646.08 
 3774444.36      223.14687  (14041207)          
        476666.08   3774444.36      203.59296  (14041207)                476686.08 
 3774444.36      179.86062  (14041207)          
        476706.08   3774444.36      166.80863  (12041107)                476726.08 
 3774444.36      154.59927  (12041107)          
        476746.08   3774444.36      141.00281  (12041107)                476766.08 
 3774444.36      127.17802  (12041107)          
        476786.08   3774444.36      113.81592  (12041107)                476806.08 
 3774444.36      101.63364  (12041107)          
        476826.08   3774444.36       90.88451  (12041107)                476846.08 
 3774444.36       80.45694  (12041107)          
        476866.08   3774444.36       71.03583  (12041107)                476886.08 
 3774444.36       62.68367  (12041107)          
        476906.08   3774444.36       55.31525  (12041107)                476926.08 
 3774444.36       48.83622  (12041107)          
        476946.08   3774444.36       43.15096  (12041107)                476966.08 



 3774444.36       38.22142  (12041107)          
        476986.08   3774444.36       35.40915  (16102817)                477006.08 
 3774444.36       33.70177  (16102817)          
        477026.08   3774444.36       32.11364  (16102817)                477046.08 
 3774444.36       30.63496  (16102817)          
        477066.08   3774444.36       29.25667  (16102817)                477086.08 
 3774444.36       27.94962  (13101617)          
        477106.08   3774444.36       26.73713  (13101617)                477126.08 
 3774444.36       25.64239  (13101617)          
        477146.08   3774444.36       24.61564  (13101617)                477166.08 
 3774444.36       23.65152  (13101617)          
        477186.08   3774444.36       22.74514  (13101617)                477206.08 
 3774444.36       21.89205  (13101617)          
        477226.08   3774444.36       29.67836  (13101617)                477246.08 
 3774444.36       30.64692  (12090821)          
        477266.08   3774444.36       29.78368  (15082520)                477286.08 
 3774444.36       28.81055  (15082520)          
        477306.08   3774444.36       27.88506  (15082520)                477326.08 
 3774444.36       27.73747  (15082520)          
        477346.08   3774444.36       27.46615  (15082520)                477366.08 
 3774444.36       26.63264  (15082520)          
        477386.08   3774444.36       25.83721  (15082520)                477406.08 
 3774444.36       25.07764  (15082520)          
        477426.08   3774444.36       24.35185  (15082520)                477446.08 
 3774444.36       23.65792  (15082520)          
        477466.08   3774444.36       22.99404  (15082520)                477486.08 
 3774444.36       22.35853  (15082520)          
        477506.08   3774444.36       21.90245  (15082520)                477526.08 
 3774444.36       21.57967  (15082520)          
        475946.08   3774464.36       28.38097  (13112720)                475966.08 
 3774464.36       29.84172  (13112720)          
        475986.08   3774464.36       31.54688  (13112720)                476006.08 
 3774464.36       33.22267  (13112720)          
        476026.08   3774464.36       34.97582  (13112720)                476046.08 
 3774464.36       36.83896  (13112720)          
        476066.08   3774464.36       39.30720  (16111017)                476086.08 
 3774464.36       41.98776  (16111017)          
        476106.08   3774464.36       44.89069  (16111017)                476126.08 
 3774464.36       48.02738  (16111017)          
        476146.08   3774464.36       51.56701  (16111017)                476166.08 
 3774464.36       55.76439  (16111017)          
        476186.08   3774464.36       59.81543  (16111017)                476206.08 
 3774464.36       63.97226  (16111017)          
        476226.08   3774464.36       70.26998  (14090307)                476246.08 
 3774464.36       77.76985  (14090307)          
        476266.08   3774464.36       85.06688  (14090307)                476286.08 
 3774464.36       92.60755  (15091504)          
        476306.08   3774464.36      101.92297  (15091504)                476326.08 
 3774464.36      112.54676  (16021808)          
        476346.08   3774464.36      125.36591  (16021808)                476366.08 



 3774464.36      137.83600  (14091624)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 143
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774464.36      149.98510  (14091624)                476406.08 
 3774464.36      162.45383  (14021808)          
        476426.08   3774464.36      180.44600  (14030117)                476446.08 
 3774464.36      209.78322  (14030117)          
        476466.08   3774464.36      225.49223  (13042407)                476486.08 
 3774464.36      246.84972  (13042407)          
        476506.08   3774464.36      244.28692  (13042407)                476526.08 
 3774464.36      284.96724  (13112916)          
        476546.08   3774464.36      322.17580  (13112916)                476566.08 
 3774464.36      328.23928  (13112916)          
        476586.08   3774464.36      287.00840  (13112916)                476606.08 
 3774464.36      219.22147  (13112916)          
        476626.08   3774464.36      161.78075  (14041207)                476646.08 
 3774464.36      168.49439  (14041207)          
        476666.08   3774464.36      165.72043  (14041207)                476686.08 
 3774464.36      156.71060  (14041207)          
        476706.08   3774464.36      144.47626  (14041207)                476726.08 
 3774464.36      129.17927  (14041207)          
        476746.08   3774464.36      120.81818  (12041107)                476766.08 
 3774464.36      114.37174  (12041107)          



        476786.08   3774464.36      106.72185  (12041107)                476806.08 
 3774464.36       98.81664  (12041107)          
        476826.08   3774464.36       91.27413  (12041107)                476846.08 
 3774464.36       83.13620  (12041107)          
        476866.08   3774464.36       75.25245  (12041107)                476886.08 
 3774464.36       67.87737  (12041107)          
        476906.08   3774464.36       61.07140  (12041107)                476926.08 
 3774464.36       54.85371  (12041107)          
        476946.08   3774464.36       49.21550  (12041107)                476966.08 
 3774464.36       44.27737  (12041107)          
        476986.08   3774464.36       39.75299  (12041107)                477006.08 
 3774464.36       35.60807  (12041107)          
        477026.08   3774464.36       31.90543  (12041107)                477046.08 
 3774464.36       29.73823  (16102817)          
        477066.08   3774464.36       28.50431  (16102817)                477086.08 
 3774464.36       27.29295  (16102817)          
        477106.08   3774464.36       26.15874  (16102817)                477126.08 
 3774464.36       25.13327  (16102817)          
        477146.08   3774464.36       24.16584  (16102817)                477166.08 
 3774464.36       23.25260  (16102817)          
        477186.08   3774464.36       22.38993  (16102817)                477206.08 
 3774464.36       21.57445  (16102817)          
        477226.08   3774464.36       29.52610  (12092320)                477246.08 
 3774464.36       30.53200  (12092320)          
        477266.08   3774464.36       29.66899  (15101421)                477286.08 
 3774464.36       28.69010  (15101421)          
        477306.08   3774464.36       27.75636  (15101421)                477326.08 
 3774464.36       27.55155  (15101421)          
        477346.08   3774464.36       27.23008  (15101421)                477366.08 
 3774464.36       26.38416  (15101421)          
        477386.08   3774464.36       25.57533  (15101421)                477406.08 
 3774464.36       24.85913  (15082520)          
        477426.08   3774464.36       24.18014  (15082520)                477446.08 
 3774464.36       23.52824  (15082520)          
        477466.08   3774464.36       22.90213  (15082520)                477486.08 
 3774464.36       22.30056  (15082520)          
        477506.08   3774464.36       22.23570  (15082520)                477526.08 
 3774464.36       22.11053  (12081624)          
        475946.08   3774484.36       27.93504  (13112720)                475966.08 
 3774484.36       29.25141  (13112720)          
        475986.08   3774484.36       31.07514  (16111017)                476006.08 
 3774484.36       32.93505  (16111017)          
        476026.08   3774484.36       34.88659  (16111017)                476046.08 
 3774484.36       36.97337  (16111017)          
        476066.08   3774484.36       39.19993  (16111017)                476086.08 
 3774484.36       41.56816  (16111017)          
        476106.08   3774484.36       44.07566  (16111017)                476126.08 
 3774484.36       46.71356  (16111017)          
        476146.08   3774484.36       49.61683  (16111017)                476166.08 
 3774484.36       53.15745  (13052302)          



        476186.08   3774484.36       56.97370  (13052302)                476206.08 
 3774484.36       61.21516  (16100301)          
        476226.08   3774484.36       66.61855  (15091504)                476246.08 
 3774484.36       72.85787  (15091504)          
        476266.08   3774484.36       79.47875  (15091504)                476286.08 
 3774484.36       86.64699  (15091504)          
        476306.08   3774484.36       96.22590  (16021808)                476326.08 
 3774484.36      105.31951  (16021808)          
        476346.08   3774484.36      114.44922  (14091624)                476366.08 
 3774484.36      123.77605  (14091624)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 144
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774484.36      133.37673  (16092018)                476406.08 
 3774484.36      142.62594  (13021808)          
        476426.08   3774484.36      155.89209  (14030117)                476446.08 
 3774484.36      172.93236  (14030117)          
        476466.08   3774484.36      181.41553  (13042407)                476486.08 
 3774484.36      198.67095  (13042407)          
        476506.08   3774484.36      194.88755  (13042407)                476526.08 
 3774484.36      210.92151  (13112916)          
        476546.08   3774484.36      249.32576  (13112916)                476566.08 
 3774484.36      267.49881  (13112916)          
        476586.08   3774484.36      251.93571  (13112916)                476606.08 



 3774484.36      210.76670  (13112916)          
        476626.08   3774484.36      159.12746  (13112916)                476646.08 
 3774484.36      121.49948  (16060806)          
        476666.08   3774484.36      124.38587  (14041207)                476686.08 
 3774484.36      125.95363  (14041207)          
        476706.08   3774484.36      123.33014  (14041207)                476726.08 
 3774484.36      116.49438  (14041207)          
        476746.08   3774484.36      107.29861  (14041207)                476766.08 
 3774484.36       97.04639  (14041207)          
        476786.08   3774484.36       91.17972  (12041107)                476806.08 
 3774484.36       87.88975  (12041107)          
        476826.08   3774484.36       84.08189  (12041107)                476846.08 
 3774484.36       79.10806  (12041107)          
        476866.08   3774484.36       73.70197  (12041107)                476886.08 
 3774484.36       68.20450  (12041107)          
        476906.08   3774484.36       62.78374  (12041107)                476926.08 
 3774484.36       57.55556  (12041107)          
        476946.08   3774484.36       52.59447  (12041107)                476966.08 
 3774484.36       48.15968  (12041107)          
        476986.08   3774484.36       43.93662  (12041107)                477006.08 
 3774484.36       39.89601  (12041107)          
        477026.08   3774484.36       36.19180  (12041107)                477046.08 
 3774484.36       32.81049  (12041107)          
        477066.08   3774484.36       29.73408  (12041107)                477086.08 
 3774484.36       26.97862  (12041107)          
        477106.08   3774484.36       25.28254  (16102817)                477126.08 
 3774484.36       24.37390  (16102817)          
        477146.08   3774484.36       23.50894  (16102817)                477166.08 
 3774484.36       22.68573  (16102817)          
        477186.08   3774484.36       21.90230  (16102817)                477206.08 
 3774484.36       30.69780  (13083021)          
        477226.08   3774484.36       31.23802  (13083021)                477246.08 
 3774484.36       30.41854  (15062921)          
        477266.08   3774484.36       29.40228  (12092320)                477286.08 
 3774484.36       28.47002  (12092320)          
        477306.08   3774484.36       27.57566  (12092320)                477326.08 
 3774484.36       27.27835  (15101421)          
        477346.08   3774484.36       27.02259  (15101421)                477366.08 
 3774484.36       26.24295  (15101421)          
        477386.08   3774484.36       25.49307  (15101421)                477406.08 
 3774484.36       24.77180  (15101421)          
        477426.08   3774484.36       24.07803  (15101421)                477446.08 
 3774484.36       23.41064  (15101421)          
        477466.08   3774484.36       22.76853  (15101421)                477486.08 
 3774484.36       22.15063  (15101421)          
        477506.08   3774484.36       22.14526  (12082821)                477526.08 
 3774484.36       22.13308  (12082821)          
        475946.08   3774504.36       27.86575  (16111017)                475966.08 
 3774504.36       29.35861  (16111017)          
        475986.08   3774504.36       31.05429  (16111017)                476006.08 



 3774504.36       32.77330  (16111017)          
        476026.08   3774504.36       34.54949  (16111017)                476046.08 
 3774504.36       36.37128  (16111017)          
        476066.08   3774504.36       38.27377  (16111017)                476086.08 
 3774504.36       40.24682  (16111017)          
        476106.08   3774504.36       42.27387  (16111017)                476126.08 
 3774504.36       44.79407  (13052302)          
        476146.08   3774504.36       47.61380  (13052302)                476166.08 
 3774504.36       51.26043  (16100301)          
        476186.08   3774504.36       55.35240  (15091504)                476206.08 
 3774504.36       59.99008  (15091504)          
        476226.08   3774504.36       64.69600  (15091504)                476246.08 
 3774504.36       69.28627  (15091504)          
        476266.08   3774504.36       74.88621  (16021808)                476286.08 
 3774504.36       82.81055  (16021808)          
        476306.08   3774504.36       89.76246  (16021808)                476326.08 
 3774504.36       96.93403  (14091624)          
        476346.08   3774504.36      104.15529  (14091624)                476366.08 
 3774504.36      112.05065  (16092018)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 145
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774504.36      118.10563  (13021808)                476406.08 
 3774504.36      125.43631  (13021808)          



        476426.08   3774504.36      134.51483  (14030117)                476446.08 
 3774504.36      143.44934  (14030117)          
        476466.08   3774504.36      151.45106  (13090718)                476486.08 
 3774504.36      162.25344  (13042407)          
        476506.08   3774504.36      158.37360  (13042407)                476526.08 
 3774504.36      156.20694  (13112916)          
        476546.08   3774504.36      192.76053  (13112916)                476566.08 
 3774504.36      216.28461  (13112916)          
        476586.08   3774504.36      216.00705  (13112916)                476606.08 
 3774504.36      194.10914  (13112916)          
        476626.08   3774504.36      158.59935  (13112916)                476646.08 
 3774504.36      119.51167  (13112916)          
        476666.08   3774504.36       98.80484  (16041118)                476686.08 
 3774504.36       94.25199  (14041207)          
        476706.08   3774504.36       97.71309  (14041207)                476726.08 
 3774504.36       97.53392  (14041207)          
        476746.08   3774504.36       94.38343  (14041207)                476766.08 
 3774504.36       89.17117  (14041207)          
        476786.08   3774504.36       82.68223  (14041207)                476806.08 
 3774504.36       75.70137  (14041207)          
        476826.08   3774504.36       71.54935  (12041107)                476846.08 
 3774504.36       69.75539  (12041107)          
        476866.08   3774504.36       67.10966  (12041107)                476886.08 
 3774504.36       63.91486  (12041107)          
        476906.08   3774504.36       60.37261  (12041107)                476926.08 
 3774504.36       56.64524  (12041107)          
        476946.08   3774504.36       52.85856  (12041107)                476966.08 
 3774504.36       49.35152  (12041107)          
        476986.08   3774504.36       45.83623  (12041107)                477006.08 
 3774504.36       42.28798  (12041107)          
        477026.08   3774504.36       38.92115  (12041107)                477046.08 
 3774504.36       35.75416  (12041107)          
        477066.08   3774504.36       32.79565  (12041107)                477086.08 
 3774504.36       30.11965  (12041107)          
        477106.08   3774504.36       27.60780  (12041107)                477126.08 
 3774504.36       25.24079  (12041107)          
        477146.08   3774504.36       23.06623  (12041107)                477166.08 
 3774504.36       22.03704  (16102617)          
        477186.08   3774504.36       21.17046  (16102817)                477206.08 
 3774504.36       32.28283  (16062906)          
        477226.08   3774504.36       31.74274  (16062906)                477246.08 
 3774504.36       30.60374  (13083021)          
        477266.08   3774504.36       29.54172  (13083021)                477286.08 
 3774504.36       28.52185  (13083021)          
        477306.08   3774504.36       27.54307  (13083021)                477326.08 
 3774504.36       27.18694  (13083021)          
        477346.08   3774504.36       26.77692  (15062921)                477366.08 
 3774504.36       25.96449  (13081821)          
        477386.08   3774504.36       25.19808  (13081821)                477406.08 
 3774504.36       24.45932  (13081821)          



        477426.08   3774504.36       23.77366  (15101421)                477446.08 
 3774504.36       23.16478  (15101421)          
        477466.08   3774504.36       22.57554  (15101421)                477486.08 
 3774504.36       22.00543  (15101421)          
        477506.08   3774504.36       21.95954  (15101421)                477526.08 
 3774504.36       21.82661  (12082821)          
        475946.08   3774524.36       27.75114  (16111017)                475966.08 
 3774524.36       29.04681  (16111017)          
        475986.08   3774524.36       30.40969  (16111017)                476006.08 
 3774524.36       31.98657  (16111017)          
        476026.08   3774524.36       33.60012  (16111017)                476046.08 
 3774524.36       35.10671  (16111017)          
        476066.08   3774524.36       36.81875  (13052302)                476086.08 
 3774524.36       38.81590  (13052302)          
        476106.08   3774524.36       40.85406  (13052302)                476126.08 
 3774524.36       43.38807  (16100301)          
        476146.08   3774524.36       46.47527  (15091504)                476166.08 
 3774524.36       50.43715  (15091504)          
        476186.08   3774524.36       54.13098  (15091504)                476206.08 
 3774524.36       57.69608  (15091504)          
        476226.08   3774524.36       61.05979  (15091504)                476246.08 
 3774524.36       66.36602  (16021808)          
        476266.08   3774524.36       71.81073  (16021808)                476286.08 
 3774524.36       76.65598  (16021808)          
        476306.08   3774524.36       82.87837  (14091624)                476326.08 
 3774524.36       89.13116  (14091624)          
        476346.08   3774524.36       95.50389  (16092018)                476366.08 
 3774524.36      100.18178  (16092018)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 146
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774524.36      106.66190  (13021808)                476406.08 
 3774524.36      110.87961  (16021806)          
        476426.08   3774524.36      116.03861  (14030117)                476446.08 
 3774524.36      126.00860  (13090718)          
        476466.08   3774524.36      133.47565  (13090718)                476486.08 
 3774524.36      134.47947  (13042407)          
        476506.08   3774524.36      131.70105  (15011116)                476526.08 
 3774524.36      127.07792  (16111019)          
        476546.08   3774524.36      149.06626  (13112916)                476566.08 
 3774524.36      173.93338  (13112916)          
        476586.08   3774524.36      182.39129  (13112916)                476606.08 
 3774524.36      173.68840  (13112916)          
        476626.08   3774524.36      151.42818  (13112916)                476646.08 
 3774524.36      122.18160  (13112916)          
        476666.08   3774524.36       92.30130  (13112916)                476686.08 
 3774524.36       84.78632  (16041118)          
        476706.08   3774524.36       80.09659  (16041118)                476726.08 
 3774524.36       76.68856  (14041207)          
        476746.08   3774524.36       77.98034  (14041207)                476766.08 
 3774524.36       77.02093  (14041207)          
        476786.08   3774524.36       74.31285  (14041207)                476806.08 
 3774524.36       70.48932  (14041207)          
        476826.08   3774524.36       66.07823  (14041207)                476846.08 
 3774524.36       60.92549  (14041207)          
        476866.08   3774524.36       57.11487  (12041107)                476886.08 
 3774524.36       56.12684  (12041107)          
        476906.08   3774524.36       54.53737  (12041107)                476926.08 
 3774524.36       52.49731  (12041107)          
        476946.08   3774524.36       50.13905  (12041107)                476966.08 
 3774524.36       47.80456  (12041107)          
        476986.08   3774524.36       45.27377  (12041107)                477006.08 
 3774524.36       42.52349  (12041107)          
        477026.08   3774524.36       39.78399  (12041107)                477046.08 
 3774524.36       37.09940  (12041107)          
        477066.08   3774524.36       34.50182  (12041107)                477086.08 
 3774524.36       32.11225  (12041107)          
        477106.08   3774524.36       29.80089  (12041107)                477126.08 
 3774524.36       27.54493  (12041107)          
        477146.08   3774524.36       25.42711  (12041107)                477166.08 
 3774524.36       23.44794  (12041107)          
        477186.08   3774524.36       21.60523  (12041107)                477206.08 
 3774524.36       32.01061  (16062906)          
        477226.08   3774524.36       31.61218  (16062906)                477246.08 



 3774524.36       30.55029  (16062906)          
        477266.08   3774524.36       29.52158  (16062906)                477286.08 
 3774524.36       28.52663  (16062906)          
        477306.08   3774524.36       27.56562  (16062906)                477326.08 
 3774524.36       27.29737  (16062906)          
        477346.08   3774524.36       26.90846  (16062906)                477366.08 
 3774524.36       26.05898  (13083021)          
        477386.08   3774524.36       25.25704  (13083021)                477406.08 
 3774524.36       24.48242  (13083021)          
        477426.08   3774524.36       23.73463  (13083021)                477446.08 
 3774524.36       23.04761  (15062921)          
        477466.08   3774524.36       22.39580  (15062921)                477486.08 
 3774524.36       21.80376  (13081821)          
        477506.08   3774524.36       21.74847  (16072724)                477526.08 
 3774524.36       21.73447  (16072724)          
        475946.08   3774544.36       27.23581  (16111017)                475966.08 
 3774544.36       28.34403  (16111017)          
        475986.08   3774544.36       29.47500  (16111017)                476006.08 
 3774544.36       30.81918  (13052302)          
        476026.08   3774544.36       32.49337  (13052302)                476046.08 
 3774544.36       34.06102  (13052302)          
        476066.08   3774544.36       35.64749  (16100301)                476086.08 
 3774544.36       37.72130  (16100301)          
        476106.08   3774544.36       40.03846  (15091504)                476126.08 
 3774544.36       42.78371  (15091504)          
        476146.08   3774544.36       45.69683  (15091504)                476166.08 
 3774544.36       48.90618  (15091504)          
        476186.08   3774544.36       51.69090  (15091504)                476206.08 
 3774544.36       54.91532  (16021808)          
        476226.08   3774544.36       59.40762  (16021808)                476246.08 
 3774544.36       63.62026  (16021808)          
        476266.08   3774544.36       67.25156  (16021808)                476286.08 
 3774544.36       71.75312  (14091624)          
        476306.08   3774544.36       76.83494  (14091624)                476326.08 
 3774544.36       82.49855  (16092018)          
        476346.08   3774544.36       86.86052  (16092018)                476366.08 
 3774544.36       91.28359  (13021808)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  



 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774544.36       95.40796  (13021808)                476406.08 
 3774544.36       99.22367  (16021806)          
        476426.08   3774544.36      103.87783  (15122518)                476446.08 
 3774544.36      113.45689  (13090718)          
        476466.08   3774544.36      118.34744  (13090718)                476486.08 
 3774544.36      115.38607  (13090718)          
        476506.08   3774544.36      113.87337  (14022508)                476526.08 
 3774544.36      112.06094  (16111019)          
        476546.08   3774544.36      115.51631  (13112916)                476566.08 
 3774544.36      139.41256  (13112916)          
        476586.08   3774544.36      152.40766  (13112916)                476606.08 
 3774544.36      152.32857  (13112916)          
        476626.08   3774544.36      140.20110  (13112916)                476646.08 
 3774544.36      119.87372  (13112916)          
        476666.08   3774544.36       96.11677  (13112916)                476686.08 
 3774544.36       76.63001  (15101019)          
        476706.08   3774544.36       73.65645  (16041118)                476726.08 
 3774544.36       70.22050  (16041118)          
        476746.08   3774544.36       65.90435  (16041118)                476766.08 
 3774544.36       63.04288  (14041207)          
        476786.08   3774544.36       63.32269  (14041207)                476806.08 
 3774544.36       62.26255  (14041207)          
        476826.08   3774544.36       60.27829  (14041207)                476846.08 
 3774544.36       57.28208  (14041207)          
        476866.08   3774544.36       53.70239  (14041207)                476886.08 
 3774544.36       49.81702  (14041207)          
        476906.08   3774544.36       46.47293  (12041107)                476926.08 
 3774544.36       45.98685  (12041107)          
        476946.08   3774544.36       45.04054  (12041107)                476966.08 
 3774544.36       43.91041  (12041107)          
        476986.08   3774544.36       42.46380  (12041107)                477006.08 
 3774544.36       40.67615  (12041107)          
        477026.08   3774544.36       38.74893  (12041107)                477046.08 
 3774544.36       36.73933  (12041107)          



        477066.08   3774544.36       34.69399  (12041107)                477086.08 
 3774544.36       32.76028  (12041107)          
        477106.08   3774544.36       30.81516  (12041107)                477126.08 
 3774544.36       28.83390  (12041107)          
        477146.08   3774544.36       26.92144  (12041107)                477166.08 
 3774544.36       25.08959  (12041107)          
        477186.08   3774544.36       23.34610  (12041107)                477206.08 
 3774544.36       31.38234  (15062706)          
        477226.08   3774544.36       31.05751  (15062706)                477246.08 
 3774544.36       30.06839  (15062706)          
        477266.08   3774544.36       29.14688  (16062906)                477286.08 
 3774544.36       28.27765  (16062906)          
        477306.08   3774544.36       27.42788  (16062906)                477326.08 
 3774544.36       27.26129  (16062906)          
        477346.08   3774544.36       26.96958  (16062906)                477366.08 
 3774544.36       26.15238  (16062906)          
        477386.08   3774544.36       25.35793  (16062906)                477406.08 
 3774544.36       24.58658  (16062906)          
        477426.08   3774544.36       23.83848  (16062906)                477446.08 
 3774544.36       23.14279  (13083021)          
        477466.08   3774544.36       22.49698  (13083021)                477486.08 
 3774544.36       21.87016  (13083021)          
        477506.08   3774544.36       21.69812  (13083021)                477526.08 
 3774544.36       21.60885  (16072724)          
        475946.08   3774564.36       26.36076  (16111017)                475966.08 
 3774564.36       27.46122  (13052302)          
        475986.08   3774564.36       28.67312  (13052302)                476006.08 
 3774564.36       30.07090  (13052302)          
        476026.08   3774564.36       31.53921  (16100301)                476046.08 
 3774564.36       33.20658  (16100301)          
        476066.08   3774564.36       35.06054  (15091504)                476086.08 
 3774564.36       37.27630  (15091504)          
        476106.08   3774564.36       39.52053  (15091504)                476126.08 
 3774564.36       41.75034  (15091504)          
        476146.08   3774564.36       44.03013  (15091504)                476166.08 
 3774564.36       46.50644  (13050502)          
        476186.08   3774564.36       49.93496  (16021808)                476206.08 
 3774564.36       53.53085  (16021808)          
        476226.08   3774564.36       56.84427  (16021808)                476246.08 
 3774564.36       59.65072  (16021808)          
        476266.08   3774564.36       63.45385  (14091624)                476286.08 
 3774564.36       67.02858  (14091624)          
        476306.08   3774564.36       71.60708  (16092018)                476326.08 
 3774564.36       76.05289  (16092018)          
        476346.08   3774564.36       78.78439  (13021808)                476366.08 
 3774564.36       83.30613  (13021808)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774564.36       86.26575  (16021806)                476406.08 
 3774564.36       88.60308  (16021806)          
        476426.08   3774564.36       93.32636  (15122518)                476446.08 
 3774564.36      102.51681  (13090718)          
        476466.08   3774564.36      105.59300  (13090718)                476486.08 
 3774564.36      102.39288  (13090718)          
        476506.08   3774564.36      101.14642  (14022508)                476526.08 
 3774564.36       99.54753  (16111019)          
        476546.08   3774564.36       97.47853  (16111019)                476566.08 
 3774564.36      111.59878  (13112916)          
        476586.08   3774564.36      126.46351  (13112916)                476606.08 
 3774564.36      131.70939  (13112916)          
        476626.08   3774564.36      126.92890  (13112916)                476646.08 
 3774564.36      114.04199  (13112916)          
        476666.08   3774564.36       96.28891  (13112916)                476686.08 
 3774564.36       77.14806  (13112916)          
        476706.08   3774564.36       66.90038  (15101019)                476726.08 
 3774564.36       64.84127  (16041118)          
        476746.08   3774564.36       62.22480  (16041118)                476766.08 
 3774564.36       58.86058  (16041118)          
        476786.08   3774564.36       55.03990  (16041118)                476806.08 
 3774564.36       52.48090  (14041207)          
        476826.08   3774564.36       52.46823  (14041207)                476846.08 
 3774564.36       51.42213  (14041207)          
        476866.08   3774564.36       49.59350  (14041207)                476886.08 



 3774564.36       47.20889  (14041207)          
        476906.08   3774564.36       44.45051  (14041207)                476926.08 
 3774564.36       41.47228  (14041207)          
        476946.08   3774564.36       38.44275  (12041107)                476966.08 
 3774564.36       38.36309  (12041107)          
        476986.08   3774564.36       37.92725  (12041107)                477006.08 
 3774564.36       37.10891  (12041107)          
        477026.08   3774564.36       36.04800  (12041107)                477046.08 
 3774564.36       34.80031  (12041107)          
        477066.08   3774564.36       33.41537  (12041107)                477086.08 
 3774564.36       32.04213  (12041107)          
        477106.08   3774564.36       30.57933  (12041107)                477126.08 
 3774564.36       29.00182  (12041107)          
        477146.08   3774564.36       27.42007  (12041107)                477166.08 
 3774564.36       25.85463  (12041107)          
        477186.08   3774564.36       24.32156  (12041107)                477206.08 
 3774564.36       31.11879  (14061006)          
        477226.08   3774564.36       30.64859  (14061006)                477246.08 
 3774564.36       29.54901  (14061006)          
        477266.08   3774564.36       28.58666  (15062706)                477286.08 
 3774564.36       27.78141  (15062706)          
        477306.08   3774564.36       26.98664  (15062706)                477326.08 
 3774564.36       26.86081  (15062706)          
        477346.08   3774564.36       26.63019  (16062906)                477366.08 
 3774564.36       25.91783  (16062906)          
        477386.08   3774564.36       25.21728  (16062906)                477406.08 
 3774564.36       24.52990  (16062906)          
        477426.08   3774564.36       23.85675  (16062906)                477446.08 
 3774564.36       23.19863  (16062906)          
        477466.08   3774564.36       22.55614  (16062906)                477486.08 
 3774564.36       21.92971  (16062906)          
        477506.08   3774564.36       21.81107  (16062906)                477526.08 
 3774564.36       21.59945  (16062906)          
        475946.08   3774584.36       25.78458  (13052302)                475966.08 
 3774584.36       26.78340  (13052302)          
        475986.08   3774584.36       27.92543  (16100301)                476006.08 
 3774584.36       29.41847  (16100301)          
        476026.08   3774584.36       31.04591  (15091504)                476046.08 
 3774584.36       32.86675  (15091504)          
        476066.08   3774584.36       34.70927  (15091504)                476086.08 
 3774584.36       36.54398  (15091504)          
        476106.08   3774584.36       38.33203  (15091504)                476126.08 
 3774584.36       40.02342  (15091504)          
        476146.08   3774584.36       42.16393  (16021808)                476166.08 
 3774584.36       45.55016  (16021808)          
        476186.08   3774584.36       48.52547  (16021808)                476206.08 
 3774584.36       51.16343  (16021808)          
        476226.08   3774584.36       53.36036  (16021808)                476246.08 
 3774584.36       56.64883  (14091624)          
        476266.08   3774584.36       59.59656  (14091624)                476286.08 



 3774584.36       62.78397  (16092018)          
        476306.08   3774584.36       66.76273  (16092018)                476326.08 
 3774584.36       69.23645  (16092018)          
        476346.08   3774584.36       73.08487  (13021808)                476366.08 
 3774584.36       75.64365  (16121606)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 149
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774584.36       78.55498  (16021806)                476406.08 
 3774584.36       80.63051  (15122518)          
        476426.08   3774584.36       86.01654  (13090718)                476446.08 
 3774584.36       92.99055  (13090718)          
        476466.08   3774584.36       94.79050  (13090718)                476486.08 
 3774584.36       91.52644  (13090718)          
        476506.08   3774584.36       90.56400  (14022508)                476526.08 
 3774584.36       89.04133  (16111019)          
        476546.08   3774584.36       88.04929  (16111019)                476566.08 
 3774584.36       89.36953  (13112916)          
        476586.08   3774584.36      104.47125  (13112916)                476606.08 
 3774584.36      112.73334  (13112916)          
        476626.08   3774584.36      113.02402  (13112916)                476646.08 
 3774584.36      105.99060  (13112916)          
        476666.08   3774584.36       93.61194  (13112916)                476686.08 
 3774584.36       78.61006  (13112916)          



        476706.08   3774584.36       64.17115  (15101019)                476726.08 
 3774584.36       59.25559  (13102820)          
        476746.08   3774584.36       57.66753  (16041118)                476766.08 
 3774584.36       55.62788  (16041118)          
        476786.08   3774584.36       52.96795  (16041118)                476806.08 
 3774584.36       49.87359  (16041118)          
        476826.08   3774584.36       46.48382  (16041118)                476846.08 
 3774584.36       44.27940  (14041207)          
        476866.08   3774584.36       43.95487  (14041207)                476886.08 
 3774584.36       42.96424  (14041207)          
        476906.08   3774584.36       41.44964  (14041207)                476926.08 
 3774584.36       39.54642  (14041207)          
        476946.08   3774584.36       37.37610  (14041207)                476966.08 
 3774584.36       35.12472  (14041207)          
        476986.08   3774584.36       32.75285  (14041207)                477006.08 
 3774584.36       32.36886  (12041107)          
        477026.08   3774584.36       32.10510  (12041107)                477046.08 
 3774584.36       31.59733  (12041107)          
        477066.08   3774584.36       30.88730  (12041107)                477086.08 
 3774584.36       30.10264  (12041107)          
        477106.08   3774584.36       29.17333  (12041107)                477126.08 
 3774584.36       28.07521  (12041107)          
        477146.08   3774584.36       26.90778  (12041107)                477166.08 
 3774584.36       25.69607  (12041107)          
        477186.08   3774584.36       24.46128  (12041107)                477206.08 
 3774584.36       30.61066  (14061006)          
        477226.08   3774584.36       30.30981  (14061006)                477246.08 
 3774584.36       29.37169  (14061006)          
        477266.08   3774584.36       28.44053  (14061006)                477286.08 
 3774584.36       27.52069  (14061006)          
        477306.08   3774584.36       26.61569  (14061006)                477326.08 
 3774584.36       26.34133  (14061006)          
        477346.08   3774584.36       26.17926  (15062706)                477366.08 
 3774584.36       25.51089  (15062706)          
        477386.08   3774584.36       24.84812  (15062706)                477406.08 
 3774584.36       24.19300  (15062706)          
        477426.08   3774584.36       23.56335  (16062906)                477446.08 
 3774584.36       22.98756  (16062906)          
        477466.08   3774584.36       22.41955  (16062906)                477486.08 
 3774584.36       21.86039  (16062906)          
        477506.08   3774584.36       21.80537  (16062906)                477526.08 
 3774584.36       21.65552  (16062906)          
        475946.08   3774604.36       25.17511  (16100301)                475966.08 
 3774604.36       26.29047  (16100301)          
        475986.08   3774604.36       27.48392  (15091504)                476006.08 
 3774604.36       29.14084  (15091504)          
        476026.08   3774604.36       30.80731  (15091504)                476046.08 
 3774604.36       32.33871  (15091504)          
        476066.08   3774604.36       33.83845  (15091504)                476086.08 
 3774604.36       35.27220  (15091504)          



        476106.08   3774604.36       36.70616  (13050502)                476126.08 
 3774604.36       38.88239  (16021808)          
        476146.08   3774604.36       41.46416  (16021808)                476166.08 
 3774604.36       44.16599  (16021808)          
        476186.08   3774604.36       46.35010  (16021808)                476206.08 
 3774604.36       48.08856  (16021808)          
        476226.08   3774604.36       50.98868  (14091624)                476246.08 
 3774604.36       53.44884  (14091624)          
        476266.08   3774604.36       56.04667  (16092018)                476286.08 
 3774604.36       59.07956  (16092018)          
        476306.08   3774604.36       61.51427  (16092018)                476326.08 
 3774604.36       64.49102  (13021808)          
        476346.08   3774604.36       67.27166  (13021808)                476366.08 
 3774604.36       69.47310  (16021806)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 150
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774604.36       71.36797  (16021806)                476406.08 
 3774604.36       73.95193  (15122518)          
        476426.08   3774604.36       79.44710  (13090718)                476446.08 
 3774604.36       84.68548  (13090718)          
        476466.08   3774604.36       85.58672  (13090718)                476486.08 
 3774604.36       82.36250  (13090718)          
        476506.08   3774604.36       81.67256  (14022508)                476526.08 



 3774604.36       80.15017  (16111019)          
        476546.08   3774604.36       79.90116  (16111019)                476566.08 
 3774604.36       76.09798  (16111019)          
        476586.08   3774604.36       86.08824  (13112916)                476606.08 
 3774604.36       95.80210  (13112916)          
        476626.08   3774604.36       99.40517  (13112916)                476646.08 
 3774604.36       96.76135  (13112916)          
        476666.08   3774604.36       88.90166  (13112916)                476686.08 
 3774604.36       77.80480  (13112916)          
        476706.08   3774604.36       65.09391  (13112916)                476726.08 
 3774604.36       57.06156  (15101019)          
        476746.08   3774604.36       53.01623  (13102820)                476766.08 
 3774604.36       51.72140  (16041118)          
        476786.08   3774604.36       50.11248  (16041118)                476806.08 
 3774604.36       47.95677  (16041118)          
        476826.08   3774604.36       45.37801  (16041118)                476846.08 
 3774604.36       42.66382  (16041118)          
        476866.08   3774604.36       39.85910  (16041118)                476886.08 
 3774604.36       37.68729  (14041207)          
        476906.08   3774604.36       37.27220  (14041207)                476926.08 
 3774604.36       36.38544  (14041207)          
        476946.08   3774604.36       35.12512  (14041207)                476966.08 
 3774604.36       33.65818  (14041207)          
        476986.08   3774604.36       31.96488  (14041207)                477006.08 
 3774604.36       30.09171  (14041207)          
        477026.08   3774604.36       28.15186  (14041207)                477046.08 
 3774604.36       27.55669  (12041107)          
        477066.08   3774604.36       27.45281  (12041107)                477086.08 
 3774604.36       27.21337  (12041107)          
        477106.08   3774604.36       26.80275  (12041107)                477126.08 
 3774604.36       26.19933  (12041107)          
        477146.08   3774604.36       25.47861  (12041107)                477166.08 
 3774604.36       24.66541  (12041107)          
        477186.08   3774604.36       23.78212  (12041107)                477206.08 
 3774604.36       30.26023  (16111417)          
        477226.08   3774604.36       29.73341  (16111417)                477246.08 
 3774604.36       28.84858  (15090822)          
        477266.08   3774604.36       27.98220  (15090822)                477286.08 
 3774604.36       27.20800  (14061006)          
        477306.08   3774604.36       26.43428  (14061006)                477326.08 
 3774604.36       26.28018  (14061006)          
        477346.08   3774604.36       25.99514  (14061006)                477366.08 
 3774604.36       25.20913  (14061006)          
        477386.08   3774604.36       24.43388  (14061006)                477406.08 
 3774604.36       23.75694  (15062706)          
        477426.08   3774604.36       23.20733  (15062706)                477446.08 
 3774604.36       22.65966  (15062706)          
        477466.08   3774604.36       22.24034  (15062706)                477486.08 
 3774604.36       22.06943  (15062706)          
        477506.08   3774604.36       21.78654  (16062906)                477526.08 



 3774604.36       21.45456  (16062906)          
        475946.08   3774624.36       24.78888  (15091504)                475966.08 
 3774624.36       26.05416  (15091504)          
        475986.08   3774624.36       27.33056  (15091504)                476006.08 
 3774624.36       28.75995  (15091504)          
        476026.08   3774624.36       30.15801  (15091504)                476046.08 
 3774624.36       31.38326  (15091504)          
        476066.08   3774624.36       32.53188  (15091504)                476086.08 
 3774624.36       33.92230  (16021808)          
        476106.08   3774624.36       36.06401  (16021808)                476126.08 
 3774624.36       38.12802  (16021808)          
        476146.08   3774624.36       40.14725  (16021808)                476166.08 
 3774624.36       42.17592  (16021808)          
        476186.08   3774624.36       43.72878  (14091624)                476206.08 
 3774624.36       46.22162  (14091624)          
        476226.08   3774624.36       48.29726  (14091624)                476246.08 
 3774624.36       50.42055  (16092018)          
        476266.08   3774624.36       53.11956  (16092018)                476286.08 
 3774624.36       54.98079  (16092018)          
        476306.08   3774624.36       56.96964  (13021808)                476326.08 
 3774624.36       60.14309  (13021808)          
        476346.08   3774624.36       61.93584  (16121606)                476366.08 
 3774624.36       64.09671  (16021806)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 151
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)



 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774624.36       65.05765  (15122518)                476406.08 
 3774624.36       67.86617  (15122518)          
        476426.08   3774624.36       73.50367  (13090718)                476446.08 
 3774624.36       77.42623  (13090718)          
        476466.08   3774624.36       77.69407  (13090718)                476486.08 
 3774624.36       74.56910  (13090718)          
        476506.08   3774624.36       74.12818  (14022508)                476526.08 
 3774624.36       72.89075  (14022508)          
        476546.08   3774624.36       72.83002  (16111019)                476566.08 
 3774624.36       70.13426  (16111019)          
        476586.08   3774624.36       70.85497  (13112916)                476606.08 
 3774624.36       81.01213  (13112916)          
        476626.08   3774624.36       86.62295  (13112916)                476646.08 
 3774624.36       87.12455  (13112916)          
        476666.08   3774624.36       82.88414  (13112916)                476686.08 
 3774624.36       75.23795  (13112916)          
        476706.08   3774624.36       65.45380  (13112916)                476726.08 
 3774624.36       54.35297  (15101019)          
        476746.08   3774624.36       51.17841  (15101019)                476766.08 
 3774624.36       47.80900  (13102820)          
        476786.08   3774624.36       46.72927  (16041118)                476806.08 
 3774624.36       45.42298  (16041118)          
        476826.08   3774624.36       43.61603  (16041118)                476846.08 
 3774624.36       41.57053  (16041118)          
        476866.08   3774624.36       39.33381  (16041118)                476886.08 
 3774624.36       36.97770  (16041118)          
        476906.08   3774624.36       34.57481  (16041118)                476926.08 
 3774624.36       32.75585  (13031818)          
        476946.08   3774624.36       31.98026  (14041207)                476966.08 
 3774624.36       31.24226  (14041207)          
        476986.08   3774624.36       30.21851  (14041207)                477006.08 
 3774624.36       28.95343  (14041207)          
        477026.08   3774624.36       27.53491  (14041207)                477046.08 
 3774624.36       26.02008  (14041207)          
        477066.08   3774624.36       24.45562  (14041207)                477086.08 
 3774624.36       23.72089  (12041107)          
        477106.08   3774624.36       23.75333  (12041107)                477126.08 
 3774624.36       23.60465  (12041107)          
        477146.08   3774624.36       23.31264  (12041107)                477166.08 
 3774624.36       22.89785  (12041107)          
        477186.08   3774624.36       22.38009  (12041107)                477206.08 
 3774624.36       29.78409  (16062023)          
        477226.08   3774624.36       29.41633  (16111417)                477246.08 
 3774624.36       28.52565  (16111417)          
        477266.08   3774624.36       27.62835  (16111417)                477286.08 
 3774624.36       26.73090  (16111417)          
        477306.08   3774624.36       25.98764  (15090822)                477326.08 
 3774624.36       26.04089  (15090822)          



        477346.08   3774624.36       25.92143  (15090822)                477366.08 
 3774624.36       25.16260  (15090822)          
        477386.08   3774624.36       24.40876  (15090822)                477406.08 
 3774624.36       23.68644  (14061006)          
        477426.08   3774624.36       23.02308  (14061006)                477446.08 
 3774624.36       22.36654  (14061006)          
        477466.08   3774624.36       21.93796  (12071302)                477486.08 
 3774624.36       22.02202  (13070105)          
        477506.08   3774624.36       21.64940  (15062706)                477526.08 
 3774624.36       21.17967  (15062706)          
        475946.08   3774644.36       24.68877  (15091504)                475966.08 
 3774644.36       25.77800  (15091504)          
        475986.08   3774644.36       26.84970  (15091504)                476006.08 
 3774644.36       28.03617  (15091504)          
        476026.08   3774644.36       29.15613  (15091504)                476046.08 
 3774644.36       30.21701  (13050502)          
        476066.08   3774644.36       31.72580  (16021808)                476086.08 
 3774644.36       33.54678  (16021808)          
        476106.08   3774644.36       35.28183  (16021808)                476126.08 
 3774644.36       36.87267  (16021808)          
        476146.08   3774644.36       38.34594  (16021808)                476166.08 
 3774644.36       39.99694  (14091624)          
        476186.08   3774644.36       42.16242  (14091624)                476206.08 
 3774644.36       43.93082  (14091624)          
        476226.08   3774644.36       45.66948  (16092018)                476246.08 
 3774644.36       48.07589  (16092018)          
        476266.08   3774644.36       49.82793  (16092018)                476286.08 
 3774644.36       50.91526  (14040103)          
        476306.08   3774644.36       53.73267  (13021808)                476326.08 
 3774644.36       55.75064  (13021808)          
        476346.08   3774644.36       57.48503  (16021806)                476366.08 
 3774644.36       58.99957  (16021806)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 152
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774644.36       60.56403  (15122518)                476406.08 
 3774644.36       62.82417  (13090718)          
        476426.08   3774644.36       68.14052  (13090718)                476446.08 
 3774644.36       71.05931  (13090718)          
        476466.08   3774644.36       70.88115  (13090718)                476486.08 
 3774644.36       67.88740  (13090718)          
        476506.08   3774644.36       67.66832  (14022508)                476526.08 
 3774644.36       66.75901  (14022508)          
        476546.08   3774644.36       66.64246  (16111019)                476566.08 
 3774644.36       64.79138  (16111019)          
        476586.08   3774644.36       60.75446  (16111019)                476606.08 
 3774644.36       68.28422  (13112916)          
        476626.08   3774644.36       74.96902  (13112916)                476646.08 
 3774644.36       77.61420  (13112916)          
        476666.08   3774644.36       76.15344  (13112916)                476686.08 
 3774644.36       71.40889  (13112916)          
        476706.08   3774644.36       64.31062  (13112916)                476726.08 
 3774644.36       55.14829  (13112916)          
        476746.08   3774644.36       49.04268  (15101019)                476766.08 
 3774644.36       46.23406  (15101019)          
        476786.08   3774644.36       43.41041  (13102820)                476806.08 
 3774644.36       42.46870  (16041118)          
        476826.08   3774644.36       41.36073  (16041118)                476846.08 
 3774644.36       39.94736  (16041118)          
        476866.08   3774644.36       38.27081  (16041118)                476886.08 
 3774644.36       36.39963  (16041118)          
        476906.08   3774644.36       34.40669  (16041118)                476926.08 
 3774644.36       32.33482  (16041118)          
        476946.08   3774644.36       30.39471  (13031818)                476966.08 
 3774644.36       29.08559  (13031818)          
        476986.08   3774644.36       27.78018  (15121924)                477006.08 
 3774644.36       27.05809  (14041207)          
        477026.08   3774644.36       26.17023  (14041207)                477046.08 
 3774644.36       25.13098  (14041207)          
        477066.08   3774644.36       23.99331  (14041207)                477086.08 
 3774644.36       22.74687  (14041207)          
        477106.08   3774644.36       21.99079  (16090621)                477126.08 
 3774644.36       21.34809  (12082819)          
        477146.08   3774644.36       20.80793  (12082819)                477166.08 



 3774644.36       20.58538  (12041107)          
        477186.08   3774644.36       20.41046  (12041107)                477206.08 
 3774644.36       29.44805  (16062023)          
        477226.08   3774644.36       29.10187  (16062023)                477246.08 
 3774644.36       28.16488  (16062023)          
        477266.08   3774644.36       27.24709  (16111417)                477286.08 
 3774644.36       26.49900  (16111417)          
        477306.08   3774644.36       25.73996  (16111417)                477326.08 
 3774644.36       25.54771  (15090822)          
        477346.08   3774644.36       25.54741  (15090822)                477366.08 
 3774644.36       24.91247  (15090822)          
        477386.08   3774644.36       24.27035  (15090822)                477406.08 
 3774644.36       23.62481  (15090822)          
        477426.08   3774644.36       22.97915  (15090822)                477446.08 
 3774644.36       22.33618  (15090822)          
        477466.08   3774644.36       21.93492  (15090822)                477486.08 
 3774644.36       21.99754  (15090822)          
        477506.08   3774644.36       21.48269  (13070105)                477526.08 
 3774644.36       20.96635  (13070105)          
        475946.08   3774664.36       24.32109  (15091504)                475966.08 
 3774664.36       25.22288  (15091504)          
        475986.08   3774664.36       26.08215  (15091504)                476006.08 
 3774664.36       27.02173  (15091504)          
        476026.08   3774664.36       28.18799  (13050502)                476046.08 
 3774664.36       29.73508  (16021808)          
        476066.08   3774664.36       31.29124  (16021808)                476086.08 
 3774664.36       32.75822  (16021808)          
        476106.08   3774664.36       34.08769  (16021808)                476126.08 
 3774664.36       35.22368  (16021808)          
        476146.08   3774664.36       36.52882  (14091624)                476166.08 
 3774664.36       38.42651  (14091624)          
        476186.08   3774664.36       40.08121  (14091624)                476206.08 
 3774664.36       41.61674  (16092018)          
        476226.08   3774664.36       43.76886  (16092018)                476246.08 
 3774664.36       45.40092  (16092018)          
        476266.08   3774664.36       46.35308  (16092018)                476286.08 
 3774664.36       48.18863  (13021808)          
        476306.08   3774664.36       50.19164  (13021808)                476326.08 
 3774664.36       51.65083  (16121606)          
        476346.08   3774664.36       53.52722  (16021806)                476366.08 
 3774664.36       54.23766  (16021806)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 153
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   



VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774664.36       56.36311  (15122518)                476406.08 
 3774664.36       59.04582  (13090718)          
        476426.08   3774664.36       63.06765  (13090718)                476446.08 
 3774664.36       65.12114  (13090718)          
        476466.08   3774664.36       64.91026  (13090718)                476486.08 
 3774664.36       62.11494  (13090718)          
        476506.08   3774664.36       62.09072  (14022508)                476526.08 
 3774664.36       61.42955  (14022508)          
        476546.08   3774664.36       61.23871  (16111019)                476566.08 
 3774664.36       59.99835  (16111019)          
        476586.08   3774664.36       56.85318  (16111019)                476606.08 
 3774664.36       57.44723  (13112916)          
        476626.08   3774664.36       64.56069  (13112916)                476646.08 
 3774664.36       68.57511  (13112916)          
        476666.08   3774664.36       69.16338  (13112916)                476686.08 
 3774664.36       66.76011  (13112916)          
        476706.08   3774664.36       62.00424  (13112916)                476726.08 
 3774664.36       54.88661  (13112916)          
        476746.08   3774664.36       46.79545  (13112916)                476766.08 
 3774664.36       44.53021  (15101019)          
        476786.08   3774664.36       42.00068  (15101019)                476806.08 
 3774664.36       39.58631  (13102820)          
        476826.08   3774664.36       38.75679  (16041118)                476846.08 
 3774664.36       37.92377  (16041118)          
        476866.08   3774664.36       36.77437  (16041118)                476886.08 
 3774664.36       35.37743  (16041118)          
        476906.08   3774664.36       33.80103  (16041118)                476926.08 
 3774664.36       32.08588  (16041118)          
        476946.08   3774664.36       30.25928  (16041118)                476966.08 
 3774664.36       28.51142  (12092019)          



        476986.08   3774664.36       27.23085  (13031818)                477006.08 
 3774664.36       26.09928  (13031818)          
        477026.08   3774664.36       25.04416  (15121924)                477046.08 
 3774664.36       24.02937  (15121924)          
        477066.08   3774664.36       22.96870  (15121924)                477086.08 
 3774664.36       22.05718  (16010418)          
        477106.08   3774664.36       21.32017  (16010418)                477126.08 
 3774664.36       20.70105  (16090621)          
        477146.08   3774664.36       20.11697  (16090621)                477166.08 
 3774664.36       19.53195  (12082819)          
        477186.08   3774664.36       19.07920  (12082819)                477206.08 
 3774664.36       28.99775  (13081722)          
        477226.08   3774664.36       28.62539  (15062801)                477246.08 
 3774664.36       27.79303  (16062023)          
        477266.08   3774664.36       27.01245  (16062023)                477286.08 
 3774664.36       26.21286  (16062023)          
        477306.08   3774664.36       25.40164  (16062023)                477326.08 
 3774664.36       25.19181  (16111417)          
        477346.08   3774664.36       24.96155  (14110719)                477366.08 
 3774664.36       24.35416  (15090822)          
        477386.08   3774664.36       23.83533  (15090822)                477406.08 
 3774664.36       23.30243  (15090822)          
        477426.08   3774664.36       22.75933  (15090822)                477446.08 
 3774664.36       22.20945  (15090822)          
        477466.08   3774664.36       21.89376  (15090822)                477486.08 
 3774664.36       22.04348  (15090822)          
        477506.08   3774664.36       21.59868  (15090822)                477526.08 
 3774664.36       21.01953  (15090822)          
        475946.08   3774684.36       23.71556  (15091504)                475966.08 
 3774684.36       24.42646  (15091504)          
        475986.08   3774684.36       25.23969  (13050502)                476006.08 
 3774684.36       26.42567  (16021808)          
        476026.08   3774684.36       27.92741  (16021808)                476046.08 
 3774684.36       29.26346  (16021808)          
        476066.08   3774684.36       30.51027  (16021808)                476086.08 
 3774684.36       31.62756  (16021808)          
        476106.08   3774684.36       32.56955  (16021808)                476126.08 
 3774684.36       33.76682  (14091624)          
        476146.08   3774684.36       35.31289  (14091624)                476166.08 
 3774684.36       36.60449  (14091624)          
        476186.08   3774684.36       37.94355  (16092018)                476206.08 
 3774684.36       40.05989  (16092018)          
        476226.08   3774684.36       41.57191  (16092018)                476246.08 
 3774684.36       42.53712  (16092018)          
        476266.08   3774684.36       43.66154  (13021808)                476286.08 
 3774684.36       45.59249  (13021808)          
        476306.08   3774684.36       46.71293  (13021808)                476326.08 
 3774684.36       48.19622  (16021806)          
        476346.08   3774684.36       49.75558  (16021806)                476366.08 
 3774684.36       50.62430  (15122518)          



� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 154
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774684.36       52.46565  (15122518)                476406.08 
 3774684.36       55.53080  (13090718)          
        476426.08   3774684.36       58.58732  (13090718)                476446.08 
 3774684.36       60.00646  (13090718)          
        476466.08   3774684.36       59.72172  (13090718)                476486.08 
 3774684.36       57.11610  (14121123)          
        476506.08   3774684.36       57.23799  (14022508)                476526.08 
 3774684.36       56.76606  (14022508)          
        476546.08   3774684.36       56.48226  (16111019)                476566.08 
 3774684.36       55.70526  (16111019)          
        476586.08   3774684.36       53.26362  (16111019)                476606.08 
 3774684.36       50.83090  (16122407)          
        476626.08   3774684.36       55.40218  (13112916)                476646.08 
 3774684.36       60.20736  (13112916)          
        476666.08   3774684.36       62.37602  (13112916)                476686.08 
 3774684.36       61.83947  (13112916)          
        476706.08   3774684.36       58.87905  (13112916)                476726.08 
 3774684.36       53.62425  (13112916)          
        476746.08   3774684.36       47.07520  (13112916)                476766.08 
 3774684.36       42.49985  (15101019)          
        476786.08   3774684.36       40.60832  (15101019)                476806.08 



 3774684.36       38.33292  (15101019)          
        476826.08   3774684.36       36.32831  (13102820)                476846.08 
 3774684.36       35.62151  (16041118)          
        476866.08   3774684.36       34.94882  (16041118)                476886.08 
 3774684.36       33.99669  (16041118)          
        476906.08   3774684.36       32.82489  (16041118)                476926.08 
 3774684.36       31.47052  (16041118)          
        476946.08   3774684.36       29.95969  (16041118)                476966.08 
 3774684.36       28.42971  (16041118)          
        476986.08   3774684.36       26.87382  (16041118)                477006.08 
 3774684.36       25.53854  (13031818)          
        477026.08   3774684.36       24.57928  (13031818)                477046.08 
 3774684.36       23.57190  (13031818)          
        477066.08   3774684.36       22.66967  (15121924)                477086.08 
 3774684.36       21.79219  (15121924)          
        477106.08   3774684.36       20.91389  (15121924)                477126.08 
 3774684.36       20.17580  (16010418)          
        477146.08   3774684.36       19.53835  (16010418)                477166.08 
 3774684.36       18.99984  (16090621)          
        477186.08   3774684.36       18.49946  (16090621)                477206.08 
 3774684.36       28.70802  (13081722)          
        477226.08   3774684.36       28.37583  (13081722)                477246.08 
 3774684.36       27.44574  (13081722)          
        477266.08   3774684.36       26.57607  (15062801)                477286.08 
 3774684.36       25.89505  (15062801)          
        477306.08   3774684.36       25.40801  (16062023)                477326.08 
 3774684.36       25.13629  (16062023)          
        477346.08   3774684.36       24.77934  (14082123)                477366.08 
 3774684.36       24.08517  (14110719)          
        477386.08   3774684.36       23.42657  (14110719)                477406.08 
 3774684.36       22.78471  (16111417)          
        477426.08   3774684.36       22.28278  (15090822)                477446.08 
 3774684.36       21.83504  (15090822)          
        477466.08   3774684.36       21.60908  (15090822)                477486.08 
 3774684.36       21.83970  (15090822)          
        477506.08   3774684.36       21.48004  (15090822)                477526.08 
 3774684.36       20.97960  (15090822)          
        475946.08   3774704.36       22.95003  (13050502)                475966.08 
 3774704.36       23.73696  (13050502)          
        475986.08   3774704.36       24.84960  (16021808)                476006.08 
 3774704.36       26.17527  (16021808)          
        476026.08   3774704.36       27.43440  (16021808)                476046.08 
 3774704.36       28.49907  (16021808)          
        476066.08   3774704.36       29.44269  (16021808)                476086.08 
 3774704.36       30.22757  (16021808)          
        476106.08   3774704.36       31.36437  (14091624)                476126.08 
 3774704.36       32.71294  (14091624)          
        476146.08   3774704.36       33.84139  (14091624)                476166.08 
 3774704.36       34.74263  (16092018)          
        476186.08   3774704.36       36.67001  (16092018)                476206.08 



 3774704.36       38.23843  (16092018)          
        476226.08   3774704.36       39.19013  (16092018)                476246.08 
 3774704.36       39.93218  (14040103)          
        476266.08   3774704.36       41.63498  (13021808)                476286.08 
 3774704.36       42.91488  (13021808)          
        476306.08   3774704.36       43.91392  (16121606)                476326.08 
 3774704.36       45.29533  (16021806)          
        476346.08   3774704.36       46.20279  (16021806)                476366.08 
 3774704.36       47.63062  (15122518)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 155
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774704.36       48.86755  (15122518)                476406.08 
 3774704.36       52.27321  (13090718)          
        476426.08   3774704.36       54.69510  (13090718)                476446.08 
 3774704.36       55.67371  (13090718)          
        476466.08   3774704.36       55.18254  (13090718)                476486.08 
 3774704.36       52.89870  (14121123)          
        476506.08   3774704.36       52.98636  (14022508)                476526.08 
 3774704.36       52.65983  (14022508)          
        476546.08   3774704.36       52.27360  (16111019)                476566.08 
 3774704.36       51.84941  (16111019)          
        476586.08   3774704.36       49.96719  (16111019)                476606.08 
 3774704.36       46.86161  (16111019)          



        476626.08   3774704.36       47.43002  (13112916)                476646.08 
 3774704.36       52.60754  (13112916)          
        476666.08   3774704.36       55.94072  (13112916)                476686.08 
 3774704.36       56.87112  (13112916)          
        476706.08   3774704.36       55.22850  (13112916)                476726.08 
 3774704.36       51.58911  (13112916)          
        476746.08   3774704.36       46.51466  (13112916)                476766.08 
 3774704.36       40.61107  (13112916)          
        476786.08   3774704.36       38.95004  (15101019)                476806.08 
 3774704.36       37.22358  (15101019)          
        476826.08   3774704.36       35.22931  (15101019)                476846.08 
 3774704.36       33.52862  (13102820)          
        476866.08   3774704.36       32.89220  (16041118)                476886.08 
 3774704.36       32.34247  (16041118)          
        476906.08   3774704.36       31.54918  (16041118)                476926.08 
 3774704.36       30.54349  (16041118)          
        476946.08   3774704.36       29.34794  (16041118)                476966.08 
 3774704.36       28.09335  (16041118)          
        476986.08   3774704.36       26.77567  (16041118)                477006.08 
 3774704.36       25.41409  (16041118)          
        477026.08   3774704.36       24.12335  (12092019)                477046.08 
 3774704.36       23.16423  (13031818)          
        477066.08   3774704.36       22.27142  (13031818)                477086.08 
 3774704.36       21.43778  (15121924)          
        477106.08   3774704.36       20.69167  (15121924)                477126.08 
 3774704.36       19.92868  (15121924)          
        477146.08   3774704.36       19.15769  (15121924)                477166.08 
 3774704.36       18.55264  (16010418)          
        477186.08   3774704.36       17.99672  (16010418)                477206.08 
 3774704.36       28.04947  (13081722)          
        477226.08   3774704.36       27.90704  (13081722)                477246.08 
 3774704.36       27.16416  (13081722)          
        477266.08   3774704.36       26.38197  (13081722)                477286.08 
 3774704.36       25.77408  (13081722)          
        477306.08   3774704.36       25.73539  (12091522)                477326.08 
 3774704.36       25.16442  (12091522)          
        477346.08   3774704.36       24.49775  (14082123)                477366.08 
 3774704.36       23.88487  (14082123)          
        477386.08   3774704.36       23.25363  (14082123)                477406.08 
 3774704.36       22.60940  (14082123)          
        477426.08   3774704.36       22.03243  (14110719)                477446.08 
 3774704.36       21.45313  (14110719)          
        477466.08   3774704.36       21.09658  (15090822)                477486.08 
 3774704.36       21.39929  (15090822)          
        477506.08   3774704.36       21.12953  (15090822)                477526.08 
 3774704.36       20.71617  (15090822)          
        475946.08   3774724.36       22.44756  (16021808)                475966.08 
 3774724.36       23.52609  (16021808)          
        475986.08   3774724.36       24.56697  (16021808)                476006.08 
 3774724.36       25.60172  (16021808)          



        476026.08   3774724.36       26.57773  (16021808)                476046.08 
 3774724.36       27.47532  (16021808)          
        476066.08   3774724.36       28.14918  (16021808)                476086.08 
 3774724.36       29.23794  (14091624)          
        476106.08   3774724.36       30.42201  (14091624)                476126.08 
 3774724.36       31.41423  (14091624)          
        476146.08   3774724.36       32.16171  (14091624)                476166.08 
 3774724.36       33.69417  (16092018)          
        476186.08   3774724.36       35.16062  (16092018)                476206.08 
 3774724.36       36.24108  (16092018)          
        476226.08   3774724.36       36.84922  (14040103)                476246.08 
 3774724.36       38.13529  (13021808)          
        476266.08   3774724.36       39.49482  (13021808)                476286.08 
 3774724.36       40.32870  (16121606)          
        476306.08   3774724.36       41.41341  (16021806)                476326.08 
 3774724.36       42.47726  (16021806)          
        476346.08   3774724.36       43.00341  (15122518)                476366.08 
 3774724.36       44.79852  (15122518)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 156
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774724.36       46.16640  (13090718)                476406.08 
 3774724.36       49.26092  (13090718)          
        476426.08   3774724.36       51.17121  (13090718)                476446.08 



 3774724.36       51.80709  (13090718)          
        476466.08   3774724.36       51.16924  (13090718)                476486.08 
 3774724.36       49.17579  (14121123)          
        476506.08   3774724.36       49.23754  (14022508)                476526.08 
 3774724.36       49.02341  (14022508)          
        476546.08   3774724.36       48.53272  (16111019)                476566.08 
 3774724.36       48.37775  (16111019)          
        476586.08   3774724.36       46.94232  (16111019)                476606.08 
 3774724.36       44.40420  (16111019)          
        476626.08   3774724.36       43.79775  (16122407)                476646.08 
 3774724.36       45.80189  (13112916)          
        476666.08   3774724.36       49.65569  (13112916)                476686.08 
 3774724.36       51.56909  (13112916)          
        476706.08   3774724.36       51.22201  (13112916)                476726.08 
 3774724.36       48.99517  (13112916)          
        476746.08   3774724.36       45.26959  (13112916)                476766.08 
 3774724.36       40.51937  (13112916)          
        476786.08   3774724.36       37.08996  (15101019)                476806.08 
 3774724.36       35.85786  (15101019)          
        476826.08   3774724.36       34.32082  (15101019)                476846.08 
 3774724.36       32.52208  (15101019)          
        476866.08   3774724.36       31.07636  (13102820)                476886.08 
 3774724.36       30.49466  (16041118)          
        476906.08   3774724.36       30.04398  (16041118)                476926.08 
 3774724.36       29.36397  (16041118)          
        476946.08   3774724.36       28.47209  (16041118)                476966.08 
 3774724.36       27.49019  (16041118)          
        476986.08   3774724.36       26.41524  (16041118)                477006.08 
 3774724.36       25.26662  (16041118)          
        477026.08   3774724.36       24.07064  (16041118)                477046.08 
 3774724.36       22.84244  (12092019)          
        477066.08   3774724.36       21.83216  (13031818)                477086.08 
 3774724.36       21.09410  (13031818)          
        477106.08   3774724.36       20.33446  (13031818)                477126.08 
 3774724.36       19.65548  (15121924)          
        477146.08   3774724.36       18.99308  (15121924)                477166.08 
 3774724.36       27.29428  (13090921)          
        477186.08   3774724.36       28.49682  (13062306)                477206.08 
 3774724.36       28.05698  (13062306)          
        477226.08   3774724.36       27.39477  (13062306)                477246.08 
 3774724.36       26.55299  (13081722)          
        477266.08   3774724.36       25.94908  (13081722)                477286.08 
 3774724.36       25.52313  (13081722)          
        477306.08   3774724.36       25.49749  (13081722)                477326.08 
 3774724.36       24.98266  (12091522)          
        477346.08   3774724.36       24.31939  (12091522)                477366.08 
 3774724.36       23.63220  (12091522)          
        477386.08   3774724.36       22.95192  (14082123)                477406.08 
 3774724.36       22.42171  (14082123)          
        477426.08   3774724.36       21.87287  (14082123)                477446.08 



 3774724.36       21.31008  (14082123)          
        477466.08   3774724.36       20.97587  (14110719)                477486.08 
 3774724.36       21.14189  (16072822)          
        477506.08   3774724.36       20.83198  (16072822)                477526.08 
 3774724.36       20.35803  (16072822)          
        475946.08   3774744.36       22.30580  (16021808)                475966.08 
 3774744.36       23.21785  (16021808)          
        475986.08   3774744.36       24.07091  (16021808)                476006.08 
 3774744.36       24.84358  (16021808)          
        476026.08   3774744.36       25.56321  (16021808)                476046.08 
 3774744.36       26.26736  (16021808)          
        476066.08   3774744.36       27.34502  (14091624)                476086.08 
 3774744.36       28.39090  (14091624)          
        476106.08   3774744.36       29.26842  (14091624)                476126.08 
 3774744.36       29.93408  (14091624)          
        476146.08   3774744.36       31.26401  (16092018)                476166.08 
 3774744.36       32.43567  (16092018)          
        476186.08   3774744.36       33.48633  (16092018)                476206.08 
 3774744.36       34.14208  (16092018)          
        476226.08   3774744.36       35.03492  (13021808)                476246.08 
 3774744.36       36.42166  (13021808)          
        476266.08   3774744.36       37.30522  (13021808)                476286.08 
 3774744.36       38.13608  (16121606)          
        476306.08   3774744.36       39.17048  (16021806)                476326.08 
 3774744.36       39.77390  (16021806)          
        476346.08   3774744.36       40.81563  (15122518)                476366.08 
 3774744.36       42.13550  (15122518)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 157
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     



                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774744.36       43.91001  (13090718)                476406.08 
 3774744.36       46.47860  (13090718)          
        476426.08   3774744.36       47.97477  (13090718)                476446.08 
 3774744.36       48.34321  (13090718)          
        476466.08   3774744.36       47.60280  (13090718)                476486.08 
 3774744.36       45.87078  (14121123)          
        476506.08   3774744.36       45.91268  (14022508)                476526.08 
 3774744.36       45.78589  (14022508)          
        476546.08   3774744.36       45.19320  (16111019)                476566.08 
 3774744.36       45.24380  (16111019)          
        476586.08   3774744.36       44.16664  (16111019)                476606.08 
 3774744.36       42.09643  (16111019)          
        476626.08   3774744.36       40.64697  (16122407)                476646.08 
 3774744.36       40.83335  (16122407)          
        476666.08   3774744.36       43.85950  (13112916)                476686.08 
 3774744.36       46.42633  (13112916)          
        476706.08   3774744.36       47.08663  (13112916)                476726.08 
 3774744.36       46.03053  (13112916)          
        476746.08   3774744.36       43.49538  (13112916)                476766.08 
 3774744.36       39.83361  (13112916)          
        476786.08   3774744.36       35.54631  (13112916)                476806.08 
 3774744.36       34.30563  (15101019)          
        476826.08   3774744.36       33.18494  (15101019)                476846.08 
 3774744.36       31.77346  (15101019)          
        476866.08   3774744.36       30.14408  (15101019)                476886.08 
 3774744.36       28.91388  (13102820)          
        476906.08   3774744.36       28.37511  (16041118)                476926.08 
 3774744.36       27.99020  (16041118)          
        476946.08   3774744.36       27.38186  (16041118)                476966.08 
 3774744.36       26.66130  (16041118)          
        476986.08   3774744.36       25.82519  (16041118)                477006.08 
 3774744.36       24.89175  (16041118)          
        477026.08   3774744.36       23.87656  (16041118)                477046.08 
 3774744.36       22.80548  (16041118)          
        477066.08   3774744.36       21.69182  (16041118)                477086.08 
 3774744.36       20.71502  (12092019)          
        477106.08   3774744.36       20.00581  (13031818)                477126.08 
 3774744.36       19.34616  (13031818)          
        477146.08   3774744.36       18.68127  (15121924)                477166.08 
 3774744.36       27.13989  (15082722)          
        477186.08   3774744.36       28.59474  (14083022)                477206.08 
 3774744.36       27.85434  (14083022)          
        477226.08   3774744.36       27.03945  (13062306)                477246.08 
 3774744.36       26.28566  (13062306)          



        477266.08   3774744.36       25.48340  (13062306)                477286.08 
 3774744.36       24.97317  (12080223)          
        477306.08   3774744.36       25.08423  (12080223)                477326.08 
 3774744.36       24.62113  (15061206)          
        477346.08   3774744.36       23.99555  (13081722)                477366.08 
 3774744.36       23.40279  (12091522)          
        477386.08   3774744.36       22.82107  (12091522)                477406.08 
 3774744.36       22.21637  (12091522)          
        477426.08   3774744.36       21.59445  (12091522)                477446.08 
 3774744.36       21.09813  (14082123)          
        477466.08   3774744.36       20.81358  (14082123)                477486.08 
 3774744.36       21.00768  (16072622)          
        477506.08   3774744.36       20.62580  (16072622)                477526.08 
 3774744.36       20.09308  (16072822)          
        475946.08   3774764.36       21.98054  (16021808)                475966.08 
 3774764.36       22.72429  (16021808)          
        475986.08   3774764.36       23.39190  (16021808)                476006.08 
 3774764.36       23.96320  (16021808)          
        476026.08   3774764.36       24.46425  (16021808)                476046.08 
 3774764.36       25.62758  (14091624)          
        476066.08   3774764.36       26.58001  (14091624)                476086.08 
 3774764.36       27.36024  (14091624)          
        476106.08   3774764.36       27.95569  (14091624)                476126.08 
 3774764.36       29.11090  (16092018)          
        476146.08   3774764.36       30.19567  (16092018)                476166.08 
 3774764.36       31.02429  (16092018)          
        476186.08   3774764.36       31.70783  (16092018)                476206.08 
 3774764.36       32.41758  (14040103)          
        476226.08   3774764.36       33.66130  (13021808)                476246.08 
 3774764.36       34.63352  (13021808)          
        476266.08   3774764.36       35.31454  (16121606)                476286.08 
 3774764.36       36.17092  (16021806)          
        476306.08   3774764.36       36.97409  (16021806)                476326.08 
 3774764.36       37.20447  (16021806)          
        476346.08   3774764.36       38.71206  (15122518)                476366.08 
 3774764.36       39.64203  (15122518)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 158
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 



                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774764.36       41.77936  (13090718)                476406.08 
 3774764.36       43.90959  (13090718)          
        476426.08   3774764.36       45.06927  (13090718)                476446.08 
 3774764.36       45.22858  (13090718)          
        476466.08   3774764.36       44.41836  (13090718)                476486.08 
 3774764.36       42.92144  (14121123)          
        476506.08   3774764.36       42.94797  (14022508)                476526.08 
 3774764.36       42.88932  (14022508)          
        476546.08   3774764.36       42.19970  (16111019)                476566.08 
 3774764.36       42.40706  (16111019)          
        476586.08   3774764.36       41.61820  (16111019)                476606.08 
 3774764.36       39.93505  (16111019)          
        476626.08   3774764.36       37.74964  (16122407)                476646.08 
 3774764.36       38.20945  (16122407)          
        476666.08   3774764.36       38.59993  (13112916)                476686.08 
 3774764.36       41.56910  (13112916)          
        476706.08   3774764.36       42.97103  (13112916)                476726.08 
 3774764.36       42.85289  (13112916)          
        476746.08   3774764.36       41.33652  (13112916)                476766.08 
 3774764.36       38.66531  (13112916)          
        476786.08   3774764.36       35.27006  (13112916)                476806.08 
 3774764.36       32.62766  (15101019)          
        476826.08   3774764.36       31.87794  (15101019)                476846.08 
 3774764.36       30.82275  (15101019)          
        476866.08   3774764.36       29.52399  (15101019)                476886.08 
 3774764.36       28.04205  (15101019)          
        476906.08   3774764.36       26.99525  (13102820)                476926.08 
 3774764.36       26.47693  (16041118)          
        476946.08   3774764.36       26.12600  (16041118)                476966.08 
 3774764.36       25.64884  (16041118)          
        476986.08   3774764.36       25.04085  (16041118)                477006.08 
 3774764.36       24.31808  (16041118)          
        477026.08   3774764.36       23.47014  (16041118)                477046.08 
 3774764.36       22.55893  (16041118)          
        477066.08   3774764.36       21.62828  (16041118)                477086.08 



 3774764.36       20.66765  (16041118)          
        477106.08   3774764.36       19.74001  (12092019)                477126.08 
 3774764.36       18.99226  (13031818)          
        477146.08   3774764.36       18.41932  (13031818)                477166.08 
 3774764.36       26.76537  (16072821)          
        477186.08   3774764.36       28.21008  (15082722)                477206.08 
 3774764.36       27.52426  (15082722)          
        477226.08   3774764.36       26.71263  (14083022)                477246.08 
 3774764.36       25.87821  (14083022)          
        477266.08   3774764.36       25.18708  (13062306)                477286.08 
 3774764.36       24.74922  (13062306)          
        477306.08   3774764.36       24.73555  (13062306)                477326.08 
 3774764.36       24.22288  (12080223)          
        477346.08   3774764.36       23.63157  (12080223)                477366.08 
 3774764.36       23.08709  (13081722)          
        477386.08   3774764.36       22.53513  (13081722)                477406.08 
 3774764.36       21.98418  (12091522)          
        477426.08   3774764.36       21.47147  (12091522)                477446.08 
 3774764.36       20.93683  (12091522)          
        477466.08   3774764.36       20.62090  (12091522)                477486.08 
 3774764.36       20.76599  (16072622)          
        477506.08   3774764.36       20.47696  (16072622)                477526.08 
 3774764.36       20.02063  (16072622)          
        475946.08   3774784.36       21.49356  (16021808)                475966.08 
 3774784.36       22.07207  (16021808)          
        475986.08   3774784.36       22.56157  (16021808)                476006.08 
 3774784.36       23.02242  (14091624)          
        476026.08   3774784.36       23.98361  (14091624)                476046.08 
 3774784.36       24.93491  (14091624)          
        476066.08   3774784.36       25.65431  (14091624)                476086.08 
 3774784.36       26.18919  (14091624)          
        476106.08   3774784.36       27.19300  (16092018)                476126.08 
 3774784.36       28.19855  (16092018)          
        476146.08   3774784.36       28.98659  (16092018)                476166.08 
 3774784.36       29.50992  (16092018)          
        476186.08   3774784.36       30.04480  (14040103)                476206.08 
 3774784.36       31.06750  (13021808)          
        476226.08   3774784.36       32.18024  (13021808)                476246.08 
 3774784.36       32.81433  (13021808)          
        476266.08   3774784.36       33.53271  (16121606)                476286.08 
 3774784.36       34.38867  (16021806)          
        476306.08   3774784.36       34.84812  (16021806)                476326.08 
 3774784.36       35.27404  (15122518)          
        476346.08   3774784.36       36.70333  (15122518)                476366.08 
 3774784.36       37.31410  (15122518)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   



                                   PAGE 159
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774784.36       39.77328  (13090718)                476406.08 
 3774784.36       41.53702  (13090718)          
        476426.08   3774784.36       42.42234  (13090718)                476446.08 
 3774784.36       42.41799  (13090718)          
        476466.08   3774784.36       41.56235  (13090718)                476486.08 
 3774784.36       40.27678  (14121123)          
        476506.08   3774784.36       40.29133  (14022508)                476526.08 
 3774784.36       40.28596  (14022508)          
        476546.08   3774784.36       39.50590  (16111019)                476566.08 
 3774784.36       39.83241  (16111019)          
        476586.08   3774784.36       39.27622  (16111019)                476606.08 
 3774784.36       37.91424  (16111019)          
        476626.08   3774784.36       35.85973  (16111019)                476646.08 
 3774784.36       35.75625  (16122407)          
        476666.08   3774784.36       35.73081  (16122407)                476686.08 
 3774784.36       37.05601  (13112916)          
        476706.08   3774784.36       38.97876  (13112916)                476726.08 
 3774784.36       39.58919  (13112916)          
        476746.08   3774784.36       38.96241  (13112916)                476766.08 
 3774784.36       37.27275  (13112916)          
        476786.08   3774784.36       34.61407  (13112916)                476806.08 
 3774784.36       31.27235  (13112916)          
        476826.08   3774784.36       30.44975  (15101019)                476846.08 
 3774784.36       29.71567  (15101019)          
        476866.08   3774784.36       28.72385  (15101019)                476886.08 
 3774784.36       27.52622  (15101019)          



        476906.08   3774784.36       26.21905  (13102820)                476926.08 
 3774784.36       25.27162  (13102820)          
        476946.08   3774784.36       24.75036  (16041118)                476966.08 
 3774784.36       24.49403  (16041118)          
        476986.08   3774784.36       24.09822  (16041118)                477006.08 
 3774784.36       23.57612  (16041118)          
        477026.08   3774784.36       22.91436  (16041118)                477046.08 
 3774784.36       22.17349  (16041118)          
        477066.08   3774784.36       21.39958  (16041118)                477086.08 
 3774784.36       20.57663  (16041118)          
        477106.08   3774784.36       19.71979  (16041118)                477126.08 
 3774784.36       18.84237  (16041118)          
        477146.08   3774784.36       18.09549  (12092019)                477166.08 
 3774784.36       26.23391  (16072821)          
        477186.08   3774784.36       27.60642  (16072821)                477206.08 
 3774784.36       27.10011  (15082722)          
        477226.08   3774784.36       26.38000  (15082722)                477246.08 
 3774784.36       25.59732  (14083022)          
        477266.08   3774784.36       24.88631  (14083022)                477286.08 
 3774784.36       24.36860  (14083022)          
        477306.08   3774784.36       24.48241  (13062306)                477326.08 
 3774784.36       23.98070  (13062306)          
        477346.08   3774784.36       23.30082  (13062306)                477366.08 
 3774784.36       22.72833  (12080223)          
        477386.08   3774784.36       22.19957  (12080223)                477406.08 
 3774784.36       21.71088  (13081722)          
        477426.08   3774784.36       21.21966  (13081722)                477446.08 
 3774784.36       21.07976  (12091522)          
        477466.08   3774784.36       21.01232  (12091522)                477486.08 
 3774784.36       20.79376  (12091522)          
        477506.08   3774784.36       20.32782  (12091522)                477526.08 
 3774784.36       19.79479  (12091522)          
        475946.08   3774804.36       20.86828  (16021808)                475966.08 
 3774804.36       21.28860  (16021808)          
        475986.08   3774804.36       21.76044  (14091624)                476006.08 
 3774804.36       22.58690  (14091624)          
        476026.08   3774804.36       23.35910  (14091624)                476046.08 
 3774804.36       24.10079  (14091624)          
        476066.08   3774804.36       24.60410  (14091624)                476086.08 
 3774804.36       25.47617  (16092018)          
        476106.08   3774804.36       26.40967  (16092018)                476126.08 
 3774804.36       27.15702  (16092018)          
        476146.08   3774804.36       27.67824  (16092018)                476166.08 
 3774804.36       28.05778  (14040103)          
        476186.08   3774804.36       28.73347  (13021808)                476206.08 
 3774804.36       29.80847  (13021808)          
        476226.08   3774804.36       30.66063  (13021808)                476246.08 
 3774804.36       31.26799  (16121606)          
        476266.08   3774804.36       31.96055  (16021806)                476286.08 
 3774804.36       32.63263  (16021806)          



        476306.08   3774804.36       32.80831  (16021806)                476326.08 
 3774804.36       33.69310  (15122518)          
        476346.08   3774804.36       34.79485  (15122518)                476366.08 
 3774804.36       35.74951  (13090718)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 160
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774804.36       37.88809  (13090718)                476406.08 
 3774804.36       39.34455  (13090718)          
        476426.08   3774804.36       40.00548  (13090718)                476446.08 
 3774804.36       39.87310  (13090718)          
        476466.08   3774804.36       38.99025  (13090718)                476486.08 
 3774804.36       37.89477  (14121123)          
        476506.08   3774804.36       37.89988  (14022508)                476526.08 
 3774804.36       37.93624  (14022508)          
        476546.08   3774804.36       37.14651  (14022508)                476566.08 
 3774804.36       37.48936  (16111019)          
        476586.08   3774804.36       37.12139  (16111019)                476606.08 
 3774804.36       36.02667  (16111019)          
        476626.08   3774804.36       34.29407  (16111019)                476646.08 
 3774804.36       33.46972  (16122407)          
        476666.08   3774804.36       33.67582  (16122407)                476686.08 
 3774804.36       33.30688  (16122407)          
        476706.08   3774804.36       35.18069  (13112916)                476726.08 



 3774804.36       36.33782  (13112916)          
        476746.08   3774804.36       36.41525  (13112916)                476766.08 
 3774804.36       35.53419  (13112916)          
        476786.08   3774804.36       33.58238  (13112916)                476806.08 
 3774804.36       30.89648  (13112916)          
        476826.08   3774804.36       28.94342  (15101019)                476846.08 
 3774804.36       28.49348  (15101019)          
        476866.08   3774804.36       27.78110  (15101019)                476886.08 
 3774804.36       26.84953  (15101019)          
        476906.08   3774804.36       25.74268  (15101019)                476926.08 
 3774804.36       24.58744  (13102820)          
        476946.08   3774804.36       23.69962  (13102820)                476966.08 
 3774804.36       23.23564  (16041118)          
        476986.08   3774804.36       23.03242  (16041118)                477006.08 
 3774804.36       22.69683  (16041118)          
        477026.08   3774804.36       22.21428  (16041118)                477046.08 
 3774804.36       21.64052  (16041118)          
        477066.08   3774804.36       21.01916  (16041118)                477086.08 
 3774804.36       20.33506  (16041118)          
        477106.08   3774804.36       19.60297  (16041118)                477126.08 
 3774804.36       18.83625  (16041118)          
        477146.08   3774804.36       26.15247  (16072623)                477166.08 
 3774804.36       26.11251  (16061920)          
        477186.08   3774804.36       26.97789  (16072821)                477206.08 
 3774804.36       26.50290  (16072821)          
        477226.08   3774804.36       25.87381  (15082722)                477246.08 
 3774804.36       25.27166  (15082722)          
        477266.08   3774804.36       24.77060  (15082722)                477286.08 
 3774804.36       24.39471  (14083022)          
        477306.08   3774804.36       24.25903  (14083022)                477326.08 
 3774804.36       23.62312  (14083022)          
        477346.08   3774804.36       23.08802  (13062306)                477366.08 
 3774804.36       22.50793  (13062306)          
        477386.08   3774804.36       21.89124  (13062306)                477406.08 
 3774804.36       21.38497  (12080223)          
        477426.08   3774804.36       20.90992  (12080223)                477446.08 
 3774804.36       20.95635  (15061206)          
        477466.08   3774804.36       20.99584  (12091522)                477486.08 
 3774804.36       20.60244  (12091522)          
        477506.08   3774804.36       20.18152  (12091522)                477526.08 
 3774804.36       19.73760  (12091522)          
        475946.08   3774824.36       20.12856  (16021808)                475966.08 
 3774824.36       20.61134  (14091624)          
        475986.08   3774824.36       21.35662  (14091624)                476006.08 
 3774824.36       22.01743  (14091624)          
        476026.08   3774824.36       22.60964  (14091624)                476046.08 
 3774824.36       23.15575  (14091624)          
        476066.08   3774824.36       23.93229  (16092018)                476086.08 
 3774824.36       24.80034  (16092018)          
        476106.08   3774824.36       25.50793  (16092018)                476126.08 



 3774824.36       26.02097  (16092018)          
        476146.08   3774824.36       26.31444  (14040103)                476166.08 
 3774824.36       26.79790  (14040103)          
        476186.08   3774824.36       27.77024  (13021808)                476206.08 
 3774824.36       28.56430  (13021808)          
        476226.08   3774824.36       29.14476  (16121606)                476246.08 
 3774824.36       29.79530  (16121606)          
        476266.08   3774824.36       30.51703  (16021806)                476286.08 
 3774824.36       30.92089  (16021806)          
        476306.08   3774824.36       30.95339  (15122518)                476326.08 
 3774824.36       32.16261  (15122518)          
        476346.08   3774824.36       32.98840  (15122518)                476366.08 
 3774824.36       34.28986  (13090718)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 161
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774824.36       36.11863  (13090718)                476406.08 
 3774824.36       37.31672  (13090718)          
        476426.08   3774824.36       37.79366  (13090718)                476446.08 
 3774824.36       37.56131  (13090718)          
        476466.08   3774824.36       36.66486  (13090718)                476486.08 
 3774824.36       35.74044  (14121123)          
        476506.08   3774824.36       35.73807  (14022508)                476526.08 
 3774824.36       35.80710  (14022508)          



        476546.08   3774824.36       35.13942  (14022508)                476566.08 
 3774824.36       35.35148  (16111019)          
        476586.08   3774824.36       35.13606  (16111019)                476606.08 
 3774824.36       34.26432  (16111019)          
        476626.08   3774824.36       32.80587  (16111019)                476646.08 
 3774824.36       31.34318  (16122407)          
        476666.08   3774824.36       31.73178  (16122407)                476686.08 
 3774824.36       31.59962  (16122407)          
        476706.08   3774824.36       31.62164  (13112916)                476726.08 
 3774824.36       33.17188  (13112916)          
        476746.08   3774824.36       33.78173  (13112916)                476766.08 
 3774824.36       33.51944  (13112916)          
        476786.08   3774824.36       32.23750  (13112916)                476806.08 
 3774824.36       30.19399  (13112916)          
        476826.08   3774824.36       27.60980  (13112916)                476846.08 
 3774824.36       27.19239  (15101019)          
        476866.08   3774824.36       26.73003  (15101019)                476886.08 
 3774824.36       26.04288  (15101019)          
        476906.08   3774824.36       25.16799  (15101019)                476926.08 
 3774824.36       24.13227  (15101019)          
        476946.08   3774824.36       23.09488  (13102820)                476966.08 
 3774824.36       22.31529  (13102820)          
        476986.08   3774824.36       21.87651  (16041118)                477006.08 
 3774824.36       21.71033  (16041118)          
        477026.08   3774824.36       21.39447  (16041118)                477046.08 
 3774824.36       20.97943  (16041118)          
        477066.08   3774824.36       20.50577  (16041118)                477086.08 
 3774824.36       19.95879  (16041118)          
        477106.08   3774824.36       19.35239  (16041118)                477126.08 
 3774824.36       18.69946  (16041118)          
        477146.08   3774824.36       27.78162  (15072106)                477166.08 
 3774824.36       27.53209  (15072106)          
        477186.08   3774824.36       26.67336  (15072106)                477206.08 
 3774824.36       25.89024  (16061920)          
        477226.08   3774824.36       25.30853  (16072821)                477246.08 
 3774824.36       24.75244  (16072821)          
        477266.08   3774824.36       24.76469  (15082722)                477286.08 
 3774824.36       24.64742  (15082722)          
        477306.08   3774824.36       24.03743  (14083022)                477326.08 
 3774824.36       23.46734  (14083022)          
        477346.08   3774824.36       22.83587  (14083022)                477366.08 
 3774824.36       22.20207  (13062306)          
        477386.08   3774824.36       21.71224  (13062306)                477406.08 
 3774824.36       21.18288  (13062306)          
        477426.08   3774824.36       20.62119  (13062306)                477446.08 
 3774824.36       20.65665  (12080223)          
        477466.08   3774824.36       20.61268  (12080223)                477486.08 
 3774824.36       20.20460  (15061206)          
        477506.08   3774824.36       19.84675  (12091522)                477526.08 
 3774824.36       19.49690  (12091522)          



        475946.08   3774844.36       19.56146  (14091624)                475966.08 
 3774844.36       20.23609  (14091624)          
        475986.08   3774844.36       20.83382  (14091624)                476006.08 
 3774844.36       21.33682  (14091624)          
        476026.08   3774844.36       21.76103  (14091624)                476046.08 
 3774844.36       22.51778  (16092018)          
        476066.08   3774844.36       23.34666  (16092018)                476086.08 
 3774844.36       24.01602  (16092018)          
        476106.08   3774844.36       24.51692  (16092018)                476126.08 
 3774844.36       24.82086  (16092018)          
        476146.08   3774844.36       25.23127  (14040103)                476166.08 
 3774844.36       25.95882  (13021808)          
        476186.08   3774844.36       26.73794  (13021808)                476206.08 
 3774844.36       27.28411  (13021808)          
        476226.08   3774844.36       27.92260  (16121606)                476246.08 
 3774844.36       28.51875  (16021806)          
        476266.08   3774844.36       29.08754  (16021806)                476286.08 
 3774844.36       29.26611  (16021806)          
        476306.08   3774844.36       29.80649  (15122518)                476326.08 
 3774844.36       30.79414  (15122518)          
        476346.08   3774844.36       31.29730  (15122518)                476366.08 
 3774844.36       32.89620  (13090718)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 162
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 



‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774844.36       34.45887  (13090718)                476406.08 
 3774844.36       35.43913  (13090718)          
        476426.08   3774844.36       35.76487  (13090718)                476446.08 
 3774844.36       35.45479  (13090718)          
        476466.08   3774844.36       34.55489  (13090718)                476486.08 
 3774844.36       33.78456  (14121123)          
        476506.08   3774844.36       33.77623  (14022508)                476526.08 
 3774844.36       33.87078  (14022508)          
        476546.08   3774844.36       33.30560  (14022508)                476566.08 
 3774844.36       33.39583  (16111019)          
        476586.08   3774844.36       33.30416  (16111019)                476606.08 
 3774844.36       32.61893  (16111019)          
        476626.08   3774844.36       31.39096  (16111019)                476646.08 
 3774844.36       29.69173  (16111019)          
        476666.08   3774844.36       29.88784  (16122407)                476686.08 
 3774844.36       29.96053  (16122407)          
        476706.08   3774844.36       29.59676  (16122407)                476726.08 
 3774844.36       30.14291  (13112916)          
        476746.08   3774844.36       31.15673  (13112916)                476766.08 
 3774844.36       31.39459  (13112916)          
        476786.08   3774844.36       30.68909  (13112916)                476806.08 
 3774844.36       29.22715  (13112916)          
        476826.08   3774844.36       27.18273  (13112916)                476846.08 
 3774844.36       25.87449  (13100917)          
        476866.08   3774844.36       25.60122  (15101019)                476886.08 
 3774844.36       25.13491  (15101019)          
        476906.08   3774844.36       24.47483  (15101019)                476926.08 
 3774844.36       23.64296  (15101019)          
        476946.08   3774844.36       22.65787  (15101019)                476966.08 
 3774844.36       21.77670  (13102820)          
        476986.08   3774844.36       21.06943  (13102820)                477006.08 
 3774844.36       20.64498  (16041118)          
        477026.08   3774844.36       20.48087  (16041118)                477046.08 
 3774844.36       20.21338  (16041118)          
        477066.08   3774844.36       19.87961  (16041118)                477086.08 
 3774844.36       19.46503  (16041118)          
        477106.08   3774844.36       18.98227  (16041118)                477126.08 
 3774844.36       18.44338  (16041118)          
        477146.08   3774844.36       27.10999  (15072106)                477166.08 
 3774844.36       27.10007  (15072106)          
        477186.08   3774844.36       26.40963  (15072106)                477206.08 
 3774844.36       25.61809  (15072106)          
        477226.08   3774844.36       24.80006  (16061920)                477246.08 
 3774844.36       24.17209  (16072821)          
        477266.08   3774844.36       24.23961  (16072821)                477286.08 
 3774844.36       24.21406  (15082722)          
        477306.08   3774844.36       23.72450  (15082722)                477326.08 
 3774844.36       23.16903  (15082722)          
        477346.08   3774844.36       22.59444  (14083022)                477366.08 



 3774844.36       22.05325  (14083022)          
        477386.08   3774844.36       21.46845  (14083022)                477406.08 
 3774844.36       20.92024  (13062306)          
        477426.08   3774844.36       20.47027  (13062306)                477446.08 
 3774844.36       20.51780  (15101218)          
        477466.08   3774844.36       20.50726  (15101218)                477486.08 
 3774844.36       19.93691  (15101218)          
        477506.08   3774844.36       19.51267  (12080223)                477526.08 
 3774844.36       19.13187  (15061206)          
        475946.08   3774864.36       19.21200  (14091624)                475966.08 
 3774864.36       19.75462  (14091624)          
        475986.08   3774864.36       20.21162  (14091624)                476006.08 
 3774864.36       20.56713  (14091624)          
        476026.08   3774864.36       21.14854  (16092018)                476046.08 
 3774864.36       22.00932  (16092018)          
        476066.08   3774864.36       22.66160  (16092018)                476086.08 
 3774864.36       23.14785  (16092018)          
        476106.08   3774864.36       23.46263  (16092018)                476126.08 
 3774864.36       23.79733  (14040103)          
        476146.08   3774864.36       24.30638  (13021808)                476166.08 
 3774864.36       25.09982  (13021808)          
        476186.08   3774864.36       25.66002  (13021808)                476206.08 
 3774864.36       26.07128  (16121606)          
        476226.08   3774864.36       26.68962  (16121606)                476246.08 
 3774864.36       27.33042  (16021806)          
        476266.08   3774864.36       27.68598  (16021806)                476286.08 
 3774864.36       27.67677  (16021806)          
        476306.08   3774864.36       28.64653  (15122518)                476326.08 
 3774864.36       29.42948  (15122518)          
        476346.08   3774864.36       29.78042  (13090718)                476366.08 
 3774864.36       31.56872  (13090718)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 163
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774864.36       32.90238  (13090718)                476406.08 
 3774864.36       33.69854  (13090718)          
        476426.08   3774864.36       33.89984  (13090718)                476446.08 
 3774864.36       33.52968  (13090718)          
        476466.08   3774864.36       32.63389  (13090718)                476486.08 
 3774864.36       32.00252  (14121123)          
        476506.08   3774864.36       31.98940  (14022508)                476526.08 
 3774864.36       32.10382  (14022508)          
        476546.08   3774864.36       31.62512  (14022508)                476566.08 
 3774864.36       31.60247  (16111019)          
        476586.08   3774864.36       31.61121  (16111019)                476606.08 
 3774864.36       31.08232  (16111019)          
        476626.08   3774864.36       30.05255  (16111019)                476646.08 
 3774864.36       28.57258  (16111019)          
        476666.08   3774864.36       28.15853  (16122407)                476686.08 
 3774864.36       28.39463  (16122407)          
        476706.08   3774864.36       28.22307  (16122407)                476726.08 
 3774864.36       27.67278  (16122407)          
        476746.08   3774864.36       28.59311  (13112916)                476766.08 
 3774864.36       29.22419  (13112916)          
        476786.08   3774864.36       29.00333  (13112916)                476806.08 
 3774864.36       28.05548  (13112916)          
        476826.08   3774864.36       26.51076  (13112916)                476846.08 
 3774864.36       24.74039  (16112620)          
        476866.08   3774864.36       24.42137  (15101019)                476886.08 
 3774864.36       24.15156  (15101019)          
        476906.08   3774864.36       23.68728  (15101019)                476926.08 
 3774864.36       23.04559  (15101019)          
        476946.08   3774864.36       22.24110  (15101019)                476966.08 
 3774864.36       21.35206  (15101019)          
        476986.08   3774864.36       20.58738  (13102820)                477006.08 
 3774864.36       19.93755  (13102820)          
        477026.08   3774864.36       19.49793  (16041118)                477046.08 
 3774864.36       19.36486  (16041118)          
        477066.08   3774864.36       19.16094  (16041118)                477086.08 
 3774864.36       18.87158  (16041118)          
        477106.08   3774864.36       26.68186  (12071219)                477126.08 
 3774864.36       25.92849  (12071219)          
        477146.08   3774864.36       26.61516  (14092320)                477166.08 
 3774864.36       26.36385  (14092320)          



        477186.08   3774864.36       25.88432  (15072106)                477206.08 
 3774864.36       25.29274  (15072106)          
        477226.08   3774864.36       24.60319  (15072106)                477246.08 
 3774864.36       23.83290  (15072106)          
        477266.08   3774864.36       23.70482  (16061920)                477286.08 
 3774864.36       23.63903  (16072821)          
        477306.08   3774864.36       23.18362  (15082722)                477326.08 
 3774864.36       22.78038  (15082722)          
        477346.08   3774864.36       22.31147  (15082722)                477366.08 
 3774864.36       21.78655  (15082722)          
        477386.08   3774864.36       21.28011  (14083022)                477406.08 
 3774864.36       20.77492  (14083022)          
        477426.08   3774864.36       20.23211  (14083022)                477446.08 
 3774864.36       20.28571  (15101218)          
        477466.08   3774864.36       20.37870  (15101218)                477486.08 
 3774864.36       19.90831  (15101218)          
        477506.08   3774864.36       19.40883  (15101218)                477526.08 
 3774864.36       18.88574  (15101218)          
        475946.08   3774884.36       18.76731  (14091624)                475966.08 
 3774884.36       19.18387  (14091624)          
        475986.08   3774884.36       19.50903  (14091624)                476006.08 
 3774884.36       19.97883  (16092018)          
        476026.08   3774884.36       20.70965  (16092018)                476046.08 
 3774884.36       21.40970  (16092018)          
        476066.08   3774884.36       21.89806  (16092018)                476086.08 
 3774884.36       22.21808  (16092018)          
        476106.08   3774884.36       22.48263  (14040103)                476126.08 
 3774884.36       22.81496  (14040103)          
        476146.08   3774884.36       23.59223  (13021808)                476166.08 
 3774884.36       24.18964  (13021808)          
        476186.08   3774884.36       24.55620  (13021808)                476206.08 
 3774884.36       25.04296  (16121606)          
        476226.08   3774884.36       25.64182  (16021806)                476246.08 
 3774884.36       26.14869  (16021806)          
        476266.08   3774884.36       26.32253  (16021806)                476286.08 
 3774884.36       26.50732  (15122518)          
        476306.08   3774884.36       27.47592  (15122518)                476326.08 
 3774884.36       28.06816  (15122518)          
        476346.08   3774884.36       28.74285  (13090718)                476366.08 
 3774884.36       30.30648  (13090718)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 164
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***



                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774884.36       31.44265  (13090718)                476406.08 
 3774884.36       32.08286  (13090718)          
        476426.08   3774884.36       32.18162  (13090718)                476446.08 
 3774884.36       31.76547  (13090718)          
        476466.08   3774884.36       30.87936  (13090718)                476486.08 
 3774884.36       30.37345  (14121123)          
        476506.08   3774884.36       30.35648  (14022508)                476526.08 
 3774884.36       30.48625  (14022508)          
        476546.08   3774884.36       30.08085  (14022508)                476566.08 
 3774884.36       29.95402  (16111019)          
        476586.08   3774884.36       30.04420  (16111019)                476606.08 
 3774884.36       29.64658  (16111019)          
        476626.08   3774884.36       28.78867  (16111019)                476646.08 
 3774884.36       27.51011  (16111019)          
        476666.08   3774884.36       26.54366  (16122407)                476686.08 
 3774884.36       26.90438  (16122407)          
        476706.08   3774884.36       26.89315  (16122407)                476726.08 
 3774884.36       26.52932  (16122407)          
        476746.08   3774884.36       26.12912  (13112916)                476766.08 
 3774884.36       27.05963  (13112916)          
        476786.08   3774884.36       27.23684  (13112916)                476806.08 
 3774884.36       26.73353  (13112916)          
        476826.08   3774884.36       25.64062  (13112916)                476846.08 
 3774884.36       24.06538  (13112916)          
        476866.08   3774884.36       23.30830  (13100917)                476886.08 
 3774884.36       23.11582  (15101019)          
        476906.08   3774884.36       22.82743  (15101019)                476926.08 
 3774884.36       22.36050  (15101019)          
        476946.08   3774884.36       21.72571  (15101019)                476966.08 
 3774884.36       20.99506  (15101019)          
        476986.08   3774884.36       20.17200  (15101019)                477006.08 



 3774884.36       19.50439  (13102820)          
        477026.08   3774884.36       18.88133  (13102820)                477046.08 
 3774884.36       18.45507  (16041118)          
        477066.08   3774884.36       18.36937  (16041118)                477086.08 
 3774884.36       18.19622  (16041118)          
        477106.08   3774884.36       26.71906  (12071219)                477126.08 
 3774884.36       27.62835  (12071219)          
        477146.08   3774884.36       26.68814  (12071219)                477166.08 
 3774884.36       25.84218  (14092320)          
        477186.08   3774884.36       25.24238  (14092320)                477206.08 
 3774884.36       24.74306  (15072106)          
        477226.08   3774884.36       24.23790  (15072106)                477246.08 
 3774884.36       23.63831  (15072106)          
        477266.08   3774884.36       23.49955  (15072106)                477286.08 
 3774884.36       23.20258  (15031122)          
        477306.08   3774884.36       22.64859  (16072821)                477326.08 
 3774884.36       22.26719  (16072821)          
        477346.08   3774884.36       21.86837  (15082722)                477366.08 
 3774884.36       21.47657  (15082722)          
        477386.08   3774884.36       21.02860  (15082722)                477406.08 
 3774884.36       20.53274  (15082722)          
        477426.08   3774884.36       20.08720  (14083022)                477446.08 
 3774884.36       20.08076  (14083022)          
        477466.08   3774884.36       20.06989  (15101218)                477486.08 
 3774884.36       19.70370  (15101218)          
        477506.08   3774884.36       19.30097  (15101218)                477526.08 
 3774884.36       18.86706  (15101218)          
        475946.08   3774904.36       18.24210  (14091624)                475966.08 
 3774904.36       18.54031  (14091624)          
        475986.08   3774904.36       18.94270  (16092018)                476006.08 
 3774904.36       19.59572  (16092018)          
        476026.08   3774904.36       20.18724  (16092018)                476046.08 
 3774904.36       20.73678  (16092018)          
        476066.08   3774904.36       21.07514  (16092018)                476086.08 
 3774904.36       21.27506  (14040103)          
        476106.08   3774904.36       21.62506  (14040103)                476126.08 
 3774904.36       22.20427  (13021808)          
        476146.08   3774904.36       22.82401  (13021808)                476166.08 
 3774904.36       23.24575  (13021808)          
        476186.08   3774904.36       23.58219  (16121606)                476206.08 
 3774904.36       24.00481  (16121606)          
        476226.08   3774904.36       24.65132  (16021806)                476246.08 
 3774904.36       24.98438  (16021806)          
        476266.08   3774904.36       25.00443  (16021806)                476286.08 
 3774904.36       25.55935  (15122518)          
        476306.08   3774904.36       26.34316  (15122518)                476326.08 
 3774904.36       26.77223  (15122518)          
        476346.08   3774904.36       27.74110  (13090718)                476366.08 
 3774904.36       29.10772  (13090718)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          



                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 165
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774904.36       30.07324  (13090718)                476406.08 
 3774904.36       30.58108  (13090718)          
        476426.08   3774904.36       30.65752  (13090718)                476446.08 
 3774904.36       30.22715  (13090718)          
        476466.08   3774904.36       29.28219  (13090718)                476486.08 
 3774904.36       28.87961  (14121123)          
        476506.08   3774904.36       28.85952  (14022508)                476526.08 
 3774904.36       29.00104  (14022508)          
        476546.08   3774904.36       28.65802  (14022508)                476566.08 
 3774904.36       28.43531  (16111019)          
        476586.08   3774904.36       28.59144  (16111019)                476606.08 
 3774904.36       28.30422  (16111019)          
        476626.08   3774904.36       27.59383  (16111019)                476646.08 
 3774904.36       26.49094  (16111019)          
        476666.08   3774904.36       25.08457  (16111019)                476686.08 
 3774904.36       25.49037  (16122407)          
        476706.08   3774904.36       25.61209  (16122407)                476726.08 
 3774904.36       25.40732  (16122407)          
        476746.08   3774904.36       24.89271  (16122407)                476766.08 
 3774904.36       24.94046  (13112916)          
        476786.08   3774904.36       25.43662  (13112916)                476806.08 
 3774904.36       25.30963  (13112916)          



        476826.08   3774904.36       24.61660  (13112916)                476846.08 
 3774904.36       23.43556  (13112916)          
        476866.08   3774904.36       22.50219  (16112620)                476886.08 
 3774904.36       22.10455  (13100917)          
        476906.08   3774904.36       21.90128  (15101019)                476926.08 
 3774904.36       21.58544  (15101019)          
        476946.08   3774904.36       21.12559  (15101019)                476966.08 
 3774904.36       20.54789  (15101019)          
        476986.08   3774904.36       19.85955  (15101019)                477006.08 
 3774904.36       19.07293  (15101019)          
        477026.08   3774904.36       18.47864  (13102820)                477046.08 
 3774904.36       17.91855  (13102820)          
        477066.08   3774904.36       17.52341  (16041118)                477086.08 
 3774904.36       17.45613  (16041118)          
        477106.08   3774904.36       26.23601  (12071219)                477126.08 
 3774904.36       27.35120  (12071219)          
        477146.08   3774904.36       26.61494  (12071219)                477166.08 
 3774904.36       25.63395  (12071219)          
        477186.08   3774904.36       24.71163  (14092320)                477206.08 
 3774904.36       24.56739  (14092320)          
        477226.08   3774904.36       24.28611  (15072106)                477246.08 
 3774904.36       23.85115  (15072106)          
        477266.08   3774904.36       23.53336  (15072106)                477286.08 
 3774904.36       23.08155  (15072106)          
        477306.08   3774904.36       22.38577  (15072106)                477326.08 
 3774904.36       21.81266  (15031122)          
        477346.08   3774904.36       21.39043  (16072821)                477366.08 
 3774904.36       21.01301  (16072821)          
        477386.08   3774904.36       20.66635  (15082722)                477406.08 
 3774904.36       20.28744  (15082722)          
        477426.08   3774904.36       19.86022  (15082722)                477446.08 
 3774904.36       19.87144  (14083022)          
        477466.08   3774904.36       19.83436  (16072221)                477486.08 
 3774904.36       19.39680  (12092123)          
        477506.08   3774904.36       19.03108  (15101218)                477526.08 
 3774904.36       18.69016  (15101218)          
        475946.08   3774924.36       17.65072  (14091624)                475966.08 
 3774924.36       17.99313  (16092018)          
        475986.08   3774924.36       18.60606  (16092018)                476006.08 
 3774924.36       19.13590  (16092018)          
        476026.08   3774924.36       19.59653  (16092018)                476046.08 
 3774924.36       20.00705  (16092018)          
        476066.08   3774924.36       20.20997  (16092018)                476086.08 
 3774924.36       20.52458  (14040103)          
        476106.08   3774924.36       20.92558  (13021808)                476126.08 
 3774924.36       21.55645  (13021808)          
        476146.08   3774924.36       22.01713  (13021808)                476166.08 
 3774924.36       22.28299  (13021808)          
        476186.08   3774924.36       22.70116  (16121606)                476206.08 
 3774924.36       23.14190  (16021806)          



        476226.08   3774924.36       23.66273  (16021806)                476246.08 
 3774924.36       23.84573  (16021806)          
        476266.08   3774924.36       23.80627  (15122518)                476286.08 
 3774924.36       24.62853  (15122518)          
        476306.08   3774924.36       25.25121  (15122518)                476326.08 
 3774924.36       25.54094  (15122518)          
        476346.08   3774924.36       26.77655  (13090718)                476366.08 
 3774924.36       27.97016  (13090718)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 166
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774924.36       28.78797  (13090718)                476406.08 
 3774924.36       29.18325  (13090718)          
        476426.08   3774924.36       29.21779  (13090718)                476446.08 
 3774924.36       28.76907  (13090718)          
        476466.08   3774924.36       27.81116  (13090718)                476486.08 
 3774924.36       27.50578  (14121123)          
        476506.08   3774924.36       27.48316  (14022508)                476526.08 
 3774924.36       27.63353  (14022508)          
        476546.08   3774924.36       27.34572  (14022508)                476566.08 
 3774924.36       27.03416  (16111019)          
        476586.08   3774924.36       27.24194  (16111019)                476606.08 
 3774924.36       27.04818  (16111019)          
        476626.08   3774924.36       26.46463  (16111019)                476646.08 



 3774924.36       25.51520  (16111019)          
        476666.08   3774924.36       24.27706  (16111019)                476686.08 
 3774924.36       24.15180  (16122407)          
        476706.08   3774924.36       24.38305  (16122407)                476726.08 
 3774924.36       24.31333  (16122407)          
        476746.08   3774924.36       23.95275  (16122407)                476766.08 
 3774924.36       23.31618  (16122407)          
        476786.08   3774924.36       23.64062  (13112916)                476806.08 
 3774924.36       23.82544  (13112916)          
        476826.08   3774924.36       23.47934  (13112916)                476846.08 
 3774924.36       22.65451  (13112916)          
        476866.08   3774924.36       21.68350  (16112620)                476886.08 
 3774924.36       21.27743  (16112620)          
        476906.08   3774924.36       20.96913  (13100917)                476926.08 
 3774924.36       20.76692  (15101019)          
        476946.08   3774924.36       20.46150  (15101019)                476966.08 
 3774924.36       20.02525  (15101019)          
        476986.08   3774924.36       19.46708  (15101019)                477006.08 
 3774924.36       18.79420  (15101019)          
        477026.08   3774924.36       18.07041  (15101019)                477046.08 
 3774924.36       17.56684  (13102820)          
        477066.08   3774924.36       17.05582  (13102820)                477086.08 
 3774924.36       16.66757  (16041118)          
        477106.08   3774924.36       25.54335  (12071219)                477126.08 
 3774924.36       26.80508  (12071219)          
        477146.08   3774924.36       26.28948  (12071219)                477166.08 
 3774924.36       25.51400  (12071219)          
        477186.08   3774924.36       24.62239  (12071219)                477206.08 
 3774924.36       24.25275  (14092320)          
        477226.08   3774924.36       24.27932  (14092320)                477246.08 
 3774924.36       23.70624  (14092320)          
        477266.08   3774924.36       23.26619  (15072106)                477286.08 
 3774924.36       22.80224  (15072106)          
        477306.08   3774924.36       22.25520  (15072106)                477326.08 
 3774924.36       21.63783  (15072106)          
        477346.08   3774924.36       21.02403  (15031122)                477366.08 
 3774924.36       20.54859  (16072821)          
        477386.08   3774924.36       20.23438  (16072821)                477406.08 
 3774924.36       19.93276  (15082722)          
        477426.08   3774924.36       19.76489  (15082722)                477446.08 
 3774924.36       19.79511  (16072221)          
        477466.08   3774924.36       19.74445  (16072221)                477486.08 
 3774924.36       19.27373  (16072221)          
        477506.08   3774924.36       18.79855  (14083022)                477526.08 
 3774924.36       18.40958  (12092123)          
        475946.08   3774944.36       17.12036  (16092018)                475966.08 
 3774944.36       17.69659  (16092018)          
        475986.08   3774944.36       18.19882  (16092018)                476006.08 
 3774944.36       18.61246  (16092018)          
        476026.08   3774944.36       18.95173  (16092018)                476046.08 



 3774944.36       19.23541  (16092018)          
        476066.08   3774944.36       19.50557  (14040103)                476086.08 
 3774944.36       19.74643  (13021808)          
        476106.08   3774944.36       20.38004  (13021808)                476126.08 
 3774944.36       20.86706  (13021808)          
        476146.08   3774944.36       21.18489  (13021808)                476166.08 
 3774944.36       21.50067  (16121606)          
        476186.08   3774944.36       21.81154  (16121606)                476206.08 
 3774944.36       22.31186  (16021806)          
        476226.08   3774944.36       22.68460  (16021806)                476246.08 
 3774944.36       22.73884  (16021806)          
        476266.08   3774944.36       23.04472  (15122518)                476286.08 
 3774944.36       23.71939  (15122518)          
        476306.08   3774944.36       24.20180  (15122518)                476326.08 
 3774944.36       24.50833  (13090718)          
        476346.08   3774944.36       25.84975  (13090718)                476366.08 
 3774944.36       26.89121  (13090718)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 167
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774944.36       27.58094  (13090718)                476406.08 
 3774944.36       27.88036  (13090718)          
        476426.08   3774944.36       27.84966  (13090718)                476446.08 
 3774944.36       27.37988  (13090718)          



        476466.08   3774944.36       26.44982  (13090718)                476486.08 
 3774944.36       26.23887  (14121123)          
        476506.08   3774944.36       26.21420  (14022508)                476526.08 
 3774944.36       26.37109  (14022508)          
        476546.08   3774944.36       26.13030  (14022508)                476566.08 
 3774944.36       25.73123  (16111019)          
        476586.08   3774944.36       25.98607  (16111019)                476606.08 
 3774944.36       25.87189  (16111019)          
        476626.08   3774944.36       25.39757  (16111019)                476646.08 
 3774944.36       24.58236  (16111019)          
        476666.08   3774944.36       23.49333  (16111019)                476686.08 
 3774944.36       22.88692  (16122407)          
        476706.08   3774944.36       23.20769  (16122407)                476726.08 
 3774944.36       23.25206  (16122407)          
        476746.08   3774944.36       23.02480  (16122407)                476766.08 
 3774944.36       22.53513  (16122407)          
        476786.08   3774944.36       21.87859  (13112916)                476806.08 
 3774944.36       22.31591  (13112916)          
        476826.08   3774944.36       22.26499  (13112916)                476846.08 
 3774944.36       21.75593  (13112916)          
        476866.08   3774944.36       20.84432  (13112916)                476886.08 
 3774944.36       20.56959  (16112620)          
        476906.08   3774944.36       20.12388  (16112620)                476926.08 
 3774944.36       19.92715  (15101019)          
        476946.08   3774944.36       19.74948  (15101019)                476966.08 
 3774944.36       19.44106  (15101019)          
        476986.08   3774944.36       19.00831  (15101019)                477006.08 
 3774944.36       18.45628  (15101019)          
        477026.08   3774944.36       17.84480  (15101019)                477046.08 
 3774944.36       17.17177  (15101019)          
        477066.08   3774944.36       16.73648  (13102820)                477086.08 
 3774944.36       16.26157  (13102820)          
        477106.08   3774944.36       24.68769  (12071219)                477126.08 
 3774944.36       26.06483  (12071219)          
        477146.08   3774944.36       25.76057  (12071219)                477166.08 
 3774944.36       25.18869  (12071219)          
        477186.08   3774944.36       24.48606  (12071219)                477206.08 
 3774944.36       24.10000  (12071219)          
        477226.08   3774944.36       23.71344  (14092320)                477246.08 
 3774944.36       23.31214  (14092320)          
        477266.08   3774944.36       22.80854  (14092320)                477286.08 
 3774944.36       22.34061  (15072106)          
        477306.08   3774944.36       21.94263  (15072106)                477326.08 
 3774944.36       21.46452  (15072106)          
        477346.08   3774944.36       20.91759  (15072106)                477366.08 
 3774944.36       20.31287  (15072106)          
        477386.08   3774944.36       19.84457  (15031122)                477406.08 
 3774944.36       19.62635  (16072821)          
        477426.08   3774944.36       19.88129  (16072221)                477446.08 
 3774944.36       19.77980  (16072221)          



        477466.08   3774944.36       19.49250  (16072221)                477486.08 
 3774944.36       19.12454  (16072221)          
        477506.08   3774944.36       18.71454  (16072221)                477526.08 
 3774944.36       18.26855  (16072221)          
        475946.08   3774964.36       16.85855  (16092018)                475966.08 
 3774964.36       17.33496  (16092018)          
        475986.08   3774964.36       17.73230  (16092018)                476006.08 
 3774964.36       18.03772  (16092018)          
        476026.08   3774964.36       18.26582  (16092018)                476046.08 
 3774964.36       18.54696  (14040103)          
        476066.08   3774964.36       18.81123  (14040103)                476086.08 
 3774964.36       19.28796  (13021808)          
        476106.08   3774964.36       19.79154  (13021808)                476126.08 
 3774964.36       20.14796  (13021808)          
        476146.08   3774964.36       20.36708  (16121606)                476166.08 
 3774964.36       20.73636  (16121606)          
        476186.08   3774964.36       21.08967  (16021806)                476206.08 
 3774964.36       21.48049  (16021806)          
        476226.08   3774964.36       21.72363  (16021806)                476246.08 
 3774964.36       21.66809  (16021806)          
        476266.08   3774964.36       22.29080  (15122518)                476286.08 
 3774964.36       22.83518  (15122518)          
        476306.08   3774964.36       23.19570  (15122518)                476326.08 
 3774964.36       23.76802  (13090718)          
        476346.08   3774964.36       24.96061  (13090718)                476366.08 
 3774964.36       25.86811  (13090718)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 168
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **



      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774964.36       26.44658  (13090718)                476406.08 
 3774964.36       26.66425  (13090718)          
        476426.08   3774964.36       26.57943  (13090718)                476446.08 
 3774964.36       26.09476  (13090718)          
        476466.08   3774964.36       25.23269  (14121123)                476486.08 
 3774964.36       25.06759  (14121123)          
        476506.08   3774964.36       25.04124  (14022508)                476526.08 
 3774964.36       25.20277  (14022508)          
        476546.08   3774964.36       25.00078  (14022508)                476566.08 
 3774964.36       24.52796  (16111019)          
        476586.08   3774964.36       24.81740  (16111019)                476606.08 
 3774964.36       24.76927  (16111019)          
        476626.08   3774964.36       24.38914  (16111019)                476646.08 
 3774964.36       23.69148  (16111019)          
        476666.08   3774964.36       22.73470  (16111019)                476686.08 
 3774964.36       21.69329  (16122407)          
        476706.08   3774964.36       22.08657  (16122407)                476726.08 
 3774964.36       22.22678  (16122407)          
        476746.08   3774964.36       22.11443  (16122407)                476766.08 
 3774964.36       21.75403  (16122407)          
        476786.08   3774964.36       21.20165  (16122407)                476806.08 
 3774964.36       20.80965  (13112916)          
        476826.08   3774964.36       21.00492  (13112916)                476846.08 
 3774964.36       20.77069  (13112916)          
        476866.08   3774964.36       20.14371  (13112916)                476886.08 
 3774964.36       19.83260  (16112620)          
        476906.08   3774964.36       19.51263  (16112620)                476926.08 
 3774964.36       19.13789  (13100917)          
        476946.08   3774964.36       19.00051  (15101019)                476966.08 
 3774964.36       18.79475  (15101019)          
        476986.08   3774964.36       18.47139  (15101019)                477006.08 
 3774964.36       18.04994  (15101019)          
        477026.08   3774964.36       17.54966  (15101019)                477046.08 
 3774964.36       16.97737  (15101019)          
        477066.08   3774964.36       16.35639  (13102820)                477086.08 
 3774964.36       23.98429  (15070603)          
        477106.08   3774964.36       25.05591  (12071219)                477126.08 
 3774964.36       25.22826  (12071219)          
        477146.08   3774964.36       25.05362  (12071219)                477166.08 
 3774964.36       24.67840  (12071219)          
        477186.08   3774964.36       24.16252  (12071219)                477206.08 
 3774964.36       23.95601  (12071219)          
        477226.08   3774964.36       23.53851  (12071219)                477246.08 
 3774964.36       22.78567  (16112008)          
        477266.08   3774964.36       22.40111  (14092320)                477286.08 



 3774964.36       21.95910  (14092320)          
        477306.08   3774964.36       21.46453  (15072106)                477326.08 
 3774964.36       21.12497  (15072106)          
        477346.08   3774964.36       20.70836  (15072106)                477366.08 
 3774964.36       20.22476  (15072106)          
        477386.08   3774964.36       19.68406  (15072106)                477406.08 
 3774964.36       19.36304  (15031122)          
        477426.08   3774964.36       19.67487  (12071222)                477446.08 
 3774964.36       19.45008  (12071222)          
        477466.08   3774964.36       19.09077  (16072221)                477486.08 
 3774964.36       18.82635  (16072221)          
        477506.08   3774964.36       18.51406  (16072221)                477526.08 
 3774964.36       18.15953  (16072221)          
        475946.08   3774984.36       16.53665  (16092018)                475966.08 
 3774984.36       16.91809  (16092018)          
        475986.08   3774984.36       17.21726  (16092018)                476006.08 
 3774984.36       17.42307  (16092018)          
        476026.08   3774984.36       17.59673  (14040103)                476046.08 
 3774984.36       17.93288  (14040103)          
        476066.08   3774984.36       18.27367  (13021808)                476086.08 
 3774984.36       18.78623  (13021808)          
        476106.08   3774984.36       19.17060  (13021808)                476126.08 
 3774984.36       19.40948  (13021808)          
        476146.08   3774984.36       19.71188  (16121606)                476166.08 
 3774984.36       19.96457  (16121606)          
        476186.08   3774984.36       20.40136  (16021806)                476206.08 
 3774984.36       20.68130  (16021806)          
        476226.08   3774984.36       20.78846  (16021806)                476246.08 
 3774984.36       20.90222  (15122518)          
        476266.08   3774984.36       21.55584  (15122518)                476286.08 
 3774984.36       22.00750  (15122518)          
        476306.08   3774984.36       22.24754  (15122518)                476326.08 
 3774984.36       23.04885  (13090718)          
        476346.08   3774984.36       24.10865  (13090718)                476366.08 
 3774984.36       24.89802  (13090718)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 169
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  



 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3774984.36       25.38779  (13090718)                476406.08 
 3774984.36       25.55957  (13090718)          
        476426.08   3774984.36       25.41291  (13090718)                476446.08 
 3774984.36       24.90333  (13090718)          
        476466.08   3774984.36       24.14912  (14121123)                476486.08 
 3774984.36       23.98210  (14121123)          
        476506.08   3774984.36       23.95499  (14022508)                476526.08 
 3774984.36       24.12103  (14022508)          
        476546.08   3774984.36       23.94974  (14022508)                476566.08 
 3774984.36       23.44981  (14022508)          
        476586.08   3774984.36       23.72729  (16111019)                476606.08 
 3774984.36       23.73241  (16111019)          
        476626.08   3774984.36       23.43202  (16111019)                476646.08 
 3774984.36       22.84054  (16111019)          
        476666.08   3774984.36       22.00195  (16111019)                476686.08 
 3774984.36       20.94614  (16111019)          
        476706.08   3774984.36       21.01937  (16122407)                476726.08 
 3774984.36       21.23571  (16122407)          
        476746.08   3774984.36       21.21985  (16122407)                476766.08 
 3774984.36       20.97775  (16122407)          
        476786.08   3774984.36       20.54728  (16122407)                476806.08 
 3774984.36       19.94039  (16122407)          
        476826.08   3774984.36       19.77145  (12121601)                476846.08 
 3774984.36       19.72635  (13112916)          
        476866.08   3774984.36       19.37482  (13112916)                476886.08 
 3774984.36       19.06768  (16112620)          
        476906.08   3774984.36       18.86542  (16112620)                476926.08 
 3774984.36       18.53095  (16112620)          
        476946.08   3774984.36       18.27138  (13100917)                476966.08 
 3774984.36       18.11732  (15101019)          
        476986.08   3774984.36       17.89568  (15101019)                477006.08 
 3774984.36       17.59074  (15101019)          
        477026.08   3774984.36       17.19432  (15101019)                477046.08 
 3774984.36       16.71897  (15101019)          
        477066.08   3774984.36       16.17738  (15101019)                477086.08 
 3774984.36       24.87814  (13063021)          



        477106.08   3774984.36       24.60785  (13063021)                477126.08 
 3774984.36       24.22528  (12071219)          
        477146.08   3774984.36       24.19565  (12071219)                477166.08 
 3774984.36       24.00601  (12071219)          
        477186.08   3774984.36       23.67031  (12071219)                477206.08 
 3774984.36       23.63368  (12071219)          
        477226.08   3774984.36       23.38688  (12071219)                477246.08 
 3774984.36       22.68038  (12071219)          
        477266.08   3774984.36       21.93875  (16112008)                477286.08 
 3774984.36       21.54216  (14092320)          
        477306.08   3774984.36       21.15484  (14092320)                477326.08 
 3774984.36       20.68690  (14092320)          
        477346.08   3774984.36       20.34716  (15072106)                477366.08 
 3774984.36       19.98546  (15072106)          
        477386.08   3774984.36       19.55881  (15072106)                477406.08 
 3774984.36       19.23962  (15072106)          
        477426.08   3774984.36       19.27200  (15031122)                477446.08 
 3774984.36       19.14450  (12071222)          
        477466.08   3774984.36       18.81899  (12071222)                477486.08 
 3774984.36       18.44318  (12071222)          
        477506.08   3774984.36       18.17684  (16072221)                477526.08 
 3774984.36       17.91494  (16072221)          
        475946.08   3775004.36       16.16326  (16092018)                475966.08 
 3775004.36       16.45540  (16092018)          
        475986.08   3775004.36       16.66371  (16092018)                476006.08 
 3775004.36       16.77884  (16092018)          
        476026.08   3775004.36       17.05602  (14040103)                476046.08 
 3775004.36       17.32038  (13021808)          
        476066.08   3775004.36       17.84667  (13021808)                476086.08 
 3775004.36       18.25052  (13021808)          
        476106.08   3775004.36       18.52650  (13021808)                476126.08 
 3775004.36       18.73912  (16121606)          
        476146.08   3775004.36       19.04327  (16121606)                476166.08 
 3775004.36       19.35435  (16021806)          
        476186.08   3775004.36       19.73096  (16021806)                476206.08 
 3775004.36       19.92325  (16021806)          
        476226.08   3775004.36       19.88422  (16021806)                476246.08 
 3775004.36       20.28566  (15122518)          
        476266.08   3775004.36       20.84345  (15122518)                476286.08 
 3775004.36       21.23727  (15122518)          
        476306.08   3775004.36       21.35609  (15122518)                476326.08 
 3775004.36       22.35181  (13090718)          
        476346.08   3775004.36       23.29301  (13090718)                476366.08 
 3775004.36       23.97809  (13090718)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3775004.36       24.39989  (13090718)                476406.08 
 3775004.36       24.55636  (13090718)          
        476426.08   3775004.36       24.34036  (13090718)                476446.08 
 3775004.36       23.79650  (13090718)          
        476466.08   3775004.36       23.14172  (14121123)                476486.08 
 3775004.36       22.97383  (14121123)          
        476506.08   3775004.36       22.94654  (14022508)                476526.08 
 3775004.36       23.11156  (14022508)          
        476546.08   3775004.36       22.96862  (14022508)                476566.08 
 3775004.36       22.52666  (14022508)          
        476586.08   3775004.36       22.70882  (16111019)                476606.08 
 3775004.36       22.75457  (16111019)          
        476626.08   3775004.36       22.51921  (16111019)                476646.08 
 3775004.36       22.02770  (16111019)          
        476666.08   3775004.36       21.29539  (16111019)                476686.08 
 3775004.36       20.35313  (16111019)          
        476706.08   3775004.36       20.00517  (16122407)                476726.08 
 3775004.36       20.27842  (16122407)          
        476746.08   3775004.36       20.34029  (16122407)                476766.08 
 3775004.36       20.21047  (16122407)          
        476786.08   3775004.36       19.89000  (16122407)                476806.08 
 3775004.36       19.39576  (16122407)          
        476826.08   3775004.36       19.00331  (12121601)                476846.08 
 3775004.36       18.84442  (12121601)          
        476866.08   3775004.36       18.55951  (13112916)                476886.08 
 3775004.36       18.27833  (16112620)          
        476906.08   3775004.36       18.18935  (16112620)                476926.08 



 3775004.36       17.97023  (16112620)          
        476946.08   3775004.36       17.63427  (16112620)                476966.08 
 3775004.36       17.44159  (13100917)          
        476986.08   3775004.36       17.29785  (15101019)                477006.08 
 3775004.36       17.08919  (15101019)          
        477026.08   3775004.36       16.78786  (15101019)                477046.08 
 3775004.36       16.40468  (15101019)          
        477066.08   3775004.36       15.95087  (15101019)                477086.08 
 3775004.36       24.39496  (13063021)          
        477106.08   3775004.36       24.31079  (13063021)                477126.08 
 3775004.36       23.58164  (15070603)          
        477146.08   3775004.36       23.21419  (12071219)                477166.08 
 3775004.36       23.19580  (12071219)          
        477186.08   3775004.36       23.03012  (12071219)                477206.08 
 3775004.36       23.15051  (12071219)          
        477226.08   3775004.36       23.06612  (12071219)                477246.08 
 3775004.36       22.51871  (12071219)          
        477266.08   3775004.36       21.87199  (12071219)                477286.08 
 3775004.36       21.14219  (12071219)          
        477306.08   3775004.36       20.73156  (14092320)                477326.08 
 3775004.36       20.39287  (14092320)          
        477346.08   3775004.36       19.97722  (14092320)                477366.08 
 3775004.36       19.60714  (15072106)          
        477386.08   3775004.36       19.29450  (15072106)                477406.08 
 3775004.36       19.08270  (15072106)          
        477426.08   3775004.36       19.13708  (15072106)                477446.08 
 3775004.36       18.74606  (14100822)          
        477466.08   3775004.36       18.48143  (12071222)                477486.08 
 3775004.36       18.20558  (12071222)          
        477506.08   3775004.36       17.88023  (12071222)                477526.08 
 3775004.36       17.54505  (16072221)          
        475946.08   3775024.36       15.74663  (16092018)                475966.08 
 3775024.36       15.95570  (16092018)          
        475986.08   3775024.36       16.08081  (16092018)                476006.08 
 3775024.36       16.31999  (14040103)          
        476026.08   3775024.36       16.53598  (14040103)                476046.08 
 3775024.36       16.96425  (13021808)          
        476066.08   3775024.36       17.38503  (13021808)                476086.08 
 3775024.36       17.68913  (13021808)          
        476106.08   3775024.36       17.86736  (13021808)                476126.08 
 3775024.36       18.16116  (16121606)          
        476146.08   3775024.36       18.37128  (16021806)                476166.08 
 3775024.36       18.74384  (16021806)          
        476186.08   3775024.36       19.02206  (16021806)                476206.08 
 3775024.36       19.12275  (16021806)          
        476226.08   3775024.36       19.06077  (15122518)                476246.08 
 3775024.36       19.67437  (15122518)          
        476266.08   3775024.36       20.13291  (15122518)                476286.08 
 3775024.36       20.43768  (15122518)          
        476306.08   3775024.36       20.63422  (13090718)                476326.08 



 3775024.36       21.67748  (13090718)          
        476346.08   3775024.36       22.51265  (13090718)                476366.08 
 3775024.36       23.10554  (13090718)          
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1‐HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0000001    , L0000002  
 , L0000003    , L0000004    , L0000005    , 
                 L0000006    , L0000007    , L0000008    , L0000009    , L0000010  
 , L0000011    , L0000012    , L0000013    , 
                 L0000014    , L0000015    , L0000016    , L0000017    , L0000018  
 , L0000019    , L0000020    , L0000021    , 
                 L0000022    , L0000023    , L0000024    , L0000025    , L0000026  
 , L0000027    , L0000028    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3     
                    **

      X‐COORD (M)  Y‐COORD (M)        CONC     (YYMMDDHH)              X‐COORD (M) 
Y‐COORD (M)        CONC     (YYMMDDHH)
 ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
        476386.08   3775024.36       23.45307  (13090718)                476406.08 
 3775024.36       23.55762  (13090718)          
        476426.08   3775024.36       23.31190  (13090718)                          
                                                
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                        *** THE SUMMARY OF MAXIMUM PERIOD ( 43848 
HRS) RESULTS ***

                                    ** CONC OF PM_10    IN MICROGRAMS/M**3         
                **



                                                                                   
                         NETWORK
GROUP ID                       AVERAGE CONC                RECEPTOR  (XR, YR, 
ZELEV, ZHILL, ZFLAG)  OF TYPE  GRID‐ID
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 

ALL       1ST HIGHEST VALUE IS     111.46535 AT (  476506.08,  3774284.36,   
329.00,   329.00,    0.00)  DC          
          2ND HIGHEST VALUE IS     109.55309 AT (  476486.08,  3774284.36,   
329.00,   329.00,    0.00)  DC          
          3RD HIGHEST VALUE IS     108.24687 AT (  476526.08,  3774284.36,   
329.00,   329.00,    0.00)  DC          
          4TH HIGHEST VALUE IS     107.97553 AT (  476417.86,  3774377.82,   
328.27,   328.27,    0.00)  DC          
          5TH HIGHEST VALUE IS     106.26142 AT (  476466.08,  3774284.36,   
328.88,   328.88,    0.00)  DC          
          6TH HIGHEST VALUE IS     103.77238 AT (  476406.08,  3774344.36,   
328.00,   328.00,    0.00)  DC          
          7TH HIGHEST VALUE IS      98.61833 AT (  476446.08,  3774284.36,   
328.21,   328.21,    0.00)  DC          
          8TH HIGHEST VALUE IS      95.81701 AT (  476546.08,  3774284.36,   
329.00,   329.00,    0.00)  DC          
          9TH HIGHEST VALUE IS      89.07835 AT (  476506.08,  3774424.36,   
329.00,   329.00,    0.00)  DC          
         10TH HIGHEST VALUE IS      87.98328 AT (  476486.08,  3774424.36,   
329.00,   329.00,    0.00)  DC          

 *** RECEPTOR TYPES:  GC = GRIDCART
                      GP = GRIDPOLR
                      DC = DISCCART
                      DP = DISCPOLR
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                                *** THE SUMMARY OF HIGHEST  1‐HR 
RESULTS ***

                                    ** CONC OF PM_10    IN MICROGRAMS/M**3         
                **

                                                      DATE                         



                                          NETWORK
GROUP ID                          AVERAGE CONC     (YYMMDDHH)             RECEPTOR 
(XR, YR, ZELEV, ZHILL, ZFLAG)    OF TYPE  GRID‐ID
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐
‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ ‐ 
  
ALL      HIGH   1ST HIGH VALUE IS     634.88716  ON 13041207: AT (  476446.08,  
3774284.36,   328.21,   328.21,    0.00)  DC          

 *** RECEPTOR TYPES:  GC = GRIDCART
                      GP = GRIDPOLR
                      DC = DISCCART
                      DP = DISCPOLR
� *** AERMOD ‐ VERSION 21112  ***   *** Drake Warehouse Construction HRA          
                          ***        12/02/22
 *** AERMET ‐ VERSION  16216 ***   ***                                             
                        ***        14:00:32
                                                                                   
                                   PAGE 174
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

 *** Message Summary : AERMOD Model Execution ***

  ‐‐‐‐‐‐‐‐‐ Summary of Total Messages ‐‐‐‐‐‐‐‐
  
 A Total of            0 Fatal Error Message(s)
 A Total of            2 Warning Message(s)
 A Total of         1638 Informational Message(s)

 A Total of        43848 Hours Were Processed

 A Total of         1039 Calm Hours Identified

 A Total of          599 Missing Hours Identified (  1.37 Percent)
  
  
    ******** FATAL ERROR MESSAGES ******** 
               ***  NONE  ***         
  
  
    ********   WARNING MESSAGES   ******** 
 ME W186     198       MEOPEN: THRESH_1MIN 1‐min ASOS wind speed threshold used    
      0.50
 ME W187     198       MEOPEN: ADJ_U* Option for Stable Low Winds used in AERMET   
          

    ************************************
    *** AERMOD Finishes Successfully ***
    ************************************



Unmitigated 



HARP2 - HRACalc (dated 22118) 12/2/2022 3:24:25 PM - Output Log

GLCs loaded successfully
Pollutants loaded successfully
Pathway receptors loaded successfully
**********************************
RISK SCENARIO SETTINGS

Receptor Type: Resident
Scenario: Cancer
Calculation Method: Derived

**********************************
EXPOSURE DURATION PARAMETERS FOR CANCER

Start Age: -0.25
Total Exposure Duration: 0.875

Exposure Duration Bin Distribution
3rd Trimester Bin: 0.25
0<2 Years Bin: 0.875
2<9 Years Bin: 0
2<16 Years Bin: 0
16<30 Years Bin: 0
16 to 70 Years Bin: 0

**********************************
PATHWAYS ENABLED

NOTE: Inhalation is always enabled and used for all assessments.  The remaining 
pathways are only used for cancer and noncancer chronic assessments.

Inhalation: True
Soil: True
Dermal: True
Mother's milk: True
Water: False
Fish: False
Homegrown crops: True
Beef: False
Dairy: False
Pig: False
Chicken: False
Egg: False

**********************************
INHALATION

Daily breathing rate: RMP



**Worker Adjustment Factors**
Worker adjustment factors enabled: NO

**Fraction at time at home**
3rd Trimester to 16 years: OFF
16 years to 70 years: ON

**********************************
SOIL & DERMAL PATHWAY SETTINGS

Deposition rate (m/s): 0.02
Soil mixing depth (m): 0.01
Dermal climate: Warm

**********************************
HOMEGROWN CROP PATHWAY SETTINGS

Household type: HouseholdsthatGarden
Fraction leafy: 0.137
Fraction exposed: 0.137
Fraction protected: 0.137
Fraction root: 0.137

**********************************
TIER 2 SETTINGS

Tier2 adjustments were used in this assessment.  Please see the input file for 
details.
Tier2 - What was changed: ED or start age changed|
Calculating cancer risk
Cancer risk breakdown by pollutant and receptor saved to: 
C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6THROSA\hra\ConstCancerNoMitCancerRisk.csv
Cancer risk total by receptor saved to: C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6THROSA\hra\ConstCancerNoMitCancerRiskSumByRec.csv
HRA ran successfully



*HARP - HRACalc v22118 12/2/2022 3:24:25 PM - Cancer Risk -  Input File: C:\Users\dlarocca\Desktop\Air Quality Work\HARP2\6THROSA\hra\ConstCancerNoMitHRAInput.hra

REC GRP NETID X Y RISK_SUM SCENARIO INH_RISK SOIL_RISK DERMAL_RISKMMILK_RISKWATER_RISKFISH_RISK CROP_RISK BEEF_RISK DAIRY_RISKPIG_RISK CHICKEN_RISKEGG_RISK

1 ALL 476426.1 3773784 9.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2 ALL 476446.1 3773784 9.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3 ALL 476466.1 3773784 9.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4 ALL 476486.1 3773784 9.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

5 ALL 476506.1 3773784 9.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

6 ALL 476526.1 3773784 8.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

7 ALL 476546.1 3773784 8.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

8 ALL 476566.1 3773784 8.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

9 ALL 476586.1 3773784 8.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

10 ALL 476606.1 3773784 8.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

11 ALL 476626.1 3773784 8.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

12 ALL 476646.1 3773784 8.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

13 ALL 476666.1 3773784 8.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

14 ALL 476686.1 3773784 7.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

15 ALL 476706.1 3773784 7.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

16 ALL 476726.1 3773784 7.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

17 ALL 476746.1 3773784 7.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

18 ALL 476766.1 3773784 7.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

19 ALL 476786.1 3773784 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

20 ALL 476806.1 3773784 6.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

21 ALL 476826.1 3773784 6.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

22 ALL 476846.1 3773784 6.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

23 ALL 476866.1 3773784 6.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

24 ALL 476886.1 3773784 6.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

25 ALL 476906.1 3773784 6.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

26 ALL 476926.1 3773784 6.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

27 ALL 476946.1 3773784 5.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

28 ALL 476966.1 3773784 5.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

29 ALL 476986.1 3773784 5.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

30 ALL 477006.1 3773784 5.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

31 ALL 475526.1 3773804 4.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

32 ALL 475546.1 3773804 4.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

33 ALL 475566.1 3773804 4.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

34 ALL 475586.1 3773804 4.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

35 ALL 475606.1 3773804 4.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

36 ALL 475626.1 3773804 5.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

37 ALL 475646.1 3773804 5.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

38 ALL 475666.1 3773804 5.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

39 ALL 475686.1 3773804 5.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

40 ALL 475706.1 3773804 5.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

41 ALL 475726.1 3773804 5.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

42 ALL 475746.1 3773804 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



43 ALL 475766.1 3773804 6.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

44 ALL 475786.1 3773804 6.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

45 ALL 475806.1 3773804 6.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

46 ALL 475826.1 3773804 6.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

47 ALL 475846.1 3773804 6.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

48 ALL 475866.1 3773804 6.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

49 ALL 475886.1 3773804 7.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

50 ALL 475906.1 3773804 7.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

51 ALL 475926.1 3773804 7.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

52 ALL 475946.1 3773804 7.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

53 ALL 475966.1 3773804 7.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

54 ALL 475986.1 3773804 7.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

55 ALL 476006.1 3773804 8.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

56 ALL 476426.1 3773804 9.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

57 ALL 476446.1 3773804 9.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

58 ALL 476466.1 3773804 9.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

59 ALL 476486.1 3773804 9.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

60 ALL 476506.1 3773804 9.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

61 ALL 476526.1 3773804 9.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

62 ALL 476546.1 3773804 9.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

63 ALL 476566.1 3773804 9.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

64 ALL 476586.1 3773804 9.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

65 ALL 476606.1 3773804 9.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

66 ALL 476626.1 3773804 8.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

67 ALL 476646.1 3773804 8.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

68 ALL 476666.1 3773804 8.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

69 ALL 476686.1 3773804 8.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

70 ALL 476706.1 3773804 8.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

71 ALL 476726.1 3773804 8.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

72 ALL 476746.1 3773804 7.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

73 ALL 476766.1 3773804 7.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

74 ALL 476786.1 3773804 7.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

75 ALL 476806.1 3773804 7.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

76 ALL 476826.1 3773804 7.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

77 ALL 476846.1 3773804 6.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

78 ALL 476866.1 3773804 6.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

79 ALL 476886.1 3773804 6.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

80 ALL 476906.1 3773804 6.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

81 ALL 476926.1 3773804 6.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

82 ALL 476946.1 3773804 6.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

83 ALL 476966.1 3773804 5.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

84 ALL 476986.1 3773804 5.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

85 ALL 477006.1 3773804 5.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

86 ALL 477026.1 3773804 5.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



87 ALL 477046.1 3773804 5.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

88 ALL 475526.1 3773824 4.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

89 ALL 475546.1 3773824 4.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

90 ALL 475566.1 3773824 4.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

91 ALL 475586.1 3773824 4.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

92 ALL 475606.1 3773824 5.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

93 ALL 475626.1 3773824 5.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

94 ALL 475646.1 3773824 5.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

95 ALL 475666.1 3773824 5.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

96 ALL 475686.1 3773824 5.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

97 ALL 475706.1 3773824 5.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

98 ALL 475726.1 3773824 5.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

99 ALL 475746.1 3773824 6.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

100 ALL 475766.1 3773824 6.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

101 ALL 475786.1 3773824 6.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

102 ALL 475806.1 3773824 6.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

103 ALL 475826.1 3773824 6.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

104 ALL 475846.1 3773824 7.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

105 ALL 475866.1 3773824 7.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

106 ALL 475886.1 3773824 7.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

107 ALL 475906.1 3773824 7.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

108 ALL 475926.1 3773824 7.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

109 ALL 475946.1 3773824 7.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

110 ALL 475966.1 3773824 8.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

111 ALL 475986.1 3773824 8.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

112 ALL 476006.1 3773824 8.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

113 ALL 476426.1 3773824 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

114 ALL 476446.1 3773824 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

115 ALL 476466.1 3773824 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

116 ALL 476486.1 3773824 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

117 ALL 476506.1 3773824 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

118 ALL 476526.1 3773824 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

119 ALL 476546.1 3773824 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

120 ALL 476566.1 3773824 9.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

121 ALL 476586.1 3773824 9.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

122 ALL 476606.1 3773824 9.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

123 ALL 476626.1 3773824 9.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

124 ALL 476646.1 3773824 9.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

125 ALL 476666.1 3773824 9.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

126 ALL 476686.1 3773824 8.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

127 ALL 476706.1 3773824 8.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

128 ALL 476726.1 3773824 8.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

129 ALL 476746.1 3773824 8.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

130 ALL 476766.1 3773824 8.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



131 ALL 476786.1 3773824 7.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

132 ALL 476806.1 3773824 7.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

133 ALL 476826.1 3773824 7.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

134 ALL 476846.1 3773824 7.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

135 ALL 476866.1 3773824 7.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

136 ALL 476886.1 3773824 6.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

137 ALL 476906.1 3773824 6.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

138 ALL 476926.1 3773824 6.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

139 ALL 476946.1 3773824 6.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

140 ALL 476966.1 3773824 6.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

141 ALL 476986.1 3773824 6.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

142 ALL 477006.1 3773824 5.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

143 ALL 477026.1 3773824 5.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

144 ALL 477046.1 3773824 5.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

145 ALL 477066.1 3773824 5.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

146 ALL 477086.1 3773824 5.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

147 ALL 475526.1 3773844 4.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

148 ALL 475546.1 3773844 4.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

149 ALL 475566.1 3773844 4.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

150 ALL 475586.1 3773844 4.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

151 ALL 475606.1 3773844 5.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

152 ALL 475626.1 3773844 5.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

153 ALL 475646.1 3773844 5.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

154 ALL 475666.1 3773844 5.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

155 ALL 475686.1 3773844 5.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

156 ALL 475706.1 3773844 5.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

157 ALL 475726.1 3773844 6.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

158 ALL 475746.1 3773844 6.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

159 ALL 475766.1 3773844 6.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

160 ALL 475786.1 3773844 6.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

161 ALL 475806.1 3773844 6.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

162 ALL 475826.1 3773844 7.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

163 ALL 475846.1 3773844 7.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

164 ALL 475866.1 3773844 7.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

165 ALL 475886.1 3773844 7.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

166 ALL 475906.1 3773844 7.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

167 ALL 475926.1 3773844 8.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

168 ALL 475946.1 3773844 8.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

169 ALL 475966.1 3773844 8.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

170 ALL 475986.1 3773844 8.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

171 ALL 476006.1 3773844 8.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

172 ALL 476426.1 3773844 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

173 ALL 476446.1 3773844 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

174 ALL 476466.1 3773844 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



175 ALL 476486.1 3773844 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

176 ALL 476506.1 3773844 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

177 ALL 476526.1 3773844 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

178 ALL 476546.1 3773844 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

179 ALL 476566.1 3773844 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

180 ALL 476586.1 3773844 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

181 ALL 476606.1 3773844 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

182 ALL 476626.1 3773844 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

183 ALL 476646.1 3773844 9.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

184 ALL 476666.1 3773844 9.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

185 ALL 476686.1 3773844 9.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

186 ALL 476706.1 3773844 9.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

187 ALL 476726.1 3773844 8.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

188 ALL 476746.1 3773844 8.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

189 ALL 476766.1 3773844 8.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

190 ALL 476786.1 3773844 8.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

191 ALL 476806.1 3773844 8.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

192 ALL 476826.1 3773844 7.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

193 ALL 476846.1 3773844 7.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

194 ALL 476866.1 3773844 7.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

195 ALL 476886.1 3773844 7.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

196 ALL 476906.1 3773844 7.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

197 ALL 476926.1 3773844 6.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

198 ALL 476946.1 3773844 6.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

199 ALL 476966.1 3773844 6.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

200 ALL 476986.1 3773844 6.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

201 ALL 477006.1 3773844 6.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

202 ALL 477026.1 3773844 6.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

203 ALL 477046.1 3773844 5.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

204 ALL 477066.1 3773844 5.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

205 ALL 477086.1 3773844 5.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

206 ALL 477106.1 3773844 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

207 ALL 475526.1 3773864 4.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

208 ALL 475546.1 3773864 4.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

209 ALL 475566.1 3773864 4.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

210 ALL 475586.1 3773864 5.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

211 ALL 475606.1 3773864 5.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

212 ALL 475626.1 3773864 5.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

213 ALL 475646.1 3773864 5.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

214 ALL 475666.1 3773864 5.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

215 ALL 475686.1 3773864 5.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

216 ALL 475706.1 3773864 6.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

217 ALL 475726.1 3773864 6.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

218 ALL 475746.1 3773864 6.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



219 ALL 475766.1 3773864 6.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

220 ALL 475786.1 3773864 6.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

221 ALL 475806.1 3773864 7.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

222 ALL 475826.1 3773864 7.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

223 ALL 475846.1 3773864 7.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

224 ALL 475866.1 3773864 7.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

225 ALL 475886.1 3773864 7.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

226 ALL 475906.1 3773864 8.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

227 ALL 475926.1 3773864 8.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

228 ALL 475946.1 3773864 8.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

229 ALL 475966.1 3773864 8.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

230 ALL 475986.1 3773864 9.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

231 ALL 476006.1 3773864 9.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

232 ALL 476026.1 3773864 9.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

233 ALL 476426.1 3773864 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

234 ALL 476446.1 3773864 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

235 ALL 476466.1 3773864 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

236 ALL 476486.1 3773864 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

237 ALL 476506.1 3773864 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

238 ALL 476526.1 3773864 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

239 ALL 476546.1 3773864 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

240 ALL 476566.1 3773864 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

241 ALL 476586.1 3773864 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

242 ALL 476606.1 3773864 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

243 ALL 476626.1 3773864 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

244 ALL 476646.1 3773864 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

245 ALL 476666.1 3773864 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

246 ALL 476686.1 3773864 9.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

247 ALL 476706.1 3773864 9.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

248 ALL 476726.1 3773864 9.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

249 ALL 476746.1 3773864 9.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

250 ALL 476766.1 3773864 9.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

251 ALL 476786.1 3773864 8.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

252 ALL 476806.1 3773864 8.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

253 ALL 476826.1 3773864 8.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

254 ALL 476846.1 3773864 8.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

255 ALL 476866.1 3773864 7.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

256 ALL 476886.1 3773864 7.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

257 ALL 476906.1 3773864 7.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

258 ALL 476926.1 3773864 7.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

259 ALL 476946.1 3773864 7.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

260 ALL 476966.1 3773864 6.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

261 ALL 476986.1 3773864 6.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

262 ALL 477006.1 3773864 6.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



263 ALL 477026.1 3773864 6.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

264 ALL 477046.1 3773864 6.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

265 ALL 477066.1 3773864 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

266 ALL 477086.1 3773864 5.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

267 ALL 477106.1 3773864 5.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

268 ALL 475526.1 3773884 4.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

269 ALL 475546.1 3773884 4.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

270 ALL 475566.1 3773884 4.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

271 ALL 475586.1 3773884 5.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

272 ALL 475606.1 3773884 5.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

273 ALL 475626.1 3773884 5.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

274 ALL 475646.1 3773884 5.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

275 ALL 475666.1 3773884 5.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

276 ALL 475686.1 3773884 5.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

277 ALL 475706.1 3773884 6.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

278 ALL 475726.1 3773884 6.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

279 ALL 475746.1 3773884 6.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

280 ALL 475766.1 3773884 6.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

281 ALL 475786.1 3773884 6.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

282 ALL 475806.1 3773884 7.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

283 ALL 475826.1 3773884 7.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

284 ALL 475846.1 3773884 7.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

285 ALL 475866.1 3773884 7.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

286 ALL 475886.1 3773884 8.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

287 ALL 475906.1 3773884 8.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

288 ALL 475926.1 3773884 8.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

289 ALL 475946.1 3773884 8.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

290 ALL 475966.1 3773884 9.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

291 ALL 475986.1 3773884 9.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

292 ALL 476006.1 3773884 9.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

293 ALL 476026.1 3773884 9.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

294 ALL 476046.1 3773884 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

295 ALL 476426.1 3773884 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

296 ALL 476446.1 3773884 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

297 ALL 476466.1 3773884 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

298 ALL 476486.1 3773884 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

299 ALL 476506.1 3773884 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

300 ALL 476526.1 3773884 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

301 ALL 476546.1 3773884 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

302 ALL 476566.1 3773884 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

303 ALL 476586.1 3773884 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

304 ALL 476606.1 3773884 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

305 ALL 476626.1 3773884 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

306 ALL 476646.1 3773884 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



307 ALL 476666.1 3773884 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

308 ALL 476686.1 3773884 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

309 ALL 476706.1 3773884 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

310 ALL 476726.1 3773884 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

311 ALL 476746.1 3773884 9.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

312 ALL 476766.1 3773884 9.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

313 ALL 476786.1 3773884 9.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

314 ALL 476806.1 3773884 8.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

315 ALL 476826.1 3773884 8.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

316 ALL 476846.1 3773884 8.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

317 ALL 476866.1 3773884 8.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

318 ALL 476886.1 3773884 7.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

319 ALL 476906.1 3773884 7.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

320 ALL 476926.1 3773884 7.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

321 ALL 476946.1 3773884 7.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

322 ALL 476966.1 3773884 7.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

323 ALL 476986.1 3773884 6.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

324 ALL 477006.1 3773884 6.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

325 ALL 477026.1 3773884 6.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

326 ALL 477046.1 3773884 6.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

327 ALL 477066.1 3773884 6.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

328 ALL 477086.1 3773884 6.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

329 ALL 477106.1 3773884 5.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

330 ALL 475526.1 3773904 4.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

331 ALL 475546.1 3773904 4.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

332 ALL 475566.1 3773904 5.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

333 ALL 475586.1 3773904 5.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

334 ALL 475606.1 3773904 5.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

335 ALL 475626.1 3773904 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

336 ALL 475646.1 3773904 5.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

337 ALL 475666.1 3773904 5.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

338 ALL 475686.1 3773904 6.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

339 ALL 475706.1 3773904 6.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

340 ALL 475726.1 3773904 6.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

341 ALL 475746.1 3773904 6.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

342 ALL 475766.1 3773904 6.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

343 ALL 475786.1 3773904 7.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

344 ALL 475806.1 3773904 7.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

345 ALL 475826.1 3773904 7.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

346 ALL 475846.1 3773904 7.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

347 ALL 475866.1 3773904 8.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

348 ALL 475886.1 3773904 8.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

349 ALL 475906.1 3773904 8.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

350 ALL 475926.1 3773904 8.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



351 ALL 475946.1 3773904 9.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

352 ALL 475966.1 3773904 9.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

353 ALL 475986.1 3773904 9.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

354 ALL 476006.1 3773904 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

355 ALL 476026.1 3773904 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

356 ALL 476046.1 3773904 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

357 ALL 476066.1 3773904 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

358 ALL 476426.1 3773904 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

359 ALL 476446.1 3773904 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

360 ALL 476466.1 3773904 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

361 ALL 476486.1 3773904 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

362 ALL 476506.1 3773904 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

363 ALL 476526.1 3773904 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

364 ALL 476546.1 3773904 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

365 ALL 476566.1 3773904 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

366 ALL 476586.1 3773904 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

367 ALL 476606.1 3773904 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

368 ALL 476626.1 3773904 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

369 ALL 476646.1 3773904 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

370 ALL 476666.1 3773904 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

371 ALL 476686.1 3773904 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

372 ALL 476706.1 3773904 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

373 ALL 476726.1 3773904 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

374 ALL 476746.1 3773904 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

375 ALL 476766.1 3773904 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

376 ALL 476786.1 3773904 9.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

377 ALL 476806.1 3773904 9.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

378 ALL 476826.1 3773904 9.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

379 ALL 476846.1 3773904 8.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

380 ALL 476866.1 3773904 8.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

381 ALL 476886.1 3773904 8.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

382 ALL 476906.1 3773904 8.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

383 ALL 476926.1 3773904 7.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

384 ALL 476946.1 3773904 7.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

385 ALL 476966.1 3773904 7.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

386 ALL 476986.1 3773904 7.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

387 ALL 477006.1 3773904 7.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

388 ALL 477026.1 3773904 6.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

389 ALL 477046.1 3773904 6.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

390 ALL 477066.1 3773904 6.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

391 ALL 477086.1 3773904 6.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

392 ALL 477106.1 3773904 6.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

393 ALL 475526.1 3773924 4.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

394 ALL 475546.1 3773924 4.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



395 ALL 475566.1 3773924 5.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

396 ALL 475586.1 3773924 5.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

397 ALL 475606.1 3773924 5.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

398 ALL 475626.1 3773924 5.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

399 ALL 475646.1 3773924 5.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

400 ALL 475666.1 3773924 5.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

401 ALL 475686.1 3773924 6.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

402 ALL 475706.1 3773924 6.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

403 ALL 475726.1 3773924 6.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

404 ALL 475746.1 3773924 6.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

405 ALL 475766.1 3773924 7.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

406 ALL 475786.1 3773924 7.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

407 ALL 475806.1 3773924 7.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

408 ALL 475826.1 3773924 7.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

409 ALL 475846.1 3773924 8.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

410 ALL 475866.1 3773924 8.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

411 ALL 475886.1 3773924 8.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

412 ALL 475906.1 3773924 8.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

413 ALL 475926.1 3773924 9.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

414 ALL 475946.1 3773924 9.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

415 ALL 475966.1 3773924 9.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

416 ALL 475986.1 3773924 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

417 ALL 476006.1 3773924 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

418 ALL 476026.1 3773924 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

419 ALL 476046.1 3773924 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

420 ALL 476066.1 3773924 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

421 ALL 476086.1 3773924 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

422 ALL 476426.1 3773924 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

423 ALL 476446.1 3773924 1.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

424 ALL 476466.1 3773924 1.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

425 ALL 476486.1 3773924 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

426 ALL 476506.1 3773924 1.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

427 ALL 476526.1 3773924 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

428 ALL 476546.1 3773924 1.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

429 ALL 476566.1 3773924 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

430 ALL 476586.1 3773924 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

431 ALL 476606.1 3773924 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

432 ALL 476626.1 3773924 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

433 ALL 476646.1 3773924 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

434 ALL 476666.1 3773924 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

435 ALL 476686.1 3773924 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

436 ALL 476706.1 3773924 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

437 ALL 476726.1 3773924 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

438 ALL 476746.1 3773924 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



439 ALL 476766.1 3773924 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

440 ALL 476786.1 3773924 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

441 ALL 476806.1 3773924 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

442 ALL 476826.1 3773924 9.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

443 ALL 476846.1 3773924 9.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

444 ALL 476866.1 3773924 9.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

445 ALL 476886.1 3773924 8.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

446 ALL 476906.1 3773924 8.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

447 ALL 476926.1 3773924 8.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

448 ALL 476946.1 3773924 8.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

449 ALL 476966.1 3773924 7.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

450 ALL 476986.1 3773924 7.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

451 ALL 477006.1 3773924 7.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

452 ALL 477026.1 3773924 7.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

453 ALL 477046.1 3773924 7.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

454 ALL 477066.1 3773924 6.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

455 ALL 477086.1 3773924 6.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

456 ALL 477106.1 3773924 6.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

457 ALL 475526.1 3773944 4.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

458 ALL 475546.1 3773944 4.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

459 ALL 475566.1 3773944 5.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

460 ALL 475586.1 3773944 5.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

461 ALL 475606.1 3773944 5.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

462 ALL 475626.1 3773944 5.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

463 ALL 475646.1 3773944 5.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

464 ALL 475666.1 3773944 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

465 ALL 475686.1 3773944 6.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

466 ALL 475706.1 3773944 6.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

467 ALL 475726.1 3773944 6.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

468 ALL 475746.1 3773944 6.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

469 ALL 475766.1 3773944 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

470 ALL 475786.1 3773944 7.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

471 ALL 475806.1 3773944 7.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

472 ALL 475826.1 3773944 8.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

473 ALL 475846.1 3773944 8.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

474 ALL 475866.1 3773944 8.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

475 ALL 475886.1 3773944 8.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

476 ALL 475906.1 3773944 9.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

477 ALL 475926.1 3773944 9.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

478 ALL 475946.1 3773944 9.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

479 ALL 475966.1 3773944 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

480 ALL 475986.1 3773944 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

481 ALL 476006.1 3773944 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

482 ALL 476026.1 3773944 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



483 ALL 476046.1 3773944 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

484 ALL 476066.1 3773944 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

485 ALL 476086.1 3773944 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

486 ALL 476106.1 3773944 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

487 ALL 476126.1 3773944 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

488 ALL 476426.1 3773944 1.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

489 ALL 476446.1 3773944 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

490 ALL 476466.1 3773944 1.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

491 ALL 476486.1 3773944 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

492 ALL 476506.1 3773944 1.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

493 ALL 476526.1 3773944 1.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

494 ALL 476546.1 3773944 1.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

495 ALL 476566.1 3773944 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

496 ALL 476586.1 3773944 1.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

497 ALL 476606.1 3773944 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

498 ALL 476626.1 3773944 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

499 ALL 476646.1 3773944 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

500 ALL 476666.1 3773944 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

501 ALL 476686.1 3773944 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

502 ALL 476706.1 3773944 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

503 ALL 476726.1 3773944 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

504 ALL 476746.1 3773944 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

505 ALL 476766.1 3773944 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

506 ALL 476786.1 3773944 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

507 ALL 476806.1 3773944 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

508 ALL 476826.1 3773944 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

509 ALL 476846.1 3773944 9.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

510 ALL 476866.1 3773944 9.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

511 ALL 476886.1 3773944 9.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

512 ALL 476906.1 3773944 9.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

513 ALL 476926.1 3773944 8.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

514 ALL 476946.1 3773944 8.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

515 ALL 476966.1 3773944 8.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

516 ALL 476986.1 3773944 8.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

517 ALL 477006.1 3773944 7.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

518 ALL 477026.1 3773944 7.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

519 ALL 477046.1 3773944 7.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

520 ALL 477066.1 3773944 7.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

521 ALL 477086.1 3773944 7.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

522 ALL 477106.1 3773944 6.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

523 ALL 475526.1 3773964 4.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

524 ALL 475546.1 3773964 4.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

525 ALL 475566.1 3773964 5.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

526 ALL 475586.1 3773964 5.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



527 ALL 475606.1 3773964 5.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

528 ALL 475626.1 3773964 5.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

529 ALL 475646.1 3773964 5.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

530 ALL 475666.1 3773964 6.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

531 ALL 475686.1 3773964 6.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

532 ALL 475706.1 3773964 6.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

533 ALL 475726.1 3773964 6.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

534 ALL 475746.1 3773964 7.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

535 ALL 475766.1 3773964 7.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

536 ALL 475786.1 3773964 7.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

537 ALL 475806.1 3773964 7.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

538 ALL 475826.1 3773964 8.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

539 ALL 475846.1 3773964 8.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

540 ALL 475866.1 3773964 8.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

541 ALL 475886.1 3773964 9.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

542 ALL 475906.1 3773964 9.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

543 ALL 475926.1 3773964 9.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

544 ALL 475946.1 3773964 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

545 ALL 475966.1 3773964 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

546 ALL 475986.1 3773964 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

547 ALL 476006.1 3773964 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

548 ALL 476026.1 3773964 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

549 ALL 476046.1 3773964 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

550 ALL 476066.1 3773964 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

551 ALL 476086.1 3773964 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

552 ALL 476106.1 3773964 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

553 ALL 476126.1 3773964 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

554 ALL 476146.1 3773964 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

555 ALL 476406.1 3773964 1.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

556 ALL 476426.1 3773964 1.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

557 ALL 476446.1 3773964 1.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

558 ALL 476466.1 3773964 1.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

559 ALL 476486.1 3773964 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

560 ALL 476506.1 3773964 1.72E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

561 ALL 476526.1 3773964 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

562 ALL 476546.1 3773964 1.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

563 ALL 476566.1 3773964 1.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

564 ALL 476586.1 3773964 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

565 ALL 476606.1 3773964 1.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

566 ALL 476626.1 3773964 1.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

567 ALL 476646.1 3773964 1.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

568 ALL 476666.1 3773964 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

569 ALL 476686.1 3773964 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

570 ALL 476706.1 3773964 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



571 ALL 476726.1 3773964 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

572 ALL 476746.1 3773964 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

573 ALL 476766.1 3773964 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

574 ALL 476786.1 3773964 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

575 ALL 476806.1 3773964 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

576 ALL 476826.1 3773964 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

577 ALL 476846.1 3773964 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

578 ALL 476866.1 3773964 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

579 ALL 476886.1 3773964 9.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

580 ALL 476906.1 3773964 9.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

581 ALL 476926.1 3773964 9.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

582 ALL 476946.1 3773964 9.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

583 ALL 476966.1 3773964 8.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

584 ALL 476986.1 3773964 8.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

585 ALL 477006.1 3773964 8.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

586 ALL 477026.1 3773964 8.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

587 ALL 477046.1 3773964 7.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

588 ALL 477066.1 3773964 7.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

589 ALL 477086.1 3773964 7.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

590 ALL 477106.1 3773964 7.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

591 ALL 475526.1 3773984 4.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

592 ALL 475546.1 3773984 4.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

593 ALL 475566.1 3773984 5.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

594 ALL 475586.1 3773984 5.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

595 ALL 475606.1 3773984 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

596 ALL 475626.1 3773984 5.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

597 ALL 475646.1 3773984 5.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

598 ALL 475666.1 3773984 6.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

599 ALL 475686.1 3773984 6.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

600 ALL 475706.1 3773984 6.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

601 ALL 475726.1 3773984 6.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

602 ALL 475746.1 3773984 7.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

603 ALL 475766.1 3773984 7.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

604 ALL 475786.1 3773984 7.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

605 ALL 475806.1 3773984 7.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

606 ALL 475826.1 3773984 8.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

607 ALL 475846.1 3773984 8.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

608 ALL 475866.1 3773984 8.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

609 ALL 475886.1 3773984 9.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

610 ALL 475906.1 3773984 9.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

611 ALL 475926.1 3773984 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

612 ALL 475946.1 3773984 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

613 ALL 475966.1 3773984 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

614 ALL 475986.1 3773984 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



615 ALL 476006.1 3773984 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

616 ALL 476026.1 3773984 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

617 ALL 476046.1 3773984 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

618 ALL 476066.1 3773984 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

619 ALL 476086.1 3773984 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

620 ALL 476106.1 3773984 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

621 ALL 476126.1 3773984 1.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

622 ALL 476146.1 3773984 1.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

623 ALL 476166.1 3773984 1.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

624 ALL 476406.1 3773984 1.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

625 ALL 476426.1 3773984 1.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

626 ALL 476446.1 3773984 1.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

627 ALL 476466.1 3773984 1.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

628 ALL 476486.1 3773984 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

629 ALL 476506.1 3773984 1.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

630 ALL 476526.1 3773984 1.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

631 ALL 476546.1 3773984 1.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

632 ALL 476566.1 3773984 1.79E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

633 ALL 476586.1 3773984 1.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

634 ALL 476606.1 3773984 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

635 ALL 476626.1 3773984 1.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

636 ALL 476646.1 3773984 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

637 ALL 476666.1 3773984 1.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

638 ALL 476686.1 3773984 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

639 ALL 476706.1 3773984 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

640 ALL 476726.1 3773984 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

641 ALL 476746.1 3773984 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

642 ALL 476766.1 3773984 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

643 ALL 476786.1 3773984 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

644 ALL 476806.1 3773984 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

645 ALL 476826.1 3773984 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

646 ALL 476846.1 3773984 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

647 ALL 476866.1 3773984 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

648 ALL 476886.1 3773984 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

649 ALL 476906.1 3773984 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

650 ALL 476926.1 3773984 9.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

651 ALL 476946.1 3773984 9.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

652 ALL 476966.1 3773984 9.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

653 ALL 476986.1 3773984 9.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

654 ALL 477006.1 3773984 8.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

655 ALL 477026.1 3773984 8.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

656 ALL 477046.1 3773984 8.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

657 ALL 477066.1 3773984 8.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

658 ALL 477086.1 3773984 7.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



659 ALL 477106.1 3773984 7.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

660 ALL 475526.1 3774004 4.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

661 ALL 475546.1 3774004 4.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

662 ALL 475566.1 3774004 5.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

663 ALL 475586.1 3774004 5.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

664 ALL 475606.1 3774004 5.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

665 ALL 475626.1 3774004 5.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

666 ALL 475646.1 3774004 5.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

667 ALL 475666.1 3774004 6.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

668 ALL 475686.1 3774004 6.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

669 ALL 475706.1 3774004 6.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

670 ALL 475726.1 3774004 6.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

671 ALL 475746.1 3774004 7.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

672 ALL 475766.1 3774004 7.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

673 ALL 475786.1 3774004 7.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

674 ALL 475806.1 3774004 8.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

675 ALL 475826.1 3774004 8.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

676 ALL 475846.1 3774004 8.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

677 ALL 475866.1 3774004 9.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

678 ALL 475886.1 3774004 9.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

679 ALL 475906.1 3774004 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

680 ALL 475926.1 3774004 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

681 ALL 475946.1 3774004 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

682 ALL 475966.1 3774004 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

683 ALL 475986.1 3774004 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

684 ALL 476006.1 3774004 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

685 ALL 476026.1 3774004 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

686 ALL 476046.1 3774004 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

687 ALL 476066.1 3774004 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

688 ALL 476086.1 3774004 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

689 ALL 476106.1 3774004 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

690 ALL 476126.1 3774004 1.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

691 ALL 476146.1 3774004 1.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

692 ALL 476166.1 3774004 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

693 ALL 476186.1 3774004 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

694 ALL 476366.1 3774004 2.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

695 ALL 476386.1 3774004 2.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

696 ALL 476406.1 3774004 2.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

697 ALL 476426.1 3774004 2.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

698 ALL 476446.1 3774004 2.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

699 ALL 476466.1 3774004 2.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

700 ALL 476486.1 3774004 2.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

701 ALL 476506.1 3774004 2.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

702 ALL 476526.1 3774004 2.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



703 ALL 476546.1 3774004 2.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

704 ALL 476566.1 3774004 1.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

705 ALL 476586.1 3774004 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

706 ALL 476606.1 3774004 1.85E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

707 ALL 476626.1 3774004 1.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

708 ALL 476646.1 3774004 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

709 ALL 476666.1 3774004 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

710 ALL 476686.1 3774004 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

711 ALL 476706.1 3774004 1.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

712 ALL 476726.1 3774004 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

713 ALL 476746.1 3774004 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

714 ALL 476766.1 3774004 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

715 ALL 476786.1 3774004 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

716 ALL 476806.1 3774004 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

717 ALL 476826.1 3774004 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

718 ALL 476846.1 3774004 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

719 ALL 476866.1 3774004 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

720 ALL 476886.1 3774004 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

721 ALL 476906.1 3774004 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

722 ALL 476926.1 3774004 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

723 ALL 476946.1 3774004 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

724 ALL 476966.1 3774004 9.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

725 ALL 476986.1 3774004 9.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

726 ALL 477006.1 3774004 9.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

727 ALL 477026.1 3774004 9.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

728 ALL 477046.1 3774004 8.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

729 ALL 477066.1 3774004 8.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

730 ALL 477086.1 3774004 8.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

731 ALL 477106.1 3774004 8.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

732 ALL 475526.1 3774024 4.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

733 ALL 475546.1 3774024 4.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

734 ALL 475566.1 3774024 5.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

735 ALL 475586.1 3774024 5.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

736 ALL 475606.1 3774024 5.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

737 ALL 475626.1 3774024 5.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

738 ALL 475646.1 3774024 5.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

739 ALL 475666.1 3774024 6.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

740 ALL 475686.1 3774024 6.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

741 ALL 475706.1 3774024 6.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

742 ALL 475726.1 3774024 6.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

743 ALL 475746.1 3774024 7.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

744 ALL 475766.1 3774024 7.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

745 ALL 475786.1 3774024 7.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

746 ALL 475806.1 3774024 8.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



747 ALL 475826.1 3774024 8.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

748 ALL 475846.1 3774024 8.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

749 ALL 475866.1 3774024 9.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

750 ALL 475886.1 3774024 9.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

751 ALL 475906.1 3774024 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

752 ALL 475926.1 3774024 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

753 ALL 475946.1 3774024 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

754 ALL 475966.1 3774024 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

755 ALL 475986.1 3774024 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

756 ALL 476006.1 3774024 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

757 ALL 476026.1 3774024 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

758 ALL 476046.1 3774024 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

759 ALL 476066.1 3774024 1.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

760 ALL 476086.1 3774024 1.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

761 ALL 476106.1 3774024 1.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

762 ALL 476126.1 3774024 1.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

763 ALL 476146.1 3774024 1.73E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

764 ALL 476166.1 3774024 1.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

765 ALL 476186.1 3774024 1.87E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

766 ALL 476206.1 3774024 1.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

767 ALL 476226.1 3774024 2.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

768 ALL 476366.1 3774024 2.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

769 ALL 476386.1 3774024 2.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

770 ALL 476406.1 3774024 2.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

771 ALL 476426.1 3774024 2.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

772 ALL 476446.1 3774024 2.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

773 ALL 476466.1 3774024 2.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

774 ALL 476486.1 3774024 2.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

775 ALL 476506.1 3774024 2.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

776 ALL 476526.1 3774024 2.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

777 ALL 476546.1 3774024 2.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

778 ALL 476566.1 3774024 2.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

779 ALL 476586.1 3774024 2.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

780 ALL 476606.1 3774024 2.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

781 ALL 476626.1 3774024 1.96E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

782 ALL 476646.1 3774024 1.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

783 ALL 476666.1 3774024 1.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

784 ALL 476686.1 3774024 1.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

785 ALL 476706.1 3774024 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

786 ALL 476726.1 3774024 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

787 ALL 476746.1 3774024 1.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

788 ALL 476766.1 3774024 1.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

789 ALL 476786.1 3774024 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

790 ALL 476806.1 3774024 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



791 ALL 476826.1 3774024 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

792 ALL 476846.1 3774024 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

793 ALL 476866.1 3774024 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

794 ALL 476886.1 3774024 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

795 ALL 476906.1 3774024 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

796 ALL 476926.1 3774024 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

797 ALL 476946.1 3774024 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

798 ALL 476966.1 3774024 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

799 ALL 476986.1 3774024 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

800 ALL 477006.1 3774024 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

801 ALL 477026.1 3774024 9.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

802 ALL 477046.1 3774024 9.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

803 ALL 477066.1 3774024 9.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

804 ALL 477086.1 3774024 8.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

805 ALL 477106.1 3774024 8.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

806 ALL 475526.1 3774044 4.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

807 ALL 475546.1 3774044 4.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

808 ALL 475566.1 3774044 5.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

809 ALL 475586.1 3774044 5.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

810 ALL 475606.1 3774044 5.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

811 ALL 475626.1 3774044 5.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

812 ALL 475646.1 3774044 5.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

813 ALL 475666.1 3774044 6.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

814 ALL 475686.1 3774044 6.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

815 ALL 475706.1 3774044 6.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

816 ALL 475726.1 3774044 7.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

817 ALL 475746.1 3774044 7.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

818 ALL 475766.1 3774044 7.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

819 ALL 475786.1 3774044 7.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

820 ALL 475806.1 3774044 8.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

821 ALL 475826.1 3774044 8.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

822 ALL 475846.1 3774044 9.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

823 ALL 475866.1 3774044 9.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

824 ALL 475886.1 3774044 9.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

825 ALL 475906.1 3774044 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

826 ALL 475926.1 3774044 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

827 ALL 475946.1 3774044 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

828 ALL 475966.1 3774044 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

829 ALL 475986.1 3774044 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

830 ALL 476006.1 3774044 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

831 ALL 476026.1 3774044 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

832 ALL 476046.1 3774044 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

833 ALL 476066.1 3774044 1.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

834 ALL 476086.1 3774044 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



835 ALL 476106.1 3774044 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

836 ALL 476126.1 3774044 1.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

837 ALL 476146.1 3774044 1.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

838 ALL 476166.1 3774044 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

839 ALL 476186.1 3774044 1.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

840 ALL 476206.1 3774044 2.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

841 ALL 476226.1 3774044 2.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

842 ALL 476246.1 3774044 2.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

843 ALL 476266.1 3774044 2.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

844 ALL 476286.1 3774044 2.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

845 ALL 476366.1 3774044 2.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

846 ALL 476386.1 3774044 2.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

847 ALL 476406.1 3774044 2.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

848 ALL 476426.1 3774044 2.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

849 ALL 476446.1 3774044 2.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

850 ALL 476466.1 3774044 2.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

851 ALL 476486.1 3774044 2.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

852 ALL 476506.1 3774044 2.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

853 ALL 476526.1 3774044 2.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

854 ALL 476546.1 3774044 2.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

855 ALL 476566.1 3774044 2.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

856 ALL 476586.1 3774044 2.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

857 ALL 476606.1 3774044 2.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

858 ALL 476626.1 3774044 2.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

859 ALL 476646.1 3774044 2.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

860 ALL 476666.1 3774044 1.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

861 ALL 476686.1 3774044 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

862 ALL 476706.1 3774044 1.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

863 ALL 476726.1 3774044 1.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

864 ALL 476746.1 3774044 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

865 ALL 476766.1 3774044 1.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

866 ALL 476786.1 3774044 1.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

867 ALL 476806.1 3774044 1.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

868 ALL 476826.1 3774044 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

869 ALL 476846.1 3774044 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

870 ALL 476866.1 3774044 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

871 ALL 476886.1 3774044 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

872 ALL 476906.1 3774044 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

873 ALL 476926.1 3774044 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

874 ALL 476946.1 3774044 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

875 ALL 476966.1 3774044 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

876 ALL 476986.1 3774044 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

877 ALL 477006.1 3774044 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

878 ALL 477026.1 3774044 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



879 ALL 477046.1 3774044 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

880 ALL 477066.1 3774044 9.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

881 ALL 477086.1 3774044 9.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

882 ALL 477106.1 3774044 9.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

883 ALL 475526.1 3774064 4.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

884 ALL 475546.1 3774064 4.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

885 ALL 475566.1 3774064 5.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

886 ALL 475586.1 3774064 5.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

887 ALL 475606.1 3774064 5.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

888 ALL 475626.1 3774064 5.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

889 ALL 475646.1 3774064 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

890 ALL 475666.1 3774064 6.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

891 ALL 475686.1 3774064 6.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

892 ALL 475706.1 3774064 6.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

893 ALL 475726.1 3774064 7.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

894 ALL 475746.1 3774064 7.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

895 ALL 475766.1 3774064 7.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

896 ALL 475786.1 3774064 8.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

897 ALL 475806.1 3774064 8.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

898 ALL 475826.1 3774064 8.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

899 ALL 475846.1 3774064 9.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

900 ALL 475866.1 3774064 9.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

901 ALL 475886.1 3774064 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

902 ALL 475906.1 3774064 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

903 ALL 475926.1 3774064 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

904 ALL 475946.1 3774064 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

905 ALL 475966.1 3774064 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

906 ALL 475986.1 3774064 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

907 ALL 476006.1 3774064 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

908 ALL 476026.1 3774064 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

909 ALL 476046.1 3774064 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

910 ALL 476066.1 3774064 1.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

911 ALL 476086.1 3774064 1.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

912 ALL 476106.1 3774064 1.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

913 ALL 476126.1 3774064 1.85E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

914 ALL 476146.1 3774064 1.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

915 ALL 476166.1 3774064 2.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

916 ALL 476186.1 3774064 2.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

917 ALL 476206.1 3774064 2.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

918 ALL 476226.1 3774064 2.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

919 ALL 476246.1 3774064 2.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

920 ALL 476266.1 3774064 2.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

921 ALL 476286.1 3774064 2.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

922 ALL 476306.1 3774064 2.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



923 ALL 476326.1 3774064 2.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

924 ALL 476346.1 3774064 2.81E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

925 ALL 476366.1 3774064 2.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

926 ALL 476386.1 3774064 2.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

927 ALL 476406.1 3774064 2.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

928 ALL 476426.1 3774064 2.96E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

929 ALL 476446.1 3774064 2.96E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

930 ALL 476466.1 3774064 2.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

931 ALL 476486.1 3774064 2.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

932 ALL 476506.1 3774064 2.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

933 ALL 476526.1 3774064 2.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

934 ALL 476546.1 3774064 2.73E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

935 ALL 476566.1 3774064 2.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

936 ALL 476586.1 3774064 2.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

937 ALL 476606.1 3774064 2.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

938 ALL 476626.1 3774064 2.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

939 ALL 476646.1 3774064 2.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

940 ALL 476666.1 3774064 2.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

941 ALL 476686.1 3774064 2.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

942 ALL 476706.1 3774064 1.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

943 ALL 476726.1 3774064 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

944 ALL 476746.1 3774064 1.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

945 ALL 476766.1 3774064 1.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

946 ALL 476786.1 3774064 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

947 ALL 476806.1 3774064 1.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

948 ALL 476826.1 3774064 1.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

949 ALL 476846.1 3774064 1.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

950 ALL 476866.1 3774064 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

951 ALL 476886.1 3774064 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

952 ALL 476906.1 3774064 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

953 ALL 476926.1 3774064 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

954 ALL 476946.1 3774064 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

955 ALL 476966.1 3774064 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

956 ALL 476986.1 3774064 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

957 ALL 477006.1 3774064 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

958 ALL 477026.1 3774064 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

959 ALL 477046.1 3774064 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

960 ALL 477066.1 3774064 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

961 ALL 477086.1 3774064 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

962 ALL 477106.1 3774064 9.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

963 ALL 475526.1 3774084 4.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

964 ALL 475546.1 3774084 4.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

965 ALL 475566.1 3774084 5.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

966 ALL 475586.1 3774084 5.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



967 ALL 475606.1 3774084 5.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

968 ALL 475626.1 3774084 5.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

969 ALL 475646.1 3774084 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

970 ALL 475666.1 3774084 6.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

971 ALL 475686.1 3774084 6.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

972 ALL 475706.1 3774084 6.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

973 ALL 475726.1 3774084 7.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

974 ALL 475746.1 3774084 7.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

975 ALL 475766.1 3774084 7.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

976 ALL 475786.1 3774084 8.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

977 ALL 475806.1 3774084 8.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

978 ALL 475826.1 3774084 8.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

979 ALL 475846.1 3774084 9.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

980 ALL 475866.1 3774084 9.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

981 ALL 475886.1 3774084 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

982 ALL 475906.1 3774084 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

983 ALL 475926.1 3774084 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

984 ALL 475946.1 3774084 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

985 ALL 475966.1 3774084 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

986 ALL 475986.1 3774084 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

987 ALL 476006.1 3774084 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

988 ALL 476026.1 3774084 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

989 ALL 476046.1 3774084 1.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

990 ALL 476066.1 3774084 1.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

991 ALL 476086.1 3774084 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

992 ALL 476106.1 3774084 1.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

993 ALL 476126.1 3774084 1.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

994 ALL 476146.1 3774084 2.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

995 ALL 476166.1 3774084 2.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

996 ALL 476186.1 3774084 2.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

997 ALL 476206.1 3774084 2.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

998 ALL 476226.1 3774084 2.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

999 ALL 476246.1 3774084 2.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1000 ALL 476266.1 3774084 2.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1001 ALL 476286.1 3774084 2.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1002 ALL 476306.1 3774084 2.97E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1003 ALL 476326.1 3774084 3.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1004 ALL 476346.1 3774084 3.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1005 ALL 476366.1 3774084 3.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1006 ALL 476386.1 3774084 3.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1007 ALL 476406.1 3774084 3.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1008 ALL 476426.1 3774084 3.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1009 ALL 476446.1 3774084 3.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1010 ALL 476466.1 3774084 3.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1011 ALL 476486.1 3774084 3.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1012 ALL 476506.1 3774084 3.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1013 ALL 476526.1 3774084 3.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1014 ALL 476546.1 3774084 3.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1015 ALL 476566.1 3774084 2.97E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1016 ALL 476586.1 3774084 2.87E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1017 ALL 476606.1 3774084 2.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1018 ALL 476626.1 3774084 2.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1019 ALL 476646.1 3774084 2.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1020 ALL 476666.1 3774084 2.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1021 ALL 476686.1 3774084 2.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1022 ALL 476706.1 3774084 2.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1023 ALL 476726.1 3774084 2.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1024 ALL 476746.1 3774084 1.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1025 ALL 476766.1 3774084 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1026 ALL 476786.1 3774084 1.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1027 ALL 476806.1 3774084 1.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1028 ALL 476826.1 3774084 1.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1029 ALL 476846.1 3774084 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1030 ALL 476866.1 3774084 1.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1031 ALL 476886.1 3774084 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1032 ALL 476906.1 3774084 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1033 ALL 476926.1 3774084 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1034 ALL 476946.1 3774084 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1035 ALL 476966.1 3774084 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1036 ALL 476986.1 3774084 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1037 ALL 477006.1 3774084 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1038 ALL 477026.1 3774084 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1039 ALL 477046.1 3774084 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1040 ALL 477066.1 3774084 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1041 ALL 477086.1 3774084 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1042 ALL 477106.1 3774084 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1043 ALL 475526.1 3774104 4.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1044 ALL 475546.1 3774104 4.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1045 ALL 475566.1 3774104 5.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1046 ALL 475586.1 3774104 5.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1047 ALL 475606.1 3774104 5.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1048 ALL 475626.1 3774104 5.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1049 ALL 475646.1 3774104 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1050 ALL 475666.1 3774104 6.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1051 ALL 475686.1 3774104 6.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1052 ALL 475706.1 3774104 6.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1053 ALL 475726.1 3774104 7.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1054 ALL 475746.1 3774104 7.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1055 ALL 475766.1 3774104 7.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1056 ALL 475786.1 3774104 8.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1057 ALL 475806.1 3774104 8.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1058 ALL 475826.1 3774104 8.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1059 ALL 475846.1 3774104 9.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1060 ALL 475866.1 3774104 9.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1061 ALL 475886.1 3774104 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1062 ALL 475906.1 3774104 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1063 ALL 475926.1 3774104 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1064 ALL 475946.1 3774104 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1065 ALL 475966.1 3774104 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1066 ALL 475986.1 3774104 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1067 ALL 476006.1 3774104 1.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1068 ALL 476026.1 3774104 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1069 ALL 476046.1 3774104 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1070 ALL 476066.1 3774104 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1071 ALL 476086.1 3774104 1.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1072 ALL 476106.1 3774104 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1073 ALL 476126.1 3774104 2.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1074 ALL 476146.1 3774104 2.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1075 ALL 476166.1 3774104 2.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1076 ALL 476186.1 3774104 2.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1077 ALL 476206.1 3774104 2.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1078 ALL 476226.1 3774104 2.72E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1079 ALL 476246.1 3774104 2.87E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1080 ALL 476266.1 3774104 3.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1081 ALL 476286.1 3774104 3.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1082 ALL 476306.1 3774104 3.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1083 ALL 476326.1 3774104 3.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1084 ALL 476346.1 3774104 3.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1085 ALL 476366.1 3774104 3.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1086 ALL 476386.1 3774104 3.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1087 ALL 476406.1 3774104 3.81E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1088 ALL 476426.1 3774104 3.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1089 ALL 476446.1 3774104 3.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1090 ALL 476466.1 3774104 3.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1091 ALL 476486.1 3774104 3.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1092 ALL 476506.1 3774104 3.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1093 ALL 476526.1 3774104 3.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1094 ALL 476546.1 3774104 3.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1095 ALL 476566.1 3774104 3.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1096 ALL 476586.1 3774104 3.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1097 ALL 476606.1 3774104 3.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1098 ALL 476626.1 3774104 2.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1099 ALL 476646.1 3774104 2.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1100 ALL 476666.1 3774104 2.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1101 ALL 476686.1 3774104 2.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1102 ALL 476706.1 3774104 2.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1103 ALL 476726.1 3774104 2.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1104 ALL 476746.1 3774104 2.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1105 ALL 476766.1 3774104 2.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1106 ALL 476786.1 3774104 2.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1107 ALL 476806.1 3774104 1.92E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1108 ALL 476826.1 3774104 1.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1109 ALL 476846.1 3774104 1.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1110 ALL 476866.1 3774104 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1111 ALL 476886.1 3774104 1.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1112 ALL 476906.1 3774104 1.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1113 ALL 476926.1 3774104 1.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1114 ALL 476946.1 3774104 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1115 ALL 476966.1 3774104 1.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1116 ALL 476986.1 3774104 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1117 ALL 477006.1 3774104 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1118 ALL 477026.1 3774104 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1119 ALL 477046.1 3774104 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1120 ALL 477066.1 3774104 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1121 ALL 477086.1 3774104 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1122 ALL 477106.1 3774104 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1123 ALL 475526.1 3774124 4.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1124 ALL 475546.1 3774124 4.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1125 ALL 475566.1 3774124 5.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1126 ALL 475586.1 3774124 5.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1127 ALL 475606.1 3774124 5.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1128 ALL 475626.1 3774124 5.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1129 ALL 475646.1 3774124 5.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1130 ALL 475666.1 3774124 6.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1131 ALL 475686.1 3774124 6.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1132 ALL 475706.1 3774124 6.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1133 ALL 475726.1 3774124 7.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1134 ALL 475746.1 3774124 7.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1135 ALL 475766.1 3774124 7.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1136 ALL 475786.1 3774124 8.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1137 ALL 475806.1 3774124 8.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1138 ALL 475826.1 3774124 8.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1139 ALL 475846.1 3774124 9.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1140 ALL 475866.1 3774124 9.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1141 ALL 475886.1 3774124 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1142 ALL 475906.1 3774124 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1143 ALL 475926.1 3774124 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1144 ALL 475946.1 3774124 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1145 ALL 475966.1 3774124 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1146 ALL 475986.1 3774124 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1147 ALL 476006.1 3774124 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1148 ALL 476026.1 3774124 1.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1149 ALL 476046.1 3774124 1.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1150 ALL 476066.1 3774124 1.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1151 ALL 476086.1 3774124 1.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1152 ALL 476106.1 3774124 1.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1153 ALL 476126.1 3774124 2.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1154 ALL 476146.1 3774124 2.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1155 ALL 476166.1 3774124 2.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1156 ALL 476186.1 3774124 2.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1157 ALL 476206.1 3774124 2.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1158 ALL 476226.1 3774124 2.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1159 ALL 476246.1 3774124 3.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1160 ALL 476266.1 3774124 3.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1161 ALL 476286.1 3774124 3.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1162 ALL 476306.1 3774124 3.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1163 ALL 476326.1 3774124 3.85E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1164 ALL 476346.1 3774124 4.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1165 ALL 476366.1 3774124 4.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1166 ALL 476386.1 3774124 4.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1167 ALL 476406.1 3774124 4.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1168 ALL 476426.1 3774124 4.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1169 ALL 476446.1 3774124 4.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1170 ALL 476466.1 3774124 4.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1171 ALL 476486.1 3774124 4.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1172 ALL 476506.1 3774124 4.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1173 ALL 476526.1 3774124 4.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1174 ALL 476546.1 3774124 4.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1175 ALL 476566.1 3774124 3.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1176 ALL 476586.1 3774124 3.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1177 ALL 476606.1 3774124 3.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1178 ALL 476626.1 3774124 3.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1179 ALL 476646.1 3774124 3.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1180 ALL 476666.1 3774124 2.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1181 ALL 476686.1 3774124 2.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1182 ALL 476706.1 3774124 2.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1183 ALL 476726.1 3774124 2.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1184 ALL 476746.1 3774124 2.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1185 ALL 476766.1 3774124 2.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1186 ALL 476786.1 3774124 2.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1187 ALL 476806.1 3774124 2.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1188 ALL 476826.1 3774124 2.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1189 ALL 476846.1 3774124 1.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1190 ALL 476866.1 3774124 1.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1191 ALL 476886.1 3774124 1.79E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1192 ALL 476906.1 3774124 1.72E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1193 ALL 476926.1 3774124 1.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1194 ALL 476946.1 3774124 1.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1195 ALL 476966.1 3774124 1.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1196 ALL 476986.1 3774124 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1197 ALL 477006.1 3774124 1.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1198 ALL 477026.1 3774124 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1199 ALL 477046.1 3774124 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1200 ALL 477066.1 3774124 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1201 ALL 477086.1 3774124 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1202 ALL 477106.1 3774124 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1203 ALL 475526.1 3774144 4.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1204 ALL 475546.1 3774144 4.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1205 ALL 475566.1 3774144 5.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1206 ALL 475586.1 3774144 5.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1207 ALL 475606.1 3774144 5.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1208 ALL 475626.1 3774144 5.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1209 ALL 475646.1 3774144 5.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1210 ALL 475666.1 3774144 6.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1211 ALL 475686.1 3774144 6.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1212 ALL 475706.1 3774144 6.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1213 ALL 475726.1 3774144 7.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1214 ALL 475746.1 3774144 7.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1215 ALL 475766.1 3774144 7.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1216 ALL 475786.1 3774144 8.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1217 ALL 475806.1 3774144 8.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1218 ALL 475826.1 3774144 8.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1219 ALL 475846.1 3774144 9.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1220 ALL 475866.1 3774144 9.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1221 ALL 475886.1 3774144 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1222 ALL 475906.1 3774144 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1223 ALL 475926.1 3774144 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1224 ALL 475946.1 3774144 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1225 ALL 475966.1 3774144 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1226 ALL 475986.1 3774144 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1227 ALL 476006.1 3774144 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1228 ALL 476026.1 3774144 1.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1229 ALL 476046.1 3774144 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1230 ALL 476066.1 3774144 1.79E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1231 ALL 476086.1 3774144 1.92E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1232 ALL 476106.1 3774144 2.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1233 ALL 476126.1 3774144 2.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1234 ALL 476146.1 3774144 2.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1235 ALL 476166.1 3774144 2.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1236 ALL 476186.1 3774144 2.72E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1237 ALL 476206.1 3774144 2.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1238 ALL 476226.1 3774144 3.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1239 ALL 476246.1 3774144 3.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1240 ALL 476266.1 3774144 3.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1241 ALL 476286.1 3774144 3.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1242 ALL 476306.1 3774144 4.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1243 ALL 476326.1 3774144 4.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1244 ALL 476346.1 3774144 4.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1245 ALL 476366.1 3774144 4.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1246 ALL 476386.1 3774144 4.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1247 ALL 476406.1 3774144 5.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1248 ALL 476426.1 3774144 5.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1249 ALL 476446.1 3774144 5.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1250 ALL 476466.1 3774144 5.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1251 ALL 476486.1 3774144 5.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1252 ALL 476506.1 3774144 4.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1253 ALL 476526.1 3774144 4.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1254 ALL 476546.1 3774144 4.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1255 ALL 476566.1 3774144 4.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1256 ALL 476586.1 3774144 4.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1257 ALL 476606.1 3774144 4.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1258 ALL 476626.1 3774144 3.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1259 ALL 476646.1 3774144 3.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1260 ALL 476666.1 3774144 3.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1261 ALL 476686.1 3774144 3.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1262 ALL 476706.1 3774144 3.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1263 ALL 476726.1 3774144 2.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1264 ALL 476746.1 3774144 2.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1265 ALL 476766.1 3774144 2.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1266 ALL 476786.1 3774144 2.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1267 ALL 476806.1 3774144 2.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1268 ALL 476826.1 3774144 2.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1269 ALL 476846.1 3774144 2.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1270 ALL 476866.1 3774144 2.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1271 ALL 476886.1 3774144 1.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1272 ALL 476906.1 3774144 1.87E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1273 ALL 476926.1 3774144 1.79E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1274 ALL 477066.1 3774144 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1275 ALL 477086.1 3774144 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1276 ALL 477106.1 3774144 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1277 ALL 475526.1 3774164 4.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1278 ALL 475546.1 3774164 4.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1279 ALL 475566.1 3774164 5.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1280 ALL 475586.1 3774164 5.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1281 ALL 475606.1 3774164 5.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1282 ALL 475626.1 3774164 5.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1283 ALL 475646.1 3774164 5.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1284 ALL 475666.1 3774164 6.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1285 ALL 475686.1 3774164 6.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1286 ALL 475706.1 3774164 6.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1287 ALL 475726.1 3774164 7.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1288 ALL 475746.1 3774164 7.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1289 ALL 475766.1 3774164 7.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1290 ALL 475786.1 3774164 8.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1291 ALL 475806.1 3774164 8.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1292 ALL 475826.1 3774164 8.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1293 ALL 475846.1 3774164 9.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1294 ALL 475866.1 3774164 9.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1295 ALL 475886.1 3774164 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1296 ALL 475906.1 3774164 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1297 ALL 475926.1 3774164 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1298 ALL 475946.1 3774164 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1299 ALL 475966.1 3774164 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1300 ALL 475986.1 3774164 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1301 ALL 476006.1 3774164 1.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1302 ALL 476026.1 3774164 1.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1303 ALL 476046.1 3774164 1.71E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1304 ALL 476066.1 3774164 1.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1305 ALL 476086.1 3774164 1.96E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1306 ALL 476106.1 3774164 2.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1307 ALL 476126.1 3774164 2.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1308 ALL 476146.1 3774164 2.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1309 ALL 476166.1 3774164 2.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1310 ALL 476186.1 3774164 2.87E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1311 ALL 476206.1 3774164 3.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1312 ALL 476226.1 3774164 3.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1313 ALL 476246.1 3774164 3.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1314 ALL 476266.1 3774164 3.92E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1315 ALL 476286.1 3774164 4.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1316 ALL 476306.1 3774164 4.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1317 ALL 476326.1 3774164 4.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1318 ALL 476346.1 3774164 5.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1319 ALL 476366.1 3774164 5.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1320 ALL 476386.1 3774164 5.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1321 ALL 476406.1 3774164 5.96E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1322 ALL 476426.1 3774164 6.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1323 ALL 476446.1 3774164 6.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1324 ALL 476466.1 3774164 6.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1325 ALL 476486.1 3774164 6.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1326 ALL 476506.1 3774164 5.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1327 ALL 476526.1 3774164 5.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1328 ALL 476546.1 3774164 5.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1329 ALL 476566.1 3774164 5.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1330 ALL 476586.1 3774164 4.92E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1331 ALL 476606.1 3774164 4.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1332 ALL 476626.1 3774164 4.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1333 ALL 476646.1 3774164 4.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1334 ALL 476666.1 3774164 3.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1335 ALL 476686.1 3774164 3.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1336 ALL 476706.1 3774164 3.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1337 ALL 476726.1 3774164 3.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1338 ALL 476746.1 3774164 3.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1339 ALL 476766.1 3774164 2.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1340 ALL 476786.1 3774164 2.73E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1341 ALL 476806.1 3774164 2.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1342 ALL 476826.1 3774164 2.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1343 ALL 476846.1 3774164 2.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1344 ALL 476866.1 3774164 2.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1345 ALL 476886.1 3774164 2.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1346 ALL 476906.1 3774164 2.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1347 ALL 476926.1 3774164 1.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1348 ALL 477066.1 3774164 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1349 ALL 477086.1 3774164 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1350 ALL 477106.1 3774164 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1351 ALL 475526.1 3774184 4.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1352 ALL 475546.1 3774184 4.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1353 ALL 475566.1 3774184 5.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1354 ALL 475586.1 3774184 5.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1355 ALL 475606.1 3774184 5.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1356 ALL 475626.1 3774184 5.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1357 ALL 475646.1 3774184 5.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1358 ALL 475666.1 3774184 6.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1359 ALL 475686.1 3774184 6.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1360 ALL 475706.1 3774184 6.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1361 ALL 475726.1 3774184 6.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1362 ALL 475746.1 3774184 7.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1363 ALL 475766.1 3774184 7.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1364 ALL 475786.1 3774184 8.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1365 ALL 475806.1 3774184 8.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1366 ALL 475826.1 3774184 8.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1367 ALL 475846.1 3774184 9.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1368 ALL 475866.1 3774184 9.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1369 ALL 475886.1 3774184 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1370 ALL 475906.1 3774184 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1371 ALL 475926.1 3774184 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1372 ALL 475946.1 3774184 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1373 ALL 475966.1 3774184 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1374 ALL 475986.1 3774184 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1375 ALL 476006.1 3774184 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1376 ALL 476026.1 3774184 1.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1377 ALL 476046.1 3774184 1.73E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1378 ALL 476066.1 3774184 1.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1379 ALL 476086.1 3774184 2.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1380 ALL 476106.1 3774184 2.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1381 ALL 476126.1 3774184 2.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1382 ALL 476146.1 3774184 2.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1383 ALL 476166.1 3774184 2.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1384 ALL 476186.1 3774184 2.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1385 ALL 476206.1 3774184 3.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1386 ALL 476226.1 3774184 3.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1387 ALL 476246.1 3774184 3.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1388 ALL 476266.1 3774184 4.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1389 ALL 476286.1 3774184 4.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1390 ALL 476306.1 3774184 5.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1391 ALL 476326.1 3774184 5.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1392 ALL 476346.1 3774184 5.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1393 ALL 476366.1 3774184 6.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1394 ALL 476386.1 3774184 6.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1395 ALL 476406.1 3774184 7.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1396 ALL 476426.1 3774184 7.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1397 ALL 476446.1 3774184 7.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1398 ALL 476466.1 3774184 7.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1399 ALL 476486.1 3774184 7.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1400 ALL 476506.1 3774184 7.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1401 ALL 476526.1 3774184 6.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1402 ALL 476546.1 3774184 6.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1403 ALL 476566.1 3774184 6.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1404 ALL 476586.1 3774184 5.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1405 ALL 476606.1 3774184 5.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1406 ALL 476626.1 3774184 5.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1407 ALL 476646.1 3774184 4.71E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1408 ALL 476666.1 3774184 4.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1409 ALL 476686.1 3774184 4.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1410 ALL 476706.1 3774184 3.87E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1411 ALL 476726.1 3774184 3.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1412 ALL 476746.1 3774184 3.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1413 ALL 476766.1 3774184 3.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1414 ALL 476786.1 3774184 3.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1415 ALL 476806.1 3774184 2.90E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1416 ALL 476826.1 3774184 2.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1417 ALL 476846.1 3774184 2.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1418 ALL 476866.1 3774184 2.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1419 ALL 476886.1 3774184 2.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1420 ALL 476906.1 3774184 2.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1421 ALL 476926.1 3774184 2.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1422 ALL 477066.1 3774184 1.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1423 ALL 477086.1 3774184 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1424 ALL 477106.1 3774184 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1425 ALL 475526.1 3774204 4.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1426 ALL 475546.1 3774204 4.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1427 ALL 475566.1 3774204 5.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1428 ALL 475586.1 3774204 5.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1429 ALL 475606.1 3774204 5.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1430 ALL 475626.1 3774204 5.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1431 ALL 475646.1 3774204 5.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1432 ALL 475666.1 3774204 6.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1433 ALL 475686.1 3774204 6.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1434 ALL 475706.1 3774204 6.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1435 ALL 475726.1 3774204 6.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1436 ALL 475746.1 3774204 7.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1437 ALL 475766.1 3774204 7.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1438 ALL 475786.1 3774204 8.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1439 ALL 475806.1 3774204 8.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1440 ALL 475826.1 3774204 8.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1441 ALL 475846.1 3774204 9.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1442 ALL 475866.1 3774204 9.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1443 ALL 475886.1 3774204 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1444 ALL 475906.1 3774204 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1445 ALL 475926.1 3774204 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1446 ALL 475946.1 3774204 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1447 ALL 475966.1 3774204 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1448 ALL 475986.1 3774204 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1449 ALL 476006.1 3774204 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1450 ALL 476026.1 3774204 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1451 ALL 476046.1 3774204 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1452 ALL 476066.1 3774204 1.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1453 ALL 476086.1 3774204 2.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1454 ALL 476106.1 3774204 2.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1455 ALL 476126.1 3774204 2.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1456 ALL 476146.1 3774204 2.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1457 ALL 476166.1 3774204 2.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1458 ALL 476186.1 3774204 3.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1459 ALL 476206.1 3774204 3.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1460 ALL 476226.1 3774204 3.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1461 ALL 476246.1 3774204 4.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1462 ALL 476266.1 3774204 4.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1463 ALL 476286.1 3774204 5.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1464 ALL 476306.1 3774204 5.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1465 ALL 476326.1 3774204 6.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1466 ALL 476346.1 3774204 6.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1467 ALL 476366.1 3774204 7.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1468 ALL 476386.1 3774204 8.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1469 ALL 476406.1 3774204 8.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1470 ALL 476426.1 3774204 8.92E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1471 ALL 476446.1 3774204 9.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1472 ALL 476466.1 3774204 9.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1473 ALL 476486.1 3774204 9.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1474 ALL 476506.1 3774204 9.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1475 ALL 476526.1 3774204 8.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1476 ALL 476546.1 3774204 8.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1477 ALL 477046.1 3774204 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1478 ALL 477066.1 3774204 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1479 ALL 477086.1 3774204 1.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1480 ALL 477106.1 3774204 1.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1481 ALL 477126.1 3774204 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1482 ALL 477146.1 3774204 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1483 ALL 477166.1 3774204 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1484 ALL 475526.1 3774224 4.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1485 ALL 475546.1 3774224 4.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1486 ALL 475566.1 3774224 4.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1487 ALL 475586.1 3774224 5.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1488 ALL 475606.1 3774224 5.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1489 ALL 475626.1 3774224 5.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1490 ALL 475646.1 3774224 5.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1491 ALL 475666.1 3774224 6.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1492 ALL 475686.1 3774224 6.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1493 ALL 475706.1 3774224 6.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1494 ALL 475726.1 3774224 6.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1495 ALL 475746.1 3774224 7.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1496 ALL 475766.1 3774224 7.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1497 ALL 475786.1 3774224 7.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1498 ALL 475806.1 3774224 8.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1499 ALL 475826.1 3774224 8.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1500 ALL 475846.1 3774224 9.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1501 ALL 475866.1 3774224 9.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1502 ALL 475886.1 3774224 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1503 ALL 475906.1 3774224 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1504 ALL 475926.1 3774224 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1505 ALL 475946.1 3774224 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1506 ALL 475966.1 3774224 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1507 ALL 475986.1 3774224 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1508 ALL 476006.1 3774224 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1509 ALL 476026.1 3774224 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1510 ALL 476046.1 3774224 1.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1511 ALL 476066.1 3774224 1.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1512 ALL 476086.1 3774224 2.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1513 ALL 476106.1 3774224 2.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1514 ALL 476126.1 3774224 2.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1515 ALL 476146.1 3774224 2.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1516 ALL 476166.1 3774224 2.90E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1517 ALL 476186.1 3774224 3.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1518 ALL 476206.1 3774224 3.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1519 ALL 476226.1 3774224 3.92E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1520 ALL 476246.1 3774224 4.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1521 ALL 476266.1 3774224 4.87E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1522 ALL 476286.1 3774224 5.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1523 ALL 476306.1 3774224 6.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1524 ALL 476326.1 3774224 6.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1525 ALL 476346.1 3774224 7.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1526 ALL 476366.1 3774224 8.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1527 ALL 476386.1 3774224 9.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1528 ALL 476406.1 3774224 1.04E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1529 ALL 476426.1 3774224 1.11E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1530 ALL 476446.1 3774224 1.16E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1531 ALL 476466.1 3774224 1.19E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1532 ALL 476486.1 3774224 1.19E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1533 ALL 476506.1 3774224 1.15E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1534 ALL 476526.1 3774224 1.10E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1535 ALL 476546.1 3774224 1.02E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1536 ALL 477046.1 3774224 1.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1537 ALL 477066.1 3774224 1.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1538 ALL 477086.1 3774224 1.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1539 ALL 477106.1 3774224 1.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1540 ALL 477126.1 3774224 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1541 ALL 477146.1 3774224 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1542 ALL 477166.1 3774224 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1543 ALL 475526.1 3774244 4.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1544 ALL 475546.1 3774244 4.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1545 ALL 475566.1 3774244 4.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1546 ALL 475586.1 3774244 5.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1547 ALL 475606.1 3774244 5.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1548 ALL 475626.1 3774244 5.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1549 ALL 475646.1 3774244 5.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1550 ALL 475666.1 3774244 5.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1551 ALL 475686.1 3774244 6.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1552 ALL 475706.1 3774244 6.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1553 ALL 475726.1 3774244 6.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1554 ALL 475746.1 3774244 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1555 ALL 475766.1 3774244 7.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1556 ALL 475786.1 3774244 7.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1557 ALL 475806.1 3774244 8.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1558 ALL 475826.1 3774244 8.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1559 ALL 475846.1 3774244 9.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1560 ALL 475866.1 3774244 9.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1561 ALL 475886.1 3774244 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1562 ALL 475906.1 3774244 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1563 ALL 475926.1 3774244 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1564 ALL 475946.1 3774244 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1565 ALL 475966.1 3774244 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1566 ALL 475986.1 3774244 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1567 ALL 476006.1 3774244 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1568 ALL 476026.1 3774244 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1569 ALL 476046.1 3774244 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1570 ALL 476066.1 3774244 1.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1571 ALL 476086.1 3774244 2.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1572 ALL 476106.1 3774244 2.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1573 ALL 476126.1 3774244 2.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1574 ALL 476146.1 3774244 2.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1575 ALL 476166.1 3774244 2.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1576 ALL 476186.1 3774244 3.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1577 ALL 476206.1 3774244 3.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1578 ALL 476226.1 3774244 4.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1579 ALL 476246.1 3774244 4.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1580 ALL 476266.1 3774244 5.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1581 ALL 476286.1 3774244 5.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1582 ALL 476306.1 3774244 6.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1583 ALL 476326.1 3774244 7.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1584 ALL 476346.1 3774244 8.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1585 ALL 476366.1 3774244 1.01E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1586 ALL 476386.1 3774244 1.15E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1587 ALL 476406.1 3774244 1.29E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1588 ALL 476426.1 3774244 1.41E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1589 ALL 476446.1 3774244 1.51E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1590 ALL 476466.1 3774244 1.57E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1591 ALL 476486.1 3774244 1.58E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1592 ALL 476506.1 3774244 1.54E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1593 ALL 476526.1 3774244 1.46E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1594 ALL 476546.1 3774244 1.35E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1595 ALL 477046.1 3774244 1.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1596 ALL 477066.1 3774244 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1597 ALL 477086.1 3774244 1.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1598 ALL 477106.1 3774244 1.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1599 ALL 477126.1 3774244 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1600 ALL 477146.1 3774244 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1601 ALL 477166.1 3774244 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1602 ALL 475526.1 3774264 4.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1603 ALL 475546.1 3774264 4.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1604 ALL 475566.1 3774264 4.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1605 ALL 475586.1 3774264 5.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1606 ALL 475606.1 3774264 5.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1607 ALL 475626.1 3774264 5.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1608 ALL 475646.1 3774264 5.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1609 ALL 475666.1 3774264 5.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1610 ALL 475686.1 3774264 6.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1611 ALL 475706.1 3774264 6.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1612 ALL 475726.1 3774264 6.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1613 ALL 475746.1 3774264 7.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1614 ALL 475766.1 3774264 7.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1615 ALL 475786.1 3774264 7.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1616 ALL 475806.1 3774264 8.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1617 ALL 475826.1 3774264 8.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1618 ALL 475846.1 3774264 9.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1619 ALL 475866.1 3774264 9.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1620 ALL 475886.1 3774264 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1621 ALL 475906.1 3774264 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1622 ALL 475926.1 3774264 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1623 ALL 475946.1 3774264 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1624 ALL 475966.1 3774264 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1625 ALL 475986.1 3774264 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1626 ALL 476006.1 3774264 1.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1627 ALL 476026.1 3774264 1.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1628 ALL 476046.1 3774264 1.73E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1629 ALL 476066.1 3774264 1.87E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1630 ALL 476086.1 3774264 2.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1631 ALL 476106.1 3774264 2.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1632 ALL 476126.1 3774264 2.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1633 ALL 476146.1 3774264 2.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1634 ALL 476166.1 3774264 2.96E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1635 ALL 476186.1 3774264 3.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1636 ALL 476206.1 3774264 3.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1637 ALL 476226.1 3774264 4.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1638 ALL 476246.1 3774264 4.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1639 ALL 476266.1 3774264 5.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1640 ALL 476286.1 3774264 6.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1641 ALL 476306.1 3774264 7.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1642 ALL 476326.1 3774264 8.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1643 ALL 476346.1 3774264 9.90E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1644 ALL 476366.1 3774264 1.17E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1645 ALL 476386.1 3774264 1.39E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1646 ALL 476406.1 3774264 1.63E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1647 ALL 476426.1 3774264 1.86E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1648 ALL 476446.1 3774264 2.04E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1649 ALL 476466.1 3774264 2.16E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1650 ALL 476486.1 3774264 2.20E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1651 ALL 476506.1 3774264 2.18E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1652 ALL 476526.1 3774264 2.07E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1653 ALL 476546.1 3774264 1.88E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1654 ALL 477046.1 3774264 1.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1655 ALL 477066.1 3774264 1.79E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1656 ALL 477086.1 3774264 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1657 ALL 477106.1 3774264 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1658 ALL 477126.1 3774264 1.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1659 ALL 477146.1 3774264 1.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1660 ALL 477166.1 3774264 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1661 ALL 475526.1 3774284 4.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1662 ALL 475546.1 3774284 4.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1663 ALL 475566.1 3774284 4.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1664 ALL 475586.1 3774284 5.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1665 ALL 475606.1 3774284 5.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1666 ALL 475626.1 3774284 5.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1667 ALL 475646.1 3774284 5.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1668 ALL 475666.1 3774284 5.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1669 ALL 475686.1 3774284 6.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1670 ALL 475706.1 3774284 6.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1671 ALL 475726.1 3774284 6.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1672 ALL 475746.1 3774284 7.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1673 ALL 475766.1 3774284 7.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1674 ALL 475786.1 3774284 7.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1675 ALL 475806.1 3774284 8.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1676 ALL 475826.1 3774284 8.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1677 ALL 475846.1 3774284 8.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1678 ALL 475866.1 3774284 9.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1679 ALL 475886.1 3774284 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1680 ALL 475906.1 3774284 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1681 ALL 475926.1 3774284 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1682 ALL 475946.1 3774284 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1683 ALL 475966.1 3774284 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1684 ALL 475986.1 3774284 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1685 ALL 476006.1 3774284 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1686 ALL 476026.1 3774284 1.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1687 ALL 476046.1 3774284 1.71E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1688 ALL 476066.1 3774284 1.85E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1689 ALL 476086.1 3774284 2.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1690 ALL 476106.1 3774284 2.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1691 ALL 476126.1 3774284 2.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1692 ALL 476146.1 3774284 2.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1693 ALL 476166.1 3774284 2.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1694 ALL 476186.1 3774284 3.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1695 ALL 476206.1 3774284 3.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1696 ALL 476226.1 3774284 4.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1697 ALL 476246.1 3774284 4.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1698 ALL 476266.1 3774284 5.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1699 ALL 476286.1 3774284 6.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1700 ALL 476306.1 3774284 7.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1701 ALL 476326.1 3774284 8.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1702 ALL 476346.1 3774284 1.09E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1703 ALL 476366.1 3774284 1.33E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1704 ALL 476386.1 3774284 1.66E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1705 ALL 476406.1 3774284 2.07E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1706 ALL 476426.1 3774284 2.54E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1707 ALL 476446.1 3774284 2.93E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1708 ALL 476466.1 3774284 3.16E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1709 ALL 476486.1 3774284 3.26E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1710 ALL 476506.1 3774284 3.31E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1711 ALL 476526.1 3774284 3.22E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1712 ALL 476546.1 3774284 2.85E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1713 ALL 477046.1 3774284 1.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1714 ALL 477066.1 3774284 1.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1715 ALL 477086.1 3774284 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1716 ALL 477106.1 3774284 1.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1717 ALL 477126.1 3774284 1.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1718 ALL 477146.1 3774284 1.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1719 ALL 477166.1 3774284 1.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1720 ALL 475526.1 3774304 4.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1721 ALL 475546.1 3774304 4.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1722 ALL 475566.1 3774304 4.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1723 ALL 475586.1 3774304 4.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1724 ALL 475606.1 3774304 5.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1725 ALL 475626.1 3774304 5.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1726 ALL 475646.1 3774304 5.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1727 ALL 475666.1 3774304 5.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1728 ALL 475686.1 3774304 6.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1729 ALL 475706.1 3774304 6.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1730 ALL 475726.1 3774304 6.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1731 ALL 475746.1 3774304 6.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1732 ALL 475766.1 3774304 7.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1733 ALL 475786.1 3774304 7.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1734 ALL 475806.1 3774304 7.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1735 ALL 475826.1 3774304 8.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1736 ALL 475846.1 3774304 8.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1737 ALL 475866.1 3774304 9.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1738 ALL 475886.1 3774304 9.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1739 ALL 475906.1 3774304 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1740 ALL 475926.1 3774304 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1741 ALL 475946.1 3774304 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1742 ALL 475966.1 3774304 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1743 ALL 475986.1 3774304 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1744 ALL 476006.1 3774304 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1745 ALL 476026.1 3774304 1.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1746 ALL 476046.1 3774304 1.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1747 ALL 476066.1 3774304 1.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1748 ALL 476086.1 3774304 1.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1749 ALL 476106.1 3774304 2.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1750 ALL 476126.1 3774304 2.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1751 ALL 476146.1 3774304 2.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1752 ALL 476166.1 3774304 2.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1753 ALL 476186.1 3774304 3.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1754 ALL 476206.1 3774304 3.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1755 ALL 476226.1 3774304 4.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1756 ALL 476246.1 3774304 4.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1757 ALL 476266.1 3774304 5.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1758 ALL 476286.1 3774304 6.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1759 ALL 476306.1 3774304 7.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1760 ALL 476326.1 3774304 9.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1761 ALL 476346.1 3774304 1.15E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1762 ALL 476366.1 3774304 1.46E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1763 ALL 476386.1 3774304 1.91E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1764 ALL 477046.1 3774304 1.97E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1765 ALL 477066.1 3774304 1.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1766 ALL 477086.1 3774304 1.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1767 ALL 477106.1 3774304 1.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1768 ALL 477126.1 3774304 1.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1769 ALL 477146.1 3774304 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1770 ALL 477166.1 3774304 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1771 ALL 475526.1 3774324 4.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1772 ALL 475546.1 3774324 4.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1773 ALL 475566.1 3774324 4.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1774 ALL 475586.1 3774324 4.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1775 ALL 475606.1 3774324 5.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1776 ALL 475626.1 3774324 5.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1777 ALL 475646.1 3774324 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1778 ALL 475666.1 3774324 5.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1779 ALL 475686.1 3774324 5.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1780 ALL 475706.1 3774324 6.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1781 ALL 475726.1 3774324 6.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1782 ALL 475746.1 3774324 6.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1783 ALL 475766.1 3774324 7.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1784 ALL 475786.1 3774324 7.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1785 ALL 475806.1 3774324 7.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1786 ALL 475826.1 3774324 8.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1787 ALL 475846.1 3774324 8.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1788 ALL 475866.1 3774324 9.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1789 ALL 475886.1 3774324 9.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1790 ALL 475906.1 3774324 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1791 ALL 475926.1 3774324 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1792 ALL 475946.1 3774324 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1793 ALL 475966.1 3774324 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1794 ALL 475986.1 3774324 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1795 ALL 476006.1 3774324 1.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1796 ALL 476026.1 3774324 1.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1797 ALL 476046.1 3774324 1.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1798 ALL 476066.1 3774324 1.79E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1799 ALL 476086.1 3774324 1.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1800 ALL 476106.1 3774324 2.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1801 ALL 476126.1 3774324 2.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1802 ALL 476146.1 3774324 2.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1803 ALL 476166.1 3774324 2.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1804 ALL 476186.1 3774324 3.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1805 ALL 476206.1 3774324 3.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1806 ALL 476226.1 3774324 4.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1807 ALL 476246.1 3774324 4.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1808 ALL 476266.1 3774324 5.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1809 ALL 476286.1 3774324 6.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1810 ALL 476306.1 3774324 7.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1811 ALL 476326.1 3774324 9.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1812 ALL 476346.1 3774324 1.18E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1813 ALL 476366.1 3774324 1.53E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1814 ALL 476386.1 3774324 2.07E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1815 ALL 477046.1 3774324 1.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1816 ALL 477066.1 3774324 1.87E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1817 ALL 477086.1 3774324 1.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1818 ALL 477106.1 3774324 1.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1819 ALL 477126.1 3774324 1.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1820 ALL 477146.1 3774324 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1821 ALL 477166.1 3774324 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1822 ALL 477466.1 3774324 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1823 ALL 477486.1 3774324 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1824 ALL 477506.1 3774324 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1825 ALL 477526.1 3774324 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1826 ALL 475526.1 3774344 4.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1827 ALL 475546.1 3774344 4.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1828 ALL 475566.1 3774344 4.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1829 ALL 475586.1 3774344 4.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1830 ALL 475606.1 3774344 5.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1831 ALL 475626.1 3774344 5.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1832 ALL 475646.1 3774344 5.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1833 ALL 475666.1 3774344 5.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1834 ALL 475686.1 3774344 5.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1835 ALL 475706.1 3774344 6.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1836 ALL 475726.1 3774344 6.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1837 ALL 475746.1 3774344 6.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1838 ALL 475766.1 3774344 7.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1839 ALL 475786.1 3774344 7.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1840 ALL 475806.1 3774344 7.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1841 ALL 475826.1 3774344 8.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1842 ALL 475846.1 3774344 8.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1843 ALL 475866.1 3774344 9.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1844 ALL 475886.1 3774344 9.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1845 ALL 475906.1 3774344 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1846 ALL 475926.1 3774344 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1847 ALL 475946.1 3774344 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1848 ALL 475966.1 3774344 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1849 ALL 475986.1 3774344 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1850 ALL 476006.1 3774344 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1851 ALL 476026.1 3774344 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1852 ALL 476046.1 3774344 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1853 ALL 476066.1 3774344 1.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1854 ALL 476086.1 3774344 1.90E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1855 ALL 476106.1 3774344 2.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1856 ALL 476126.1 3774344 2.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1857 ALL 476146.1 3774344 2.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1858 ALL 476166.1 3774344 2.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1859 ALL 476186.1 3774344 3.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1860 ALL 476206.1 3774344 3.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1861 ALL 476226.1 3774344 3.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1862 ALL 476246.1 3774344 4.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1863 ALL 476266.1 3774344 5.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1864 ALL 476286.1 3774344 6.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1865 ALL 476306.1 3774344 7.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1866 ALL 476326.1 3774344 9.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1867 ALL 476346.1 3774344 1.15E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1868 ALL 476366.1 3774344 1.50E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1869 ALL 476386.1 3774344 2.07E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1870 ALL 476406.1 3774344 3.09E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1871 ALL 477046.1 3774344 1.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1872 ALL 477066.1 3774344 1.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1873 ALL 477086.1 3774344 1.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1874 ALL 477106.1 3774344 1.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1875 ALL 477126.1 3774344 1.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1876 ALL 477146.1 3774344 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1877 ALL 477166.1 3774344 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1878 ALL 477466.1 3774344 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1879 ALL 477486.1 3774344 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1880 ALL 477506.1 3774344 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1881 ALL 477526.1 3774344 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1882 ALL 475526.1 3774364 4.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1883 ALL 475546.1 3774364 4.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1884 ALL 475566.1 3774364 4.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1885 ALL 475586.1 3774364 4.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1886 ALL 475606.1 3774364 4.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1887 ALL 475626.1 3774364 5.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1888 ALL 475646.1 3774364 5.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1889 ALL 475666.1 3774364 5.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1890 ALL 475686.1 3774364 5.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1891 ALL 475706.1 3774364 6.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1892 ALL 475726.1 3774364 6.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1893 ALL 475746.1 3774364 6.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1894 ALL 475766.1 3774364 6.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1895 ALL 475786.1 3774364 7.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1896 ALL 475806.1 3774364 7.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1897 ALL 475826.1 3774364 8.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1898 ALL 475846.1 3774364 8.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1899 ALL 475866.1 3774364 8.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1900 ALL 475886.1 3774364 9.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1901 ALL 475906.1 3774364 9.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1902 ALL 475926.1 3774364 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1903 ALL 475946.1 3774364 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1904 ALL 475966.1 3774364 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1905 ALL 475986.1 3774364 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1906 ALL 476006.1 3774364 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1907 ALL 476026.1 3774364 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1908 ALL 476046.1 3774364 1.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1909 ALL 476066.1 3774364 1.71E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1910 ALL 476086.1 3774364 1.85E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1911 ALL 476106.1 3774364 2.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1912 ALL 476126.1 3774364 2.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1913 ALL 476146.1 3774364 2.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1914 ALL 476166.1 3774364 2.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1915 ALL 476186.1 3774364 3.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1916 ALL 476206.1 3774364 3.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1917 ALL 476226.1 3774364 3.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1918 ALL 476246.1 3774364 4.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1919 ALL 476266.1 3774364 5.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1920 ALL 476286.1 3774364 5.87E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1921 ALL 476306.1 3774364 7.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1922 ALL 476326.1 3774364 8.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1923 ALL 476346.1 3774364 1.08E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1924 ALL 476366.1 3774364 1.40E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1925 ALL 476386.1 3774364 1.91E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1926 ALL 477046.1 3774364 1.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1927 ALL 477066.1 3774364 1.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1928 ALL 477086.1 3774364 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1929 ALL 477106.1 3774364 1.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1930 ALL 477126.1 3774364 1.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1931 ALL 477146.1 3774364 1.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1932 ALL 477166.1 3774364 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1933 ALL 477466.1 3774364 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1934 ALL 477486.1 3774364 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1935 ALL 477506.1 3774364 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1936 ALL 477526.1 3774364 9.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1937 ALL 475526.1 3774384 4.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1938 ALL 475546.1 3774384 4.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1939 ALL 475566.1 3774384 4.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1940 ALL 475586.1 3774384 4.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1941 ALL 475606.1 3774384 4.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1942 ALL 475626.1 3774384 5.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1943 ALL 475646.1 3774384 5.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1944 ALL 475666.1 3774384 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1945 ALL 475686.1 3774384 5.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1946 ALL 475706.1 3774384 5.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1947 ALL 475726.1 3774384 6.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1948 ALL 475746.1 3774384 6.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1949 ALL 475766.1 3774384 6.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1950 ALL 475786.1 3774384 7.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1951 ALL 475806.1 3774384 7.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1952 ALL 475826.1 3774384 7.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1953 ALL 475846.1 3774384 8.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1954 ALL 475866.1 3774384 8.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1955 ALL 475886.1 3774384 9.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1956 ALL 475906.1 3774384 9.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1957 ALL 475926.1 3774384 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1958 ALL 475946.1 3774384 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1959 ALL 475966.1 3774384 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1960 ALL 475986.1 3774384 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1961 ALL 476006.1 3774384 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1962 ALL 476026.1 3774384 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1963 ALL 476046.1 3774384 1.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1964 ALL 476066.1 3774384 1.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1965 ALL 476086.1 3774384 1.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1966 ALL 476106.1 3774384 1.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1967 ALL 476126.1 3774384 2.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1968 ALL 476146.1 3774384 2.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1969 ALL 476166.1 3774384 2.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1970 ALL 476186.1 3774384 2.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1971 ALL 476206.1 3774384 3.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1972 ALL 476226.1 3774384 3.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1973 ALL 476246.1 3774384 4.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1974 ALL 476266.1 3774384 4.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1975 ALL 476286.1 3774384 5.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1976 ALL 476306.1 3774384 6.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1977 ALL 476326.1 3774384 7.96E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1978 ALL 476346.1 3774384 9.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1979 ALL 476366.1 3774384 1.25E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1980 ALL 476386.1 3774384 1.65E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1981 ALL 476417.9 3774378 3.21E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1982 ALL 477046.1 3774384 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1983 ALL 477066.1 3774384 1.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1984 ALL 477086.1 3774384 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1985 ALL 477106.1 3774384 1.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1986 ALL 477126.1 3774384 1.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1987 ALL 477146.1 3774384 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1988 ALL 477166.1 3774384 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1989 ALL 477466.1 3774384 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1990 ALL 477486.1 3774384 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1991 ALL 477506.1 3774384 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1992 ALL 477526.1 3774384 9.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1993 ALL 475526.1 3774404 4.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1994 ALL 475546.1 3774404 4.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1995 ALL 475566.1 3774404 4.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1996 ALL 475586.1 3774404 4.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1997 ALL 475606.1 3774404 4.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1998 ALL 475626.1 3774404 5.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1999 ALL 475646.1 3774404 5.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2000 ALL 475666.1 3774404 5.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2001 ALL 475686.1 3774404 5.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2002 ALL 475706.1 3774404 5.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2003 ALL 475726.1 3774404 6.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2004 ALL 475746.1 3774404 6.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2005 ALL 475766.1 3774404 6.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2006 ALL 475786.1 3774404 7.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2007 ALL 475806.1 3774404 7.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2008 ALL 475826.1 3774404 7.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2009 ALL 475846.1 3774404 8.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2010 ALL 475866.1 3774404 8.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2011 ALL 475886.1 3774404 9.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2012 ALL 475906.1 3774404 9.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2013 ALL 475926.1 3774404 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2014 ALL 475946.1 3774404 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2015 ALL 475966.1 3774404 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2016 ALL 475986.1 3774404 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2017 ALL 476006.1 3774404 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2018 ALL 476026.1 3774404 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2019 ALL 476046.1 3774404 1.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2020 ALL 476066.1 3774404 1.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2021 ALL 476086.1 3774404 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2022 ALL 476106.1 3774404 1.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2023 ALL 476126.1 3774404 2.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2024 ALL 476146.1 3774404 2.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2025 ALL 476166.1 3774404 2.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2026 ALL 476186.1 3774404 2.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2027 ALL 476206.1 3774404 3.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2028 ALL 476226.1 3774404 3.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2029 ALL 476246.1 3774404 3.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2030 ALL 476266.1 3774404 4.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2031 ALL 476286.1 3774404 5.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2032 ALL 476306.1 3774404 6.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2033 ALL 476326.1 3774404 7.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2034 ALL 477046.1 3774404 1.85E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2035 ALL 477066.1 3774404 1.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2036 ALL 477086.1 3774404 1.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2037 ALL 477106.1 3774404 1.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2038 ALL 477126.1 3774404 1.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2039 ALL 477146.1 3774404 1.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2040 ALL 477166.1 3774404 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2041 ALL 477186.1 3774404 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2042 ALL 477206.1 3774404 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2043 ALL 477226.1 3774404 1.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2044 ALL 477246.1 3774404 1.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2045 ALL 477266.1 3774404 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2046 ALL 477286.1 3774404 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2047 ALL 477306.1 3774404 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2048 ALL 477326.1 3774404 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2049 ALL 477346.1 3774404 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2050 ALL 477366.1 3774404 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2051 ALL 477386.1 3774404 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2052 ALL 477406.1 3774404 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2053 ALL 477426.1 3774404 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2054 ALL 477446.1 3774404 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2055 ALL 477466.1 3774404 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2056 ALL 477486.1 3774404 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2057 ALL 477506.1 3774404 9.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2058 ALL 477526.1 3774404 9.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2059 ALL 475946.1 3774424 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2060 ALL 475966.1 3774424 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2061 ALL 475986.1 3774424 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2062 ALL 476006.1 3774424 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2063 ALL 476026.1 3774424 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2064 ALL 476046.1 3774424 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2065 ALL 476066.1 3774424 1.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2066 ALL 476086.1 3774424 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2067 ALL 476106.1 3774424 1.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2068 ALL 476126.1 3774424 1.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2069 ALL 476146.1 3774424 2.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2070 ALL 476166.1 3774424 2.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2071 ALL 476186.1 3774424 2.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2072 ALL 476206.1 3774424 2.92E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2073 ALL 476226.1 3774424 3.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2074 ALL 476246.1 3774424 3.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2075 ALL 476266.1 3774424 4.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2076 ALL 476286.1 3774424 4.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2077 ALL 476306.1 3774424 5.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2078 ALL 476326.1 3774424 6.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2079 ALL 476346.1 3774424 7.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2080 ALL 476366.1 3774424 9.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2081 ALL 476386.1 3774424 1.15E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2082 ALL 476406.1 3774424 1.42E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2083 ALL 476426.1 3774424 1.76E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2084 ALL 476446.1 3774424 2.14E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2085 ALL 476466.1 3774424 2.45E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2086 ALL 476486.1 3774424 2.62E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2087 ALL 476506.1 3774424 2.65E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2088 ALL 476526.1 3774424 2.53E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2089 ALL 476546.1 3774424 2.26E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2090 ALL 476566.1 3774424 1.93E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2091 ALL 476586.1 3774424 1.63E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2092 ALL 476606.1 3774424 1.39E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2093 ALL 476626.1 3774424 1.19E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2094 ALL 476646.1 3774424 1.03E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2095 ALL 476666.1 3774424 8.97E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2096 ALL 476686.1 3774424 7.87E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2097 ALL 476706.1 3774424 6.97E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2098 ALL 476726.1 3774424 6.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2099 ALL 476746.1 3774424 5.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2100 ALL 476766.1 3774424 5.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2101 ALL 476786.1 3774424 4.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2102 ALL 476806.1 3774424 4.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2103 ALL 476826.1 3774424 3.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2104 ALL 476846.1 3774424 3.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2105 ALL 476866.1 3774424 3.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2106 ALL 476886.1 3774424 2.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2107 ALL 476906.1 3774424 2.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2108 ALL 476926.1 3774424 2.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2109 ALL 476946.1 3774424 2.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2110 ALL 476966.1 3774424 2.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2111 ALL 476986.1 3774424 2.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2112 ALL 477006.1 3774424 1.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2113 ALL 477026.1 3774424 1.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2114 ALL 477046.1 3774424 1.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2115 ALL 477066.1 3774424 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2116 ALL 477086.1 3774424 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2117 ALL 477106.1 3774424 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2118 ALL 477126.1 3774424 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2119 ALL 477146.1 3774424 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2120 ALL 477166.1 3774424 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2121 ALL 477186.1 3774424 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2122 ALL 477206.1 3774424 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2123 ALL 477226.1 3774424 1.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2124 ALL 477246.1 3774424 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2125 ALL 477266.1 3774424 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2126 ALL 477286.1 3774424 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2127 ALL 477306.1 3774424 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2128 ALL 477326.1 3774424 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2129 ALL 477346.1 3774424 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2130 ALL 477366.1 3774424 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2131 ALL 477386.1 3774424 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2132 ALL 477406.1 3774424 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2133 ALL 477426.1 3774424 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2134 ALL 477446.1 3774424 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2135 ALL 477466.1 3774424 9.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2136 ALL 477486.1 3774424 9.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2137 ALL 477506.1 3774424 9.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2138 ALL 477526.1 3774424 9.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2139 ALL 475946.1 3774444 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2140 ALL 475966.1 3774444 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2141 ALL 475986.1 3774444 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2142 ALL 476006.1 3774444 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2143 ALL 476026.1 3774444 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2144 ALL 476046.1 3774444 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2145 ALL 476066.1 3774444 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2146 ALL 476086.1 3774444 1.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2147 ALL 476106.1 3774444 1.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2148 ALL 476126.1 3774444 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2149 ALL 476146.1 3774444 2.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2150 ALL 476166.1 3774444 2.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2151 ALL 476186.1 3774444 2.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2152 ALL 476206.1 3774444 2.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2153 ALL 476226.1 3774444 3.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2154 ALL 476246.1 3774444 3.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2155 ALL 476266.1 3774444 3.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2156 ALL 476286.1 3774444 4.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2157 ALL 476306.1 3774444 5.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2158 ALL 476326.1 3774444 5.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2159 ALL 476346.1 3774444 6.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2160 ALL 476366.1 3774444 8.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2161 ALL 476386.1 3774444 9.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2162 ALL 476406.1 3774444 1.13E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2163 ALL 476426.1 3774444 1.33E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2164 ALL 476446.1 3774444 1.53E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2165 ALL 476466.1 3774444 1.69E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2166 ALL 476486.1 3774444 1.78E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2167 ALL 476506.1 3774444 1.78E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2168 ALL 476526.1 3774444 1.71E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2169 ALL 476546.1 3774444 1.57E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2170 ALL 476566.1 3774444 1.40E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2171 ALL 476586.1 3774444 1.23E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2172 ALL 476606.1 3774444 1.08E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2173 ALL 476626.1 3774444 9.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2174 ALL 476646.1 3774444 8.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2175 ALL 476666.1 3774444 7.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2176 ALL 476686.1 3774444 6.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2177 ALL 476706.1 3774444 6.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2178 ALL 476726.1 3774444 5.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2179 ALL 476746.1 3774444 4.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2180 ALL 476766.1 3774444 4.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2181 ALL 476786.1 3774444 4.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2182 ALL 476806.1 3774444 3.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2183 ALL 476826.1 3774444 3.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2184 ALL 476846.1 3774444 3.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2185 ALL 476866.1 3774444 2.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2186 ALL 476886.1 3774444 2.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2187 ALL 476906.1 3774444 2.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2188 ALL 476926.1 3774444 2.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2189 ALL 476946.1 3774444 2.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2190 ALL 476966.1 3774444 2.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2191 ALL 476986.1 3774444 2.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2192 ALL 477006.1 3774444 1.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2193 ALL 477026.1 3774444 1.79E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2194 ALL 477046.1 3774444 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2195 ALL 477066.1 3774444 1.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2196 ALL 477086.1 3774444 1.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2197 ALL 477106.1 3774444 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2198 ALL 477126.1 3774444 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2199 ALL 477146.1 3774444 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2200 ALL 477166.1 3774444 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2201 ALL 477186.1 3774444 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2202 ALL 477206.1 3774444 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2203 ALL 477226.1 3774444 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2204 ALL 477246.1 3774444 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2205 ALL 477266.1 3774444 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2206 ALL 477286.1 3774444 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2207 ALL 477306.1 3774444 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2208 ALL 477326.1 3774444 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2209 ALL 477346.1 3774444 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2210 ALL 477366.1 3774444 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2211 ALL 477386.1 3774444 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2212 ALL 477406.1 3774444 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2213 ALL 477426.1 3774444 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2214 ALL 477446.1 3774444 9.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2215 ALL 477466.1 3774444 9.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2216 ALL 477486.1 3774444 9.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2217 ALL 477506.1 3774444 9.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2218 ALL 477526.1 3774444 8.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2219 ALL 475946.1 3774464 9.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2220 ALL 475966.1 3774464 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2221 ALL 475986.1 3774464 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2222 ALL 476006.1 3774464 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2223 ALL 476026.1 3774464 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2224 ALL 476046.1 3774464 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2225 ALL 476066.1 3774464 1.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2226 ALL 476086.1 3774464 1.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2227 ALL 476106.1 3774464 1.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2228 ALL 476126.1 3774464 1.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2229 ALL 476146.1 3774464 1.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2230 ALL 476166.1 3774464 2.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2231 ALL 476186.1 3774464 2.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2232 ALL 476206.1 3774464 2.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2233 ALL 476226.1 3774464 2.90E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2234 ALL 476246.1 3774464 3.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2235 ALL 476266.1 3774464 3.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2236 ALL 476286.1 3774464 4.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2237 ALL 476306.1 3774464 4.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2238 ALL 476326.1 3774464 5.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2239 ALL 476346.1 3774464 6.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2240 ALL 476366.1 3774464 6.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2241 ALL 476386.1 3774464 7.97E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2242 ALL 476406.1 3774464 9.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2243 ALL 476426.1 3774464 1.04E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2244 ALL 476446.1 3774464 1.16E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2245 ALL 476466.1 3774464 1.24E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2246 ALL 476486.1 3774464 1.29E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2247 ALL 476506.1 3774464 1.30E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2248 ALL 476526.1 3774464 1.25E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2249 ALL 476546.1 3774464 1.17E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2250 ALL 476566.1 3774464 1.07E-05 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2251 ALL 476586.1 3774464 9.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2252 ALL 476606.1 3774464 8.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2253 ALL 476626.1 3774464 7.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2254 ALL 476646.1 3774464 6.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2255 ALL 476666.1 3774464 6.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2256 ALL 476686.1 3774464 5.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2257 ALL 476706.1 3774464 5.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2258 ALL 476726.1 3774464 4.72E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2259 ALL 476746.1 3774464 4.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2260 ALL 476766.1 3774464 3.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2261 ALL 476786.1 3774464 3.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2262 ALL 476806.1 3774464 3.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2263 ALL 476826.1 3774464 3.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2264 ALL 476846.1 3774464 2.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2265 ALL 476866.1 3774464 2.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2266 ALL 476886.1 3774464 2.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2267 ALL 476906.1 3774464 2.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2268 ALL 476926.1 3774464 2.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2269 ALL 476946.1 3774464 2.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2270 ALL 476966.1 3774464 2.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2271 ALL 476986.1 3774464 1.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2272 ALL 477006.1 3774464 1.79E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2273 ALL 477026.1 3774464 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2274 ALL 477046.1 3774464 1.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2275 ALL 477066.1 3774464 1.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2276 ALL 477086.1 3774464 1.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2277 ALL 477106.1 3774464 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2278 ALL 477126.1 3774464 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2279 ALL 477146.1 3774464 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2280 ALL 477166.1 3774464 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2281 ALL 477186.1 3774464 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2282 ALL 477206.1 3774464 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2283 ALL 477226.1 3774464 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2284 ALL 477246.1 3774464 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2285 ALL 477266.1 3774464 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2286 ALL 477286.1 3774464 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2287 ALL 477306.1 3774464 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2288 ALL 477326.1 3774464 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2289 ALL 477346.1 3774464 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2290 ALL 477366.1 3774464 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2291 ALL 477386.1 3774464 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2292 ALL 477406.1 3774464 9.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2293 ALL 477426.1 3774464 9.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2294 ALL 477446.1 3774464 9.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2295 ALL 477466.1 3774464 9.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2296 ALL 477486.1 3774464 8.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2297 ALL 477506.1 3774464 8.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2298 ALL 477526.1 3774464 8.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2299 ALL 475946.1 3774484 9.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2300 ALL 475966.1 3774484 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2301 ALL 475986.1 3774484 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2302 ALL 476006.1 3774484 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2303 ALL 476026.1 3774484 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2304 ALL 476046.1 3774484 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2305 ALL 476066.1 3774484 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2306 ALL 476086.1 3774484 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2307 ALL 476106.1 3774484 1.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2308 ALL 476126.1 3774484 1.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2309 ALL 476146.1 3774484 1.90E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2310 ALL 476166.1 3774484 2.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2311 ALL 476186.1 3774484 2.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2312 ALL 476206.1 3774484 2.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2313 ALL 476226.1 3774484 2.73E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2314 ALL 476246.1 3774484 3.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2315 ALL 476266.1 3774484 3.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2316 ALL 476286.1 3774484 3.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2317 ALL 476306.1 3774484 4.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2318 ALL 476326.1 3774484 4.71E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2319 ALL 476346.1 3774484 5.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2320 ALL 476366.1 3774484 5.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2321 ALL 476386.1 3774484 6.72E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2322 ALL 476406.1 3774484 7.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2323 ALL 476426.1 3774484 8.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2324 ALL 476446.1 3774484 9.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2325 ALL 476466.1 3774484 9.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2326 ALL 476486.1 3774484 9.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2327 ALL 476506.1 3774484 9.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2328 ALL 476526.1 3774484 9.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2329 ALL 476546.1 3774484 9.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2330 ALL 476566.1 3774484 8.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2331 ALL 476586.1 3774484 7.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2332 ALL 476606.1 3774484 7.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2333 ALL 476626.1 3774484 6.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2334 ALL 476646.1 3774484 5.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2335 ALL 476666.1 3774484 5.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2336 ALL 476686.1 3774484 4.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2337 ALL 476706.1 3774484 4.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2338 ALL 476726.1 3774484 4.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2339 ALL 476746.1 3774484 3.81E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2340 ALL 476766.1 3774484 3.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2341 ALL 476786.1 3774484 3.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2342 ALL 476806.1 3774484 3.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2343 ALL 476826.1 3774484 2.85E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2344 ALL 476846.1 3774484 2.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2345 ALL 476866.1 3774484 2.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2346 ALL 476886.1 3774484 2.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2347 ALL 476906.1 3774484 2.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2348 ALL 476926.1 3774484 2.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2349 ALL 476946.1 3774484 1.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2350 ALL 476966.1 3774484 1.87E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2351 ALL 476986.1 3774484 1.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2352 ALL 477006.1 3774484 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2353 ALL 477026.1 3774484 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2354 ALL 477046.1 3774484 1.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2355 ALL 477066.1 3774484 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2356 ALL 477086.1 3774484 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2357 ALL 477106.1 3774484 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2358 ALL 477126.1 3774484 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2359 ALL 477146.1 3774484 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2360 ALL 477166.1 3774484 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2361 ALL 477186.1 3774484 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2362 ALL 477206.1 3774484 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2363 ALL 477226.1 3774484 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2364 ALL 477246.1 3774484 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2365 ALL 477266.1 3774484 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2366 ALL 477286.1 3774484 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2367 ALL 477306.1 3774484 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2368 ALL 477326.1 3774484 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2369 ALL 477346.1 3774484 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2370 ALL 477366.1 3774484 9.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2371 ALL 477386.1 3774484 9.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2372 ALL 477406.1 3774484 9.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2373 ALL 477426.1 3774484 9.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2374 ALL 477446.1 3774484 8.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2375 ALL 477466.1 3774484 8.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2376 ALL 477486.1 3774484 8.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2377 ALL 477506.1 3774484 8.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2378 ALL 477526.1 3774484 8.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2379 ALL 475946.1 3774504 9.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2380 ALL 475966.1 3774504 9.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2381 ALL 475986.1 3774504 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2382 ALL 476006.1 3774504 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2383 ALL 476026.1 3774504 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2384 ALL 476046.1 3774504 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2385 ALL 476066.1 3774504 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2386 ALL 476086.1 3774504 1.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2387 ALL 476106.1 3774504 1.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2388 ALL 476126.1 3774504 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2389 ALL 476146.1 3774504 1.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2390 ALL 476166.1 3774504 1.97E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2391 ALL 476186.1 3774504 2.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2392 ALL 476206.1 3774504 2.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2393 ALL 476226.1 3774504 2.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2394 ALL 476246.1 3774504 2.81E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2395 ALL 476266.1 3774504 3.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2396 ALL 476286.1 3774504 3.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2397 ALL 476306.1 3774504 3.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2398 ALL 476326.1 3774504 4.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2399 ALL 476346.1 3774504 4.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2400 ALL 476366.1 3774504 5.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2401 ALL 476386.1 3774504 5.73E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2402 ALL 476406.1 3774504 6.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2403 ALL 476426.1 3774504 6.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2404 ALL 476446.1 3774504 7.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2405 ALL 476466.1 3774504 7.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2406 ALL 476486.1 3774504 7.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2407 ALL 476506.1 3774504 7.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2408 ALL 476526.1 3774504 7.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2409 ALL 476546.1 3774504 7.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2410 ALL 476566.1 3774504 6.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2411 ALL 476586.1 3774504 6.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2412 ALL 476606.1 3774504 5.90E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2413 ALL 476626.1 3774504 5.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2414 ALL 476646.1 3774504 4.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2415 ALL 476666.1 3774504 4.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2416 ALL 476686.1 3774504 4.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2417 ALL 476706.1 3774504 3.90E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2418 ALL 476726.1 3774504 3.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2419 ALL 476746.1 3774504 3.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2420 ALL 476766.1 3774504 3.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2421 ALL 476786.1 3774504 2.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2422 ALL 476806.1 3774504 2.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2423 ALL 476826.1 3774504 2.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2424 ALL 476846.1 3774504 2.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2425 ALL 476866.1 3774504 2.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2426 ALL 476886.1 3774504 2.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2427 ALL 476906.1 3774504 2.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2428 ALL 476926.1 3774504 1.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2429 ALL 476946.1 3774504 1.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2430 ALL 476966.1 3774504 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2431 ALL 476986.1 3774504 1.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2432 ALL 477006.1 3774504 1.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2433 ALL 477026.1 3774504 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2434 ALL 477046.1 3774504 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2435 ALL 477066.1 3774504 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2436 ALL 477086.1 3774504 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2437 ALL 477106.1 3774504 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2438 ALL 477126.1 3774504 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2439 ALL 477146.1 3774504 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2440 ALL 477166.1 3774504 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2441 ALL 477186.1 3774504 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2442 ALL 477206.1 3774504 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2443 ALL 477226.1 3774504 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2444 ALL 477246.1 3774504 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2445 ALL 477266.1 3774504 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2446 ALL 477286.1 3774504 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2447 ALL 477306.1 3774504 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2448 ALL 477326.1 3774504 9.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2449 ALL 477346.1 3774504 9.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2450 ALL 477366.1 3774504 9.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2451 ALL 477386.1 3774504 9.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2452 ALL 477406.1 3774504 8.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2453 ALL 477426.1 3774504 8.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2454 ALL 477446.1 3774504 8.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2455 ALL 477466.1 3774504 8.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2456 ALL 477486.1 3774504 7.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2457 ALL 477506.1 3774504 7.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2458 ALL 477526.1 3774504 7.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2459 ALL 475946.1 3774524 9.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2460 ALL 475966.1 3774524 9.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2461 ALL 475986.1 3774524 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2462 ALL 476006.1 3774524 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2463 ALL 476026.1 3774524 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2464 ALL 476046.1 3774524 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2465 ALL 476066.1 3774524 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2466 ALL 476086.1 3774524 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2467 ALL 476106.1 3774524 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2468 ALL 476126.1 3774524 1.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2469 ALL 476146.1 3774524 1.73E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2470 ALL 476166.1 3774524 1.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2471 ALL 476186.1 3774524 2.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2472 ALL 476206.1 3774524 2.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2473 ALL 476226.1 3774524 2.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2474 ALL 476246.1 3774524 2.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2475 ALL 476266.1 3774524 2.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2476 ALL 476286.1 3774524 3.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2477 ALL 476306.1 3774524 3.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2478 ALL 476326.1 3774524 3.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2479 ALL 476346.1 3774524 4.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2480 ALL 476366.1 3774524 4.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2481 ALL 476386.1 3774524 4.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2482 ALL 476406.1 3774524 5.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2483 ALL 476426.1 3774524 5.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2484 ALL 476446.1 3774524 6.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2485 ALL 476466.1 3774524 6.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2486 ALL 476486.1 3774524 6.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2487 ALL 476506.1 3774524 6.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2488 ALL 476526.1 3774524 6.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2489 ALL 476546.1 3774524 6.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2490 ALL 476566.1 3774524 5.73E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2491 ALL 476586.1 3774524 5.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2492 ALL 476606.1 3774524 5.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2493 ALL 476626.1 3774524 4.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2494 ALL 476646.1 3774524 4.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2495 ALL 476666.1 3774524 4.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2496 ALL 476686.1 3774524 3.71E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2497 ALL 476706.1 3774524 3.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2498 ALL 476726.1 3774524 3.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2499 ALL 476746.1 3774524 3.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2500 ALL 476766.1 3774524 2.81E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2501 ALL 476786.1 3774524 2.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2502 ALL 476806.1 3774524 2.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2503 ALL 476826.1 3774524 2.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2504 ALL 476846.1 3774524 2.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2505 ALL 476866.1 3774524 2.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2506 ALL 476886.1 3774524 1.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2507 ALL 476906.1 3774524 1.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2508 ALL 476926.1 3774524 1.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2509 ALL 476946.1 3774524 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2510 ALL 476966.1 3774524 1.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2511 ALL 476986.1 3774524 1.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2512 ALL 477006.1 3774524 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2513 ALL 477026.1 3774524 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2514 ALL 477046.1 3774524 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2515 ALL 477066.1 3774524 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2516 ALL 477086.1 3774524 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2517 ALL 477106.1 3774524 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2518 ALL 477126.1 3774524 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2519 ALL 477146.1 3774524 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2520 ALL 477166.1 3774524 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2521 ALL 477186.1 3774524 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2522 ALL 477206.1 3774524 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2523 ALL 477226.1 3774524 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2524 ALL 477246.1 3774524 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2525 ALL 477266.1 3774524 9.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2526 ALL 477286.1 3774524 9.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2527 ALL 477306.1 3774524 9.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2528 ALL 477326.1 3774524 9.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2529 ALL 477346.1 3774524 8.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2530 ALL 477366.1 3774524 8.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2531 ALL 477386.1 3774524 8.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2532 ALL 477406.1 3774524 8.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2533 ALL 477426.1 3774524 8.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2534 ALL 477446.1 3774524 7.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2535 ALL 477466.1 3774524 7.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2536 ALL 477486.1 3774524 7.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2537 ALL 477506.1 3774524 7.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2538 ALL 477526.1 3774524 7.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2539 ALL 475946.1 3774544 8.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2540 ALL 475966.1 3774544 9.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2541 ALL 475986.1 3774544 9.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2542 ALL 476006.1 3774544 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2543 ALL 476026.1 3774544 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2544 ALL 476046.1 3774544 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2545 ALL 476066.1 3774544 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2546 ALL 476086.1 3774544 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2547 ALL 476106.1 3774544 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2548 ALL 476126.1 3774544 1.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2549 ALL 476146.1 3774544 1.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2550 ALL 476166.1 3774544 1.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2551 ALL 476186.1 3774544 1.92E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2552 ALL 476206.1 3774544 2.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2553 ALL 476226.1 3774544 2.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2554 ALL 476246.1 3774544 2.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2555 ALL 476266.1 3774544 2.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2556 ALL 476286.1 3774544 2.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2557 ALL 476306.1 3774544 3.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2558 ALL 476326.1 3774544 3.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2559 ALL 476346.1 3774544 3.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2560 ALL 476366.1 3774544 3.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2561 ALL 476386.1 3774544 4.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2562 ALL 476406.1 3774544 4.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2563 ALL 476426.1 3774544 4.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2564 ALL 476446.1 3774544 5.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2565 ALL 476466.1 3774544 5.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2566 ALL 476486.1 3774544 5.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2567 ALL 476506.1 3774544 5.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2568 ALL 476526.1 3774544 5.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2569 ALL 476546.1 3774544 5.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2570 ALL 476566.1 3774544 4.85E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2571 ALL 476586.1 3774544 4.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2572 ALL 476606.1 3774544 4.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2573 ALL 476626.1 3774544 4.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2574 ALL 476646.1 3774544 3.79E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2575 ALL 476666.1 3774544 3.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2576 ALL 476686.1 3774544 3.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2577 ALL 476706.1 3774544 3.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2578 ALL 476726.1 3774544 2.87E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2579 ALL 476746.1 3774544 2.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2580 ALL 476766.1 3774544 2.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2581 ALL 476786.1 3774544 2.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2582 ALL 476806.1 3774544 2.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2583 ALL 476826.1 3774544 2.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2584 ALL 476846.1 3774544 2.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2585 ALL 476866.1 3774544 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2586 ALL 476886.1 3774544 1.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2587 ALL 476906.1 3774544 1.73E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2588 ALL 476926.1 3774544 1.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2589 ALL 476946.1 3774544 1.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2590 ALL 476966.1 3774544 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2591 ALL 476986.1 3774544 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2592 ALL 477006.1 3774544 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2593 ALL 477026.1 3774544 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2594 ALL 477046.1 3774544 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2595 ALL 477066.1 3774544 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2596 ALL 477086.1 3774544 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2597 ALL 477106.1 3774544 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2598 ALL 477126.1 3774544 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2599 ALL 477146.1 3774544 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2600 ALL 477166.1 3774544 9.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2601 ALL 477186.1 3774544 9.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2602 ALL 477206.1 3774544 9.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2603 ALL 477226.1 3774544 9.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2604 ALL 477246.1 3774544 9.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2605 ALL 477266.1 3774544 9.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2606 ALL 477286.1 3774544 8.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2607 ALL 477306.1 3774544 8.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2608 ALL 477326.1 3774544 8.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2609 ALL 477346.1 3774544 8.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2610 ALL 477366.1 3774544 8.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2611 ALL 477386.1 3774544 7.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2612 ALL 477406.1 3774544 7.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2613 ALL 477426.1 3774544 7.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2614 ALL 477446.1 3774544 7.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2615 ALL 477466.1 3774544 7.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2616 ALL 477486.1 3774544 7.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2617 ALL 477506.1 3774544 6.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2618 ALL 477526.1 3774544 6.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2619 ALL 475946.1 3774564 8.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2620 ALL 475966.1 3774564 9.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2621 ALL 475986.1 3774564 9.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2622 ALL 476006.1 3774564 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2623 ALL 476026.1 3774564 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2624 ALL 476046.1 3774564 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2625 ALL 476066.1 3774564 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2626 ALL 476086.1 3774564 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2627 ALL 476106.1 3774564 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2628 ALL 476126.1 3774564 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2629 ALL 476146.1 3774564 1.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2630 ALL 476166.1 3774564 1.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2631 ALL 476186.1 3774564 1.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2632 ALL 476206.1 3774564 1.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2633 ALL 476226.1 3774564 2.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2634 ALL 476246.1 3774564 2.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2635 ALL 476266.1 3774564 2.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2636 ALL 476286.1 3774564 2.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2637 ALL 476306.1 3774564 2.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2638 ALL 476326.1 3774564 3.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2639 ALL 476346.1 3774564 3.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2640 ALL 476366.1 3774564 3.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2641 ALL 476386.1 3774564 3.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2642 ALL 476406.1 3774564 3.96E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2643 ALL 476426.1 3774564 4.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2644 ALL 476446.1 3774564 4.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2645 ALL 476466.1 3774564 4.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2646 ALL 476486.1 3774564 4.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2647 ALL 476506.1 3774564 4.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2648 ALL 476526.1 3774564 4.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2649 ALL 476546.1 3774564 4.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2650 ALL 476566.1 3774564 4.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2651 ALL 476586.1 3774564 3.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2652 ALL 476606.1 3774564 3.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2653 ALL 476626.1 3774564 3.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2654 ALL 476646.1 3774564 3.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2655 ALL 476666.1 3774564 3.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2656 ALL 476686.1 3774564 2.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2657 ALL 476706.1 3774564 2.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2658 ALL 476726.1 3774564 2.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2659 ALL 476746.1 3774564 2.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2660 ALL 476766.1 3774564 2.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2661 ALL 476786.1 3774564 2.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2662 ALL 476806.1 3774564 2.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2663 ALL 476826.1 3774564 1.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2664 ALL 476846.1 3774564 1.85E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2665 ALL 476866.1 3774564 1.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2666 ALL 476886.1 3774564 1.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2667 ALL 476906.1 3774564 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2668 ALL 476926.1 3774564 1.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2669 ALL 476946.1 3774564 1.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2670 ALL 476966.1 3774564 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2671 ALL 476986.1 3774564 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2672 ALL 477006.1 3774564 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2673 ALL 477026.1 3774564 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2674 ALL 477046.1 3774564 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2675 ALL 477066.1 3774564 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2676 ALL 477086.1 3774564 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2677 ALL 477106.1 3774564 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2678 ALL 477126.1 3774564 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2679 ALL 477146.1 3774564 9.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2680 ALL 477166.1 3774564 9.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2681 ALL 477186.1 3774564 9.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2682 ALL 477206.1 3774564 9.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2683 ALL 477226.1 3774564 8.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2684 ALL 477246.1 3774564 8.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2685 ALL 477266.1 3774564 8.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2686 ALL 477286.1 3774564 8.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2687 ALL 477306.1 3774564 8.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2688 ALL 477326.1 3774564 7.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2689 ALL 477346.1 3774564 7.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2690 ALL 477366.1 3774564 7.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2691 ALL 477386.1 3774564 7.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2692 ALL 477406.1 3774564 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2693 ALL 477426.1 3774564 7.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2694 ALL 477446.1 3774564 6.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2695 ALL 477466.1 3774564 6.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2696 ALL 477486.1 3774564 6.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2697 ALL 477506.1 3774564 6.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2698 ALL 477526.1 3774564 6.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2699 ALL 475946.1 3774584 8.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2700 ALL 475966.1 3774584 8.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2701 ALL 475986.1 3774584 9.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2702 ALL 476006.1 3774584 9.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2703 ALL 476026.1 3774584 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2704 ALL 476046.1 3774584 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2705 ALL 476066.1 3774584 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2706 ALL 476086.1 3774584 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2707 ALL 476106.1 3774584 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2708 ALL 476126.1 3774584 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2709 ALL 476146.1 3774584 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2710 ALL 476166.1 3774584 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2711 ALL 476186.1 3774584 1.71E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2712 ALL 476206.1 3774584 1.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2713 ALL 476226.1 3774584 1.96E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2714 ALL 476246.1 3774584 2.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2715 ALL 476266.1 3774584 2.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2716 ALL 476286.1 3774584 2.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2717 ALL 476306.1 3774584 2.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2718 ALL 476326.1 3774584 2.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2719 ALL 476346.1 3774584 2.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2720 ALL 476366.1 3774584 3.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2721 ALL 476386.1 3774584 3.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2722 ALL 476406.1 3774584 3.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2723 ALL 476426.1 3774584 3.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2724 ALL 476446.1 3774584 3.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2725 ALL 476466.1 3774584 3.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2726 ALL 476486.1 3774584 3.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2727 ALL 476506.1 3774584 3.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2728 ALL 476526.1 3774584 3.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2729 ALL 476546.1 3774584 3.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2730 ALL 476566.1 3774584 3.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2731 ALL 476586.1 3774584 3.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2732 ALL 476606.1 3774584 3.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2733 ALL 476626.1 3774584 3.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2734 ALL 476646.1 3774584 2.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2735 ALL 476666.1 3774584 2.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2736 ALL 476686.1 3774584 2.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2737 ALL 476706.1 3774584 2.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2738 ALL 476726.1 3774584 2.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2739 ALL 476746.1 3774584 2.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2740 ALL 476766.1 3774584 2.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2741 ALL 476786.1 3774584 1.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2742 ALL 476806.1 3774584 1.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2743 ALL 476826.1 3774584 1.79E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2744 ALL 476846.1 3774584 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2745 ALL 476866.1 3774584 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2746 ALL 476886.1 3774584 1.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2747 ALL 476906.1 3774584 1.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2748 ALL 476926.1 3774584 1.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2749 ALL 476946.1 3774584 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2750 ALL 476966.1 3774584 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2751 ALL 476986.1 3774584 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2752 ALL 477006.1 3774584 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2753 ALL 477026.1 3774584 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2754 ALL 477046.1 3774584 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2755 ALL 477066.1 3774584 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2756 ALL 477086.1 3774584 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2757 ALL 477106.1 3774584 9.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2758 ALL 477126.1 3774584 9.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2759 ALL 477146.1 3774584 9.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2760 ALL 477166.1 3774584 8.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2761 ALL 477186.1 3774584 8.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2762 ALL 477206.1 3774584 8.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2763 ALL 477226.1 3774584 8.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2764 ALL 477246.1 3774584 7.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2765 ALL 477266.1 3774584 7.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2766 ALL 477286.1 3774584 7.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2767 ALL 477306.1 3774584 7.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2768 ALL 477326.1 3774584 7.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2769 ALL 477346.1 3774584 7.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2770 ALL 477366.1 3774584 6.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2771 ALL 477386.1 3774584 6.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2772 ALL 477406.1 3774584 6.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2773 ALL 477426.1 3774584 6.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2774 ALL 477446.1 3774584 6.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2775 ALL 477466.1 3774584 6.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2776 ALL 477486.1 3774584 6.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2777 ALL 477506.1 3774584 6.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2778 ALL 477526.1 3774584 5.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2779 ALL 475946.1 3774604 8.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2780 ALL 475966.1 3774604 8.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2781 ALL 475986.1 3774604 9.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2782 ALL 476006.1 3774604 9.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2783 ALL 476026.1 3774604 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2784 ALL 476046.1 3774604 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2785 ALL 476066.1 3774604 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2786 ALL 476086.1 3774604 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2787 ALL 476106.1 3774604 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2788 ALL 476126.1 3774604 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2789 ALL 476146.1 3774604 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2790 ALL 476166.1 3774604 1.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2791 ALL 476186.1 3774604 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2792 ALL 476206.1 3774604 1.72E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2793 ALL 476226.1 3774604 1.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2794 ALL 476246.1 3774604 1.96E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2795 ALL 476266.1 3774604 2.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2796 ALL 476286.1 3774604 2.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2797 ALL 476306.1 3774604 2.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2798 ALL 476326.1 3774604 2.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2799 ALL 476346.1 3774604 2.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2800 ALL 476366.1 3774604 2.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2801 ALL 476386.1 3774604 2.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2802 ALL 476406.1 3774604 3.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2803 ALL 476426.1 3774604 3.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2804 ALL 476446.1 3774604 3.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2805 ALL 476466.1 3774604 3.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2806 ALL 476486.1 3774604 3.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2807 ALL 476506.1 3774604 3.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2808 ALL 476526.1 3774604 3.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2809 ALL 476546.1 3774604 3.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2810 ALL 476566.1 3774604 3.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2811 ALL 476586.1 3774604 3.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2812 ALL 476606.1 3774604 2.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2813 ALL 476626.1 3774604 2.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2814 ALL 476646.1 3774604 2.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2815 ALL 476666.1 3774604 2.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2816 ALL 476686.1 3774604 2.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2817 ALL 476706.1 3774604 2.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2818 ALL 476726.1 3774604 2.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2819 ALL 476746.1 3774604 2.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2820 ALL 476766.1 3774604 1.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2821 ALL 476786.1 3774604 1.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2822 ALL 476806.1 3774604 1.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2823 ALL 476826.1 3774604 1.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2824 ALL 476846.1 3774604 1.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2825 ALL 476866.1 3774604 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2826 ALL 476886.1 3774604 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2827 ALL 476906.1 3774604 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2828 ALL 476926.1 3774604 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2829 ALL 476946.1 3774604 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2830 ALL 476966.1 3774604 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2831 ALL 476986.1 3774604 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2832 ALL 477006.1 3774604 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2833 ALL 477026.1 3774604 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2834 ALL 477046.1 3774604 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2835 ALL 477066.1 3774604 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2836 ALL 477086.1 3774604 9.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2837 ALL 477106.1 3774604 9.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2838 ALL 477126.1 3774604 9.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2839 ALL 477146.1 3774604 8.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2840 ALL 477166.1 3774604 8.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2841 ALL 477186.1 3774604 8.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2842 ALL 477206.1 3774604 7.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2843 ALL 477226.1 3774604 7.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2844 ALL 477246.1 3774604 7.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2845 ALL 477266.1 3774604 7.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2846 ALL 477286.1 3774604 7.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2847 ALL 477306.1 3774604 6.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2848 ALL 477326.1 3774604 6.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2849 ALL 477346.1 3774604 6.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2850 ALL 477366.1 3774604 6.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2851 ALL 477386.1 3774604 6.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2852 ALL 477406.1 3774604 6.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2853 ALL 477426.1 3774604 6.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2854 ALL 477446.1 3774604 5.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2855 ALL 477466.1 3774604 5.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2856 ALL 477486.1 3774604 5.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2857 ALL 477506.1 3774604 5.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2858 ALL 477526.1 3774604 5.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2859 ALL 475946.1 3774624 7.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2860 ALL 475966.1 3774624 8.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2861 ALL 475986.1 3774624 8.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2862 ALL 476006.1 3774624 9.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2863 ALL 476026.1 3774624 9.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2864 ALL 476046.1 3774624 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2865 ALL 476066.1 3774624 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2866 ALL 476086.1 3774624 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2867 ALL 476106.1 3774624 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2868 ALL 476126.1 3774624 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2869 ALL 476146.1 3774624 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2870 ALL 476166.1 3774624 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2871 ALL 476186.1 3774624 1.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2872 ALL 476206.1 3774624 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2873 ALL 476226.1 3774624 1.72E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2874 ALL 476246.1 3774624 1.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2875 ALL 476266.1 3774624 1.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2876 ALL 476286.1 3774624 2.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2877 ALL 476306.1 3774624 2.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2878 ALL 476326.1 3774624 2.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2879 ALL 476346.1 3774624 2.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2880 ALL 476366.1 3774624 2.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2881 ALL 476386.1 3774624 2.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2882 ALL 476406.1 3774624 2.72E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2883 ALL 476426.1 3774624 2.81E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2884 ALL 476446.1 3774624 2.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2885 ALL 476466.1 3774624 2.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2886 ALL 476486.1 3774624 2.96E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2887 ALL 476506.1 3774624 2.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2888 ALL 476526.1 3774624 2.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2889 ALL 476546.1 3774624 2.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2890 ALL 476566.1 3774624 2.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2891 ALL 476586.1 3774624 2.73E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2892 ALL 476606.1 3774624 2.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2893 ALL 476626.1 3774624 2.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2894 ALL 476646.1 3774624 2.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2895 ALL 476666.1 3774624 2.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2896 ALL 476686.1 3774624 2.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2897 ALL 476706.1 3774624 2.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2898 ALL 476726.1 3774624 1.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2899 ALL 476746.1 3774624 1.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2900 ALL 476766.1 3774624 1.79E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2901 ALL 476786.1 3774624 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2902 ALL 476806.1 3774624 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2903 ALL 476826.1 3774624 1.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2904 ALL 476846.1 3774624 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2905 ALL 476866.1 3774624 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2906 ALL 476886.1 3774624 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2907 ALL 476906.1 3774624 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2908 ALL 476926.1 3774624 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2909 ALL 476946.1 3774624 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2910 ALL 476966.1 3774624 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2911 ALL 476986.1 3774624 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2912 ALL 477006.1 3774624 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2913 ALL 477026.1 3774624 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2914 ALL 477046.1 3774624 9.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2915 ALL 477066.1 3774624 9.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2916 ALL 477086.1 3774624 9.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2917 ALL 477106.1 3774624 8.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2918 ALL 477126.1 3774624 8.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2919 ALL 477146.1 3774624 8.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2920 ALL 477166.1 3774624 8.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2921 ALL 477186.1 3774624 7.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2922 ALL 477206.1 3774624 7.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2923 ALL 477226.1 3774624 6.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2924 ALL 477246.1 3774624 6.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2925 ALL 477266.1 3774624 6.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2926 ALL 477286.1 3774624 6.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2927 ALL 477306.1 3774624 6.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2928 ALL 477326.1 3774624 6.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2929 ALL 477346.1 3774624 6.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2930 ALL 477366.1 3774624 5.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2931 ALL 477386.1 3774624 5.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2932 ALL 477406.1 3774624 5.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2933 ALL 477426.1 3774624 5.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2934 ALL 477446.1 3774624 5.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2935 ALL 477466.1 3774624 5.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2936 ALL 477486.1 3774624 5.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2937 ALL 477506.1 3774624 5.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2938 ALL 477526.1 3774624 5.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2939 ALL 475946.1 3774644 7.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2940 ALL 475966.1 3774644 8.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2941 ALL 475986.1 3774644 8.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2942 ALL 476006.1 3774644 8.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2943 ALL 476026.1 3774644 9.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2944 ALL 476046.1 3774644 9.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2945 ALL 476066.1 3774644 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2946 ALL 476086.1 3774644 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2947 ALL 476106.1 3774644 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2948 ALL 476126.1 3774644 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2949 ALL 476146.1 3774644 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2950 ALL 476166.1 3774644 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2951 ALL 476186.1 3774644 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2952 ALL 476206.1 3774644 1.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2953 ALL 476226.1 3774644 1.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2954 ALL 476246.1 3774644 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2955 ALL 476266.1 3774644 1.79E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2956 ALL 476286.1 3774644 1.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2957 ALL 476306.1 3774644 1.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2958 ALL 476326.1 3774644 2.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2959 ALL 476346.1 3774644 2.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2960 ALL 476366.1 3774644 2.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2961 ALL 476386.1 3774644 2.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2962 ALL 476406.1 3774644 2.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2963 ALL 476426.1 3774644 2.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2964 ALL 476446.1 3774644 2.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2965 ALL 476466.1 3774644 2.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2966 ALL 476486.1 3774644 2.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2967 ALL 476506.1 3774644 2.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2968 ALL 476526.1 3774644 2.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2969 ALL 476546.1 3774644 2.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2970 ALL 476566.1 3774644 2.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2971 ALL 476586.1 3774644 2.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2972 ALL 476606.1 3774644 2.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2973 ALL 476626.1 3774644 2.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2974 ALL 476646.1 3774644 2.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2975 ALL 476666.1 3774644 2.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2976 ALL 476686.1 3774644 2.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2977 ALL 476706.1 3774644 1.92E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2978 ALL 476726.1 3774644 1.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2979 ALL 476746.1 3774644 1.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2980 ALL 476766.1 3774644 1.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2981 ALL 476786.1 3774644 1.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2982 ALL 476806.1 3774644 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2983 ALL 476826.1 3774644 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2984 ALL 476846.1 3774644 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2985 ALL 476866.1 3774644 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2986 ALL 476886.1 3774644 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2987 ALL 476906.1 3774644 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2988 ALL 476926.1 3774644 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2989 ALL 476946.1 3774644 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2990 ALL 476966.1 3774644 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2991 ALL 476986.1 3774644 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2992 ALL 477006.1 3774644 9.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2993 ALL 477026.1 3774644 9.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2994 ALL 477046.1 3774644 9.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2995 ALL 477066.1 3774644 8.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2996 ALL 477086.1 3774644 8.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2997 ALL 477106.1 3774644 8.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2998 ALL 477126.1 3774644 8.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2999 ALL 477146.1 3774644 7.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3000 ALL 477166.1 3774644 7.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3001 ALL 477186.1 3774644 7.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3002 ALL 477206.1 3774644 6.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3003 ALL 477226.1 3774644 6.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3004 ALL 477246.1 3774644 6.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3005 ALL 477266.1 3774644 6.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3006 ALL 477286.1 3774644 6.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3007 ALL 477306.1 3774644 5.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3008 ALL 477326.1 3774644 5.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3009 ALL 477346.1 3774644 5.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3010 ALL 477366.1 3774644 5.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3011 ALL 477386.1 3774644 5.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3012 ALL 477406.1 3774644 5.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3013 ALL 477426.1 3774644 5.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3014 ALL 477446.1 3774644 5.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3015 ALL 477466.1 3774644 5.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3016 ALL 477486.1 3774644 5.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3017 ALL 477506.1 3774644 4.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3018 ALL 477526.1 3774644 4.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3019 ALL 475946.1 3774664 7.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3020 ALL 475966.1 3774664 7.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3021 ALL 475986.1 3774664 8.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3022 ALL 476006.1 3774664 8.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3023 ALL 476026.1 3774664 9.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3024 ALL 476046.1 3774664 9.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3025 ALL 476066.1 3774664 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3026 ALL 476086.1 3774664 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3027 ALL 476106.1 3774664 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3028 ALL 476126.1 3774664 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3029 ALL 476146.1 3774664 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3030 ALL 476166.1 3774664 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3031 ALL 476186.1 3774664 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3032 ALL 476206.1 3774664 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3033 ALL 476226.1 3774664 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3034 ALL 476246.1 3774664 1.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3035 ALL 476266.1 3774664 1.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3036 ALL 476286.1 3774664 1.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3037 ALL 476306.1 3774664 1.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3038 ALL 476326.1 3774664 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3039 ALL 476346.1 3774664 1.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3040 ALL 476366.1 3774664 2.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3041 ALL 476386.1 3774664 2.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3042 ALL 476406.1 3774664 2.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3043 ALL 476426.1 3774664 2.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3044 ALL 476446.1 3774664 2.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3045 ALL 476466.1 3774664 2.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3046 ALL 476486.1 3774664 2.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3047 ALL 476506.1 3774664 2.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3048 ALL 476526.1 3774664 2.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3049 ALL 476546.1 3774664 2.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3050 ALL 476566.1 3774664 2.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3051 ALL 476586.1 3774664 2.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3052 ALL 476606.1 3774664 2.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3053 ALL 476626.1 3774664 2.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3054 ALL 476646.1 3774664 2.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3055 ALL 476666.1 3774664 1.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3056 ALL 476686.1 3774664 1.85E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3057 ALL 476706.1 3774664 1.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3058 ALL 476726.1 3774664 1.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3059 ALL 476746.1 3774664 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3060 ALL 476766.1 3774664 1.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3061 ALL 476786.1 3774664 1.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3062 ALL 476806.1 3774664 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3063 ALL 476826.1 3774664 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3064 ALL 476846.1 3774664 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3065 ALL 476866.1 3774664 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3066 ALL 476886.1 3774664 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3067 ALL 476906.1 3774664 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3068 ALL 476926.1 3774664 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3069 ALL 476946.1 3774664 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3070 ALL 476966.1 3774664 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3071 ALL 476986.1 3774664 9.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3072 ALL 477006.1 3774664 9.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3073 ALL 477026.1 3774664 9.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3074 ALL 477046.1 3774664 8.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3075 ALL 477066.1 3774664 8.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3076 ALL 477086.1 3774664 8.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3077 ALL 477106.1 3774664 7.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3078 ALL 477126.1 3774664 7.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3079 ALL 477146.1 3774664 7.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3080 ALL 477166.1 3774664 7.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3081 ALL 477186.1 3774664 7.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3082 ALL 477206.1 3774664 6.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3083 ALL 477226.1 3774664 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3084 ALL 477246.1 3774664 5.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3085 ALL 477266.1 3774664 5.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3086 ALL 477286.1 3774664 5.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3087 ALL 477306.1 3774664 5.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3088 ALL 477326.1 3774664 5.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3089 ALL 477346.1 3774664 5.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3090 ALL 477366.1 3774664 5.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3091 ALL 477386.1 3774664 5.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3092 ALL 477406.1 3774664 5.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3093 ALL 477426.1 3774664 4.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3094 ALL 477446.1 3774664 4.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3095 ALL 477466.1 3774664 4.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3096 ALL 477486.1 3774664 4.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3097 ALL 477506.1 3774664 4.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3098 ALL 477526.1 3774664 4.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3099 ALL 475946.1 3774684 7.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3100 ALL 475966.1 3774684 7.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3101 ALL 475986.1 3774684 7.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3102 ALL 476006.1 3774684 8.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3103 ALL 476026.1 3774684 8.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3104 ALL 476046.1 3774684 9.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3105 ALL 476066.1 3774684 9.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3106 ALL 476086.1 3774684 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3107 ALL 476106.1 3774684 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3108 ALL 476126.1 3774684 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3109 ALL 476146.1 3774684 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3110 ALL 476166.1 3774684 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3111 ALL 476186.1 3774684 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3112 ALL 476206.1 3774684 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3113 ALL 476226.1 3774684 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3114 ALL 476246.1 3774684 1.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3115 ALL 476266.1 3774684 1.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3116 ALL 476286.1 3774684 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3117 ALL 476306.1 3774684 1.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3118 ALL 476326.1 3774684 1.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3119 ALL 476346.1 3774684 1.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3120 ALL 476366.1 3774684 1.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3121 ALL 476386.1 3774684 1.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3122 ALL 476406.1 3774684 2.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3123 ALL 476426.1 3774684 2.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3124 ALL 476446.1 3774684 2.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3125 ALL 476466.1 3774684 2.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3126 ALL 476486.1 3774684 2.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3127 ALL 476506.1 3774684 2.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3128 ALL 476526.1 3774684 2.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3129 ALL 476546.1 3774684 2.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3130 ALL 476566.1 3774684 2.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3131 ALL 476586.1 3774684 2.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3132 ALL 476606.1 3774684 1.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3133 ALL 476626.1 3774684 1.90E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3134 ALL 476646.1 3774684 1.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3135 ALL 476666.1 3774684 1.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3136 ALL 476686.1 3774684 1.71E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3137 ALL 476706.1 3774684 1.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3138 ALL 476726.1 3774684 1.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3139 ALL 476746.1 3774684 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3140 ALL 476766.1 3774684 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3141 ALL 476786.1 3774684 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3142 ALL 476806.1 3774684 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3143 ALL 476826.1 3774684 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3144 ALL 476846.1 3774684 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3145 ALL 476866.1 3774684 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3146 ALL 476886.1 3774684 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3147 ALL 476906.1 3774684 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3148 ALL 476926.1 3774684 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3149 ALL 476946.1 3774684 9.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3150 ALL 476966.1 3774684 9.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3151 ALL 476986.1 3774684 9.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3152 ALL 477006.1 3774684 8.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3153 ALL 477026.1 3774684 8.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3154 ALL 477046.1 3774684 8.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3155 ALL 477066.1 3774684 8.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3156 ALL 477086.1 3774684 7.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3157 ALL 477106.1 3774684 7.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3158 ALL 477126.1 3774684 7.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3159 ALL 477146.1 3774684 7.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3160 ALL 477166.1 3774684 6.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3161 ALL 477186.1 3774684 6.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3162 ALL 477206.1 3774684 5.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3163 ALL 477226.1 3774684 5.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3164 ALL 477246.1 3774684 5.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3165 ALL 477266.1 3774684 5.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3166 ALL 477286.1 3774684 5.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3167 ALL 477306.1 3774684 5.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3168 ALL 477326.1 3774684 5.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3169 ALL 477346.1 3774684 4.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3170 ALL 477366.1 3774684 4.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3171 ALL 477386.1 3774684 4.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3172 ALL 477406.1 3774684 4.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3173 ALL 477426.1 3774684 4.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3174 ALL 477446.1 3774684 4.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3175 ALL 477466.1 3774684 4.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3176 ALL 477486.1 3774684 4.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3177 ALL 477506.1 3774684 4.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3178 ALL 477526.1 3774684 4.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3179 ALL 475946.1 3774704 7.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3180 ALL 475966.1 3774704 7.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3181 ALL 475986.1 3774704 7.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3182 ALL 476006.1 3774704 8.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3183 ALL 476026.1 3774704 8.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3184 ALL 476046.1 3774704 8.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3185 ALL 476066.1 3774704 9.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3186 ALL 476086.1 3774704 9.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3187 ALL 476106.1 3774704 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3188 ALL 476126.1 3774704 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3189 ALL 476146.1 3774704 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3190 ALL 476166.1 3774704 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3191 ALL 476186.1 3774704 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3192 ALL 476206.1 3774704 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3193 ALL 476226.1 3774704 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3194 ALL 476246.1 3774704 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3195 ALL 476266.1 3774704 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3196 ALL 476286.1 3774704 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3197 ALL 476306.1 3774704 1.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3198 ALL 476326.1 3774704 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3199 ALL 476346.1 3774704 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3200 ALL 476366.1 3774704 1.73E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3201 ALL 476386.1 3774704 1.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3202 ALL 476406.1 3774704 1.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3203 ALL 476426.1 3774704 1.85E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3204 ALL 476446.1 3774704 1.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3205 ALL 476466.1 3774704 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3206 ALL 476486.1 3774704 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3207 ALL 476506.1 3774704 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3208 ALL 476526.1 3774704 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3209 ALL 476546.1 3774704 1.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3210 ALL 476566.1 3774704 1.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3211 ALL 476586.1 3774704 1.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3212 ALL 476606.1 3774704 1.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3213 ALL 476626.1 3774704 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3214 ALL 476646.1 3774704 1.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3215 ALL 476666.1 3774704 1.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3216 ALL 476686.1 3774704 1.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3217 ALL 476706.1 3774704 1.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3218 ALL 476726.1 3774704 1.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3219 ALL 476746.1 3774704 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3220 ALL 476766.1 3774704 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3221 ALL 476786.1 3774704 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3222 ALL 476806.1 3774704 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3223 ALL 476826.1 3774704 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3224 ALL 476846.1 3774704 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3225 ALL 476866.1 3774704 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3226 ALL 476886.1 3774704 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3227 ALL 476906.1 3774704 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3228 ALL 476926.1 3774704 9.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3229 ALL 476946.1 3774704 9.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3230 ALL 476966.1 3774704 9.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3231 ALL 476986.1 3774704 8.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3232 ALL 477006.1 3774704 8.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3233 ALL 477026.1 3774704 8.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3234 ALL 477046.1 3774704 7.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3235 ALL 477066.1 3774704 7.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3236 ALL 477086.1 3774704 7.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3237 ALL 477106.1 3774704 7.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3238 ALL 477126.1 3774704 6.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3239 ALL 477146.1 3774704 6.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3240 ALL 477166.1 3774704 6.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3241 ALL 477186.1 3774704 6.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3242 ALL 477206.1 3774704 5.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3243 ALL 477226.1 3774704 5.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3244 ALL 477246.1 3774704 5.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3245 ALL 477266.1 3774704 5.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3246 ALL 477286.1 3774704 4.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3247 ALL 477306.1 3774704 4.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3248 ALL 477326.1 3774704 4.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3249 ALL 477346.1 3774704 4.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3250 ALL 477366.1 3774704 4.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3251 ALL 477386.1 3774704 4.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3252 ALL 477406.1 3774704 4.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3253 ALL 477426.1 3774704 4.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3254 ALL 477446.1 3774704 4.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3255 ALL 477466.1 3774704 4.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3256 ALL 477486.1 3774704 4.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3257 ALL 477506.1 3774704 4.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3258 ALL 477526.1 3774704 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3259 ALL 475946.1 3774724 6.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3260 ALL 475966.1 3774724 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3261 ALL 475986.1 3774724 7.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3262 ALL 476006.1 3774724 7.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3263 ALL 476026.1 3774724 8.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3264 ALL 476046.1 3774724 8.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3265 ALL 476066.1 3774724 8.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3266 ALL 476086.1 3774724 9.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3267 ALL 476106.1 3774724 9.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3268 ALL 476126.1 3774724 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3269 ALL 476146.1 3774724 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3270 ALL 476166.1 3774724 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3271 ALL 476186.1 3774724 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3272 ALL 476206.1 3774724 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3273 ALL 476226.1 3774724 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3274 ALL 476246.1 3774724 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3275 ALL 476266.1 3774724 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3276 ALL 476286.1 3774724 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3277 ALL 476306.1 3774724 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3278 ALL 476326.1 3774724 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3279 ALL 476346.1 3774724 1.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3280 ALL 476366.1 3774724 1.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3281 ALL 476386.1 3774724 1.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3282 ALL 476406.1 3774724 1.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3283 ALL 476426.1 3774724 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3284 ALL 476446.1 3774724 1.72E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3285 ALL 476466.1 3774724 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3286 ALL 476486.1 3774724 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3287 ALL 476506.1 3774724 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3288 ALL 476526.1 3774724 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3289 ALL 476546.1 3774724 1.72E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3290 ALL 476566.1 3774724 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3291 ALL 476586.1 3774724 1.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3292 ALL 476606.1 3774724 1.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3293 ALL 476626.1 3774724 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3294 ALL 476646.1 3774724 1.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3295 ALL 476666.1 3774724 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3296 ALL 476686.1 3774724 1.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3297 ALL 476706.1 3774724 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3298 ALL 476726.1 3774724 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3299 ALL 476746.1 3774724 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3300 ALL 476766.1 3774724 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3301 ALL 476786.1 3774724 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3302 ALL 476806.1 3774724 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3303 ALL 476826.1 3774724 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3304 ALL 476846.1 3774724 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3305 ALL 476866.1 3774724 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3306 ALL 476886.1 3774724 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3307 ALL 476906.1 3774724 9.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3308 ALL 476926.1 3774724 9.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3309 ALL 476946.1 3774724 8.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3310 ALL 476966.1 3774724 8.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3311 ALL 476986.1 3774724 8.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3312 ALL 477006.1 3774724 8.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3313 ALL 477026.1 3774724 7.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3314 ALL 477046.1 3774724 7.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3315 ALL 477066.1 3774724 7.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3316 ALL 477086.1 3774724 7.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3317 ALL 477106.1 3774724 6.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3318 ALL 477126.1 3774724 6.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3319 ALL 477146.1 3774724 6.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3320 ALL 477166.1 3774724 5.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3321 ALL 477186.1 3774724 5.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3322 ALL 477206.1 3774724 5.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3323 ALL 477226.1 3774724 4.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3324 ALL 477246.1 3774724 4.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3325 ALL 477266.1 3774724 4.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3326 ALL 477286.1 3774724 4.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3327 ALL 477306.1 3774724 4.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3328 ALL 477326.1 3774724 4.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3329 ALL 477346.1 3774724 4.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3330 ALL 477366.1 3774724 4.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3331 ALL 477386.1 3774724 4.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3332 ALL 477406.1 3774724 4.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3333 ALL 477426.1 3774724 4.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3334 ALL 477446.1 3774724 4.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3335 ALL 477466.1 3774724 3.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3336 ALL 477486.1 3774724 3.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3337 ALL 477506.1 3774724 3.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3338 ALL 477526.1 3774724 3.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3339 ALL 475946.1 3774744 6.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3340 ALL 475966.1 3774744 6.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3341 ALL 475986.1 3774744 7.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3342 ALL 476006.1 3774744 7.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3343 ALL 476026.1 3774744 7.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3344 ALL 476046.1 3774744 8.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3345 ALL 476066.1 3774744 8.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3346 ALL 476086.1 3774744 8.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3347 ALL 476106.1 3774744 9.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3348 ALL 476126.1 3774744 9.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3349 ALL 476146.1 3774744 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3350 ALL 476166.1 3774744 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3351 ALL 476186.1 3774744 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3352 ALL 476206.1 3774744 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3353 ALL 476226.1 3774744 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3354 ALL 476246.1 3774744 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3355 ALL 476266.1 3774744 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3356 ALL 476286.1 3774744 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3357 ALL 476306.1 3774744 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3358 ALL 476326.1 3774744 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3359 ALL 476346.1 3774744 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3360 ALL 476366.1 3774744 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3361 ALL 476386.1 3774744 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3362 ALL 476406.1 3774744 1.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3363 ALL 476426.1 3774744 1.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3364 ALL 476446.1 3774744 1.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3365 ALL 476466.1 3774744 1.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3366 ALL 476486.1 3774744 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3367 ALL 476506.1 3774744 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3368 ALL 476526.1 3774744 1.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3369 ALL 476546.1 3774744 1.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3370 ALL 476566.1 3774744 1.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3371 ALL 476586.1 3774744 1.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3372 ALL 476606.1 3774744 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3373 ALL 476626.1 3774744 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3374 ALL 476646.1 3774744 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3375 ALL 476666.1 3774744 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3376 ALL 476686.1 3774744 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3377 ALL 476706.1 3774744 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3378 ALL 476726.1 3774744 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3379 ALL 476746.1 3774744 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3380 ALL 476766.1 3774744 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3381 ALL 476786.1 3774744 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3382 ALL 476806.1 3774744 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3383 ALL 476826.1 3774744 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3384 ALL 476846.1 3774744 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3385 ALL 476866.1 3774744 9.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3386 ALL 476886.1 3774744 9.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3387 ALL 476906.1 3774744 9.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3388 ALL 476926.1 3774744 8.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3389 ALL 476946.1 3774744 8.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3390 ALL 476966.1 3774744 8.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3391 ALL 476986.1 3774744 7.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3392 ALL 477006.1 3774744 7.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3393 ALL 477026.1 3774744 7.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3394 ALL 477046.1 3774744 7.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3395 ALL 477066.1 3774744 7.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3396 ALL 477086.1 3774744 6.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3397 ALL 477106.1 3774744 6.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3398 ALL 477126.1 3774744 6.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3399 ALL 477146.1 3774744 6.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3400 ALL 477166.1 3774744 5.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3401 ALL 477186.1 3774744 4.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3402 ALL 477206.1 3774744 4.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3403 ALL 477226.1 3774744 4.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3404 ALL 477246.1 3774744 4.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3405 ALL 477266.1 3774744 4.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3406 ALL 477286.1 3774744 4.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3407 ALL 477306.1 3774744 4.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3408 ALL 477326.1 3774744 4.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3409 ALL 477346.1 3774744 4.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3410 ALL 477366.1 3774744 4.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3411 ALL 477386.1 3774744 4.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3412 ALL 477406.1 3774744 3.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3413 ALL 477426.1 3774744 3.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3414 ALL 477446.1 3774744 3.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3415 ALL 477466.1 3774744 3.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3416 ALL 477486.1 3774744 3.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3417 ALL 477506.1 3774744 3.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3418 ALL 477526.1 3774744 3.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3419 ALL 475946.1 3774764 6.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3420 ALL 475966.1 3774764 6.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3421 ALL 475986.1 3774764 6.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3422 ALL 476006.1 3774764 7.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3423 ALL 476026.1 3774764 7.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3424 ALL 476046.1 3774764 7.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3425 ALL 476066.1 3774764 8.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3426 ALL 476086.1 3774764 8.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3427 ALL 476106.1 3774764 8.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3428 ALL 476126.1 3774764 9.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3429 ALL 476146.1 3774764 9.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3430 ALL 476166.1 3774764 9.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3431 ALL 476186.1 3774764 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3432 ALL 476206.1 3774764 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3433 ALL 476226.1 3774764 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3434 ALL 476246.1 3774764 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3435 ALL 476266.1 3774764 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3436 ALL 476286.1 3774764 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3437 ALL 476306.1 3774764 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3438 ALL 476326.1 3774764 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3439 ALL 476346.1 3774764 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3440 ALL 476366.1 3774764 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3441 ALL 476386.1 3774764 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3442 ALL 476406.1 3774764 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3443 ALL 476426.1 3774764 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3444 ALL 476446.1 3774764 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3445 ALL 476466.1 3774764 1.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3446 ALL 476486.1 3774764 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3447 ALL 476506.1 3774764 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3448 ALL 476526.1 3774764 1.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3449 ALL 476546.1 3774764 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3450 ALL 476566.1 3774764 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3451 ALL 476586.1 3774764 1.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3452 ALL 476606.1 3774764 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3453 ALL 476626.1 3774764 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3454 ALL 476646.1 3774764 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3455 ALL 476666.1 3774764 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3456 ALL 476686.1 3774764 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3457 ALL 476706.1 3774764 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3458 ALL 476726.1 3774764 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3459 ALL 476746.1 3774764 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3460 ALL 476766.1 3774764 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3461 ALL 476786.1 3774764 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3462 ALL 476806.1 3774764 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3463 ALL 476826.1 3774764 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3464 ALL 476846.1 3774764 9.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3465 ALL 476866.1 3774764 9.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3466 ALL 476886.1 3774764 9.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3467 ALL 476906.1 3774764 8.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3468 ALL 476926.1 3774764 8.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3469 ALL 476946.1 3774764 8.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3470 ALL 476966.1 3774764 7.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3471 ALL 476986.1 3774764 7.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3472 ALL 477006.1 3774764 7.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3473 ALL 477026.1 3774764 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3474 ALL 477046.1 3774764 6.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3475 ALL 477066.1 3774764 6.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3476 ALL 477086.1 3774764 6.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3477 ALL 477106.1 3774764 6.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3478 ALL 477126.1 3774764 6.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3479 ALL 477146.1 3774764 5.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3480 ALL 477166.1 3774764 5.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3481 ALL 477186.1 3774764 4.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3482 ALL 477206.1 3774764 4.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3483 ALL 477226.1 3774764 4.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3484 ALL 477246.1 3774764 4.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3485 ALL 477266.1 3774764 4.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3486 ALL 477286.1 3774764 4.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3487 ALL 477306.1 3774764 4.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3488 ALL 477326.1 3774764 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3489 ALL 477346.1 3774764 3.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3490 ALL 477366.1 3774764 3.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3491 ALL 477386.1 3774764 3.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3492 ALL 477406.1 3774764 3.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3493 ALL 477426.1 3774764 3.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3494 ALL 477446.1 3774764 3.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3495 ALL 477466.1 3774764 3.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3496 ALL 477486.1 3774764 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3497 ALL 477506.1 3774764 3.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3498 ALL 477526.1 3774764 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3499 ALL 475946.1 3774784 6.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3500 ALL 475966.1 3774784 6.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3501 ALL 475986.1 3774784 6.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3502 ALL 476006.1 3774784 6.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3503 ALL 476026.1 3774784 7.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3504 ALL 476046.1 3774784 7.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3505 ALL 476066.1 3774784 7.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3506 ALL 476086.1 3774784 8.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3507 ALL 476106.1 3774784 8.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3508 ALL 476126.1 3774784 8.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3509 ALL 476146.1 3774784 9.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3510 ALL 476166.1 3774784 9.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3511 ALL 476186.1 3774784 9.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3512 ALL 476206.1 3774784 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3513 ALL 476226.1 3774784 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3514 ALL 476246.1 3774784 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3515 ALL 476266.1 3774784 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3516 ALL 476286.1 3774784 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3517 ALL 476306.1 3774784 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3518 ALL 476326.1 3774784 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3519 ALL 476346.1 3774784 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3520 ALL 476366.1 3774784 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3521 ALL 476386.1 3774784 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3522 ALL 476406.1 3774784 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3523 ALL 476426.1 3774784 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3524 ALL 476446.1 3774784 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3525 ALL 476466.1 3774784 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3526 ALL 476486.1 3774784 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3527 ALL 476506.1 3774784 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3528 ALL 476526.1 3774784 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3529 ALL 476546.1 3774784 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3530 ALL 476566.1 3774784 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3531 ALL 476586.1 3774784 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3532 ALL 476606.1 3774784 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3533 ALL 476626.1 3774784 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3534 ALL 476646.1 3774784 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3535 ALL 476666.1 3774784 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3536 ALL 476686.1 3774784 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3537 ALL 476706.1 3774784 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3538 ALL 476726.1 3774784 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3539 ALL 476746.1 3774784 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3540 ALL 476766.1 3774784 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3541 ALL 476786.1 3774784 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3542 ALL 476806.1 3774784 9.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3543 ALL 476826.1 3774784 9.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3544 ALL 476846.1 3774784 9.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3545 ALL 476866.1 3774784 8.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3546 ALL 476886.1 3774784 8.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3547 ALL 476906.1 3774784 8.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3548 ALL 476926.1 3774784 8.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3549 ALL 476946.1 3774784 7.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3550 ALL 476966.1 3774784 7.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3551 ALL 476986.1 3774784 7.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3552 ALL 477006.1 3774784 7.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3553 ALL 477026.1 3774784 6.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3554 ALL 477046.1 3774784 6.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3555 ALL 477066.1 3774784 6.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3556 ALL 477086.1 3774784 6.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3557 ALL 477106.1 3774784 6.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3558 ALL 477126.1 3774784 5.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3559 ALL 477146.1 3774784 5.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3560 ALL 477166.1 3774784 4.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3561 ALL 477186.1 3774784 4.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3562 ALL 477206.1 3774784 4.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3563 ALL 477226.1 3774784 4.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3564 ALL 477246.1 3774784 4.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3565 ALL 477266.1 3774784 4.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3566 ALL 477286.1 3774784 4.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3567 ALL 477306.1 3774784 3.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3568 ALL 477326.1 3774784 3.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3569 ALL 477346.1 3774784 3.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3570 ALL 477366.1 3774784 3.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3571 ALL 477386.1 3774784 3.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3572 ALL 477406.1 3774784 3.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3573 ALL 477426.1 3774784 3.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3574 ALL 477446.1 3774784 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3575 ALL 477466.1 3774784 3.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3576 ALL 477486.1 3774784 3.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3577 ALL 477506.1 3774784 3.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3578 ALL 477526.1 3774784 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3579 ALL 475946.1 3774804 6.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3580 ALL 475966.1 3774804 6.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3581 ALL 475986.1 3774804 6.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3582 ALL 476006.1 3774804 6.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3583 ALL 476026.1 3774804 6.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3584 ALL 476046.1 3774804 7.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3585 ALL 476066.1 3774804 7.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3586 ALL 476086.1 3774804 7.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3587 ALL 476106.1 3774804 8.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3588 ALL 476126.1 3774804 8.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3589 ALL 476146.1 3774804 8.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3590 ALL 476166.1 3774804 8.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3591 ALL 476186.1 3774804 9.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3592 ALL 476206.1 3774804 9.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3593 ALL 476226.1 3774804 9.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3594 ALL 476246.1 3774804 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3595 ALL 476266.1 3774804 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3596 ALL 476286.1 3774804 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3597 ALL 476306.1 3774804 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3598 ALL 476326.1 3774804 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3599 ALL 476346.1 3774804 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3600 ALL 476366.1 3774804 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3601 ALL 476386.1 3774804 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3602 ALL 476406.1 3774804 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3603 ALL 476426.1 3774804 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3604 ALL 476446.1 3774804 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3605 ALL 476466.1 3774804 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3606 ALL 476486.1 3774804 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3607 ALL 476506.1 3774804 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3608 ALL 476526.1 3774804 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3609 ALL 476546.1 3774804 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3610 ALL 476566.1 3774804 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3611 ALL 476586.1 3774804 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3612 ALL 476606.1 3774804 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3613 ALL 476626.1 3774804 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3614 ALL 476646.1 3774804 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3615 ALL 476666.1 3774804 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3616 ALL 476686.1 3774804 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3617 ALL 476706.1 3774804 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3618 ALL 476726.1 3774804 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3619 ALL 476746.1 3774804 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3620 ALL 476766.1 3774804 9.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3621 ALL 476786.1 3774804 9.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3622 ALL 476806.1 3774804 9.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3623 ALL 476826.1 3774804 9.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3624 ALL 476846.1 3774804 8.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3625 ALL 476866.1 3774804 8.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3626 ALL 476886.1 3774804 8.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3627 ALL 476906.1 3774804 7.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3628 ALL 476926.1 3774804 7.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3629 ALL 476946.1 3774804 7.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3630 ALL 476966.1 3774804 7.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3631 ALL 476986.1 3774804 7.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3632 ALL 477006.1 3774804 6.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3633 ALL 477026.1 3774804 6.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3634 ALL 477046.1 3774804 6.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3635 ALL 477066.1 3774804 6.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3636 ALL 477086.1 3774804 6.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3637 ALL 477106.1 3774804 5.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3638 ALL 477126.1 3774804 5.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3639 ALL 477146.1 3774804 4.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3640 ALL 477166.1 3774804 4.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3641 ALL 477186.1 3774804 4.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3642 ALL 477206.1 3774804 4.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3643 ALL 477226.1 3774804 4.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3644 ALL 477246.1 3774804 4.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3645 ALL 477266.1 3774804 3.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3646 ALL 477286.1 3774804 3.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3647 ALL 477306.1 3774804 3.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3648 ALL 477326.1 3774804 3.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3649 ALL 477346.1 3774804 3.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3650 ALL 477366.1 3774804 3.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3651 ALL 477386.1 3774804 3.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3652 ALL 477406.1 3774804 3.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3653 ALL 477426.1 3774804 3.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3654 ALL 477446.1 3774804 3.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3655 ALL 477466.1 3774804 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3656 ALL 477486.1 3774804 3.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3657 ALL 477506.1 3774804 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3658 ALL 477526.1 3774804 3.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3659 ALL 475946.1 3774824 5.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3660 ALL 475966.1 3774824 6.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3661 ALL 475986.1 3774824 6.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3662 ALL 476006.1 3774824 6.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3663 ALL 476026.1 3774824 6.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3664 ALL 476046.1 3774824 6.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3665 ALL 476066.1 3774824 7.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3666 ALL 476086.1 3774824 7.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3667 ALL 476106.1 3774824 7.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3668 ALL 476126.1 3774824 7.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3669 ALL 476146.1 3774824 8.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3670 ALL 476166.1 3774824 8.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3671 ALL 476186.1 3774824 8.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3672 ALL 476206.1 3774824 9.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3673 ALL 476226.1 3774824 9.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3674 ALL 476246.1 3774824 9.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3675 ALL 476266.1 3774824 9.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3676 ALL 476286.1 3774824 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3677 ALL 476306.1 3774824 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3678 ALL 476326.1 3774824 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3679 ALL 476346.1 3774824 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3680 ALL 476366.1 3774824 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3681 ALL 476386.1 3774824 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3682 ALL 476406.1 3774824 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3683 ALL 476426.1 3774824 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3684 ALL 476446.1 3774824 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3685 ALL 476466.1 3774824 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3686 ALL 476486.1 3774824 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3687 ALL 476506.1 3774824 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3688 ALL 476526.1 3774824 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3689 ALL 476546.1 3774824 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3690 ALL 476566.1 3774824 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3691 ALL 476586.1 3774824 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3692 ALL 476606.1 3774824 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3693 ALL 476626.1 3774824 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3694 ALL 476646.1 3774824 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3695 ALL 476666.1 3774824 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3696 ALL 476686.1 3774824 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3697 ALL 476706.1 3774824 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3698 ALL 476726.1 3774824 9.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3699 ALL 476746.1 3774824 9.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3700 ALL 476766.1 3774824 9.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3701 ALL 476786.1 3774824 9.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3702 ALL 476806.1 3774824 8.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3703 ALL 476826.1 3774824 8.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3704 ALL 476846.1 3774824 8.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3705 ALL 476866.1 3774824 8.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3706 ALL 476886.1 3774824 7.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3707 ALL 476906.1 3774824 7.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3708 ALL 476926.1 3774824 7.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3709 ALL 476946.1 3774824 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3710 ALL 476966.1 3774824 6.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3711 ALL 476986.1 3774824 6.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3712 ALL 477006.1 3774824 6.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3713 ALL 477026.1 3774824 6.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3714 ALL 477046.1 3774824 6.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3715 ALL 477066.1 3774824 5.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3716 ALL 477086.1 3774824 5.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3717 ALL 477106.1 3774824 5.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3718 ALL 477126.1 3774824 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3719 ALL 477146.1 3774824 4.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3720 ALL 477166.1 3774824 4.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3721 ALL 477186.1 3774824 4.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3722 ALL 477206.1 3774824 4.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3723 ALL 477226.1 3774824 3.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3724 ALL 477246.1 3774824 3.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3725 ALL 477266.1 3774824 3.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3726 ALL 477286.1 3774824 3.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3727 ALL 477306.1 3774824 3.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3728 ALL 477326.1 3774824 3.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3729 ALL 477346.1 3774824 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3730 ALL 477366.1 3774824 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3731 ALL 477386.1 3774824 3.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3732 ALL 477406.1 3774824 3.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3733 ALL 477426.1 3774824 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3734 ALL 477446.1 3774824 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3735 ALL 477466.1 3774824 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3736 ALL 477486.1 3774824 2.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3737 ALL 477506.1 3774824 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3738 ALL 477526.1 3774824 2.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3739 ALL 475946.1 3774844 5.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3740 ALL 475966.1 3774844 5.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3741 ALL 475986.1 3774844 6.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3742 ALL 476006.1 3774844 6.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3743 ALL 476026.1 3774844 6.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3744 ALL 476046.1 3774844 6.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3745 ALL 476066.1 3774844 6.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3746 ALL 476086.1 3774844 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3747 ALL 476106.1 3774844 7.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3748 ALL 476126.1 3774844 7.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3749 ALL 476146.1 3774844 7.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3750 ALL 476166.1 3774844 8.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3751 ALL 476186.1 3774844 8.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3752 ALL 476206.1 3774844 8.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3753 ALL 476226.1 3774844 8.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3754 ALL 476246.1 3774844 9.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3755 ALL 476266.1 3774844 9.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3756 ALL 476286.1 3774844 9.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3757 ALL 476306.1 3774844 9.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3758 ALL 476326.1 3774844 9.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3759 ALL 476346.1 3774844 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3760 ALL 476366.1 3774844 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3761 ALL 476386.1 3774844 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3762 ALL 476406.1 3774844 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3763 ALL 476426.1 3774844 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3764 ALL 476446.1 3774844 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3765 ALL 476466.1 3774844 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3766 ALL 476486.1 3774844 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3767 ALL 476506.1 3774844 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3768 ALL 476526.1 3774844 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3769 ALL 476546.1 3774844 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3770 ALL 476566.1 3774844 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3771 ALL 476586.1 3774844 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3772 ALL 476606.1 3774844 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3773 ALL 476626.1 3774844 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3774 ALL 476646.1 3774844 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3775 ALL 476666.1 3774844 9.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3776 ALL 476686.1 3774844 9.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3777 ALL 476706.1 3774844 9.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3778 ALL 476726.1 3774844 9.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3779 ALL 476746.1 3774844 9.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3780 ALL 476766.1 3774844 8.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3781 ALL 476786.1 3774844 8.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3782 ALL 476806.1 3774844 8.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3783 ALL 476826.1 3774844 8.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3784 ALL 476846.1 3774844 7.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3785 ALL 476866.1 3774844 7.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3786 ALL 476886.1 3774844 7.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3787 ALL 476906.1 3774844 7.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3788 ALL 476926.1 3774844 7.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3789 ALL 476946.1 3774844 6.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3790 ALL 476966.1 3774844 6.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3791 ALL 476986.1 3774844 6.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3792 ALL 477006.1 3774844 6.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3793 ALL 477026.1 3774844 6.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3794 ALL 477046.1 3774844 5.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3795 ALL 477066.1 3774844 5.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3796 ALL 477086.1 3774844 5.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3797 ALL 477106.1 3774844 5.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3798 ALL 477126.1 3774844 5.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3799 ALL 477146.1 3774844 4.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3800 ALL 477166.1 3774844 4.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3801 ALL 477186.1 3774844 3.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3802 ALL 477206.1 3774844 3.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3803 ALL 477226.1 3774844 3.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3804 ALL 477246.1 3774844 3.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3805 ALL 477266.1 3774844 3.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3806 ALL 477286.1 3774844 3.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3807 ALL 477306.1 3774844 3.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3808 ALL 477326.1 3774844 3.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3809 ALL 477346.1 3774844 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3810 ALL 477366.1 3774844 3.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3811 ALL 477386.1 3774844 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3812 ALL 477406.1 3774844 3.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3813 ALL 477426.1 3774844 3.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3814 ALL 477446.1 3774844 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3815 ALL 477466.1 3774844 2.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3816 ALL 477486.1 3774844 2.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3817 ALL 477506.1 3774844 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3818 ALL 477526.1 3774844 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3819 ALL 475946.1 3774864 5.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3820 ALL 475966.1 3774864 5.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3821 ALL 475986.1 3774864 5.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3822 ALL 476006.1 3774864 6.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3823 ALL 476026.1 3774864 6.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3824 ALL 476046.1 3774864 6.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3825 ALL 476066.1 3774864 6.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3826 ALL 476086.1 3774864 6.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3827 ALL 476106.1 3774864 7.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3828 ALL 476126.1 3774864 7.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3829 ALL 476146.1 3774864 7.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3830 ALL 476166.1 3774864 7.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3831 ALL 476186.1 3774864 7.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3832 ALL 476206.1 3774864 8.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3833 ALL 476226.1 3774864 8.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3834 ALL 476246.1 3774864 8.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3835 ALL 476266.1 3774864 8.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3836 ALL 476286.1 3774864 9.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3837 ALL 476306.1 3774864 9.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3838 ALL 476326.1 3774864 9.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3839 ALL 476346.1 3774864 9.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3840 ALL 476366.1 3774864 9.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3841 ALL 476386.1 3774864 9.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3842 ALL 476406.1 3774864 9.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3843 ALL 476426.1 3774864 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3844 ALL 476446.1 3774864 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3845 ALL 476466.1 3774864 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3846 ALL 476486.1 3774864 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3847 ALL 476506.1 3774864 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3848 ALL 476526.1 3774864 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3849 ALL 476546.1 3774864 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3850 ALL 476566.1 3774864 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3851 ALL 476586.1 3774864 9.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3852 ALL 476606.1 3774864 9.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3853 ALL 476626.1 3774864 9.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3854 ALL 476646.1 3774864 9.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3855 ALL 476666.1 3774864 9.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3856 ALL 476686.1 3774864 9.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3857 ALL 476706.1 3774864 9.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3858 ALL 476726.1 3774864 8.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3859 ALL 476746.1 3774864 8.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3860 ALL 476766.1 3774864 8.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3861 ALL 476786.1 3774864 8.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3862 ALL 476806.1 3774864 8.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3863 ALL 476826.1 3774864 7.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3864 ALL 476846.1 3774864 7.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3865 ALL 476866.1 3774864 7.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3866 ALL 476886.1 3774864 7.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3867 ALL 476906.1 3774864 6.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3868 ALL 476926.1 3774864 6.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3869 ALL 476946.1 3774864 6.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3870 ALL 476966.1 3774864 6.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3871 ALL 476986.1 3774864 6.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3872 ALL 477006.1 3774864 6.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3873 ALL 477026.1 3774864 5.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3874 ALL 477046.1 3774864 5.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3875 ALL 477066.1 3774864 5.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3876 ALL 477086.1 3774864 5.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3877 ALL 477106.1 3774864 4.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3878 ALL 477126.1 3774864 4.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3879 ALL 477146.1 3774864 4.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3880 ALL 477166.1 3774864 3.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3881 ALL 477186.1 3774864 3.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3882 ALL 477206.1 3774864 3.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3883 ALL 477226.1 3774864 3.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3884 ALL 477246.1 3774864 3.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3885 ALL 477266.1 3774864 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3886 ALL 477286.1 3774864 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3887 ALL 477306.1 3774864 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3888 ALL 477326.1 3774864 3.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3889 ALL 477346.1 3774864 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3890 ALL 477366.1 3774864 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3891 ALL 477386.1 3774864 3.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3892 ALL 477406.1 3774864 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3893 ALL 477426.1 3774864 2.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3894 ALL 477446.1 3774864 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3895 ALL 477466.1 3774864 2.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3896 ALL 477486.1 3774864 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3897 ALL 477506.1 3774864 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3898 ALL 477526.1 3774864 2.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3899 ALL 475946.1 3774884 5.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3900 ALL 475966.1 3774884 5.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3901 ALL 475986.1 3774884 5.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3902 ALL 476006.1 3774884 5.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3903 ALL 476026.1 3774884 6.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3904 ALL 476046.1 3774884 6.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3905 ALL 476066.1 3774884 6.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3906 ALL 476086.1 3774884 6.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3907 ALL 476106.1 3774884 6.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3908 ALL 476126.1 3774884 6.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3909 ALL 476146.1 3774884 7.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3910 ALL 476166.1 3774884 7.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3911 ALL 476186.1 3774884 7.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3912 ALL 476206.1 3774884 7.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3913 ALL 476226.1 3774884 7.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3914 ALL 476246.1 3774884 8.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3915 ALL 476266.1 3774884 8.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3916 ALL 476286.1 3774884 8.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3917 ALL 476306.1 3774884 8.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3918 ALL 476326.1 3774884 8.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3919 ALL 476346.1 3774884 9.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3920 ALL 476366.1 3774884 9.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3921 ALL 476386.1 3774884 9.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3922 ALL 476406.1 3774884 9.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3923 ALL 476426.1 3774884 9.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3924 ALL 476446.1 3774884 9.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3925 ALL 476466.1 3774884 9.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3926 ALL 476486.1 3774884 9.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3927 ALL 476506.1 3774884 9.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3928 ALL 476526.1 3774884 9.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3929 ALL 476546.1 3774884 9.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3930 ALL 476566.1 3774884 9.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3931 ALL 476586.1 3774884 9.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3932 ALL 476606.1 3774884 9.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3933 ALL 476626.1 3774884 9.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3934 ALL 476646.1 3774884 8.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3935 ALL 476666.1 3774884 8.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3936 ALL 476686.1 3774884 8.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3937 ALL 476706.1 3774884 8.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3938 ALL 476726.1 3774884 8.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3939 ALL 476746.1 3774884 8.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3940 ALL 476766.1 3774884 7.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3941 ALL 476786.1 3774884 7.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3942 ALL 476806.1 3774884 7.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3943 ALL 476826.1 3774884 7.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3944 ALL 476846.1 3774884 7.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3945 ALL 476866.1 3774884 7.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3946 ALL 476886.1 3774884 6.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3947 ALL 476906.1 3774884 6.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3948 ALL 476926.1 3774884 6.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3949 ALL 476946.1 3774884 6.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3950 ALL 476966.1 3774884 6.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3951 ALL 476986.1 3774884 5.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3952 ALL 477006.1 3774884 5.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3953 ALL 477026.1 3774884 5.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3954 ALL 477046.1 3774884 5.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3955 ALL 477066.1 3774884 5.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3956 ALL 477086.1 3774884 5.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3957 ALL 477106.1 3774884 4.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3958 ALL 477126.1 3774884 3.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3959 ALL 477146.1 3774884 3.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3960 ALL 477166.1 3774884 3.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3961 ALL 477186.1 3774884 3.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3962 ALL 477206.1 3774884 3.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3963 ALL 477226.1 3774884 3.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3964 ALL 477246.1 3774884 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3965 ALL 477266.1 3774884 3.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3966 ALL 477286.1 3774884 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3967 ALL 477306.1 3774884 3.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3968 ALL 477326.1 3774884 3.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3969 ALL 477346.1 3774884 3.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3970 ALL 477366.1 3774884 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3971 ALL 477386.1 3774884 2.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3972 ALL 477406.1 3774884 2.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3973 ALL 477426.1 3774884 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3974 ALL 477446.1 3774884 2.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3975 ALL 477466.1 3774884 2.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3976 ALL 477486.1 3774884 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3977 ALL 477506.1 3774884 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3978 ALL 477526.1 3774884 2.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3979 ALL 475946.1 3774904 5.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3980 ALL 475966.1 3774904 5.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3981 ALL 475986.1 3774904 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3982 ALL 476006.1 3774904 5.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3983 ALL 476026.1 3774904 5.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3984 ALL 476046.1 3774904 5.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3985 ALL 476066.1 3774904 6.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3986 ALL 476086.1 3774904 6.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3987 ALL 476106.1 3774904 6.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3988 ALL 476126.1 3774904 6.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3989 ALL 476146.1 3774904 6.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3990 ALL 476166.1 3774904 7.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3991 ALL 476186.1 3774904 7.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3992 ALL 476206.1 3774904 7.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3993 ALL 476226.1 3774904 7.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3994 ALL 476246.1 3774904 7.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3995 ALL 476266.1 3774904 7.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3996 ALL 476286.1 3774904 8.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3997 ALL 476306.1 3774904 8.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3998 ALL 476326.1 3774904 8.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3999 ALL 476346.1 3774904 8.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4000 ALL 476366.1 3774904 8.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4001 ALL 476386.1 3774904 8.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4002 ALL 476406.1 3774904 8.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4003 ALL 476426.1 3774904 8.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4004 ALL 476446.1 3774904 8.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4005 ALL 476466.1 3774904 8.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4006 ALL 476486.1 3774904 8.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4007 ALL 476506.1 3774904 8.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4008 ALL 476526.1 3774904 8.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4009 ALL 476546.1 3774904 8.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4010 ALL 476566.1 3774904 8.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4011 ALL 476586.1 3774904 8.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4012 ALL 476606.1 3774904 8.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4013 ALL 476626.1 3774904 8.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4014 ALL 476646.1 3774904 8.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4015 ALL 476666.1 3774904 8.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4016 ALL 476686.1 3774904 8.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4017 ALL 476706.1 3774904 8.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4018 ALL 476726.1 3774904 7.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4019 ALL 476746.1 3774904 7.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4020 ALL 476766.1 3774904 7.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4021 ALL 476786.1 3774904 7.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4022 ALL 476806.1 3774904 7.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4023 ALL 476826.1 3774904 7.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4024 ALL 476846.1 3774904 6.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4025 ALL 476866.1 3774904 6.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4026 ALL 476886.1 3774904 6.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4027 ALL 476906.1 3774904 6.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4028 ALL 476926.1 3774904 6.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4029 ALL 476946.1 3774904 6.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4030 ALL 476966.1 3774904 5.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4031 ALL 476986.1 3774904 5.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4032 ALL 477006.1 3774904 5.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4033 ALL 477026.1 3774904 5.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4034 ALL 477046.1 3774904 5.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4035 ALL 477066.1 3774904 5.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4036 ALL 477086.1 3774904 5.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4037 ALL 477106.1 3774904 4.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4038 ALL 477126.1 3774904 3.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4039 ALL 477146.1 3774904 3.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4040 ALL 477166.1 3774904 3.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4041 ALL 477186.1 3774904 3.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4042 ALL 477206.1 3774904 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4043 ALL 477226.1 3774904 3.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4044 ALL 477246.1 3774904 3.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4045 ALL 477266.1 3774904 3.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4046 ALL 477286.1 3774904 3.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4047 ALL 477306.1 3774904 3.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4048 ALL 477326.1 3774904 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4049 ALL 477346.1 3774904 2.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4050 ALL 477366.1 3774904 2.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4051 ALL 477386.1 3774904 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4052 ALL 477406.1 3774904 2.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4053 ALL 477426.1 3774904 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4054 ALL 477446.1 3774904 2.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4055 ALL 477466.1 3774904 2.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4056 ALL 477486.1 3774904 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4057 ALL 477506.1 3774904 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4058 ALL 477526.1 3774904 2.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4059 ALL 475946.1 3774924 5.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4060 ALL 475966.1 3774924 5.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4061 ALL 475986.1 3774924 5.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4062 ALL 476006.1 3774924 5.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4063 ALL 476026.1 3774924 5.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4064 ALL 476046.1 3774924 5.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4065 ALL 476066.1 3774924 5.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4066 ALL 476086.1 3774924 6.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4067 ALL 476106.1 3774924 6.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4068 ALL 476126.1 3774924 6.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4069 ALL 476146.1 3774924 6.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4070 ALL 476166.1 3774924 6.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4071 ALL 476186.1 3774924 6.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4072 ALL 476206.1 3774924 7.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4073 ALL 476226.1 3774924 7.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4074 ALL 476246.1 3774924 7.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4075 ALL 476266.1 3774924 7.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4076 ALL 476286.1 3774924 7.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4077 ALL 476306.1 3774924 7.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4078 ALL 476326.1 3774924 7.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4079 ALL 476346.1 3774924 8.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4080 ALL 476366.1 3774924 8.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4081 ALL 476386.1 3774924 8.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4082 ALL 476406.1 3774924 8.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4083 ALL 476426.1 3774924 8.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4084 ALL 476446.1 3774924 8.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4085 ALL 476466.1 3774924 8.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4086 ALL 476486.1 3774924 8.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4087 ALL 476506.1 3774924 8.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4088 ALL 476526.1 3774924 8.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4089 ALL 476546.1 3774924 8.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4090 ALL 476566.1 3774924 8.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4091 ALL 476586.1 3774924 8.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4092 ALL 476606.1 3774924 8.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4093 ALL 476626.1 3774924 8.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4094 ALL 476646.1 3774924 8.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4095 ALL 476666.1 3774924 7.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4096 ALL 476686.1 3774924 7.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4097 ALL 476706.1 3774924 7.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4098 ALL 476726.1 3774924 7.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4099 ALL 476746.1 3774924 7.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4100 ALL 476766.1 3774924 7.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4101 ALL 476786.1 3774924 7.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4102 ALL 476806.1 3774924 6.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4103 ALL 476826.1 3774924 6.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4104 ALL 476846.1 3774924 6.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4105 ALL 476866.1 3774924 6.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4106 ALL 476886.1 3774924 6.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4107 ALL 476906.1 3774924 6.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4108 ALL 476926.1 3774924 5.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4109 ALL 476946.1 3774924 5.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4110 ALL 476966.1 3774924 5.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4111 ALL 476986.1 3774924 5.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4112 ALL 477006.1 3774924 5.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4113 ALL 477026.1 3774924 5.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4114 ALL 477046.1 3774924 5.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4115 ALL 477066.1 3774924 5.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4116 ALL 477086.1 3774924 4.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4117 ALL 477106.1 3774924 3.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4118 ALL 477126.1 3774924 3.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4119 ALL 477146.1 3774924 3.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4120 ALL 477166.1 3774924 3.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4121 ALL 477186.1 3774924 3.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4122 ALL 477206.1 3774924 3.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4123 ALL 477226.1 3774924 3.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4124 ALL 477246.1 3774924 3.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4125 ALL 477266.1 3774924 3.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4126 ALL 477286.1 3774924 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4127 ALL 477306.1 3774924 2.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4128 ALL 477326.1 3774924 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4129 ALL 477346.1 3774924 2.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4130 ALL 477366.1 3774924 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4131 ALL 477386.1 3774924 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4132 ALL 477406.1 3774924 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4133 ALL 477426.1 3774924 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4134 ALL 477446.1 3774924 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4135 ALL 477466.1 3774924 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4136 ALL 477486.1 3774924 2.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4137 ALL 477506.1 3774924 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4138 ALL 477526.1 3774924 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4139 ALL 475946.1 3774944 4.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4140 ALL 475966.1 3774944 4.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4141 ALL 475986.1 3774944 5.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4142 ALL 476006.1 3774944 5.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4143 ALL 476026.1 3774944 5.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4144 ALL 476046.1 3774944 5.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4145 ALL 476066.1 3774944 5.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4146 ALL 476086.1 3774944 5.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4147 ALL 476106.1 3774944 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4148 ALL 476126.1 3774944 6.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4149 ALL 476146.1 3774944 6.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4150 ALL 476166.1 3774944 6.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4151 ALL 476186.1 3774944 6.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4152 ALL 476206.1 3774944 6.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4153 ALL 476226.1 3774944 6.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4154 ALL 476246.1 3774944 7.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4155 ALL 476266.1 3774944 7.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4156 ALL 476286.1 3774944 7.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4157 ALL 476306.1 3774944 7.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4158 ALL 476326.1 3774944 7.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4159 ALL 476346.1 3774944 7.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4160 ALL 476366.1 3774944 7.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4161 ALL 476386.1 3774944 7.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4162 ALL 476406.1 3774944 7.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4163 ALL 476426.1 3774944 7.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4164 ALL 476446.1 3774944 7.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4165 ALL 476466.1 3774944 7.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4166 ALL 476486.1 3774944 7.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4167 ALL 476506.1 3774944 7.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4168 ALL 476526.1 3774944 7.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4169 ALL 476546.1 3774944 7.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4170 ALL 476566.1 3774944 7.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4171 ALL 476586.1 3774944 7.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4172 ALL 476606.1 3774944 7.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4173 ALL 476626.1 3774944 7.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4174 ALL 476646.1 3774944 7.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4175 ALL 476666.1 3774944 7.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4176 ALL 476686.1 3774944 7.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4177 ALL 476706.1 3774944 7.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4178 ALL 476726.1 3774944 7.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4179 ALL 476746.1 3774944 7.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4180 ALL 476766.1 3774944 6.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4181 ALL 476786.1 3774944 6.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4182 ALL 476806.1 3774944 6.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4183 ALL 476826.1 3774944 6.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4184 ALL 476846.1 3774944 6.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4185 ALL 476866.1 3774944 6.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4186 ALL 476886.1 3774944 6.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4187 ALL 476906.1 3774944 5.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4188 ALL 476926.1 3774944 5.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4189 ALL 476946.1 3774944 5.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4190 ALL 476966.1 3774944 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4191 ALL 476986.1 3774944 5.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4192 ALL 477006.1 3774944 5.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4193 ALL 477026.1 3774944 5.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4194 ALL 477046.1 3774944 4.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4195 ALL 477066.1 3774944 4.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4196 ALL 477086.1 3774944 4.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4197 ALL 477106.1 3774944 3.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4198 ALL 477126.1 3774944 3.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4199 ALL 477146.1 3774944 3.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4200 ALL 477166.1 3774944 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4201 ALL 477186.1 3774944 3.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4202 ALL 477206.1 3774944 3.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4203 ALL 477226.1 3774944 3.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4204 ALL 477246.1 3774944 3.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4205 ALL 477266.1 3774944 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4206 ALL 477286.1 3774944 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4207 ALL 477306.1 3774944 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4208 ALL 477326.1 3774944 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4209 ALL 477346.1 3774944 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4210 ALL 477366.1 3774944 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4211 ALL 477386.1 3774944 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4212 ALL 477406.1 3774944 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4213 ALL 477426.1 3774944 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4214 ALL 477446.1 3774944 2.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4215 ALL 477466.1 3774944 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4216 ALL 477486.1 3774944 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4217 ALL 477506.1 3774944 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4218 ALL 477526.1 3774944 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4219 ALL 475946.1 3774964 4.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4220 ALL 475966.1 3774964 4.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4221 ALL 475986.1 3774964 4.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4222 ALL 476006.1 3774964 5.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4223 ALL 476026.1 3774964 5.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4224 ALL 476046.1 3774964 5.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4225 ALL 476066.1 3774964 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4226 ALL 476086.1 3774964 5.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4227 ALL 476106.1 3774964 5.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4228 ALL 476126.1 3774964 5.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4229 ALL 476146.1 3774964 6.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4230 ALL 476166.1 3774964 6.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4231 ALL 476186.1 3774964 6.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4232 ALL 476206.1 3774964 6.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4233 ALL 476226.1 3774964 6.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4234 ALL 476246.1 3774964 6.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4235 ALL 476266.1 3774964 6.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4236 ALL 476286.1 3774964 6.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4237 ALL 476306.1 3774964 7.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4238 ALL 476326.1 3774964 7.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4239 ALL 476346.1 3774964 7.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4240 ALL 476366.1 3774964 7.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4241 ALL 476386.1 3774964 7.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4242 ALL 476406.1 3774964 7.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4243 ALL 476426.1 3774964 7.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4244 ALL 476446.1 3774964 7.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4245 ALL 476466.1 3774964 7.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4246 ALL 476486.1 3774964 7.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4247 ALL 476506.1 3774964 7.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4248 ALL 476526.1 3774964 7.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4249 ALL 476546.1 3774964 7.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4250 ALL 476566.1 3774964 7.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4251 ALL 476586.1 3774964 7.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4252 ALL 476606.1 3774964 7.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4253 ALL 476626.1 3774964 7.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4254 ALL 476646.1 3774964 7.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4255 ALL 476666.1 3774964 7.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4256 ALL 476686.1 3774964 7.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4257 ALL 476706.1 3774964 6.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4258 ALL 476726.1 3774964 6.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4259 ALL 476746.1 3774964 6.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4260 ALL 476766.1 3774964 6.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4261 ALL 476786.1 3774964 6.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4262 ALL 476806.1 3774964 6.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4263 ALL 476826.1 3774964 6.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4264 ALL 476846.1 3774964 6.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4265 ALL 476866.1 3774964 5.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4266 ALL 476886.1 3774964 5.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4267 ALL 476906.1 3774964 5.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4268 ALL 476926.1 3774964 5.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4269 ALL 476946.1 3774964 5.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4270 ALL 476966.1 3774964 5.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4271 ALL 476986.1 3774964 5.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4272 ALL 477006.1 3774964 5.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4273 ALL 477026.1 3774964 4.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4274 ALL 477046.1 3774964 4.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4275 ALL 477066.1 3774964 4.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4276 ALL 477086.1 3774964 3.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4277 ALL 477106.1 3774964 3.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4278 ALL 477126.1 3774964 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4279 ALL 477146.1 3774964 3.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4280 ALL 477166.1 3774964 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4281 ALL 477186.1 3774964 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4282 ALL 477206.1 3774964 3.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4283 ALL 477226.1 3774964 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4284 ALL 477246.1 3774964 2.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4285 ALL 477266.1 3774964 2.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4286 ALL 477286.1 3774964 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4287 ALL 477306.1 3774964 2.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4288 ALL 477326.1 3774964 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4289 ALL 477346.1 3774964 2.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4290 ALL 477366.1 3774964 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4291 ALL 477386.1 3774964 2.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4292 ALL 477406.1 3774964 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4293 ALL 477426.1 3774964 2.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4294 ALL 477446.1 3774964 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4295 ALL 477466.1 3774964 2.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4296 ALL 477486.1 3774964 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4297 ALL 477506.1 3774964 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4298 ALL 477526.1 3774964 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4299 ALL 475946.1 3774984 4.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4300 ALL 475966.1 3774984 4.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4301 ALL 475986.1 3774984 4.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4302 ALL 476006.1 3774984 4.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4303 ALL 476026.1 3774984 5.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4304 ALL 476046.1 3774984 5.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4305 ALL 476066.1 3774984 5.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4306 ALL 476086.1 3774984 5.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4307 ALL 476106.1 3774984 5.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4308 ALL 476126.1 3774984 5.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4309 ALL 476146.1 3774984 5.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4310 ALL 476166.1 3774984 5.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4311 ALL 476186.1 3774984 6.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4312 ALL 476206.1 3774984 6.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4313 ALL 476226.1 3774984 6.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4314 ALL 476246.1 3774984 6.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4315 ALL 476266.1 3774984 6.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4316 ALL 476286.1 3774984 6.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4317 ALL 476306.1 3774984 6.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4318 ALL 476326.1 3774984 6.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4319 ALL 476346.1 3774984 6.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4320 ALL 476366.1 3774984 6.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4321 ALL 476386.1 3774984 6.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4322 ALL 476406.1 3774984 7.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4323 ALL 476426.1 3774984 7.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4324 ALL 476446.1 3774984 7.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4325 ALL 476466.1 3774984 7.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4326 ALL 476486.1 3774984 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4327 ALL 476506.1 3774984 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4328 ALL 476526.1 3774984 7.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4329 ALL 476546.1 3774984 7.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4330 ALL 476566.1 3774984 7.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4331 ALL 476586.1 3774984 7.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4332 ALL 476606.1 3774984 6.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4333 ALL 476626.1 3774984 6.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4334 ALL 476646.1 3774984 6.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4335 ALL 476666.1 3774984 6.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4336 ALL 476686.1 3774984 6.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4337 ALL 476706.1 3774984 6.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4338 ALL 476726.1 3774984 6.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4339 ALL 476746.1 3774984 6.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4340 ALL 476766.1 3774984 6.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4341 ALL 476786.1 3774984 6.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4342 ALL 476806.1 3774984 6.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4343 ALL 476826.1 3774984 5.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4344 ALL 476846.1 3774984 5.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4345 ALL 476866.1 3774984 5.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4346 ALL 476886.1 3774984 5.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4347 ALL 476906.1 3774984 5.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4348 ALL 476926.1 3774984 5.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4349 ALL 476946.1 3774984 5.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4350 ALL 476966.1 3774984 5.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4351 ALL 476986.1 3774984 4.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4352 ALL 477006.1 3774984 4.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4353 ALL 477026.1 3774984 4.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4354 ALL 477046.1 3774984 4.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4355 ALL 477066.1 3774984 4.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4356 ALL 477086.1 3774984 3.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4357 ALL 477106.1 3774984 3.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4358 ALL 477126.1 3774984 3.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4359 ALL 477146.1 3774984 3.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4360 ALL 477166.1 3774984 3.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4361 ALL 477186.1 3774984 3.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4362 ALL 477206.1 3774984 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4363 ALL 477226.1 3774984 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4364 ALL 477246.1 3774984 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4365 ALL 477266.1 3774984 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4366 ALL 477286.1 3774984 2.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4367 ALL 477306.1 3774984 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4368 ALL 477326.1 3774984 2.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4369 ALL 477346.1 3774984 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4370 ALL 477366.1 3774984 2.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4371 ALL 477386.1 3774984 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4372 ALL 477406.1 3774984 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4373 ALL 477426.1 3774984 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4374 ALL 477446.1 3774984 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4375 ALL 477466.1 3774984 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4376 ALL 477486.1 3774984 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4377 ALL 477506.1 3774984 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4378 ALL 477526.1 3774984 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4379 ALL 475946.1 3775004 4.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4380 ALL 475966.1 3775004 4.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4381 ALL 475986.1 3775004 4.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4382 ALL 476006.1 3775004 4.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4383 ALL 476026.1 3775004 4.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4384 ALL 476046.1 3775004 4.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4385 ALL 476066.1 3775004 5.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4386 ALL 476086.1 3775004 5.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4387 ALL 476106.1 3775004 5.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4388 ALL 476126.1 3775004 5.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4389 ALL 476146.1 3775004 5.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4390 ALL 476166.1 3775004 5.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4391 ALL 476186.1 3775004 5.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4392 ALL 476206.1 3775004 5.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4393 ALL 476226.1 3775004 5.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4394 ALL 476246.1 3775004 6.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4395 ALL 476266.1 3775004 6.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4396 ALL 476286.1 3775004 6.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4397 ALL 476306.1 3775004 6.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4398 ALL 476326.1 3775004 6.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4399 ALL 476346.1 3775004 6.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4400 ALL 476366.1 3775004 6.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4401 ALL 476386.1 3775004 6.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4402 ALL 476406.1 3775004 6.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4403 ALL 476426.1 3775004 6.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4404 ALL 476446.1 3775004 6.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4405 ALL 476466.1 3775004 6.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4406 ALL 476486.1 3775004 6.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4407 ALL 476506.1 3775004 6.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4408 ALL 476526.1 3775004 6.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4409 ALL 476546.1 3775004 6.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4410 ALL 476566.1 3775004 6.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4411 ALL 476586.1 3775004 6.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4412 ALL 476606.1 3775004 6.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4413 ALL 476626.1 3775004 6.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4414 ALL 476646.1 3775004 6.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4415 ALL 476666.1 3775004 6.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4416 ALL 476686.1 3775004 6.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4417 ALL 476706.1 3775004 6.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4418 ALL 476726.1 3775004 6.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4419 ALL 476746.1 3775004 6.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4420 ALL 476766.1 3775004 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4421 ALL 476786.1 3775004 5.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4422 ALL 476806.1 3775004 5.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4423 ALL 476826.1 3775004 5.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4424 ALL 476846.1 3775004 5.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4425 ALL 476866.1 3775004 5.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4426 ALL 476886.1 3775004 5.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4427 ALL 476906.1 3775004 5.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4428 ALL 476926.1 3775004 5.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4429 ALL 476946.1 3775004 5.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4430 ALL 476966.1 3775004 4.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4431 ALL 476986.1 3775004 4.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4432 ALL 477006.1 3775004 4.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4433 ALL 477026.1 3775004 4.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4434 ALL 477046.1 3775004 4.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4435 ALL 477066.1 3775004 4.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4436 ALL 477086.1 3775004 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4437 ALL 477106.1 3775004 3.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4438 ALL 477126.1 3775004 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4439 ALL 477146.1 3775004 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4440 ALL 477166.1 3775004 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4441 ALL 477186.1 3775004 3.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4442 ALL 477206.1 3775004 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4443 ALL 477226.1 3775004 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4444 ALL 477246.1 3775004 2.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4445 ALL 477266.1 3775004 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4446 ALL 477286.1 3775004 2.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4447 ALL 477306.1 3775004 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4448 ALL 477326.1 3775004 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4449 ALL 477346.1 3775004 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4450 ALL 477366.1 3775004 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4451 ALL 477386.1 3775004 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4452 ALL 477406.1 3775004 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4453 ALL 477426.1 3775004 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4454 ALL 477446.1 3775004 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4455 ALL 477466.1 3775004 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4456 ALL 477486.1 3775004 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4457 ALL 477506.1 3775004 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4458 ALL 477526.1 3775004 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4459 ALL 475946.1 3775024 4.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4460 ALL 475966.1 3775024 4.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4461 ALL 475986.1 3775024 4.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4462 ALL 476006.1 3775024 4.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4463 ALL 476026.1 3775024 4.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4464 ALL 476046.1 3775024 4.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4465 ALL 476066.1 3775024 4.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4466 ALL 476086.1 3775024 5.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4467 ALL 476106.1 3775024 5.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4468 ALL 476126.1 3775024 5.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4469 ALL 476146.1 3775024 5.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4470 ALL 476166.1 3775024 5.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4471 ALL 476186.1 3775024 5.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4472 ALL 476206.1 3775024 5.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4473 ALL 476226.1 3775024 5.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4474 ALL 476246.1 3775024 5.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4475 ALL 476266.1 3775024 5.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4476 ALL 476286.1 3775024 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4477 ALL 476306.1 3775024 6.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4478 ALL 476326.1 3775024 6.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4479 ALL 476346.1 3775024 6.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4480 ALL 476366.1 3775024 6.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4481 ALL 476386.1 3775024 6.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4482 ALL 476406.1 3775024 6.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4483 ALL 476426.1 3775024 6.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3.31E-05



3.31E+01



HARP2 - HRACalc (dated 22118) 12/2/2022 3:26:12 PM - Output Log

GLCs loaded successfully
Pollutants loaded successfully
Pathway receptors loaded successfully
**********************************
RISK SCENARIO SETTINGS

Receptor Type: Resident
Scenario: NCChronic
Calculation Method: Derived

**********************************
EXPOSURE DURATION PARAMETERS FOR CANCER
**Exposure duration are only adjusted for cancer assessments**

**********************************
PATHWAYS ENABLED

NOTE: Inhalation is always enabled and used for all assessments.  The remaining 
pathways are only used for cancer and noncancer chronic assessments.

Inhalation: True
Soil: True
Dermal: True
Mother's milk: True
Water: False
Fish: False
Homegrown crops: True
Beef: False
Dairy: False
Pig: False
Chicken: False
Egg: False

**********************************
INHALATION

Daily breathing rate: LongTerm24HR

**Worker Adjustment Factors**
Worker adjustment factors enabled: NO

**Fraction at time at home**
NOTE: Exposure duration (i.e., start age, end age, ED, & FAH) are only adjusted for 
cancer assessments.

**********************************
SOIL & DERMAL PATHWAY SETTINGS



Deposition rate (m/s): 0.02
Soil mixing depth (m): 0.01
Dermal climate: Warm

**********************************
HOMEGROWN CROP PATHWAY SETTINGS

Household type: HouseholdsthatGarden
Fraction leafy: 0.137
Fraction exposed: 0.137
Fraction protected: 0.137
Fraction root: 0.137

**********************************
TIER 2 SETTINGS

Tier2 adjustments were used in this assessment.  Please see the input file for 
details.
Tier2 - What was changed: ED or start age changed|
Calculating chronic risk
Chronic risk breakdown by pollutant and receptor saved to: 
C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6THROSA\hra\ConstChonicNoMitNCChronicRisk.csv
Chronic risk total by receptor saved to: C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6THROSA\hra\ConstChonicNoMitNCChronicRiskSumByRec.csv
HRA ran successfully



*HARP - HRACalc v22118 12/2/2022 3:26:12 PM - Chronic Risk - Input File: C:\Users\dlarocca\Desktop\Air Quality Work\HARP2\6THROSA\hra\ConstChonicNoMitHRAInput.hra

REC GRP NETID X Y SCENARIO CV CNS IMMUN KIDNEY GILV REPRO/DEVELRESP SKIN EYE BONE/TEETHENDO BLOOD ODOR GENERAL MAXHI

1 ALL 476426.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

2 ALL 476446.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

3 ALL 476466.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

4 ALL 476486.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

5 ALL 476506.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

6 ALL 476526.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

7 ALL 476546.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

8 ALL 476566.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

9 ALL 476586.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

10 ALL 476606.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

11 ALL 476626.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

12 ALL 476646.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

13 ALL 476666.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

14 ALL 476686.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

15 ALL 476706.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-04

16 ALL 476726.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.73E-04

17 ALL 476746.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-04

18 ALL 476766.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-04

19 ALL 476786.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04

20 ALL 476806.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-04

21 ALL 476826.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-04

22 ALL 476846.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-04

23 ALL 476866.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04

24 ALL 476886.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.07E-04

25 ALL 476906.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04

26 ALL 476926.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-04

27 ALL 476946.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04

28 ALL 476966.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-04

29 ALL 476986.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-04

30 ALL 477006.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-04

31 ALL 475526.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-04

32 ALL 475546.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-04

33 ALL 475566.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04

34 ALL 475586.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-04

35 ALL 475606.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-04

36 ALL 475626.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-04

37 ALL 475646.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-04

38 ALL 475666.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-04

39 ALL 475686.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-04

40 ALL 475706.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04

41 ALL 475726.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.43E-04

42 ALL 475746.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04

43 ALL 475766.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04

44 ALL 475786.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-04

45 ALL 475806.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-04

46 ALL 475826.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-04

47 ALL 475846.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04

48 ALL 475866.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-04



49 ALL 475886.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-04

50 ALL 475906.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-04

51 ALL 475926.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-04

52 ALL 475946.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.69E-04

53 ALL 475966.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.89E-04

54 ALL 475986.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

55 ALL 476006.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

56 ALL 476426.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

57 ALL 476446.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

58 ALL 476466.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

59 ALL 476486.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

60 ALL 476506.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

61 ALL 476526.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

62 ALL 476546.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

63 ALL 476566.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

64 ALL 476586.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

65 ALL 476606.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

66 ALL 476626.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

67 ALL 476646.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

68 ALL 476666.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

69 ALL 476686.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

70 ALL 476706.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

71 ALL 476726.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

72 ALL 476746.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

73 ALL 476766.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-04

74 ALL 476786.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.56E-04

75 ALL 476806.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-04

76 ALL 476826.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04

77 ALL 476846.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-04

78 ALL 476866.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04

79 ALL 476886.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-04

80 ALL 476906.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-04

81 ALL 476926.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.01E-04

82 ALL 476946.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-04

83 ALL 476966.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-04

84 ALL 476986.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-04

85 ALL 477006.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04

86 ALL 477026.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-04

87 ALL 477046.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-04

88 ALL 475526.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-04

89 ALL 475546.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04

90 ALL 475566.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04

91 ALL 475586.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-04

92 ALL 475606.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-04

93 ALL 475626.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-04

94 ALL 475646.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-04

95 ALL 475666.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-04

96 ALL 475686.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.19E-04

97 ALL 475706.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.39E-04

98 ALL 475726.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-04



99 ALL 475746.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-04

100 ALL 475766.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-04

101 ALL 475786.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-04

102 ALL 475806.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-04

103 ALL 475826.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-04

104 ALL 475846.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04

105 ALL 475866.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.16E-04

106 ALL 475886.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04

107 ALL 475906.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.64E-04

108 ALL 475926.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04

109 ALL 475946.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

110 ALL 475966.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

111 ALL 475986.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

112 ALL 476006.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

113 ALL 476426.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

114 ALL 476446.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

115 ALL 476466.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

116 ALL 476486.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

117 ALL 476506.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

118 ALL 476526.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

119 ALL 476546.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

120 ALL 476566.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

121 ALL 476586.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

122 ALL 476606.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

123 ALL 476626.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

124 ALL 476646.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

125 ALL 476666.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

126 ALL 476686.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

127 ALL 476706.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

128 ALL 476726.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

129 ALL 476746.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

130 ALL 476766.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

131 ALL 476786.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

132 ALL 476806.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-04

133 ALL 476826.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-04

134 ALL 476846.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-04

135 ALL 476866.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-04

136 ALL 476886.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-04

137 ALL 476906.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-04

138 ALL 476926.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04

139 ALL 476946.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04

140 ALL 476966.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04

141 ALL 476986.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-04

142 ALL 477006.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04

143 ALL 477026.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-04

144 ALL 477046.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04

145 ALL 477066.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-04

146 ALL 477086.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-04

147 ALL 475526.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-04

148 ALL 475546.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04



149 ALL 475566.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-04

150 ALL 475586.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-04

151 ALL 475606.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-04

152 ALL 475626.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-04

153 ALL 475646.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-04

154 ALL 475666.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.12E-04

155 ALL 475686.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-04

156 ALL 475706.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04

157 ALL 475726.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.76E-04

158 ALL 475746.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-04

159 ALL 475766.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-04

160 ALL 475786.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04

161 ALL 475806.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-04

162 ALL 475826.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-04

163 ALL 475846.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-04

164 ALL 475866.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-04

165 ALL 475886.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.73E-04

166 ALL 475906.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.99E-04

167 ALL 475926.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

168 ALL 475946.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

169 ALL 475966.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

170 ALL 475986.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

171 ALL 476006.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

172 ALL 476426.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

173 ALL 476446.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

174 ALL 476466.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

175 ALL 476486.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

176 ALL 476506.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

177 ALL 476526.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

178 ALL 476546.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

179 ALL 476566.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

180 ALL 476586.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

181 ALL 476606.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

182 ALL 476626.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

183 ALL 476646.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

184 ALL 476666.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

185 ALL 476686.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

186 ALL 476706.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

187 ALL 476726.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

188 ALL 476746.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

189 ALL 476766.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

190 ALL 476786.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

191 ALL 476806.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

192 ALL 476826.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

193 ALL 476846.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-04

194 ALL 476866.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.48E-04

195 ALL 476886.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.23E-04

196 ALL 476906.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.98E-04

197 ALL 476926.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-04

198 ALL 476946.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04



199 ALL 476966.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04

200 ALL 476986.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.06E-04

201 ALL 477006.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.86E-04

202 ALL 477026.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-04

203 ALL 477046.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-04

204 ALL 477066.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04

205 ALL 477086.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-04

206 ALL 477106.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.97E-04

207 ALL 475526.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-04

208 ALL 475546.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-04

209 ALL 475566.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-04

210 ALL 475586.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-04

211 ALL 475606.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-04

212 ALL 475626.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-04

213 ALL 475646.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.02E-04

214 ALL 475666.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-04

215 ALL 475686.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-04

216 ALL 475706.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-04

217 ALL 475726.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-04

218 ALL 475746.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-04

219 ALL 475766.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-04

220 ALL 475786.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-04

221 ALL 475806.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.94E-04

222 ALL 475826.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.20E-04

223 ALL 475846.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.48E-04

224 ALL 475866.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-04

225 ALL 475886.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

226 ALL 475906.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

227 ALL 475926.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

228 ALL 475946.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

229 ALL 475966.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

230 ALL 475986.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

231 ALL 476006.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

232 ALL 476026.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

233 ALL 476426.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

234 ALL 476446.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

235 ALL 476466.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

236 ALL 476486.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

237 ALL 476506.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

238 ALL 476526.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

239 ALL 476546.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

240 ALL 476566.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

241 ALL 476586.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

242 ALL 476606.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

243 ALL 476626.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

244 ALL 476646.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

245 ALL 476666.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

246 ALL 476686.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

247 ALL 476706.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

248 ALL 476726.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03



249 ALL 476746.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

250 ALL 476766.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

251 ALL 476786.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

252 ALL 476806.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

253 ALL 476826.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

254 ALL 476846.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

255 ALL 476866.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-04

256 ALL 476886.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-04

257 ALL 476906.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04

258 ALL 476926.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-04

259 ALL 476946.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-04

260 ALL 476966.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04

261 ALL 476986.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-04

262 ALL 477006.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.21E-04

263 ALL 477026.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.01E-04

264 ALL 477046.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04

265 ALL 477066.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04

266 ALL 477086.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-04

267 ALL 477106.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04

268 ALL 475526.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-04

269 ALL 475546.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04

270 ALL 475566.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-04

271 ALL 475586.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-04

272 ALL 475606.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-04

273 ALL 475626.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-04

274 ALL 475646.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.12E-04

275 ALL 475666.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-04

276 ALL 475686.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.57E-04

277 ALL 475706.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04

278 ALL 475726.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-04

279 ALL 475746.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.34E-04

280 ALL 475766.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04

281 ALL 475786.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04

282 ALL 475806.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.16E-04

283 ALL 475826.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-04

284 ALL 475846.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.76E-04

285 ALL 475866.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

286 ALL 475886.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

287 ALL 475906.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

288 ALL 475926.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

289 ALL 475946.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

290 ALL 475966.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

291 ALL 475986.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

292 ALL 476006.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

293 ALL 476026.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

294 ALL 476046.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

295 ALL 476426.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

296 ALL 476446.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

297 ALL 476466.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

298 ALL 476486.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03



299 ALL 476506.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

300 ALL 476526.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

301 ALL 476546.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

302 ALL 476566.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

303 ALL 476586.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

304 ALL 476606.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

305 ALL 476626.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

306 ALL 476646.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

307 ALL 476666.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

308 ALL 476686.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

309 ALL 476706.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

310 ALL 476726.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

311 ALL 476746.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

312 ALL 476766.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

313 ALL 476786.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

314 ALL 476806.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

315 ALL 476826.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

316 ALL 476846.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

317 ALL 476866.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

318 ALL 476886.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

319 ALL 476906.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-04

320 ALL 476926.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-04

321 ALL 476946.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-04

322 ALL 476966.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-04

323 ALL 476986.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-04

324 ALL 477006.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04

325 ALL 477026.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-04

326 ALL 477046.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-04

327 ALL 477066.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-04

328 ALL 477086.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-04

329 ALL 477106.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04

330 ALL 475526.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04

331 ALL 475546.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-04

332 ALL 475566.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04

333 ALL 475586.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04

334 ALL 475606.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-04

335 ALL 475626.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-04

336 ALL 475646.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-04

337 ALL 475666.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-04

338 ALL 475686.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-04

339 ALL 475706.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-04

340 ALL 475726.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-04

341 ALL 475746.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-04

342 ALL 475766.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-04

343 ALL 475786.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-04

344 ALL 475806.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-04

345 ALL 475826.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-04

346 ALL 475846.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

347 ALL 475866.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

348 ALL 475886.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03



349 ALL 475906.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

350 ALL 475926.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

351 ALL 475946.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

352 ALL 475966.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

353 ALL 475986.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

354 ALL 476006.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

355 ALL 476026.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

356 ALL 476046.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

357 ALL 476066.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

358 ALL 476426.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

359 ALL 476446.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

360 ALL 476466.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

361 ALL 476486.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

362 ALL 476506.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

363 ALL 476526.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

364 ALL 476546.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

365 ALL 476566.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

366 ALL 476586.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

367 ALL 476606.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

368 ALL 476626.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

369 ALL 476646.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

370 ALL 476666.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

371 ALL 476686.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

372 ALL 476706.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

373 ALL 476726.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

374 ALL 476746.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

375 ALL 476766.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

376 ALL 476786.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

377 ALL 476806.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

378 ALL 476826.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

379 ALL 476846.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

380 ALL 476866.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

381 ALL 476886.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

382 ALL 476906.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

383 ALL 476926.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

384 ALL 476946.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-04

385 ALL 476966.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-04

386 ALL 476986.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04

387 ALL 477006.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-04

388 ALL 477026.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-04

389 ALL 477046.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-04

390 ALL 477066.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04

391 ALL 477086.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-04

392 ALL 477106.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-04

393 ALL 475526.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-04

394 ALL 475546.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04

395 ALL 475566.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-04

396 ALL 475586.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-04

397 ALL 475606.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.83E-04

398 ALL 475626.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-04



399 ALL 475646.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-04

400 ALL 475666.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04

401 ALL 475686.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-04

402 ALL 475706.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-04

403 ALL 475726.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04

404 ALL 475746.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04

405 ALL 475766.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-04

406 ALL 475786.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.26E-04

407 ALL 475806.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.61E-04

408 ALL 475826.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-04

409 ALL 475846.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

410 ALL 475866.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

411 ALL 475886.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

412 ALL 475906.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

413 ALL 475926.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

414 ALL 475946.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

415 ALL 475966.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

416 ALL 475986.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

417 ALL 476006.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

418 ALL 476026.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

419 ALL 476046.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

420 ALL 476066.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

421 ALL 476086.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

422 ALL 476426.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

423 ALL 476446.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

424 ALL 476466.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

425 ALL 476486.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

426 ALL 476506.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

427 ALL 476526.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

428 ALL 476546.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03

429 ALL 476566.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

430 ALL 476586.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

431 ALL 476606.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

432 ALL 476626.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

433 ALL 476646.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

434 ALL 476666.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

435 ALL 476686.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

436 ALL 476706.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

437 ALL 476726.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

438 ALL 476746.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

439 ALL 476766.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

440 ALL 476786.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

441 ALL 476806.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

442 ALL 476826.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

443 ALL 476846.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

444 ALL 476866.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

445 ALL 476886.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

446 ALL 476906.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

447 ALL 476926.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

448 ALL 476946.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03



449 ALL 476966.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

450 ALL 476986.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-04

451 ALL 477006.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.48E-04

452 ALL 477026.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.24E-04

453 ALL 477046.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04

454 ALL 477066.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-04

455 ALL 477086.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-04

456 ALL 477106.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.39E-04

457 ALL 475526.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-04

458 ALL 475546.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04

459 ALL 475566.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-04

460 ALL 475586.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-04

461 ALL 475606.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04

462 ALL 475626.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.12E-04

463 ALL 475646.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-04

464 ALL 475666.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04

465 ALL 475686.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-04

466 ALL 475706.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-04

467 ALL 475726.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-04

468 ALL 475746.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-04

469 ALL 475766.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04

470 ALL 475786.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.44E-04

471 ALL 475806.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.80E-04

472 ALL 475826.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

473 ALL 475846.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

474 ALL 475866.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

475 ALL 475886.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

476 ALL 475906.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

477 ALL 475926.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

478 ALL 475946.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

479 ALL 475966.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

480 ALL 475986.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

481 ALL 476006.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

482 ALL 476026.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

483 ALL 476046.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

484 ALL 476066.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

485 ALL 476086.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

486 ALL 476106.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

487 ALL 476126.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

488 ALL 476426.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

489 ALL 476446.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

490 ALL 476466.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

491 ALL 476486.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

492 ALL 476506.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

493 ALL 476526.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

494 ALL 476546.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03

495 ALL 476566.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

496 ALL 476586.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

497 ALL 476606.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

498 ALL 476626.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03



499 ALL 476646.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

500 ALL 476666.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

501 ALL 476686.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

502 ALL 476706.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

503 ALL 476726.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

504 ALL 476746.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

505 ALL 476766.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

506 ALL 476786.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

507 ALL 476806.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

508 ALL 476826.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

509 ALL 476846.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

510 ALL 476866.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

511 ALL 476886.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

512 ALL 476906.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

513 ALL 476926.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

514 ALL 476946.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

515 ALL 476966.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

516 ALL 476986.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

517 ALL 477006.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

518 ALL 477026.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-04

519 ALL 477046.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-04

520 ALL 477066.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04

521 ALL 477086.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-04

522 ALL 477106.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-04

523 ALL 475526.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04

524 ALL 475546.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-04

525 ALL 475566.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04

526 ALL 475586.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-04

527 ALL 475606.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.94E-04

528 ALL 475626.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04

529 ALL 475646.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-04

530 ALL 475666.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-04

531 ALL 475686.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04

532 ALL 475706.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.29E-04

533 ALL 475726.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-04

534 ALL 475746.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-04

535 ALL 475766.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.25E-04

536 ALL 475786.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.61E-04

537 ALL 475806.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.99E-04

538 ALL 475826.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

539 ALL 475846.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

540 ALL 475866.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

541 ALL 475886.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

542 ALL 475906.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

543 ALL 475926.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

544 ALL 475946.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

545 ALL 475966.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

546 ALL 475986.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

547 ALL 476006.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

548 ALL 476026.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03



549 ALL 476046.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

550 ALL 476066.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

551 ALL 476086.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

552 ALL 476106.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

553 ALL 476126.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

554 ALL 476146.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

555 ALL 476406.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

556 ALL 476426.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

557 ALL 476446.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

558 ALL 476466.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03

559 ALL 476486.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

560 ALL 476506.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

561 ALL 476526.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

562 ALL 476546.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

563 ALL 476566.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03

564 ALL 476586.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

565 ALL 476606.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

566 ALL 476626.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

567 ALL 476646.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

568 ALL 476666.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

569 ALL 476686.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

570 ALL 476706.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

571 ALL 476726.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

572 ALL 476746.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

573 ALL 476766.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

574 ALL 476786.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

575 ALL 476806.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

576 ALL 476826.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

577 ALL 476846.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

578 ALL 476866.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

579 ALL 476886.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

580 ALL 476906.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

581 ALL 476926.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

582 ALL 476946.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

583 ALL 476966.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

584 ALL 476986.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

585 ALL 477006.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

586 ALL 477026.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

587 ALL 477046.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

588 ALL 477066.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-04

589 ALL 477086.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-04

590 ALL 477106.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.33E-04

591 ALL 475526.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04

592 ALL 475546.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04

593 ALL 475566.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04

594 ALL 475586.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-04

595 ALL 475606.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04

596 ALL 475626.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-04

597 ALL 475646.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-04

598 ALL 475666.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-04



599 ALL 475686.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.07E-04

600 ALL 475706.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-04

601 ALL 475726.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.69E-04

602 ALL 475746.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-04

603 ALL 475766.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.39E-04

604 ALL 475786.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.77E-04

605 ALL 475806.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

606 ALL 475826.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

607 ALL 475846.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

608 ALL 475866.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

609 ALL 475886.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

610 ALL 475906.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

611 ALL 475926.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

612 ALL 475946.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

613 ALL 475966.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

614 ALL 475986.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

615 ALL 476006.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

616 ALL 476026.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

617 ALL 476046.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

618 ALL 476066.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

619 ALL 476086.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

620 ALL 476106.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

621 ALL 476126.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

622 ALL 476146.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

623 ALL 476166.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

624 ALL 476406.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

625 ALL 476426.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

626 ALL 476446.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03

627 ALL 476466.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

628 ALL 476486.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

629 ALL 476506.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

630 ALL 476526.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

631 ALL 476546.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

632 ALL 476566.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

633 ALL 476586.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

634 ALL 476606.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

635 ALL 476626.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

636 ALL 476646.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

637 ALL 476666.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

638 ALL 476686.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

639 ALL 476706.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

640 ALL 476726.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

641 ALL 476746.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

642 ALL 476766.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

643 ALL 476786.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

644 ALL 476806.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

645 ALL 476826.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

646 ALL 476846.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

647 ALL 476866.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

648 ALL 476886.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03



649 ALL 476906.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

650 ALL 476926.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

651 ALL 476946.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

652 ALL 476966.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

653 ALL 476986.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

654 ALL 477006.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

655 ALL 477026.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

656 ALL 477046.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

657 ALL 477066.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

658 ALL 477086.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

659 ALL 477106.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-04

660 ALL 475526.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04

661 ALL 475546.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-04

662 ALL 475566.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04

663 ALL 475586.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-04

664 ALL 475606.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-04

665 ALL 475626.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.27E-04

666 ALL 475646.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-04

667 ALL 475666.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.84E-04

668 ALL 475686.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04

669 ALL 475706.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-04

670 ALL 475726.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-04

671 ALL 475746.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.12E-04

672 ALL 475766.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.51E-04

673 ALL 475786.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-04

674 ALL 475806.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

675 ALL 475826.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

676 ALL 475846.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

677 ALL 475866.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

678 ALL 475886.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

679 ALL 475906.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

680 ALL 475926.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

681 ALL 475946.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

682 ALL 475966.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

683 ALL 475986.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

684 ALL 476006.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

685 ALL 476026.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

686 ALL 476046.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

687 ALL 476066.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

688 ALL 476086.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

689 ALL 476106.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

690 ALL 476126.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

691 ALL 476146.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

692 ALL 476166.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

693 ALL 476186.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

694 ALL 476366.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03

695 ALL 476386.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03

696 ALL 476406.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03

697 ALL 476426.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03

698 ALL 476446.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03



699 ALL 476466.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03

700 ALL 476486.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03

701 ALL 476506.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03

702 ALL 476526.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03

703 ALL 476546.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

704 ALL 476566.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

705 ALL 476586.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03

706 ALL 476606.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

707 ALL 476626.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

708 ALL 476646.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

709 ALL 476666.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

710 ALL 476686.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

711 ALL 476706.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

712 ALL 476726.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

713 ALL 476746.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

714 ALL 476766.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

715 ALL 476786.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

716 ALL 476806.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

717 ALL 476826.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

718 ALL 476846.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

719 ALL 476866.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

720 ALL 476886.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

721 ALL 476906.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

722 ALL 476926.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

723 ALL 476946.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

724 ALL 476966.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

725 ALL 476986.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

726 ALL 477006.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

727 ALL 477026.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

728 ALL 477046.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

729 ALL 477066.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

730 ALL 477086.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

731 ALL 477106.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

732 ALL 475526.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-04

733 ALL 475546.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04

734 ALL 475566.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04

735 ALL 475586.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-04

736 ALL 475606.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-04

737 ALL 475626.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-04

738 ALL 475646.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-04

739 ALL 475666.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.88E-04

740 ALL 475686.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-04

741 ALL 475706.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04

742 ALL 475726.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.85E-04

743 ALL 475746.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-04

744 ALL 475766.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-04

745 ALL 475786.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

746 ALL 475806.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

747 ALL 475826.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

748 ALL 475846.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03



749 ALL 475866.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

750 ALL 475886.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

751 ALL 475906.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

752 ALL 475926.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

753 ALL 475946.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

754 ALL 475966.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

755 ALL 475986.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

756 ALL 476006.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

757 ALL 476026.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

758 ALL 476046.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

759 ALL 476066.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

760 ALL 476086.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

761 ALL 476106.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

762 ALL 476126.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03

763 ALL 476146.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03

764 ALL 476166.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03

765 ALL 476186.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

766 ALL 476206.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03

767 ALL 476226.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

768 ALL 476366.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03

769 ALL 476386.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

770 ALL 476406.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03

771 ALL 476426.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03

772 ALL 476446.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03

773 ALL 476466.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

774 ALL 476486.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03

775 ALL 476506.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03

776 ALL 476526.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03

777 ALL 476546.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

778 ALL 476566.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03

779 ALL 476586.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

780 ALL 476606.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

781 ALL 476626.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

782 ALL 476646.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

783 ALL 476666.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

784 ALL 476686.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

785 ALL 476706.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

786 ALL 476726.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

787 ALL 476746.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

788 ALL 476766.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

789 ALL 476786.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

790 ALL 476806.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

791 ALL 476826.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

792 ALL 476846.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

793 ALL 476866.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

794 ALL 476886.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

795 ALL 476906.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

796 ALL 476926.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

797 ALL 476946.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

798 ALL 476966.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03



799 ALL 476986.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

800 ALL 477006.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

801 ALL 477026.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

802 ALL 477046.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

803 ALL 477066.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

804 ALL 477086.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

805 ALL 477106.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

806 ALL 475526.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-04

807 ALL 475546.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04

808 ALL 475566.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04

809 ALL 475586.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-04

810 ALL 475606.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-04

811 ALL 475626.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04

812 ALL 475646.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-04

813 ALL 475666.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-04

814 ALL 475686.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-04

815 ALL 475706.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-04

816 ALL 475726.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-04

817 ALL 475746.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04

818 ALL 475766.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.69E-04

819 ALL 475786.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

820 ALL 475806.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

821 ALL 475826.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

822 ALL 475846.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

823 ALL 475866.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

824 ALL 475886.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

825 ALL 475906.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

826 ALL 475926.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

827 ALL 475946.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

828 ALL 475966.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

829 ALL 475986.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

830 ALL 476006.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

831 ALL 476026.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

832 ALL 476046.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

833 ALL 476066.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

834 ALL 476086.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

835 ALL 476106.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

836 ALL 476126.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

837 ALL 476146.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

838 ALL 476166.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

839 ALL 476186.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

840 ALL 476206.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03

841 ALL 476226.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03

842 ALL 476246.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03

843 ALL 476266.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03

844 ALL 476286.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03

845 ALL 476366.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03

846 ALL 476386.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03

847 ALL 476406.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03

848 ALL 476426.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-03



849 ALL 476446.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-03

850 ALL 476466.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03

851 ALL 476486.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-03

852 ALL 476506.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03

853 ALL 476526.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-03

854 ALL 476546.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03

855 ALL 476566.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03

856 ALL 476586.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03

857 ALL 476606.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03

858 ALL 476626.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03

859 ALL 476646.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03

860 ALL 476666.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03

861 ALL 476686.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03

862 ALL 476706.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

863 ALL 476726.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

864 ALL 476746.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

865 ALL 476766.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

866 ALL 476786.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

867 ALL 476806.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

868 ALL 476826.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

869 ALL 476846.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

870 ALL 476866.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

871 ALL 476886.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

872 ALL 476906.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

873 ALL 476926.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

874 ALL 476946.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

875 ALL 476966.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

876 ALL 476986.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

877 ALL 477006.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

878 ALL 477026.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

879 ALL 477046.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

880 ALL 477066.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

881 ALL 477086.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

882 ALL 477106.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

883 ALL 475526.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04

884 ALL 475546.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04

885 ALL 475566.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04

886 ALL 475586.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-04

887 ALL 475606.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-04

888 ALL 475626.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04

889 ALL 475646.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04

890 ALL 475666.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04

891 ALL 475686.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-04

892 ALL 475706.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-04

893 ALL 475726.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-04

894 ALL 475746.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.33E-04

895 ALL 475766.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-04

896 ALL 475786.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

897 ALL 475806.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

898 ALL 475826.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03



899 ALL 475846.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

900 ALL 475866.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

901 ALL 475886.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

902 ALL 475906.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

903 ALL 475926.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

904 ALL 475946.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

905 ALL 475966.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

906 ALL 475986.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

907 ALL 476006.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

908 ALL 476026.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

909 ALL 476046.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

910 ALL 476066.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

911 ALL 476086.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

912 ALL 476106.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

913 ALL 476126.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

914 ALL 476146.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03

915 ALL 476166.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03

916 ALL 476186.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03

917 ALL 476206.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03

918 ALL 476226.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03

919 ALL 476246.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03

920 ALL 476266.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03

921 ALL 476286.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03

922 ALL 476306.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03

923 ALL 476326.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03

924 ALL 476346.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03

925 ALL 476366.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-03

926 ALL 476386.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03

927 ALL 476406.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03

928 ALL 476426.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03

929 ALL 476446.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03

930 ALL 476466.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03

931 ALL 476486.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-03

932 ALL 476506.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-03

933 ALL 476526.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03

934 ALL 476546.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-03

935 ALL 476566.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03

936 ALL 476586.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03

937 ALL 476606.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03

938 ALL 476626.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03

939 ALL 476646.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03

940 ALL 476666.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03

941 ALL 476686.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

942 ALL 476706.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03

943 ALL 476726.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03

944 ALL 476746.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

945 ALL 476766.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

946 ALL 476786.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

947 ALL 476806.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

948 ALL 476826.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03



949 ALL 476846.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

950 ALL 476866.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

951 ALL 476886.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

952 ALL 476906.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

953 ALL 476926.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

954 ALL 476946.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

955 ALL 476966.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

956 ALL 476986.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

957 ALL 477006.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

958 ALL 477026.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

959 ALL 477046.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

960 ALL 477066.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

961 ALL 477086.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

962 ALL 477106.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

963 ALL 475526.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-04

964 ALL 475546.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-04

965 ALL 475566.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04

966 ALL 475586.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-04

967 ALL 475606.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-04

968 ALL 475626.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-04

969 ALL 475646.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04

970 ALL 475666.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-04

971 ALL 475686.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-04

972 ALL 475706.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04

973 ALL 475726.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.97E-04

974 ALL 475746.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.36E-04

975 ALL 475766.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-04

976 ALL 475786.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

977 ALL 475806.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

978 ALL 475826.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

979 ALL 475846.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

980 ALL 475866.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

981 ALL 475886.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

982 ALL 475906.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

983 ALL 475926.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

984 ALL 475946.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

985 ALL 475966.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

986 ALL 475986.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

987 ALL 476006.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

988 ALL 476026.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

989 ALL 476046.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

990 ALL 476066.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

991 ALL 476086.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

992 ALL 476106.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

993 ALL 476126.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03

994 ALL 476146.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

995 ALL 476166.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03

996 ALL 476186.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03

997 ALL 476206.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03

998 ALL 476226.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03



999 ALL 476246.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03

1000 ALL 476266.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-03

1001 ALL 476286.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-03

1002 ALL 476306.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-03

1003 ALL 476326.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03

1004 ALL 476346.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03

1005 ALL 476366.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03

1006 ALL 476386.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-03

1007 ALL 476406.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03

1008 ALL 476426.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03

1009 ALL 476446.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03

1010 ALL 476466.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-03

1011 ALL 476486.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-03

1012 ALL 476506.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-03

1013 ALL 476526.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-03

1014 ALL 476546.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03

1015 ALL 476566.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03

1016 ALL 476586.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-03

1017 ALL 476606.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03

1018 ALL 476626.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-03

1019 ALL 476646.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03

1020 ALL 476666.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03

1021 ALL 476686.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03

1022 ALL 476706.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03

1023 ALL 476726.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

1024 ALL 476746.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03

1025 ALL 476766.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03

1026 ALL 476786.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

1027 ALL 476806.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

1028 ALL 476826.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

1029 ALL 476846.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

1030 ALL 476866.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

1031 ALL 476886.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

1032 ALL 476906.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

1033 ALL 476926.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

1034 ALL 476946.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

1035 ALL 476966.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

1036 ALL 476986.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

1037 ALL 477006.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

1038 ALL 477026.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

1039 ALL 477046.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

1040 ALL 477066.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

1041 ALL 477086.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

1042 ALL 477106.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

1043 ALL 475526.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04

1044 ALL 475546.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-04

1045 ALL 475566.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-04

1046 ALL 475586.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-04

1047 ALL 475606.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-04

1048 ALL 475626.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04



1049 ALL 475646.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04

1050 ALL 475666.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04

1051 ALL 475686.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-04

1052 ALL 475706.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04

1053 ALL 475726.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.98E-04

1054 ALL 475746.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-04

1055 ALL 475766.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-04

1056 ALL 475786.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1057 ALL 475806.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1058 ALL 475826.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

1059 ALL 475846.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

1060 ALL 475866.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

1061 ALL 475886.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

1062 ALL 475906.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

1063 ALL 475926.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

1064 ALL 475946.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

1065 ALL 475966.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

1066 ALL 475986.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

1067 ALL 476006.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03

1068 ALL 476026.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

1069 ALL 476046.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

1070 ALL 476066.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

1071 ALL 476086.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03

1072 ALL 476106.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

1073 ALL 476126.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

1074 ALL 476146.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03

1075 ALL 476166.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03

1076 ALL 476186.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03

1077 ALL 476206.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03

1078 ALL 476226.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03

1079 ALL 476246.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03

1080 ALL 476266.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-03

1081 ALL 476286.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-03

1082 ALL 476306.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-03

1083 ALL 476326.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-03

1084 ALL 476346.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-03

1085 ALL 476366.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-03

1086 ALL 476386.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-03

1087 ALL 476406.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-03

1088 ALL 476426.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-03

1089 ALL 476446.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-03

1090 ALL 476466.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-03

1091 ALL 476486.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-03

1092 ALL 476506.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-03

1093 ALL 476526.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-03

1094 ALL 476546.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-03

1095 ALL 476566.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-03

1096 ALL 476586.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-03

1097 ALL 476606.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03

1098 ALL 476626.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03



1099 ALL 476646.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03

1100 ALL 476666.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03

1101 ALL 476686.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03

1102 ALL 476706.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03

1103 ALL 476726.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03

1104 ALL 476746.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03

1105 ALL 476766.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

1106 ALL 476786.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

1107 ALL 476806.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03

1108 ALL 476826.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03

1109 ALL 476846.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

1110 ALL 476866.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

1111 ALL 476886.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03

1112 ALL 476906.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

1113 ALL 476926.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

1114 ALL 476946.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

1115 ALL 476966.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

1116 ALL 476986.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

1117 ALL 477006.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

1118 ALL 477026.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

1119 ALL 477046.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

1120 ALL 477066.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

1121 ALL 477086.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

1122 ALL 477106.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

1123 ALL 475526.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-04

1124 ALL 475546.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-04

1125 ALL 475566.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-04

1126 ALL 475586.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-04

1127 ALL 475606.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-04

1128 ALL 475626.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04

1129 ALL 475646.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-04

1130 ALL 475666.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-04

1131 ALL 475686.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-04

1132 ALL 475706.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04

1133 ALL 475726.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.98E-04

1134 ALL 475746.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04

1135 ALL 475766.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-04

1136 ALL 475786.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1137 ALL 475806.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1138 ALL 475826.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

1139 ALL 475846.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

1140 ALL 475866.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1141 ALL 475886.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

1142 ALL 475906.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

1143 ALL 475926.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

1144 ALL 475946.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

1145 ALL 475966.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

1146 ALL 475986.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

1147 ALL 476006.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

1148 ALL 476026.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03



1149 ALL 476046.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

1150 ALL 476066.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

1151 ALL 476086.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

1152 ALL 476106.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03

1153 ALL 476126.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03

1154 ALL 476146.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03

1155 ALL 476166.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03

1156 ALL 476186.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03

1157 ALL 476206.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03

1158 ALL 476226.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-03

1159 ALL 476246.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-03

1160 ALL 476266.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-03

1161 ALL 476286.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03

1162 ALL 476306.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03

1163 ALL 476326.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-03

1164 ALL 476346.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-03

1165 ALL 476366.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03

1166 ALL 476386.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-03

1167 ALL 476406.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-03

1168 ALL 476426.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-03

1169 ALL 476446.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-03

1170 ALL 476466.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-03

1171 ALL 476486.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-03

1172 ALL 476506.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.43E-03

1173 ALL 476526.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-03

1174 ALL 476546.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-03

1175 ALL 476566.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-03

1176 ALL 476586.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-03

1177 ALL 476606.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-03

1178 ALL 476626.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-03

1179 ALL 476646.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03

1180 ALL 476666.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03

1181 ALL 476686.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03

1182 ALL 476706.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-03

1183 ALL 476726.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03

1184 ALL 476746.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03

1185 ALL 476766.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03

1186 ALL 476786.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

1187 ALL 476806.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03

1188 ALL 476826.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03

1189 ALL 476846.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03

1190 ALL 476866.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

1191 ALL 476886.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

1192 ALL 476906.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

1193 ALL 476926.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

1194 ALL 476946.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

1195 ALL 476966.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

1196 ALL 476986.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

1197 ALL 477006.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

1198 ALL 477026.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03



1199 ALL 477046.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

1200 ALL 477066.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

1201 ALL 477086.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

1202 ALL 477106.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

1203 ALL 475526.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-04

1204 ALL 475546.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04

1205 ALL 475566.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-04

1206 ALL 475586.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04

1207 ALL 475606.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-04

1208 ALL 475626.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04

1209 ALL 475646.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-04

1210 ALL 475666.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-04

1211 ALL 475686.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-04

1212 ALL 475706.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-04

1213 ALL 475726.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.97E-04

1214 ALL 475746.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04

1215 ALL 475766.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-04

1216 ALL 475786.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1217 ALL 475806.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1218 ALL 475826.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

1219 ALL 475846.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

1220 ALL 475866.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1221 ALL 475886.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

1222 ALL 475906.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

1223 ALL 475926.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

1224 ALL 475946.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

1225 ALL 475966.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

1226 ALL 475986.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

1227 ALL 476006.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

1228 ALL 476026.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

1229 ALL 476046.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

1230 ALL 476066.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

1231 ALL 476086.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03

1232 ALL 476106.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03

1233 ALL 476126.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03

1234 ALL 476146.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

1235 ALL 476166.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03

1236 ALL 476186.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03

1237 ALL 476206.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-03

1238 ALL 476226.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-03

1239 ALL 476246.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-03

1240 ALL 476266.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-03

1241 ALL 476286.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-03

1242 ALL 476306.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-03

1243 ALL 476326.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-03

1244 ALL 476346.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-03

1245 ALL 476366.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-03

1246 ALL 476386.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-03

1247 ALL 476406.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-03

1248 ALL 476426.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-03



1249 ALL 476446.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-03

1250 ALL 476466.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-03

1251 ALL 476486.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-03

1252 ALL 476506.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-03

1253 ALL 476526.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-03

1254 ALL 476546.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-03

1255 ALL 476566.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-03

1256 ALL 476586.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-03

1257 ALL 476606.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-03

1258 ALL 476626.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-03

1259 ALL 476646.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-03

1260 ALL 476666.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03

1261 ALL 476686.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-03

1262 ALL 476706.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03

1263 ALL 476726.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03

1264 ALL 476746.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03

1265 ALL 476766.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03

1266 ALL 476786.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03

1267 ALL 476806.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03

1268 ALL 476826.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03

1269 ALL 476846.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03

1270 ALL 476866.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

1271 ALL 476886.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

1272 ALL 476906.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03

1273 ALL 476926.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

1274 ALL 477066.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

1275 ALL 477086.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

1276 ALL 477106.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

1277 ALL 475526.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04

1278 ALL 475546.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04

1279 ALL 475566.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-04

1280 ALL 475586.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-04

1281 ALL 475606.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.97E-04

1282 ALL 475626.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-04

1283 ALL 475646.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04

1284 ALL 475666.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-04

1285 ALL 475686.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-04

1286 ALL 475706.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-04

1287 ALL 475726.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04

1288 ALL 475746.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-04

1289 ALL 475766.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-04

1290 ALL 475786.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1291 ALL 475806.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1292 ALL 475826.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

1293 ALL 475846.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

1294 ALL 475866.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1295 ALL 475886.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

1296 ALL 475906.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

1297 ALL 475926.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

1298 ALL 475946.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03



1299 ALL 475966.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

1300 ALL 475986.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

1301 ALL 476006.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

1302 ALL 476026.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

1303 ALL 476046.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

1304 ALL 476066.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

1305 ALL 476086.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

1306 ALL 476106.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03

1307 ALL 476126.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03

1308 ALL 476146.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03

1309 ALL 476166.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03

1310 ALL 476186.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03

1311 ALL 476206.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03

1312 ALL 476226.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03

1313 ALL 476246.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-03

1314 ALL 476266.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-03

1315 ALL 476286.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-03

1316 ALL 476306.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-03

1317 ALL 476326.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-03

1318 ALL 476346.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-03

1319 ALL 476366.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-03

1320 ALL 476386.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-03

1321 ALL 476406.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.57E-03

1322 ALL 476426.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-03

1323 ALL 476446.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.84E-03

1324 ALL 476466.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-03

1325 ALL 476486.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-03

1326 ALL 476506.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-03

1327 ALL 476526.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-03

1328 ALL 476546.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-03

1329 ALL 476566.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-03

1330 ALL 476586.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-03

1331 ALL 476606.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-03

1332 ALL 476626.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-03

1333 ALL 476646.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-03

1334 ALL 476666.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03

1335 ALL 476686.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-03

1336 ALL 476706.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-03

1337 ALL 476726.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-03

1338 ALL 476746.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-03

1339 ALL 476766.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-03

1340 ALL 476786.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-03

1341 ALL 476806.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-03

1342 ALL 476826.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03

1343 ALL 476846.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

1344 ALL 476866.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03

1345 ALL 476886.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03

1346 ALL 476906.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03

1347 ALL 476926.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03

1348 ALL 477066.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03



1349 ALL 477086.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

1350 ALL 477106.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

1351 ALL 475526.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-04

1352 ALL 475546.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-04

1353 ALL 475566.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-04

1354 ALL 475586.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.66E-04

1355 ALL 475606.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-04

1356 ALL 475626.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-04

1357 ALL 475646.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04

1358 ALL 475666.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-04

1359 ALL 475686.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04

1360 ALL 475706.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-04

1361 ALL 475726.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-04

1362 ALL 475746.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-04

1363 ALL 475766.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.77E-04

1364 ALL 475786.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

1365 ALL 475806.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1366 ALL 475826.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

1367 ALL 475846.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

1368 ALL 475866.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

1369 ALL 475886.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

1370 ALL 475906.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

1371 ALL 475926.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

1372 ALL 475946.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

1373 ALL 475966.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

1374 ALL 475986.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

1375 ALL 476006.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

1376 ALL 476026.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

1377 ALL 476046.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03

1378 ALL 476066.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

1379 ALL 476086.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

1380 ALL 476106.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03

1381 ALL 476126.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03

1382 ALL 476146.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03

1383 ALL 476166.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-03

1384 ALL 476186.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-03

1385 ALL 476206.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-03

1386 ALL 476226.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-03

1387 ALL 476246.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-03

1388 ALL 476266.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-03

1389 ALL 476286.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-03

1390 ALL 476306.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-03

1391 ALL 476326.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-03

1392 ALL 476346.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-03

1393 ALL 476366.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-03

1394 ALL 476386.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-03

1395 ALL 476406.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-03

1396 ALL 476426.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-03

1397 ALL 476446.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.47E-03

1398 ALL 476466.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-03



1399 ALL 476486.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-03

1400 ALL 476506.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.19E-03

1401 ALL 476526.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-03

1402 ALL 476546.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.40E-03

1403 ALL 476566.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-03

1404 ALL 476586.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-03

1405 ALL 476606.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-03

1406 ALL 476626.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-03

1407 ALL 476646.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-03

1408 ALL 476666.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-03

1409 ALL 476686.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03

1410 ALL 476706.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-03

1411 ALL 476726.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-03

1412 ALL 476746.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-03

1413 ALL 476766.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-03

1414 ALL 476786.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03

1415 ALL 476806.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03

1416 ALL 476826.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-03

1417 ALL 476846.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03

1418 ALL 476866.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-03

1419 ALL 476886.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03

1420 ALL 476906.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

1421 ALL 476926.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03

1422 ALL 477066.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

1423 ALL 477086.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

1424 ALL 477106.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

1425 ALL 475526.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04

1426 ALL 475546.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-04

1427 ALL 475566.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-04

1428 ALL 475586.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-04

1429 ALL 475606.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-04

1430 ALL 475626.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-04

1431 ALL 475646.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-04

1432 ALL 475666.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-04

1433 ALL 475686.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-04

1434 ALL 475706.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.44E-04

1435 ALL 475726.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-04

1436 ALL 475746.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.26E-04

1437 ALL 475766.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-04

1438 ALL 475786.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

1439 ALL 475806.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

1440 ALL 475826.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

1441 ALL 475846.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

1442 ALL 475866.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

1443 ALL 475886.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

1444 ALL 475906.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

1445 ALL 475926.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

1446 ALL 475946.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

1447 ALL 475966.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

1448 ALL 475986.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03



1449 ALL 476006.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

1450 ALL 476026.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

1451 ALL 476046.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

1452 ALL 476066.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

1453 ALL 476086.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03

1454 ALL 476106.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03

1455 ALL 476126.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03

1456 ALL 476146.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03

1457 ALL 476166.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03

1458 ALL 476186.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03

1459 ALL 476206.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-03

1460 ALL 476226.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-03

1461 ALL 476246.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-03

1462 ALL 476266.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-03

1463 ALL 476286.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-03

1464 ALL 476306.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-03

1465 ALL 476326.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-03

1466 ALL 476346.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-03

1467 ALL 476366.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.44E-03

1468 ALL 476386.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-02

1469 ALL 476406.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-02

1470 ALL 476426.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-02

1471 ALL 476446.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-02

1472 ALL 476466.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-02

1473 ALL 476486.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-02

1474 ALL 476506.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-02

1475 ALL 476526.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-02

1476 ALL 476546.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-02

1477 ALL 477046.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

1478 ALL 477066.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

1479 ALL 477086.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

1480 ALL 477106.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

1481 ALL 477126.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

1482 ALL 477146.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

1483 ALL 477166.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

1484 ALL 475526.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-04

1485 ALL 475546.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04

1486 ALL 475566.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04

1487 ALL 475586.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04

1488 ALL 475606.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04

1489 ALL 475626.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04

1490 ALL 475646.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-04

1491 ALL 475666.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-04

1492 ALL 475686.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-04

1493 ALL 475706.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.39E-04

1494 ALL 475726.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-04

1495 ALL 475746.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.19E-04

1496 ALL 475766.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-04

1497 ALL 475786.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

1498 ALL 475806.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03



1499 ALL 475826.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

1500 ALL 475846.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

1501 ALL 475866.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

1502 ALL 475886.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

1503 ALL 475906.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

1504 ALL 475926.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

1505 ALL 475946.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

1506 ALL 475966.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

1507 ALL 475986.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

1508 ALL 476006.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

1509 ALL 476026.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

1510 ALL 476046.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

1511 ALL 476066.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

1512 ALL 476086.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03

1513 ALL 476106.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03

1514 ALL 476126.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03

1515 ALL 476146.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03

1516 ALL 476166.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03

1517 ALL 476186.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-03

1518 ALL 476206.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-03

1519 ALL 476226.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-03

1520 ALL 476246.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-03

1521 ALL 476266.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-03

1522 ALL 476286.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-03

1523 ALL 476306.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-03

1524 ALL 476326.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-03

1525 ALL 476346.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.88E-03

1526 ALL 476366.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02

1527 ALL 476386.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-02

1528 ALL 476406.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-02

1529 ALL 476426.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-02

1530 ALL 476446.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-02

1531 ALL 476466.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-02

1532 ALL 476486.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-02

1533 ALL 476506.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-02

1534 ALL 476526.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-02

1535 ALL 476546.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-02

1536 ALL 477046.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

1537 ALL 477066.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

1538 ALL 477086.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

1539 ALL 477106.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

1540 ALL 477126.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

1541 ALL 477146.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

1542 ALL 477166.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

1543 ALL 475526.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.80E-04

1544 ALL 475546.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-04

1545 ALL 475566.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-04

1546 ALL 475586.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-04

1547 ALL 475606.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-04

1548 ALL 475626.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.02E-04



1549 ALL 475646.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04

1550 ALL 475666.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04

1551 ALL 475686.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-04

1552 ALL 475706.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-04

1553 ALL 475726.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.70E-04

1554 ALL 475746.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04

1555 ALL 475766.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-04

1556 ALL 475786.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

1557 ALL 475806.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

1558 ALL 475826.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

1559 ALL 475846.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

1560 ALL 475866.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

1561 ALL 475886.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

1562 ALL 475906.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

1563 ALL 475926.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

1564 ALL 475946.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

1565 ALL 475966.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

1566 ALL 475986.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

1567 ALL 476006.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

1568 ALL 476026.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

1569 ALL 476046.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

1570 ALL 476066.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

1571 ALL 476086.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

1572 ALL 476106.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

1573 ALL 476126.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03

1574 ALL 476146.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03

1575 ALL 476166.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03

1576 ALL 476186.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-03

1577 ALL 476206.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-03

1578 ALL 476226.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-03

1579 ALL 476246.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-03

1580 ALL 476266.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-03

1581 ALL 476286.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-03

1582 ALL 476306.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-03

1583 ALL 476326.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-03

1584 ALL 476346.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-02

1585 ALL 476366.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-02

1586 ALL 476386.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-02

1587 ALL 476406.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-02

1588 ALL 476426.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-02

1589 ALL 476446.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-02

1590 ALL 476466.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-02

1591 ALL 476486.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-02

1592 ALL 476506.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-02

1593 ALL 476526.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-02

1594 ALL 476546.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-02

1595 ALL 477046.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

1596 ALL 477066.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

1597 ALL 477086.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

1598 ALL 477106.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03



1599 ALL 477126.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

1600 ALL 477146.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

1601 ALL 477166.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

1602 ALL 475526.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-04

1603 ALL 475546.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-04

1604 ALL 475566.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-04

1605 ALL 475586.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-04

1606 ALL 475606.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-04

1607 ALL 475626.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04

1608 ALL 475646.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04

1609 ALL 475666.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04

1610 ALL 475686.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04

1611 ALL 475706.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-04

1612 ALL 475726.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04

1613 ALL 475746.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04

1614 ALL 475766.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.44E-04

1615 ALL 475786.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-04

1616 ALL 475806.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

1617 ALL 475826.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

1618 ALL 475846.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

1619 ALL 475866.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

1620 ALL 475886.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

1621 ALL 475906.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

1622 ALL 475926.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

1623 ALL 475946.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

1624 ALL 475966.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

1625 ALL 475986.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

1626 ALL 476006.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

1627 ALL 476026.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

1628 ALL 476046.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03

1629 ALL 476066.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03

1630 ALL 476086.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

1631 ALL 476106.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

1632 ALL 476126.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03

1633 ALL 476146.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03

1634 ALL 476166.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03

1635 ALL 476186.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03

1636 ALL 476206.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03

1637 ALL 476226.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03

1638 ALL 476246.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-03

1639 ALL 476266.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-03

1640 ALL 476286.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-03

1641 ALL 476306.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.09E-03

1642 ALL 476326.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02

1643 ALL 476346.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-02

1644 ALL 476366.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-02

1645 ALL 476386.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-02

1646 ALL 476406.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-02

1647 ALL 476426.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-02

1648 ALL 476446.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-02



1649 ALL 476466.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-02

1650 ALL 476486.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-02

1651 ALL 476506.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-02

1652 ALL 476526.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-02

1653 ALL 476546.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-02

1654 ALL 477046.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

1655 ALL 477066.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

1656 ALL 477086.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

1657 ALL 477106.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

1658 ALL 477126.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

1659 ALL 477146.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

1660 ALL 477166.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

1661 ALL 475526.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-04

1662 ALL 475546.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04

1663 ALL 475566.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-04

1664 ALL 475586.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-04

1665 ALL 475606.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-04

1666 ALL 475626.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04

1667 ALL 475646.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-04

1668 ALL 475666.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.46E-04

1669 ALL 475686.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-04

1670 ALL 475706.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04

1671 ALL 475726.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04

1672 ALL 475746.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-04

1673 ALL 475766.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.33E-04

1674 ALL 475786.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-04

1675 ALL 475806.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1676 ALL 475826.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1677 ALL 475846.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

1678 ALL 475866.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

1679 ALL 475886.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

1680 ALL 475906.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

1681 ALL 475926.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

1682 ALL 475946.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

1683 ALL 475966.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

1684 ALL 475986.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

1685 ALL 476006.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

1686 ALL 476026.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

1687 ALL 476046.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

1688 ALL 476066.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

1689 ALL 476086.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

1690 ALL 476106.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03

1691 ALL 476126.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03

1692 ALL 476146.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03

1693 ALL 476166.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03

1694 ALL 476186.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03

1695 ALL 476206.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-03

1696 ALL 476226.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-03

1697 ALL 476246.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-03

1698 ALL 476266.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-03



1699 ALL 476286.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-03

1700 ALL 476306.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.53E-03

1701 ALL 476326.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-02

1702 ALL 476346.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-02

1703 ALL 476366.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-02

1704 ALL 476386.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-02

1705 ALL 476406.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-02

1706 ALL 476426.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-02

1707 ALL 476446.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-02

1708 ALL 476466.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-02

1709 ALL 476486.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-02

1710 ALL 476506.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-02

1711 ALL 476526.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-02

1712 ALL 476546.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-02

1713 ALL 477046.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03

1714 ALL 477066.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

1715 ALL 477086.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

1716 ALL 477106.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

1717 ALL 477126.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

1718 ALL 477146.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

1719 ALL 477166.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

1720 ALL 475526.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-04

1721 ALL 475546.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-04

1722 ALL 475566.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04

1723 ALL 475586.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-04

1724 ALL 475606.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04

1725 ALL 475626.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-04

1726 ALL 475646.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-04

1727 ALL 475666.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-04

1728 ALL 475686.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.70E-04

1729 ALL 475706.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04

1730 ALL 475726.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.40E-04

1731 ALL 475746.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-04

1732 ALL 475766.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-04

1733 ALL 475786.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-04

1734 ALL 475806.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

1735 ALL 475826.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

1736 ALL 475846.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

1737 ALL 475866.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

1738 ALL 475886.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1739 ALL 475906.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

1740 ALL 475926.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

1741 ALL 475946.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

1742 ALL 475966.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

1743 ALL 475986.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

1744 ALL 476006.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

1745 ALL 476026.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

1746 ALL 476046.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

1747 ALL 476066.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

1748 ALL 476086.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03



1749 ALL 476106.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03

1750 ALL 476126.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03

1751 ALL 476146.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03

1752 ALL 476166.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-03

1753 ALL 476186.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-03

1754 ALL 476206.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-03

1755 ALL 476226.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-03

1756 ALL 476246.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-03

1757 ALL 476266.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-03

1758 ALL 476286.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-03

1759 ALL 476306.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-03

1760 ALL 476326.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-02

1761 ALL 476346.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-02

1762 ALL 476366.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-02

1763 ALL 476386.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-02

1764 ALL 477046.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

1765 ALL 477066.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

1766 ALL 477086.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03

1767 ALL 477106.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

1768 ALL 477126.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

1769 ALL 477146.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

1770 ALL 477166.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

1771 ALL 475526.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-04

1772 ALL 475546.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-04

1773 ALL 475566.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04

1774 ALL 475586.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.22E-04

1775 ALL 475606.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-04

1776 ALL 475626.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-04

1777 ALL 475646.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04

1778 ALL 475666.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04

1779 ALL 475686.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-04

1780 ALL 475706.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04

1781 ALL 475726.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.29E-04

1782 ALL 475746.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.67E-04

1783 ALL 475766.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-04

1784 ALL 475786.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-04

1785 ALL 475806.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

1786 ALL 475826.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

1787 ALL 475846.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

1788 ALL 475866.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

1789 ALL 475886.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

1790 ALL 475906.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

1791 ALL 475926.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

1792 ALL 475946.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

1793 ALL 475966.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

1794 ALL 475986.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

1795 ALL 476006.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03

1796 ALL 476026.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

1797 ALL 476046.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

1798 ALL 476066.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03



1799 ALL 476086.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03

1800 ALL 476106.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03

1801 ALL 476126.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03

1802 ALL 476146.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03

1803 ALL 476166.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03

1804 ALL 476186.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-03

1805 ALL 476206.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-03

1806 ALL 476226.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-03

1807 ALL 476246.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-03

1808 ALL 476266.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-03

1809 ALL 476286.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.07E-03

1810 ALL 476306.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-03

1811 ALL 476326.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-02

1812 ALL 476346.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-02

1813 ALL 476366.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-02

1814 ALL 476386.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-02

1815 ALL 477046.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03

1816 ALL 477066.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03

1817 ALL 477086.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

1818 ALL 477106.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

1819 ALL 477126.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

1820 ALL 477146.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

1821 ALL 477166.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

1822 ALL 477466.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

1823 ALL 477486.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

1824 ALL 477506.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

1825 ALL 477526.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

1826 ALL 475526.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-04

1827 ALL 475546.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-04

1828 ALL 475566.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-04

1829 ALL 475586.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-04

1830 ALL 475606.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04

1831 ALL 475626.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-04

1832 ALL 475646.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04

1833 ALL 475666.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04

1834 ALL 475686.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-04

1835 ALL 475706.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04

1836 ALL 475726.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-04

1837 ALL 475746.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-04

1838 ALL 475766.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.94E-04

1839 ALL 475786.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-04

1840 ALL 475806.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-04

1841 ALL 475826.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1842 ALL 475846.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

1843 ALL 475866.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

1844 ALL 475886.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

1845 ALL 475906.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

1846 ALL 475926.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

1847 ALL 475946.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

1848 ALL 475966.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03



1849 ALL 475986.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

1850 ALL 476006.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

1851 ALL 476026.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

1852 ALL 476046.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

1853 ALL 476066.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

1854 ALL 476086.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03

1855 ALL 476106.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03

1856 ALL 476126.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03

1857 ALL 476146.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-03

1858 ALL 476166.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-03

1859 ALL 476186.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03

1860 ALL 476206.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03

1861 ALL 476226.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-03

1862 ALL 476246.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-03

1863 ALL 476266.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.66E-03

1864 ALL 476286.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-03

1865 ALL 476306.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.42E-03

1866 ALL 476326.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02

1867 ALL 476346.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-02

1868 ALL 476366.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-02

1869 ALL 476386.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-02

1870 ALL 476406.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-02

1871 ALL 477046.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

1872 ALL 477066.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

1873 ALL 477086.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03

1874 ALL 477106.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

1875 ALL 477126.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

1876 ALL 477146.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

1877 ALL 477166.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03

1878 ALL 477466.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

1879 ALL 477486.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

1880 ALL 477506.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

1881 ALL 477526.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

1882 ALL 475526.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04

1883 ALL 475546.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-04

1884 ALL 475566.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-04

1885 ALL 475586.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04

1886 ALL 475606.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-04

1887 ALL 475626.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04

1888 ALL 475646.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-04

1889 ALL 475666.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-04

1890 ALL 475686.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.39E-04

1891 ALL 475706.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-04

1892 ALL 475726.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-04

1893 ALL 475746.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-04

1894 ALL 475766.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-04

1895 ALL 475786.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.22E-04

1896 ALL 475806.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.68E-04

1897 ALL 475826.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

1898 ALL 475846.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03



1899 ALL 475866.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

1900 ALL 475886.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

1901 ALL 475906.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1902 ALL 475926.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

1903 ALL 475946.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

1904 ALL 475966.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

1905 ALL 475986.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

1906 ALL 476006.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

1907 ALL 476026.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

1908 ALL 476046.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

1909 ALL 476066.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

1910 ALL 476086.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

1911 ALL 476106.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

1912 ALL 476126.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

1913 ALL 476146.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03

1914 ALL 476166.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03

1915 ALL 476186.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03

1916 ALL 476206.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-03

1917 ALL 476226.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-03

1918 ALL 476246.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-03

1919 ALL 476266.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-03

1920 ALL 476286.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-03

1921 ALL 476306.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-03

1922 ALL 476326.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-02

1923 ALL 476346.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-02

1924 ALL 476366.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-02

1925 ALL 476386.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-02

1926 ALL 477046.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

1927 ALL 477066.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03

1928 ALL 477086.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

1929 ALL 477106.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

1930 ALL 477126.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

1931 ALL 477146.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

1932 ALL 477166.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

1933 ALL 477466.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

1934 ALL 477486.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

1935 ALL 477506.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

1936 ALL 477526.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

1937 ALL 475526.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-04

1938 ALL 475546.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-04

1939 ALL 475566.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-04

1940 ALL 475586.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04

1941 ALL 475606.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04

1942 ALL 475626.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-04

1943 ALL 475646.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-04

1944 ALL 475666.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04

1945 ALL 475686.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04

1946 ALL 475706.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-04

1947 ALL 475726.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04

1948 ALL 475746.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04



1949 ALL 475766.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04

1950 ALL 475786.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-04

1951 ALL 475806.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-04

1952 ALL 475826.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

1953 ALL 475846.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

1954 ALL 475866.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

1955 ALL 475886.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

1956 ALL 475906.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

1957 ALL 475926.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

1958 ALL 475946.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

1959 ALL 475966.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

1960 ALL 475986.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

1961 ALL 476006.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

1962 ALL 476026.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

1963 ALL 476046.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03

1964 ALL 476066.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03

1965 ALL 476086.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

1966 ALL 476106.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

1967 ALL 476126.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03

1968 ALL 476146.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-03

1969 ALL 476166.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-03

1970 ALL 476186.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-03

1971 ALL 476206.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-03

1972 ALL 476226.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-03

1973 ALL 476246.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03

1974 ALL 476266.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-03

1975 ALL 476286.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-03

1976 ALL 476306.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.35E-03

1977 ALL 476326.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02

1978 ALL 476346.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-02

1979 ALL 476366.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-02

1980 ALL 476386.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-02

1981 ALL 476417.9 3774378 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-02

1982 ALL 477046.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

1983 ALL 477066.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03

1984 ALL 477086.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

1985 ALL 477106.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

1986 ALL 477126.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

1987 ALL 477146.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

1988 ALL 477166.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

1989 ALL 477466.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

1990 ALL 477486.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

1991 ALL 477506.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

1992 ALL 477526.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

1993 ALL 475526.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-04

1994 ALL 475546.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-04

1995 ALL 475566.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-04

1996 ALL 475586.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04

1997 ALL 475606.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-04

1998 ALL 475626.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04



1999 ALL 475646.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-04

2000 ALL 475666.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04

2001 ALL 475686.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04

2002 ALL 475706.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-04

2003 ALL 475726.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-04

2004 ALL 475746.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04

2005 ALL 475766.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04

2006 ALL 475786.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.92E-04

2007 ALL 475806.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-04

2008 ALL 475826.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-04

2009 ALL 475846.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

2010 ALL 475866.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

2011 ALL 475886.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

2012 ALL 475906.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

2013 ALL 475926.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

2014 ALL 475946.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

2015 ALL 475966.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

2016 ALL 475986.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

2017 ALL 476006.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

2018 ALL 476026.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

2019 ALL 476046.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

2020 ALL 476066.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

2021 ALL 476086.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

2022 ALL 476106.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

2023 ALL 476126.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03

2024 ALL 476146.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03

2025 ALL 476166.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-03

2026 ALL 476186.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-03

2027 ALL 476206.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03

2028 ALL 476226.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-03

2029 ALL 476246.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-03

2030 ALL 476266.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-03

2031 ALL 476286.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-03

2032 ALL 476306.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-03

2033 ALL 476326.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.22E-03

2034 ALL 477046.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

2035 ALL 477066.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

2036 ALL 477086.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

2037 ALL 477106.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

2038 ALL 477126.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

2039 ALL 477146.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

2040 ALL 477166.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

2041 ALL 477186.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

2042 ALL 477206.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

2043 ALL 477226.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

2044 ALL 477246.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

2045 ALL 477266.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

2046 ALL 477286.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

2047 ALL 477306.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

2048 ALL 477326.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03



2049 ALL 477346.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

2050 ALL 477366.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

2051 ALL 477386.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

2052 ALL 477406.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

2053 ALL 477426.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

2054 ALL 477446.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

2055 ALL 477466.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

2056 ALL 477486.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

2057 ALL 477506.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

2058 ALL 477526.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

2059 ALL 475946.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

2060 ALL 475966.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

2061 ALL 475986.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

2062 ALL 476006.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

2063 ALL 476026.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

2064 ALL 476046.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

2065 ALL 476066.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

2066 ALL 476086.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

2067 ALL 476106.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

2068 ALL 476126.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03

2069 ALL 476146.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03

2070 ALL 476166.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03

2071 ALL 476186.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03

2072 ALL 476206.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-03

2073 ALL 476226.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-03

2074 ALL 476246.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03

2075 ALL 476266.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03

2076 ALL 476286.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-03

2077 ALL 476306.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-03

2078 ALL 476326.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.32E-03

2079 ALL 476346.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-03

2080 ALL 476366.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-02

2081 ALL 476386.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-02

2082 ALL 476406.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-02

2083 ALL 476426.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-02

2084 ALL 476446.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-02

2085 ALL 476466.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-02

2086 ALL 476486.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-02

2087 ALL 476506.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-02

2088 ALL 476526.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-02

2089 ALL 476546.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-02

2090 ALL 476566.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-02

2091 ALL 476586.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-02

2092 ALL 476606.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-02

2093 ALL 476626.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-02

2094 ALL 476646.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-02

2095 ALL 476666.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-02

2096 ALL 476686.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-02

2097 ALL 476706.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.86E-03

2098 ALL 476726.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-03



2099 ALL 476746.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-03

2100 ALL 476766.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-03

2101 ALL 476786.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.80E-03

2102 ALL 476806.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-03

2103 ALL 476826.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-03

2104 ALL 476846.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-03

2105 ALL 476866.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-03

2106 ALL 476886.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-03

2107 ALL 476906.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03

2108 ALL 476926.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-03

2109 ALL 476946.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03

2110 ALL 476966.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03

2111 ALL 476986.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03

2112 ALL 477006.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

2113 ALL 477026.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

2114 ALL 477046.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

2115 ALL 477066.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

2116 ALL 477086.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

2117 ALL 477106.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

2118 ALL 477126.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

2119 ALL 477146.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

2120 ALL 477166.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

2121 ALL 477186.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

2122 ALL 477206.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

2123 ALL 477226.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

2124 ALL 477246.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

2125 ALL 477266.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

2126 ALL 477286.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

2127 ALL 477306.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

2128 ALL 477326.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

2129 ALL 477346.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

2130 ALL 477366.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

2131 ALL 477386.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

2132 ALL 477406.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

2133 ALL 477426.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

2134 ALL 477446.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

2135 ALL 477466.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

2136 ALL 477486.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

2137 ALL 477506.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

2138 ALL 477526.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

2139 ALL 475946.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

2140 ALL 475966.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

2141 ALL 475986.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

2142 ALL 476006.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

2143 ALL 476026.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

2144 ALL 476046.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

2145 ALL 476066.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

2146 ALL 476086.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

2147 ALL 476106.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

2148 ALL 476126.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03



2149 ALL 476146.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03

2150 ALL 476166.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03

2151 ALL 476186.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03

2152 ALL 476206.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-03

2153 ALL 476226.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-03

2154 ALL 476246.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-03

2155 ALL 476266.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-03

2156 ALL 476286.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-03

2157 ALL 476306.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-03

2158 ALL 476326.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-03

2159 ALL 476346.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-03

2160 ALL 476366.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-02

2161 ALL 476386.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-02

2162 ALL 476406.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-02

2163 ALL 476426.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-02

2164 ALL 476446.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-02

2165 ALL 476466.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-02

2166 ALL 476486.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-02

2167 ALL 476506.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-02

2168 ALL 476526.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-02

2169 ALL 476546.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-02

2170 ALL 476566.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-02

2171 ALL 476586.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-02

2172 ALL 476606.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-02

2173 ALL 476626.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-02

2174 ALL 476646.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02

2175 ALL 476666.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-03

2176 ALL 476686.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-03

2177 ALL 476706.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-03

2178 ALL 476726.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-03

2179 ALL 476746.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-03

2180 ALL 476766.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-03

2181 ALL 476786.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-03

2182 ALL 476806.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-03

2183 ALL 476826.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-03

2184 ALL 476846.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03

2185 ALL 476866.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-03

2186 ALL 476886.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-03

2187 ALL 476906.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03

2188 ALL 476926.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03

2189 ALL 476946.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03

2190 ALL 476966.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03

2191 ALL 476986.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03

2192 ALL 477006.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

2193 ALL 477026.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

2194 ALL 477046.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

2195 ALL 477066.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

2196 ALL 477086.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

2197 ALL 477106.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

2198 ALL 477126.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03



2199 ALL 477146.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

2200 ALL 477166.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

2201 ALL 477186.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

2202 ALL 477206.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

2203 ALL 477226.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

2204 ALL 477246.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

2205 ALL 477266.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

2206 ALL 477286.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

2207 ALL 477306.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

2208 ALL 477326.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

2209 ALL 477346.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

2210 ALL 477366.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

2211 ALL 477386.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

2212 ALL 477406.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

2213 ALL 477426.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

2214 ALL 477446.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

2215 ALL 477466.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

2216 ALL 477486.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

2217 ALL 477506.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

2218 ALL 477526.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

2219 ALL 475946.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

2220 ALL 475966.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

2221 ALL 475986.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

2222 ALL 476006.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

2223 ALL 476026.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

2224 ALL 476046.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

2225 ALL 476066.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

2226 ALL 476086.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

2227 ALL 476106.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

2228 ALL 476126.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

2229 ALL 476146.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03

2230 ALL 476166.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03

2231 ALL 476186.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03

2232 ALL 476206.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03

2233 ALL 476226.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03

2234 ALL 476246.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-03

2235 ALL 476266.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-03

2236 ALL 476286.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-03

2237 ALL 476306.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-03

2238 ALL 476326.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-03

2239 ALL 476346.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-03

2240 ALL 476366.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-03

2241 ALL 476386.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02

2242 ALL 476406.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02

2243 ALL 476426.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-02

2244 ALL 476446.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-02

2245 ALL 476466.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-02

2246 ALL 476486.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-02

2247 ALL 476506.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-02

2248 ALL 476526.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-02



2249 ALL 476546.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-02

2250 ALL 476566.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-02

2251 ALL 476586.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-02

2252 ALL 476606.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-02

2253 ALL 476626.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-03

2254 ALL 476646.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-03

2255 ALL 476666.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-03

2256 ALL 476686.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.22E-03

2257 ALL 476706.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-03

2258 ALL 476726.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-03

2259 ALL 476746.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-03

2260 ALL 476766.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-03

2261 ALL 476786.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-03

2262 ALL 476806.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03

2263 ALL 476826.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-03

2264 ALL 476846.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-03

2265 ALL 476866.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03

2266 ALL 476886.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03

2267 ALL 476906.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03

2268 ALL 476926.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03

2269 ALL 476946.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03

2270 ALL 476966.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

2271 ALL 476986.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

2272 ALL 477006.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

2273 ALL 477026.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

2274 ALL 477046.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

2275 ALL 477066.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

2276 ALL 477086.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

2277 ALL 477106.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

2278 ALL 477126.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

2279 ALL 477146.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

2280 ALL 477166.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

2281 ALL 477186.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

2282 ALL 477206.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

2283 ALL 477226.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

2284 ALL 477246.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

2285 ALL 477266.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

2286 ALL 477286.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

2287 ALL 477306.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

2288 ALL 477326.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

2289 ALL 477346.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

2290 ALL 477366.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

2291 ALL 477386.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

2292 ALL 477406.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

2293 ALL 477426.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

2294 ALL 477446.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

2295 ALL 477466.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

2296 ALL 477486.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

2297 ALL 477506.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

2298 ALL 477526.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03



2299 ALL 475946.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

2300 ALL 475966.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

2301 ALL 475986.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

2302 ALL 476006.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

2303 ALL 476026.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

2304 ALL 476046.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

2305 ALL 476066.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

2306 ALL 476086.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

2307 ALL 476106.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

2308 ALL 476126.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

2309 ALL 476146.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03

2310 ALL 476166.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03

2311 ALL 476186.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03

2312 ALL 476206.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03

2313 ALL 476226.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-03

2314 ALL 476246.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-03

2315 ALL 476266.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-03

2316 ALL 476286.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-03

2317 ALL 476306.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-03

2318 ALL 476326.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-03

2319 ALL 476346.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-03

2320 ALL 476366.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-03

2321 ALL 476386.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-03

2322 ALL 476406.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-03

2323 ALL 476426.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02

2324 ALL 476446.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-02

2325 ALL 476466.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-02

2326 ALL 476486.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-02

2327 ALL 476506.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-02

2328 ALL 476526.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-02

2329 ALL 476546.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02

2330 ALL 476566.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02

2331 ALL 476586.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-03

2332 ALL 476606.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-03

2333 ALL 476626.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-03

2334 ALL 476646.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-03

2335 ALL 476666.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-03

2336 ALL 476686.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-03

2337 ALL 476706.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-03

2338 ALL 476726.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-03

2339 ALL 476746.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-03

2340 ALL 476766.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-03

2341 ALL 476786.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-03

2342 ALL 476806.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03

2343 ALL 476826.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03

2344 ALL 476846.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03

2345 ALL 476866.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-03

2346 ALL 476886.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

2347 ALL 476906.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

2348 ALL 476926.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03



2349 ALL 476946.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

2350 ALL 476966.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

2351 ALL 476986.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

2352 ALL 477006.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

2353 ALL 477026.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

2354 ALL 477046.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

2355 ALL 477066.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

2356 ALL 477086.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

2357 ALL 477106.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

2358 ALL 477126.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

2359 ALL 477146.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

2360 ALL 477166.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

2361 ALL 477186.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

2362 ALL 477206.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

2363 ALL 477226.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

2364 ALL 477246.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

2365 ALL 477266.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

2366 ALL 477286.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

2367 ALL 477306.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

2368 ALL 477326.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

2369 ALL 477346.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

2370 ALL 477366.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

2371 ALL 477386.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

2372 ALL 477406.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

2373 ALL 477426.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

2374 ALL 477446.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

2375 ALL 477466.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

2376 ALL 477486.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

2377 ALL 477506.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

2378 ALL 477526.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

2379 ALL 475946.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

2380 ALL 475966.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

2381 ALL 475986.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

2382 ALL 476006.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

2383 ALL 476026.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

2384 ALL 476046.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

2385 ALL 476066.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

2386 ALL 476086.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

2387 ALL 476106.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

2388 ALL 476126.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

2389 ALL 476146.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

2390 ALL 476166.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

2391 ALL 476186.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03

2392 ALL 476206.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03

2393 ALL 476226.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03

2394 ALL 476246.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03

2395 ALL 476266.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03

2396 ALL 476286.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-03

2397 ALL 476306.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-03

2398 ALL 476326.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-03



2399 ALL 476346.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-03

2400 ALL 476366.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-03

2401 ALL 476386.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-03

2402 ALL 476406.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-03

2403 ALL 476426.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.67E-03

2404 ALL 476446.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-03

2405 ALL 476466.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-03

2406 ALL 476486.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-03

2407 ALL 476506.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-03

2408 ALL 476526.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.73E-03

2409 ALL 476546.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-03

2410 ALL 476566.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-03

2411 ALL 476586.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-03

2412 ALL 476606.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-03

2413 ALL 476626.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-03

2414 ALL 476646.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-03

2415 ALL 476666.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-03

2416 ALL 476686.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-03

2417 ALL 476706.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-03

2418 ALL 476726.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-03

2419 ALL 476746.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-03

2420 ALL 476766.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-03

2421 ALL 476786.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-03

2422 ALL 476806.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03

2423 ALL 476826.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-03

2424 ALL 476846.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03

2425 ALL 476866.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03

2426 ALL 476886.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03

2427 ALL 476906.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03

2428 ALL 476926.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03

2429 ALL 476946.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

2430 ALL 476966.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

2431 ALL 476986.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

2432 ALL 477006.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

2433 ALL 477026.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

2434 ALL 477046.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

2435 ALL 477066.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

2436 ALL 477086.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

2437 ALL 477106.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

2438 ALL 477126.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

2439 ALL 477146.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

2440 ALL 477166.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

2441 ALL 477186.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

2442 ALL 477206.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

2443 ALL 477226.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

2444 ALL 477246.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

2445 ALL 477266.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

2446 ALL 477286.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

2447 ALL 477306.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

2448 ALL 477326.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03



2449 ALL 477346.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

2450 ALL 477366.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

2451 ALL 477386.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

2452 ALL 477406.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

2453 ALL 477426.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

2454 ALL 477446.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

2455 ALL 477466.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

2456 ALL 477486.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

2457 ALL 477506.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.88E-04

2458 ALL 477526.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.68E-04

2459 ALL 475946.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

2460 ALL 475966.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

2461 ALL 475986.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

2462 ALL 476006.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

2463 ALL 476026.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

2464 ALL 476046.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

2465 ALL 476066.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

2466 ALL 476086.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

2467 ALL 476106.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

2468 ALL 476126.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

2469 ALL 476146.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

2470 ALL 476166.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

2471 ALL 476186.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

2472 ALL 476206.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

2473 ALL 476226.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03

2474 ALL 476246.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03

2475 ALL 476266.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03

2476 ALL 476286.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-03

2477 ALL 476306.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-03

2478 ALL 476326.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-03

2479 ALL 476346.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-03

2480 ALL 476366.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-03

2481 ALL 476386.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-03

2482 ALL 476406.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-03

2483 ALL 476426.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-03

2484 ALL 476446.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-03

2485 ALL 476466.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-03

2486 ALL 476486.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-03

2487 ALL 476506.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-03

2488 ALL 476526.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-03

2489 ALL 476546.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-03

2490 ALL 476566.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-03

2491 ALL 476586.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-03

2492 ALL 476606.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-03

2493 ALL 476626.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-03

2494 ALL 476646.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-03

2495 ALL 476666.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-03

2496 ALL 476686.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-03

2497 ALL 476706.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-03

2498 ALL 476726.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03



2499 ALL 476746.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03

2500 ALL 476766.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03

2501 ALL 476786.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03

2502 ALL 476806.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-03

2503 ALL 476826.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03

2504 ALL 476846.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

2505 ALL 476866.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

2506 ALL 476886.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

2507 ALL 476906.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

2508 ALL 476926.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

2509 ALL 476946.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

2510 ALL 476966.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

2511 ALL 476986.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

2512 ALL 477006.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

2513 ALL 477026.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

2514 ALL 477046.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

2515 ALL 477066.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

2516 ALL 477086.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

2517 ALL 477106.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

2518 ALL 477126.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

2519 ALL 477146.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

2520 ALL 477166.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

2521 ALL 477186.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

2522 ALL 477206.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

2523 ALL 477226.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

2524 ALL 477246.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

2525 ALL 477266.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

2526 ALL 477286.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

2527 ALL 477306.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

2528 ALL 477326.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

2529 ALL 477346.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

2530 ALL 477366.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

2531 ALL 477386.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

2532 ALL 477406.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

2533 ALL 477426.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

2534 ALL 477446.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-04

2535 ALL 477466.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.72E-04

2536 ALL 477486.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-04

2537 ALL 477506.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-04

2538 ALL 477526.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-04

2539 ALL 475946.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

2540 ALL 475966.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

2541 ALL 475986.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

2542 ALL 476006.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

2543 ALL 476026.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

2544 ALL 476046.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

2545 ALL 476066.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

2546 ALL 476086.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

2547 ALL 476106.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

2548 ALL 476126.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03



2549 ALL 476146.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

2550 ALL 476166.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

2551 ALL 476186.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03

2552 ALL 476206.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03

2553 ALL 476226.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03

2554 ALL 476246.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-03

2555 ALL 476266.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03

2556 ALL 476286.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-03

2557 ALL 476306.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-03

2558 ALL 476326.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-03

2559 ALL 476346.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-03

2560 ALL 476366.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-03

2561 ALL 476386.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-03

2562 ALL 476406.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.80E-03

2563 ALL 476426.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-03

2564 ALL 476446.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-03

2565 ALL 476466.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-03

2566 ALL 476486.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-03

2567 ALL 476506.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-03

2568 ALL 476526.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-03

2569 ALL 476546.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-03

2570 ALL 476566.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-03

2571 ALL 476586.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-03

2572 ALL 476606.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-03

2573 ALL 476626.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-03

2574 ALL 476646.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-03

2575 ALL 476666.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-03

2576 ALL 476686.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-03

2577 ALL 476706.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03

2578 ALL 476726.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03

2579 ALL 476746.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-03

2580 ALL 476766.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03

2581 ALL 476786.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03

2582 ALL 476806.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03

2583 ALL 476826.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03

2584 ALL 476846.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

2585 ALL 476866.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

2586 ALL 476886.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

2587 ALL 476906.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03

2588 ALL 476926.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

2589 ALL 476946.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

2590 ALL 476966.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

2591 ALL 476986.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

2592 ALL 477006.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

2593 ALL 477026.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

2594 ALL 477046.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

2595 ALL 477066.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

2596 ALL 477086.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

2597 ALL 477106.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

2598 ALL 477126.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03



2599 ALL 477146.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

2600 ALL 477166.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

2601 ALL 477186.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

2602 ALL 477206.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

2603 ALL 477226.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

2604 ALL 477246.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

2605 ALL 477266.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

2606 ALL 477286.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

2607 ALL 477306.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

2608 ALL 477326.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

2609 ALL 477346.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

2610 ALL 477366.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

2611 ALL 477386.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

2612 ALL 477406.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.77E-04

2613 ALL 477426.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-04

2614 ALL 477446.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.33E-04

2615 ALL 477466.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.12E-04

2616 ALL 477486.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.92E-04

2617 ALL 477506.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-04

2618 ALL 477526.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-04

2619 ALL 475946.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

2620 ALL 475966.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

2621 ALL 475986.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

2622 ALL 476006.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

2623 ALL 476026.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

2624 ALL 476046.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

2625 ALL 476066.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

2626 ALL 476086.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

2627 ALL 476106.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

2628 ALL 476126.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

2629 ALL 476146.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

2630 ALL 476166.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

2631 ALL 476186.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

2632 ALL 476206.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

2633 ALL 476226.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03

2634 ALL 476246.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03

2635 ALL 476266.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03

2636 ALL 476286.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03

2637 ALL 476306.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03

2638 ALL 476326.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03

2639 ALL 476346.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03

2640 ALL 476366.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-03

2641 ALL 476386.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-03

2642 ALL 476406.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-03

2643 ALL 476426.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-03

2644 ALL 476446.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-03

2645 ALL 476466.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-03

2646 ALL 476486.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-03

2647 ALL 476506.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-03

2648 ALL 476526.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-03



2649 ALL 476546.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-03

2650 ALL 476566.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03

2651 ALL 476586.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-03

2652 ALL 476606.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-03

2653 ALL 476626.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-03

2654 ALL 476646.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-03

2655 ALL 476666.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03

2656 ALL 476686.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03

2657 ALL 476706.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03

2658 ALL 476726.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-03

2659 ALL 476746.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03

2660 ALL 476766.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03

2661 ALL 476786.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03

2662 ALL 476806.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03

2663 ALL 476826.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03

2664 ALL 476846.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

2665 ALL 476866.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

2666 ALL 476886.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

2667 ALL 476906.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

2668 ALL 476926.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

2669 ALL 476946.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

2670 ALL 476966.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

2671 ALL 476986.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

2672 ALL 477006.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

2673 ALL 477026.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

2674 ALL 477046.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

2675 ALL 477066.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

2676 ALL 477086.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

2677 ALL 477106.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

2678 ALL 477126.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

2679 ALL 477146.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

2680 ALL 477166.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

2681 ALL 477186.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

2682 ALL 477206.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

2683 ALL 477226.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

2684 ALL 477246.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

2685 ALL 477266.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

2686 ALL 477286.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

2687 ALL 477306.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

2688 ALL 477326.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-04

2689 ALL 477346.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.73E-04

2690 ALL 477366.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.51E-04

2691 ALL 477386.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-04

2692 ALL 477406.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04

2693 ALL 477426.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-04

2694 ALL 477446.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-04

2695 ALL 477466.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-04

2696 ALL 477486.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04

2697 ALL 477506.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-04

2698 ALL 477526.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04



2699 ALL 475946.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

2700 ALL 475966.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

2701 ALL 475986.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

2702 ALL 476006.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

2703 ALL 476026.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

2704 ALL 476046.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

2705 ALL 476066.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

2706 ALL 476086.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

2707 ALL 476106.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

2708 ALL 476126.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

2709 ALL 476146.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

2710 ALL 476166.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

2711 ALL 476186.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

2712 ALL 476206.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

2713 ALL 476226.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

2714 ALL 476246.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03

2715 ALL 476266.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03

2716 ALL 476286.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03

2717 ALL 476306.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03

2718 ALL 476326.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03

2719 ALL 476346.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03

2720 ALL 476366.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-03

2721 ALL 476386.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-03

2722 ALL 476406.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-03

2723 ALL 476426.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-03

2724 ALL 476446.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-03

2725 ALL 476466.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03

2726 ALL 476486.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-03

2727 ALL 476506.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-03

2728 ALL 476526.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03

2729 ALL 476546.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-03

2730 ALL 476566.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-03

2731 ALL 476586.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03

2732 ALL 476606.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03

2733 ALL 476626.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-03

2734 ALL 476646.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03

2735 ALL 476666.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03

2736 ALL 476686.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03

2737 ALL 476706.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03

2738 ALL 476726.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03

2739 ALL 476746.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03

2740 ALL 476766.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03

2741 ALL 476786.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

2742 ALL 476806.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

2743 ALL 476826.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

2744 ALL 476846.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

2745 ALL 476866.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

2746 ALL 476886.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

2747 ALL 476906.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

2748 ALL 476926.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03



2749 ALL 476946.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

2750 ALL 476966.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

2751 ALL 476986.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

2752 ALL 477006.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

2753 ALL 477026.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

2754 ALL 477046.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

2755 ALL 477066.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

2756 ALL 477086.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

2757 ALL 477106.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

2758 ALL 477126.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

2759 ALL 477146.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

2760 ALL 477166.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

2761 ALL 477186.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

2762 ALL 477206.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

2763 ALL 477226.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

2764 ALL 477246.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

2765 ALL 477266.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.89E-04

2766 ALL 477286.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-04

2767 ALL 477306.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-04

2768 ALL 477326.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.23E-04

2769 ALL 477346.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-04

2770 ALL 477366.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-04

2771 ALL 477386.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04

2772 ALL 477406.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-04

2773 ALL 477426.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-04

2774 ALL 477446.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04

2775 ALL 477466.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-04

2776 ALL 477486.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04

2777 ALL 477506.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-04

2778 ALL 477526.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-04

2779 ALL 475946.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

2780 ALL 475966.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

2781 ALL 475986.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

2782 ALL 476006.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

2783 ALL 476026.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

2784 ALL 476046.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

2785 ALL 476066.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

2786 ALL 476086.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

2787 ALL 476106.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

2788 ALL 476126.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

2789 ALL 476146.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03

2790 ALL 476166.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

2791 ALL 476186.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

2792 ALL 476206.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

2793 ALL 476226.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

2794 ALL 476246.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

2795 ALL 476266.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

2796 ALL 476286.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

2797 ALL 476306.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03

2798 ALL 476326.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03



2799 ALL 476346.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03

2800 ALL 476366.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03

2801 ALL 476386.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-03

2802 ALL 476406.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03

2803 ALL 476426.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-03

2804 ALL 476446.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-03

2805 ALL 476466.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03

2806 ALL 476486.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-03

2807 ALL 476506.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-03

2808 ALL 476526.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03

2809 ALL 476546.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-03

2810 ALL 476566.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-03

2811 ALL 476586.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03

2812 ALL 476606.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03

2813 ALL 476626.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03

2814 ALL 476646.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03

2815 ALL 476666.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03

2816 ALL 476686.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03

2817 ALL 476706.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03

2818 ALL 476726.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03

2819 ALL 476746.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

2820 ALL 476766.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03

2821 ALL 476786.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03

2822 ALL 476806.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

2823 ALL 476826.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03

2824 ALL 476846.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

2825 ALL 476866.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

2826 ALL 476886.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

2827 ALL 476906.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

2828 ALL 476926.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

2829 ALL 476946.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

2830 ALL 476966.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

2831 ALL 476986.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

2832 ALL 477006.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

2833 ALL 477026.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

2834 ALL 477046.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

2835 ALL 477066.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

2836 ALL 477086.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

2837 ALL 477106.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

2838 ALL 477126.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

2839 ALL 477146.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

2840 ALL 477166.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

2841 ALL 477186.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

2842 ALL 477206.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-04

2843 ALL 477226.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-04

2844 ALL 477246.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.34E-04

2845 ALL 477266.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-04

2846 ALL 477286.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-04

2847 ALL 477306.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.77E-04

2848 ALL 477326.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-04



2849 ALL 477346.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04

2850 ALL 477366.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-04

2851 ALL 477386.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04

2852 ALL 477406.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-04

2853 ALL 477426.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-04

2854 ALL 477446.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-04

2855 ALL 477466.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-04

2856 ALL 477486.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-04

2857 ALL 477506.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04

2858 ALL 477526.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-04

2859 ALL 475946.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

2860 ALL 475966.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

2861 ALL 475986.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

2862 ALL 476006.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

2863 ALL 476026.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

2864 ALL 476046.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

2865 ALL 476066.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

2866 ALL 476086.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

2867 ALL 476106.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

2868 ALL 476126.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

2869 ALL 476146.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

2870 ALL 476166.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

2871 ALL 476186.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

2872 ALL 476206.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

2873 ALL 476226.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

2874 ALL 476246.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

2875 ALL 476266.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

2876 ALL 476286.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

2877 ALL 476306.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03

2878 ALL 476326.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03

2879 ALL 476346.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03

2880 ALL 476366.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03

2881 ALL 476386.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03

2882 ALL 476406.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03

2883 ALL 476426.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03

2884 ALL 476446.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-03

2885 ALL 476466.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-03

2886 ALL 476486.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03

2887 ALL 476506.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03

2888 ALL 476526.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-03

2889 ALL 476546.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-03

2890 ALL 476566.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03

2891 ALL 476586.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03

2892 ALL 476606.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-03

2893 ALL 476626.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03

2894 ALL 476646.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-03

2895 ALL 476666.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03

2896 ALL 476686.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

2897 ALL 476706.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

2898 ALL 476726.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03



2899 ALL 476746.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

2900 ALL 476766.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

2901 ALL 476786.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

2902 ALL 476806.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

2903 ALL 476826.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03

2904 ALL 476846.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

2905 ALL 476866.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

2906 ALL 476886.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

2907 ALL 476906.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

2908 ALL 476926.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

2909 ALL 476946.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

2910 ALL 476966.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

2911 ALL 476986.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

2912 ALL 477006.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

2913 ALL 477026.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

2914 ALL 477046.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

2915 ALL 477066.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

2916 ALL 477086.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

2917 ALL 477106.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

2918 ALL 477126.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

2919 ALL 477146.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

2920 ALL 477166.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

2921 ALL 477186.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.87E-04

2922 ALL 477206.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-04

2923 ALL 477226.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-04

2924 ALL 477246.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04

2925 ALL 477266.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04

2926 ALL 477286.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-04

2927 ALL 477306.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04

2928 ALL 477326.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-04

2929 ALL 477346.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.76E-04

2930 ALL 477366.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-04

2931 ALL 477386.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-04

2932 ALL 477406.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-04

2933 ALL 477426.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-04

2934 ALL 477446.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04

2935 ALL 477466.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04

2936 ALL 477486.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04

2937 ALL 477506.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-04

2938 ALL 477526.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-04

2939 ALL 475946.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-04

2940 ALL 475966.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

2941 ALL 475986.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

2942 ALL 476006.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

2943 ALL 476026.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

2944 ALL 476046.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

2945 ALL 476066.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

2946 ALL 476086.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

2947 ALL 476106.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

2948 ALL 476126.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03



2949 ALL 476146.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

2950 ALL 476166.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

2951 ALL 476186.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

2952 ALL 476206.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

2953 ALL 476226.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

2954 ALL 476246.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

2955 ALL 476266.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

2956 ALL 476286.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

2957 ALL 476306.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03

2958 ALL 476326.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

2959 ALL 476346.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03

2960 ALL 476366.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03

2961 ALL 476386.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03

2962 ALL 476406.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03

2963 ALL 476426.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03

2964 ALL 476446.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03

2965 ALL 476466.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03

2966 ALL 476486.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03

2967 ALL 476506.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03

2968 ALL 476526.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03

2969 ALL 476546.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03

2970 ALL 476566.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03

2971 ALL 476586.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03

2972 ALL 476606.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03

2973 ALL 476626.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03

2974 ALL 476646.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

2975 ALL 476666.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03

2976 ALL 476686.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

2977 ALL 476706.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03

2978 ALL 476726.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

2979 ALL 476746.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

2980 ALL 476766.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03

2981 ALL 476786.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

2982 ALL 476806.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

2983 ALL 476826.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

2984 ALL 476846.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

2985 ALL 476866.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

2986 ALL 476886.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

2987 ALL 476906.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

2988 ALL 476926.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

2989 ALL 476946.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

2990 ALL 476966.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

2991 ALL 476986.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

2992 ALL 477006.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

2993 ALL 477026.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

2994 ALL 477046.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

2995 ALL 477066.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

2996 ALL 477086.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

2997 ALL 477106.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

2998 ALL 477126.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03



2999 ALL 477146.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.97E-04

3000 ALL 477166.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-04

3001 ALL 477186.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-04

3002 ALL 477206.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-04

3003 ALL 477226.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-04

3004 ALL 477246.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-04

3005 ALL 477266.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04

3006 ALL 477286.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-04

3007 ALL 477306.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-04

3008 ALL 477326.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-04

3009 ALL 477346.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-04

3010 ALL 477366.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04

3011 ALL 477386.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-04

3012 ALL 477406.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-04

3013 ALL 477426.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04

3014 ALL 477446.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-04

3015 ALL 477466.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04

3016 ALL 477486.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-04

3017 ALL 477506.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04

3018 ALL 477526.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-04

3019 ALL 475946.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.58E-04

3020 ALL 475966.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

3021 ALL 475986.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

3022 ALL 476006.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

3023 ALL 476026.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

3024 ALL 476046.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3025 ALL 476066.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

3026 ALL 476086.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

3027 ALL 476106.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

3028 ALL 476126.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

3029 ALL 476146.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

3030 ALL 476166.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

3031 ALL 476186.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

3032 ALL 476206.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

3033 ALL 476226.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

3034 ALL 476246.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

3035 ALL 476266.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

3036 ALL 476286.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

3037 ALL 476306.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

3038 ALL 476326.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

3039 ALL 476346.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

3040 ALL 476366.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03

3041 ALL 476386.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03

3042 ALL 476406.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

3043 ALL 476426.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03

3044 ALL 476446.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03

3045 ALL 476466.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03

3046 ALL 476486.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-03

3047 ALL 476506.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-03

3048 ALL 476526.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03



3049 ALL 476546.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03

3050 ALL 476566.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03

3051 ALL 476586.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03

3052 ALL 476606.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03

3053 ALL 476626.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03

3054 ALL 476646.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03

3055 ALL 476666.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

3056 ALL 476686.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

3057 ALL 476706.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

3058 ALL 476726.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

3059 ALL 476746.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

3060 ALL 476766.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

3061 ALL 476786.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

3062 ALL 476806.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

3063 ALL 476826.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

3064 ALL 476846.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

3065 ALL 476866.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

3066 ALL 476886.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

3067 ALL 476906.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

3068 ALL 476926.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

3069 ALL 476946.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

3070 ALL 476966.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3071 ALL 476986.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

3072 ALL 477006.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

3073 ALL 477026.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

3074 ALL 477046.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

3075 ALL 477066.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

3076 ALL 477086.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

3077 ALL 477106.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

3078 ALL 477126.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-04

3079 ALL 477146.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.48E-04

3080 ALL 477166.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.20E-04

3081 ALL 477186.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04

3082 ALL 477206.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.86E-04

3083 ALL 477226.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04

3084 ALL 477246.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-04

3085 ALL 477266.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-04

3086 ALL 477286.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-04

3087 ALL 477306.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-04

3088 ALL 477326.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04

3089 ALL 477346.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-04

3090 ALL 477366.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-04

3091 ALL 477386.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-04

3092 ALL 477406.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-04

3093 ALL 477426.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-04

3094 ALL 477446.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-04

3095 ALL 477466.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04

3096 ALL 477486.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-04

3097 ALL 477506.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-04

3098 ALL 477526.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-04



3099 ALL 475946.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-04

3100 ALL 475966.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-04

3101 ALL 475986.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

3102 ALL 476006.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

3103 ALL 476026.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

3104 ALL 476046.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

3105 ALL 476066.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

3106 ALL 476086.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

3107 ALL 476106.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

3108 ALL 476126.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

3109 ALL 476146.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

3110 ALL 476166.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

3111 ALL 476186.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

3112 ALL 476206.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

3113 ALL 476226.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

3114 ALL 476246.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

3115 ALL 476266.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

3116 ALL 476286.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

3117 ALL 476306.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

3118 ALL 476326.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

3119 ALL 476346.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

3120 ALL 476366.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

3121 ALL 476386.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03

3122 ALL 476406.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

3123 ALL 476426.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03

3124 ALL 476446.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03

3125 ALL 476466.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03

3126 ALL 476486.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03

3127 ALL 476506.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03

3128 ALL 476526.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03

3129 ALL 476546.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03

3130 ALL 476566.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

3131 ALL 476586.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03

3132 ALL 476606.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

3133 ALL 476626.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

3134 ALL 476646.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

3135 ALL 476666.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

3136 ALL 476686.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

3137 ALL 476706.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03

3138 ALL 476726.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

3139 ALL 476746.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

3140 ALL 476766.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

3141 ALL 476786.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

3142 ALL 476806.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

3143 ALL 476826.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

3144 ALL 476846.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

3145 ALL 476866.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

3146 ALL 476886.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

3147 ALL 476906.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

3148 ALL 476926.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03



3149 ALL 476946.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

3150 ALL 476966.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

3151 ALL 476986.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

3152 ALL 477006.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

3153 ALL 477026.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

3154 ALL 477046.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

3155 ALL 477066.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

3156 ALL 477086.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-04

3157 ALL 477106.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-04

3158 ALL 477126.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-04

3159 ALL 477146.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.03E-04

3160 ALL 477166.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.77E-04

3161 ALL 477186.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.52E-04

3162 ALL 477206.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.36E-04

3163 ALL 477226.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-04

3164 ALL 477246.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-04

3165 ALL 477266.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-04

3166 ALL 477286.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04

3167 ALL 477306.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-04

3168 ALL 477326.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-04

3169 ALL 477346.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-04

3170 ALL 477366.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-04

3171 ALL 477386.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04

3172 ALL 477406.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04

3173 ALL 477426.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-04

3174 ALL 477446.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.80E-04

3175 ALL 477466.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-04

3176 ALL 477486.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04

3177 ALL 477506.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-04

3178 ALL 477526.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-04

3179 ALL 475946.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04

3180 ALL 475966.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04

3181 ALL 475986.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-04

3182 ALL 476006.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

3183 ALL 476026.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

3184 ALL 476046.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

3185 ALL 476066.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

3186 ALL 476086.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

3187 ALL 476106.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

3188 ALL 476126.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

3189 ALL 476146.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

3190 ALL 476166.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

3191 ALL 476186.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

3192 ALL 476206.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

3193 ALL 476226.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

3194 ALL 476246.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

3195 ALL 476266.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

3196 ALL 476286.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

3197 ALL 476306.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

3198 ALL 476326.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03



3199 ALL 476346.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

3200 ALL 476366.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03

3201 ALL 476386.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

3202 ALL 476406.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

3203 ALL 476426.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

3204 ALL 476446.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

3205 ALL 476466.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03

3206 ALL 476486.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

3207 ALL 476506.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

3208 ALL 476526.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03

3209 ALL 476546.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

3210 ALL 476566.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

3211 ALL 476586.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

3212 ALL 476606.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

3213 ALL 476626.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

3214 ALL 476646.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

3215 ALL 476666.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

3216 ALL 476686.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

3217 ALL 476706.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

3218 ALL 476726.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

3219 ALL 476746.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

3220 ALL 476766.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

3221 ALL 476786.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

3222 ALL 476806.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

3223 ALL 476826.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

3224 ALL 476846.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

3225 ALL 476866.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

3226 ALL 476886.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

3227 ALL 476906.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

3228 ALL 476926.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

3229 ALL 476946.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

3230 ALL 476966.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

3231 ALL 476986.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

3232 ALL 477006.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

3233 ALL 477026.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

3234 ALL 477046.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

3235 ALL 477066.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-04

3236 ALL 477086.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.44E-04

3237 ALL 477106.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-04

3238 ALL 477126.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04

3239 ALL 477146.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.62E-04

3240 ALL 477166.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04

3241 ALL 477186.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04

3242 ALL 477206.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-04

3243 ALL 477226.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-04

3244 ALL 477246.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-04

3245 ALL 477266.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-04

3246 ALL 477286.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04

3247 ALL 477306.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-04

3248 ALL 477326.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04



3249 ALL 477346.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-04

3250 ALL 477366.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.80E-04

3251 ALL 477386.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-04

3252 ALL 477406.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-04

3253 ALL 477426.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04

3254 ALL 477446.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04

3255 ALL 477466.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-04

3256 ALL 477486.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-04

3257 ALL 477506.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-04

3258 ALL 477526.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04

3259 ALL 475946.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-04

3260 ALL 475966.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04

3261 ALL 475986.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.48E-04

3262 ALL 476006.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.89E-04

3263 ALL 476026.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

3264 ALL 476046.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

3265 ALL 476066.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

3266 ALL 476086.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

3267 ALL 476106.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

3268 ALL 476126.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

3269 ALL 476146.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

3270 ALL 476166.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

3271 ALL 476186.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

3272 ALL 476206.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

3273 ALL 476226.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

3274 ALL 476246.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

3275 ALL 476266.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

3276 ALL 476286.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

3277 ALL 476306.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

3278 ALL 476326.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

3279 ALL 476346.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

3280 ALL 476366.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

3281 ALL 476386.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03

3282 ALL 476406.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

3283 ALL 476426.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

3284 ALL 476446.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

3285 ALL 476466.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

3286 ALL 476486.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

3287 ALL 476506.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

3288 ALL 476526.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

3289 ALL 476546.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

3290 ALL 476566.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

3291 ALL 476586.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

3292 ALL 476606.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03

3293 ALL 476626.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

3294 ALL 476646.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

3295 ALL 476666.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

3296 ALL 476686.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

3297 ALL 476706.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

3298 ALL 476726.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03



3299 ALL 476746.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

3300 ALL 476766.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

3301 ALL 476786.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

3302 ALL 476806.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

3303 ALL 476826.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

3304 ALL 476846.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

3305 ALL 476866.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

3306 ALL 476886.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

3307 ALL 476906.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

3308 ALL 476926.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

3309 ALL 476946.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

3310 ALL 476966.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

3311 ALL 476986.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

3312 ALL 477006.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

3313 ALL 477026.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-04

3314 ALL 477046.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-04

3315 ALL 477066.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-04

3316 ALL 477086.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-04

3317 ALL 477106.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-04

3318 ALL 477126.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-04

3319 ALL 477146.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.24E-04

3320 ALL 477166.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-04

3321 ALL 477186.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-04

3322 ALL 477206.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04

3323 ALL 477226.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-04

3324 ALL 477246.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04

3325 ALL 477266.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04

3326 ALL 477286.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-04

3327 ALL 477306.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04

3328 ALL 477326.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-04

3329 ALL 477346.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04

3330 ALL 477366.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04

3331 ALL 477386.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-04

3332 ALL 477406.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-04

3333 ALL 477426.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-04

3334 ALL 477446.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-04

3335 ALL 477466.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04

3336 ALL 477486.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-04

3337 ALL 477506.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04

3338 ALL 477526.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-04

3339 ALL 475946.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-04

3340 ALL 475966.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-04

3341 ALL 475986.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04

3342 ALL 476006.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-04

3343 ALL 476026.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-04

3344 ALL 476046.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

3345 ALL 476066.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

3346 ALL 476086.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

3347 ALL 476106.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

3348 ALL 476126.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03



3349 ALL 476146.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

3350 ALL 476166.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

3351 ALL 476186.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

3352 ALL 476206.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

3353 ALL 476226.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

3354 ALL 476246.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

3355 ALL 476266.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

3356 ALL 476286.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

3357 ALL 476306.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

3358 ALL 476326.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

3359 ALL 476346.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

3360 ALL 476366.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

3361 ALL 476386.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

3362 ALL 476406.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

3363 ALL 476426.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

3364 ALL 476446.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

3365 ALL 476466.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

3366 ALL 476486.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

3367 ALL 476506.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

3368 ALL 476526.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

3369 ALL 476546.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

3370 ALL 476566.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

3371 ALL 476586.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

3372 ALL 476606.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

3373 ALL 476626.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

3374 ALL 476646.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

3375 ALL 476666.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

3376 ALL 476686.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

3377 ALL 476706.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

3378 ALL 476726.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

3379 ALL 476746.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

3380 ALL 476766.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

3381 ALL 476786.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

3382 ALL 476806.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

3383 ALL 476826.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

3384 ALL 476846.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

3385 ALL 476866.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

3386 ALL 476886.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3387 ALL 476906.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

3388 ALL 476926.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

3389 ALL 476946.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

3390 ALL 476966.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

3391 ALL 476986.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

3392 ALL 477006.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-04

3393 ALL 477026.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-04

3394 ALL 477046.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.20E-04

3395 ALL 477066.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-04

3396 ALL 477086.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-04

3397 ALL 477106.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-04

3398 ALL 477126.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.13E-04



3399 ALL 477146.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-04

3400 ALL 477166.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-04

3401 ALL 477186.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-04

3402 ALL 477206.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-04

3403 ALL 477226.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-04

3404 ALL 477246.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-04

3405 ALL 477266.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04

3406 ALL 477286.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04

3407 ALL 477306.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04

3408 ALL 477326.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.34E-04

3409 ALL 477346.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-04

3410 ALL 477366.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-04

3411 ALL 477386.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-04

3412 ALL 477406.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-04

3413 ALL 477426.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-04

3414 ALL 477446.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-04

3415 ALL 477466.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-04

3416 ALL 477486.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-04

3417 ALL 477506.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04

3418 ALL 477526.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-04

3419 ALL 475946.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-04

3420 ALL 475966.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.53E-04

3421 ALL 475986.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.86E-04

3422 ALL 476006.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-04

3423 ALL 476026.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.58E-04

3424 ALL 476046.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.97E-04

3425 ALL 476066.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

3426 ALL 476086.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

3427 ALL 476106.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

3428 ALL 476126.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

3429 ALL 476146.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3430 ALL 476166.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

3431 ALL 476186.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

3432 ALL 476206.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

3433 ALL 476226.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

3434 ALL 476246.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

3435 ALL 476266.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

3436 ALL 476286.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

3437 ALL 476306.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

3438 ALL 476326.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

3439 ALL 476346.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

3440 ALL 476366.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

3441 ALL 476386.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

3442 ALL 476406.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

3443 ALL 476426.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

3444 ALL 476446.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

3445 ALL 476466.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

3446 ALL 476486.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

3447 ALL 476506.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

3448 ALL 476526.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03



3449 ALL 476546.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

3450 ALL 476566.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

3451 ALL 476586.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

3452 ALL 476606.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

3453 ALL 476626.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

3454 ALL 476646.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

3455 ALL 476666.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

3456 ALL 476686.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

3457 ALL 476706.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

3458 ALL 476726.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

3459 ALL 476746.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

3460 ALL 476766.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

3461 ALL 476786.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

3462 ALL 476806.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

3463 ALL 476826.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

3464 ALL 476846.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

3465 ALL 476866.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

3466 ALL 476886.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

3467 ALL 476906.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

3468 ALL 476926.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

3469 ALL 476946.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

3470 ALL 476966.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

3471 ALL 476986.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-04

3472 ALL 477006.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04

3473 ALL 477026.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04

3474 ALL 477046.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-04

3475 ALL 477066.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-04

3476 ALL 477086.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04

3477 ALL 477106.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04

3478 ALL 477126.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-04

3479 ALL 477146.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-04

3480 ALL 477166.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04

3481 ALL 477186.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04

3482 ALL 477206.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-04

3483 ALL 477226.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-04

3484 ALL 477246.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-04

3485 ALL 477266.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-04

3486 ALL 477286.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-04

3487 ALL 477306.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-04

3488 ALL 477326.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04

3489 ALL 477346.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-04

3490 ALL 477366.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-04

3491 ALL 477386.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-04

3492 ALL 477406.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-04

3493 ALL 477426.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04

3494 ALL 477446.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-04

3495 ALL 477466.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-04

3496 ALL 477486.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04

3497 ALL 477506.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-04

3498 ALL 477526.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04



3499 ALL 475946.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-04

3500 ALL 475966.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-04

3501 ALL 475986.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-04

3502 ALL 476006.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04

3503 ALL 476026.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.22E-04

3504 ALL 476046.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-04

3505 ALL 476066.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-04

3506 ALL 476086.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

3507 ALL 476106.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

3508 ALL 476126.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

3509 ALL 476146.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

3510 ALL 476166.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

3511 ALL 476186.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

3512 ALL 476206.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

3513 ALL 476226.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

3514 ALL 476246.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

3515 ALL 476266.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

3516 ALL 476286.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

3517 ALL 476306.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

3518 ALL 476326.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

3519 ALL 476346.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

3520 ALL 476366.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

3521 ALL 476386.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

3522 ALL 476406.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

3523 ALL 476426.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

3524 ALL 476446.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

3525 ALL 476466.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

3526 ALL 476486.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

3527 ALL 476506.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

3528 ALL 476526.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

3529 ALL 476546.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

3530 ALL 476566.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

3531 ALL 476586.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

3532 ALL 476606.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

3533 ALL 476626.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

3534 ALL 476646.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

3535 ALL 476666.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

3536 ALL 476686.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

3537 ALL 476706.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

3538 ALL 476726.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

3539 ALL 476746.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

3540 ALL 476766.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

3541 ALL 476786.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

3542 ALL 476806.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

3543 ALL 476826.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3544 ALL 476846.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

3545 ALL 476866.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

3546 ALL 476886.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

3547 ALL 476906.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

3548 ALL 476926.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03



3549 ALL 476946.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-04

3550 ALL 476966.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.61E-04

3551 ALL 476986.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-04

3552 ALL 477006.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04

3553 ALL 477026.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-04

3554 ALL 477046.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-04

3555 ALL 477066.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-04

3556 ALL 477086.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-04

3557 ALL 477106.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-04

3558 ALL 477126.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.51E-04

3559 ALL 477146.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-04

3560 ALL 477166.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04

3561 ALL 477186.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-04

3562 ALL 477206.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-04

3563 ALL 477226.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04

3564 ALL 477246.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.34E-04

3565 ALL 477266.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-04

3566 ALL 477286.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-04

3567 ALL 477306.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04

3568 ALL 477326.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-04

3569 ALL 477346.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04

3570 ALL 477366.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04

3571 ALL 477386.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-04

3572 ALL 477406.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-04

3573 ALL 477426.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-04

3574 ALL 477446.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04

3575 ALL 477466.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-04

3576 ALL 477486.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-04

3577 ALL 477506.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-04

3578 ALL 477526.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-04

3579 ALL 475946.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-04

3580 ALL 475966.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-04

3581 ALL 475986.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04

3582 ALL 476006.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-04

3583 ALL 476026.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-04

3584 ALL 476046.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.23E-04

3585 ALL 476066.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.56E-04

3586 ALL 476086.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-04

3587 ALL 476106.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

3588 ALL 476126.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

3589 ALL 476146.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

3590 ALL 476166.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

3591 ALL 476186.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

3592 ALL 476206.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3593 ALL 476226.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

3594 ALL 476246.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3595 ALL 476266.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

3596 ALL 476286.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

3597 ALL 476306.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

3598 ALL 476326.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03



3599 ALL 476346.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

3600 ALL 476366.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

3601 ALL 476386.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

3602 ALL 476406.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

3603 ALL 476426.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

3604 ALL 476446.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

3605 ALL 476466.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

3606 ALL 476486.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

3607 ALL 476506.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

3608 ALL 476526.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

3609 ALL 476546.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

3610 ALL 476566.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

3611 ALL 476586.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

3612 ALL 476606.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

3613 ALL 476626.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

3614 ALL 476646.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

3615 ALL 476666.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

3616 ALL 476686.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

3617 ALL 476706.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

3618 ALL 476726.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

3619 ALL 476746.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

3620 ALL 476766.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

3621 ALL 476786.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

3622 ALL 476806.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

3623 ALL 476826.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

3624 ALL 476846.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

3625 ALL 476866.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

3626 ALL 476886.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

3627 ALL 476906.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

3628 ALL 476926.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-04

3629 ALL 476946.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.51E-04

3630 ALL 476966.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-04

3631 ALL 476986.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.92E-04

3632 ALL 477006.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04

3633 ALL 477026.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-04

3634 ALL 477046.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.13E-04

3635 ALL 477066.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-04

3636 ALL 477086.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04

3637 ALL 477106.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-04

3638 ALL 477126.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-04

3639 ALL 477146.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-04

3640 ALL 477166.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-04

3641 ALL 477186.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-04

3642 ALL 477206.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.34E-04

3643 ALL 477226.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04

3644 ALL 477246.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-04

3645 ALL 477266.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-04

3646 ALL 477286.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-04

3647 ALL 477306.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04

3648 ALL 477326.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04



3649 ALL 477346.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-04

3650 ALL 477366.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.46E-04

3651 ALL 477386.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-04

3652 ALL 477406.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-04

3653 ALL 477426.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-04

3654 ALL 477446.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-04

3655 ALL 477466.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-04

3656 ALL 477486.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04

3657 ALL 477506.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04

3658 ALL 477526.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04

3659 ALL 475946.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04

3660 ALL 475966.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-04

3661 ALL 475986.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04

3662 ALL 476006.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04

3663 ALL 476026.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-04

3664 ALL 476046.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-04

3665 ALL 476066.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-04

3666 ALL 476086.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-04

3667 ALL 476106.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-04

3668 ALL 476126.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

3669 ALL 476146.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

3670 ALL 476166.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

3671 ALL 476186.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

3672 ALL 476206.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

3673 ALL 476226.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

3674 ALL 476246.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

3675 ALL 476266.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

3676 ALL 476286.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3677 ALL 476306.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

3678 ALL 476326.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

3679 ALL 476346.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

3680 ALL 476366.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

3681 ALL 476386.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

3682 ALL 476406.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

3683 ALL 476426.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

3684 ALL 476446.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

3685 ALL 476466.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

3686 ALL 476486.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

3687 ALL 476506.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

3688 ALL 476526.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

3689 ALL 476546.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

3690 ALL 476566.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

3691 ALL 476586.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

3692 ALL 476606.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

3693 ALL 476626.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

3694 ALL 476646.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

3695 ALL 476666.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

3696 ALL 476686.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

3697 ALL 476706.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3698 ALL 476726.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03



3699 ALL 476746.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

3700 ALL 476766.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

3701 ALL 476786.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

3702 ALL 476806.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

3703 ALL 476826.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

3704 ALL 476846.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

3705 ALL 476866.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

3706 ALL 476886.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

3707 ALL 476906.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.69E-04

3708 ALL 476926.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04

3709 ALL 476946.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-04

3710 ALL 476966.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-04

3711 ALL 476986.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-04

3712 ALL 477006.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-04

3713 ALL 477026.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.06E-04

3714 ALL 477046.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04

3715 ALL 477066.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-04

3716 ALL 477086.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-04

3717 ALL 477106.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04

3718 ALL 477126.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04

3719 ALL 477146.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-04

3720 ALL 477166.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-04

3721 ALL 477186.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-04

3722 ALL 477206.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-04

3723 ALL 477226.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-04

3724 ALL 477246.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-04

3725 ALL 477266.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04

3726 ALL 477286.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-04

3727 ALL 477306.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-04

3728 ALL 477326.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-04

3729 ALL 477346.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04

3730 ALL 477366.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04

3731 ALL 477386.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-04

3732 ALL 477406.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-04

3733 ALL 477426.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04

3734 ALL 477446.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04

3735 ALL 477466.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04

3736 ALL 477486.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04

3737 ALL 477506.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04

3738 ALL 477526.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04

3739 ALL 475946.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04

3740 ALL 475966.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-04

3741 ALL 475986.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-04

3742 ALL 476006.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-04

3743 ALL 476026.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-04

3744 ALL 476046.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-04

3745 ALL 476066.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.82E-04

3746 ALL 476086.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-04

3747 ALL 476106.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04

3748 ALL 476126.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-04



3749 ALL 476146.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

3750 ALL 476166.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

3751 ALL 476186.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

3752 ALL 476206.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

3753 ALL 476226.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

3754 ALL 476246.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

3755 ALL 476266.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

3756 ALL 476286.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3757 ALL 476306.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

3758 ALL 476326.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

3759 ALL 476346.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3760 ALL 476366.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

3761 ALL 476386.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

3762 ALL 476406.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

3763 ALL 476426.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

3764 ALL 476446.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

3765 ALL 476466.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

3766 ALL 476486.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

3767 ALL 476506.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

3768 ALL 476526.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

3769 ALL 476546.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

3770 ALL 476566.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

3771 ALL 476586.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

3772 ALL 476606.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

3773 ALL 476626.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

3774 ALL 476646.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3775 ALL 476666.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

3776 ALL 476686.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

3777 ALL 476706.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

3778 ALL 476726.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

3779 ALL 476746.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

3780 ALL 476766.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

3781 ALL 476786.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

3782 ALL 476806.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

3783 ALL 476826.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

3784 ALL 476846.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

3785 ALL 476866.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.83E-04

3786 ALL 476886.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-04

3787 ALL 476906.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04

3788 ALL 476926.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-04

3789 ALL 476946.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-04

3790 ALL 476966.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04

3791 ALL 476986.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-04

3792 ALL 477006.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-04

3793 ALL 477026.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.76E-04

3794 ALL 477046.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-04

3795 ALL 477066.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-04

3796 ALL 477086.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.12E-04

3797 ALL 477106.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-04

3798 ALL 477126.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-04



3799 ALL 477146.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-04

3800 ALL 477166.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-04

3801 ALL 477186.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-04

3802 ALL 477206.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04

3803 ALL 477226.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-04

3804 ALL 477246.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-04

3805 ALL 477266.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04

3806 ALL 477286.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-04

3807 ALL 477306.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04

3808 ALL 477326.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-04

3809 ALL 477346.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04

3810 ALL 477366.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04

3811 ALL 477386.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-04

3812 ALL 477406.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-04

3813 ALL 477426.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-04

3814 ALL 477446.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04

3815 ALL 477466.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04

3816 ALL 477486.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-04

3817 ALL 477506.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04

3818 ALL 477526.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04

3819 ALL 475946.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-04

3820 ALL 475966.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04

3821 ALL 475986.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04

3822 ALL 476006.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.70E-04

3823 ALL 476026.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-04

3824 ALL 476046.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-04

3825 ALL 476066.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04

3826 ALL 476086.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-04

3827 ALL 476106.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-04

3828 ALL 476126.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04

3829 ALL 476146.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-04

3830 ALL 476166.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-04

3831 ALL 476186.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

3832 ALL 476206.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

3833 ALL 476226.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

3834 ALL 476246.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

3835 ALL 476266.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

3836 ALL 476286.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

3837 ALL 476306.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

3838 ALL 476326.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

3839 ALL 476346.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3840 ALL 476366.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

3841 ALL 476386.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

3842 ALL 476406.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

3843 ALL 476426.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

3844 ALL 476446.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3845 ALL 476466.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3846 ALL 476486.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

3847 ALL 476506.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

3848 ALL 476526.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03



3849 ALL 476546.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3850 ALL 476566.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

3851 ALL 476586.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

3852 ALL 476606.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

3853 ALL 476626.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

3854 ALL 476646.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3855 ALL 476666.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

3856 ALL 476686.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

3857 ALL 476706.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

3858 ALL 476726.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

3859 ALL 476746.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

3860 ALL 476766.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

3861 ALL 476786.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

3862 ALL 476806.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

3863 ALL 476826.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-04

3864 ALL 476846.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.65E-04

3865 ALL 476866.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.39E-04

3866 ALL 476886.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-04

3867 ALL 476906.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04

3868 ALL 476926.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-04

3869 ALL 476946.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-04

3870 ALL 476966.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04

3871 ALL 476986.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-04

3872 ALL 477006.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-04

3873 ALL 477026.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04

3874 ALL 477046.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-04

3875 ALL 477066.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-04

3876 ALL 477086.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-04

3877 ALL 477106.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-04

3878 ALL 477126.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04

3879 ALL 477146.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-04

3880 ALL 477166.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-04

3881 ALL 477186.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-04

3882 ALL 477206.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-04

3883 ALL 477226.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-04

3884 ALL 477246.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-04

3885 ALL 477266.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04

3886 ALL 477286.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04

3887 ALL 477306.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04

3888 ALL 477326.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04

3889 ALL 477346.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-04

3890 ALL 477366.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04

3891 ALL 477386.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04

3892 ALL 477406.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04

3893 ALL 477426.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04

3894 ALL 477446.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-04

3895 ALL 477466.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-04

3896 ALL 477486.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04

3897 ALL 477506.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04

3898 ALL 477526.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04



3899 ALL 475946.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-04

3900 ALL 475966.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-04

3901 ALL 475986.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.22E-04

3902 ALL 476006.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-04

3903 ALL 476026.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04

3904 ALL 476046.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-04

3905 ALL 476066.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-04

3906 ALL 476086.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.39E-04

3907 ALL 476106.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-04

3908 ALL 476126.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-04

3909 ALL 476146.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.12E-04

3910 ALL 476166.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-04

3911 ALL 476186.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-04

3912 ALL 476206.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.87E-04

3913 ALL 476226.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

3914 ALL 476246.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

3915 ALL 476266.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

3916 ALL 476286.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

3917 ALL 476306.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

3918 ALL 476326.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

3919 ALL 476346.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

3920 ALL 476366.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

3921 ALL 476386.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

3922 ALL 476406.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

3923 ALL 476426.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

3924 ALL 476446.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3925 ALL 476466.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3926 ALL 476486.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

3927 ALL 476506.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3928 ALL 476526.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3929 ALL 476546.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3930 ALL 476566.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

3931 ALL 476586.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

3932 ALL 476606.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

3933 ALL 476626.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

3934 ALL 476646.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

3935 ALL 476666.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

3936 ALL 476686.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

3937 ALL 476706.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

3938 ALL 476726.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

3939 ALL 476746.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

3940 ALL 476766.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

3941 ALL 476786.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-04

3942 ALL 476806.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.69E-04

3943 ALL 476826.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-04

3944 ALL 476846.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-04

3945 ALL 476866.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.97E-04

3946 ALL 476886.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-04

3947 ALL 476906.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-04

3948 ALL 476926.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04



3949 ALL 476946.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04

3950 ALL 476966.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04

3951 ALL 476986.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-04

3952 ALL 477006.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-04

3953 ALL 477026.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-04

3954 ALL 477046.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-04

3955 ALL 477066.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-04

3956 ALL 477086.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-04

3957 ALL 477106.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04

3958 ALL 477126.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-04

3959 ALL 477146.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-04

3960 ALL 477166.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-04

3961 ALL 477186.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-04

3962 ALL 477206.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-04

3963 ALL 477226.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-04

3964 ALL 477246.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04

3965 ALL 477266.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-04

3966 ALL 477286.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04

3967 ALL 477306.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-04

3968 ALL 477326.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-04

3969 ALL 477346.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-04

3970 ALL 477366.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04

3971 ALL 477386.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04

3972 ALL 477406.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04

3973 ALL 477426.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04

3974 ALL 477446.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04

3975 ALL 477466.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04

3976 ALL 477486.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04

3977 ALL 477506.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04

3978 ALL 477526.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04

3979 ALL 475946.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-04

3980 ALL 475966.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-04

3981 ALL 475986.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04

3982 ALL 476006.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04

3983 ALL 476026.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.39E-04

3984 ALL 476046.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-04

3985 ALL 476066.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04

3986 ALL 476086.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-04

3987 ALL 476106.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04

3988 ALL 476126.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-04

3989 ALL 476146.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-04

3990 ALL 476166.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-04

3991 ALL 476186.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04

3992 ALL 476206.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04

3993 ALL 476226.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-04

3994 ALL 476246.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04

3995 ALL 476266.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

3996 ALL 476286.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

3997 ALL 476306.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

3998 ALL 476326.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03



3999 ALL 476346.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

4000 ALL 476366.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

4001 ALL 476386.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

4002 ALL 476406.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

4003 ALL 476426.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

4004 ALL 476446.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

4005 ALL 476466.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

4006 ALL 476486.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

4007 ALL 476506.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

4008 ALL 476526.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

4009 ALL 476546.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

4010 ALL 476566.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

4011 ALL 476586.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

4012 ALL 476606.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

4013 ALL 476626.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

4014 ALL 476646.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

4015 ALL 476666.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

4016 ALL 476686.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

4017 ALL 476706.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

4018 ALL 476726.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

4019 ALL 476746.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.87E-04

4020 ALL 476766.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-04

4021 ALL 476786.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-04

4022 ALL 476806.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.23E-04

4023 ALL 476826.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04

4024 ALL 476846.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-04

4025 ALL 476866.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-04

4026 ALL 476886.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04

4027 ALL 476906.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-04

4028 ALL 476926.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-04

4029 ALL 476946.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-04

4030 ALL 476966.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-04

4031 ALL 476986.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04

4032 ALL 477006.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-04

4033 ALL 477026.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04

4034 ALL 477046.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-04

4035 ALL 477066.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-04

4036 ALL 477086.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-04

4037 ALL 477106.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-04

4038 ALL 477126.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-04

4039 ALL 477146.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04

4040 ALL 477166.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-04

4041 ALL 477186.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-04

4042 ALL 477206.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04

4043 ALL 477226.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04

4044 ALL 477246.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-04

4045 ALL 477266.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04

4046 ALL 477286.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04

4047 ALL 477306.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-04

4048 ALL 477326.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04



4049 ALL 477346.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04

4050 ALL 477366.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04

4051 ALL 477386.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04

4052 ALL 477406.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-04

4053 ALL 477426.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04

4054 ALL 477446.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04

4055 ALL 477466.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04

4056 ALL 477486.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-04

4057 ALL 477506.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04

4058 ALL 477526.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04

4059 ALL 475946.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04

4060 ALL 475966.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04

4061 ALL 475986.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-04

4062 ALL 476006.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-04

4063 ALL 476026.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-04

4064 ALL 476046.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04

4065 ALL 476066.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04

4066 ALL 476086.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-04

4067 ALL 476106.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-04

4068 ALL 476126.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04

4069 ALL 476146.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.35E-04

4070 ALL 476166.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-04

4071 ALL 476186.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.76E-04

4072 ALL 476206.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-04

4073 ALL 476226.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04

4074 ALL 476246.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.36E-04

4075 ALL 476266.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-04

4076 ALL 476286.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.72E-04

4077 ALL 476306.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-04

4078 ALL 476326.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

4079 ALL 476346.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

4080 ALL 476366.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

4081 ALL 476386.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

4082 ALL 476406.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

4083 ALL 476426.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

4084 ALL 476446.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

4085 ALL 476466.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

4086 ALL 476486.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

4087 ALL 476506.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

4088 ALL 476526.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

4089 ALL 476546.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

4090 ALL 476566.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

4091 ALL 476586.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

4092 ALL 476606.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

4093 ALL 476626.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

4094 ALL 476646.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

4095 ALL 476666.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

4096 ALL 476686.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-04

4097 ALL 476706.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-04

4098 ALL 476726.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.57E-04



4099 ALL 476746.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-04

4100 ALL 476766.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.19E-04

4101 ALL 476786.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-04

4102 ALL 476806.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-04

4103 ALL 476826.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04

4104 ALL 476846.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-04

4105 ALL 476866.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.21E-04

4106 ALL 476886.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-04

4107 ALL 476906.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04

4108 ALL 476926.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04

4109 ALL 476946.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.43E-04

4110 ALL 476966.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04

4111 ALL 476986.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-04

4112 ALL 477006.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04

4113 ALL 477026.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-04

4114 ALL 477046.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-04

4115 ALL 477066.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-04

4116 ALL 477086.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04

4117 ALL 477106.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04

4118 ALL 477126.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-04

4119 ALL 477146.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-04

4120 ALL 477166.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04

4121 ALL 477186.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-04

4122 ALL 477206.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-04

4123 ALL 477226.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04

4124 ALL 477246.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-04

4125 ALL 477266.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-04

4126 ALL 477286.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04

4127 ALL 477306.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-04

4128 ALL 477326.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04

4129 ALL 477346.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-04

4130 ALL 477366.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-04

4131 ALL 477386.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04

4132 ALL 477406.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04

4133 ALL 477426.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04

4134 ALL 477446.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04

4135 ALL 477466.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-04

4136 ALL 477486.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04

4137 ALL 477506.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-04

4138 ALL 477526.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04

4139 ALL 475946.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-04

4140 ALL 475966.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-04

4141 ALL 475986.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04

4142 ALL 476006.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-04

4143 ALL 476026.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04

4144 ALL 476046.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-04

4145 ALL 476066.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-04

4146 ALL 476086.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-04

4147 ALL 476106.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04

4148 ALL 476126.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-04



4149 ALL 476146.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04

4150 ALL 476166.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-04

4151 ALL 476186.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04

4152 ALL 476206.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-04

4153 ALL 476226.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-04

4154 ALL 476246.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-04

4155 ALL 476266.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-04

4156 ALL 476286.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.23E-04

4157 ALL 476306.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.39E-04

4158 ALL 476326.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-04

4159 ALL 476346.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-04

4160 ALL 476366.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-04

4161 ALL 476386.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.88E-04

4162 ALL 476406.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.97E-04

4163 ALL 476426.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

4164 ALL 476446.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

4165 ALL 476466.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

4166 ALL 476486.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

4167 ALL 476506.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

4168 ALL 476526.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

4169 ALL 476546.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

4170 ALL 476566.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

4171 ALL 476586.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.97E-04

4172 ALL 476606.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.88E-04

4173 ALL 476626.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-04

4174 ALL 476646.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-04

4175 ALL 476666.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.53E-04

4176 ALL 476686.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04

4177 ALL 476706.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.25E-04

4178 ALL 476726.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.09E-04

4179 ALL 476746.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04

4180 ALL 476766.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.76E-04

4181 ALL 476786.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-04

4182 ALL 476806.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-04

4183 ALL 476826.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-04

4184 ALL 476846.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-04

4185 ALL 476866.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04

4186 ALL 476886.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-04

4187 ALL 476906.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-04

4188 ALL 476926.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-04

4189 ALL 476946.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-04

4190 ALL 476966.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04

4191 ALL 476986.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04

4192 ALL 477006.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-04

4193 ALL 477026.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-04

4194 ALL 477046.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04

4195 ALL 477066.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-04

4196 ALL 477086.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-04

4197 ALL 477106.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-04

4198 ALL 477126.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04



4199 ALL 477146.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-04

4200 ALL 477166.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04

4201 ALL 477186.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-04

4202 ALL 477206.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04

4203 ALL 477226.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04

4204 ALL 477246.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-04

4205 ALL 477266.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-04

4206 ALL 477286.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04

4207 ALL 477306.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04

4208 ALL 477326.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04

4209 ALL 477346.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04

4210 ALL 477366.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04

4211 ALL 477386.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04

4212 ALL 477406.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04

4213 ALL 477426.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04

4214 ALL 477446.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04

4215 ALL 477466.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-04

4216 ALL 477486.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04

4217 ALL 477506.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04

4218 ALL 477526.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04

4219 ALL 475946.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04

4220 ALL 475966.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-04

4221 ALL 475986.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04

4222 ALL 476006.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-04

4223 ALL 476026.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-04

4224 ALL 476046.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04

4225 ALL 476066.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04

4226 ALL 476086.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-04

4227 ALL 476106.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-04

4228 ALL 476126.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-04

4229 ALL 476146.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-04

4230 ALL 476166.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04

4231 ALL 476186.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04

4232 ALL 476206.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-04

4233 ALL 476226.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.34E-04

4234 ALL 476246.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-04

4235 ALL 476266.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-04

4236 ALL 476286.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-04

4237 ALL 476306.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04

4238 ALL 476326.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.06E-04

4239 ALL 476346.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04

4240 ALL 476366.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04

4241 ALL 476386.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.36E-04

4242 ALL 476406.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.44E-04

4243 ALL 476426.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.51E-04

4244 ALL 476446.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.56E-04

4245 ALL 476466.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-04

4246 ALL 476486.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-04

4247 ALL 476506.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-04

4248 ALL 476526.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-04



4249 ALL 476546.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-04

4250 ALL 476566.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-04

4251 ALL 476586.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.44E-04

4252 ALL 476606.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.36E-04

4253 ALL 476626.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04

4254 ALL 476646.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04

4255 ALL 476666.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-04

4256 ALL 476686.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04

4257 ALL 476706.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-04

4258 ALL 476726.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04

4259 ALL 476746.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04

4260 ALL 476766.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.35E-04

4261 ALL 476786.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-04

4262 ALL 476806.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04

4263 ALL 476826.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04

4264 ALL 476846.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-04

4265 ALL 476866.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04

4266 ALL 476886.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-04

4267 ALL 476906.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-04

4268 ALL 476926.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-04

4269 ALL 476946.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04

4270 ALL 476966.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-04

4271 ALL 476986.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04

4272 ALL 477006.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-04

4273 ALL 477026.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04

4274 ALL 477046.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04

4275 ALL 477066.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-04

4276 ALL 477086.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-04

4277 ALL 477106.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04

4278 ALL 477126.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04

4279 ALL 477146.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04

4280 ALL 477166.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04

4281 ALL 477186.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04

4282 ALL 477206.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04

4283 ALL 477226.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04

4284 ALL 477246.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-04

4285 ALL 477266.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04

4286 ALL 477286.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-04

4287 ALL 477306.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-04

4288 ALL 477326.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-04

4289 ALL 477346.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-04

4290 ALL 477366.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04

4291 ALL 477386.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04

4292 ALL 477406.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04

4293 ALL 477426.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04

4294 ALL 477446.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04

4295 ALL 477466.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04

4296 ALL 477486.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04

4297 ALL 477506.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04

4298 ALL 477526.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04



4299 ALL 475946.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-04

4300 ALL 475966.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-04

4301 ALL 475986.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-04

4302 ALL 476006.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04

4303 ALL 476026.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-04

4304 ALL 476046.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-04

4305 ALL 476066.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04

4306 ALL 476086.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04

4307 ALL 476106.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-04

4308 ALL 476126.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-04

4309 ALL 476146.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-04

4310 ALL 476166.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.51E-04

4311 ALL 476186.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04

4312 ALL 476206.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-04

4313 ALL 476226.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-04

4314 ALL 476246.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-04

4315 ALL 476266.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.24E-04

4316 ALL 476286.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04

4317 ALL 476306.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-04

4318 ALL 476326.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04

4319 ALL 476346.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-04

4320 ALL 476366.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-04

4321 ALL 476386.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04

4322 ALL 476406.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-04

4323 ALL 476426.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04

4324 ALL 476446.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.06E-04

4325 ALL 476466.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.09E-04

4326 ALL 476486.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04

4327 ALL 476506.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04

4328 ALL 476526.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-04

4329 ALL 476546.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-04

4330 ALL 476566.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04

4331 ALL 476586.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-04

4332 ALL 476606.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04

4333 ALL 476626.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-04

4334 ALL 476646.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-04

4335 ALL 476666.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04

4336 ALL 476686.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-04

4337 ALL 476706.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-04

4338 ALL 476726.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-04

4339 ALL 476746.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-04

4340 ALL 476766.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-04

4341 ALL 476786.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04

4342 ALL 476806.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-04

4343 ALL 476826.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04

4344 ALL 476846.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.39E-04

4345 ALL 476866.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04

4346 ALL 476886.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04

4347 ALL 476906.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-04

4348 ALL 476926.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-04



4349 ALL 476946.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-04

4350 ALL 476966.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-04

4351 ALL 476986.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04

4352 ALL 477006.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-04

4353 ALL 477026.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-04

4354 ALL 477046.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04

4355 ALL 477066.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04

4356 ALL 477086.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04

4357 ALL 477106.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04

4358 ALL 477126.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-04

4359 ALL 477146.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04

4360 ALL 477166.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04

4361 ALL 477186.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-04

4362 ALL 477206.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04

4363 ALL 477226.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04

4364 ALL 477246.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04

4365 ALL 477266.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04

4366 ALL 477286.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04

4367 ALL 477306.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04

4368 ALL 477326.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04

4369 ALL 477346.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04

4370 ALL 477366.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04

4371 ALL 477386.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04

4372 ALL 477406.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04

4373 ALL 477426.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04

4374 ALL 477446.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04

4375 ALL 477466.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-04

4376 ALL 477486.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04

4377 ALL 477506.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04

4378 ALL 477526.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04

4379 ALL 475946.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04

4380 ALL 475966.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04

4381 ALL 475986.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-04

4382 ALL 476006.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-04

4383 ALL 476026.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-04

4384 ALL 476046.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-04

4385 ALL 476066.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-04

4386 ALL 476086.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-04

4387 ALL 476106.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-04

4388 ALL 476126.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-04

4389 ALL 476146.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-04

4390 ALL 476166.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-04

4391 ALL 476186.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-04

4392 ALL 476206.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04

4393 ALL 476226.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04

4394 ALL 476246.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-04

4395 ALL 476266.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04

4396 ALL 476286.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-04

4397 ALL 476306.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-04

4398 ALL 476326.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-04



4399 ALL 476346.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.29E-04

4400 ALL 476366.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04

4401 ALL 476386.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.44E-04

4402 ALL 476406.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04

4403 ALL 476426.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-04

4404 ALL 476446.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04

4405 ALL 476466.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.62E-04

4406 ALL 476486.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-04

4407 ALL 476506.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-04

4408 ALL 476526.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.62E-04

4409 ALL 476546.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-04

4410 ALL 476566.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-04

4411 ALL 476586.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04

4412 ALL 476606.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.44E-04

4413 ALL 476626.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04

4414 ALL 476646.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04

4415 ALL 476666.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-04

4416 ALL 476686.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-04

4417 ALL 476706.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-04

4418 ALL 476726.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04

4419 ALL 476746.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-04

4420 ALL 476766.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04

4421 ALL 476786.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04

4422 ALL 476806.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.36E-04

4423 ALL 476826.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-04

4424 ALL 476846.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04

4425 ALL 476866.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04

4426 ALL 476886.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04

4427 ALL 476906.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-04

4428 ALL 476926.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-04

4429 ALL 476946.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-04

4430 ALL 476966.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04

4431 ALL 476986.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04

4432 ALL 477006.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04

4433 ALL 477026.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-04

4434 ALL 477046.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-04

4435 ALL 477066.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-04

4436 ALL 477086.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04

4437 ALL 477106.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-04

4438 ALL 477126.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04

4439 ALL 477146.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-04

4440 ALL 477166.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04

4441 ALL 477186.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-04

4442 ALL 477206.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04

4443 ALL 477226.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04

4444 ALL 477246.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-04

4445 ALL 477266.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-04

4446 ALL 477286.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-04

4447 ALL 477306.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04

4448 ALL 477326.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04



4449 ALL 477346.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04

4450 ALL 477366.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04

4451 ALL 477386.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04

4452 ALL 477406.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04

4453 ALL 477426.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04

4454 ALL 477446.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04

4455 ALL 477466.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-04

4456 ALL 477486.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04

4457 ALL 477506.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-04

4458 ALL 477526.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04

4459 ALL 475946.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04

4460 ALL 475966.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-04

4461 ALL 475986.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-04

4462 ALL 476006.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-04

4463 ALL 476026.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04

4464 ALL 476046.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-04

4465 ALL 476066.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04

4466 ALL 476086.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-04

4467 ALL 476106.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04

4468 ALL 476126.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-04

4469 ALL 476146.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-04

4470 ALL 476166.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.91E-04

4471 ALL 476186.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-04

4472 ALL 476206.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04

4473 ALL 476226.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-04

4474 ALL 476246.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-04

4475 ALL 476266.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-04

4476 ALL 476286.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04

4477 ALL 476306.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-04

4478 ALL 476326.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04

4479 ALL 476346.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-04

4480 ALL 476366.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-04

4481 ALL 476386.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04

4482 ALL 476406.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-04

4483 ALL 476426.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04

4.21E-02



HARP2 - HRACalc (dated 22118) 12/6/2022 1:13:48 PM - Output Log

GLCs loaded successfully
Pollutants loaded successfully
Pathway receptors loaded successfully
**********************************
RISK SCENARIO SETTINGS

Receptor Type: Resident
Scenario: Cancer
Calculation Method: Derived

**********************************
EXPOSURE DURATION PARAMETERS FOR CANCER

Start Age: 14
Total Exposure Duration: 0.875

Exposure Duration Bin Distribution
3rd Trimester Bin: 0
0<2 Years Bin: 0
2<9 Years Bin: 0
2<16 Years Bin: 0.875
16<30 Years Bin: 0
16 to 70 Years Bin: 0

**********************************
PATHWAYS ENABLED

NOTE: Inhalation is always enabled and used for all assessments.  The remaining 
pathways are only used for cancer and noncancer chronic assessments.

Inhalation: True
Soil: True
Dermal: True
Mother's milk: True
Water: False
Fish: False
Homegrown crops: True
Beef: False
Dairy: False
Pig: False
Chicken: False
Egg: False

**********************************
INHALATION

Daily breathing rate: RMP



**Worker Adjustment Factors**
Worker adjustment factors enabled: NO

**Fraction at time at home**
3rd Trimester to 16 years: OFF
16 years to 70 years: OFF

**********************************
SOIL & DERMAL PATHWAY SETTINGS

Deposition rate (m/s): 0.02
Soil mixing depth (m): 0.01
Dermal climate: Warm

**********************************
HOMEGROWN CROP PATHWAY SETTINGS

Household type: HouseholdsthatGarden
Fraction leafy: 0.137
Fraction exposed: 0.137
Fraction protected: 0.137
Fraction root: 0.137

**********************************
TIER 2 SETTINGS

Tier2 adjustments were used in this assessment.  Please see the input file for 
details.
Tier2 - What was changed: ED or start age changed|
Calculating cancer risk
Cancer risk breakdown by pollutant and receptor saved to: 
C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6THROSA\hra\ConstStudentCancerNoMitCancerRisk.csv
Cancer risk total by receptor saved to: C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6THROSA\hra\ConstStudentCancerNoMitCancerRiskSumByRec.csv
HRA ran successfully



*HARP - HRACalc v22118 12/6/2022 1:13:48 PM - Cancer Risk -  Input File: C:\Users\dlarocca\Desktop\Air Quality Work\HARP2\6THROSA\hra\ConstStudentCancerNoMitHRAInput.hra

REC GRP NETID X Y RISK_SUM SCENARIO INH_RISK SOIL_RISK DERMAL_RISKMMILK_RISKWATER_RISKFISH_RISK CROP_RISK BEEF_RISK DAIRY_RISKPIG_RISK CHICKEN_RISKEGG_RISK

1 ALL 476426.1 3773784 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2 ALL 476446.1 3773784 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3 ALL 476466.1 3773784 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4 ALL 476486.1 3773784 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

5 ALL 476506.1 3773784 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

6 ALL 476526.1 3773784 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

7 ALL 476546.1 3773784 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

8 ALL 476566.1 3773784 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

9 ALL 476586.1 3773784 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

10 ALL 476606.1 3773784 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

11 ALL 476626.1 3773784 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

12 ALL 476646.1 3773784 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

13 ALL 476666.1 3773784 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

14 ALL 476686.1 3773784 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

15 ALL 476706.1 3773784 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

16 ALL 476726.1 3773784 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

17 ALL 476746.1 3773784 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

18 ALL 476766.1 3773784 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

19 ALL 476786.1 3773784 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

20 ALL 476806.1 3773784 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

21 ALL 476826.1 3773784 9.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

22 ALL 476846.1 3773784 9.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

23 ALL 476866.1 3773784 9.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

24 ALL 476886.1 3773784 9.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

25 ALL 476906.1 3773784 8.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

26 ALL 476926.1 3773784 8.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

27 ALL 476946.1 3773784 8.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

28 ALL 476966.1 3773784 8.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

29 ALL 476986.1 3773784 8.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

30 ALL 477006.1 3773784 7.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

31 ALL 475526.1 3773804 6.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

32 ALL 475546.1 3773804 6.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

33 ALL 475566.1 3773804 6.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

34 ALL 475586.1 3773804 6.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

35 ALL 475606.1 3773804 7.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

36 ALL 475626.1 3773804 7.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

37 ALL 475646.1 3773804 7.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

38 ALL 475666.1 3773804 7.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

39 ALL 475686.1 3773804 7.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

40 ALL 475706.1 3773804 8.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

41 ALL 475726.1 3773804 8.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

42 ALL 475746.1 3773804 8.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



43 ALL 475766.1 3773804 8.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

44 ALL 475786.1 3773804 9.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

45 ALL 475806.1 3773804 9.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

46 ALL 475826.1 3773804 9.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

47 ALL 475846.1 3773804 9.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

48 ALL 475866.1 3773804 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

49 ALL 475886.1 3773804 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

50 ALL 475906.1 3773804 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

51 ALL 475926.1 3773804 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

52 ALL 475946.1 3773804 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

53 ALL 475966.1 3773804 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

54 ALL 475986.1 3773804 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

55 ALL 476006.1 3773804 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

56 ALL 476426.1 3773804 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

57 ALL 476446.1 3773804 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

58 ALL 476466.1 3773804 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

59 ALL 476486.1 3773804 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

60 ALL 476506.1 3773804 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

61 ALL 476526.1 3773804 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

62 ALL 476546.1 3773804 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

63 ALL 476566.1 3773804 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

64 ALL 476586.1 3773804 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

65 ALL 476606.1 3773804 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

66 ALL 476626.1 3773804 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

67 ALL 476646.1 3773804 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

68 ALL 476666.1 3773804 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

69 ALL 476686.1 3773804 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

70 ALL 476706.1 3773804 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

71 ALL 476726.1 3773804 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

72 ALL 476746.1 3773804 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

73 ALL 476766.1 3773804 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

74 ALL 476786.1 3773804 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

75 ALL 476806.1 3773804 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

76 ALL 476826.1 3773804 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

77 ALL 476846.1 3773804 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

78 ALL 476866.1 3773804 9.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

79 ALL 476886.1 3773804 9.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

80 ALL 476906.1 3773804 9.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

81 ALL 476926.1 3773804 9.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

82 ALL 476946.1 3773804 8.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

83 ALL 476966.1 3773804 8.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

84 ALL 476986.1 3773804 8.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

85 ALL 477006.1 3773804 8.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

86 ALL 477026.1 3773804 7.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



87 ALL 477046.1 3773804 7.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

88 ALL 475526.1 3773824 6.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

89 ALL 475546.1 3773824 6.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

90 ALL 475566.1 3773824 6.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

91 ALL 475586.1 3773824 7.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

92 ALL 475606.1 3773824 7.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

93 ALL 475626.1 3773824 7.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

94 ALL 475646.1 3773824 7.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

95 ALL 475666.1 3773824 7.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

96 ALL 475686.1 3773824 8.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

97 ALL 475706.1 3773824 8.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

98 ALL 475726.1 3773824 8.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

99 ALL 475746.1 3773824 8.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

100 ALL 475766.1 3773824 9.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

101 ALL 475786.1 3773824 9.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

102 ALL 475806.1 3773824 9.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

103 ALL 475826.1 3773824 9.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

104 ALL 475846.1 3773824 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

105 ALL 475866.1 3773824 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

106 ALL 475886.1 3773824 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

107 ALL 475906.1 3773824 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

108 ALL 475926.1 3773824 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

109 ALL 475946.1 3773824 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

110 ALL 475966.1 3773824 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

111 ALL 475986.1 3773824 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

112 ALL 476006.1 3773824 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

113 ALL 476426.1 3773824 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

114 ALL 476446.1 3773824 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

115 ALL 476466.1 3773824 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

116 ALL 476486.1 3773824 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

117 ALL 476506.1 3773824 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

118 ALL 476526.1 3773824 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

119 ALL 476546.1 3773824 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

120 ALL 476566.1 3773824 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

121 ALL 476586.1 3773824 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

122 ALL 476606.1 3773824 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

123 ALL 476626.1 3773824 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

124 ALL 476646.1 3773824 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

125 ALL 476666.1 3773824 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

126 ALL 476686.1 3773824 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

127 ALL 476706.1 3773824 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

128 ALL 476726.1 3773824 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

129 ALL 476746.1 3773824 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

130 ALL 476766.1 3773824 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



131 ALL 476786.1 3773824 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

132 ALL 476806.1 3773824 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

133 ALL 476826.1 3773824 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

134 ALL 476846.1 3773824 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

135 ALL 476866.1 3773824 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

136 ALL 476886.1 3773824 9.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

137 ALL 476906.1 3773824 9.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

138 ALL 476926.1 3773824 9.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

139 ALL 476946.1 3773824 9.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

140 ALL 476966.1 3773824 8.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

141 ALL 476986.1 3773824 8.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

142 ALL 477006.1 3773824 8.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

143 ALL 477026.1 3773824 8.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

144 ALL 477046.1 3773824 8.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

145 ALL 477066.1 3773824 7.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

146 ALL 477086.1 3773824 7.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

147 ALL 475526.1 3773844 6.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

148 ALL 475546.1 3773844 6.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

149 ALL 475566.1 3773844 6.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

150 ALL 475586.1 3773844 7.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

151 ALL 475606.1 3773844 7.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

152 ALL 475626.1 3773844 7.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

153 ALL 475646.1 3773844 7.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

154 ALL 475666.1 3773844 8.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

155 ALL 475686.1 3773844 8.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

156 ALL 475706.1 3773844 8.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

157 ALL 475726.1 3773844 8.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

158 ALL 475746.1 3773844 9.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

159 ALL 475766.1 3773844 9.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

160 ALL 475786.1 3773844 9.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

161 ALL 475806.1 3773844 9.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

162 ALL 475826.1 3773844 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

163 ALL 475846.1 3773844 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

164 ALL 475866.1 3773844 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

165 ALL 475886.1 3773844 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

166 ALL 475906.1 3773844 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

167 ALL 475926.1 3773844 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

168 ALL 475946.1 3773844 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

169 ALL 475966.1 3773844 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

170 ALL 475986.1 3773844 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

171 ALL 476006.1 3773844 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

172 ALL 476426.1 3773844 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

173 ALL 476446.1 3773844 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

174 ALL 476466.1 3773844 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



175 ALL 476486.1 3773844 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

176 ALL 476506.1 3773844 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

177 ALL 476526.1 3773844 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

178 ALL 476546.1 3773844 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

179 ALL 476566.1 3773844 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

180 ALL 476586.1 3773844 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

181 ALL 476606.1 3773844 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

182 ALL 476626.1 3773844 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

183 ALL 476646.1 3773844 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

184 ALL 476666.1 3773844 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

185 ALL 476686.1 3773844 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

186 ALL 476706.1 3773844 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

187 ALL 476726.1 3773844 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

188 ALL 476746.1 3773844 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

189 ALL 476766.1 3773844 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

190 ALL 476786.1 3773844 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

191 ALL 476806.1 3773844 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

192 ALL 476826.1 3773844 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

193 ALL 476846.1 3773844 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

194 ALL 476866.1 3773844 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

195 ALL 476886.1 3773844 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

196 ALL 476906.1 3773844 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

197 ALL 476926.1 3773844 9.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

198 ALL 476946.1 3773844 9.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

199 ALL 476966.1 3773844 9.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

200 ALL 476986.1 3773844 9.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

201 ALL 477006.1 3773844 8.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

202 ALL 477026.1 3773844 8.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

203 ALL 477046.1 3773844 8.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

204 ALL 477066.1 3773844 8.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

205 ALL 477086.1 3773844 8.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

206 ALL 477106.1 3773844 7.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

207 ALL 475526.1 3773864 6.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

208 ALL 475546.1 3773864 6.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

209 ALL 475566.1 3773864 7.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

210 ALL 475586.1 3773864 7.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

211 ALL 475606.1 3773864 7.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

212 ALL 475626.1 3773864 7.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

213 ALL 475646.1 3773864 7.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

214 ALL 475666.1 3773864 8.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

215 ALL 475686.1 3773864 8.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

216 ALL 475706.1 3773864 8.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

217 ALL 475726.1 3773864 8.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

218 ALL 475746.1 3773864 9.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



219 ALL 475766.1 3773864 9.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

220 ALL 475786.1 3773864 9.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

221 ALL 475806.1 3773864 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

222 ALL 475826.1 3773864 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

223 ALL 475846.1 3773864 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

224 ALL 475866.1 3773864 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

225 ALL 475886.1 3773864 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

226 ALL 475906.1 3773864 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

227 ALL 475926.1 3773864 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

228 ALL 475946.1 3773864 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

229 ALL 475966.1 3773864 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

230 ALL 475986.1 3773864 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

231 ALL 476006.1 3773864 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

232 ALL 476026.1 3773864 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

233 ALL 476426.1 3773864 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

234 ALL 476446.1 3773864 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

235 ALL 476466.1 3773864 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

236 ALL 476486.1 3773864 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

237 ALL 476506.1 3773864 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

238 ALL 476526.1 3773864 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

239 ALL 476546.1 3773864 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

240 ALL 476566.1 3773864 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

241 ALL 476586.1 3773864 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

242 ALL 476606.1 3773864 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

243 ALL 476626.1 3773864 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

244 ALL 476646.1 3773864 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

245 ALL 476666.1 3773864 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

246 ALL 476686.1 3773864 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

247 ALL 476706.1 3773864 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

248 ALL 476726.1 3773864 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

249 ALL 476746.1 3773864 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

250 ALL 476766.1 3773864 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

251 ALL 476786.1 3773864 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

252 ALL 476806.1 3773864 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

253 ALL 476826.1 3773864 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

254 ALL 476846.1 3773864 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

255 ALL 476866.1 3773864 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

256 ALL 476886.1 3773864 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

257 ALL 476906.1 3773864 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

258 ALL 476926.1 3773864 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

259 ALL 476946.1 3773864 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

260 ALL 476966.1 3773864 9.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

261 ALL 476986.1 3773864 9.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

262 ALL 477006.1 3773864 9.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



263 ALL 477026.1 3773864 9.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

264 ALL 477046.1 3773864 8.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

265 ALL 477066.1 3773864 8.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

266 ALL 477086.1 3773864 8.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

267 ALL 477106.1 3773864 8.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

268 ALL 475526.1 3773884 6.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

269 ALL 475546.1 3773884 6.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

270 ALL 475566.1 3773884 7.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

271 ALL 475586.1 3773884 7.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

272 ALL 475606.1 3773884 7.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

273 ALL 475626.1 3773884 7.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

274 ALL 475646.1 3773884 8.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

275 ALL 475666.1 3773884 8.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

276 ALL 475686.1 3773884 8.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

277 ALL 475706.1 3773884 8.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

278 ALL 475726.1 3773884 9.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

279 ALL 475746.1 3773884 9.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

280 ALL 475766.1 3773884 9.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

281 ALL 475786.1 3773884 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

282 ALL 475806.1 3773884 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

283 ALL 475826.1 3773884 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

284 ALL 475846.1 3773884 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

285 ALL 475866.1 3773884 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

286 ALL 475886.1 3773884 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

287 ALL 475906.1 3773884 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

288 ALL 475926.1 3773884 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

289 ALL 475946.1 3773884 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

290 ALL 475966.1 3773884 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

291 ALL 475986.1 3773884 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

292 ALL 476006.1 3773884 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

293 ALL 476026.1 3773884 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

294 ALL 476046.1 3773884 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

295 ALL 476426.1 3773884 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

296 ALL 476446.1 3773884 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

297 ALL 476466.1 3773884 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

298 ALL 476486.1 3773884 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

299 ALL 476506.1 3773884 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

300 ALL 476526.1 3773884 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

301 ALL 476546.1 3773884 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

302 ALL 476566.1 3773884 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

303 ALL 476586.1 3773884 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

304 ALL 476606.1 3773884 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

305 ALL 476626.1 3773884 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

306 ALL 476646.1 3773884 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



307 ALL 476666.1 3773884 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

308 ALL 476686.1 3773884 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

309 ALL 476706.1 3773884 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

310 ALL 476726.1 3773884 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

311 ALL 476746.1 3773884 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

312 ALL 476766.1 3773884 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

313 ALL 476786.1 3773884 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

314 ALL 476806.1 3773884 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

315 ALL 476826.1 3773884 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

316 ALL 476846.1 3773884 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

317 ALL 476866.1 3773884 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

318 ALL 476886.1 3773884 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

319 ALL 476906.1 3773884 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

320 ALL 476926.1 3773884 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

321 ALL 476946.1 3773884 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

322 ALL 476966.1 3773884 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

323 ALL 476986.1 3773884 9.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

324 ALL 477006.1 3773884 9.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

325 ALL 477026.1 3773884 9.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

326 ALL 477046.1 3773884 9.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

327 ALL 477066.1 3773884 9.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

328 ALL 477086.1 3773884 8.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

329 ALL 477106.1 3773884 8.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

330 ALL 475526.1 3773904 6.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

331 ALL 475546.1 3773904 6.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

332 ALL 475566.1 3773904 7.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

333 ALL 475586.1 3773904 7.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

334 ALL 475606.1 3773904 7.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

335 ALL 475626.1 3773904 7.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

336 ALL 475646.1 3773904 8.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

337 ALL 475666.1 3773904 8.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

338 ALL 475686.1 3773904 8.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

339 ALL 475706.1 3773904 9.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

340 ALL 475726.1 3773904 9.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

341 ALL 475746.1 3773904 9.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

342 ALL 475766.1 3773904 9.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

343 ALL 475786.1 3773904 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

344 ALL 475806.1 3773904 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

345 ALL 475826.1 3773904 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

346 ALL 475846.1 3773904 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

347 ALL 475866.1 3773904 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

348 ALL 475886.1 3773904 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

349 ALL 475906.1 3773904 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

350 ALL 475926.1 3773904 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



351 ALL 475946.1 3773904 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

352 ALL 475966.1 3773904 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

353 ALL 475986.1 3773904 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

354 ALL 476006.1 3773904 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

355 ALL 476026.1 3773904 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

356 ALL 476046.1 3773904 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

357 ALL 476066.1 3773904 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

358 ALL 476426.1 3773904 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

359 ALL 476446.1 3773904 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

360 ALL 476466.1 3773904 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

361 ALL 476486.1 3773904 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

362 ALL 476506.1 3773904 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

363 ALL 476526.1 3773904 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

364 ALL 476546.1 3773904 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

365 ALL 476566.1 3773904 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

366 ALL 476586.1 3773904 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

367 ALL 476606.1 3773904 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

368 ALL 476626.1 3773904 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

369 ALL 476646.1 3773904 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

370 ALL 476666.1 3773904 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

371 ALL 476686.1 3773904 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

372 ALL 476706.1 3773904 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

373 ALL 476726.1 3773904 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

374 ALL 476746.1 3773904 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

375 ALL 476766.1 3773904 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

376 ALL 476786.1 3773904 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

377 ALL 476806.1 3773904 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

378 ALL 476826.1 3773904 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

379 ALL 476846.1 3773904 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

380 ALL 476866.1 3773904 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

381 ALL 476886.1 3773904 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

382 ALL 476906.1 3773904 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

383 ALL 476926.1 3773904 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

384 ALL 476946.1 3773904 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

385 ALL 476966.1 3773904 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

386 ALL 476986.1 3773904 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

387 ALL 477006.1 3773904 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

388 ALL 477026.1 3773904 9.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

389 ALL 477046.1 3773904 9.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

390 ALL 477066.1 3773904 9.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

391 ALL 477086.1 3773904 9.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

392 ALL 477106.1 3773904 9.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

393 ALL 475526.1 3773924 6.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

394 ALL 475546.1 3773924 7.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



395 ALL 475566.1 3773924 7.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

396 ALL 475586.1 3773924 7.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

397 ALL 475606.1 3773924 7.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

398 ALL 475626.1 3773924 7.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

399 ALL 475646.1 3773924 8.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

400 ALL 475666.1 3773924 8.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

401 ALL 475686.1 3773924 8.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

402 ALL 475706.1 3773924 9.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

403 ALL 475726.1 3773924 9.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

404 ALL 475746.1 3773924 9.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

405 ALL 475766.1 3773924 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

406 ALL 475786.1 3773924 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

407 ALL 475806.1 3773924 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

408 ALL 475826.1 3773924 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

409 ALL 475846.1 3773924 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

410 ALL 475866.1 3773924 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

411 ALL 475886.1 3773924 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

412 ALL 475906.1 3773924 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

413 ALL 475926.1 3773924 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

414 ALL 475946.1 3773924 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

415 ALL 475966.1 3773924 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

416 ALL 475986.1 3773924 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

417 ALL 476006.1 3773924 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

418 ALL 476026.1 3773924 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

419 ALL 476046.1 3773924 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

420 ALL 476066.1 3773924 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

421 ALL 476086.1 3773924 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

422 ALL 476426.1 3773924 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

423 ALL 476446.1 3773924 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

424 ALL 476466.1 3773924 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

425 ALL 476486.1 3773924 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

426 ALL 476506.1 3773924 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

427 ALL 476526.1 3773924 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

428 ALL 476546.1 3773924 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

429 ALL 476566.1 3773924 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

430 ALL 476586.1 3773924 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

431 ALL 476606.1 3773924 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

432 ALL 476626.1 3773924 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

433 ALL 476646.1 3773924 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

434 ALL 476666.1 3773924 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

435 ALL 476686.1 3773924 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

436 ALL 476706.1 3773924 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

437 ALL 476726.1 3773924 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

438 ALL 476746.1 3773924 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



439 ALL 476766.1 3773924 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

440 ALL 476786.1 3773924 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

441 ALL 476806.1 3773924 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

442 ALL 476826.1 3773924 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

443 ALL 476846.1 3773924 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

444 ALL 476866.1 3773924 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

445 ALL 476886.1 3773924 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

446 ALL 476906.1 3773924 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

447 ALL 476926.1 3773924 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

448 ALL 476946.1 3773924 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

449 ALL 476966.1 3773924 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

450 ALL 476986.1 3773924 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

451 ALL 477006.1 3773924 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

452 ALL 477026.1 3773924 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

453 ALL 477046.1 3773924 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

454 ALL 477066.1 3773924 9.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

455 ALL 477086.1 3773924 9.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

456 ALL 477106.1 3773924 9.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

457 ALL 475526.1 3773944 6.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

458 ALL 475546.1 3773944 7.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

459 ALL 475566.1 3773944 7.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

460 ALL 475586.1 3773944 7.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

461 ALL 475606.1 3773944 7.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

462 ALL 475626.1 3773944 8.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

463 ALL 475646.1 3773944 8.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

464 ALL 475666.1 3773944 8.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

465 ALL 475686.1 3773944 8.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

466 ALL 475706.1 3773944 9.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

467 ALL 475726.1 3773944 9.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

468 ALL 475746.1 3773944 9.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

469 ALL 475766.1 3773944 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

470 ALL 475786.1 3773944 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

471 ALL 475806.1 3773944 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

472 ALL 475826.1 3773944 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

473 ALL 475846.1 3773944 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

474 ALL 475866.1 3773944 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

475 ALL 475886.1 3773944 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

476 ALL 475906.1 3773944 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

477 ALL 475926.1 3773944 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

478 ALL 475946.1 3773944 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

479 ALL 475966.1 3773944 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

480 ALL 475986.1 3773944 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

481 ALL 476006.1 3773944 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

482 ALL 476026.1 3773944 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



483 ALL 476046.1 3773944 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

484 ALL 476066.1 3773944 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

485 ALL 476086.1 3773944 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

486 ALL 476106.1 3773944 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

487 ALL 476126.1 3773944 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

488 ALL 476426.1 3773944 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

489 ALL 476446.1 3773944 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

490 ALL 476466.1 3773944 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

491 ALL 476486.1 3773944 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

492 ALL 476506.1 3773944 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

493 ALL 476526.1 3773944 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

494 ALL 476546.1 3773944 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

495 ALL 476566.1 3773944 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

496 ALL 476586.1 3773944 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

497 ALL 476606.1 3773944 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

498 ALL 476626.1 3773944 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

499 ALL 476646.1 3773944 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

500 ALL 476666.1 3773944 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

501 ALL 476686.1 3773944 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

502 ALL 476706.1 3773944 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

503 ALL 476726.1 3773944 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

504 ALL 476746.1 3773944 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

505 ALL 476766.1 3773944 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

506 ALL 476786.1 3773944 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

507 ALL 476806.1 3773944 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

508 ALL 476826.1 3773944 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

509 ALL 476846.1 3773944 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

510 ALL 476866.1 3773944 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

511 ALL 476886.1 3773944 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

512 ALL 476906.1 3773944 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

513 ALL 476926.1 3773944 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

514 ALL 476946.1 3773944 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

515 ALL 476966.1 3773944 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

516 ALL 476986.1 3773944 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

517 ALL 477006.1 3773944 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

518 ALL 477026.1 3773944 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

519 ALL 477046.1 3773944 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

520 ALL 477066.1 3773944 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

521 ALL 477086.1 3773944 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

522 ALL 477106.1 3773944 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

523 ALL 475526.1 3773964 6.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

524 ALL 475546.1 3773964 7.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

525 ALL 475566.1 3773964 7.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

526 ALL 475586.1 3773964 7.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



527 ALL 475606.1 3773964 7.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

528 ALL 475626.1 3773964 8.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

529 ALL 475646.1 3773964 8.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

530 ALL 475666.1 3773964 8.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

531 ALL 475686.1 3773964 9.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

532 ALL 475706.1 3773964 9.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

533 ALL 475726.1 3773964 9.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

534 ALL 475746.1 3773964 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

535 ALL 475766.1 3773964 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

536 ALL 475786.1 3773964 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

537 ALL 475806.1 3773964 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

538 ALL 475826.1 3773964 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

539 ALL 475846.1 3773964 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

540 ALL 475866.1 3773964 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

541 ALL 475886.1 3773964 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

542 ALL 475906.1 3773964 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

543 ALL 475926.1 3773964 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

544 ALL 475946.1 3773964 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

545 ALL 475966.1 3773964 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

546 ALL 475986.1 3773964 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

547 ALL 476006.1 3773964 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

548 ALL 476026.1 3773964 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

549 ALL 476046.1 3773964 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

550 ALL 476066.1 3773964 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

551 ALL 476086.1 3773964 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

552 ALL 476106.1 3773964 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

553 ALL 476126.1 3773964 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

554 ALL 476146.1 3773964 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

555 ALL 476406.1 3773964 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

556 ALL 476426.1 3773964 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

557 ALL 476446.1 3773964 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

558 ALL 476466.1 3773964 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

559 ALL 476486.1 3773964 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

560 ALL 476506.1 3773964 2.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

561 ALL 476526.1 3773964 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

562 ALL 476546.1 3773964 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

563 ALL 476566.1 3773964 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

564 ALL 476586.1 3773964 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

565 ALL 476606.1 3773964 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

566 ALL 476626.1 3773964 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

567 ALL 476646.1 3773964 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

568 ALL 476666.1 3773964 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

569 ALL 476686.1 3773964 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

570 ALL 476706.1 3773964 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



571 ALL 476726.1 3773964 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

572 ALL 476746.1 3773964 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

573 ALL 476766.1 3773964 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

574 ALL 476786.1 3773964 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

575 ALL 476806.1 3773964 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

576 ALL 476826.1 3773964 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

577 ALL 476846.1 3773964 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

578 ALL 476866.1 3773964 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

579 ALL 476886.1 3773964 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

580 ALL 476906.1 3773964 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

581 ALL 476926.1 3773964 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

582 ALL 476946.1 3773964 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

583 ALL 476966.1 3773964 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

584 ALL 476986.1 3773964 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

585 ALL 477006.1 3773964 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

586 ALL 477026.1 3773964 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

587 ALL 477046.1 3773964 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

588 ALL 477066.1 3773964 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

589 ALL 477086.1 3773964 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

590 ALL 477106.1 3773964 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

591 ALL 475526.1 3773984 6.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

592 ALL 475546.1 3773984 7.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

593 ALL 475566.1 3773984 7.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

594 ALL 475586.1 3773984 7.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

595 ALL 475606.1 3773984 7.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

596 ALL 475626.1 3773984 8.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

597 ALL 475646.1 3773984 8.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

598 ALL 475666.1 3773984 8.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

599 ALL 475686.1 3773984 9.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

600 ALL 475706.1 3773984 9.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

601 ALL 475726.1 3773984 9.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

602 ALL 475746.1 3773984 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

603 ALL 475766.1 3773984 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

604 ALL 475786.1 3773984 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

605 ALL 475806.1 3773984 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

606 ALL 475826.1 3773984 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

607 ALL 475846.1 3773984 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

608 ALL 475866.1 3773984 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

609 ALL 475886.1 3773984 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

610 ALL 475906.1 3773984 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

611 ALL 475926.1 3773984 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

612 ALL 475946.1 3773984 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

613 ALL 475966.1 3773984 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

614 ALL 475986.1 3773984 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



615 ALL 476006.1 3773984 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

616 ALL 476026.1 3773984 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

617 ALL 476046.1 3773984 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

618 ALL 476066.1 3773984 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

619 ALL 476086.1 3773984 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

620 ALL 476106.1 3773984 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

621 ALL 476126.1 3773984 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

622 ALL 476146.1 3773984 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

623 ALL 476166.1 3773984 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

624 ALL 476406.1 3773984 2.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

625 ALL 476426.1 3773984 2.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

626 ALL 476446.1 3773984 2.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

627 ALL 476466.1 3773984 2.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

628 ALL 476486.1 3773984 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

629 ALL 476506.1 3773984 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

630 ALL 476526.1 3773984 2.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

631 ALL 476546.1 3773984 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

632 ALL 476566.1 3773984 2.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

633 ALL 476586.1 3773984 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

634 ALL 476606.1 3773984 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

635 ALL 476626.1 3773984 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

636 ALL 476646.1 3773984 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

637 ALL 476666.1 3773984 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

638 ALL 476686.1 3773984 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

639 ALL 476706.1 3773984 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

640 ALL 476726.1 3773984 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

641 ALL 476746.1 3773984 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

642 ALL 476766.1 3773984 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

643 ALL 476786.1 3773984 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

644 ALL 476806.1 3773984 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

645 ALL 476826.1 3773984 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

646 ALL 476846.1 3773984 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

647 ALL 476866.1 3773984 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

648 ALL 476886.1 3773984 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

649 ALL 476906.1 3773984 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

650 ALL 476926.1 3773984 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

651 ALL 476946.1 3773984 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

652 ALL 476966.1 3773984 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

653 ALL 476986.1 3773984 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

654 ALL 477006.1 3773984 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

655 ALL 477026.1 3773984 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

656 ALL 477046.1 3773984 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

657 ALL 477066.1 3773984 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

658 ALL 477086.1 3773984 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



659 ALL 477106.1 3773984 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

660 ALL 475526.1 3774004 6.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

661 ALL 475546.1 3774004 7.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

662 ALL 475566.1 3774004 7.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

663 ALL 475586.1 3774004 7.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

664 ALL 475606.1 3774004 7.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

665 ALL 475626.1 3774004 8.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

666 ALL 475646.1 3774004 8.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

667 ALL 475666.1 3774004 8.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

668 ALL 475686.1 3774004 9.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

669 ALL 475706.1 3774004 9.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

670 ALL 475726.1 3774004 9.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

671 ALL 475746.1 3774004 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

672 ALL 475766.1 3774004 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

673 ALL 475786.1 3774004 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

674 ALL 475806.1 3774004 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

675 ALL 475826.1 3774004 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

676 ALL 475846.1 3774004 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

677 ALL 475866.1 3774004 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

678 ALL 475886.1 3774004 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

679 ALL 475906.1 3774004 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

680 ALL 475926.1 3774004 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

681 ALL 475946.1 3774004 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

682 ALL 475966.1 3774004 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

683 ALL 475986.1 3774004 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

684 ALL 476006.1 3774004 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

685 ALL 476026.1 3774004 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

686 ALL 476046.1 3774004 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

687 ALL 476066.1 3774004 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

688 ALL 476086.1 3774004 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

689 ALL 476106.1 3774004 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

690 ALL 476126.1 3774004 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

691 ALL 476146.1 3774004 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

692 ALL 476166.1 3774004 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

693 ALL 476186.1 3774004 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

694 ALL 476366.1 3774004 3.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

695 ALL 476386.1 3774004 3.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

696 ALL 476406.1 3774004 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

697 ALL 476426.1 3774004 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

698 ALL 476446.1 3774004 3.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

699 ALL 476466.1 3774004 3.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

700 ALL 476486.1 3774004 3.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

701 ALL 476506.1 3774004 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

702 ALL 476526.1 3774004 2.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



703 ALL 476546.1 3774004 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

704 ALL 476566.1 3774004 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

705 ALL 476586.1 3774004 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

706 ALL 476606.1 3774004 2.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

707 ALL 476626.1 3774004 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

708 ALL 476646.1 3774004 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

709 ALL 476666.1 3774004 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

710 ALL 476686.1 3774004 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

711 ALL 476706.1 3774004 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

712 ALL 476726.1 3774004 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

713 ALL 476746.1 3774004 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

714 ALL 476766.1 3774004 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

715 ALL 476786.1 3774004 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

716 ALL 476806.1 3774004 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

717 ALL 476826.1 3774004 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

718 ALL 476846.1 3774004 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

719 ALL 476866.1 3774004 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

720 ALL 476886.1 3774004 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

721 ALL 476906.1 3774004 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

722 ALL 476926.1 3774004 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

723 ALL 476946.1 3774004 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

724 ALL 476966.1 3774004 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

725 ALL 476986.1 3774004 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

726 ALL 477006.1 3774004 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

727 ALL 477026.1 3774004 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

728 ALL 477046.1 3774004 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

729 ALL 477066.1 3774004 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

730 ALL 477086.1 3774004 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

731 ALL 477106.1 3774004 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

732 ALL 475526.1 3774024 6.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

733 ALL 475546.1 3774024 7.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

734 ALL 475566.1 3774024 7.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

735 ALL 475586.1 3774024 7.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

736 ALL 475606.1 3774024 7.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

737 ALL 475626.1 3774024 8.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

738 ALL 475646.1 3774024 8.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

739 ALL 475666.1 3774024 8.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

740 ALL 475686.1 3774024 9.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

741 ALL 475706.1 3774024 9.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

742 ALL 475726.1 3774024 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

743 ALL 475746.1 3774024 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

744 ALL 475766.1 3774024 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

745 ALL 475786.1 3774024 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

746 ALL 475806.1 3774024 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



747 ALL 475826.1 3774024 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

748 ALL 475846.1 3774024 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

749 ALL 475866.1 3774024 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

750 ALL 475886.1 3774024 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

751 ALL 475906.1 3774024 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

752 ALL 475926.1 3774024 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

753 ALL 475946.1 3774024 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

754 ALL 475966.1 3774024 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

755 ALL 475986.1 3774024 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

756 ALL 476006.1 3774024 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

757 ALL 476026.1 3774024 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

758 ALL 476046.1 3774024 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

759 ALL 476066.1 3774024 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

760 ALL 476086.1 3774024 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

761 ALL 476106.1 3774024 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

762 ALL 476126.1 3774024 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

763 ALL 476146.1 3774024 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

764 ALL 476166.1 3774024 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

765 ALL 476186.1 3774024 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

766 ALL 476206.1 3774024 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

767 ALL 476226.1 3774024 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

768 ALL 476366.1 3774024 3.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

769 ALL 476386.1 3774024 3.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

770 ALL 476406.1 3774024 3.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

771 ALL 476426.1 3774024 3.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

772 ALL 476446.1 3774024 3.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

773 ALL 476466.1 3774024 3.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

774 ALL 476486.1 3774024 3.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

775 ALL 476506.1 3774024 3.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

776 ALL 476526.1 3774024 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

777 ALL 476546.1 3774024 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

778 ALL 476566.1 3774024 3.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

779 ALL 476586.1 3774024 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

780 ALL 476606.1 3774024 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

781 ALL 476626.1 3774024 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

782 ALL 476646.1 3774024 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

783 ALL 476666.1 3774024 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

784 ALL 476686.1 3774024 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

785 ALL 476706.1 3774024 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

786 ALL 476726.1 3774024 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

787 ALL 476746.1 3774024 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

788 ALL 476766.1 3774024 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

789 ALL 476786.1 3774024 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

790 ALL 476806.1 3774024 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



791 ALL 476826.1 3774024 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

792 ALL 476846.1 3774024 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

793 ALL 476866.1 3774024 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

794 ALL 476886.1 3774024 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

795 ALL 476906.1 3774024 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

796 ALL 476926.1 3774024 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

797 ALL 476946.1 3774024 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

798 ALL 476966.1 3774024 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

799 ALL 476986.1 3774024 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

800 ALL 477006.1 3774024 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

801 ALL 477026.1 3774024 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

802 ALL 477046.1 3774024 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

803 ALL 477066.1 3774024 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

804 ALL 477086.1 3774024 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

805 ALL 477106.1 3774024 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

806 ALL 475526.1 3774044 6.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

807 ALL 475546.1 3774044 7.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

808 ALL 475566.1 3774044 7.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

809 ALL 475586.1 3774044 7.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

810 ALL 475606.1 3774044 7.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

811 ALL 475626.1 3774044 8.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

812 ALL 475646.1 3774044 8.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

813 ALL 475666.1 3774044 8.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

814 ALL 475686.1 3774044 9.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

815 ALL 475706.1 3774044 9.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

816 ALL 475726.1 3774044 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

817 ALL 475746.1 3774044 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

818 ALL 475766.1 3774044 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

819 ALL 475786.1 3774044 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

820 ALL 475806.1 3774044 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

821 ALL 475826.1 3774044 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

822 ALL 475846.1 3774044 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

823 ALL 475866.1 3774044 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

824 ALL 475886.1 3774044 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

825 ALL 475906.1 3774044 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

826 ALL 475926.1 3774044 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

827 ALL 475946.1 3774044 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

828 ALL 475966.1 3774044 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

829 ALL 475986.1 3774044 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

830 ALL 476006.1 3774044 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

831 ALL 476026.1 3774044 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

832 ALL 476046.1 3774044 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

833 ALL 476066.1 3774044 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

834 ALL 476086.1 3774044 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



835 ALL 476106.1 3774044 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

836 ALL 476126.1 3774044 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

837 ALL 476146.1 3774044 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

838 ALL 476166.1 3774044 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

839 ALL 476186.1 3774044 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

840 ALL 476206.1 3774044 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

841 ALL 476226.1 3774044 3.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

842 ALL 476246.1 3774044 3.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

843 ALL 476266.1 3774044 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

844 ALL 476286.1 3774044 3.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

845 ALL 476366.1 3774044 3.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

846 ALL 476386.1 3774044 3.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

847 ALL 476406.1 3774044 3.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

848 ALL 476426.1 3774044 3.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

849 ALL 476446.1 3774044 3.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

850 ALL 476466.1 3774044 3.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

851 ALL 476486.1 3774044 3.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

852 ALL 476506.1 3774044 3.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

853 ALL 476526.1 3774044 3.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

854 ALL 476546.1 3774044 3.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

855 ALL 476566.1 3774044 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

856 ALL 476586.1 3774044 3.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

857 ALL 476606.1 3774044 3.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

858 ALL 476626.1 3774044 3.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

859 ALL 476646.1 3774044 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

860 ALL 476666.1 3774044 2.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

861 ALL 476686.1 3774044 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

862 ALL 476706.1 3774044 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

863 ALL 476726.1 3774044 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

864 ALL 476746.1 3774044 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

865 ALL 476766.1 3774044 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

866 ALL 476786.1 3774044 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

867 ALL 476806.1 3774044 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

868 ALL 476826.1 3774044 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

869 ALL 476846.1 3774044 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

870 ALL 476866.1 3774044 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

871 ALL 476886.1 3774044 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

872 ALL 476906.1 3774044 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

873 ALL 476926.1 3774044 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

874 ALL 476946.1 3774044 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

875 ALL 476966.1 3774044 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

876 ALL 476986.1 3774044 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

877 ALL 477006.1 3774044 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

878 ALL 477026.1 3774044 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



879 ALL 477046.1 3774044 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

880 ALL 477066.1 3774044 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

881 ALL 477086.1 3774044 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

882 ALL 477106.1 3774044 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

883 ALL 475526.1 3774064 6.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

884 ALL 475546.1 3774064 7.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

885 ALL 475566.1 3774064 7.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

886 ALL 475586.1 3774064 7.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

887 ALL 475606.1 3774064 7.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

888 ALL 475626.1 3774064 8.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

889 ALL 475646.1 3774064 8.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

890 ALL 475666.1 3774064 8.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

891 ALL 475686.1 3774064 9.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

892 ALL 475706.1 3774064 9.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

893 ALL 475726.1 3774064 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

894 ALL 475746.1 3774064 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

895 ALL 475766.1 3774064 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

896 ALL 475786.1 3774064 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

897 ALL 475806.1 3774064 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

898 ALL 475826.1 3774064 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

899 ALL 475846.1 3774064 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

900 ALL 475866.1 3774064 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

901 ALL 475886.1 3774064 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

902 ALL 475906.1 3774064 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

903 ALL 475926.1 3774064 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

904 ALL 475946.1 3774064 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

905 ALL 475966.1 3774064 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

906 ALL 475986.1 3774064 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

907 ALL 476006.1 3774064 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

908 ALL 476026.1 3774064 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

909 ALL 476046.1 3774064 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

910 ALL 476066.1 3774064 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

911 ALL 476086.1 3774064 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

912 ALL 476106.1 3774064 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

913 ALL 476126.1 3774064 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

914 ALL 476146.1 3774064 2.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

915 ALL 476166.1 3774064 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

916 ALL 476186.1 3774064 3.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

917 ALL 476206.1 3774064 3.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

918 ALL 476226.1 3774064 3.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

919 ALL 476246.1 3774064 3.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

920 ALL 476266.1 3774064 3.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

921 ALL 476286.1 3774064 3.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

922 ALL 476306.1 3774064 3.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



923 ALL 476326.1 3774064 3.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

924 ALL 476346.1 3774064 4.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

925 ALL 476366.1 3774064 4.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

926 ALL 476386.1 3774064 4.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

927 ALL 476406.1 3774064 4.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

928 ALL 476426.1 3774064 4.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

929 ALL 476446.1 3774064 4.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

930 ALL 476466.1 3774064 4.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

931 ALL 476486.1 3774064 4.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

932 ALL 476506.1 3774064 4.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

933 ALL 476526.1 3774064 4.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

934 ALL 476546.1 3774064 3.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

935 ALL 476566.1 3774064 3.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

936 ALL 476586.1 3774064 3.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

937 ALL 476606.1 3774064 3.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

938 ALL 476626.1 3774064 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

939 ALL 476646.1 3774064 3.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

940 ALL 476666.1 3774064 3.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

941 ALL 476686.1 3774064 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

942 ALL 476706.1 3774064 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

943 ALL 476726.1 3774064 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

944 ALL 476746.1 3774064 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

945 ALL 476766.1 3774064 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

946 ALL 476786.1 3774064 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

947 ALL 476806.1 3774064 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

948 ALL 476826.1 3774064 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

949 ALL 476846.1 3774064 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

950 ALL 476866.1 3774064 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

951 ALL 476886.1 3774064 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

952 ALL 476906.1 3774064 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

953 ALL 476926.1 3774064 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

954 ALL 476946.1 3774064 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

955 ALL 476966.1 3774064 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

956 ALL 476986.1 3774064 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

957 ALL 477006.1 3774064 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

958 ALL 477026.1 3774064 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

959 ALL 477046.1 3774064 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

960 ALL 477066.1 3774064 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

961 ALL 477086.1 3774064 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

962 ALL 477106.1 3774064 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

963 ALL 475526.1 3774084 6.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

964 ALL 475546.1 3774084 7.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

965 ALL 475566.1 3774084 7.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

966 ALL 475586.1 3774084 7.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



967 ALL 475606.1 3774084 7.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

968 ALL 475626.1 3774084 8.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

969 ALL 475646.1 3774084 8.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

970 ALL 475666.1 3774084 8.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

971 ALL 475686.1 3774084 9.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

972 ALL 475706.1 3774084 9.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

973 ALL 475726.1 3774084 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

974 ALL 475746.1 3774084 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

975 ALL 475766.1 3774084 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

976 ALL 475786.1 3774084 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

977 ALL 475806.1 3774084 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

978 ALL 475826.1 3774084 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

979 ALL 475846.1 3774084 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

980 ALL 475866.1 3774084 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

981 ALL 475886.1 3774084 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

982 ALL 475906.1 3774084 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

983 ALL 475926.1 3774084 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

984 ALL 475946.1 3774084 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

985 ALL 475966.1 3774084 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

986 ALL 475986.1 3774084 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

987 ALL 476006.1 3774084 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

988 ALL 476026.1 3774084 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

989 ALL 476046.1 3774084 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

990 ALL 476066.1 3774084 2.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

991 ALL 476086.1 3774084 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

992 ALL 476106.1 3774084 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

993 ALL 476126.1 3774084 2.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

994 ALL 476146.1 3774084 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

995 ALL 476166.1 3774084 3.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

996 ALL 476186.1 3774084 3.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

997 ALL 476206.1 3774084 3.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

998 ALL 476226.1 3774084 3.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

999 ALL 476246.1 3774084 3.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1000 ALL 476266.1 3774084 3.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1001 ALL 476286.1 3774084 4.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1002 ALL 476306.1 3774084 4.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1003 ALL 476326.1 3774084 4.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1004 ALL 476346.1 3774084 4.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1005 ALL 476366.1 3774084 4.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1006 ALL 476386.1 3774084 4.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1007 ALL 476406.1 3774084 4.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1008 ALL 476426.1 3774084 4.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1009 ALL 476446.1 3774084 4.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1010 ALL 476466.1 3774084 4.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1011 ALL 476486.1 3774084 4.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1012 ALL 476506.1 3774084 4.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1013 ALL 476526.1 3774084 4.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1014 ALL 476546.1 3774084 4.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1015 ALL 476566.1 3774084 4.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1016 ALL 476586.1 3774084 4.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1017 ALL 476606.1 3774084 3.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1018 ALL 476626.1 3774084 3.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1019 ALL 476646.1 3774084 3.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1020 ALL 476666.1 3774084 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1021 ALL 476686.1 3774084 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1022 ALL 476706.1 3774084 3.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1023 ALL 476726.1 3774084 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1024 ALL 476746.1 3774084 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1025 ALL 476766.1 3774084 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1026 ALL 476786.1 3774084 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1027 ALL 476806.1 3774084 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1028 ALL 476826.1 3774084 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1029 ALL 476846.1 3774084 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1030 ALL 476866.1 3774084 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1031 ALL 476886.1 3774084 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1032 ALL 476906.1 3774084 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1033 ALL 476926.1 3774084 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1034 ALL 476946.1 3774084 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1035 ALL 476966.1 3774084 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1036 ALL 476986.1 3774084 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1037 ALL 477006.1 3774084 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1038 ALL 477026.1 3774084 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1039 ALL 477046.1 3774084 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1040 ALL 477066.1 3774084 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1041 ALL 477086.1 3774084 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1042 ALL 477106.1 3774084 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1043 ALL 475526.1 3774104 6.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1044 ALL 475546.1 3774104 7.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1045 ALL 475566.1 3774104 7.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1046 ALL 475586.1 3774104 7.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1047 ALL 475606.1 3774104 7.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1048 ALL 475626.1 3774104 8.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1049 ALL 475646.1 3774104 8.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1050 ALL 475666.1 3774104 8.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1051 ALL 475686.1 3774104 9.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1052 ALL 475706.1 3774104 9.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1053 ALL 475726.1 3774104 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1054 ALL 475746.1 3774104 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1055 ALL 475766.1 3774104 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1056 ALL 475786.1 3774104 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1057 ALL 475806.1 3774104 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1058 ALL 475826.1 3774104 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1059 ALL 475846.1 3774104 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1060 ALL 475866.1 3774104 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1061 ALL 475886.1 3774104 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1062 ALL 475906.1 3774104 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1063 ALL 475926.1 3774104 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1064 ALL 475946.1 3774104 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1065 ALL 475966.1 3774104 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1066 ALL 475986.1 3774104 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1067 ALL 476006.1 3774104 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1068 ALL 476026.1 3774104 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1069 ALL 476046.1 3774104 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1070 ALL 476066.1 3774104 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1071 ALL 476086.1 3774104 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1072 ALL 476106.1 3774104 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1073 ALL 476126.1 3774104 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1074 ALL 476146.1 3774104 3.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1075 ALL 476166.1 3774104 3.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1076 ALL 476186.1 3774104 3.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1077 ALL 476206.1 3774104 3.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1078 ALL 476226.1 3774104 3.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1079 ALL 476246.1 3774104 4.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1080 ALL 476266.1 3774104 4.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1081 ALL 476286.1 3774104 4.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1082 ALL 476306.1 3774104 4.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1083 ALL 476326.1 3774104 4.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1084 ALL 476346.1 3774104 5.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1085 ALL 476366.1 3774104 5.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1086 ALL 476386.1 3774104 5.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1087 ALL 476406.1 3774104 5.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1088 ALL 476426.1 3774104 5.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1089 ALL 476446.1 3774104 5.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1090 ALL 476466.1 3774104 5.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1091 ALL 476486.1 3774104 5.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1092 ALL 476506.1 3774104 5.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1093 ALL 476526.1 3774104 5.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1094 ALL 476546.1 3774104 5.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1095 ALL 476566.1 3774104 4.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1096 ALL 476586.1 3774104 4.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1097 ALL 476606.1 3774104 4.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1098 ALL 476626.1 3774104 4.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1099 ALL 476646.1 3774104 4.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1100 ALL 476666.1 3774104 3.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1101 ALL 476686.1 3774104 3.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1102 ALL 476706.1 3774104 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1103 ALL 476726.1 3774104 3.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1104 ALL 476746.1 3774104 3.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1105 ALL 476766.1 3774104 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1106 ALL 476786.1 3774104 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1107 ALL 476806.1 3774104 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1108 ALL 476826.1 3774104 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1109 ALL 476846.1 3774104 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1110 ALL 476866.1 3774104 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1111 ALL 476886.1 3774104 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1112 ALL 476906.1 3774104 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1113 ALL 476926.1 3774104 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1114 ALL 476946.1 3774104 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1115 ALL 476966.1 3774104 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1116 ALL 476986.1 3774104 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1117 ALL 477006.1 3774104 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1118 ALL 477026.1 3774104 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1119 ALL 477046.1 3774104 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1120 ALL 477066.1 3774104 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1121 ALL 477086.1 3774104 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1122 ALL 477106.1 3774104 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1123 ALL 475526.1 3774124 6.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1124 ALL 475546.1 3774124 7.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1125 ALL 475566.1 3774124 7.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1126 ALL 475586.1 3774124 7.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1127 ALL 475606.1 3774124 7.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1128 ALL 475626.1 3774124 8.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1129 ALL 475646.1 3774124 8.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1130 ALL 475666.1 3774124 8.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1131 ALL 475686.1 3774124 9.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1132 ALL 475706.1 3774124 9.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1133 ALL 475726.1 3774124 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1134 ALL 475746.1 3774124 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1135 ALL 475766.1 3774124 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1136 ALL 475786.1 3774124 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1137 ALL 475806.1 3774124 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1138 ALL 475826.1 3774124 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1139 ALL 475846.1 3774124 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1140 ALL 475866.1 3774124 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1141 ALL 475886.1 3774124 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1142 ALL 475906.1 3774124 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1143 ALL 475926.1 3774124 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1144 ALL 475946.1 3774124 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1145 ALL 475966.1 3774124 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1146 ALL 475986.1 3774124 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1147 ALL 476006.1 3774124 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1148 ALL 476026.1 3774124 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1149 ALL 476046.1 3774124 2.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1150 ALL 476066.1 3774124 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1151 ALL 476086.1 3774124 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1152 ALL 476106.1 3774124 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1153 ALL 476126.1 3774124 3.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1154 ALL 476146.1 3774124 3.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1155 ALL 476166.1 3774124 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1156 ALL 476186.1 3774124 3.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1157 ALL 476206.1 3774124 3.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1158 ALL 476226.1 3774124 4.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1159 ALL 476246.1 3774124 4.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1160 ALL 476266.1 3774124 4.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1161 ALL 476286.1 3774124 5.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1162 ALL 476306.1 3774124 5.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1163 ALL 476326.1 3774124 5.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1164 ALL 476346.1 3774124 5.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1165 ALL 476366.1 3774124 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1166 ALL 476386.1 3774124 6.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1167 ALL 476406.1 3774124 6.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1168 ALL 476426.1 3774124 6.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1169 ALL 476446.1 3774124 6.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1170 ALL 476466.1 3774124 6.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1171 ALL 476486.1 3774124 6.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1172 ALL 476506.1 3774124 6.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1173 ALL 476526.1 3774124 5.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1174 ALL 476546.1 3774124 5.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1175 ALL 476566.1 3774124 5.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1176 ALL 476586.1 3774124 5.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1177 ALL 476606.1 3774124 5.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1178 ALL 476626.1 3774124 4.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1179 ALL 476646.1 3774124 4.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1180 ALL 476666.1 3774124 4.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1181 ALL 476686.1 3774124 4.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1182 ALL 476706.1 3774124 3.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1183 ALL 476726.1 3774124 3.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1184 ALL 476746.1 3774124 3.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1185 ALL 476766.1 3774124 3.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1186 ALL 476786.1 3774124 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1187 ALL 476806.1 3774124 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1188 ALL 476826.1 3774124 2.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1189 ALL 476846.1 3774124 2.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1190 ALL 476866.1 3774124 2.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1191 ALL 476886.1 3774124 2.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1192 ALL 476906.1 3774124 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1193 ALL 476926.1 3774124 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1194 ALL 476946.1 3774124 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1195 ALL 476966.1 3774124 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1196 ALL 476986.1 3774124 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1197 ALL 477006.1 3774124 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1198 ALL 477026.1 3774124 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1199 ALL 477046.1 3774124 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1200 ALL 477066.1 3774124 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1201 ALL 477086.1 3774124 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1202 ALL 477106.1 3774124 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1203 ALL 475526.1 3774144 6.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1204 ALL 475546.1 3774144 7.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1205 ALL 475566.1 3774144 7.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1206 ALL 475586.1 3774144 7.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1207 ALL 475606.1 3774144 7.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1208 ALL 475626.1 3774144 8.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1209 ALL 475646.1 3774144 8.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1210 ALL 475666.1 3774144 8.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1211 ALL 475686.1 3774144 9.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1212 ALL 475706.1 3774144 9.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1213 ALL 475726.1 3774144 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1214 ALL 475746.1 3774144 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1215 ALL 475766.1 3774144 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1216 ALL 475786.1 3774144 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1217 ALL 475806.1 3774144 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1218 ALL 475826.1 3774144 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1219 ALL 475846.1 3774144 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1220 ALL 475866.1 3774144 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1221 ALL 475886.1 3774144 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1222 ALL 475906.1 3774144 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1223 ALL 475926.1 3774144 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1224 ALL 475946.1 3774144 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1225 ALL 475966.1 3774144 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1226 ALL 475986.1 3774144 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1227 ALL 476006.1 3774144 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1228 ALL 476026.1 3774144 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1229 ALL 476046.1 3774144 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1230 ALL 476066.1 3774144 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1231 ALL 476086.1 3774144 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1232 ALL 476106.1 3774144 2.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1233 ALL 476126.1 3774144 3.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1234 ALL 476146.1 3774144 3.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1235 ALL 476166.1 3774144 3.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1236 ALL 476186.1 3774144 3.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1237 ALL 476206.1 3774144 4.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1238 ALL 476226.1 3774144 4.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1239 ALL 476246.1 3774144 4.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1240 ALL 476266.1 3774144 5.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1241 ALL 476286.1 3774144 5.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1242 ALL 476306.1 3774144 5.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1243 ALL 476326.1 3774144 6.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1244 ALL 476346.1 3774144 6.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1245 ALL 476366.1 3774144 6.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1246 ALL 476386.1 3774144 7.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1247 ALL 476406.1 3774144 7.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1248 ALL 476426.1 3774144 7.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1249 ALL 476446.1 3774144 7.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1250 ALL 476466.1 3774144 7.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1251 ALL 476486.1 3774144 7.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1252 ALL 476506.1 3774144 7.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1253 ALL 476526.1 3774144 6.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1254 ALL 476546.1 3774144 6.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1255 ALL 476566.1 3774144 6.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1256 ALL 476586.1 3774144 6.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1257 ALL 476606.1 3774144 5.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1258 ALL 476626.1 3774144 5.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1259 ALL 476646.1 3774144 5.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1260 ALL 476666.1 3774144 4.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1261 ALL 476686.1 3774144 4.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1262 ALL 476706.1 3774144 4.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1263 ALL 476726.1 3774144 4.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1264 ALL 476746.1 3774144 3.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1265 ALL 476766.1 3774144 3.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1266 ALL 476786.1 3774144 3.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1267 ALL 476806.1 3774144 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1268 ALL 476826.1 3774144 3.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1269 ALL 476846.1 3774144 3.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1270 ALL 476866.1 3774144 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1271 ALL 476886.1 3774144 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1272 ALL 476906.1 3774144 2.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1273 ALL 476926.1 3774144 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1274 ALL 477066.1 3774144 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1275 ALL 477086.1 3774144 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1276 ALL 477106.1 3774144 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1277 ALL 475526.1 3774164 6.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1278 ALL 475546.1 3774164 7.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1279 ALL 475566.1 3774164 7.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1280 ALL 475586.1 3774164 7.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1281 ALL 475606.1 3774164 7.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1282 ALL 475626.1 3774164 8.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1283 ALL 475646.1 3774164 8.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1284 ALL 475666.1 3774164 8.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1285 ALL 475686.1 3774164 9.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1286 ALL 475706.1 3774164 9.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1287 ALL 475726.1 3774164 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1288 ALL 475746.1 3774164 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1289 ALL 475766.1 3774164 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1290 ALL 475786.1 3774164 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1291 ALL 475806.1 3774164 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1292 ALL 475826.1 3774164 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1293 ALL 475846.1 3774164 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1294 ALL 475866.1 3774164 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1295 ALL 475886.1 3774164 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1296 ALL 475906.1 3774164 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1297 ALL 475926.1 3774164 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1298 ALL 475946.1 3774164 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1299 ALL 475966.1 3774164 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1300 ALL 475986.1 3774164 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1301 ALL 476006.1 3774164 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1302 ALL 476026.1 3774164 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1303 ALL 476046.1 3774164 2.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1304 ALL 476066.1 3774164 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1305 ALL 476086.1 3774164 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1306 ALL 476106.1 3774164 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1307 ALL 476126.1 3774164 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1308 ALL 476146.1 3774164 3.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1309 ALL 476166.1 3774164 3.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1310 ALL 476186.1 3774164 4.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1311 ALL 476206.1 3774164 4.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1312 ALL 476226.1 3774164 4.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1313 ALL 476246.1 3774164 5.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1314 ALL 476266.1 3774164 5.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1315 ALL 476286.1 3774164 6.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1316 ALL 476306.1 3774164 6.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1317 ALL 476326.1 3774164 7.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1318 ALL 476346.1 3774164 7.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1319 ALL 476366.1 3774164 7.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1320 ALL 476386.1 3774164 8.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1321 ALL 476406.1 3774164 8.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1322 ALL 476426.1 3774164 8.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1323 ALL 476446.1 3774164 8.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1324 ALL 476466.1 3774164 8.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1325 ALL 476486.1 3774164 8.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1326 ALL 476506.1 3774164 8.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1327 ALL 476526.1 3774164 8.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1328 ALL 476546.1 3774164 7.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1329 ALL 476566.1 3774164 7.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1330 ALL 476586.1 3774164 7.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1331 ALL 476606.1 3774164 6.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1332 ALL 476626.1 3774164 6.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1333 ALL 476646.1 3774164 5.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1334 ALL 476666.1 3774164 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1335 ALL 476686.1 3774164 5.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1336 ALL 476706.1 3774164 4.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1337 ALL 476726.1 3774164 4.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1338 ALL 476746.1 3774164 4.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1339 ALL 476766.1 3774164 4.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1340 ALL 476786.1 3774164 3.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1341 ALL 476806.1 3774164 3.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1342 ALL 476826.1 3774164 3.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1343 ALL 476846.1 3774164 3.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1344 ALL 476866.1 3774164 3.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1345 ALL 476886.1 3774164 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1346 ALL 476906.1 3774164 2.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1347 ALL 476926.1 3774164 2.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1348 ALL 477066.1 3774164 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1349 ALL 477086.1 3774164 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1350 ALL 477106.1 3774164 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1351 ALL 475526.1 3774184 6.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1352 ALL 475546.1 3774184 6.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1353 ALL 475566.1 3774184 7.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1354 ALL 475586.1 3774184 7.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1355 ALL 475606.1 3774184 7.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1356 ALL 475626.1 3774184 8.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1357 ALL 475646.1 3774184 8.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1358 ALL 475666.1 3774184 8.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1359 ALL 475686.1 3774184 9.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1360 ALL 475706.1 3774184 9.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1361 ALL 475726.1 3774184 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1362 ALL 475746.1 3774184 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1363 ALL 475766.1 3774184 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1364 ALL 475786.1 3774184 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1365 ALL 475806.1 3774184 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1366 ALL 475826.1 3774184 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1367 ALL 475846.1 3774184 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1368 ALL 475866.1 3774184 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1369 ALL 475886.1 3774184 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1370 ALL 475906.1 3774184 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1371 ALL 475926.1 3774184 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1372 ALL 475946.1 3774184 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1373 ALL 475966.1 3774184 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1374 ALL 475986.1 3774184 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1375 ALL 476006.1 3774184 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1376 ALL 476026.1 3774184 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1377 ALL 476046.1 3774184 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1378 ALL 476066.1 3774184 2.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1379 ALL 476086.1 3774184 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1380 ALL 476106.1 3774184 3.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1381 ALL 476126.1 3774184 3.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1382 ALL 476146.1 3774184 3.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1383 ALL 476166.1 3774184 3.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1384 ALL 476186.1 3774184 4.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1385 ALL 476206.1 3774184 4.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1386 ALL 476226.1 3774184 5.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1387 ALL 476246.1 3774184 5.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1388 ALL 476266.1 3774184 6.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1389 ALL 476286.1 3774184 6.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1390 ALL 476306.1 3774184 7.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1391 ALL 476326.1 3774184 7.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1392 ALL 476346.1 3774184 8.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1393 ALL 476366.1 3774184 9.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1394 ALL 476386.1 3774184 9.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1395 ALL 476406.1 3774184 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1396 ALL 476426.1 3774184 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1397 ALL 476446.1 3774184 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1398 ALL 476466.1 3774184 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1399 ALL 476486.1 3774184 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1400 ALL 476506.1 3774184 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1401 ALL 476526.1 3774184 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1402 ALL 476546.1 3774184 9.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1403 ALL 476566.1 3774184 8.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1404 ALL 476586.1 3774184 8.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1405 ALL 476606.1 3774184 7.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1406 ALL 476626.1 3774184 7.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1407 ALL 476646.1 3774184 6.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1408 ALL 476666.1 3774184 6.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1409 ALL 476686.1 3774184 5.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1410 ALL 476706.1 3774184 5.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1411 ALL 476726.1 3774184 5.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1412 ALL 476746.1 3774184 4.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1413 ALL 476766.1 3774184 4.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1414 ALL 476786.1 3774184 4.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1415 ALL 476806.1 3774184 4.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1416 ALL 476826.1 3774184 3.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1417 ALL 476846.1 3774184 3.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1418 ALL 476866.1 3774184 3.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1419 ALL 476886.1 3774184 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1420 ALL 476906.1 3774184 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1421 ALL 476926.1 3774184 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1422 ALL 477066.1 3774184 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1423 ALL 477086.1 3774184 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1424 ALL 477106.1 3774184 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1425 ALL 475526.1 3774204 6.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1426 ALL 475546.1 3774204 6.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1427 ALL 475566.1 3774204 7.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1428 ALL 475586.1 3774204 7.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1429 ALL 475606.1 3774204 7.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1430 ALL 475626.1 3774204 8.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1431 ALL 475646.1 3774204 8.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1432 ALL 475666.1 3774204 8.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1433 ALL 475686.1 3774204 9.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1434 ALL 475706.1 3774204 9.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1435 ALL 475726.1 3774204 9.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1436 ALL 475746.1 3774204 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1437 ALL 475766.1 3774204 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1438 ALL 475786.1 3774204 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1439 ALL 475806.1 3774204 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1440 ALL 475826.1 3774204 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1441 ALL 475846.1 3774204 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1442 ALL 475866.1 3774204 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1443 ALL 475886.1 3774204 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1444 ALL 475906.1 3774204 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1445 ALL 475926.1 3774204 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1446 ALL 475946.1 3774204 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1447 ALL 475966.1 3774204 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1448 ALL 475986.1 3774204 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1449 ALL 476006.1 3774204 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1450 ALL 476026.1 3774204 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1451 ALL 476046.1 3774204 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1452 ALL 476066.1 3774204 2.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1453 ALL 476086.1 3774204 2.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1454 ALL 476106.1 3774204 3.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1455 ALL 476126.1 3774204 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1456 ALL 476146.1 3774204 3.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1457 ALL 476166.1 3774204 4.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1458 ALL 476186.1 3774204 4.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1459 ALL 476206.1 3774204 4.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1460 ALL 476226.1 3774204 5.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1461 ALL 476246.1 3774204 5.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1462 ALL 476266.1 3774204 6.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1463 ALL 476286.1 3774204 7.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1464 ALL 476306.1 3774204 8.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1465 ALL 476326.1 3774204 8.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1466 ALL 476346.1 3774204 9.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1467 ALL 476366.1 3774204 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1468 ALL 476386.1 3774204 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1469 ALL 476406.1 3774204 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1470 ALL 476426.1 3774204 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1471 ALL 476446.1 3774204 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1472 ALL 476466.1 3774204 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1473 ALL 476486.1 3774204 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1474 ALL 476506.1 3774204 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1475 ALL 476526.1 3774204 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1476 ALL 476546.1 3774204 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1477 ALL 477046.1 3774204 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1478 ALL 477066.1 3774204 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1479 ALL 477086.1 3774204 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1480 ALL 477106.1 3774204 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1481 ALL 477126.1 3774204 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1482 ALL 477146.1 3774204 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1483 ALL 477166.1 3774204 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1484 ALL 475526.1 3774224 6.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1485 ALL 475546.1 3774224 6.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1486 ALL 475566.1 3774224 7.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1487 ALL 475586.1 3774224 7.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1488 ALL 475606.1 3774224 7.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1489 ALL 475626.1 3774224 8.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1490 ALL 475646.1 3774224 8.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1491 ALL 475666.1 3774224 8.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1492 ALL 475686.1 3774224 9.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1493 ALL 475706.1 3774224 9.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1494 ALL 475726.1 3774224 9.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1495 ALL 475746.1 3774224 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1496 ALL 475766.1 3774224 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1497 ALL 475786.1 3774224 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1498 ALL 475806.1 3774224 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1499 ALL 475826.1 3774224 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1500 ALL 475846.1 3774224 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1501 ALL 475866.1 3774224 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1502 ALL 475886.1 3774224 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1503 ALL 475906.1 3774224 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1504 ALL 475926.1 3774224 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1505 ALL 475946.1 3774224 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1506 ALL 475966.1 3774224 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1507 ALL 475986.1 3774224 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1508 ALL 476006.1 3774224 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1509 ALL 476026.1 3774224 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1510 ALL 476046.1 3774224 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1511 ALL 476066.1 3774224 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1512 ALL 476086.1 3774224 2.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1513 ALL 476106.1 3774224 3.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1514 ALL 476126.1 3774224 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1515 ALL 476146.1 3774224 3.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1516 ALL 476166.1 3774224 4.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1517 ALL 476186.1 3774224 4.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1518 ALL 476206.1 3774224 5.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1519 ALL 476226.1 3774224 5.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1520 ALL 476246.1 3774224 6.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1521 ALL 476266.1 3774224 7.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1522 ALL 476286.1 3774224 7.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1523 ALL 476306.1 3774224 8.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1524 ALL 476326.1 3774224 9.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1525 ALL 476346.1 3774224 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1526 ALL 476366.1 3774224 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1527 ALL 476386.1 3774224 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1528 ALL 476406.1 3774224 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1529 ALL 476426.1 3774224 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1530 ALL 476446.1 3774224 1.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1531 ALL 476466.1 3774224 1.71E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1532 ALL 476486.1 3774224 1.71E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1533 ALL 476506.1 3774224 1.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1534 ALL 476526.1 3774224 1.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1535 ALL 476546.1 3774224 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1536 ALL 477046.1 3774224 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1537 ALL 477066.1 3774224 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1538 ALL 477086.1 3774224 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1539 ALL 477106.1 3774224 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1540 ALL 477126.1 3774224 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1541 ALL 477146.1 3774224 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1542 ALL 477166.1 3774224 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1543 ALL 475526.1 3774244 6.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1544 ALL 475546.1 3774244 6.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1545 ALL 475566.1 3774244 7.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1546 ALL 475586.1 3774244 7.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1547 ALL 475606.1 3774244 7.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1548 ALL 475626.1 3774244 7.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1549 ALL 475646.1 3774244 8.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1550 ALL 475666.1 3774244 8.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1551 ALL 475686.1 3774244 8.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1552 ALL 475706.1 3774244 9.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1553 ALL 475726.1 3774244 9.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1554 ALL 475746.1 3774244 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1555 ALL 475766.1 3774244 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1556 ALL 475786.1 3774244 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1557 ALL 475806.1 3774244 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1558 ALL 475826.1 3774244 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1559 ALL 475846.1 3774244 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1560 ALL 475866.1 3774244 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1561 ALL 475886.1 3774244 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1562 ALL 475906.1 3774244 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1563 ALL 475926.1 3774244 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1564 ALL 475946.1 3774244 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1565 ALL 475966.1 3774244 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1566 ALL 475986.1 3774244 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1567 ALL 476006.1 3774244 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1568 ALL 476026.1 3774244 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1569 ALL 476046.1 3774244 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1570 ALL 476066.1 3774244 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1571 ALL 476086.1 3774244 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1572 ALL 476106.1 3774244 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1573 ALL 476126.1 3774244 3.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1574 ALL 476146.1 3774244 3.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1575 ALL 476166.1 3774244 4.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1576 ALL 476186.1 3774244 4.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1577 ALL 476206.1 3774244 5.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1578 ALL 476226.1 3774244 5.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1579 ALL 476246.1 3774244 6.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1580 ALL 476266.1 3774244 7.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1581 ALL 476286.1 3774244 8.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1582 ALL 476306.1 3774244 9.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1583 ALL 476326.1 3774244 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1584 ALL 476346.1 3774244 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1585 ALL 476366.1 3774244 1.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1586 ALL 476386.1 3774244 1.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1587 ALL 476406.1 3774244 1.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1588 ALL 476426.1 3774244 2.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1589 ALL 476446.1 3774244 2.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1590 ALL 476466.1 3774244 2.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1591 ALL 476486.1 3774244 2.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1592 ALL 476506.1 3774244 2.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1593 ALL 476526.1 3774244 2.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1594 ALL 476546.1 3774244 1.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1595 ALL 477046.1 3774244 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1596 ALL 477066.1 3774244 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1597 ALL 477086.1 3774244 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1598 ALL 477106.1 3774244 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1599 ALL 477126.1 3774244 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1600 ALL 477146.1 3774244 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1601 ALL 477166.1 3774244 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1602 ALL 475526.1 3774264 6.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1603 ALL 475546.1 3774264 6.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1604 ALL 475566.1 3774264 7.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1605 ALL 475586.1 3774264 7.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1606 ALL 475606.1 3774264 7.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1607 ALL 475626.1 3774264 7.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1608 ALL 475646.1 3774264 8.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1609 ALL 475666.1 3774264 8.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1610 ALL 475686.1 3774264 8.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1611 ALL 475706.1 3774264 9.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1612 ALL 475726.1 3774264 9.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1613 ALL 475746.1 3774264 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1614 ALL 475766.1 3774264 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1615 ALL 475786.1 3774264 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1616 ALL 475806.1 3774264 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1617 ALL 475826.1 3774264 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1618 ALL 475846.1 3774264 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1619 ALL 475866.1 3774264 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1620 ALL 475886.1 3774264 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1621 ALL 475906.1 3774264 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1622 ALL 475926.1 3774264 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1623 ALL 475946.1 3774264 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1624 ALL 475966.1 3774264 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1625 ALL 475986.1 3774264 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1626 ALL 476006.1 3774264 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1627 ALL 476026.1 3774264 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1628 ALL 476046.1 3774264 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1629 ALL 476066.1 3774264 2.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1630 ALL 476086.1 3774264 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1631 ALL 476106.1 3774264 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1632 ALL 476126.1 3774264 3.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1633 ALL 476146.1 3774264 3.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1634 ALL 476166.1 3774264 4.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1635 ALL 476186.1 3774264 4.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1636 ALL 476206.1 3774264 5.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1637 ALL 476226.1 3774264 5.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1638 ALL 476246.1 3774264 6.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1639 ALL 476266.1 3774264 7.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1640 ALL 476286.1 3774264 8.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1641 ALL 476306.1 3774264 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1642 ALL 476326.1 3774264 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1643 ALL 476346.1 3774264 1.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1644 ALL 476366.1 3774264 1.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1645 ALL 476386.1 3774264 2.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1646 ALL 476406.1 3774264 2.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1647 ALL 476426.1 3774264 2.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1648 ALL 476446.1 3774264 2.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1649 ALL 476466.1 3774264 3.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops3.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1650 ALL 476486.1 3774264 3.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops3.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1651 ALL 476506.1 3774264 3.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops3.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1652 ALL 476526.1 3774264 2.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1653 ALL 476546.1 3774264 2.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1654 ALL 477046.1 3774264 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1655 ALL 477066.1 3774264 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1656 ALL 477086.1 3774264 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1657 ALL 477106.1 3774264 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1658 ALL 477126.1 3774264 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1659 ALL 477146.1 3774264 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1660 ALL 477166.1 3774264 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1661 ALL 475526.1 3774284 6.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1662 ALL 475546.1 3774284 6.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1663 ALL 475566.1 3774284 6.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1664 ALL 475586.1 3774284 7.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1665 ALL 475606.1 3774284 7.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1666 ALL 475626.1 3774284 7.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1667 ALL 475646.1 3774284 8.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1668 ALL 475666.1 3774284 8.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1669 ALL 475686.1 3774284 8.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1670 ALL 475706.1 3774284 9.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1671 ALL 475726.1 3774284 9.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1672 ALL 475746.1 3774284 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1673 ALL 475766.1 3774284 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1674 ALL 475786.1 3774284 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1675 ALL 475806.1 3774284 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1676 ALL 475826.1 3774284 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1677 ALL 475846.1 3774284 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1678 ALL 475866.1 3774284 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1679 ALL 475886.1 3774284 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1680 ALL 475906.1 3774284 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1681 ALL 475926.1 3774284 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1682 ALL 475946.1 3774284 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1683 ALL 475966.1 3774284 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1684 ALL 475986.1 3774284 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1685 ALL 476006.1 3774284 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1686 ALL 476026.1 3774284 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1687 ALL 476046.1 3774284 2.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1688 ALL 476066.1 3774284 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1689 ALL 476086.1 3774284 2.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1690 ALL 476106.1 3774284 3.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1691 ALL 476126.1 3774284 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1692 ALL 476146.1 3774284 3.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1693 ALL 476166.1 3774284 4.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1694 ALL 476186.1 3774284 4.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1695 ALL 476206.1 3774284 5.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1696 ALL 476226.1 3774284 5.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1697 ALL 476246.1 3774284 6.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1698 ALL 476266.1 3774284 7.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1699 ALL 476286.1 3774284 9.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1700 ALL 476306.1 3774284 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1701 ALL 476326.1 3774284 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1702 ALL 476346.1 3774284 1.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1703 ALL 476366.1 3774284 1.92E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1704 ALL 476386.1 3774284 2.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1705 ALL 476406.1 3774284 2.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1706 ALL 476426.1 3774284 3.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops3.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1707 ALL 476446.1 3774284 4.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops4.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1708 ALL 476466.1 3774284 4.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops4.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1709 ALL 476486.1 3774284 4.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops4.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1710 ALL 476506.1 3774284 4.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops4.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1711 ALL 476526.1 3774284 4.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops4.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1712 ALL 476546.1 3774284 4.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops4.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1713 ALL 477046.1 3774284 2.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1714 ALL 477066.1 3774284 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1715 ALL 477086.1 3774284 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1716 ALL 477106.1 3774284 2.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1717 ALL 477126.1 3774284 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1718 ALL 477146.1 3774284 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1719 ALL 477166.1 3774284 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1720 ALL 475526.1 3774304 6.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1721 ALL 475546.1 3774304 6.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1722 ALL 475566.1 3774304 6.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1723 ALL 475586.1 3774304 7.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1724 ALL 475606.1 3774304 7.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1725 ALL 475626.1 3774304 7.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1726 ALL 475646.1 3774304 8.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1727 ALL 475666.1 3774304 8.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1728 ALL 475686.1 3774304 8.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1729 ALL 475706.1 3774304 9.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1730 ALL 475726.1 3774304 9.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1731 ALL 475746.1 3774304 9.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1732 ALL 475766.1 3774304 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1733 ALL 475786.1 3774304 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1734 ALL 475806.1 3774304 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1735 ALL 475826.1 3774304 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1736 ALL 475846.1 3774304 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1737 ALL 475866.1 3774304 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1738 ALL 475886.1 3774304 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1739 ALL 475906.1 3774304 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1740 ALL 475926.1 3774304 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1741 ALL 475946.1 3774304 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1742 ALL 475966.1 3774304 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1743 ALL 475986.1 3774304 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1744 ALL 476006.1 3774304 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1745 ALL 476026.1 3774304 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1746 ALL 476046.1 3774304 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1747 ALL 476066.1 3774304 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1748 ALL 476086.1 3774304 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1749 ALL 476106.1 3774304 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1750 ALL 476126.1 3774304 3.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1751 ALL 476146.1 3774304 3.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1752 ALL 476166.1 3774304 4.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1753 ALL 476186.1 3774304 4.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1754 ALL 476206.1 3774304 5.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1755 ALL 476226.1 3774304 5.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1756 ALL 476246.1 3774304 6.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1757 ALL 476266.1 3774304 7.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1758 ALL 476286.1 3774304 9.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1759 ALL 476306.1 3774304 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1760 ALL 476326.1 3774304 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1761 ALL 476346.1 3774304 1.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1762 ALL 476366.1 3774304 2.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1763 ALL 476386.1 3774304 2.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1764 ALL 477046.1 3774304 2.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1765 ALL 477066.1 3774304 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1766 ALL 477086.1 3774304 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1767 ALL 477106.1 3774304 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1768 ALL 477126.1 3774304 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1769 ALL 477146.1 3774304 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1770 ALL 477166.1 3774304 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1771 ALL 475526.1 3774324 6.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1772 ALL 475546.1 3774324 6.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1773 ALL 475566.1 3774324 6.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1774 ALL 475586.1 3774324 7.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1775 ALL 475606.1 3774324 7.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1776 ALL 475626.1 3774324 7.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1777 ALL 475646.1 3774324 7.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1778 ALL 475666.1 3774324 8.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1779 ALL 475686.1 3774324 8.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1780 ALL 475706.1 3774324 8.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1781 ALL 475726.1 3774324 9.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1782 ALL 475746.1 3774324 9.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1783 ALL 475766.1 3774324 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1784 ALL 475786.1 3774324 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1785 ALL 475806.1 3774324 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1786 ALL 475826.1 3774324 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1787 ALL 475846.1 3774324 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1788 ALL 475866.1 3774324 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1789 ALL 475886.1 3774324 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1790 ALL 475906.1 3774324 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1791 ALL 475926.1 3774324 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1792 ALL 475946.1 3774324 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1793 ALL 475966.1 3774324 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1794 ALL 475986.1 3774324 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1795 ALL 476006.1 3774324 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1796 ALL 476026.1 3774324 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1797 ALL 476046.1 3774324 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1798 ALL 476066.1 3774324 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1799 ALL 476086.1 3774324 2.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1800 ALL 476106.1 3774324 3.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1801 ALL 476126.1 3774324 3.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1802 ALL 476146.1 3774324 3.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1803 ALL 476166.1 3774324 4.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1804 ALL 476186.1 3774324 4.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1805 ALL 476206.1 3774324 5.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1806 ALL 476226.1 3774324 5.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1807 ALL 476246.1 3774324 6.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1808 ALL 476266.1 3774324 7.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1809 ALL 476286.1 3774324 9.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1810 ALL 476306.1 3774324 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1811 ALL 476326.1 3774324 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1812 ALL 476346.1 3774324 1.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1813 ALL 476366.1 3774324 2.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1814 ALL 476386.1 3774324 2.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1815 ALL 477046.1 3774324 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1816 ALL 477066.1 3774324 2.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1817 ALL 477086.1 3774324 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1818 ALL 477106.1 3774324 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1819 ALL 477126.1 3774324 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1820 ALL 477146.1 3774324 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1821 ALL 477166.1 3774324 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1822 ALL 477466.1 3774324 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1823 ALL 477486.1 3774324 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1824 ALL 477506.1 3774324 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1825 ALL 477526.1 3774324 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1826 ALL 475526.1 3774344 6.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1827 ALL 475546.1 3774344 6.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1828 ALL 475566.1 3774344 6.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1829 ALL 475586.1 3774344 6.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1830 ALL 475606.1 3774344 7.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1831 ALL 475626.1 3774344 7.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1832 ALL 475646.1 3774344 7.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1833 ALL 475666.1 3774344 8.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1834 ALL 475686.1 3774344 8.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1835 ALL 475706.1 3774344 8.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1836 ALL 475726.1 3774344 9.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1837 ALL 475746.1 3774344 9.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1838 ALL 475766.1 3774344 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1839 ALL 475786.1 3774344 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1840 ALL 475806.1 3774344 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1841 ALL 475826.1 3774344 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1842 ALL 475846.1 3774344 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1843 ALL 475866.1 3774344 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1844 ALL 475886.1 3774344 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1845 ALL 475906.1 3774344 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1846 ALL 475926.1 3774344 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1847 ALL 475946.1 3774344 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1848 ALL 475966.1 3774344 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1849 ALL 475986.1 3774344 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1850 ALL 476006.1 3774344 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1851 ALL 476026.1 3774344 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1852 ALL 476046.1 3774344 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1853 ALL 476066.1 3774344 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1854 ALL 476086.1 3774344 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1855 ALL 476106.1 3774344 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1856 ALL 476126.1 3774344 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1857 ALL 476146.1 3774344 3.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1858 ALL 476166.1 3774344 4.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1859 ALL 476186.1 3774344 4.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1860 ALL 476206.1 3774344 5.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1861 ALL 476226.1 3774344 5.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1862 ALL 476246.1 3774344 6.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1863 ALL 476266.1 3774344 7.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1864 ALL 476286.1 3774344 8.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1865 ALL 476306.1 3774344 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1866 ALL 476326.1 3774344 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1867 ALL 476346.1 3774344 1.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1868 ALL 476366.1 3774344 2.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1869 ALL 476386.1 3774344 2.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1870 ALL 476406.1 3774344 4.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops4.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1871 ALL 477046.1 3774344 2.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1872 ALL 477066.1 3774344 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1873 ALL 477086.1 3774344 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1874 ALL 477106.1 3774344 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1875 ALL 477126.1 3774344 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1876 ALL 477146.1 3774344 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1877 ALL 477166.1 3774344 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1878 ALL 477466.1 3774344 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1879 ALL 477486.1 3774344 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1880 ALL 477506.1 3774344 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1881 ALL 477526.1 3774344 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1882 ALL 475526.1 3774364 6.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1883 ALL 475546.1 3774364 6.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1884 ALL 475566.1 3774364 6.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1885 ALL 475586.1 3774364 6.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1886 ALL 475606.1 3774364 7.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1887 ALL 475626.1 3774364 7.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1888 ALL 475646.1 3774364 7.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1889 ALL 475666.1 3774364 8.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1890 ALL 475686.1 3774364 8.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1891 ALL 475706.1 3774364 8.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1892 ALL 475726.1 3774364 9.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1893 ALL 475746.1 3774364 9.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1894 ALL 475766.1 3774364 9.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1895 ALL 475786.1 3774364 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1896 ALL 475806.1 3774364 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1897 ALL 475826.1 3774364 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1898 ALL 475846.1 3774364 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1899 ALL 475866.1 3774364 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1900 ALL 475886.1 3774364 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1901 ALL 475906.1 3774364 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1902 ALL 475926.1 3774364 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1903 ALL 475946.1 3774364 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1904 ALL 475966.1 3774364 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1905 ALL 475986.1 3774364 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1906 ALL 476006.1 3774364 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1907 ALL 476026.1 3774364 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1908 ALL 476046.1 3774364 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1909 ALL 476066.1 3774364 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1910 ALL 476086.1 3774364 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1911 ALL 476106.1 3774364 2.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1912 ALL 476126.1 3774364 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1913 ALL 476146.1 3774364 3.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1914 ALL 476166.1 3774364 3.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1915 ALL 476186.1 3774364 4.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1916 ALL 476206.1 3774364 4.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1917 ALL 476226.1 3774364 5.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1918 ALL 476246.1 3774364 6.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1919 ALL 476266.1 3774364 7.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1920 ALL 476286.1 3774364 8.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1921 ALL 476306.1 3774364 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1922 ALL 476326.1 3774364 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1923 ALL 476346.1 3774364 1.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1924 ALL 476366.1 3774364 2.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1925 ALL 476386.1 3774364 2.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1926 ALL 477046.1 3774364 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1927 ALL 477066.1 3774364 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1928 ALL 477086.1 3774364 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1929 ALL 477106.1 3774364 2.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1930 ALL 477126.1 3774364 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1931 ALL 477146.1 3774364 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1932 ALL 477166.1 3774364 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1933 ALL 477466.1 3774364 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1934 ALL 477486.1 3774364 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1935 ALL 477506.1 3774364 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1936 ALL 477526.1 3774364 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1937 ALL 475526.1 3774384 6.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1938 ALL 475546.1 3774384 6.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1939 ALL 475566.1 3774384 6.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1940 ALL 475586.1 3774384 6.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1941 ALL 475606.1 3774384 7.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1942 ALL 475626.1 3774384 7.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1943 ALL 475646.1 3774384 7.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1944 ALL 475666.1 3774384 7.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1945 ALL 475686.1 3774384 8.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1946 ALL 475706.1 3774384 8.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1947 ALL 475726.1 3774384 8.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1948 ALL 475746.1 3774384 9.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1949 ALL 475766.1 3774384 9.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1950 ALL 475786.1 3774384 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1951 ALL 475806.1 3774384 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1952 ALL 475826.1 3774384 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1953 ALL 475846.1 3774384 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1954 ALL 475866.1 3774384 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1955 ALL 475886.1 3774384 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1956 ALL 475906.1 3774384 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1957 ALL 475926.1 3774384 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1958 ALL 475946.1 3774384 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1959 ALL 475966.1 3774384 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1960 ALL 475986.1 3774384 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1961 ALL 476006.1 3774384 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1962 ALL 476026.1 3774384 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1963 ALL 476046.1 3774384 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1964 ALL 476066.1 3774384 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1965 ALL 476086.1 3774384 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1966 ALL 476106.1 3774384 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1967 ALL 476126.1 3774384 3.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1968 ALL 476146.1 3774384 3.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1969 ALL 476166.1 3774384 3.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1970 ALL 476186.1 3774384 4.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1971 ALL 476206.1 3774384 4.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1972 ALL 476226.1 3774384 5.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1973 ALL 476246.1 3774384 5.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1974 ALL 476266.1 3774384 6.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1975 ALL 476286.1 3774384 7.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1976 ALL 476306.1 3774384 9.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1977 ALL 476326.1 3774384 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1978 ALL 476346.1 3774384 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1979 ALL 476366.1 3774384 1.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1980 ALL 476386.1 3774384 2.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1981 ALL 476417.9 3774378 4.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops4.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1982 ALL 477046.1 3774384 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1983 ALL 477066.1 3774384 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1984 ALL 477086.1 3774384 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1985 ALL 477106.1 3774384 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1986 ALL 477126.1 3774384 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1987 ALL 477146.1 3774384 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1988 ALL 477166.1 3774384 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1989 ALL 477466.1 3774384 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1990 ALL 477486.1 3774384 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1991 ALL 477506.1 3774384 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1992 ALL 477526.1 3774384 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1993 ALL 475526.1 3774404 6.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1994 ALL 475546.1 3774404 6.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1995 ALL 475566.1 3774404 6.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1996 ALL 475586.1 3774404 6.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1997 ALL 475606.1 3774404 6.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1998 ALL 475626.1 3774404 7.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1999 ALL 475646.1 3774404 7.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2000 ALL 475666.1 3774404 7.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2001 ALL 475686.1 3774404 8.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2002 ALL 475706.1 3774404 8.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2003 ALL 475726.1 3774404 8.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2004 ALL 475746.1 3774404 9.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2005 ALL 475766.1 3774404 9.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2006 ALL 475786.1 3774404 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2007 ALL 475806.1 3774404 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2008 ALL 475826.1 3774404 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2009 ALL 475846.1 3774404 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2010 ALL 475866.1 3774404 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2011 ALL 475886.1 3774404 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2012 ALL 475906.1 3774404 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2013 ALL 475926.1 3774404 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2014 ALL 475946.1 3774404 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2015 ALL 475966.1 3774404 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2016 ALL 475986.1 3774404 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2017 ALL 476006.1 3774404 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2018 ALL 476026.1 3774404 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2019 ALL 476046.1 3774404 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2020 ALL 476066.1 3774404 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2021 ALL 476086.1 3774404 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2022 ALL 476106.1 3774404 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2023 ALL 476126.1 3774404 2.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2024 ALL 476146.1 3774404 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2025 ALL 476166.1 3774404 3.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2026 ALL 476186.1 3774404 3.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2027 ALL 476206.1 3774404 4.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2028 ALL 476226.1 3774404 4.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2029 ALL 476246.1 3774404 5.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2030 ALL 476266.1 3774404 6.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2031 ALL 476286.1 3774404 7.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2032 ALL 476306.1 3774404 8.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2033 ALL 476326.1 3774404 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2034 ALL 477046.1 3774404 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2035 ALL 477066.1 3774404 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2036 ALL 477086.1 3774404 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2037 ALL 477106.1 3774404 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2038 ALL 477126.1 3774404 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2039 ALL 477146.1 3774404 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2040 ALL 477166.1 3774404 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2041 ALL 477186.1 3774404 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2042 ALL 477206.1 3774404 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2043 ALL 477226.1 3774404 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2044 ALL 477246.1 3774404 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2045 ALL 477266.1 3774404 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2046 ALL 477286.1 3774404 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2047 ALL 477306.1 3774404 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2048 ALL 477326.1 3774404 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2049 ALL 477346.1 3774404 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2050 ALL 477366.1 3774404 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2051 ALL 477386.1 3774404 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2052 ALL 477406.1 3774404 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2053 ALL 477426.1 3774404 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2054 ALL 477446.1 3774404 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2055 ALL 477466.1 3774404 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2056 ALL 477486.1 3774404 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2057 ALL 477506.1 3774404 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2058 ALL 477526.1 3774404 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2059 ALL 475946.1 3774424 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2060 ALL 475966.1 3774424 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2061 ALL 475986.1 3774424 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2062 ALL 476006.1 3774424 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2063 ALL 476026.1 3774424 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2064 ALL 476046.1 3774424 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2065 ALL 476066.1 3774424 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2066 ALL 476086.1 3774424 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2067 ALL 476106.1 3774424 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2068 ALL 476126.1 3774424 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2069 ALL 476146.1 3774424 3.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2070 ALL 476166.1 3774424 3.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2071 ALL 476186.1 3774424 3.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2072 ALL 476206.1 3774424 4.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2073 ALL 476226.1 3774424 4.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2074 ALL 476246.1 3774424 5.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2075 ALL 476266.1 3774424 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2076 ALL 476286.1 3774424 6.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2077 ALL 476306.1 3774424 8.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2078 ALL 476326.1 3774424 9.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2079 ALL 476346.1 3774424 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2080 ALL 476366.1 3774424 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2081 ALL 476386.1 3774424 1.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2082 ALL 476406.1 3774424 2.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2083 ALL 476426.1 3774424 2.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2084 ALL 476446.1 3774424 3.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2085 ALL 476466.1 3774424 3.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops3.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2086 ALL 476486.1 3774424 3.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops3.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2087 ALL 476506.1 3774424 3.81E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops3.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2088 ALL 476526.1 3774424 3.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops3.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2089 ALL 476546.1 3774424 3.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2090 ALL 476566.1 3774424 2.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2091 ALL 476586.1 3774424 2.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2092 ALL 476606.1 3774424 2.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2093 ALL 476626.1 3774424 1.71E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2094 ALL 476646.1 3774424 1.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2095 ALL 476666.1 3774424 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2096 ALL 476686.1 3774424 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2097 ALL 476706.1 3774424 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2098 ALL 476726.1 3774424 8.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2099 ALL 476746.1 3774424 8.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2100 ALL 476766.1 3774424 7.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2101 ALL 476786.1 3774424 6.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2102 ALL 476806.1 3774424 5.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2103 ALL 476826.1 3774424 5.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2104 ALL 476846.1 3774424 5.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2105 ALL 476866.1 3774424 4.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2106 ALL 476886.1 3774424 4.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2107 ALL 476906.1 3774424 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2108 ALL 476926.1 3774424 3.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2109 ALL 476946.1 3774424 3.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2110 ALL 476966.1 3774424 3.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2111 ALL 476986.1 3774424 3.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2112 ALL 477006.1 3774424 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2113 ALL 477026.1 3774424 2.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2114 ALL 477046.1 3774424 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2115 ALL 477066.1 3774424 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2116 ALL 477086.1 3774424 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2117 ALL 477106.1 3774424 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2118 ALL 477126.1 3774424 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2119 ALL 477146.1 3774424 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2120 ALL 477166.1 3774424 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2121 ALL 477186.1 3774424 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2122 ALL 477206.1 3774424 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2123 ALL 477226.1 3774424 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2124 ALL 477246.1 3774424 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2125 ALL 477266.1 3774424 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2126 ALL 477286.1 3774424 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2127 ALL 477306.1 3774424 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2128 ALL 477326.1 3774424 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2129 ALL 477346.1 3774424 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2130 ALL 477366.1 3774424 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2131 ALL 477386.1 3774424 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2132 ALL 477406.1 3774424 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2133 ALL 477426.1 3774424 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2134 ALL 477446.1 3774424 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2135 ALL 477466.1 3774424 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2136 ALL 477486.1 3774424 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2137 ALL 477506.1 3774424 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2138 ALL 477526.1 3774424 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2139 ALL 475946.1 3774444 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2140 ALL 475966.1 3774444 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2141 ALL 475986.1 3774444 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2142 ALL 476006.1 3774444 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2143 ALL 476026.1 3774444 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2144 ALL 476046.1 3774444 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2145 ALL 476066.1 3774444 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2146 ALL 476086.1 3774444 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2147 ALL 476106.1 3774444 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2148 ALL 476126.1 3774444 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2149 ALL 476146.1 3774444 2.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2150 ALL 476166.1 3774444 3.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2151 ALL 476186.1 3774444 3.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2152 ALL 476206.1 3774444 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2153 ALL 476226.1 3774444 4.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2154 ALL 476246.1 3774444 4.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2155 ALL 476266.1 3774444 5.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2156 ALL 476286.1 3774444 6.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2157 ALL 476306.1 3774444 7.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2158 ALL 476326.1 3774444 8.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2159 ALL 476346.1 3774444 9.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2160 ALL 476366.1 3774444 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2161 ALL 476386.1 3774444 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2162 ALL 476406.1 3774444 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2163 ALL 476426.1 3774444 1.91E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2164 ALL 476446.1 3774444 2.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2165 ALL 476466.1 3774444 2.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2166 ALL 476486.1 3774444 2.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2167 ALL 476506.1 3774444 2.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2168 ALL 476526.1 3774444 2.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2169 ALL 476546.1 3774444 2.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2170 ALL 476566.1 3774444 2.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2171 ALL 476586.1 3774444 1.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2172 ALL 476606.1 3774444 1.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2173 ALL 476626.1 3774444 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2174 ALL 476646.1 3774444 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2175 ALL 476666.1 3774444 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2176 ALL 476686.1 3774444 9.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2177 ALL 476706.1 3774444 8.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2178 ALL 476726.1 3774444 7.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2179 ALL 476746.1 3774444 7.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2180 ALL 476766.1 3774444 6.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2181 ALL 476786.1 3774444 5.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2182 ALL 476806.1 3774444 5.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2183 ALL 476826.1 3774444 5.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2184 ALL 476846.1 3774444 4.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2185 ALL 476866.1 3774444 4.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2186 ALL 476886.1 3774444 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2187 ALL 476906.1 3774444 3.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2188 ALL 476926.1 3774444 3.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2189 ALL 476946.1 3774444 3.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2190 ALL 476966.1 3774444 3.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2191 ALL 476986.1 3774444 2.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2192 ALL 477006.1 3774444 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2193 ALL 477026.1 3774444 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2194 ALL 477046.1 3774444 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2195 ALL 477066.1 3774444 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2196 ALL 477086.1 3774444 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2197 ALL 477106.1 3774444 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2198 ALL 477126.1 3774444 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2199 ALL 477146.1 3774444 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2200 ALL 477166.1 3774444 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2201 ALL 477186.1 3774444 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2202 ALL 477206.1 3774444 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2203 ALL 477226.1 3774444 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2204 ALL 477246.1 3774444 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2205 ALL 477266.1 3774444 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2206 ALL 477286.1 3774444 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2207 ALL 477306.1 3774444 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2208 ALL 477326.1 3774444 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2209 ALL 477346.1 3774444 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2210 ALL 477366.1 3774444 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2211 ALL 477386.1 3774444 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2212 ALL 477406.1 3774444 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2213 ALL 477426.1 3774444 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2214 ALL 477446.1 3774444 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2215 ALL 477466.1 3774444 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2216 ALL 477486.1 3774444 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2217 ALL 477506.1 3774444 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2218 ALL 477526.1 3774444 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2219 ALL 475946.1 3774464 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2220 ALL 475966.1 3774464 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2221 ALL 475986.1 3774464 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2222 ALL 476006.1 3774464 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2223 ALL 476026.1 3774464 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2224 ALL 476046.1 3774464 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2225 ALL 476066.1 3774464 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2226 ALL 476086.1 3774464 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2227 ALL 476106.1 3774464 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2228 ALL 476126.1 3774464 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2229 ALL 476146.1 3774464 2.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2230 ALL 476166.1 3774464 3.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2231 ALL 476186.1 3774464 3.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2232 ALL 476206.1 3774464 3.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2233 ALL 476226.1 3774464 4.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2234 ALL 476246.1 3774464 4.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2235 ALL 476266.1 3774464 5.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2236 ALL 476286.1 3774464 5.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2237 ALL 476306.1 3774464 6.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2238 ALL 476326.1 3774464 7.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2239 ALL 476346.1 3774464 8.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2240 ALL 476366.1 3774464 9.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2241 ALL 476386.1 3774464 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2242 ALL 476406.1 3774464 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2243 ALL 476426.1 3774464 1.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2244 ALL 476446.1 3774464 1.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2245 ALL 476466.1 3774464 1.79E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2246 ALL 476486.1 3774464 1.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2247 ALL 476506.1 3774464 1.86E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2248 ALL 476526.1 3774464 1.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2249 ALL 476546.1 3774464 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2250 ALL 476566.1 3774464 1.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2251 ALL 476586.1 3774464 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2252 ALL 476606.1 3774464 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2253 ALL 476626.1 3774464 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2254 ALL 476646.1 3774464 9.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2255 ALL 476666.1 3774464 9.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2256 ALL 476686.1 3774464 8.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2257 ALL 476706.1 3774464 7.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2258 ALL 476726.1 3774464 6.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2259 ALL 476746.1 3774464 6.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2260 ALL 476766.1 3774464 5.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2261 ALL 476786.1 3774464 5.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2262 ALL 476806.1 3774464 4.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2263 ALL 476826.1 3774464 4.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2264 ALL 476846.1 3774464 4.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2265 ALL 476866.1 3774464 3.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2266 ALL 476886.1 3774464 3.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2267 ALL 476906.1 3774464 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2268 ALL 476926.1 3774464 3.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2269 ALL 476946.1 3774464 3.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2270 ALL 476966.1 3774464 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2271 ALL 476986.1 3774464 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2272 ALL 477006.1 3774464 2.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2273 ALL 477026.1 3774464 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2274 ALL 477046.1 3774464 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2275 ALL 477066.1 3774464 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2276 ALL 477086.1 3774464 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2277 ALL 477106.1 3774464 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2278 ALL 477126.1 3774464 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2279 ALL 477146.1 3774464 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2280 ALL 477166.1 3774464 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2281 ALL 477186.1 3774464 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2282 ALL 477206.1 3774464 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2283 ALL 477226.1 3774464 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2284 ALL 477246.1 3774464 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2285 ALL 477266.1 3774464 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2286 ALL 477286.1 3774464 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2287 ALL 477306.1 3774464 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2288 ALL 477326.1 3774464 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2289 ALL 477346.1 3774464 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2290 ALL 477366.1 3774464 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2291 ALL 477386.1 3774464 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2292 ALL 477406.1 3774464 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2293 ALL 477426.1 3774464 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2294 ALL 477446.1 3774464 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2295 ALL 477466.1 3774464 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2296 ALL 477486.1 3774464 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2297 ALL 477506.1 3774464 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2298 ALL 477526.1 3774464 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2299 ALL 475946.1 3774484 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2300 ALL 475966.1 3774484 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2301 ALL 475986.1 3774484 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2302 ALL 476006.1 3774484 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2303 ALL 476026.1 3774484 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2304 ALL 476046.1 3774484 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2305 ALL 476066.1 3774484 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2306 ALL 476086.1 3774484 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2307 ALL 476106.1 3774484 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2308 ALL 476126.1 3774484 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2309 ALL 476146.1 3774484 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2310 ALL 476166.1 3774484 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2311 ALL 476186.1 3774484 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2312 ALL 476206.1 3774484 3.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2313 ALL 476226.1 3774484 3.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2314 ALL 476246.1 3774484 4.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2315 ALL 476266.1 3774484 4.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2316 ALL 476286.1 3774484 5.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2317 ALL 476306.1 3774484 6.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2318 ALL 476326.1 3774484 6.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2319 ALL 476346.1 3774484 7.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2320 ALL 476366.1 3774484 8.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2321 ALL 476386.1 3774484 9.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2322 ALL 476406.1 3774484 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2323 ALL 476426.1 3774484 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2324 ALL 476446.1 3774484 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2325 ALL 476466.1 3774484 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2326 ALL 476486.1 3774484 1.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2327 ALL 476506.1 3774484 1.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2328 ALL 476526.1 3774484 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2329 ALL 476546.1 3774484 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2330 ALL 476566.1 3774484 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2331 ALL 476586.1 3774484 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2332 ALL 476606.1 3774484 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2333 ALL 476626.1 3774484 9.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2334 ALL 476646.1 3774484 8.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2335 ALL 476666.1 3774484 7.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2336 ALL 476686.1 3774484 6.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2337 ALL 476706.1 3774484 6.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2338 ALL 476726.1 3774484 5.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2339 ALL 476746.1 3774484 5.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2340 ALL 476766.1 3774484 5.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2341 ALL 476786.1 3774484 4.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2342 ALL 476806.1 3774484 4.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2343 ALL 476826.1 3774484 4.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2344 ALL 476846.1 3774484 3.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2345 ALL 476866.1 3774484 3.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2346 ALL 476886.1 3774484 3.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2347 ALL 476906.1 3774484 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2348 ALL 476926.1 3774484 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2349 ALL 476946.1 3774484 2.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2350 ALL 476966.1 3774484 2.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2351 ALL 476986.1 3774484 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2352 ALL 477006.1 3774484 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2353 ALL 477026.1 3774484 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2354 ALL 477046.1 3774484 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2355 ALL 477066.1 3774484 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2356 ALL 477086.1 3774484 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2357 ALL 477106.1 3774484 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2358 ALL 477126.1 3774484 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2359 ALL 477146.1 3774484 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2360 ALL 477166.1 3774484 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2361 ALL 477186.1 3774484 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2362 ALL 477206.1 3774484 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2363 ALL 477226.1 3774484 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2364 ALL 477246.1 3774484 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2365 ALL 477266.1 3774484 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2366 ALL 477286.1 3774484 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2367 ALL 477306.1 3774484 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2368 ALL 477326.1 3774484 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2369 ALL 477346.1 3774484 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2370 ALL 477366.1 3774484 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2371 ALL 477386.1 3774484 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2372 ALL 477406.1 3774484 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2373 ALL 477426.1 3774484 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2374 ALL 477446.1 3774484 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2375 ALL 477466.1 3774484 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2376 ALL 477486.1 3774484 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2377 ALL 477506.1 3774484 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2378 ALL 477526.1 3774484 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2379 ALL 475946.1 3774504 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2380 ALL 475966.1 3774504 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2381 ALL 475986.1 3774504 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2382 ALL 476006.1 3774504 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2383 ALL 476026.1 3774504 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2384 ALL 476046.1 3774504 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2385 ALL 476066.1 3774504 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2386 ALL 476086.1 3774504 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2387 ALL 476106.1 3774504 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2388 ALL 476126.1 3774504 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2389 ALL 476146.1 3774504 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2390 ALL 476166.1 3774504 2.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2391 ALL 476186.1 3774504 3.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2392 ALL 476206.1 3774504 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2393 ALL 476226.1 3774504 3.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2394 ALL 476246.1 3774504 4.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2395 ALL 476266.1 3774504 4.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2396 ALL 476286.1 3774504 4.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2397 ALL 476306.1 3774504 5.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2398 ALL 476326.1 3774504 6.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2399 ALL 476346.1 3774504 6.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2400 ALL 476366.1 3774504 7.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2401 ALL 476386.1 3774504 8.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2402 ALL 476406.1 3774504 9.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2403 ALL 476426.1 3774504 9.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2404 ALL 476446.1 3774504 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2405 ALL 476466.1 3774504 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2406 ALL 476486.1 3774504 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2407 ALL 476506.1 3774504 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2408 ALL 476526.1 3774504 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2409 ALL 476546.1 3774504 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2410 ALL 476566.1 3774504 9.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2411 ALL 476586.1 3774504 9.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2412 ALL 476606.1 3774504 8.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2413 ALL 476626.1 3774504 7.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2414 ALL 476646.1 3774504 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2415 ALL 476666.1 3774504 6.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2416 ALL 476686.1 3774504 6.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2417 ALL 476706.1 3774504 5.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2418 ALL 476726.1 3774504 5.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2419 ALL 476746.1 3774504 4.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2420 ALL 476766.1 3774504 4.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2421 ALL 476786.1 3774504 4.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2422 ALL 476806.1 3774504 3.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2423 ALL 476826.1 3774504 3.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2424 ALL 476846.1 3774504 3.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2425 ALL 476866.1 3774504 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2426 ALL 476886.1 3774504 3.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2427 ALL 476906.1 3774504 2.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2428 ALL 476926.1 3774504 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2429 ALL 476946.1 3774504 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2430 ALL 476966.1 3774504 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2431 ALL 476986.1 3774504 2.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2432 ALL 477006.1 3774504 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2433 ALL 477026.1 3774504 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2434 ALL 477046.1 3774504 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2435 ALL 477066.1 3774504 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2436 ALL 477086.1 3774504 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2437 ALL 477106.1 3774504 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2438 ALL 477126.1 3774504 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2439 ALL 477146.1 3774504 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2440 ALL 477166.1 3774504 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2441 ALL 477186.1 3774504 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2442 ALL 477206.1 3774504 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2443 ALL 477226.1 3774504 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2444 ALL 477246.1 3774504 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2445 ALL 477266.1 3774504 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2446 ALL 477286.1 3774504 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2447 ALL 477306.1 3774504 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2448 ALL 477326.1 3774504 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2449 ALL 477346.1 3774504 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2450 ALL 477366.1 3774504 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2451 ALL 477386.1 3774504 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2452 ALL 477406.1 3774504 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2453 ALL 477426.1 3774504 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2454 ALL 477446.1 3774504 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2455 ALL 477466.1 3774504 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2456 ALL 477486.1 3774504 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2457 ALL 477506.1 3774504 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2458 ALL 477526.1 3774504 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2459 ALL 475946.1 3774524 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2460 ALL 475966.1 3774524 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2461 ALL 475986.1 3774524 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2462 ALL 476006.1 3774524 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2463 ALL 476026.1 3774524 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2464 ALL 476046.1 3774524 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2465 ALL 476066.1 3774524 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2466 ALL 476086.1 3774524 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2467 ALL 476106.1 3774524 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2468 ALL 476126.1 3774524 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2469 ALL 476146.1 3774524 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2470 ALL 476166.1 3774524 2.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2471 ALL 476186.1 3774524 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2472 ALL 476206.1 3774524 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2473 ALL 476226.1 3774524 3.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2474 ALL 476246.1 3774524 3.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2475 ALL 476266.1 3774524 4.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2476 ALL 476286.1 3774524 4.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2477 ALL 476306.1 3774524 4.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2478 ALL 476326.1 3774524 5.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2479 ALL 476346.1 3774524 5.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2480 ALL 476366.1 3774524 6.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2481 ALL 476386.1 3774524 7.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2482 ALL 476406.1 3774524 7.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2483 ALL 476426.1 3774524 8.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2484 ALL 476446.1 3774524 8.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2485 ALL 476466.1 3774524 8.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2486 ALL 476486.1 3774524 9.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2487 ALL 476506.1 3774524 9.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2488 ALL 476526.1 3774524 8.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2489 ALL 476546.1 3774524 8.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2490 ALL 476566.1 3774524 8.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2491 ALL 476586.1 3774524 7.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2492 ALL 476606.1 3774524 7.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2493 ALL 476626.1 3774524 6.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2494 ALL 476646.1 3774524 6.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2495 ALL 476666.1 3774524 5.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2496 ALL 476686.1 3774524 5.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2497 ALL 476706.1 3774524 4.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2498 ALL 476726.1 3774524 4.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2499 ALL 476746.1 3774524 4.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2500 ALL 476766.1 3774524 4.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2501 ALL 476786.1 3774524 3.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2502 ALL 476806.1 3774524 3.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2503 ALL 476826.1 3774524 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2504 ALL 476846.1 3774524 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2505 ALL 476866.1 3774524 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2506 ALL 476886.1 3774524 2.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2507 ALL 476906.1 3774524 2.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2508 ALL 476926.1 3774524 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2509 ALL 476946.1 3774524 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2510 ALL 476966.1 3774524 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2511 ALL 476986.1 3774524 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2512 ALL 477006.1 3774524 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2513 ALL 477026.1 3774524 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2514 ALL 477046.1 3774524 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2515 ALL 477066.1 3774524 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2516 ALL 477086.1 3774524 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2517 ALL 477106.1 3774524 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2518 ALL 477126.1 3774524 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2519 ALL 477146.1 3774524 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2520 ALL 477166.1 3774524 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2521 ALL 477186.1 3774524 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2522 ALL 477206.1 3774524 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2523 ALL 477226.1 3774524 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2524 ALL 477246.1 3774524 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2525 ALL 477266.1 3774524 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2526 ALL 477286.1 3774524 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2527 ALL 477306.1 3774524 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2528 ALL 477326.1 3774524 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2529 ALL 477346.1 3774524 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2530 ALL 477366.1 3774524 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2531 ALL 477386.1 3774524 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2532 ALL 477406.1 3774524 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2533 ALL 477426.1 3774524 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2534 ALL 477446.1 3774524 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2535 ALL 477466.1 3774524 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2536 ALL 477486.1 3774524 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2537 ALL 477506.1 3774524 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2538 ALL 477526.1 3774524 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2539 ALL 475946.1 3774544 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2540 ALL 475966.1 3774544 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2541 ALL 475986.1 3774544 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2542 ALL 476006.1 3774544 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2543 ALL 476026.1 3774544 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2544 ALL 476046.1 3774544 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2545 ALL 476066.1 3774544 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2546 ALL 476086.1 3774544 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2547 ALL 476106.1 3774544 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2548 ALL 476126.1 3774544 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2549 ALL 476146.1 3774544 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2550 ALL 476166.1 3774544 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2551 ALL 476186.1 3774544 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2552 ALL 476206.1 3774544 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2553 ALL 476226.1 3774544 3.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2554 ALL 476246.1 3774544 3.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2555 ALL 476266.1 3774544 3.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2556 ALL 476286.1 3774544 4.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2557 ALL 476306.1 3774544 4.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2558 ALL 476326.1 3774544 4.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2559 ALL 476346.1 3774544 5.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2560 ALL 476366.1 3774544 5.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2561 ALL 476386.1 3774544 6.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2562 ALL 476406.1 3774544 6.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2563 ALL 476426.1 3774544 6.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2564 ALL 476446.1 3774544 7.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2565 ALL 476466.1 3774544 7.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2566 ALL 476486.1 3774544 7.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2567 ALL 476506.1 3774544 7.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2568 ALL 476526.1 3774544 7.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2569 ALL 476546.1 3774544 7.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2570 ALL 476566.1 3774544 6.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2571 ALL 476586.1 3774544 6.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2572 ALL 476606.1 3774544 6.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2573 ALL 476626.1 3774544 5.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2574 ALL 476646.1 3774544 5.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2575 ALL 476666.1 3774544 5.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2576 ALL 476686.1 3774544 4.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2577 ALL 476706.1 3774544 4.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2578 ALL 476726.1 3774544 4.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2579 ALL 476746.1 3774544 3.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2580 ALL 476766.1 3774544 3.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2581 ALL 476786.1 3774544 3.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2582 ALL 476806.1 3774544 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2583 ALL 476826.1 3774544 3.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2584 ALL 476846.1 3774544 2.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2585 ALL 476866.1 3774544 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2586 ALL 476886.1 3774544 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2587 ALL 476906.1 3774544 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2588 ALL 476926.1 3774544 2.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2589 ALL 476946.1 3774544 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2590 ALL 476966.1 3774544 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2591 ALL 476986.1 3774544 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2592 ALL 477006.1 3774544 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2593 ALL 477026.1 3774544 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2594 ALL 477046.1 3774544 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2595 ALL 477066.1 3774544 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2596 ALL 477086.1 3774544 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2597 ALL 477106.1 3774544 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2598 ALL 477126.1 3774544 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2599 ALL 477146.1 3774544 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2600 ALL 477166.1 3774544 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2601 ALL 477186.1 3774544 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2602 ALL 477206.1 3774544 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2603 ALL 477226.1 3774544 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2604 ALL 477246.1 3774544 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2605 ALL 477266.1 3774544 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2606 ALL 477286.1 3774544 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2607 ALL 477306.1 3774544 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2608 ALL 477326.1 3774544 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2609 ALL 477346.1 3774544 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2610 ALL 477366.1 3774544 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2611 ALL 477386.1 3774544 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2612 ALL 477406.1 3774544 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2613 ALL 477426.1 3774544 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2614 ALL 477446.1 3774544 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2615 ALL 477466.1 3774544 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2616 ALL 477486.1 3774544 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2617 ALL 477506.1 3774544 9.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2618 ALL 477526.1 3774544 9.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2619 ALL 475946.1 3774564 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2620 ALL 475966.1 3774564 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2621 ALL 475986.1 3774564 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2622 ALL 476006.1 3774564 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2623 ALL 476026.1 3774564 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2624 ALL 476046.1 3774564 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2625 ALL 476066.1 3774564 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2626 ALL 476086.1 3774564 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2627 ALL 476106.1 3774564 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2628 ALL 476126.1 3774564 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2629 ALL 476146.1 3774564 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2630 ALL 476166.1 3774564 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2631 ALL 476186.1 3774564 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2632 ALL 476206.1 3774564 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2633 ALL 476226.1 3774564 3.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2634 ALL 476246.1 3774564 3.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2635 ALL 476266.1 3774564 3.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2636 ALL 476286.1 3774564 3.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2637 ALL 476306.1 3774564 4.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2638 ALL 476326.1 3774564 4.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2639 ALL 476346.1 3774564 4.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2640 ALL 476366.1 3774564 5.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2641 ALL 476386.1 3774564 5.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2642 ALL 476406.1 3774564 5.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2643 ALL 476426.1 3774564 5.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2644 ALL 476446.1 3774564 6.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2645 ALL 476466.1 3774564 6.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2646 ALL 476486.1 3774564 6.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2647 ALL 476506.1 3774564 6.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2648 ALL 476526.1 3774564 6.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2649 ALL 476546.1 3774564 6.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2650 ALL 476566.1 3774564 5.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2651 ALL 476586.1 3774564 5.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2652 ALL 476606.1 3774564 5.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2653 ALL 476626.1 3774564 5.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2654 ALL 476646.1 3774564 4.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2655 ALL 476666.1 3774564 4.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2656 ALL 476686.1 3774564 4.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2657 ALL 476706.1 3774564 3.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2658 ALL 476726.1 3774564 3.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2659 ALL 476746.1 3774564 3.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2660 ALL 476766.1 3774564 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2661 ALL 476786.1 3774564 3.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2662 ALL 476806.1 3774564 2.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2663 ALL 476826.1 3774564 2.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2664 ALL 476846.1 3774564 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2665 ALL 476866.1 3774564 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2666 ALL 476886.1 3774564 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2667 ALL 476906.1 3774564 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2668 ALL 476926.1 3774564 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2669 ALL 476946.1 3774564 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2670 ALL 476966.1 3774564 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2671 ALL 476986.1 3774564 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2672 ALL 477006.1 3774564 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2673 ALL 477026.1 3774564 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2674 ALL 477046.1 3774564 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2675 ALL 477066.1 3774564 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2676 ALL 477086.1 3774564 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2677 ALL 477106.1 3774564 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2678 ALL 477126.1 3774564 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2679 ALL 477146.1 3774564 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2680 ALL 477166.1 3774564 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2681 ALL 477186.1 3774564 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2682 ALL 477206.1 3774564 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2683 ALL 477226.1 3774564 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2684 ALL 477246.1 3774564 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2685 ALL 477266.1 3774564 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2686 ALL 477286.1 3774564 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2687 ALL 477306.1 3774564 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2688 ALL 477326.1 3774564 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2689 ALL 477346.1 3774564 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2690 ALL 477366.1 3774564 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2691 ALL 477386.1 3774564 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2692 ALL 477406.1 3774564 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2693 ALL 477426.1 3774564 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2694 ALL 477446.1 3774564 9.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2695 ALL 477466.1 3774564 9.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2696 ALL 477486.1 3774564 9.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2697 ALL 477506.1 3774564 9.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2698 ALL 477526.1 3774564 9.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2699 ALL 475946.1 3774584 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2700 ALL 475966.1 3774584 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2701 ALL 475986.1 3774584 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2702 ALL 476006.1 3774584 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2703 ALL 476026.1 3774584 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2704 ALL 476046.1 3774584 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2705 ALL 476066.1 3774584 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2706 ALL 476086.1 3774584 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2707 ALL 476106.1 3774584 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2708 ALL 476126.1 3774584 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2709 ALL 476146.1 3774584 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2710 ALL 476166.1 3774584 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2711 ALL 476186.1 3774584 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2712 ALL 476206.1 3774584 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2713 ALL 476226.1 3774584 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2714 ALL 476246.1 3774584 3.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2715 ALL 476266.1 3774584 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2716 ALL 476286.1 3774584 3.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2717 ALL 476306.1 3774584 3.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2718 ALL 476326.1 3774584 3.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2719 ALL 476346.1 3774584 4.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2720 ALL 476366.1 3774584 4.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2721 ALL 476386.1 3774584 4.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2722 ALL 476406.1 3774584 4.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2723 ALL 476426.1 3774584 5.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2724 ALL 476446.1 3774584 5.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2725 ALL 476466.1 3774584 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2726 ALL 476486.1 3774584 5.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2727 ALL 476506.1 3774584 5.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2728 ALL 476526.1 3774584 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2729 ALL 476546.1 3774584 5.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2730 ALL 476566.1 3774584 5.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2731 ALL 476586.1 3774584 5.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2732 ALL 476606.1 3774584 4.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2733 ALL 476626.1 3774584 4.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2734 ALL 476646.1 3774584 4.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2735 ALL 476666.1 3774584 4.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2736 ALL 476686.1 3774584 3.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2737 ALL 476706.1 3774584 3.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2738 ALL 476726.1 3774584 3.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2739 ALL 476746.1 3774584 3.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2740 ALL 476766.1 3774584 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2741 ALL 476786.1 3774584 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2742 ALL 476806.1 3774584 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2743 ALL 476826.1 3774584 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2744 ALL 476846.1 3774584 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2745 ALL 476866.1 3774584 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2746 ALL 476886.1 3774584 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2747 ALL 476906.1 3774584 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2748 ALL 476926.1 3774584 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2749 ALL 476946.1 3774584 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2750 ALL 476966.1 3774584 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2751 ALL 476986.1 3774584 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2752 ALL 477006.1 3774584 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2753 ALL 477026.1 3774584 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2754 ALL 477046.1 3774584 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2755 ALL 477066.1 3774584 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2756 ALL 477086.1 3774584 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2757 ALL 477106.1 3774584 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2758 ALL 477126.1 3774584 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2759 ALL 477146.1 3774584 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2760 ALL 477166.1 3774584 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2761 ALL 477186.1 3774584 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2762 ALL 477206.1 3774584 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2763 ALL 477226.1 3774584 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2764 ALL 477246.1 3774584 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2765 ALL 477266.1 3774584 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2766 ALL 477286.1 3774584 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2767 ALL 477306.1 3774584 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2768 ALL 477326.1 3774584 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2769 ALL 477346.1 3774584 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2770 ALL 477366.1 3774584 9.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2771 ALL 477386.1 3774584 9.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2772 ALL 477406.1 3774584 9.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2773 ALL 477426.1 3774584 9.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2774 ALL 477446.1 3774584 9.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2775 ALL 477466.1 3774584 9.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2776 ALL 477486.1 3774584 8.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2777 ALL 477506.1 3774584 8.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2778 ALL 477526.1 3774584 8.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2779 ALL 475946.1 3774604 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2780 ALL 475966.1 3774604 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2781 ALL 475986.1 3774604 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2782 ALL 476006.1 3774604 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2783 ALL 476026.1 3774604 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2784 ALL 476046.1 3774604 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2785 ALL 476066.1 3774604 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2786 ALL 476086.1 3774604 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2787 ALL 476106.1 3774604 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2788 ALL 476126.1 3774604 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2789 ALL 476146.1 3774604 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2790 ALL 476166.1 3774604 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2791 ALL 476186.1 3774604 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2792 ALL 476206.1 3774604 2.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2793 ALL 476226.1 3774604 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2794 ALL 476246.1 3774604 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2795 ALL 476266.1 3774604 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2796 ALL 476286.1 3774604 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2797 ALL 476306.1 3774604 3.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2798 ALL 476326.1 3774604 3.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2799 ALL 476346.1 3774604 3.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2800 ALL 476366.1 3774604 4.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2801 ALL 476386.1 3774604 4.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2802 ALL 476406.1 3774604 4.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2803 ALL 476426.1 3774604 4.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2804 ALL 476446.1 3774604 4.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2805 ALL 476466.1 3774604 4.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2806 ALL 476486.1 3774604 4.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2807 ALL 476506.1 3774604 4.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2808 ALL 476526.1 3774604 4.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2809 ALL 476546.1 3774604 4.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2810 ALL 476566.1 3774604 4.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2811 ALL 476586.1 3774604 4.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2812 ALL 476606.1 3774604 4.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2813 ALL 476626.1 3774604 4.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2814 ALL 476646.1 3774604 3.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2815 ALL 476666.1 3774604 3.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2816 ALL 476686.1 3774604 3.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2817 ALL 476706.1 3774604 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2818 ALL 476726.1 3774604 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2819 ALL 476746.1 3774604 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2820 ALL 476766.1 3774604 2.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2821 ALL 476786.1 3774604 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2822 ALL 476806.1 3774604 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2823 ALL 476826.1 3774604 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2824 ALL 476846.1 3774604 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2825 ALL 476866.1 3774604 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2826 ALL 476886.1 3774604 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2827 ALL 476906.1 3774604 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2828 ALL 476926.1 3774604 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2829 ALL 476946.1 3774604 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2830 ALL 476966.1 3774604 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2831 ALL 476986.1 3774604 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2832 ALL 477006.1 3774604 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2833 ALL 477026.1 3774604 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2834 ALL 477046.1 3774604 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2835 ALL 477066.1 3774604 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2836 ALL 477086.1 3774604 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2837 ALL 477106.1 3774604 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2838 ALL 477126.1 3774604 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2839 ALL 477146.1 3774604 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2840 ALL 477166.1 3774604 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2841 ALL 477186.1 3774604 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2842 ALL 477206.1 3774604 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2843 ALL 477226.1 3774604 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2844 ALL 477246.1 3774604 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2845 ALL 477266.1 3774604 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2846 ALL 477286.1 3774604 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2847 ALL 477306.1 3774604 9.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2848 ALL 477326.1 3774604 9.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2849 ALL 477346.1 3774604 9.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2850 ALL 477366.1 3774604 9.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2851 ALL 477386.1 3774604 9.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2852 ALL 477406.1 3774604 8.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2853 ALL 477426.1 3774604 8.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2854 ALL 477446.1 3774604 8.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2855 ALL 477466.1 3774604 8.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2856 ALL 477486.1 3774604 8.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2857 ALL 477506.1 3774604 8.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2858 ALL 477526.1 3774604 7.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2859 ALL 475946.1 3774624 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2860 ALL 475966.1 3774624 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2861 ALL 475986.1 3774624 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2862 ALL 476006.1 3774624 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2863 ALL 476026.1 3774624 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2864 ALL 476046.1 3774624 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2865 ALL 476066.1 3774624 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2866 ALL 476086.1 3774624 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2867 ALL 476106.1 3774624 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2868 ALL 476126.1 3774624 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2869 ALL 476146.1 3774624 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2870 ALL 476166.1 3774624 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2871 ALL 476186.1 3774624 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2872 ALL 476206.1 3774624 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2873 ALL 476226.1 3774624 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2874 ALL 476246.1 3774624 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2875 ALL 476266.1 3774624 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2876 ALL 476286.1 3774624 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2877 ALL 476306.1 3774624 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2878 ALL 476326.1 3774624 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2879 ALL 476346.1 3774624 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2880 ALL 476366.1 3774624 3.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2881 ALL 476386.1 3774624 3.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2882 ALL 476406.1 3774624 3.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2883 ALL 476426.1 3774624 4.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2884 ALL 476446.1 3774624 4.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2885 ALL 476466.1 3774624 4.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2886 ALL 476486.1 3774624 4.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2887 ALL 476506.1 3774624 4.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2888 ALL 476526.1 3774624 4.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2889 ALL 476546.1 3774624 4.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2890 ALL 476566.1 3774624 4.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2891 ALL 476586.1 3774624 3.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2892 ALL 476606.1 3774624 3.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2893 ALL 476626.1 3774624 3.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2894 ALL 476646.1 3774624 3.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2895 ALL 476666.1 3774624 3.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2896 ALL 476686.1 3774624 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2897 ALL 476706.1 3774624 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2898 ALL 476726.1 3774624 2.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2899 ALL 476746.1 3774624 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2900 ALL 476766.1 3774624 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2901 ALL 476786.1 3774624 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2902 ALL 476806.1 3774624 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2903 ALL 476826.1 3774624 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2904 ALL 476846.1 3774624 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2905 ALL 476866.1 3774624 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2906 ALL 476886.1 3774624 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2907 ALL 476906.1 3774624 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2908 ALL 476926.1 3774624 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2909 ALL 476946.1 3774624 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2910 ALL 476966.1 3774624 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2911 ALL 476986.1 3774624 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2912 ALL 477006.1 3774624 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2913 ALL 477026.1 3774624 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2914 ALL 477046.1 3774624 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2915 ALL 477066.1 3774624 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2916 ALL 477086.1 3774624 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2917 ALL 477106.1 3774624 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2918 ALL 477126.1 3774624 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2919 ALL 477146.1 3774624 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2920 ALL 477166.1 3774624 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2921 ALL 477186.1 3774624 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2922 ALL 477206.1 3774624 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2923 ALL 477226.1 3774624 9.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2924 ALL 477246.1 3774624 9.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2925 ALL 477266.1 3774624 9.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2926 ALL 477286.1 3774624 9.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2927 ALL 477306.1 3774624 9.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2928 ALL 477326.1 3774624 8.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2929 ALL 477346.1 3774624 8.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2930 ALL 477366.1 3774624 8.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2931 ALL 477386.1 3774624 8.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2932 ALL 477406.1 3774624 8.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2933 ALL 477426.1 3774624 8.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2934 ALL 477446.1 3774624 8.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2935 ALL 477466.1 3774624 7.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2936 ALL 477486.1 3774624 7.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2937 ALL 477506.1 3774624 7.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2938 ALL 477526.1 3774624 7.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2939 ALL 475946.1 3774644 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2940 ALL 475966.1 3774644 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2941 ALL 475986.1 3774644 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2942 ALL 476006.1 3774644 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2943 ALL 476026.1 3774644 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2944 ALL 476046.1 3774644 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2945 ALL 476066.1 3774644 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2946 ALL 476086.1 3774644 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2947 ALL 476106.1 3774644 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2948 ALL 476126.1 3774644 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2949 ALL 476146.1 3774644 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2950 ALL 476166.1 3774644 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2951 ALL 476186.1 3774644 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2952 ALL 476206.1 3774644 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2953 ALL 476226.1 3774644 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2954 ALL 476246.1 3774644 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2955 ALL 476266.1 3774644 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2956 ALL 476286.1 3774644 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2957 ALL 476306.1 3774644 2.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2958 ALL 476326.1 3774644 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2959 ALL 476346.1 3774644 3.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2960 ALL 476366.1 3774644 3.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2961 ALL 476386.1 3774644 3.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2962 ALL 476406.1 3774644 3.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2963 ALL 476426.1 3774644 3.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2964 ALL 476446.1 3774644 3.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2965 ALL 476466.1 3774644 3.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2966 ALL 476486.1 3774644 3.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2967 ALL 476506.1 3774644 3.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2968 ALL 476526.1 3774644 3.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2969 ALL 476546.1 3774644 3.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2970 ALL 476566.1 3774644 3.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2971 ALL 476586.1 3774644 3.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2972 ALL 476606.1 3774644 3.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2973 ALL 476626.1 3774644 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2974 ALL 476646.1 3774644 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2975 ALL 476666.1 3774644 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2976 ALL 476686.1 3774644 2.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2977 ALL 476706.1 3774644 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2978 ALL 476726.1 3774644 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2979 ALL 476746.1 3774644 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2980 ALL 476766.1 3774644 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2981 ALL 476786.1 3774644 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2982 ALL 476806.1 3774644 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2983 ALL 476826.1 3774644 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2984 ALL 476846.1 3774644 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2985 ALL 476866.1 3774644 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2986 ALL 476886.1 3774644 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2987 ALL 476906.1 3774644 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2988 ALL 476926.1 3774644 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2989 ALL 476946.1 3774644 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2990 ALL 476966.1 3774644 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2991 ALL 476986.1 3774644 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2992 ALL 477006.1 3774644 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2993 ALL 477026.1 3774644 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2994 ALL 477046.1 3774644 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2995 ALL 477066.1 3774644 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2996 ALL 477086.1 3774644 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2997 ALL 477106.1 3774644 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2998 ALL 477126.1 3774644 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2999 ALL 477146.1 3774644 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3000 ALL 477166.1 3774644 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3001 ALL 477186.1 3774644 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3002 ALL 477206.1 3774644 9.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3003 ALL 477226.1 3774644 9.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3004 ALL 477246.1 3774644 9.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3005 ALL 477266.1 3774644 8.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3006 ALL 477286.1 3774644 8.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3007 ALL 477306.1 3774644 8.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3008 ALL 477326.1 3774644 8.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3009 ALL 477346.1 3774644 8.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3010 ALL 477366.1 3774644 8.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3011 ALL 477386.1 3774644 7.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3012 ALL 477406.1 3774644 7.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3013 ALL 477426.1 3774644 7.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3014 ALL 477446.1 3774644 7.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3015 ALL 477466.1 3774644 7.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3016 ALL 477486.1 3774644 7.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3017 ALL 477506.1 3774644 7.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3018 ALL 477526.1 3774644 6.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3019 ALL 475946.1 3774664 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3020 ALL 475966.1 3774664 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3021 ALL 475986.1 3774664 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3022 ALL 476006.1 3774664 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3023 ALL 476026.1 3774664 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3024 ALL 476046.1 3774664 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3025 ALL 476066.1 3774664 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3026 ALL 476086.1 3774664 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3027 ALL 476106.1 3774664 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3028 ALL 476126.1 3774664 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3029 ALL 476146.1 3774664 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3030 ALL 476166.1 3774664 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3031 ALL 476186.1 3774664 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3032 ALL 476206.1 3774664 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3033 ALL 476226.1 3774664 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3034 ALL 476246.1 3774664 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3035 ALL 476266.1 3774664 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3036 ALL 476286.1 3774664 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3037 ALL 476306.1 3774664 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3038 ALL 476326.1 3774664 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3039 ALL 476346.1 3774664 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3040 ALL 476366.1 3774664 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3041 ALL 476386.1 3774664 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3042 ALL 476406.1 3774664 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3043 ALL 476426.1 3774664 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3044 ALL 476446.1 3774664 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3045 ALL 476466.1 3774664 3.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3046 ALL 476486.1 3774664 3.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3047 ALL 476506.1 3774664 3.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3048 ALL 476526.1 3774664 3.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3049 ALL 476546.1 3774664 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3050 ALL 476566.1 3774664 3.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3051 ALL 476586.1 3774664 3.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3052 ALL 476606.1 3774664 3.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3053 ALL 476626.1 3774664 2.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3054 ALL 476646.1 3774664 2.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3055 ALL 476666.1 3774664 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3056 ALL 476686.1 3774664 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3057 ALL 476706.1 3774664 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3058 ALL 476726.1 3774664 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3059 ALL 476746.1 3774664 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3060 ALL 476766.1 3774664 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3061 ALL 476786.1 3774664 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3062 ALL 476806.1 3774664 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3063 ALL 476826.1 3774664 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3064 ALL 476846.1 3774664 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3065 ALL 476866.1 3774664 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3066 ALL 476886.1 3774664 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3067 ALL 476906.1 3774664 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3068 ALL 476926.1 3774664 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3069 ALL 476946.1 3774664 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3070 ALL 476966.1 3774664 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3071 ALL 476986.1 3774664 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3072 ALL 477006.1 3774664 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3073 ALL 477026.1 3774664 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3074 ALL 477046.1 3774664 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3075 ALL 477066.1 3774664 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3076 ALL 477086.1 3774664 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3077 ALL 477106.1 3774664 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3078 ALL 477126.1 3774664 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3079 ALL 477146.1 3774664 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3080 ALL 477166.1 3774664 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3081 ALL 477186.1 3774664 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3082 ALL 477206.1 3774664 8.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3083 ALL 477226.1 3774664 8.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3084 ALL 477246.1 3774664 8.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3085 ALL 477266.1 3774664 8.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3086 ALL 477286.1 3774664 8.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3087 ALL 477306.1 3774664 8.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3088 ALL 477326.1 3774664 7.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3089 ALL 477346.1 3774664 7.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3090 ALL 477366.1 3774664 7.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3091 ALL 477386.1 3774664 7.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3092 ALL 477406.1 3774664 7.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3093 ALL 477426.1 3774664 7.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3094 ALL 477446.1 3774664 7.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3095 ALL 477466.1 3774664 6.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3096 ALL 477486.1 3774664 6.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3097 ALL 477506.1 3774664 6.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3098 ALL 477526.1 3774664 6.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3099 ALL 475946.1 3774684 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3100 ALL 475966.1 3774684 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3101 ALL 475986.1 3774684 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3102 ALL 476006.1 3774684 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3103 ALL 476026.1 3774684 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3104 ALL 476046.1 3774684 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3105 ALL 476066.1 3774684 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3106 ALL 476086.1 3774684 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3107 ALL 476106.1 3774684 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3108 ALL 476126.1 3774684 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3109 ALL 476146.1 3774684 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3110 ALL 476166.1 3774684 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3111 ALL 476186.1 3774684 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3112 ALL 476206.1 3774684 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3113 ALL 476226.1 3774684 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3114 ALL 476246.1 3774684 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3115 ALL 476266.1 3774684 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3116 ALL 476286.1 3774684 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3117 ALL 476306.1 3774684 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3118 ALL 476326.1 3774684 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3119 ALL 476346.1 3774684 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3120 ALL 476366.1 3774684 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3121 ALL 476386.1 3774684 2.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3122 ALL 476406.1 3774684 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3123 ALL 476426.1 3774684 2.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3124 ALL 476446.1 3774684 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3125 ALL 476466.1 3774684 3.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3126 ALL 476486.1 3774684 3.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3127 ALL 476506.1 3774684 3.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3128 ALL 476526.1 3774684 3.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3129 ALL 476546.1 3774684 2.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3130 ALL 476566.1 3774684 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3131 ALL 476586.1 3774684 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3132 ALL 476606.1 3774684 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3133 ALL 476626.1 3774684 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3134 ALL 476646.1 3774684 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3135 ALL 476666.1 3774684 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3136 ALL 476686.1 3774684 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3137 ALL 476706.1 3774684 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3138 ALL 476726.1 3774684 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3139 ALL 476746.1 3774684 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3140 ALL 476766.1 3774684 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3141 ALL 476786.1 3774684 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3142 ALL 476806.1 3774684 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3143 ALL 476826.1 3774684 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3144 ALL 476846.1 3774684 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3145 ALL 476866.1 3774684 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3146 ALL 476886.1 3774684 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3147 ALL 476906.1 3774684 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3148 ALL 476926.1 3774684 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3149 ALL 476946.1 3774684 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3150 ALL 476966.1 3774684 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3151 ALL 476986.1 3774684 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3152 ALL 477006.1 3774684 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3153 ALL 477026.1 3774684 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3154 ALL 477046.1 3774684 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3155 ALL 477066.1 3774684 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3156 ALL 477086.1 3774684 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3157 ALL 477106.1 3774684 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3158 ALL 477126.1 3774684 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3159 ALL 477146.1 3774684 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3160 ALL 477166.1 3774684 9.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3161 ALL 477186.1 3774684 9.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3162 ALL 477206.1 3774684 8.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3163 ALL 477226.1 3774684 8.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3164 ALL 477246.1 3774684 7.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3165 ALL 477266.1 3774684 7.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3166 ALL 477286.1 3774684 7.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3167 ALL 477306.1 3774684 7.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3168 ALL 477326.1 3774684 7.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3169 ALL 477346.1 3774684 7.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3170 ALL 477366.1 3774684 6.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3171 ALL 477386.1 3774684 6.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3172 ALL 477406.1 3774684 6.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3173 ALL 477426.1 3774684 6.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3174 ALL 477446.1 3774684 6.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3175 ALL 477466.1 3774684 6.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3176 ALL 477486.1 3774684 6.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3177 ALL 477506.1 3774684 6.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3178 ALL 477526.1 3774684 6.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3179 ALL 475946.1 3774704 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3180 ALL 475966.1 3774704 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3181 ALL 475986.1 3774704 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3182 ALL 476006.1 3774704 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3183 ALL 476026.1 3774704 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3184 ALL 476046.1 3774704 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3185 ALL 476066.1 3774704 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3186 ALL 476086.1 3774704 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3187 ALL 476106.1 3774704 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3188 ALL 476126.1 3774704 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3189 ALL 476146.1 3774704 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3190 ALL 476166.1 3774704 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3191 ALL 476186.1 3774704 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3192 ALL 476206.1 3774704 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3193 ALL 476226.1 3774704 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3194 ALL 476246.1 3774704 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3195 ALL 476266.1 3774704 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3196 ALL 476286.1 3774704 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3197 ALL 476306.1 3774704 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3198 ALL 476326.1 3774704 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3199 ALL 476346.1 3774704 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3200 ALL 476366.1 3774704 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3201 ALL 476386.1 3774704 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3202 ALL 476406.1 3774704 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3203 ALL 476426.1 3774704 2.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3204 ALL 476446.1 3774704 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3205 ALL 476466.1 3774704 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3206 ALL 476486.1 3774704 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3207 ALL 476506.1 3774704 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3208 ALL 476526.1 3774704 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3209 ALL 476546.1 3774704 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3210 ALL 476566.1 3774704 2.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3211 ALL 476586.1 3774704 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3212 ALL 476606.1 3774704 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3213 ALL 476626.1 3774704 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3214 ALL 476646.1 3774704 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3215 ALL 476666.1 3774704 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3216 ALL 476686.1 3774704 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3217 ALL 476706.1 3774704 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3218 ALL 476726.1 3774704 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3219 ALL 476746.1 3774704 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3220 ALL 476766.1 3774704 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3221 ALL 476786.1 3774704 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3222 ALL 476806.1 3774704 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3223 ALL 476826.1 3774704 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3224 ALL 476846.1 3774704 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3225 ALL 476866.1 3774704 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3226 ALL 476886.1 3774704 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3227 ALL 476906.1 3774704 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3228 ALL 476926.1 3774704 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3229 ALL 476946.1 3774704 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3230 ALL 476966.1 3774704 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3231 ALL 476986.1 3774704 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3232 ALL 477006.1 3774704 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3233 ALL 477026.1 3774704 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3234 ALL 477046.1 3774704 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3235 ALL 477066.1 3774704 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3236 ALL 477086.1 3774704 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3237 ALL 477106.1 3774704 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3238 ALL 477126.1 3774704 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3239 ALL 477146.1 3774704 9.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3240 ALL 477166.1 3774704 9.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3241 ALL 477186.1 3774704 9.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3242 ALL 477206.1 3774704 7.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3243 ALL 477226.1 3774704 7.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3244 ALL 477246.1 3774704 7.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3245 ALL 477266.1 3774704 7.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3246 ALL 477286.1 3774704 7.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3247 ALL 477306.1 3774704 6.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3248 ALL 477326.1 3774704 6.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3249 ALL 477346.1 3774704 6.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3250 ALL 477366.1 3774704 6.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3251 ALL 477386.1 3774704 6.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3252 ALL 477406.1 3774704 6.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3253 ALL 477426.1 3774704 6.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3254 ALL 477446.1 3774704 6.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3255 ALL 477466.1 3774704 6.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3256 ALL 477486.1 3774704 5.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3257 ALL 477506.1 3774704 5.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3258 ALL 477526.1 3774704 5.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3259 ALL 475946.1 3774724 9.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3260 ALL 475966.1 3774724 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3261 ALL 475986.1 3774724 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3262 ALL 476006.1 3774724 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3263 ALL 476026.1 3774724 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3264 ALL 476046.1 3774724 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3265 ALL 476066.1 3774724 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3266 ALL 476086.1 3774724 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3267 ALL 476106.1 3774724 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3268 ALL 476126.1 3774724 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3269 ALL 476146.1 3774724 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3270 ALL 476166.1 3774724 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3271 ALL 476186.1 3774724 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3272 ALL 476206.1 3774724 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3273 ALL 476226.1 3774724 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3274 ALL 476246.1 3774724 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3275 ALL 476266.1 3774724 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3276 ALL 476286.1 3774724 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3277 ALL 476306.1 3774724 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3278 ALL 476326.1 3774724 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3279 ALL 476346.1 3774724 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3280 ALL 476366.1 3774724 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3281 ALL 476386.1 3774724 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3282 ALL 476406.1 3774724 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3283 ALL 476426.1 3774724 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3284 ALL 476446.1 3774724 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3285 ALL 476466.1 3774724 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3286 ALL 476486.1 3774724 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3287 ALL 476506.1 3774724 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3288 ALL 476526.1 3774724 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3289 ALL 476546.1 3774724 2.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3290 ALL 476566.1 3774724 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3291 ALL 476586.1 3774724 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3292 ALL 476606.1 3774724 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3293 ALL 476626.1 3774724 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3294 ALL 476646.1 3774724 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3295 ALL 476666.1 3774724 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3296 ALL 476686.1 3774724 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3297 ALL 476706.1 3774724 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3298 ALL 476726.1 3774724 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3299 ALL 476746.1 3774724 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3300 ALL 476766.1 3774724 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3301 ALL 476786.1 3774724 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3302 ALL 476806.1 3774724 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3303 ALL 476826.1 3774724 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3304 ALL 476846.1 3774724 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3305 ALL 476866.1 3774724 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3306 ALL 476886.1 3774724 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3307 ALL 476906.1 3774724 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3308 ALL 476926.1 3774724 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3309 ALL 476946.1 3774724 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3310 ALL 476966.1 3774724 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3311 ALL 476986.1 3774724 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3312 ALL 477006.1 3774724 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3313 ALL 477026.1 3774724 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3314 ALL 477046.1 3774724 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3315 ALL 477066.1 3774724 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3316 ALL 477086.1 3774724 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3317 ALL 477106.1 3774724 9.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3318 ALL 477126.1 3774724 9.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3319 ALL 477146.1 3774724 9.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3320 ALL 477166.1 3774724 7.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3321 ALL 477186.1 3774724 7.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3322 ALL 477206.1 3774724 7.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3323 ALL 477226.1 3774724 7.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3324 ALL 477246.1 3774724 7.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3325 ALL 477266.1 3774724 6.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3326 ALL 477286.1 3774724 6.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3327 ALL 477306.1 3774724 6.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3328 ALL 477326.1 3774724 6.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3329 ALL 477346.1 3774724 6.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3330 ALL 477366.1 3774724 6.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3331 ALL 477386.1 3774724 6.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3332 ALL 477406.1 3774724 5.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3333 ALL 477426.1 3774724 5.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3334 ALL 477446.1 3774724 5.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3335 ALL 477466.1 3774724 5.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3336 ALL 477486.1 3774724 5.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3337 ALL 477506.1 3774724 5.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3338 ALL 477526.1 3774724 5.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3339 ALL 475946.1 3774744 9.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3340 ALL 475966.1 3774744 9.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3341 ALL 475986.1 3774744 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3342 ALL 476006.1 3774744 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3343 ALL 476026.1 3774744 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3344 ALL 476046.1 3774744 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3345 ALL 476066.1 3774744 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3346 ALL 476086.1 3774744 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3347 ALL 476106.1 3774744 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3348 ALL 476126.1 3774744 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3349 ALL 476146.1 3774744 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3350 ALL 476166.1 3774744 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3351 ALL 476186.1 3774744 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3352 ALL 476206.1 3774744 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3353 ALL 476226.1 3774744 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3354 ALL 476246.1 3774744 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3355 ALL 476266.1 3774744 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3356 ALL 476286.1 3774744 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3357 ALL 476306.1 3774744 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3358 ALL 476326.1 3774744 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3359 ALL 476346.1 3774744 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3360 ALL 476366.1 3774744 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3361 ALL 476386.1 3774744 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3362 ALL 476406.1 3774744 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3363 ALL 476426.1 3774744 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3364 ALL 476446.1 3774744 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3365 ALL 476466.1 3774744 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3366 ALL 476486.1 3774744 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3367 ALL 476506.1 3774744 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3368 ALL 476526.1 3774744 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3369 ALL 476546.1 3774744 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3370 ALL 476566.1 3774744 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3371 ALL 476586.1 3774744 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3372 ALL 476606.1 3774744 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3373 ALL 476626.1 3774744 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3374 ALL 476646.1 3774744 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3375 ALL 476666.1 3774744 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3376 ALL 476686.1 3774744 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3377 ALL 476706.1 3774744 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3378 ALL 476726.1 3774744 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3379 ALL 476746.1 3774744 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3380 ALL 476766.1 3774744 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3381 ALL 476786.1 3774744 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3382 ALL 476806.1 3774744 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3383 ALL 476826.1 3774744 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3384 ALL 476846.1 3774744 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3385 ALL 476866.1 3774744 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3386 ALL 476886.1 3774744 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3387 ALL 476906.1 3774744 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3388 ALL 476926.1 3774744 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3389 ALL 476946.1 3774744 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3390 ALL 476966.1 3774744 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3391 ALL 476986.1 3774744 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3392 ALL 477006.1 3774744 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3393 ALL 477026.1 3774744 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3394 ALL 477046.1 3774744 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3395 ALL 477066.1 3774744 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3396 ALL 477086.1 3774744 9.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3397 ALL 477106.1 3774744 9.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3398 ALL 477126.1 3774744 9.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3399 ALL 477146.1 3774744 8.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3400 ALL 477166.1 3774744 7.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3401 ALL 477186.1 3774744 7.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3402 ALL 477206.1 3774744 6.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3403 ALL 477226.1 3774744 6.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3404 ALL 477246.1 3774744 6.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3405 ALL 477266.1 3774744 6.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3406 ALL 477286.1 3774744 6.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3407 ALL 477306.1 3774744 6.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3408 ALL 477326.1 3774744 6.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3409 ALL 477346.1 3774744 5.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3410 ALL 477366.1 3774744 5.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3411 ALL 477386.1 3774744 5.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3412 ALL 477406.1 3774744 5.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3413 ALL 477426.1 3774744 5.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3414 ALL 477446.1 3774744 5.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3415 ALL 477466.1 3774744 5.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3416 ALL 477486.1 3774744 5.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3417 ALL 477506.1 3774744 5.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3418 ALL 477526.1 3774744 5.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3419 ALL 475946.1 3774764 9.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3420 ALL 475966.1 3774764 9.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3421 ALL 475986.1 3774764 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3422 ALL 476006.1 3774764 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3423 ALL 476026.1 3774764 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3424 ALL 476046.1 3774764 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3425 ALL 476066.1 3774764 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3426 ALL 476086.1 3774764 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3427 ALL 476106.1 3774764 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3428 ALL 476126.1 3774764 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3429 ALL 476146.1 3774764 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3430 ALL 476166.1 3774764 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3431 ALL 476186.1 3774764 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3432 ALL 476206.1 3774764 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3433 ALL 476226.1 3774764 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3434 ALL 476246.1 3774764 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3435 ALL 476266.1 3774764 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3436 ALL 476286.1 3774764 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3437 ALL 476306.1 3774764 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3438 ALL 476326.1 3774764 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3439 ALL 476346.1 3774764 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3440 ALL 476366.1 3774764 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3441 ALL 476386.1 3774764 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3442 ALL 476406.1 3774764 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3443 ALL 476426.1 3774764 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3444 ALL 476446.1 3774764 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3445 ALL 476466.1 3774764 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3446 ALL 476486.1 3774764 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3447 ALL 476506.1 3774764 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3448 ALL 476526.1 3774764 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3449 ALL 476546.1 3774764 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3450 ALL 476566.1 3774764 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3451 ALL 476586.1 3774764 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3452 ALL 476606.1 3774764 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3453 ALL 476626.1 3774764 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3454 ALL 476646.1 3774764 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3455 ALL 476666.1 3774764 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3456 ALL 476686.1 3774764 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3457 ALL 476706.1 3774764 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3458 ALL 476726.1 3774764 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3459 ALL 476746.1 3774764 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3460 ALL 476766.1 3774764 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3461 ALL 476786.1 3774764 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3462 ALL 476806.1 3774764 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3463 ALL 476826.1 3774764 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3464 ALL 476846.1 3774764 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3465 ALL 476866.1 3774764 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3466 ALL 476886.1 3774764 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3467 ALL 476906.1 3774764 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3468 ALL 476926.1 3774764 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3469 ALL 476946.1 3774764 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3470 ALL 476966.1 3774764 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3471 ALL 476986.1 3774764 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3472 ALL 477006.1 3774764 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3473 ALL 477026.1 3774764 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3474 ALL 477046.1 3774764 9.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3475 ALL 477066.1 3774764 9.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3476 ALL 477086.1 3774764 9.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3477 ALL 477106.1 3774764 9.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3478 ALL 477126.1 3774764 8.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3479 ALL 477146.1 3774764 8.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3480 ALL 477166.1 3774764 7.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3481 ALL 477186.1 3774764 6.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3482 ALL 477206.1 3774764 6.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3483 ALL 477226.1 3774764 6.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3484 ALL 477246.1 3774764 6.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3485 ALL 477266.1 3774764 6.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3486 ALL 477286.1 3774764 6.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3487 ALL 477306.1 3774764 5.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3488 ALL 477326.1 3774764 5.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3489 ALL 477346.1 3774764 5.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3490 ALL 477366.1 3774764 5.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3491 ALL 477386.1 3774764 5.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3492 ALL 477406.1 3774764 5.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3493 ALL 477426.1 3774764 5.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3494 ALL 477446.1 3774764 5.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3495 ALL 477466.1 3774764 5.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3496 ALL 477486.1 3774764 4.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3497 ALL 477506.1 3774764 4.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3498 ALL 477526.1 3774764 4.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3499 ALL 475946.1 3774784 9.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3500 ALL 475966.1 3774784 9.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3501 ALL 475986.1 3774784 9.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3502 ALL 476006.1 3774784 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3503 ALL 476026.1 3774784 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3504 ALL 476046.1 3774784 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3505 ALL 476066.1 3774784 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3506 ALL 476086.1 3774784 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3507 ALL 476106.1 3774784 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3508 ALL 476126.1 3774784 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3509 ALL 476146.1 3774784 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3510 ALL 476166.1 3774784 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3511 ALL 476186.1 3774784 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3512 ALL 476206.1 3774784 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3513 ALL 476226.1 3774784 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3514 ALL 476246.1 3774784 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3515 ALL 476266.1 3774784 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3516 ALL 476286.1 3774784 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3517 ALL 476306.1 3774784 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3518 ALL 476326.1 3774784 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3519 ALL 476346.1 3774784 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3520 ALL 476366.1 3774784 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3521 ALL 476386.1 3774784 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3522 ALL 476406.1 3774784 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3523 ALL 476426.1 3774784 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3524 ALL 476446.1 3774784 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3525 ALL 476466.1 3774784 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3526 ALL 476486.1 3774784 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3527 ALL 476506.1 3774784 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3528 ALL 476526.1 3774784 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3529 ALL 476546.1 3774784 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3530 ALL 476566.1 3774784 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3531 ALL 476586.1 3774784 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3532 ALL 476606.1 3774784 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3533 ALL 476626.1 3774784 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3534 ALL 476646.1 3774784 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3535 ALL 476666.1 3774784 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3536 ALL 476686.1 3774784 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3537 ALL 476706.1 3774784 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3538 ALL 476726.1 3774784 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3539 ALL 476746.1 3774784 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3540 ALL 476766.1 3774784 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3541 ALL 476786.1 3774784 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3542 ALL 476806.1 3774784 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3543 ALL 476826.1 3774784 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3544 ALL 476846.1 3774784 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3545 ALL 476866.1 3774784 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3546 ALL 476886.1 3774784 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3547 ALL 476906.1 3774784 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3548 ALL 476926.1 3774784 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3549 ALL 476946.1 3774784 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3550 ALL 476966.1 3774784 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3551 ALL 476986.1 3774784 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3552 ALL 477006.1 3774784 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3553 ALL 477026.1 3774784 9.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3554 ALL 477046.1 3774784 9.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3555 ALL 477066.1 3774784 9.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3556 ALL 477086.1 3774784 9.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3557 ALL 477106.1 3774784 8.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3558 ALL 477126.1 3774784 8.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3559 ALL 477146.1 3774784 8.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3560 ALL 477166.1 3774784 6.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3561 ALL 477186.1 3774784 6.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3562 ALL 477206.1 3774784 6.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3563 ALL 477226.1 3774784 6.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3564 ALL 477246.1 3774784 6.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3565 ALL 477266.1 3774784 5.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3566 ALL 477286.1 3774784 5.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3567 ALL 477306.1 3774784 5.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3568 ALL 477326.1 3774784 5.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3569 ALL 477346.1 3774784 5.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3570 ALL 477366.1 3774784 5.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3571 ALL 477386.1 3774784 5.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3572 ALL 477406.1 3774784 5.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3573 ALL 477426.1 3774784 5.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3574 ALL 477446.1 3774784 4.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3575 ALL 477466.1 3774784 4.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3576 ALL 477486.1 3774784 4.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3577 ALL 477506.1 3774784 4.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3578 ALL 477526.1 3774784 4.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3579 ALL 475946.1 3774804 8.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3580 ALL 475966.1 3774804 9.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3581 ALL 475986.1 3774804 9.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3582 ALL 476006.1 3774804 9.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3583 ALL 476026.1 3774804 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3584 ALL 476046.1 3774804 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3585 ALL 476066.1 3774804 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3586 ALL 476086.1 3774804 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3587 ALL 476106.1 3774804 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3588 ALL 476126.1 3774804 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3589 ALL 476146.1 3774804 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3590 ALL 476166.1 3774804 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3591 ALL 476186.1 3774804 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3592 ALL 476206.1 3774804 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3593 ALL 476226.1 3774804 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3594 ALL 476246.1 3774804 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3595 ALL 476266.1 3774804 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3596 ALL 476286.1 3774804 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3597 ALL 476306.1 3774804 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3598 ALL 476326.1 3774804 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3599 ALL 476346.1 3774804 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3600 ALL 476366.1 3774804 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3601 ALL 476386.1 3774804 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3602 ALL 476406.1 3774804 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3603 ALL 476426.1 3774804 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3604 ALL 476446.1 3774804 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3605 ALL 476466.1 3774804 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3606 ALL 476486.1 3774804 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3607 ALL 476506.1 3774804 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3608 ALL 476526.1 3774804 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3609 ALL 476546.1 3774804 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3610 ALL 476566.1 3774804 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3611 ALL 476586.1 3774804 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3612 ALL 476606.1 3774804 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3613 ALL 476626.1 3774804 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3614 ALL 476646.1 3774804 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3615 ALL 476666.1 3774804 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3616 ALL 476686.1 3774804 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3617 ALL 476706.1 3774804 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3618 ALL 476726.1 3774804 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3619 ALL 476746.1 3774804 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3620 ALL 476766.1 3774804 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3621 ALL 476786.1 3774804 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3622 ALL 476806.1 3774804 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3623 ALL 476826.1 3774804 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3624 ALL 476846.1 3774804 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3625 ALL 476866.1 3774804 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3626 ALL 476886.1 3774804 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3627 ALL 476906.1 3774804 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3628 ALL 476926.1 3774804 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3629 ALL 476946.1 3774804 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3630 ALL 476966.1 3774804 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3631 ALL 476986.1 3774804 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3632 ALL 477006.1 3774804 9.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3633 ALL 477026.1 3774804 9.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3634 ALL 477046.1 3774804 9.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3635 ALL 477066.1 3774804 8.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3636 ALL 477086.1 3774804 8.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3637 ALL 477106.1 3774804 8.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3638 ALL 477126.1 3774804 8.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3639 ALL 477146.1 3774804 6.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3640 ALL 477166.1 3774804 6.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3641 ALL 477186.1 3774804 6.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3642 ALL 477206.1 3774804 6.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3643 ALL 477226.1 3774804 5.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3644 ALL 477246.1 3774804 5.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3645 ALL 477266.1 3774804 5.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3646 ALL 477286.1 3774804 5.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3647 ALL 477306.1 3774804 5.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3648 ALL 477326.1 3774804 5.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3649 ALL 477346.1 3774804 5.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3650 ALL 477366.1 3774804 5.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3651 ALL 477386.1 3774804 4.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3652 ALL 477406.1 3774804 4.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3653 ALL 477426.1 3774804 4.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3654 ALL 477446.1 3774804 4.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3655 ALL 477466.1 3774804 4.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3656 ALL 477486.1 3774804 4.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3657 ALL 477506.1 3774804 4.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3658 ALL 477526.1 3774804 4.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3659 ALL 475946.1 3774824 8.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3660 ALL 475966.1 3774824 8.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3661 ALL 475986.1 3774824 9.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3662 ALL 476006.1 3774824 9.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3663 ALL 476026.1 3774824 9.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3664 ALL 476046.1 3774824 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3665 ALL 476066.1 3774824 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3666 ALL 476086.1 3774824 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3667 ALL 476106.1 3774824 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3668 ALL 476126.1 3774824 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3669 ALL 476146.1 3774824 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3670 ALL 476166.1 3774824 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3671 ALL 476186.1 3774824 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3672 ALL 476206.1 3774824 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3673 ALL 476226.1 3774824 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3674 ALL 476246.1 3774824 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3675 ALL 476266.1 3774824 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3676 ALL 476286.1 3774824 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3677 ALL 476306.1 3774824 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3678 ALL 476326.1 3774824 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3679 ALL 476346.1 3774824 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3680 ALL 476366.1 3774824 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3681 ALL 476386.1 3774824 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3682 ALL 476406.1 3774824 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3683 ALL 476426.1 3774824 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3684 ALL 476446.1 3774824 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3685 ALL 476466.1 3774824 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3686 ALL 476486.1 3774824 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3687 ALL 476506.1 3774824 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3688 ALL 476526.1 3774824 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3689 ALL 476546.1 3774824 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3690 ALL 476566.1 3774824 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3691 ALL 476586.1 3774824 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3692 ALL 476606.1 3774824 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3693 ALL 476626.1 3774824 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3694 ALL 476646.1 3774824 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3695 ALL 476666.1 3774824 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3696 ALL 476686.1 3774824 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3697 ALL 476706.1 3774824 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3698 ALL 476726.1 3774824 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3699 ALL 476746.1 3774824 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3700 ALL 476766.1 3774824 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3701 ALL 476786.1 3774824 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3702 ALL 476806.1 3774824 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3703 ALL 476826.1 3774824 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3704 ALL 476846.1 3774824 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3705 ALL 476866.1 3774824 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3706 ALL 476886.1 3774824 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3707 ALL 476906.1 3774824 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3708 ALL 476926.1 3774824 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3709 ALL 476946.1 3774824 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3710 ALL 476966.1 3774824 9.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3711 ALL 476986.1 3774824 9.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3712 ALL 477006.1 3774824 9.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3713 ALL 477026.1 3774824 9.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3714 ALL 477046.1 3774824 8.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3715 ALL 477066.1 3774824 8.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3716 ALL 477086.1 3774824 8.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3717 ALL 477106.1 3774824 8.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3718 ALL 477126.1 3774824 7.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3719 ALL 477146.1 3774824 6.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3720 ALL 477166.1 3774824 6.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3721 ALL 477186.1 3774824 5.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3722 ALL 477206.1 3774824 5.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3723 ALL 477226.1 3774824 5.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3724 ALL 477246.1 3774824 5.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3725 ALL 477266.1 3774824 5.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3726 ALL 477286.1 3774824 5.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3727 ALL 477306.1 3774824 5.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3728 ALL 477326.1 3774824 5.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3729 ALL 477346.1 3774824 4.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3730 ALL 477366.1 3774824 4.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3731 ALL 477386.1 3774824 4.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3732 ALL 477406.1 3774824 4.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3733 ALL 477426.1 3774824 4.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3734 ALL 477446.1 3774824 4.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3735 ALL 477466.1 3774824 4.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3736 ALL 477486.1 3774824 4.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3737 ALL 477506.1 3774824 4.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3738 ALL 477526.1 3774824 4.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3739 ALL 475946.1 3774844 8.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3740 ALL 475966.1 3774844 8.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3741 ALL 475986.1 3774844 8.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3742 ALL 476006.1 3774844 9.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3743 ALL 476026.1 3774844 9.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3744 ALL 476046.1 3774844 9.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3745 ALL 476066.1 3774844 9.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3746 ALL 476086.1 3774844 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3747 ALL 476106.1 3774844 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3748 ALL 476126.1 3774844 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3749 ALL 476146.1 3774844 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3750 ALL 476166.1 3774844 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3751 ALL 476186.1 3774844 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3752 ALL 476206.1 3774844 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3753 ALL 476226.1 3774844 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3754 ALL 476246.1 3774844 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3755 ALL 476266.1 3774844 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3756 ALL 476286.1 3774844 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3757 ALL 476306.1 3774844 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3758 ALL 476326.1 3774844 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3759 ALL 476346.1 3774844 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3760 ALL 476366.1 3774844 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3761 ALL 476386.1 3774844 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3762 ALL 476406.1 3774844 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3763 ALL 476426.1 3774844 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3764 ALL 476446.1 3774844 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3765 ALL 476466.1 3774844 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3766 ALL 476486.1 3774844 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3767 ALL 476506.1 3774844 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3768 ALL 476526.1 3774844 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3769 ALL 476546.1 3774844 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3770 ALL 476566.1 3774844 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3771 ALL 476586.1 3774844 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3772 ALL 476606.1 3774844 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3773 ALL 476626.1 3774844 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3774 ALL 476646.1 3774844 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3775 ALL 476666.1 3774844 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3776 ALL 476686.1 3774844 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3777 ALL 476706.1 3774844 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3778 ALL 476726.1 3774844 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3779 ALL 476746.1 3774844 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3780 ALL 476766.1 3774844 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3781 ALL 476786.1 3774844 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3782 ALL 476806.1 3774844 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3783 ALL 476826.1 3774844 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3784 ALL 476846.1 3774844 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3785 ALL 476866.1 3774844 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3786 ALL 476886.1 3774844 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3787 ALL 476906.1 3774844 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3788 ALL 476926.1 3774844 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3789 ALL 476946.1 3774844 9.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3790 ALL 476966.1 3774844 9.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3791 ALL 476986.1 3774844 9.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3792 ALL 477006.1 3774844 9.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3793 ALL 477026.1 3774844 8.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3794 ALL 477046.1 3774844 8.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3795 ALL 477066.1 3774844 8.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3796 ALL 477086.1 3774844 8.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3797 ALL 477106.1 3774844 7.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3798 ALL 477126.1 3774844 7.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3799 ALL 477146.1 3774844 6.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3800 ALL 477166.1 3774844 5.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3801 ALL 477186.1 3774844 5.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3802 ALL 477206.1 3774844 5.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3803 ALL 477226.1 3774844 5.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3804 ALL 477246.1 3774844 5.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3805 ALL 477266.1 3774844 5.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3806 ALL 477286.1 3774844 5.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3807 ALL 477306.1 3774844 4.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3808 ALL 477326.1 3774844 4.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3809 ALL 477346.1 3774844 4.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3810 ALL 477366.1 3774844 4.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3811 ALL 477386.1 3774844 4.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3812 ALL 477406.1 3774844 4.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3813 ALL 477426.1 3774844 4.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3814 ALL 477446.1 3774844 4.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3815 ALL 477466.1 3774844 4.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3816 ALL 477486.1 3774844 4.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3817 ALL 477506.1 3774844 4.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3818 ALL 477526.1 3774844 4.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3819 ALL 475946.1 3774864 7.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3820 ALL 475966.1 3774864 8.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3821 ALL 475986.1 3774864 8.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3822 ALL 476006.1 3774864 8.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3823 ALL 476026.1 3774864 8.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3824 ALL 476046.1 3774864 9.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3825 ALL 476066.1 3774864 9.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3826 ALL 476086.1 3774864 9.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3827 ALL 476106.1 3774864 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3828 ALL 476126.1 3774864 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3829 ALL 476146.1 3774864 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3830 ALL 476166.1 3774864 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3831 ALL 476186.1 3774864 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3832 ALL 476206.1 3774864 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3833 ALL 476226.1 3774864 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3834 ALL 476246.1 3774864 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3835 ALL 476266.1 3774864 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3836 ALL 476286.1 3774864 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3837 ALL 476306.1 3774864 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3838 ALL 476326.1 3774864 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3839 ALL 476346.1 3774864 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3840 ALL 476366.1 3774864 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3841 ALL 476386.1 3774864 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3842 ALL 476406.1 3774864 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3843 ALL 476426.1 3774864 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3844 ALL 476446.1 3774864 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3845 ALL 476466.1 3774864 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3846 ALL 476486.1 3774864 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3847 ALL 476506.1 3774864 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3848 ALL 476526.1 3774864 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3849 ALL 476546.1 3774864 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3850 ALL 476566.1 3774864 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3851 ALL 476586.1 3774864 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3852 ALL 476606.1 3774864 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3853 ALL 476626.1 3774864 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3854 ALL 476646.1 3774864 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3855 ALL 476666.1 3774864 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3856 ALL 476686.1 3774864 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3857 ALL 476706.1 3774864 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3858 ALL 476726.1 3774864 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3859 ALL 476746.1 3774864 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3860 ALL 476766.1 3774864 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3861 ALL 476786.1 3774864 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3862 ALL 476806.1 3774864 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3863 ALL 476826.1 3774864 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3864 ALL 476846.1 3774864 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3865 ALL 476866.1 3774864 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3866 ALL 476886.1 3774864 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3867 ALL 476906.1 3774864 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3868 ALL 476926.1 3774864 9.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3869 ALL 476946.1 3774864 9.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3870 ALL 476966.1 3774864 9.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3871 ALL 476986.1 3774864 8.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3872 ALL 477006.1 3774864 8.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3873 ALL 477026.1 3774864 8.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3874 ALL 477046.1 3774864 8.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3875 ALL 477066.1 3774864 7.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3876 ALL 477086.1 3774864 7.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3877 ALL 477106.1 3774864 6.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3878 ALL 477126.1 3774864 6.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3879 ALL 477146.1 3774864 5.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3880 ALL 477166.1 3774864 5.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3881 ALL 477186.1 3774864 5.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3882 ALL 477206.1 3774864 5.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3883 ALL 477226.1 3774864 5.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3884 ALL 477246.1 3774864 5.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3885 ALL 477266.1 3774864 4.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3886 ALL 477286.1 3774864 4.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3887 ALL 477306.1 3774864 4.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3888 ALL 477326.1 3774864 4.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3889 ALL 477346.1 3774864 4.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3890 ALL 477366.1 3774864 4.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3891 ALL 477386.1 3774864 4.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3892 ALL 477406.1 3774864 4.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3893 ALL 477426.1 3774864 4.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3894 ALL 477446.1 3774864 4.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3895 ALL 477466.1 3774864 4.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3896 ALL 477486.1 3774864 3.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3897 ALL 477506.1 3774864 3.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3898 ALL 477526.1 3774864 3.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3899 ALL 475946.1 3774884 7.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3900 ALL 475966.1 3774884 7.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3901 ALL 475986.1 3774884 8.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3902 ALL 476006.1 3774884 8.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3903 ALL 476026.1 3774884 8.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3904 ALL 476046.1 3774884 8.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3905 ALL 476066.1 3774884 9.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3906 ALL 476086.1 3774884 9.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3907 ALL 476106.1 3774884 9.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3908 ALL 476126.1 3774884 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3909 ALL 476146.1 3774884 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3910 ALL 476166.1 3774884 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3911 ALL 476186.1 3774884 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3912 ALL 476206.1 3774884 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3913 ALL 476226.1 3774884 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3914 ALL 476246.1 3774884 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3915 ALL 476266.1 3774884 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3916 ALL 476286.1 3774884 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3917 ALL 476306.1 3774884 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3918 ALL 476326.1 3774884 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3919 ALL 476346.1 3774884 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3920 ALL 476366.1 3774884 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3921 ALL 476386.1 3774884 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3922 ALL 476406.1 3774884 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3923 ALL 476426.1 3774884 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3924 ALL 476446.1 3774884 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3925 ALL 476466.1 3774884 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3926 ALL 476486.1 3774884 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3927 ALL 476506.1 3774884 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3928 ALL 476526.1 3774884 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3929 ALL 476546.1 3774884 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3930 ALL 476566.1 3774884 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3931 ALL 476586.1 3774884 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3932 ALL 476606.1 3774884 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3933 ALL 476626.1 3774884 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3934 ALL 476646.1 3774884 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3935 ALL 476666.1 3774884 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3936 ALL 476686.1 3774884 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3937 ALL 476706.1 3774884 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3938 ALL 476726.1 3774884 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3939 ALL 476746.1 3774884 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3940 ALL 476766.1 3774884 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3941 ALL 476786.1 3774884 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3942 ALL 476806.1 3774884 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3943 ALL 476826.1 3774884 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3944 ALL 476846.1 3774884 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3945 ALL 476866.1 3774884 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3946 ALL 476886.1 3774884 9.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3947 ALL 476906.1 3774884 9.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3948 ALL 476926.1 3774884 9.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3949 ALL 476946.1 3774884 9.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3950 ALL 476966.1 3774884 8.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3951 ALL 476986.1 3774884 8.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3952 ALL 477006.1 3774884 8.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3953 ALL 477026.1 3774884 8.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3954 ALL 477046.1 3774884 7.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3955 ALL 477066.1 3774884 7.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3956 ALL 477086.1 3774884 7.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3957 ALL 477106.1 3774884 6.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3958 ALL 477126.1 3774884 5.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3959 ALL 477146.1 3774884 5.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3960 ALL 477166.1 3774884 5.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3961 ALL 477186.1 3774884 5.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3962 ALL 477206.1 3774884 5.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3963 ALL 477226.1 3774884 5.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3964 ALL 477246.1 3774884 4.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3965 ALL 477266.1 3774884 4.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3966 ALL 477286.1 3774884 4.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3967 ALL 477306.1 3774884 4.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3968 ALL 477326.1 3774884 4.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3969 ALL 477346.1 3774884 4.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3970 ALL 477366.1 3774884 4.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3971 ALL 477386.1 3774884 4.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3972 ALL 477406.1 3774884 4.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3973 ALL 477426.1 3774884 4.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3974 ALL 477446.1 3774884 3.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3975 ALL 477466.1 3774884 3.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3976 ALL 477486.1 3774884 3.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3977 ALL 477506.1 3774884 3.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3978 ALL 477526.1 3774884 3.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3979 ALL 475946.1 3774904 7.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3980 ALL 475966.1 3774904 7.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3981 ALL 475986.1 3774904 7.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3982 ALL 476006.1 3774904 8.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3983 ALL 476026.1 3774904 8.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3984 ALL 476046.1 3774904 8.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3985 ALL 476066.1 3774904 8.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3986 ALL 476086.1 3774904 9.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3987 ALL 476106.1 3774904 9.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3988 ALL 476126.1 3774904 9.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3989 ALL 476146.1 3774904 9.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3990 ALL 476166.1 3774904 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3991 ALL 476186.1 3774904 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3992 ALL 476206.1 3774904 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3993 ALL 476226.1 3774904 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3994 ALL 476246.1 3774904 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3995 ALL 476266.1 3774904 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3996 ALL 476286.1 3774904 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3997 ALL 476306.1 3774904 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3998 ALL 476326.1 3774904 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3999 ALL 476346.1 3774904 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4000 ALL 476366.1 3774904 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4001 ALL 476386.1 3774904 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4002 ALL 476406.1 3774904 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4003 ALL 476426.1 3774904 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4004 ALL 476446.1 3774904 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4005 ALL 476466.1 3774904 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4006 ALL 476486.1 3774904 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4007 ALL 476506.1 3774904 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4008 ALL 476526.1 3774904 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4009 ALL 476546.1 3774904 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4010 ALL 476566.1 3774904 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4011 ALL 476586.1 3774904 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4012 ALL 476606.1 3774904 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4013 ALL 476626.1 3774904 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4014 ALL 476646.1 3774904 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4015 ALL 476666.1 3774904 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4016 ALL 476686.1 3774904 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4017 ALL 476706.1 3774904 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4018 ALL 476726.1 3774904 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4019 ALL 476746.1 3774904 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4020 ALL 476766.1 3774904 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4021 ALL 476786.1 3774904 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4022 ALL 476806.1 3774904 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4023 ALL 476826.1 3774904 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4024 ALL 476846.1 3774904 9.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4025 ALL 476866.1 3774904 9.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4026 ALL 476886.1 3774904 9.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4027 ALL 476906.1 3774904 9.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4028 ALL 476926.1 3774904 8.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4029 ALL 476946.1 3774904 8.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4030 ALL 476966.1 3774904 8.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4031 ALL 476986.1 3774904 8.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4032 ALL 477006.1 3774904 8.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4033 ALL 477026.1 3774904 7.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4034 ALL 477046.1 3774904 7.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4035 ALL 477066.1 3774904 7.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4036 ALL 477086.1 3774904 7.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4037 ALL 477106.1 3774904 5.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4038 ALL 477126.1 3774904 5.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4039 ALL 477146.1 3774904 5.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4040 ALL 477166.1 3774904 5.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4041 ALL 477186.1 3774904 5.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4042 ALL 477206.1 3774904 4.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4043 ALL 477226.1 3774904 4.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4044 ALL 477246.1 3774904 4.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4045 ALL 477266.1 3774904 4.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4046 ALL 477286.1 3774904 4.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4047 ALL 477306.1 3774904 4.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4048 ALL 477326.1 3774904 4.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4049 ALL 477346.1 3774904 4.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4050 ALL 477366.1 3774904 4.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4051 ALL 477386.1 3774904 4.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4052 ALL 477406.1 3774904 4.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4053 ALL 477426.1 3774904 3.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4054 ALL 477446.1 3774904 3.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4055 ALL 477466.1 3774904 3.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4056 ALL 477486.1 3774904 3.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4057 ALL 477506.1 3774904 3.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4058 ALL 477526.1 3774904 3.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4059 ALL 475946.1 3774924 7.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4060 ALL 475966.1 3774924 7.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4061 ALL 475986.1 3774924 7.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4062 ALL 476006.1 3774924 7.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4063 ALL 476026.1 3774924 8.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4064 ALL 476046.1 3774924 8.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4065 ALL 476066.1 3774924 8.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4066 ALL 476086.1 3774924 8.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4067 ALL 476106.1 3774924 8.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4068 ALL 476126.1 3774924 9.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4069 ALL 476146.1 3774924 9.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4070 ALL 476166.1 3774924 9.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4071 ALL 476186.1 3774924 9.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4072 ALL 476206.1 3774924 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4073 ALL 476226.1 3774924 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4074 ALL 476246.1 3774924 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4075 ALL 476266.1 3774924 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4076 ALL 476286.1 3774924 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4077 ALL 476306.1 3774924 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4078 ALL 476326.1 3774924 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4079 ALL 476346.1 3774924 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4080 ALL 476366.1 3774924 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4081 ALL 476386.1 3774924 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4082 ALL 476406.1 3774924 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4083 ALL 476426.1 3774924 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4084 ALL 476446.1 3774924 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4085 ALL 476466.1 3774924 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4086 ALL 476486.1 3774924 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4087 ALL 476506.1 3774924 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4088 ALL 476526.1 3774924 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4089 ALL 476546.1 3774924 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4090 ALL 476566.1 3774924 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4091 ALL 476586.1 3774924 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4092 ALL 476606.1 3774924 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4093 ALL 476626.1 3774924 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4094 ALL 476646.1 3774924 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4095 ALL 476666.1 3774924 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4096 ALL 476686.1 3774924 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4097 ALL 476706.1 3774924 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4098 ALL 476726.1 3774924 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4099 ALL 476746.1 3774924 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4100 ALL 476766.1 3774924 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4101 ALL 476786.1 3774924 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4102 ALL 476806.1 3774924 9.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4103 ALL 476826.1 3774924 9.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4104 ALL 476846.1 3774924 9.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4105 ALL 476866.1 3774924 9.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4106 ALL 476886.1 3774924 9.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4107 ALL 476906.1 3774924 8.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4108 ALL 476926.1 3774924 8.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4109 ALL 476946.1 3774924 8.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4110 ALL 476966.1 3774924 8.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4111 ALL 476986.1 3774924 7.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4112 ALL 477006.1 3774924 7.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4113 ALL 477026.1 3774924 7.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4114 ALL 477046.1 3774924 7.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4115 ALL 477066.1 3774924 7.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4116 ALL 477086.1 3774924 7.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4117 ALL 477106.1 3774924 5.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4118 ALL 477126.1 3774924 5.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4119 ALL 477146.1 3774924 5.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4120 ALL 477166.1 3774924 5.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4121 ALL 477186.1 3774924 4.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4122 ALL 477206.1 3774924 4.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4123 ALL 477226.1 3774924 4.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4124 ALL 477246.1 3774924 4.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4125 ALL 477266.1 3774924 4.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4126 ALL 477286.1 3774924 4.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4127 ALL 477306.1 3774924 4.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4128 ALL 477326.1 3774924 4.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4129 ALL 477346.1 3774924 4.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4130 ALL 477366.1 3774924 4.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4131 ALL 477386.1 3774924 3.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4132 ALL 477406.1 3774924 3.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4133 ALL 477426.1 3774924 3.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4134 ALL 477446.1 3774924 3.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4135 ALL 477466.1 3774924 3.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4136 ALL 477486.1 3774924 3.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4137 ALL 477506.1 3774924 3.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4138 ALL 477526.1 3774924 3.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4139 ALL 475946.1 3774944 6.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4140 ALL 475966.1 3774944 7.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4141 ALL 475986.1 3774944 7.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4142 ALL 476006.1 3774944 7.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4143 ALL 476026.1 3774944 7.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4144 ALL 476046.1 3774944 8.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4145 ALL 476066.1 3774944 8.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4146 ALL 476086.1 3774944 8.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4147 ALL 476106.1 3774944 8.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4148 ALL 476126.1 3774944 8.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4149 ALL 476146.1 3774944 9.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4150 ALL 476166.1 3774944 9.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4151 ALL 476186.1 3774944 9.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4152 ALL 476206.1 3774944 9.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4153 ALL 476226.1 3774944 9.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4154 ALL 476246.1 3774944 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4155 ALL 476266.1 3774944 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4156 ALL 476286.1 3774944 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4157 ALL 476306.1 3774944 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4158 ALL 476326.1 3774944 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4159 ALL 476346.1 3774944 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4160 ALL 476366.1 3774944 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4161 ALL 476386.1 3774944 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4162 ALL 476406.1 3774944 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4163 ALL 476426.1 3774944 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4164 ALL 476446.1 3774944 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4165 ALL 476466.1 3774944 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4166 ALL 476486.1 3774944 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4167 ALL 476506.1 3774944 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4168 ALL 476526.1 3774944 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4169 ALL 476546.1 3774944 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4170 ALL 476566.1 3774944 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4171 ALL 476586.1 3774944 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4172 ALL 476606.1 3774944 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4173 ALL 476626.1 3774944 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4174 ALL 476646.1 3774944 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4175 ALL 476666.1 3774944 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4176 ALL 476686.1 3774944 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4177 ALL 476706.1 3774944 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4178 ALL 476726.1 3774944 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4179 ALL 476746.1 3774944 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4180 ALL 476766.1 3774944 9.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4181 ALL 476786.1 3774944 9.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4182 ALL 476806.1 3774944 9.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4183 ALL 476826.1 3774944 9.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4184 ALL 476846.1 3774944 9.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4185 ALL 476866.1 3774944 8.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4186 ALL 476886.1 3774944 8.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4187 ALL 476906.1 3774944 8.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4188 ALL 476926.1 3774944 8.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4189 ALL 476946.1 3774944 8.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4190 ALL 476966.1 3774944 7.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4191 ALL 476986.1 3774944 7.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4192 ALL 477006.1 3774944 7.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4193 ALL 477026.1 3774944 7.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4194 ALL 477046.1 3774944 7.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4195 ALL 477066.1 3774944 6.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4196 ALL 477086.1 3774944 6.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4197 ALL 477106.1 3774944 5.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4198 ALL 477126.1 3774944 5.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4199 ALL 477146.1 3774944 5.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4200 ALL 477166.1 3774944 4.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4201 ALL 477186.1 3774944 4.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4202 ALL 477206.1 3774944 4.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4203 ALL 477226.1 3774944 4.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4204 ALL 477246.1 3774944 4.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4205 ALL 477266.1 3774944 4.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4206 ALL 477286.1 3774944 4.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4207 ALL 477306.1 3774944 4.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4208 ALL 477326.1 3774944 4.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4209 ALL 477346.1 3774944 3.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4210 ALL 477366.1 3774944 3.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4211 ALL 477386.1 3774944 3.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4212 ALL 477406.1 3774944 3.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4213 ALL 477426.1 3774944 3.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4214 ALL 477446.1 3774944 3.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4215 ALL 477466.1 3774944 3.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4216 ALL 477486.1 3774944 3.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4217 ALL 477506.1 3774944 3.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4218 ALL 477526.1 3774944 3.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4219 ALL 475946.1 3774964 6.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4220 ALL 475966.1 3774964 6.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4221 ALL 475986.1 3774964 7.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4222 ALL 476006.1 3774964 7.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4223 ALL 476026.1 3774964 7.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4224 ALL 476046.1 3774964 7.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4225 ALL 476066.1 3774964 7.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4226 ALL 476086.1 3774964 8.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4227 ALL 476106.1 3774964 8.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4228 ALL 476126.1 3774964 8.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4229 ALL 476146.1 3774964 8.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4230 ALL 476166.1 3774964 8.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4231 ALL 476186.1 3774964 9.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4232 ALL 476206.1 3774964 9.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4233 ALL 476226.1 3774964 9.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4234 ALL 476246.1 3774964 9.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4235 ALL 476266.1 3774964 9.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4236 ALL 476286.1 3774964 9.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4237 ALL 476306.1 3774964 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4238 ALL 476326.1 3774964 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4239 ALL 476346.1 3774964 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4240 ALL 476366.1 3774964 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4241 ALL 476386.1 3774964 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4242 ALL 476406.1 3774964 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4243 ALL 476426.1 3774964 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4244 ALL 476446.1 3774964 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4245 ALL 476466.1 3774964 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4246 ALL 476486.1 3774964 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4247 ALL 476506.1 3774964 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4248 ALL 476526.1 3774964 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4249 ALL 476546.1 3774964 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4250 ALL 476566.1 3774964 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4251 ALL 476586.1 3774964 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4252 ALL 476606.1 3774964 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4253 ALL 476626.1 3774964 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4254 ALL 476646.1 3774964 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4255 ALL 476666.1 3774964 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4256 ALL 476686.1 3774964 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4257 ALL 476706.1 3774964 9.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4258 ALL 476726.1 3774964 9.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4259 ALL 476746.1 3774964 9.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4260 ALL 476766.1 3774964 9.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4261 ALL 476786.1 3774964 9.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4262 ALL 476806.1 3774964 9.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4263 ALL 476826.1 3774964 8.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4264 ALL 476846.1 3774964 8.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4265 ALL 476866.1 3774964 8.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4266 ALL 476886.1 3774964 8.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4267 ALL 476906.1 3774964 8.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4268 ALL 476926.1 3774964 7.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4269 ALL 476946.1 3774964 7.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4270 ALL 476966.1 3774964 7.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4271 ALL 476986.1 3774964 7.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4272 ALL 477006.1 3774964 7.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4273 ALL 477026.1 3774964 7.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4274 ALL 477046.1 3774964 6.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4275 ALL 477066.1 3774964 6.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4276 ALL 477086.1 3774964 5.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4277 ALL 477106.1 3774964 5.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4278 ALL 477126.1 3774964 4.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4279 ALL 477146.1 3774964 4.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4280 ALL 477166.1 3774964 4.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4281 ALL 477186.1 3774964 4.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4282 ALL 477206.1 3774964 4.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4283 ALL 477226.1 3774964 4.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4284 ALL 477246.1 3774964 4.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4285 ALL 477266.1 3774964 4.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4286 ALL 477286.1 3774964 4.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4287 ALL 477306.1 3774964 4.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4288 ALL 477326.1 3774964 3.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4289 ALL 477346.1 3774964 3.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4290 ALL 477366.1 3774964 3.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4291 ALL 477386.1 3774964 3.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4292 ALL 477406.1 3774964 3.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4293 ALL 477426.1 3774964 3.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4294 ALL 477446.1 3774964 3.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4295 ALL 477466.1 3774964 3.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4296 ALL 477486.1 3774964 3.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4297 ALL 477506.1 3774964 3.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4298 ALL 477526.1 3774964 3.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4299 ALL 475946.1 3774984 6.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4300 ALL 475966.1 3774984 6.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4301 ALL 475986.1 3774984 6.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4302 ALL 476006.1 3774984 7.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4303 ALL 476026.1 3774984 7.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4304 ALL 476046.1 3774984 7.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4305 ALL 476066.1 3774984 7.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4306 ALL 476086.1 3774984 7.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4307 ALL 476106.1 3774984 7.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4308 ALL 476126.1 3774984 8.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4309 ALL 476146.1 3774984 8.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4310 ALL 476166.1 3774984 8.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4311 ALL 476186.1 3774984 8.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4312 ALL 476206.1 3774984 8.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4313 ALL 476226.1 3774984 9.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4314 ALL 476246.1 3774984 9.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4315 ALL 476266.1 3774984 9.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4316 ALL 476286.1 3774984 9.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4317 ALL 476306.1 3774984 9.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4318 ALL 476326.1 3774984 9.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4319 ALL 476346.1 3774984 9.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4320 ALL 476366.1 3774984 9.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4321 ALL 476386.1 3774984 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4322 ALL 476406.1 3774984 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4323 ALL 476426.1 3774984 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4324 ALL 476446.1 3774984 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4325 ALL 476466.1 3774984 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4326 ALL 476486.1 3774984 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4327 ALL 476506.1 3774984 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4328 ALL 476526.1 3774984 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4329 ALL 476546.1 3774984 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4330 ALL 476566.1 3774984 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4331 ALL 476586.1 3774984 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4332 ALL 476606.1 3774984 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4333 ALL 476626.1 3774984 9.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4334 ALL 476646.1 3774984 9.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4335 ALL 476666.1 3774984 9.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4336 ALL 476686.1 3774984 9.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4337 ALL 476706.1 3774984 9.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4338 ALL 476726.1 3774984 9.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4339 ALL 476746.1 3774984 9.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4340 ALL 476766.1 3774984 9.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4341 ALL 476786.1 3774984 8.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4342 ALL 476806.1 3774984 8.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4343 ALL 476826.1 3774984 8.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4344 ALL 476846.1 3774984 8.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4345 ALL 476866.1 3774984 8.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4346 ALL 476886.1 3774984 8.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4347 ALL 476906.1 3774984 7.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4348 ALL 476926.1 3774984 7.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4349 ALL 476946.1 3774984 7.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4350 ALL 476966.1 3774984 7.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4351 ALL 476986.1 3774984 7.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4352 ALL 477006.1 3774984 7.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4353 ALL 477026.1 3774984 6.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4354 ALL 477046.1 3774984 6.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4355 ALL 477066.1 3774984 6.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4356 ALL 477086.1 3774984 5.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4357 ALL 477106.1 3774984 4.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4358 ALL 477126.1 3774984 4.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4359 ALL 477146.1 3774984 4.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4360 ALL 477166.1 3774984 4.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4361 ALL 477186.1 3774984 4.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4362 ALL 477206.1 3774984 4.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4363 ALL 477226.1 3774984 4.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4364 ALL 477246.1 3774984 4.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4365 ALL 477266.1 3774984 4.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4366 ALL 477286.1 3774984 3.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4367 ALL 477306.1 3774984 3.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4368 ALL 477326.1 3774984 3.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4369 ALL 477346.1 3774984 3.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4370 ALL 477366.1 3774984 3.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4371 ALL 477386.1 3774984 3.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4372 ALL 477406.1 3774984 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4373 ALL 477426.1 3774984 3.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4374 ALL 477446.1 3774984 3.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4375 ALL 477466.1 3774984 3.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4376 ALL 477486.1 3774984 3.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4377 ALL 477506.1 3774984 3.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4378 ALL 477526.1 3774984 3.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4379 ALL 475946.1 3775004 6.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4380 ALL 475966.1 3775004 6.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4381 ALL 475986.1 3775004 6.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4382 ALL 476006.1 3775004 6.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4383 ALL 476026.1 3775004 7.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4384 ALL 476046.1 3775004 7.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4385 ALL 476066.1 3775004 7.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4386 ALL 476086.1 3775004 7.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4387 ALL 476106.1 3775004 7.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4388 ALL 476126.1 3775004 7.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4389 ALL 476146.1 3775004 7.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4390 ALL 476166.1 3775004 8.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4391 ALL 476186.1 3775004 8.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4392 ALL 476206.1 3775004 8.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4393 ALL 476226.1 3775004 8.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4394 ALL 476246.1 3775004 8.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4395 ALL 476266.1 3775004 8.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4396 ALL 476286.1 3775004 9.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4397 ALL 476306.1 3775004 9.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4398 ALL 476326.1 3775004 9.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4399 ALL 476346.1 3775004 9.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4400 ALL 476366.1 3775004 9.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4401 ALL 476386.1 3775004 9.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4402 ALL 476406.1 3775004 9.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4403 ALL 476426.1 3775004 9.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4404 ALL 476446.1 3775004 9.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4405 ALL 476466.1 3775004 9.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4406 ALL 476486.1 3775004 9.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4407 ALL 476506.1 3775004 9.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4408 ALL 476526.1 3775004 9.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4409 ALL 476546.1 3775004 9.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4410 ALL 476566.1 3775004 9.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4411 ALL 476586.1 3775004 9.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4412 ALL 476606.1 3775004 9.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4413 ALL 476626.1 3775004 9.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4414 ALL 476646.1 3775004 9.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4415 ALL 476666.1 3775004 9.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4416 ALL 476686.1 3775004 9.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4417 ALL 476706.1 3775004 9.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4418 ALL 476726.1 3775004 8.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4419 ALL 476746.1 3775004 8.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4420 ALL 476766.1 3775004 8.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4421 ALL 476786.1 3775004 8.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4422 ALL 476806.1 3775004 8.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4423 ALL 476826.1 3775004 8.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4424 ALL 476846.1 3775004 8.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4425 ALL 476866.1 3775004 7.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4426 ALL 476886.1 3775004 7.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4427 ALL 476906.1 3775004 7.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4428 ALL 476926.1 3775004 7.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4429 ALL 476946.1 3775004 7.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4430 ALL 476966.1 3775004 7.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4431 ALL 476986.1 3775004 6.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4432 ALL 477006.1 3775004 6.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4433 ALL 477026.1 3775004 6.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4434 ALL 477046.1 3775004 6.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4435 ALL 477066.1 3775004 6.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4436 ALL 477086.1 3775004 4.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4437 ALL 477106.1 3775004 4.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4438 ALL 477126.1 3775004 4.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4439 ALL 477146.1 3775004 4.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4440 ALL 477166.1 3775004 4.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4441 ALL 477186.1 3775004 4.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4442 ALL 477206.1 3775004 4.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4443 ALL 477226.1 3775004 4.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4444 ALL 477246.1 3775004 4.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4445 ALL 477266.1 3775004 3.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4446 ALL 477286.1 3775004 3.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4447 ALL 477306.1 3775004 3.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4448 ALL 477326.1 3775004 3.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4449 ALL 477346.1 3775004 3.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4450 ALL 477366.1 3775004 3.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4451 ALL 477386.1 3775004 3.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4452 ALL 477406.1 3775004 3.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4453 ALL 477426.1 3775004 3.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4454 ALL 477446.1 3775004 3.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4455 ALL 477466.1 3775004 3.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4456 ALL 477486.1 3775004 3.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4457 ALL 477506.1 3775004 3.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4458 ALL 477526.1 3775004 3.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4459 ALL 475946.1 3775024 6.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4460 ALL 475966.1 3775024 6.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4461 ALL 475986.1 3775024 6.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4462 ALL 476006.1 3775024 6.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4463 ALL 476026.1 3775024 6.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4464 ALL 476046.1 3775024 6.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4465 ALL 476066.1 3775024 7.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4466 ALL 476086.1 3775024 7.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4467 ALL 476106.1 3775024 7.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4468 ALL 476126.1 3775024 7.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4469 ALL 476146.1 3775024 7.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4470 ALL 476166.1 3775024 7.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4471 ALL 476186.1 3775024 7.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4472 ALL 476206.1 3775024 8.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4473 ALL 476226.1 3775024 8.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4474 ALL 476246.1 3775024 8.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4475 ALL 476266.1 3775024 8.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4476 ALL 476286.1 3775024 8.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4477 ALL 476306.1 3775024 8.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4478 ALL 476326.1 3775024 8.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4479 ALL 476346.1 3775024 8.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4480 ALL 476366.1 3775024 9.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4481 ALL 476386.1 3775024 9.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4482 ALL 476406.1 3775024 9.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4483 ALL 476426.1 3775024 9.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4.77E-06

4.77E+00

Max at school 

3.81



Construction with
Mitigation



HARP2 - HRACalc (dated 22118) 12/2/2022 3:17:50 PM - Output Log

GLCs loaded successfully
Pollutants loaded successfully
Pathway receptors loaded successfully
**********************************
RISK SCENARIO SETTINGS

Receptor Type: Resident
Scenario: Cancer
Calculation Method: Derived

**********************************
EXPOSURE DURATION PARAMETERS FOR CANCER

Start Age: -0.25
Total Exposure Duration: 0.875

Exposure Duration Bin Distribution
3rd Trimester Bin: 0.25
0<2 Years Bin: 0.875
2<9 Years Bin: 0
2<16 Years Bin: 0
16<30 Years Bin: 0
16 to 70 Years Bin: 0

**********************************
PATHWAYS ENABLED

NOTE: Inhalation is always enabled and used for all assessments.  The remaining 
pathways are only used for cancer and noncancer chronic assessments.

Inhalation: True
Soil: True
Dermal: True
Mother's milk: True
Water: False
Fish: False
Homegrown crops: True
Beef: False
Dairy: False
Pig: False
Chicken: False
Egg: False

**********************************
INHALATION

Daily breathing rate: RMP



**Worker Adjustment Factors**
Worker adjustment factors enabled: NO

**Fraction at time at home**
3rd Trimester to 16 years: OFF
16 years to 70 years: ON

**********************************
SOIL & DERMAL PATHWAY SETTINGS

Deposition rate (m/s): 0.02
Soil mixing depth (m): 0.01
Dermal climate: Warm

**********************************
HOMEGROWN CROP PATHWAY SETTINGS

Household type: HouseholdsthatGarden
Fraction leafy: 0.137
Fraction exposed: 0.137
Fraction protected: 0.137
Fraction root: 0.137

**********************************
TIER 2 SETTINGS

Tier2 adjustments were used in this assessment.  Please see the input file for 
details.
Tier2 - What was changed: ED or start age changed|
Calculating cancer risk
Cancer risk breakdown by pollutant and receptor saved to: 
C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6THROSA\hra\ConstCancerwMCancerRisk.csv
Cancer risk total by receptor saved to: C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6THROSA\hra\ConstCancerwMCancerRiskSumByRec.csv
HRA ran successfully



*HARP - HRACalc v22118 12/2/2022 3:17:50 PM - Cancer Risk -  Input File: C:\Users\dlarocca\Desktop\Air Quality Work\HARP2\6THROSA\hra\ConstCancerwMHRAInput.hra

REC GRP NETID X Y RISK_SUM SCENARIO INH_RISK SOIL_RISK DERMAL_RISKMMILK_RISKWATER_RISKFISH_RISK CROP_RISK BEEF_RISK DAIRY_RISKPIG_RISK CHICKEN_RISKEGG_RISK

1 ALL 476426.1 3773784 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2 ALL 476446.1 3773784 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3 ALL 476466.1 3773784 2.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4 ALL 476486.1 3773784 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

5 ALL 476506.1 3773784 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

6 ALL 476526.1 3773784 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

7 ALL 476546.1 3773784 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

8 ALL 476566.1 3773784 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

9 ALL 476586.1 3773784 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

10 ALL 476606.1 3773784 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

11 ALL 476626.1 3773784 2.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

12 ALL 476646.1 3773784 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

13 ALL 476666.1 3773784 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

14 ALL 476686.1 3773784 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

15 ALL 476706.1 3773784 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

16 ALL 476726.1 3773784 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

17 ALL 476746.1 3773784 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

18 ALL 476766.1 3773784 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

19 ALL 476786.1 3773784 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

20 ALL 476806.1 3773784 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

21 ALL 476826.1 3773784 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

22 ALL 476846.1 3773784 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

23 ALL 476866.1 3773784 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

24 ALL 476886.1 3773784 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

25 ALL 476906.1 3773784 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

26 ALL 476926.1 3773784 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

27 ALL 476946.1 3773784 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

28 ALL 476966.1 3773784 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

29 ALL 476986.1 3773784 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

30 ALL 477006.1 3773784 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

31 ALL 475526.1 3773804 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

32 ALL 475546.1 3773804 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

33 ALL 475566.1 3773804 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

34 ALL 475586.1 3773804 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

35 ALL 475606.1 3773804 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

36 ALL 475626.1 3773804 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

37 ALL 475646.1 3773804 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

38 ALL 475666.1 3773804 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

39 ALL 475686.1 3773804 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

40 ALL 475706.1 3773804 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

41 ALL 475726.1 3773804 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

42 ALL 475746.1 3773804 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



43 ALL 475766.1 3773804 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

44 ALL 475786.1 3773804 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

45 ALL 475806.1 3773804 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

46 ALL 475826.1 3773804 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

47 ALL 475846.1 3773804 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

48 ALL 475866.1 3773804 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

49 ALL 475886.1 3773804 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

50 ALL 475906.1 3773804 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

51 ALL 475926.1 3773804 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

52 ALL 475946.1 3773804 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

53 ALL 475966.1 3773804 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

54 ALL 475986.1 3773804 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

55 ALL 476006.1 3773804 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

56 ALL 476426.1 3773804 2.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

57 ALL 476446.1 3773804 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

58 ALL 476466.1 3773804 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

59 ALL 476486.1 3773804 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

60 ALL 476506.1 3773804 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

61 ALL 476526.1 3773804 2.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

62 ALL 476546.1 3773804 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

63 ALL 476566.1 3773804 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

64 ALL 476586.1 3773804 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

65 ALL 476606.1 3773804 2.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

66 ALL 476626.1 3773804 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

67 ALL 476646.1 3773804 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

68 ALL 476666.1 3773804 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

69 ALL 476686.1 3773804 2.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

70 ALL 476706.1 3773804 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

71 ALL 476726.1 3773804 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

72 ALL 476746.1 3773804 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

73 ALL 476766.1 3773804 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

74 ALL 476786.1 3773804 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

75 ALL 476806.1 3773804 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

76 ALL 476826.1 3773804 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

77 ALL 476846.1 3773804 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

78 ALL 476866.1 3773804 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

79 ALL 476886.1 3773804 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

80 ALL 476906.1 3773804 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

81 ALL 476926.1 3773804 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

82 ALL 476946.1 3773804 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

83 ALL 476966.1 3773804 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

84 ALL 476986.1 3773804 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

85 ALL 477006.1 3773804 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

86 ALL 477026.1 3773804 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



87 ALL 477046.1 3773804 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

88 ALL 475526.1 3773824 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

89 ALL 475546.1 3773824 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

90 ALL 475566.1 3773824 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

91 ALL 475586.1 3773824 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

92 ALL 475606.1 3773824 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

93 ALL 475626.1 3773824 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

94 ALL 475646.1 3773824 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

95 ALL 475666.1 3773824 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

96 ALL 475686.1 3773824 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

97 ALL 475706.1 3773824 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

98 ALL 475726.1 3773824 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

99 ALL 475746.1 3773824 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

100 ALL 475766.1 3773824 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

101 ALL 475786.1 3773824 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

102 ALL 475806.1 3773824 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

103 ALL 475826.1 3773824 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

104 ALL 475846.1 3773824 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

105 ALL 475866.1 3773824 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

106 ALL 475886.1 3773824 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

107 ALL 475906.1 3773824 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

108 ALL 475926.1 3773824 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

109 ALL 475946.1 3773824 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

110 ALL 475966.1 3773824 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

111 ALL 475986.1 3773824 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

112 ALL 476006.1 3773824 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

113 ALL 476426.1 3773824 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

114 ALL 476446.1 3773824 3.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

115 ALL 476466.1 3773824 3.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

116 ALL 476486.1 3773824 3.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

117 ALL 476506.1 3773824 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

118 ALL 476526.1 3773824 2.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

119 ALL 476546.1 3773824 2.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

120 ALL 476566.1 3773824 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

121 ALL 476586.1 3773824 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

122 ALL 476606.1 3773824 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

123 ALL 476626.1 3773824 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

124 ALL 476646.1 3773824 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

125 ALL 476666.1 3773824 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

126 ALL 476686.1 3773824 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

127 ALL 476706.1 3773824 2.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

128 ALL 476726.1 3773824 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

129 ALL 476746.1 3773824 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

130 ALL 476766.1 3773824 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



131 ALL 476786.1 3773824 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

132 ALL 476806.1 3773824 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

133 ALL 476826.1 3773824 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

134 ALL 476846.1 3773824 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

135 ALL 476866.1 3773824 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

136 ALL 476886.1 3773824 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

137 ALL 476906.1 3773824 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

138 ALL 476926.1 3773824 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

139 ALL 476946.1 3773824 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

140 ALL 476966.1 3773824 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

141 ALL 476986.1 3773824 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

142 ALL 477006.1 3773824 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

143 ALL 477026.1 3773824 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

144 ALL 477046.1 3773824 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

145 ALL 477066.1 3773824 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

146 ALL 477086.1 3773824 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

147 ALL 475526.1 3773844 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

148 ALL 475546.1 3773844 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

149 ALL 475566.1 3773844 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

150 ALL 475586.1 3773844 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

151 ALL 475606.1 3773844 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

152 ALL 475626.1 3773844 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

153 ALL 475646.1 3773844 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

154 ALL 475666.1 3773844 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

155 ALL 475686.1 3773844 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

156 ALL 475706.1 3773844 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

157 ALL 475726.1 3773844 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

158 ALL 475746.1 3773844 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

159 ALL 475766.1 3773844 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

160 ALL 475786.1 3773844 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

161 ALL 475806.1 3773844 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

162 ALL 475826.1 3773844 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

163 ALL 475846.1 3773844 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

164 ALL 475866.1 3773844 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

165 ALL 475886.1 3773844 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

166 ALL 475906.1 3773844 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

167 ALL 475926.1 3773844 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

168 ALL 475946.1 3773844 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

169 ALL 475966.1 3773844 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

170 ALL 475986.1 3773844 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

171 ALL 476006.1 3773844 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

172 ALL 476426.1 3773844 3.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

173 ALL 476446.1 3773844 3.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

174 ALL 476466.1 3773844 3.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



175 ALL 476486.1 3773844 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

176 ALL 476506.1 3773844 3.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

177 ALL 476526.1 3773844 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

178 ALL 476546.1 3773844 3.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

179 ALL 476566.1 3773844 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

180 ALL 476586.1 3773844 3.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

181 ALL 476606.1 3773844 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

182 ALL 476626.1 3773844 2.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

183 ALL 476646.1 3773844 2.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

184 ALL 476666.1 3773844 2.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

185 ALL 476686.1 3773844 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

186 ALL 476706.1 3773844 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

187 ALL 476726.1 3773844 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

188 ALL 476746.1 3773844 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

189 ALL 476766.1 3773844 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

190 ALL 476786.1 3773844 2.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

191 ALL 476806.1 3773844 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

192 ALL 476826.1 3773844 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

193 ALL 476846.1 3773844 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

194 ALL 476866.1 3773844 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

195 ALL 476886.1 3773844 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

196 ALL 476906.1 3773844 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

197 ALL 476926.1 3773844 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

198 ALL 476946.1 3773844 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

199 ALL 476966.1 3773844 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

200 ALL 476986.1 3773844 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

201 ALL 477006.1 3773844 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

202 ALL 477026.1 3773844 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

203 ALL 477046.1 3773844 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

204 ALL 477066.1 3773844 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

205 ALL 477086.1 3773844 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

206 ALL 477106.1 3773844 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

207 ALL 475526.1 3773864 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

208 ALL 475546.1 3773864 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

209 ALL 475566.1 3773864 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

210 ALL 475586.1 3773864 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

211 ALL 475606.1 3773864 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

212 ALL 475626.1 3773864 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

213 ALL 475646.1 3773864 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

214 ALL 475666.1 3773864 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

215 ALL 475686.1 3773864 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

216 ALL 475706.1 3773864 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

217 ALL 475726.1 3773864 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

218 ALL 475746.1 3773864 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



219 ALL 475766.1 3773864 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

220 ALL 475786.1 3773864 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

221 ALL 475806.1 3773864 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

222 ALL 475826.1 3773864 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

223 ALL 475846.1 3773864 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

224 ALL 475866.1 3773864 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

225 ALL 475886.1 3773864 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

226 ALL 475906.1 3773864 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

227 ALL 475926.1 3773864 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

228 ALL 475946.1 3773864 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

229 ALL 475966.1 3773864 2.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

230 ALL 475986.1 3773864 2.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

231 ALL 476006.1 3773864 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

232 ALL 476026.1 3773864 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

233 ALL 476426.1 3773864 3.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

234 ALL 476446.1 3773864 3.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

235 ALL 476466.1 3773864 3.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

236 ALL 476486.1 3773864 3.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

237 ALL 476506.1 3773864 3.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

238 ALL 476526.1 3773864 3.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

239 ALL 476546.1 3773864 3.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

240 ALL 476566.1 3773864 3.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

241 ALL 476586.1 3773864 3.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

242 ALL 476606.1 3773864 3.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

243 ALL 476626.1 3773864 3.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

244 ALL 476646.1 3773864 3.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

245 ALL 476666.1 3773864 3.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

246 ALL 476686.1 3773864 2.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

247 ALL 476706.1 3773864 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

248 ALL 476726.1 3773864 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

249 ALL 476746.1 3773864 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

250 ALL 476766.1 3773864 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

251 ALL 476786.1 3773864 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

252 ALL 476806.1 3773864 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

253 ALL 476826.1 3773864 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

254 ALL 476846.1 3773864 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

255 ALL 476866.1 3773864 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

256 ALL 476886.1 3773864 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

257 ALL 476906.1 3773864 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

258 ALL 476926.1 3773864 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

259 ALL 476946.1 3773864 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

260 ALL 476966.1 3773864 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

261 ALL 476986.1 3773864 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

262 ALL 477006.1 3773864 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



263 ALL 477026.1 3773864 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

264 ALL 477046.1 3773864 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

265 ALL 477066.1 3773864 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

266 ALL 477086.1 3773864 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

267 ALL 477106.1 3773864 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

268 ALL 475526.1 3773884 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

269 ALL 475546.1 3773884 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

270 ALL 475566.1 3773884 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

271 ALL 475586.1 3773884 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

272 ALL 475606.1 3773884 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

273 ALL 475626.1 3773884 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

274 ALL 475646.1 3773884 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

275 ALL 475666.1 3773884 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

276 ALL 475686.1 3773884 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

277 ALL 475706.1 3773884 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

278 ALL 475726.1 3773884 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

279 ALL 475746.1 3773884 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

280 ALL 475766.1 3773884 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

281 ALL 475786.1 3773884 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

282 ALL 475806.1 3773884 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

283 ALL 475826.1 3773884 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

284 ALL 475846.1 3773884 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

285 ALL 475866.1 3773884 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

286 ALL 475886.1 3773884 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

287 ALL 475906.1 3773884 2.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

288 ALL 475926.1 3773884 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

289 ALL 475946.1 3773884 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

290 ALL 475966.1 3773884 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

291 ALL 475986.1 3773884 2.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

292 ALL 476006.1 3773884 2.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

293 ALL 476026.1 3773884 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

294 ALL 476046.1 3773884 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

295 ALL 476426.1 3773884 3.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

296 ALL 476446.1 3773884 3.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

297 ALL 476466.1 3773884 3.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

298 ALL 476486.1 3773884 3.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

299 ALL 476506.1 3773884 3.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

300 ALL 476526.1 3773884 3.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

301 ALL 476546.1 3773884 3.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

302 ALL 476566.1 3773884 3.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

303 ALL 476586.1 3773884 3.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

304 ALL 476606.1 3773884 3.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

305 ALL 476626.1 3773884 3.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

306 ALL 476646.1 3773884 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



307 ALL 476666.1 3773884 3.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

308 ALL 476686.1 3773884 3.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

309 ALL 476706.1 3773884 3.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

310 ALL 476726.1 3773884 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

311 ALL 476746.1 3773884 2.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

312 ALL 476766.1 3773884 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

313 ALL 476786.1 3773884 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

314 ALL 476806.1 3773884 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

315 ALL 476826.1 3773884 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

316 ALL 476846.1 3773884 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

317 ALL 476866.1 3773884 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

318 ALL 476886.1 3773884 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

319 ALL 476906.1 3773884 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

320 ALL 476926.1 3773884 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

321 ALL 476946.1 3773884 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

322 ALL 476966.1 3773884 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

323 ALL 476986.1 3773884 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

324 ALL 477006.1 3773884 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

325 ALL 477026.1 3773884 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

326 ALL 477046.1 3773884 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

327 ALL 477066.1 3773884 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

328 ALL 477086.1 3773884 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

329 ALL 477106.1 3773884 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

330 ALL 475526.1 3773904 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

331 ALL 475546.1 3773904 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

332 ALL 475566.1 3773904 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

333 ALL 475586.1 3773904 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

334 ALL 475606.1 3773904 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

335 ALL 475626.1 3773904 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

336 ALL 475646.1 3773904 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

337 ALL 475666.1 3773904 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

338 ALL 475686.1 3773904 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

339 ALL 475706.1 3773904 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

340 ALL 475726.1 3773904 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

341 ALL 475746.1 3773904 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

342 ALL 475766.1 3773904 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

343 ALL 475786.1 3773904 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

344 ALL 475806.1 3773904 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

345 ALL 475826.1 3773904 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

346 ALL 475846.1 3773904 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

347 ALL 475866.1 3773904 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

348 ALL 475886.1 3773904 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

349 ALL 475906.1 3773904 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

350 ALL 475926.1 3773904 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



351 ALL 475946.1 3773904 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

352 ALL 475966.1 3773904 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

353 ALL 475986.1 3773904 2.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

354 ALL 476006.1 3773904 2.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

355 ALL 476026.1 3773904 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

356 ALL 476046.1 3773904 3.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

357 ALL 476066.1 3773904 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

358 ALL 476426.1 3773904 4.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

359 ALL 476446.1 3773904 4.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

360 ALL 476466.1 3773904 4.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

361 ALL 476486.1 3773904 4.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

362 ALL 476506.1 3773904 3.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

363 ALL 476526.1 3773904 3.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

364 ALL 476546.1 3773904 3.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

365 ALL 476566.1 3773904 3.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

366 ALL 476586.1 3773904 3.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

367 ALL 476606.1 3773904 3.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

368 ALL 476626.1 3773904 3.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

369 ALL 476646.1 3773904 3.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

370 ALL 476666.1 3773904 3.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

371 ALL 476686.1 3773904 3.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

372 ALL 476706.1 3773904 3.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

373 ALL 476726.1 3773904 3.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

374 ALL 476746.1 3773904 3.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

375 ALL 476766.1 3773904 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

376 ALL 476786.1 3773904 2.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

377 ALL 476806.1 3773904 2.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

378 ALL 476826.1 3773904 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

379 ALL 476846.1 3773904 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

380 ALL 476866.1 3773904 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

381 ALL 476886.1 3773904 2.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

382 ALL 476906.1 3773904 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

383 ALL 476926.1 3773904 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

384 ALL 476946.1 3773904 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

385 ALL 476966.1 3773904 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

386 ALL 476986.1 3773904 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

387 ALL 477006.1 3773904 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

388 ALL 477026.1 3773904 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

389 ALL 477046.1 3773904 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

390 ALL 477066.1 3773904 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

391 ALL 477086.1 3773904 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

392 ALL 477106.1 3773904 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

393 ALL 475526.1 3773924 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

394 ALL 475546.1 3773924 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



395 ALL 475566.1 3773924 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

396 ALL 475586.1 3773924 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

397 ALL 475606.1 3773924 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

398 ALL 475626.1 3773924 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

399 ALL 475646.1 3773924 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

400 ALL 475666.1 3773924 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

401 ALL 475686.1 3773924 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

402 ALL 475706.1 3773924 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

403 ALL 475726.1 3773924 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

404 ALL 475746.1 3773924 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

405 ALL 475766.1 3773924 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

406 ALL 475786.1 3773924 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

407 ALL 475806.1 3773924 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

408 ALL 475826.1 3773924 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

409 ALL 475846.1 3773924 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

410 ALL 475866.1 3773924 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

411 ALL 475886.1 3773924 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

412 ALL 475906.1 3773924 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

413 ALL 475926.1 3773924 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

414 ALL 475946.1 3773924 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

415 ALL 475966.1 3773924 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

416 ALL 475986.1 3773924 3.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

417 ALL 476006.1 3773924 3.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

418 ALL 476026.1 3773924 3.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

419 ALL 476046.1 3773924 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

420 ALL 476066.1 3773924 3.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

421 ALL 476086.1 3773924 3.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

422 ALL 476426.1 3773924 4.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

423 ALL 476446.1 3773924 4.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

424 ALL 476466.1 3773924 4.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

425 ALL 476486.1 3773924 4.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

426 ALL 476506.1 3773924 4.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

427 ALL 476526.1 3773924 4.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

428 ALL 476546.1 3773924 4.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

429 ALL 476566.1 3773924 4.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

430 ALL 476586.1 3773924 4.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

431 ALL 476606.1 3773924 3.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

432 ALL 476626.1 3773924 3.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

433 ALL 476646.1 3773924 3.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

434 ALL 476666.1 3773924 3.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

435 ALL 476686.1 3773924 3.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

436 ALL 476706.1 3773924 3.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

437 ALL 476726.1 3773924 3.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

438 ALL 476746.1 3773924 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



439 ALL 476766.1 3773924 3.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

440 ALL 476786.1 3773924 3.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

441 ALL 476806.1 3773924 2.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

442 ALL 476826.1 3773924 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

443 ALL 476846.1 3773924 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

444 ALL 476866.1 3773924 2.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

445 ALL 476886.1 3773924 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

446 ALL 476906.1 3773924 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

447 ALL 476926.1 3773924 2.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

448 ALL 476946.1 3773924 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

449 ALL 476966.1 3773924 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

450 ALL 476986.1 3773924 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

451 ALL 477006.1 3773924 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

452 ALL 477026.1 3773924 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

453 ALL 477046.1 3773924 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

454 ALL 477066.1 3773924 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

455 ALL 477086.1 3773924 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

456 ALL 477106.1 3773924 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

457 ALL 475526.1 3773944 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

458 ALL 475546.1 3773944 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

459 ALL 475566.1 3773944 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

460 ALL 475586.1 3773944 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

461 ALL 475606.1 3773944 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

462 ALL 475626.1 3773944 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

463 ALL 475646.1 3773944 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

464 ALL 475666.1 3773944 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

465 ALL 475686.1 3773944 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

466 ALL 475706.1 3773944 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

467 ALL 475726.1 3773944 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

468 ALL 475746.1 3773944 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

469 ALL 475766.1 3773944 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

470 ALL 475786.1 3773944 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

471 ALL 475806.1 3773944 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

472 ALL 475826.1 3773944 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

473 ALL 475846.1 3773944 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

474 ALL 475866.1 3773944 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

475 ALL 475886.1 3773944 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

476 ALL 475906.1 3773944 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

477 ALL 475926.1 3773944 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

478 ALL 475946.1 3773944 2.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

479 ALL 475966.1 3773944 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

480 ALL 475986.1 3773944 3.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

481 ALL 476006.1 3773944 3.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

482 ALL 476026.1 3773944 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



483 ALL 476046.1 3773944 3.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

484 ALL 476066.1 3773944 3.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

485 ALL 476086.1 3773944 3.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

486 ALL 476106.1 3773944 3.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

487 ALL 476126.1 3773944 3.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

488 ALL 476426.1 3773944 4.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

489 ALL 476446.1 3773944 4.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

490 ALL 476466.1 3773944 4.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

491 ALL 476486.1 3773944 4.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

492 ALL 476506.1 3773944 4.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

493 ALL 476526.1 3773944 4.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

494 ALL 476546.1 3773944 4.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

495 ALL 476566.1 3773944 4.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

496 ALL 476586.1 3773944 4.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

497 ALL 476606.1 3773944 4.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

498 ALL 476626.1 3773944 4.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

499 ALL 476646.1 3773944 4.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

500 ALL 476666.1 3773944 3.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

501 ALL 476686.1 3773944 3.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

502 ALL 476706.1 3773944 3.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

503 ALL 476726.1 3773944 3.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

504 ALL 476746.1 3773944 3.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

505 ALL 476766.1 3773944 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

506 ALL 476786.1 3773944 3.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

507 ALL 476806.1 3773944 3.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

508 ALL 476826.1 3773944 3.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

509 ALL 476846.1 3773944 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

510 ALL 476866.1 3773944 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

511 ALL 476886.1 3773944 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

512 ALL 476906.1 3773944 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

513 ALL 476926.1 3773944 2.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

514 ALL 476946.1 3773944 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

515 ALL 476966.1 3773944 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

516 ALL 476986.1 3773944 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

517 ALL 477006.1 3773944 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

518 ALL 477026.1 3773944 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

519 ALL 477046.1 3773944 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

520 ALL 477066.1 3773944 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

521 ALL 477086.1 3773944 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

522 ALL 477106.1 3773944 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

523 ALL 475526.1 3773964 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

524 ALL 475546.1 3773964 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

525 ALL 475566.1 3773964 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

526 ALL 475586.1 3773964 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



527 ALL 475606.1 3773964 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

528 ALL 475626.1 3773964 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

529 ALL 475646.1 3773964 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

530 ALL 475666.1 3773964 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

531 ALL 475686.1 3773964 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

532 ALL 475706.1 3773964 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

533 ALL 475726.1 3773964 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

534 ALL 475746.1 3773964 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

535 ALL 475766.1 3773964 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

536 ALL 475786.1 3773964 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

537 ALL 475806.1 3773964 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

538 ALL 475826.1 3773964 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

539 ALL 475846.1 3773964 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

540 ALL 475866.1 3773964 2.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

541 ALL 475886.1 3773964 2.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

542 ALL 475906.1 3773964 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

543 ALL 475926.1 3773964 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

544 ALL 475946.1 3773964 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

545 ALL 475966.1 3773964 3.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

546 ALL 475986.1 3773964 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

547 ALL 476006.1 3773964 3.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

548 ALL 476026.1 3773964 3.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

549 ALL 476046.1 3773964 3.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

550 ALL 476066.1 3773964 3.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

551 ALL 476086.1 3773964 3.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

552 ALL 476106.1 3773964 4.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

553 ALL 476126.1 3773964 4.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

554 ALL 476146.1 3773964 4.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

555 ALL 476406.1 3773964 5.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

556 ALL 476426.1 3773964 5.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

557 ALL 476446.1 3773964 5.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

558 ALL 476466.1 3773964 5.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

559 ALL 476486.1 3773964 5.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

560 ALL 476506.1 3773964 5.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

561 ALL 476526.1 3773964 5.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

562 ALL 476546.1 3773964 4.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

563 ALL 476566.1 3773964 4.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

564 ALL 476586.1 3773964 4.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

565 ALL 476606.1 3773964 4.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

566 ALL 476626.1 3773964 4.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

567 ALL 476646.1 3773964 4.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

568 ALL 476666.1 3773964 4.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

569 ALL 476686.1 3773964 4.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

570 ALL 476706.1 3773964 3.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



571 ALL 476726.1 3773964 3.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

572 ALL 476746.1 3773964 3.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

573 ALL 476766.1 3773964 3.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

574 ALL 476786.1 3773964 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

575 ALL 476806.1 3773964 3.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

576 ALL 476826.1 3773964 3.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

577 ALL 476846.1 3773964 3.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

578 ALL 476866.1 3773964 3.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

579 ALL 476886.1 3773964 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

580 ALL 476906.1 3773964 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

581 ALL 476926.1 3773964 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

582 ALL 476946.1 3773964 2.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

583 ALL 476966.1 3773964 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

584 ALL 476986.1 3773964 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

585 ALL 477006.1 3773964 2.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

586 ALL 477026.1 3773964 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

587 ALL 477046.1 3773964 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

588 ALL 477066.1 3773964 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

589 ALL 477086.1 3773964 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

590 ALL 477106.1 3773964 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

591 ALL 475526.1 3773984 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

592 ALL 475546.1 3773984 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

593 ALL 475566.1 3773984 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

594 ALL 475586.1 3773984 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

595 ALL 475606.1 3773984 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

596 ALL 475626.1 3773984 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

597 ALL 475646.1 3773984 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

598 ALL 475666.1 3773984 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

599 ALL 475686.1 3773984 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

600 ALL 475706.1 3773984 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

601 ALL 475726.1 3773984 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

602 ALL 475746.1 3773984 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

603 ALL 475766.1 3773984 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

604 ALL 475786.1 3773984 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

605 ALL 475806.1 3773984 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

606 ALL 475826.1 3773984 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

607 ALL 475846.1 3773984 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

608 ALL 475866.1 3773984 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

609 ALL 475886.1 3773984 2.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

610 ALL 475906.1 3773984 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

611 ALL 475926.1 3773984 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

612 ALL 475946.1 3773984 3.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

613 ALL 475966.1 3773984 3.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

614 ALL 475986.1 3773984 3.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



615 ALL 476006.1 3773984 3.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

616 ALL 476026.1 3773984 3.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

617 ALL 476046.1 3773984 3.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

618 ALL 476066.1 3773984 3.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

619 ALL 476086.1 3773984 4.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

620 ALL 476106.1 3773984 4.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

621 ALL 476126.1 3773984 4.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

622 ALL 476146.1 3773984 4.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

623 ALL 476166.1 3773984 4.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

624 ALL 476406.1 3773984 5.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

625 ALL 476426.1 3773984 5.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

626 ALL 476446.1 3773984 5.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

627 ALL 476466.1 3773984 5.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

628 ALL 476486.1 3773984 5.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

629 ALL 476506.1 3773984 5.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

630 ALL 476526.1 3773984 5.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

631 ALL 476546.1 3773984 5.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

632 ALL 476566.1 3773984 5.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

633 ALL 476586.1 3773984 5.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

634 ALL 476606.1 3773984 5.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

635 ALL 476626.1 3773984 4.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

636 ALL 476646.1 3773984 4.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

637 ALL 476666.1 3773984 4.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

638 ALL 476686.1 3773984 4.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

639 ALL 476706.1 3773984 4.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

640 ALL 476726.1 3773984 4.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

641 ALL 476746.1 3773984 3.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

642 ALL 476766.1 3773984 3.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

643 ALL 476786.1 3773984 3.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

644 ALL 476806.1 3773984 3.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

645 ALL 476826.1 3773984 3.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

646 ALL 476846.1 3773984 3.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

647 ALL 476866.1 3773984 3.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

648 ALL 476886.1 3773984 3.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

649 ALL 476906.1 3773984 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

650 ALL 476926.1 3773984 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

651 ALL 476946.1 3773984 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

652 ALL 476966.1 3773984 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

653 ALL 476986.1 3773984 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

654 ALL 477006.1 3773984 2.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

655 ALL 477026.1 3773984 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

656 ALL 477046.1 3773984 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

657 ALL 477066.1 3773984 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

658 ALL 477086.1 3773984 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



659 ALL 477106.1 3773984 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

660 ALL 475526.1 3774004 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

661 ALL 475546.1 3774004 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

662 ALL 475566.1 3774004 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

663 ALL 475586.1 3774004 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

664 ALL 475606.1 3774004 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

665 ALL 475626.1 3774004 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

666 ALL 475646.1 3774004 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

667 ALL 475666.1 3774004 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

668 ALL 475686.1 3774004 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

669 ALL 475706.1 3774004 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

670 ALL 475726.1 3774004 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

671 ALL 475746.1 3774004 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

672 ALL 475766.1 3774004 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

673 ALL 475786.1 3774004 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

674 ALL 475806.1 3774004 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

675 ALL 475826.1 3774004 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

676 ALL 475846.1 3774004 2.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

677 ALL 475866.1 3774004 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

678 ALL 475886.1 3774004 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

679 ALL 475906.1 3774004 2.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

680 ALL 475926.1 3774004 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

681 ALL 475946.1 3774004 3.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

682 ALL 475966.1 3774004 3.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

683 ALL 475986.1 3774004 3.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

684 ALL 476006.1 3774004 3.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

685 ALL 476026.1 3774004 3.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

686 ALL 476046.1 3774004 3.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

687 ALL 476066.1 3774004 4.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

688 ALL 476086.1 3774004 4.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

689 ALL 476106.1 3774004 4.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

690 ALL 476126.1 3774004 4.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

691 ALL 476146.1 3774004 4.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

692 ALL 476166.1 3774004 4.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

693 ALL 476186.1 3774004 5.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

694 ALL 476366.1 3774004 6.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

695 ALL 476386.1 3774004 6.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

696 ALL 476406.1 3774004 6.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

697 ALL 476426.1 3774004 6.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

698 ALL 476446.1 3774004 6.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

699 ALL 476466.1 3774004 6.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

700 ALL 476486.1 3774004 6.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

701 ALL 476506.1 3774004 6.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

702 ALL 476526.1 3774004 6.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



703 ALL 476546.1 3774004 5.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

704 ALL 476566.1 3774004 5.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

705 ALL 476586.1 3774004 5.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

706 ALL 476606.1 3774004 5.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

707 ALL 476626.1 3774004 5.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

708 ALL 476646.1 3774004 5.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

709 ALL 476666.1 3774004 4.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

710 ALL 476686.1 3774004 4.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

711 ALL 476706.1 3774004 4.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

712 ALL 476726.1 3774004 4.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

713 ALL 476746.1 3774004 4.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

714 ALL 476766.1 3774004 4.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

715 ALL 476786.1 3774004 3.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

716 ALL 476806.1 3774004 3.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

717 ALL 476826.1 3774004 3.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

718 ALL 476846.1 3774004 3.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

719 ALL 476866.1 3774004 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

720 ALL 476886.1 3774004 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

721 ALL 476906.1 3774004 3.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

722 ALL 476926.1 3774004 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

723 ALL 476946.1 3774004 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

724 ALL 476966.1 3774004 2.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

725 ALL 476986.1 3774004 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

726 ALL 477006.1 3774004 2.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

727 ALL 477026.1 3774004 2.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

728 ALL 477046.1 3774004 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

729 ALL 477066.1 3774004 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

730 ALL 477086.1 3774004 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

731 ALL 477106.1 3774004 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

732 ALL 475526.1 3774024 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

733 ALL 475546.1 3774024 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

734 ALL 475566.1 3774024 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

735 ALL 475586.1 3774024 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

736 ALL 475606.1 3774024 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

737 ALL 475626.1 3774024 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

738 ALL 475646.1 3774024 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

739 ALL 475666.1 3774024 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

740 ALL 475686.1 3774024 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

741 ALL 475706.1 3774024 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

742 ALL 475726.1 3774024 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

743 ALL 475746.1 3774024 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

744 ALL 475766.1 3774024 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

745 ALL 475786.1 3774024 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

746 ALL 475806.1 3774024 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



747 ALL 475826.1 3774024 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

748 ALL 475846.1 3774024 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

749 ALL 475866.1 3774024 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

750 ALL 475886.1 3774024 2.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

751 ALL 475906.1 3774024 3.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

752 ALL 475926.1 3774024 3.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

753 ALL 475946.1 3774024 3.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

754 ALL 475966.1 3774024 3.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

755 ALL 475986.1 3774024 3.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

756 ALL 476006.1 3774024 3.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

757 ALL 476026.1 3774024 3.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

758 ALL 476046.1 3774024 4.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

759 ALL 476066.1 3774024 4.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

760 ALL 476086.1 3774024 4.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

761 ALL 476106.1 3774024 4.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

762 ALL 476126.1 3774024 4.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

763 ALL 476146.1 3774024 5.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

764 ALL 476166.1 3774024 5.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

765 ALL 476186.1 3774024 5.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

766 ALL 476206.1 3774024 5.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

767 ALL 476226.1 3774024 5.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

768 ALL 476366.1 3774024 6.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

769 ALL 476386.1 3774024 6.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

770 ALL 476406.1 3774024 7.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

771 ALL 476426.1 3774024 7.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

772 ALL 476446.1 3774024 6.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

773 ALL 476466.1 3774024 6.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

774 ALL 476486.1 3774024 6.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

775 ALL 476506.1 3774024 6.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

776 ALL 476526.1 3774024 6.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

777 ALL 476546.1 3774024 6.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

778 ALL 476566.1 3774024 6.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

779 ALL 476586.1 3774024 6.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

780 ALL 476606.1 3774024 5.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

781 ALL 476626.1 3774024 5.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

782 ALL 476646.1 3774024 5.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

783 ALL 476666.1 3774024 5.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

784 ALL 476686.1 3774024 5.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

785 ALL 476706.1 3774024 4.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

786 ALL 476726.1 3774024 4.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

787 ALL 476746.1 3774024 4.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

788 ALL 476766.1 3774024 4.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

789 ALL 476786.1 3774024 4.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

790 ALL 476806.1 3774024 4.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



791 ALL 476826.1 3774024 3.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

792 ALL 476846.1 3774024 3.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

793 ALL 476866.1 3774024 3.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

794 ALL 476886.1 3774024 3.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

795 ALL 476906.1 3774024 3.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

796 ALL 476926.1 3774024 3.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

797 ALL 476946.1 3774024 3.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

798 ALL 476966.1 3774024 3.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

799 ALL 476986.1 3774024 3.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

800 ALL 477006.1 3774024 2.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

801 ALL 477026.1 3774024 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

802 ALL 477046.1 3774024 2.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

803 ALL 477066.1 3774024 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

804 ALL 477086.1 3774024 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

805 ALL 477106.1 3774024 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

806 ALL 475526.1 3774044 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

807 ALL 475546.1 3774044 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

808 ALL 475566.1 3774044 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

809 ALL 475586.1 3774044 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

810 ALL 475606.1 3774044 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

811 ALL 475626.1 3774044 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

812 ALL 475646.1 3774044 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

813 ALL 475666.1 3774044 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

814 ALL 475686.1 3774044 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

815 ALL 475706.1 3774044 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

816 ALL 475726.1 3774044 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

817 ALL 475746.1 3774044 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

818 ALL 475766.1 3774044 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

819 ALL 475786.1 3774044 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

820 ALL 475806.1 3774044 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

821 ALL 475826.1 3774044 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

822 ALL 475846.1 3774044 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

823 ALL 475866.1 3774044 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

824 ALL 475886.1 3774044 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

825 ALL 475906.1 3774044 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

826 ALL 475926.1 3774044 3.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

827 ALL 475946.1 3774044 3.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

828 ALL 475966.1 3774044 3.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

829 ALL 475986.1 3774044 3.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

830 ALL 476006.1 3774044 3.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

831 ALL 476026.1 3774044 4.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

832 ALL 476046.1 3774044 4.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

833 ALL 476066.1 3774044 4.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

834 ALL 476086.1 3774044 4.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



835 ALL 476106.1 3774044 4.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

836 ALL 476126.1 3774044 5.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

837 ALL 476146.1 3774044 5.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

838 ALL 476166.1 3774044 5.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

839 ALL 476186.1 3774044 5.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

840 ALL 476206.1 3774044 6.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

841 ALL 476226.1 3774044 6.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

842 ALL 476246.1 3774044 6.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

843 ALL 476266.1 3774044 6.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

844 ALL 476286.1 3774044 7.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

845 ALL 476366.1 3774044 7.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

846 ALL 476386.1 3774044 7.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

847 ALL 476406.1 3774044 7.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

848 ALL 476426.1 3774044 7.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

849 ALL 476446.1 3774044 7.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

850 ALL 476466.1 3774044 7.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

851 ALL 476486.1 3774044 7.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

852 ALL 476506.1 3774044 7.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

853 ALL 476526.1 3774044 7.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

854 ALL 476546.1 3774044 7.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

855 ALL 476566.1 3774044 7.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

856 ALL 476586.1 3774044 6.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

857 ALL 476606.1 3774044 6.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

858 ALL 476626.1 3774044 6.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

859 ALL 476646.1 3774044 6.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

860 ALL 476666.1 3774044 5.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

861 ALL 476686.1 3774044 5.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

862 ALL 476706.1 3774044 5.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

863 ALL 476726.1 3774044 5.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

864 ALL 476746.1 3774044 4.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

865 ALL 476766.1 3774044 4.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

866 ALL 476786.1 3774044 4.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

867 ALL 476806.1 3774044 4.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

868 ALL 476826.1 3774044 4.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

869 ALL 476846.1 3774044 4.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

870 ALL 476866.1 3774044 3.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

871 ALL 476886.1 3774044 3.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

872 ALL 476906.1 3774044 3.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

873 ALL 476926.1 3774044 3.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

874 ALL 476946.1 3774044 3.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

875 ALL 476966.1 3774044 3.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

876 ALL 476986.1 3774044 3.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

877 ALL 477006.1 3774044 3.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

878 ALL 477026.1 3774044 3.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



879 ALL 477046.1 3774044 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

880 ALL 477066.1 3774044 2.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

881 ALL 477086.1 3774044 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

882 ALL 477106.1 3774044 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

883 ALL 475526.1 3774064 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

884 ALL 475546.1 3774064 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

885 ALL 475566.1 3774064 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

886 ALL 475586.1 3774064 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

887 ALL 475606.1 3774064 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

888 ALL 475626.1 3774064 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

889 ALL 475646.1 3774064 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

890 ALL 475666.1 3774064 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

891 ALL 475686.1 3774064 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

892 ALL 475706.1 3774064 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

893 ALL 475726.1 3774064 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

894 ALL 475746.1 3774064 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

895 ALL 475766.1 3774064 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

896 ALL 475786.1 3774064 2.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

897 ALL 475806.1 3774064 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

898 ALL 475826.1 3774064 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

899 ALL 475846.1 3774064 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

900 ALL 475866.1 3774064 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

901 ALL 475886.1 3774064 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

902 ALL 475906.1 3774064 3.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

903 ALL 475926.1 3774064 3.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

904 ALL 475946.1 3774064 3.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

905 ALL 475966.1 3774064 3.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

906 ALL 475986.1 3774064 3.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

907 ALL 476006.1 3774064 4.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

908 ALL 476026.1 3774064 4.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

909 ALL 476046.1 3774064 4.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

910 ALL 476066.1 3774064 4.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

911 ALL 476086.1 3774064 4.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

912 ALL 476106.1 3774064 5.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

913 ALL 476126.1 3774064 5.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

914 ALL 476146.1 3774064 5.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

915 ALL 476166.1 3774064 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

916 ALL 476186.1 3774064 6.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

917 ALL 476206.1 3774064 6.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

918 ALL 476226.1 3774064 6.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

919 ALL 476246.1 3774064 7.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

920 ALL 476266.1 3774064 7.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

921 ALL 476286.1 3774064 7.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

922 ALL 476306.1 3774064 7.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



923 ALL 476326.1 3774064 8.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

924 ALL 476346.1 3774064 8.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

925 ALL 476366.1 3774064 8.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

926 ALL 476386.1 3774064 8.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

927 ALL 476406.1 3774064 8.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

928 ALL 476426.1 3774064 8.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

929 ALL 476446.1 3774064 8.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

930 ALL 476466.1 3774064 8.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

931 ALL 476486.1 3774064 8.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

932 ALL 476506.1 3774064 8.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

933 ALL 476526.1 3774064 8.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

934 ALL 476546.1 3774064 8.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

935 ALL 476566.1 3774064 7.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

936 ALL 476586.1 3774064 7.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

937 ALL 476606.1 3774064 7.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

938 ALL 476626.1 3774064 7.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

939 ALL 476646.1 3774064 6.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

940 ALL 476666.1 3774064 6.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

941 ALL 476686.1 3774064 6.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

942 ALL 476706.1 3774064 5.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

943 ALL 476726.1 3774064 5.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

944 ALL 476746.1 3774064 5.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

945 ALL 476766.1 3774064 5.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

946 ALL 476786.1 3774064 4.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

947 ALL 476806.1 3774064 4.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

948 ALL 476826.1 3774064 4.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

949 ALL 476846.1 3774064 4.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

950 ALL 476866.1 3774064 4.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

951 ALL 476886.1 3774064 4.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

952 ALL 476906.1 3774064 3.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

953 ALL 476926.1 3774064 3.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

954 ALL 476946.1 3774064 3.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

955 ALL 476966.1 3774064 3.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

956 ALL 476986.1 3774064 3.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

957 ALL 477006.1 3774064 3.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

958 ALL 477026.1 3774064 3.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

959 ALL 477046.1 3774064 3.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

960 ALL 477066.1 3774064 3.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

961 ALL 477086.1 3774064 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

962 ALL 477106.1 3774064 2.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

963 ALL 475526.1 3774084 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

964 ALL 475546.1 3774084 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

965 ALL 475566.1 3774084 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

966 ALL 475586.1 3774084 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



967 ALL 475606.1 3774084 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

968 ALL 475626.1 3774084 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

969 ALL 475646.1 3774084 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

970 ALL 475666.1 3774084 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

971 ALL 475686.1 3774084 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

972 ALL 475706.1 3774084 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

973 ALL 475726.1 3774084 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

974 ALL 475746.1 3774084 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

975 ALL 475766.1 3774084 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

976 ALL 475786.1 3774084 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

977 ALL 475806.1 3774084 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

978 ALL 475826.1 3774084 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

979 ALL 475846.1 3774084 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

980 ALL 475866.1 3774084 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

981 ALL 475886.1 3774084 3.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

982 ALL 475906.1 3774084 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

983 ALL 475926.1 3774084 3.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

984 ALL 475946.1 3774084 3.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

985 ALL 475966.1 3774084 3.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

986 ALL 475986.1 3774084 3.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

987 ALL 476006.1 3774084 4.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

988 ALL 476026.1 3774084 4.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

989 ALL 476046.1 3774084 4.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

990 ALL 476066.1 3774084 4.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

991 ALL 476086.1 3774084 5.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

992 ALL 476106.1 3774084 5.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

993 ALL 476126.1 3774084 5.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

994 ALL 476146.1 3774084 6.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

995 ALL 476166.1 3774084 6.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

996 ALL 476186.1 3774084 6.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

997 ALL 476206.1 3774084 7.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

998 ALL 476226.1 3774084 7.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

999 ALL 476246.1 3774084 7.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1000 ALL 476266.1 3774084 8.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1001 ALL 476286.1 3774084 8.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1002 ALL 476306.1 3774084 8.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1003 ALL 476326.1 3774084 9.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1004 ALL 476346.1 3774084 9.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1005 ALL 476366.1 3774084 9.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1006 ALL 476386.1 3774084 9.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1007 ALL 476406.1 3774084 9.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1008 ALL 476426.1 3774084 9.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1009 ALL 476446.1 3774084 9.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1010 ALL 476466.1 3774084 9.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1011 ALL 476486.1 3774084 9.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1012 ALL 476506.1 3774084 9.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1013 ALL 476526.1 3774084 9.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1014 ALL 476546.1 3774084 9.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1015 ALL 476566.1 3774084 8.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1016 ALL 476586.1 3774084 8.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1017 ALL 476606.1 3774084 8.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1018 ALL 476626.1 3774084 7.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1019 ALL 476646.1 3774084 7.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1020 ALL 476666.1 3774084 7.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1021 ALL 476686.1 3774084 6.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1022 ALL 476706.1 3774084 6.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1023 ALL 476726.1 3774084 6.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1024 ALL 476746.1 3774084 5.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1025 ALL 476766.1 3774084 5.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1026 ALL 476786.1 3774084 5.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1027 ALL 476806.1 3774084 5.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1028 ALL 476826.1 3774084 4.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1029 ALL 476846.1 3774084 4.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1030 ALL 476866.1 3774084 4.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1031 ALL 476886.1 3774084 4.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1032 ALL 476906.1 3774084 4.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1033 ALL 476926.1 3774084 4.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1034 ALL 476946.1 3774084 4.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1035 ALL 476966.1 3774084 3.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1036 ALL 476986.1 3774084 3.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1037 ALL 477006.1 3774084 3.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1038 ALL 477026.1 3774084 3.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1039 ALL 477046.1 3774084 3.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1040 ALL 477066.1 3774084 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1041 ALL 477086.1 3774084 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1042 ALL 477106.1 3774084 3.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1043 ALL 475526.1 3774104 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1044 ALL 475546.1 3774104 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1045 ALL 475566.1 3774104 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1046 ALL 475586.1 3774104 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1047 ALL 475606.1 3774104 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1048 ALL 475626.1 3774104 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1049 ALL 475646.1 3774104 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1050 ALL 475666.1 3774104 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1051 ALL 475686.1 3774104 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1052 ALL 475706.1 3774104 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1053 ALL 475726.1 3774104 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1054 ALL 475746.1 3774104 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1055 ALL 475766.1 3774104 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1056 ALL 475786.1 3774104 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1057 ALL 475806.1 3774104 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1058 ALL 475826.1 3774104 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1059 ALL 475846.1 3774104 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1060 ALL 475866.1 3774104 2.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1061 ALL 475886.1 3774104 3.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1062 ALL 475906.1 3774104 3.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1063 ALL 475926.1 3774104 3.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1064 ALL 475946.1 3774104 3.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1065 ALL 475966.1 3774104 3.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1066 ALL 475986.1 3774104 3.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1067 ALL 476006.1 3774104 4.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1068 ALL 476026.1 3774104 4.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1069 ALL 476046.1 3774104 4.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1070 ALL 476066.1 3774104 5.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1071 ALL 476086.1 3774104 5.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1072 ALL 476106.1 3774104 5.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1073 ALL 476126.1 3774104 5.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1074 ALL 476146.1 3774104 6.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1075 ALL 476166.1 3774104 6.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1076 ALL 476186.1 3774104 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1077 ALL 476206.1 3774104 7.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1078 ALL 476226.1 3774104 8.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1079 ALL 476246.1 3774104 8.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1080 ALL 476266.1 3774104 8.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1081 ALL 476286.1 3774104 9.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1082 ALL 476306.1 3774104 9.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1083 ALL 476326.1 3774104 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1084 ALL 476346.1 3774104 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1085 ALL 476366.1 3774104 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1086 ALL 476386.1 3774104 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1087 ALL 476406.1 3774104 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1088 ALL 476426.1 3774104 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1089 ALL 476446.1 3774104 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1090 ALL 476466.1 3774104 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1091 ALL 476486.1 3774104 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1092 ALL 476506.1 3774104 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1093 ALL 476526.1 3774104 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1094 ALL 476546.1 3774104 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1095 ALL 476566.1 3774104 9.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1096 ALL 476586.1 3774104 9.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1097 ALL 476606.1 3774104 9.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1098 ALL 476626.1 3774104 8.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1099 ALL 476646.1 3774104 8.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1100 ALL 476666.1 3774104 7.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1101 ALL 476686.1 3774104 7.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1102 ALL 476706.1 3774104 7.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1103 ALL 476726.1 3774104 6.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1104 ALL 476746.1 3774104 6.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1105 ALL 476766.1 3774104 6.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1106 ALL 476786.1 3774104 5.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1107 ALL 476806.1 3774104 5.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1108 ALL 476826.1 3774104 5.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1109 ALL 476846.1 3774104 5.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1110 ALL 476866.1 3774104 5.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1111 ALL 476886.1 3774104 4.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1112 ALL 476906.1 3774104 4.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1113 ALL 476926.1 3774104 4.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1114 ALL 476946.1 3774104 4.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1115 ALL 476966.1 3774104 4.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1116 ALL 476986.1 3774104 4.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1117 ALL 477006.1 3774104 3.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1118 ALL 477026.1 3774104 3.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1119 ALL 477046.1 3774104 3.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1120 ALL 477066.1 3774104 3.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1121 ALL 477086.1 3774104 3.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1122 ALL 477106.1 3774104 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1123 ALL 475526.1 3774124 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1124 ALL 475546.1 3774124 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1125 ALL 475566.1 3774124 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1126 ALL 475586.1 3774124 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1127 ALL 475606.1 3774124 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1128 ALL 475626.1 3774124 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1129 ALL 475646.1 3774124 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1130 ALL 475666.1 3774124 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1131 ALL 475686.1 3774124 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1132 ALL 475706.1 3774124 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1133 ALL 475726.1 3774124 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1134 ALL 475746.1 3774124 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1135 ALL 475766.1 3774124 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1136 ALL 475786.1 3774124 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1137 ALL 475806.1 3774124 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1138 ALL 475826.1 3774124 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1139 ALL 475846.1 3774124 2.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1140 ALL 475866.1 3774124 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1141 ALL 475886.1 3774124 3.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1142 ALL 475906.1 3774124 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1143 ALL 475926.1 3774124 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1144 ALL 475946.1 3774124 3.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1145 ALL 475966.1 3774124 3.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1146 ALL 475986.1 3774124 4.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1147 ALL 476006.1 3774124 4.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1148 ALL 476026.1 3774124 4.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1149 ALL 476046.1 3774124 4.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1150 ALL 476066.1 3774124 5.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1151 ALL 476086.1 3774124 5.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1152 ALL 476106.1 3774124 5.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1153 ALL 476126.1 3774124 6.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1154 ALL 476146.1 3774124 6.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1155 ALL 476166.1 3774124 7.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1156 ALL 476186.1 3774124 7.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1157 ALL 476206.1 3774124 8.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1158 ALL 476226.1 3774124 8.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1159 ALL 476246.1 3774124 9.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1160 ALL 476266.1 3774124 9.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1161 ALL 476286.1 3774124 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1162 ALL 476306.1 3774124 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1163 ALL 476326.1 3774124 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1164 ALL 476346.1 3774124 1.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1165 ALL 476366.1 3774124 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1166 ALL 476386.1 3774124 1.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1167 ALL 476406.1 3774124 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1168 ALL 476426.1 3774124 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1169 ALL 476446.1 3774124 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1170 ALL 476466.1 3774124 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1171 ALL 476486.1 3774124 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1172 ALL 476506.1 3774124 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1173 ALL 476526.1 3774124 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1174 ALL 476546.1 3774124 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1175 ALL 476566.1 3774124 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1176 ALL 476586.1 3774124 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1177 ALL 476606.1 3774124 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1178 ALL 476626.1 3774124 9.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1179 ALL 476646.1 3774124 9.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1180 ALL 476666.1 3774124 8.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1181 ALL 476686.1 3774124 8.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1182 ALL 476706.1 3774124 7.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1183 ALL 476726.1 3774124 7.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1184 ALL 476746.1 3774124 7.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1185 ALL 476766.1 3774124 6.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1186 ALL 476786.1 3774124 6.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1187 ALL 476806.1 3774124 6.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1188 ALL 476826.1 3774124 5.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1189 ALL 476846.1 3774124 5.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1190 ALL 476866.1 3774124 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1191 ALL 476886.1 3774124 5.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1192 ALL 476906.1 3774124 5.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1193 ALL 476926.1 3774124 4.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1194 ALL 476946.1 3774124 4.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1195 ALL 476966.1 3774124 4.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1196 ALL 476986.1 3774124 4.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1197 ALL 477006.1 3774124 4.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1198 ALL 477026.1 3774124 4.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1199 ALL 477046.1 3774124 3.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1200 ALL 477066.1 3774124 3.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1201 ALL 477086.1 3774124 3.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1202 ALL 477106.1 3774124 3.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1203 ALL 475526.1 3774144 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1204 ALL 475546.1 3774144 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1205 ALL 475566.1 3774144 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1206 ALL 475586.1 3774144 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1207 ALL 475606.1 3774144 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1208 ALL 475626.1 3774144 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1209 ALL 475646.1 3774144 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1210 ALL 475666.1 3774144 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1211 ALL 475686.1 3774144 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1212 ALL 475706.1 3774144 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1213 ALL 475726.1 3774144 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1214 ALL 475746.1 3774144 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1215 ALL 475766.1 3774144 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1216 ALL 475786.1 3774144 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1217 ALL 475806.1 3774144 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1218 ALL 475826.1 3774144 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1219 ALL 475846.1 3774144 2.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1220 ALL 475866.1 3774144 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1221 ALL 475886.1 3774144 3.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1222 ALL 475906.1 3774144 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1223 ALL 475926.1 3774144 3.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1224 ALL 475946.1 3774144 3.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1225 ALL 475966.1 3774144 3.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1226 ALL 475986.1 3774144 4.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1227 ALL 476006.1 3774144 4.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1228 ALL 476026.1 3774144 4.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1229 ALL 476046.1 3774144 4.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1230 ALL 476066.1 3774144 5.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1231 ALL 476086.1 3774144 5.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1232 ALL 476106.1 3774144 6.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1233 ALL 476126.1 3774144 6.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1234 ALL 476146.1 3774144 6.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1235 ALL 476166.1 3774144 7.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1236 ALL 476186.1 3774144 8.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1237 ALL 476206.1 3774144 8.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1238 ALL 476226.1 3774144 9.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1239 ALL 476246.1 3774144 9.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1240 ALL 476266.1 3774144 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1241 ALL 476286.1 3774144 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1242 ALL 476306.1 3774144 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1243 ALL 476326.1 3774144 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1244 ALL 476346.1 3774144 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1245 ALL 476366.1 3774144 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1246 ALL 476386.1 3774144 1.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1247 ALL 476406.1 3774144 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1248 ALL 476426.1 3774144 1.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1249 ALL 476446.1 3774144 1.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1250 ALL 476466.1 3774144 1.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1251 ALL 476486.1 3774144 1.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1252 ALL 476506.1 3774144 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1253 ALL 476526.1 3774144 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1254 ALL 476546.1 3774144 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1255 ALL 476566.1 3774144 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1256 ALL 476586.1 3774144 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1257 ALL 476606.1 3774144 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1258 ALL 476626.1 3774144 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1259 ALL 476646.1 3774144 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1260 ALL 476666.1 3774144 9.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1261 ALL 476686.1 3774144 9.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1262 ALL 476706.1 3774144 8.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1263 ALL 476726.1 3774144 8.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1264 ALL 476746.1 3774144 7.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1265 ALL 476766.1 3774144 7.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1266 ALL 476786.1 3774144 7.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1267 ALL 476806.1 3774144 6.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1268 ALL 476826.1 3774144 6.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1269 ALL 476846.1 3774144 6.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1270 ALL 476866.1 3774144 6.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1271 ALL 476886.1 3774144 5.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1272 ALL 476906.1 3774144 5.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1273 ALL 476926.1 3774144 5.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1274 ALL 477066.1 3774144 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1275 ALL 477086.1 3774144 3.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1276 ALL 477106.1 3774144 3.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1277 ALL 475526.1 3774164 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1278 ALL 475546.1 3774164 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1279 ALL 475566.1 3774164 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1280 ALL 475586.1 3774164 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1281 ALL 475606.1 3774164 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1282 ALL 475626.1 3774164 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1283 ALL 475646.1 3774164 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1284 ALL 475666.1 3774164 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1285 ALL 475686.1 3774164 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1286 ALL 475706.1 3774164 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1287 ALL 475726.1 3774164 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1288 ALL 475746.1 3774164 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1289 ALL 475766.1 3774164 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1290 ALL 475786.1 3774164 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1291 ALL 475806.1 3774164 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1292 ALL 475826.1 3774164 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1293 ALL 475846.1 3774164 2.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1294 ALL 475866.1 3774164 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1295 ALL 475886.1 3774164 3.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1296 ALL 475906.1 3774164 3.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1297 ALL 475926.1 3774164 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1298 ALL 475946.1 3774164 3.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1299 ALL 475966.1 3774164 3.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1300 ALL 475986.1 3774164 4.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1301 ALL 476006.1 3774164 4.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1302 ALL 476026.1 3774164 4.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1303 ALL 476046.1 3774164 5.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1304 ALL 476066.1 3774164 5.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1305 ALL 476086.1 3774164 5.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1306 ALL 476106.1 3774164 6.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1307 ALL 476126.1 3774164 6.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1308 ALL 476146.1 3774164 7.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1309 ALL 476166.1 3774164 7.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1310 ALL 476186.1 3774164 8.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1311 ALL 476206.1 3774164 9.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1312 ALL 476226.1 3774164 9.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1313 ALL 476246.1 3774164 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1314 ALL 476266.1 3774164 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1315 ALL 476286.1 3774164 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1316 ALL 476306.1 3774164 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1317 ALL 476326.1 3774164 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1318 ALL 476346.1 3774164 1.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1319 ALL 476366.1 3774164 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1320 ALL 476386.1 3774164 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1321 ALL 476406.1 3774164 1.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1322 ALL 476426.1 3774164 1.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1323 ALL 476446.1 3774164 1.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1324 ALL 476466.1 3774164 1.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1325 ALL 476486.1 3774164 1.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1326 ALL 476506.1 3774164 1.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1327 ALL 476526.1 3774164 1.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1328 ALL 476546.1 3774164 1.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1329 ALL 476566.1 3774164 1.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1330 ALL 476586.1 3774164 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1331 ALL 476606.1 3774164 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1332 ALL 476626.1 3774164 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1333 ALL 476646.1 3774164 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1334 ALL 476666.1 3774164 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1335 ALL 476686.1 3774164 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1336 ALL 476706.1 3774164 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1337 ALL 476726.1 3774164 9.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1338 ALL 476746.1 3774164 8.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1339 ALL 476766.1 3774164 8.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1340 ALL 476786.1 3774164 8.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1341 ALL 476806.1 3774164 7.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1342 ALL 476826.1 3774164 7.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1343 ALL 476846.1 3774164 6.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1344 ALL 476866.1 3774164 6.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1345 ALL 476886.1 3774164 6.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1346 ALL 476906.1 3774164 6.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1347 ALL 476926.1 3774164 5.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1348 ALL 477066.1 3774164 4.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1349 ALL 477086.1 3774164 4.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1350 ALL 477106.1 3774164 3.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1351 ALL 475526.1 3774184 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1352 ALL 475546.1 3774184 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1353 ALL 475566.1 3774184 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1354 ALL 475586.1 3774184 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1355 ALL 475606.1 3774184 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1356 ALL 475626.1 3774184 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1357 ALL 475646.1 3774184 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1358 ALL 475666.1 3774184 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1359 ALL 475686.1 3774184 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1360 ALL 475706.1 3774184 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1361 ALL 475726.1 3774184 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1362 ALL 475746.1 3774184 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1363 ALL 475766.1 3774184 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1364 ALL 475786.1 3774184 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1365 ALL 475806.1 3774184 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1366 ALL 475826.1 3774184 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1367 ALL 475846.1 3774184 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1368 ALL 475866.1 3774184 2.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1369 ALL 475886.1 3774184 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1370 ALL 475906.1 3774184 3.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1371 ALL 475926.1 3774184 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1372 ALL 475946.1 3774184 3.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1373 ALL 475966.1 3774184 3.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1374 ALL 475986.1 3774184 4.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1375 ALL 476006.1 3774184 4.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1376 ALL 476026.1 3774184 4.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1377 ALL 476046.1 3774184 5.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1378 ALL 476066.1 3774184 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1379 ALL 476086.1 3774184 5.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1380 ALL 476106.1 3774184 6.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1381 ALL 476126.1 3774184 6.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1382 ALL 476146.1 3774184 7.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1383 ALL 476166.1 3774184 8.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1384 ALL 476186.1 3774184 8.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1385 ALL 476206.1 3774184 9.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1386 ALL 476226.1 3774184 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1387 ALL 476246.1 3774184 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1388 ALL 476266.1 3774184 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1389 ALL 476286.1 3774184 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1390 ALL 476306.1 3774184 1.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1391 ALL 476326.1 3774184 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1392 ALL 476346.1 3774184 1.76E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1393 ALL 476366.1 3774184 1.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1394 ALL 476386.1 3774184 2.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1395 ALL 476406.1 3774184 2.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1396 ALL 476426.1 3774184 2.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1397 ALL 476446.1 3774184 2.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1398 ALL 476466.1 3774184 2.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1399 ALL 476486.1 3774184 2.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1400 ALL 476506.1 3774184 2.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1401 ALL 476526.1 3774184 2.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1402 ALL 476546.1 3774184 1.95E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1403 ALL 476566.1 3774184 1.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1404 ALL 476586.1 3774184 1.72E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1405 ALL 476606.1 3774184 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1406 ALL 476626.1 3774184 1.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1407 ALL 476646.1 3774184 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1408 ALL 476666.1 3774184 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1409 ALL 476686.1 3774184 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1410 ALL 476706.1 3774184 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1411 ALL 476726.1 3774184 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1412 ALL 476746.1 3774184 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1413 ALL 476766.1 3774184 9.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1414 ALL 476786.1 3774184 9.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1415 ALL 476806.1 3774184 8.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1416 ALL 476826.1 3774184 8.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1417 ALL 476846.1 3774184 7.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1418 ALL 476866.1 3774184 7.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1419 ALL 476886.1 3774184 6.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1420 ALL 476906.1 3774184 6.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1421 ALL 476926.1 3774184 6.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1422 ALL 477066.1 3774184 4.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1423 ALL 477086.1 3774184 4.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1424 ALL 477106.1 3774184 4.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1425 ALL 475526.1 3774204 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1426 ALL 475546.1 3774204 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1427 ALL 475566.1 3774204 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1428 ALL 475586.1 3774204 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1429 ALL 475606.1 3774204 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1430 ALL 475626.1 3774204 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1431 ALL 475646.1 3774204 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1432 ALL 475666.1 3774204 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1433 ALL 475686.1 3774204 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1434 ALL 475706.1 3774204 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1435 ALL 475726.1 3774204 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1436 ALL 475746.1 3774204 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1437 ALL 475766.1 3774204 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1438 ALL 475786.1 3774204 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1439 ALL 475806.1 3774204 2.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1440 ALL 475826.1 3774204 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1441 ALL 475846.1 3774204 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1442 ALL 475866.1 3774204 2.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1443 ALL 475886.1 3774204 3.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1444 ALL 475906.1 3774204 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1445 ALL 475926.1 3774204 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1446 ALL 475946.1 3774204 3.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1447 ALL 475966.1 3774204 3.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1448 ALL 475986.1 3774204 4.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1449 ALL 476006.1 3774204 4.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1450 ALL 476026.1 3774204 4.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1451 ALL 476046.1 3774204 5.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1452 ALL 476066.1 3774204 5.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1453 ALL 476086.1 3774204 5.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1454 ALL 476106.1 3774204 6.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1455 ALL 476126.1 3774204 7.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1456 ALL 476146.1 3774204 7.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1457 ALL 476166.1 3774204 8.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1458 ALL 476186.1 3774204 9.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1459 ALL 476206.1 3774204 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1460 ALL 476226.1 3774204 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1461 ALL 476246.1 3774204 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1462 ALL 476266.1 3774204 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1463 ALL 476286.1 3774204 1.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1464 ALL 476306.1 3774204 1.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1465 ALL 476326.1 3774204 1.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1466 ALL 476346.1 3774204 2.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1467 ALL 476366.1 3774204 2.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1468 ALL 476386.1 3774204 2.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1469 ALL 476406.1 3774204 2.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1470 ALL 476426.1 3774204 2.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1471 ALL 476446.1 3774204 2.71E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1472 ALL 476466.1 3774204 2.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1473 ALL 476486.1 3774204 2.73E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1474 ALL 476506.1 3774204 2.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1475 ALL 476526.1 3774204 2.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1476 ALL 476546.1 3774204 2.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1477 ALL 477046.1 3774204 4.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1478 ALL 477066.1 3774204 4.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1479 ALL 477086.1 3774204 4.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1480 ALL 477106.1 3774204 4.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1481 ALL 477126.1 3774204 4.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1482 ALL 477146.1 3774204 3.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1483 ALL 477166.1 3774204 3.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1484 ALL 475526.1 3774224 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1485 ALL 475546.1 3774224 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1486 ALL 475566.1 3774224 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1487 ALL 475586.1 3774224 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1488 ALL 475606.1 3774224 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1489 ALL 475626.1 3774224 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1490 ALL 475646.1 3774224 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1491 ALL 475666.1 3774224 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1492 ALL 475686.1 3774224 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1493 ALL 475706.1 3774224 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1494 ALL 475726.1 3774224 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1495 ALL 475746.1 3774224 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1496 ALL 475766.1 3774224 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1497 ALL 475786.1 3774224 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1498 ALL 475806.1 3774224 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1499 ALL 475826.1 3774224 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1500 ALL 475846.1 3774224 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1501 ALL 475866.1 3774224 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1502 ALL 475886.1 3774224 3.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1503 ALL 475906.1 3774224 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1504 ALL 475926.1 3774224 3.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1505 ALL 475946.1 3774224 3.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1506 ALL 475966.1 3774224 3.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1507 ALL 475986.1 3774224 4.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1508 ALL 476006.1 3774224 4.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1509 ALL 476026.1 3774224 4.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1510 ALL 476046.1 3774224 5.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1511 ALL 476066.1 3774224 5.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1512 ALL 476086.1 3774224 6.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1513 ALL 476106.1 3774224 6.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1514 ALL 476126.1 3774224 7.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1515 ALL 476146.1 3774224 7.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1516 ALL 476166.1 3774224 8.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1517 ALL 476186.1 3774224 9.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1518 ALL 476206.1 3774224 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1519 ALL 476226.1 3774224 1.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1520 ALL 476246.1 3774224 1.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1521 ALL 476266.1 3774224 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1522 ALL 476286.1 3774224 1.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1523 ALL 476306.1 3774224 1.81E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1524 ALL 476326.1 3774224 2.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1525 ALL 476346.1 3774224 2.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1526 ALL 476366.1 3774224 2.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1527 ALL 476386.1 3774224 2.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1528 ALL 476406.1 3774224 3.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1529 ALL 476426.1 3774224 3.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1530 ALL 476446.1 3774224 3.42E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1531 ALL 476466.1 3774224 3.51E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1532 ALL 476486.1 3774224 3.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1533 ALL 476506.1 3774224 3.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1534 ALL 476526.1 3774224 3.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1535 ALL 476546.1 3774224 3.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1536 ALL 477046.1 3774224 5.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1537 ALL 477066.1 3774224 4.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1538 ALL 477086.1 3774224 4.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1539 ALL 477106.1 3774224 4.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1540 ALL 477126.1 3774224 4.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1541 ALL 477146.1 3774224 4.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1542 ALL 477166.1 3774224 3.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1543 ALL 475526.1 3774244 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1544 ALL 475546.1 3774244 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1545 ALL 475566.1 3774244 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1546 ALL 475586.1 3774244 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1547 ALL 475606.1 3774244 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1548 ALL 475626.1 3774244 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1549 ALL 475646.1 3774244 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1550 ALL 475666.1 3774244 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1551 ALL 475686.1 3774244 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1552 ALL 475706.1 3774244 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1553 ALL 475726.1 3774244 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1554 ALL 475746.1 3774244 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1555 ALL 475766.1 3774244 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1556 ALL 475786.1 3774244 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1557 ALL 475806.1 3774244 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1558 ALL 475826.1 3774244 2.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1559 ALL 475846.1 3774244 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1560 ALL 475866.1 3774244 2.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1561 ALL 475886.1 3774244 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1562 ALL 475906.1 3774244 3.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1563 ALL 475926.1 3774244 3.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1564 ALL 475946.1 3774244 3.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1565 ALL 475966.1 3774244 3.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1566 ALL 475986.1 3774244 4.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1567 ALL 476006.1 3774244 4.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1568 ALL 476026.1 3774244 4.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1569 ALL 476046.1 3774244 5.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1570 ALL 476066.1 3774244 5.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1571 ALL 476086.1 3774244 6.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1572 ALL 476106.1 3774244 6.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1573 ALL 476126.1 3774244 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1574 ALL 476146.1 3774244 7.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1575 ALL 476166.1 3774244 8.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1576 ALL 476186.1 3774244 9.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1577 ALL 476206.1 3774244 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1578 ALL 476226.1 3774244 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1579 ALL 476246.1 3774244 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1580 ALL 476266.1 3774244 1.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1581 ALL 476286.1 3774244 1.72E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1582 ALL 476306.1 3774244 1.97E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1583 ALL 476326.1 3774244 2.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1584 ALL 476346.1 3774244 2.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1585 ALL 476366.1 3774244 2.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1586 ALL 476386.1 3774244 3.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1587 ALL 476406.1 3774244 3.81E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1588 ALL 476426.1 3774244 4.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1589 ALL 476446.1 3774244 4.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1590 ALL 476466.1 3774244 4.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1591 ALL 476486.1 3774244 4.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1592 ALL 476506.1 3774244 4.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1593 ALL 476526.1 3774244 4.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1594 ALL 476546.1 3774244 3.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1595 ALL 477046.1 3774244 5.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1596 ALL 477066.1 3774244 5.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1597 ALL 477086.1 3774244 4.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1598 ALL 477106.1 3774244 4.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1599 ALL 477126.1 3774244 4.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1600 ALL 477146.1 3774244 4.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1601 ALL 477166.1 3774244 4.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1602 ALL 475526.1 3774264 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1603 ALL 475546.1 3774264 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1604 ALL 475566.1 3774264 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1605 ALL 475586.1 3774264 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1606 ALL 475606.1 3774264 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1607 ALL 475626.1 3774264 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1608 ALL 475646.1 3774264 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1609 ALL 475666.1 3774264 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1610 ALL 475686.1 3774264 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1611 ALL 475706.1 3774264 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1612 ALL 475726.1 3774264 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1613 ALL 475746.1 3774264 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1614 ALL 475766.1 3774264 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1615 ALL 475786.1 3774264 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1616 ALL 475806.1 3774264 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1617 ALL 475826.1 3774264 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1618 ALL 475846.1 3774264 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1619 ALL 475866.1 3774264 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1620 ALL 475886.1 3774264 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1621 ALL 475906.1 3774264 3.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1622 ALL 475926.1 3774264 3.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1623 ALL 475946.1 3774264 3.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1624 ALL 475966.1 3774264 3.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1625 ALL 475986.1 3774264 4.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1626 ALL 476006.1 3774264 4.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1627 ALL 476026.1 3774264 4.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1628 ALL 476046.1 3774264 5.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1629 ALL 476066.1 3774264 5.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1630 ALL 476086.1 3774264 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1631 ALL 476106.1 3774264 6.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1632 ALL 476126.1 3774264 7.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1633 ALL 476146.1 3774264 7.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1634 ALL 476166.1 3774264 8.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1635 ALL 476186.1 3774264 9.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1636 ALL 476206.1 3774264 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1637 ALL 476226.1 3774264 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1638 ALL 476246.1 3774264 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1639 ALL 476266.1 3774264 1.58E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1640 ALL 476286.1 3774264 1.81E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1641 ALL 476306.1 3774264 2.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1642 ALL 476326.1 3774264 2.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1643 ALL 476346.1 3774264 2.92E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1644 ALL 476366.1 3774264 3.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1645 ALL 476386.1 3774264 4.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1646 ALL 476406.1 3774264 4.81E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1647 ALL 476426.1 3774264 5.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1648 ALL 476446.1 3774264 6.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1649 ALL 476466.1 3774264 6.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1650 ALL 476486.1 3774264 6.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1651 ALL 476506.1 3774264 6.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1652 ALL 476526.1 3774264 6.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1653 ALL 476546.1 3774264 5.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1654 ALL 477046.1 3774264 5.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1655 ALL 477066.1 3774264 5.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1656 ALL 477086.1 3774264 5.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1657 ALL 477106.1 3774264 4.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1658 ALL 477126.1 3774264 4.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1659 ALL 477146.1 3774264 4.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1660 ALL 477166.1 3774264 4.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1661 ALL 475526.1 3774284 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1662 ALL 475546.1 3774284 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1663 ALL 475566.1 3774284 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1664 ALL 475586.1 3774284 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1665 ALL 475606.1 3774284 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1666 ALL 475626.1 3774284 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1667 ALL 475646.1 3774284 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1668 ALL 475666.1 3774284 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1669 ALL 475686.1 3774284 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1670 ALL 475706.1 3774284 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1671 ALL 475726.1 3774284 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1672 ALL 475746.1 3774284 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1673 ALL 475766.1 3774284 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1674 ALL 475786.1 3774284 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1675 ALL 475806.1 3774284 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1676 ALL 475826.1 3774284 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1677 ALL 475846.1 3774284 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1678 ALL 475866.1 3774284 2.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1679 ALL 475886.1 3774284 2.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1680 ALL 475906.1 3774284 3.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1681 ALL 475926.1 3774284 3.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1682 ALL 475946.1 3774284 3.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1683 ALL 475966.1 3774284 3.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1684 ALL 475986.1 3774284 4.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1685 ALL 476006.1 3774284 4.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1686 ALL 476026.1 3774284 4.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1687 ALL 476046.1 3774284 5.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1688 ALL 476066.1 3774284 5.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1689 ALL 476086.1 3774284 5.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1690 ALL 476106.1 3774284 6.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1691 ALL 476126.1 3774284 7.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1692 ALL 476146.1 3774284 7.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1693 ALL 476166.1 3774284 8.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1694 ALL 476186.1 3774284 9.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1695 ALL 476206.1 3774284 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1696 ALL 476226.1 3774284 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1697 ALL 476246.1 3774284 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1698 ALL 476266.1 3774284 1.61E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1699 ALL 476286.1 3774284 1.87E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1700 ALL 476306.1 3774284 2.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1701 ALL 476326.1 3774284 2.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1702 ALL 476346.1 3774284 3.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1703 ALL 476366.1 3774284 3.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1704 ALL 476386.1 3774284 4.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1705 ALL 476406.1 3774284 6.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1706 ALL 476426.1 3774284 7.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1707 ALL 476446.1 3774284 8.66E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1708 ALL 476466.1 3774284 9.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1709 ALL 476486.1 3774284 9.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1710 ALL 476506.1 3774284 9.79E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1711 ALL 476526.1 3774284 9.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1712 ALL 476546.1 3774284 8.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1713 ALL 477046.1 3774284 5.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1714 ALL 477066.1 3774284 5.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1715 ALL 477086.1 3774284 5.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1716 ALL 477106.1 3774284 4.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1717 ALL 477126.1 3774284 4.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1718 ALL 477146.1 3774284 4.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1719 ALL 477166.1 3774284 4.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1720 ALL 475526.1 3774304 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1721 ALL 475546.1 3774304 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1722 ALL 475566.1 3774304 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1723 ALL 475586.1 3774304 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1724 ALL 475606.1 3774304 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1725 ALL 475626.1 3774304 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1726 ALL 475646.1 3774304 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1727 ALL 475666.1 3774304 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1728 ALL 475686.1 3774304 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1729 ALL 475706.1 3774304 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1730 ALL 475726.1 3774304 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1731 ALL 475746.1 3774304 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1732 ALL 475766.1 3774304 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1733 ALL 475786.1 3774304 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1734 ALL 475806.1 3774304 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1735 ALL 475826.1 3774304 2.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1736 ALL 475846.1 3774304 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1737 ALL 475866.1 3774304 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1738 ALL 475886.1 3774304 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1739 ALL 475906.1 3774304 3.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1740 ALL 475926.1 3774304 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1741 ALL 475946.1 3774304 3.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1742 ALL 475966.1 3774304 3.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1743 ALL 475986.1 3774304 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1744 ALL 476006.1 3774304 4.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1745 ALL 476026.1 3774304 4.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1746 ALL 476046.1 3774304 4.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1747 ALL 476066.1 3774304 5.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1748 ALL 476086.1 3774304 5.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1749 ALL 476106.1 3774304 6.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1750 ALL 476126.1 3774304 7.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1751 ALL 476146.1 3774304 7.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1752 ALL 476166.1 3774304 8.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1753 ALL 476186.1 3774304 9.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1754 ALL 476206.1 3774304 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1755 ALL 476226.1 3774304 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1756 ALL 476246.1 3774304 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1757 ALL 476266.1 3774304 1.62E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1758 ALL 476286.1 3774304 1.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1759 ALL 476306.1 3774304 2.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1760 ALL 476326.1 3774304 2.75E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1761 ALL 476346.1 3774304 3.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1762 ALL 476366.1 3774304 4.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1763 ALL 476386.1 3774304 5.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1764 ALL 477046.1 3774304 5.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1765 ALL 477066.1 3774304 5.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1766 ALL 477086.1 3774304 5.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1767 ALL 477106.1 3774304 4.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1768 ALL 477126.1 3774304 4.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1769 ALL 477146.1 3774304 4.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1770 ALL 477166.1 3774304 4.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1771 ALL 475526.1 3774324 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1772 ALL 475546.1 3774324 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1773 ALL 475566.1 3774324 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1774 ALL 475586.1 3774324 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1775 ALL 475606.1 3774324 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1776 ALL 475626.1 3774324 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1777 ALL 475646.1 3774324 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1778 ALL 475666.1 3774324 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1779 ALL 475686.1 3774324 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1780 ALL 475706.1 3774324 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1781 ALL 475726.1 3774324 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1782 ALL 475746.1 3774324 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1783 ALL 475766.1 3774324 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1784 ALL 475786.1 3774324 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1785 ALL 475806.1 3774324 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1786 ALL 475826.1 3774324 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1787 ALL 475846.1 3774324 2.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1788 ALL 475866.1 3774324 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1789 ALL 475886.1 3774324 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1790 ALL 475906.1 3774324 3.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1791 ALL 475926.1 3774324 3.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1792 ALL 475946.1 3774324 3.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1793 ALL 475966.1 3774324 3.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1794 ALL 475986.1 3774324 3.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1795 ALL 476006.1 3774324 4.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1796 ALL 476026.1 3774324 4.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1797 ALL 476046.1 3774324 4.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1798 ALL 476066.1 3774324 5.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1799 ALL 476086.1 3774324 5.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1800 ALL 476106.1 3774324 6.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1801 ALL 476126.1 3774324 6.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1802 ALL 476146.1 3774324 7.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1803 ALL 476166.1 3774324 8.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1804 ALL 476186.1 3774324 9.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1805 ALL 476206.1 3774324 1.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1806 ALL 476226.1 3774324 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1807 ALL 476246.1 3774324 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1808 ALL 476266.1 3774324 1.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1809 ALL 476286.1 3774324 1.87E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1810 ALL 476306.1 3774324 2.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1811 ALL 476326.1 3774324 2.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1812 ALL 476346.1 3774324 3.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1813 ALL 476366.1 3774324 4.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1814 ALL 476386.1 3774324 6.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1815 ALL 477046.1 3774324 5.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1816 ALL 477066.1 3774324 5.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1817 ALL 477086.1 3774324 5.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1818 ALL 477106.1 3774324 4.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1819 ALL 477126.1 3774324 4.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1820 ALL 477146.1 3774324 4.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1821 ALL 477166.1 3774324 4.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1822 ALL 477466.1 3774324 3.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1823 ALL 477486.1 3774324 3.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1824 ALL 477506.1 3774324 3.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1825 ALL 477526.1 3774324 3.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1826 ALL 475526.1 3774344 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1827 ALL 475546.1 3774344 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1828 ALL 475566.1 3774344 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1829 ALL 475586.1 3774344 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1830 ALL 475606.1 3774344 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1831 ALL 475626.1 3774344 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1832 ALL 475646.1 3774344 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1833 ALL 475666.1 3774344 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1834 ALL 475686.1 3774344 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1835 ALL 475706.1 3774344 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1836 ALL 475726.1 3774344 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1837 ALL 475746.1 3774344 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1838 ALL 475766.1 3774344 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1839 ALL 475786.1 3774344 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1840 ALL 475806.1 3774344 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1841 ALL 475826.1 3774344 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1842 ALL 475846.1 3774344 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1843 ALL 475866.1 3774344 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1844 ALL 475886.1 3774344 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1845 ALL 475906.1 3774344 2.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1846 ALL 475926.1 3774344 3.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1847 ALL 475946.1 3774344 3.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1848 ALL 475966.1 3774344 3.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1849 ALL 475986.1 3774344 3.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1850 ALL 476006.1 3774344 4.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1851 ALL 476026.1 3774344 4.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1852 ALL 476046.1 3774344 4.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1853 ALL 476066.1 3774344 5.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1854 ALL 476086.1 3774344 5.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1855 ALL 476106.1 3774344 6.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1856 ALL 476126.1 3774344 6.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1857 ALL 476146.1 3774344 7.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1858 ALL 476166.1 3774344 8.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1859 ALL 476186.1 3774344 9.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1860 ALL 476206.1 3774344 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1861 ALL 476226.1 3774344 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1862 ALL 476246.1 3774344 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1863 ALL 476266.1 3774344 1.55E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1864 ALL 476286.1 3774344 1.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1865 ALL 476306.1 3774344 2.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1866 ALL 476326.1 3774344 2.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1867 ALL 476346.1 3774344 3.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1868 ALL 476366.1 3774344 4.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1869 ALL 476386.1 3774344 6.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1870 ALL 476406.1 3774344 9.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1871 ALL 477046.1 3774344 5.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1872 ALL 477066.1 3774344 5.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1873 ALL 477086.1 3774344 5.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1874 ALL 477106.1 3774344 4.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1875 ALL 477126.1 3774344 4.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1876 ALL 477146.1 3774344 4.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1877 ALL 477166.1 3774344 4.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1878 ALL 477466.1 3774344 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1879 ALL 477486.1 3774344 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1880 ALL 477506.1 3774344 3.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1881 ALL 477526.1 3774344 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1882 ALL 475526.1 3774364 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1883 ALL 475546.1 3774364 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1884 ALL 475566.1 3774364 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1885 ALL 475586.1 3774364 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1886 ALL 475606.1 3774364 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1887 ALL 475626.1 3774364 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1888 ALL 475646.1 3774364 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1889 ALL 475666.1 3774364 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1890 ALL 475686.1 3774364 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1891 ALL 475706.1 3774364 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1892 ALL 475726.1 3774364 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1893 ALL 475746.1 3774364 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1894 ALL 475766.1 3774364 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1895 ALL 475786.1 3774364 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1896 ALL 475806.1 3774364 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1897 ALL 475826.1 3774364 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1898 ALL 475846.1 3774364 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1899 ALL 475866.1 3774364 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1900 ALL 475886.1 3774364 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1901 ALL 475906.1 3774364 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1902 ALL 475926.1 3774364 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1903 ALL 475946.1 3774364 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1904 ALL 475966.1 3774364 3.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1905 ALL 475986.1 3774364 3.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1906 ALL 476006.1 3774364 4.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1907 ALL 476026.1 3774364 4.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1908 ALL 476046.1 3774364 4.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1909 ALL 476066.1 3774364 5.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1910 ALL 476086.1 3774364 5.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1911 ALL 476106.1 3774364 5.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1912 ALL 476126.1 3774364 6.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1913 ALL 476146.1 3774364 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1914 ALL 476166.1 3774364 7.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1915 ALL 476186.1 3774364 8.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1916 ALL 476206.1 3774364 9.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1917 ALL 476226.1 3774364 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1918 ALL 476246.1 3774364 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1919 ALL 476266.1 3774364 1.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1920 ALL 476286.1 3774364 1.73E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1921 ALL 476306.1 3774364 2.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1922 ALL 476326.1 3774364 2.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1923 ALL 476346.1 3774364 3.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1924 ALL 476366.1 3774364 4.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1925 ALL 476386.1 3774364 5.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1926 ALL 477046.1 3774364 5.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1927 ALL 477066.1 3774364 5.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1928 ALL 477086.1 3774364 5.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1929 ALL 477106.1 3774364 4.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1930 ALL 477126.1 3774364 4.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1931 ALL 477146.1 3774364 4.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1932 ALL 477166.1 3774364 4.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1933 ALL 477466.1 3774364 3.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1934 ALL 477486.1 3774364 3.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1935 ALL 477506.1 3774364 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1936 ALL 477526.1 3774364 2.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1937 ALL 475526.1 3774384 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1938 ALL 475546.1 3774384 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1939 ALL 475566.1 3774384 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1940 ALL 475586.1 3774384 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1941 ALL 475606.1 3774384 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1942 ALL 475626.1 3774384 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1943 ALL 475646.1 3774384 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1944 ALL 475666.1 3774384 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1945 ALL 475686.1 3774384 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1946 ALL 475706.1 3774384 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1947 ALL 475726.1 3774384 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1948 ALL 475746.1 3774384 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1949 ALL 475766.1 3774384 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1950 ALL 475786.1 3774384 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1951 ALL 475806.1 3774384 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1952 ALL 475826.1 3774384 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1953 ALL 475846.1 3774384 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1954 ALL 475866.1 3774384 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1955 ALL 475886.1 3774384 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1956 ALL 475906.1 3774384 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1957 ALL 475926.1 3774384 3.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1958 ALL 475946.1 3774384 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1959 ALL 475966.1 3774384 3.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1960 ALL 475986.1 3774384 3.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1961 ALL 476006.1 3774384 3.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1962 ALL 476026.1 3774384 4.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1963 ALL 476046.1 3774384 4.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1964 ALL 476066.1 3774384 4.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1965 ALL 476086.1 3774384 5.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1966 ALL 476106.1 3774384 5.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1967 ALL 476126.1 3774384 6.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1968 ALL 476146.1 3774384 6.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1969 ALL 476166.1 3774384 7.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1970 ALL 476186.1 3774384 8.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1971 ALL 476206.1 3774384 9.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1972 ALL 476226.1 3774384 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1973 ALL 476246.1 3774384 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1974 ALL 476266.1 3774384 1.40E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1975 ALL 476286.1 3774384 1.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1976 ALL 476306.1 3774384 1.94E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1977 ALL 476326.1 3774384 2.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1978 ALL 476346.1 3774384 2.90E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1979 ALL 476366.1 3774384 3.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1980 ALL 476386.1 3774384 4.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1981 ALL 476417.9 3774378 9.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1982 ALL 477046.1 3774384 5.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1983 ALL 477066.1 3774384 5.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1984 ALL 477086.1 3774384 5.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1985 ALL 477106.1 3774384 4.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1986 ALL 477126.1 3774384 4.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1987 ALL 477146.1 3774384 4.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1988 ALL 477166.1 3774384 4.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1989 ALL 477466.1 3774384 3.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1990 ALL 477486.1 3774384 3.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1991 ALL 477506.1 3774384 2.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1992 ALL 477526.1 3774384 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1993 ALL 475526.1 3774404 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1994 ALL 475546.1 3774404 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1995 ALL 475566.1 3774404 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1996 ALL 475586.1 3774404 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1997 ALL 475606.1 3774404 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1998 ALL 475626.1 3774404 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1999 ALL 475646.1 3774404 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2000 ALL 475666.1 3774404 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2001 ALL 475686.1 3774404 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2002 ALL 475706.1 3774404 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2003 ALL 475726.1 3774404 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2004 ALL 475746.1 3774404 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2005 ALL 475766.1 3774404 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2006 ALL 475786.1 3774404 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2007 ALL 475806.1 3774404 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2008 ALL 475826.1 3774404 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2009 ALL 475846.1 3774404 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2010 ALL 475866.1 3774404 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2011 ALL 475886.1 3774404 2.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2012 ALL 475906.1 3774404 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2013 ALL 475926.1 3774404 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2014 ALL 475946.1 3774404 3.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2015 ALL 475966.1 3774404 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2016 ALL 475986.1 3774404 3.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2017 ALL 476006.1 3774404 3.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2018 ALL 476026.1 3774404 4.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2019 ALL 476046.1 3774404 4.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2020 ALL 476066.1 3774404 4.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2021 ALL 476086.1 3774404 5.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2022 ALL 476106.1 3774404 5.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2023 ALL 476126.1 3774404 6.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2024 ALL 476146.1 3774404 6.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2025 ALL 476166.1 3774404 7.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2026 ALL 476186.1 3774404 8.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2027 ALL 476206.1 3774404 9.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2028 ALL 476226.1 3774404 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2029 ALL 476246.1 3774404 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2030 ALL 476266.1 3774404 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2031 ALL 476286.1 3774404 1.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2032 ALL 476306.1 3774404 1.79E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2033 ALL 476326.1 3774404 2.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2034 ALL 477046.1 3774404 5.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2035 ALL 477066.1 3774404 5.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2036 ALL 477086.1 3774404 4.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2037 ALL 477106.1 3774404 4.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2038 ALL 477126.1 3774404 4.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2039 ALL 477146.1 3774404 4.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2040 ALL 477166.1 3774404 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2041 ALL 477186.1 3774404 3.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2042 ALL 477206.1 3774404 3.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2043 ALL 477226.1 3774404 4.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2044 ALL 477246.1 3774404 4.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2045 ALL 477266.1 3774404 4.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2046 ALL 477286.1 3774404 4.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2047 ALL 477306.1 3774404 3.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2048 ALL 477326.1 3774404 3.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2049 ALL 477346.1 3774404 3.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2050 ALL 477366.1 3774404 3.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2051 ALL 477386.1 3774404 3.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2052 ALL 477406.1 3774404 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2053 ALL 477426.1 3774404 3.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2054 ALL 477446.1 3774404 3.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2055 ALL 477466.1 3774404 3.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2056 ALL 477486.1 3774404 2.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2057 ALL 477506.1 3774404 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2058 ALL 477526.1 3774404 2.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2059 ALL 475946.1 3774424 3.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2060 ALL 475966.1 3774424 3.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2061 ALL 475986.1 3774424 3.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2062 ALL 476006.1 3774424 3.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2063 ALL 476026.1 3774424 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2064 ALL 476046.1 3774424 4.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2065 ALL 476066.1 3774424 4.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2066 ALL 476086.1 3774424 4.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2067 ALL 476106.1 3774424 5.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2068 ALL 476126.1 3774424 5.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2069 ALL 476146.1 3774424 6.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2070 ALL 476166.1 3774424 7.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2071 ALL 476186.1 3774424 7.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2072 ALL 476206.1 3774424 8.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2073 ALL 476226.1 3774424 9.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2074 ALL 476246.1 3774424 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2075 ALL 476266.1 3774424 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2076 ALL 476286.1 3774424 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2077 ALL 476306.1 3774424 1.64E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2078 ALL 476326.1 3774424 1.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2079 ALL 476346.1 3774424 2.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2080 ALL 476366.1 3774424 2.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2081 ALL 476386.1 3774424 3.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2082 ALL 476406.1 3774424 4.19E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2083 ALL 476426.1 3774424 5.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2084 ALL 476446.1 3774424 6.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2085 ALL 476466.1 3774424 7.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2086 ALL 476486.1 3774424 7.72E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2087 ALL 476506.1 3774424 7.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2088 ALL 476526.1 3774424 7.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2089 ALL 476546.1 3774424 6.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2090 ALL 476566.1 3774424 5.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2091 ALL 476586.1 3774424 4.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2092 ALL 476606.1 3774424 4.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2093 ALL 476626.1 3774424 3.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2094 ALL 476646.1 3774424 3.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2095 ALL 476666.1 3774424 2.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2096 ALL 476686.1 3774424 2.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2097 ALL 476706.1 3774424 2.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2098 ALL 476726.1 3774424 1.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2099 ALL 476746.1 3774424 1.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2100 ALL 476766.1 3774424 1.49E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2101 ALL 476786.1 3774424 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2102 ALL 476806.1 3774424 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2103 ALL 476826.1 3774424 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2104 ALL 476846.1 3774424 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2105 ALL 476866.1 3774424 9.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2106 ALL 476886.1 3774424 8.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2107 ALL 476906.1 3774424 8.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2108 ALL 476926.1 3774424 7.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2109 ALL 476946.1 3774424 7.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2110 ALL 476966.1 3774424 6.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2111 ALL 476986.1 3774424 6.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2112 ALL 477006.1 3774424 5.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2113 ALL 477026.1 3774424 5.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2114 ALL 477046.1 3774424 5.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2115 ALL 477066.1 3774424 4.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2116 ALL 477086.1 3774424 4.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2117 ALL 477106.1 3774424 4.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2118 ALL 477126.1 3774424 4.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2119 ALL 477146.1 3774424 4.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2120 ALL 477166.1 3774424 3.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2121 ALL 477186.1 3774424 3.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2122 ALL 477206.1 3774424 3.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2123 ALL 477226.1 3774424 4.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2124 ALL 477246.1 3774424 4.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2125 ALL 477266.1 3774424 4.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2126 ALL 477286.1 3774424 3.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2127 ALL 477306.1 3774424 3.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2128 ALL 477326.1 3774424 3.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2129 ALL 477346.1 3774424 3.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2130 ALL 477366.1 3774424 3.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2131 ALL 477386.1 3774424 3.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2132 ALL 477406.1 3774424 3.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2133 ALL 477426.1 3774424 3.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2134 ALL 477446.1 3774424 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2135 ALL 477466.1 3774424 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2136 ALL 477486.1 3774424 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2137 ALL 477506.1 3774424 2.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2138 ALL 477526.1 3774424 2.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2139 ALL 475946.1 3774444 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2140 ALL 475966.1 3774444 3.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2141 ALL 475986.1 3774444 3.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2142 ALL 476006.1 3774444 3.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2143 ALL 476026.1 3774444 3.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2144 ALL 476046.1 3774444 4.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2145 ALL 476066.1 3774444 4.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2146 ALL 476086.1 3774444 4.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2147 ALL 476106.1 3774444 5.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2148 ALL 476126.1 3774444 5.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2149 ALL 476146.1 3774444 6.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2150 ALL 476166.1 3774444 6.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2151 ALL 476186.1 3774444 7.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2152 ALL 476206.1 3774444 8.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2153 ALL 476226.1 3774444 9.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2154 ALL 476246.1 3774444 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2155 ALL 476266.1 3774444 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2156 ALL 476286.1 3774444 1.30E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2157 ALL 476306.1 3774444 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2158 ALL 476326.1 3774444 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2159 ALL 476346.1 3774444 2.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2160 ALL 476366.1 3774444 2.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2161 ALL 476386.1 3774444 2.81E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2162 ALL 476406.1 3774444 3.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2163 ALL 476426.1 3774444 3.93E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2164 ALL 476446.1 3774444 4.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2165 ALL 476466.1 3774444 4.99E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2166 ALL 476486.1 3774444 5.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2167 ALL 476506.1 3774444 5.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2168 ALL 476526.1 3774444 5.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2169 ALL 476546.1 3774444 4.65E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2170 ALL 476566.1 3774444 4.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2171 ALL 476586.1 3774444 3.63E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2172 ALL 476606.1 3774444 3.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2173 ALL 476626.1 3774444 2.80E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2174 ALL 476646.1 3774444 2.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2175 ALL 476666.1 3774444 2.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2176 ALL 476686.1 3774444 1.97E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2177 ALL 476706.1 3774444 1.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2178 ALL 476726.1 3774444 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2179 ALL 476746.1 3774444 1.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2180 ALL 476766.1 3774444 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2181 ALL 476786.1 3774444 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2182 ALL 476806.1 3774444 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2183 ALL 476826.1 3774444 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2184 ALL 476846.1 3774444 9.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2185 ALL 476866.1 3774444 8.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2186 ALL 476886.1 3774444 8.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2187 ALL 476906.1 3774444 7.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2188 ALL 476926.1 3774444 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2189 ALL 476946.1 3774444 6.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2190 ALL 476966.1 3774444 6.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2191 ALL 476986.1 3774444 5.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2192 ALL 477006.1 3774444 5.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2193 ALL 477026.1 3774444 5.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2194 ALL 477046.1 3774444 5.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2195 ALL 477066.1 3774444 4.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2196 ALL 477086.1 3774444 4.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2197 ALL 477106.1 3774444 4.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2198 ALL 477126.1 3774444 4.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2199 ALL 477146.1 3774444 3.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2200 ALL 477166.1 3774444 3.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2201 ALL 477186.1 3774444 3.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2202 ALL 477206.1 3774444 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2203 ALL 477226.1 3774444 3.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2204 ALL 477246.1 3774444 3.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2205 ALL 477266.1 3774444 3.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2206 ALL 477286.1 3774444 3.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2207 ALL 477306.1 3774444 3.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2208 ALL 477326.1 3774444 3.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2209 ALL 477346.1 3774444 3.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2210 ALL 477366.1 3774444 3.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2211 ALL 477386.1 3774444 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2212 ALL 477406.1 3774444 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2213 ALL 477426.1 3774444 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2214 ALL 477446.1 3774444 2.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2215 ALL 477466.1 3774444 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2216 ALL 477486.1 3774444 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2217 ALL 477506.1 3774444 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2218 ALL 477526.1 3774444 2.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2219 ALL 475946.1 3774464 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2220 ALL 475966.1 3774464 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2221 ALL 475986.1 3774464 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2222 ALL 476006.1 3774464 3.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2223 ALL 476026.1 3774464 3.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2224 ALL 476046.1 3774464 4.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2225 ALL 476066.1 3774464 4.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2226 ALL 476086.1 3774464 4.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2227 ALL 476106.1 3774464 5.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2228 ALL 476126.1 3774464 5.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2229 ALL 476146.1 3774464 5.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2230 ALL 476166.1 3774464 6.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2231 ALL 476186.1 3774464 7.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2232 ALL 476206.1 3774464 7.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2233 ALL 476226.1 3774464 8.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2234 ALL 476246.1 3774464 9.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2235 ALL 476266.1 3774464 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2236 ALL 476286.1 3774464 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2237 ALL 476306.1 3774464 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2238 ALL 476326.1 3774464 1.56E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2239 ALL 476346.1 3774464 1.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2240 ALL 476366.1 3774464 2.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2241 ALL 476386.1 3774464 2.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2242 ALL 476406.1 3774464 2.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2243 ALL 476426.1 3774464 3.06E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2244 ALL 476446.1 3774464 3.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2245 ALL 476466.1 3774464 3.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2246 ALL 476486.1 3774464 3.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2247 ALL 476506.1 3774464 3.82E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2248 ALL 476526.1 3774464 3.70E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2249 ALL 476546.1 3774464 3.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2250 ALL 476566.1 3774464 3.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2251 ALL 476586.1 3774464 2.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2252 ALL 476606.1 3774464 2.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2253 ALL 476626.1 3774464 2.27E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2254 ALL 476646.1 3774464 2.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2255 ALL 476666.1 3774464 1.85E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2256 ALL 476686.1 3774464 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2257 ALL 476706.1 3774464 1.52E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2258 ALL 476726.1 3774464 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2259 ALL 476746.1 3774464 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2260 ALL 476766.1 3774464 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2261 ALL 476786.1 3774464 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2262 ALL 476806.1 3774464 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2263 ALL 476826.1 3774464 9.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2264 ALL 476846.1 3774464 8.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2265 ALL 476866.1 3774464 8.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2266 ALL 476886.1 3774464 7.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2267 ALL 476906.1 3774464 7.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2268 ALL 476926.1 3774464 6.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2269 ALL 476946.1 3774464 6.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2270 ALL 476966.1 3774464 5.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2271 ALL 476986.1 3774464 5.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2272 ALL 477006.1 3774464 5.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2273 ALL 477026.1 3774464 5.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2274 ALL 477046.1 3774464 4.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2275 ALL 477066.1 3774464 4.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2276 ALL 477086.1 3774464 4.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2277 ALL 477106.1 3774464 4.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2278 ALL 477126.1 3774464 3.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2279 ALL 477146.1 3774464 3.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2280 ALL 477166.1 3774464 3.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2281 ALL 477186.1 3774464 3.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2282 ALL 477206.1 3774464 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2283 ALL 477226.1 3774464 3.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2284 ALL 477246.1 3774464 3.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2285 ALL 477266.1 3774464 3.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2286 ALL 477286.1 3774464 3.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2287 ALL 477306.1 3774464 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2288 ALL 477326.1 3774464 3.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2289 ALL 477346.1 3774464 3.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2290 ALL 477366.1 3774464 3.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2291 ALL 477386.1 3774464 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2292 ALL 477406.1 3774464 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2293 ALL 477426.1 3774464 2.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2294 ALL 477446.1 3774464 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2295 ALL 477466.1 3774464 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2296 ALL 477486.1 3774464 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2297 ALL 477506.1 3774464 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2298 ALL 477526.1 3774464 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2299 ALL 475946.1 3774484 2.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2300 ALL 475966.1 3774484 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2301 ALL 475986.1 3774484 3.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2302 ALL 476006.1 3774484 3.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2303 ALL 476026.1 3774484 3.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2304 ALL 476046.1 3774484 3.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2305 ALL 476066.1 3774484 4.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2306 ALL 476086.1 3774484 4.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2307 ALL 476106.1 3774484 4.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2308 ALL 476126.1 3774484 5.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2309 ALL 476146.1 3774484 5.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2310 ALL 476166.1 3774484 6.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2311 ALL 476186.1 3774484 6.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2312 ALL 476206.1 3774484 7.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2313 ALL 476226.1 3774484 8.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2314 ALL 476246.1 3774484 8.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2315 ALL 476266.1 3774484 9.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2316 ALL 476286.1 3774484 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2317 ALL 476306.1 3774484 1.24E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2318 ALL 476326.1 3774484 1.39E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2319 ALL 476346.1 3774484 1.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2320 ALL 476366.1 3774484 1.77E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2321 ALL 476386.1 3774484 1.98E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2322 ALL 476406.1 3774484 2.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2323 ALL 476426.1 3774484 2.46E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2324 ALL 476446.1 3774484 2.67E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2325 ALL 476466.1 3774484 2.83E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2326 ALL 476486.1 3774484 2.92E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2327 ALL 476506.1 3774484 2.92E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2328 ALL 476526.1 3774484 2.84E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2329 ALL 476546.1 3774484 2.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2330 ALL 476566.1 3774484 2.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2331 ALL 476586.1 3774484 2.29E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2332 ALL 476606.1 3774484 2.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2333 ALL 476626.1 3774484 1.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2334 ALL 476646.1 3774484 1.72E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2335 ALL 476666.1 3774484 1.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2336 ALL 476686.1 3774484 1.44E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2337 ALL 476706.1 3774484 1.32E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2338 ALL 476726.1 3774484 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2339 ALL 476746.1 3774484 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2340 ALL 476766.1 3774484 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2341 ALL 476786.1 3774484 9.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2342 ALL 476806.1 3774484 9.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2343 ALL 476826.1 3774484 8.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2344 ALL 476846.1 3774484 7.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2345 ALL 476866.1 3774484 7.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2346 ALL 476886.1 3774484 6.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2347 ALL 476906.1 3774484 6.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2348 ALL 476926.1 3774484 6.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2349 ALL 476946.1 3774484 5.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2350 ALL 476966.1 3774484 5.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2351 ALL 476986.1 3774484 5.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2352 ALL 477006.1 3774484 4.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2353 ALL 477026.1 3774484 4.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2354 ALL 477046.1 3774484 4.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2355 ALL 477066.1 3774484 4.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2356 ALL 477086.1 3774484 4.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2357 ALL 477106.1 3774484 3.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2358 ALL 477126.1 3774484 3.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2359 ALL 477146.1 3774484 3.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2360 ALL 477166.1 3774484 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2361 ALL 477186.1 3774484 3.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2362 ALL 477206.1 3774484 3.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2363 ALL 477226.1 3774484 3.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2364 ALL 477246.1 3774484 3.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2365 ALL 477266.1 3774484 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2366 ALL 477286.1 3774484 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2367 ALL 477306.1 3774484 3.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2368 ALL 477326.1 3774484 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2369 ALL 477346.1 3774484 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2370 ALL 477366.1 3774484 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2371 ALL 477386.1 3774484 2.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2372 ALL 477406.1 3774484 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2373 ALL 477426.1 3774484 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2374 ALL 477446.1 3774484 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2375 ALL 477466.1 3774484 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2376 ALL 477486.1 3774484 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2377 ALL 477506.1 3774484 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2378 ALL 477526.1 3774484 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2379 ALL 475946.1 3774504 2.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2380 ALL 475966.1 3774504 2.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2381 ALL 475986.1 3774504 3.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2382 ALL 476006.1 3774504 3.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2383 ALL 476026.1 3774504 3.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2384 ALL 476046.1 3774504 3.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2385 ALL 476066.1 3774504 4.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2386 ALL 476086.1 3774504 4.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2387 ALL 476106.1 3774504 4.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2388 ALL 476126.1 3774504 4.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2389 ALL 476146.1 3774504 5.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2390 ALL 476166.1 3774504 5.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2391 ALL 476186.1 3774504 6.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2392 ALL 476206.1 3774504 6.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2393 ALL 476226.1 3774504 7.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2394 ALL 476246.1 3774504 8.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2395 ALL 476266.1 3774504 9.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2396 ALL 476286.1 3774504 1.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2397 ALL 476306.1 3774504 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2398 ALL 476326.1 3774504 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2399 ALL 476346.1 3774504 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2400 ALL 476366.1 3774504 1.53E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2401 ALL 476386.1 3774504 1.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2402 ALL 476406.1 3774504 1.85E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2403 ALL 476426.1 3774504 2.01E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2404 ALL 476446.1 3774504 2.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2405 ALL 476466.1 3774504 2.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2406 ALL 476486.1 3774504 2.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2407 ALL 476506.1 3774504 2.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2408 ALL 476526.1 3774504 2.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2409 ALL 476546.1 3774504 2.16E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2410 ALL 476566.1 3774504 2.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2411 ALL 476586.1 3774504 1.89E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2412 ALL 476606.1 3774504 1.74E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2413 ALL 476626.1 3774504 1.60E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2414 ALL 476646.1 3774504 1.47E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2415 ALL 476666.1 3774504 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2416 ALL 476686.1 3774504 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2417 ALL 476706.1 3774504 1.15E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2418 ALL 476726.1 3774504 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2419 ALL 476746.1 3774504 9.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2420 ALL 476766.1 3774504 9.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2421 ALL 476786.1 3774504 8.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2422 ALL 476806.1 3774504 8.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2423 ALL 476826.1 3774504 7.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2424 ALL 476846.1 3774504 7.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2425 ALL 476866.1 3774504 6.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2426 ALL 476886.1 3774504 6.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2427 ALL 476906.1 3774504 6.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2428 ALL 476926.1 3774504 5.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2429 ALL 476946.1 3774504 5.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2430 ALL 476966.1 3774504 5.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2431 ALL 476986.1 3774504 4.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2432 ALL 477006.1 3774504 4.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2433 ALL 477026.1 3774504 4.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2434 ALL 477046.1 3774504 4.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2435 ALL 477066.1 3774504 4.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2436 ALL 477086.1 3774504 3.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2437 ALL 477106.1 3774504 3.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2438 ALL 477126.1 3774504 3.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2439 ALL 477146.1 3774504 3.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2440 ALL 477166.1 3774504 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2441 ALL 477186.1 3774504 3.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2442 ALL 477206.1 3774504 3.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2443 ALL 477226.1 3774504 3.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2444 ALL 477246.1 3774504 3.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2445 ALL 477266.1 3774504 3.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2446 ALL 477286.1 3774504 3.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2447 ALL 477306.1 3774504 2.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2448 ALL 477326.1 3774504 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2449 ALL 477346.1 3774504 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2450 ALL 477366.1 3774504 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2451 ALL 477386.1 3774504 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2452 ALL 477406.1 3774504 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2453 ALL 477426.1 3774504 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2454 ALL 477446.1 3774504 2.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2455 ALL 477466.1 3774504 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2456 ALL 477486.1 3774504 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2457 ALL 477506.1 3774504 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2458 ALL 477526.1 3774504 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2459 ALL 475946.1 3774524 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2460 ALL 475966.1 3774524 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2461 ALL 475986.1 3774524 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2462 ALL 476006.1 3774524 3.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2463 ALL 476026.1 3774524 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2464 ALL 476046.1 3774524 3.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2465 ALL 476066.1 3774524 3.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2466 ALL 476086.1 3774524 4.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2467 ALL 476106.1 3774524 4.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2468 ALL 476126.1 3774524 4.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2469 ALL 476146.1 3774524 5.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2470 ALL 476166.1 3774524 5.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2471 ALL 476186.1 3774524 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2472 ALL 476206.1 3774524 6.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2473 ALL 476226.1 3774524 7.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2474 ALL 476246.1 3774524 7.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2475 ALL 476266.1 3774524 8.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2476 ALL 476286.1 3774524 9.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2477 ALL 476306.1 3774524 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2478 ALL 476326.1 3774524 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2479 ALL 476346.1 3774524 1.22E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2480 ALL 476366.1 3774524 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2481 ALL 476386.1 3774524 1.45E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2482 ALL 476406.1 3774524 1.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2483 ALL 476426.1 3774524 1.68E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2484 ALL 476446.1 3774524 1.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2485 ALL 476466.1 3774524 1.85E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2486 ALL 476486.1 3774524 1.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2487 ALL 476506.1 3774524 1.88E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2488 ALL 476526.1 3774524 1.85E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2489 ALL 476546.1 3774524 1.78E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2490 ALL 476566.1 3774524 1.69E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2491 ALL 476586.1 3774524 1.59E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2492 ALL 476606.1 3774524 1.48E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2493 ALL 476626.1 3774524 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2494 ALL 476646.1 3774524 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2495 ALL 476666.1 3774524 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2496 ALL 476686.1 3774524 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2497 ALL 476706.1 3774524 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2498 ALL 476726.1 3774524 9.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2499 ALL 476746.1 3774524 8.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2500 ALL 476766.1 3774524 8.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2501 ALL 476786.1 3774524 7.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2502 ALL 476806.1 3774524 7.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2503 ALL 476826.1 3774524 6.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2504 ALL 476846.1 3774524 6.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2505 ALL 476866.1 3774524 6.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2506 ALL 476886.1 3774524 5.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2507 ALL 476906.1 3774524 5.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2508 ALL 476926.1 3774524 5.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2509 ALL 476946.1 3774524 5.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2510 ALL 476966.1 3774524 4.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2511 ALL 476986.1 3774524 4.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2512 ALL 477006.1 3774524 4.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2513 ALL 477026.1 3774524 4.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2514 ALL 477046.1 3774524 3.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2515 ALL 477066.1 3774524 3.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2516 ALL 477086.1 3774524 3.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2517 ALL 477106.1 3774524 3.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2518 ALL 477126.1 3774524 3.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2519 ALL 477146.1 3774524 3.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2520 ALL 477166.1 3774524 3.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2521 ALL 477186.1 3774524 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2522 ALL 477206.1 3774524 3.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2523 ALL 477226.1 3774524 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2524 ALL 477246.1 3774524 2.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2525 ALL 477266.1 3774524 2.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2526 ALL 477286.1 3774524 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2527 ALL 477306.1 3774524 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2528 ALL 477326.1 3774524 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2529 ALL 477346.1 3774524 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2530 ALL 477366.1 3774524 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2531 ALL 477386.1 3774524 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2532 ALL 477406.1 3774524 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2533 ALL 477426.1 3774524 2.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2534 ALL 477446.1 3774524 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2535 ALL 477466.1 3774524 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2536 ALL 477486.1 3774524 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2537 ALL 477506.1 3774524 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2538 ALL 477526.1 3774524 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2539 ALL 475946.1 3774544 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2540 ALL 475966.1 3774544 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2541 ALL 475986.1 3774544 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2542 ALL 476006.1 3774544 3.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2543 ALL 476026.1 3774544 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2544 ALL 476046.1 3774544 3.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2545 ALL 476066.1 3774544 3.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2546 ALL 476086.1 3774544 3.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2547 ALL 476106.1 3774544 4.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2548 ALL 476126.1 3774544 4.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2549 ALL 476146.1 3774544 4.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2550 ALL 476166.1 3774544 5.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2551 ALL 476186.1 3774544 5.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2552 ALL 476206.1 3774544 6.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2553 ALL 476226.1 3774544 6.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2554 ALL 476246.1 3774544 7.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2555 ALL 476266.1 3774544 7.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2556 ALL 476286.1 3774544 8.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2557 ALL 476306.1 3774544 9.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2558 ALL 476326.1 3774544 1.00E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2559 ALL 476346.1 3774544 1.09E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2560 ALL 476366.1 3774544 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2561 ALL 476386.1 3774544 1.26E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2562 ALL 476406.1 3774544 1.35E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2563 ALL 476426.1 3774544 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2564 ALL 476446.1 3774544 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2565 ALL 476466.1 3774544 1.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2566 ALL 476486.1 3774544 1.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2567 ALL 476506.1 3774544 1.57E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2568 ALL 476526.1 3774544 1.54E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2569 ALL 476546.1 3774544 1.50E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2570 ALL 476566.1 3774544 1.43E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2571 ALL 476586.1 3774544 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2572 ALL 476606.1 3774544 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2573 ALL 476626.1 3774544 1.20E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2574 ALL 476646.1 3774544 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2575 ALL 476666.1 3774544 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2576 ALL 476686.1 3774544 9.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2577 ALL 476706.1 3774544 9.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2578 ALL 476726.1 3774544 8.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2579 ALL 476746.1 3774544 7.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2580 ALL 476766.1 3774544 7.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2581 ALL 476786.1 3774544 7.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2582 ALL 476806.1 3774544 6.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2583 ALL 476826.1 3774544 6.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2584 ALL 476846.1 3774544 5.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2585 ALL 476866.1 3774544 5.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2586 ALL 476886.1 3774544 5.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2587 ALL 476906.1 3774544 5.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2588 ALL 476926.1 3774544 4.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2589 ALL 476946.1 3774544 4.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2590 ALL 476966.1 3774544 4.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2591 ALL 476986.1 3774544 4.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2592 ALL 477006.1 3774544 4.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2593 ALL 477026.1 3774544 3.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2594 ALL 477046.1 3774544 3.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2595 ALL 477066.1 3774544 3.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2596 ALL 477086.1 3774544 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2597 ALL 477106.1 3774544 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2598 ALL 477126.1 3774544 3.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2599 ALL 477146.1 3774544 3.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2600 ALL 477166.1 3774544 2.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2601 ALL 477186.1 3774544 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2602 ALL 477206.1 3774544 2.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2603 ALL 477226.1 3774544 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2604 ALL 477246.1 3774544 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2605 ALL 477266.1 3774544 2.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2606 ALL 477286.1 3774544 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2607 ALL 477306.1 3774544 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2608 ALL 477326.1 3774544 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2609 ALL 477346.1 3774544 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2610 ALL 477366.1 3774544 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2611 ALL 477386.1 3774544 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2612 ALL 477406.1 3774544 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2613 ALL 477426.1 3774544 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2614 ALL 477446.1 3774544 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2615 ALL 477466.1 3774544 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2616 ALL 477486.1 3774544 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2617 ALL 477506.1 3774544 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2618 ALL 477526.1 3774544 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2619 ALL 475946.1 3774564 2.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2620 ALL 475966.1 3774564 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2621 ALL 475986.1 3774564 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2622 ALL 476006.1 3774564 3.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2623 ALL 476026.1 3774564 3.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2624 ALL 476046.1 3774564 3.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2625 ALL 476066.1 3774564 3.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2626 ALL 476086.1 3774564 3.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2627 ALL 476106.1 3774564 4.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2628 ALL 476126.1 3774564 4.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2629 ALL 476146.1 3774564 4.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2630 ALL 476166.1 3774564 4.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2631 ALL 476186.1 3774564 5.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2632 ALL 476206.1 3774564 5.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2633 ALL 476226.1 3774564 6.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2634 ALL 476246.1 3774564 6.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2635 ALL 476266.1 3774564 7.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2636 ALL 476286.1 3774564 7.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2637 ALL 476306.1 3774564 8.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2638 ALL 476326.1 3774564 9.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2639 ALL 476346.1 3774564 9.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2640 ALL 476366.1 3774564 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2641 ALL 476386.1 3774564 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2642 ALL 476406.1 3774564 1.17E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2643 ALL 476426.1 3774564 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2644 ALL 476446.1 3774564 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2645 ALL 476466.1 3774564 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2646 ALL 476486.1 3774564 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2647 ALL 476506.1 3774564 1.33E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2648 ALL 476526.1 3774564 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2649 ALL 476546.1 3774564 1.28E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2650 ALL 476566.1 3774564 1.23E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2651 ALL 476586.1 3774564 1.18E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2652 ALL 476606.1 3774564 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2653 ALL 476626.1 3774564 1.05E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2654 ALL 476646.1 3774564 9.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2655 ALL 476666.1 3774564 9.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2656 ALL 476686.1 3774564 8.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2657 ALL 476706.1 3774564 8.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2658 ALL 476726.1 3774564 7.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2659 ALL 476746.1 3774564 7.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2660 ALL 476766.1 3774564 6.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2661 ALL 476786.1 3774564 6.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2662 ALL 476806.1 3774564 6.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2663 ALL 476826.1 3774564 5.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2664 ALL 476846.1 3774564 5.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2665 ALL 476866.1 3774564 5.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2666 ALL 476886.1 3774564 4.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2667 ALL 476906.1 3774564 4.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2668 ALL 476926.1 3774564 4.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2669 ALL 476946.1 3774564 4.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2670 ALL 476966.1 3774564 4.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2671 ALL 476986.1 3774564 3.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2672 ALL 477006.1 3774564 3.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2673 ALL 477026.1 3774564 3.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2674 ALL 477046.1 3774564 3.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2675 ALL 477066.1 3774564 3.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2676 ALL 477086.1 3774564 3.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2677 ALL 477106.1 3774564 3.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2678 ALL 477126.1 3774564 2.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2679 ALL 477146.1 3774564 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2680 ALL 477166.1 3774564 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2681 ALL 477186.1 3774564 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2682 ALL 477206.1 3774564 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2683 ALL 477226.1 3774564 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2684 ALL 477246.1 3774564 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2685 ALL 477266.1 3774564 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2686 ALL 477286.1 3774564 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2687 ALL 477306.1 3774564 2.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2688 ALL 477326.1 3774564 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2689 ALL 477346.1 3774564 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2690 ALL 477366.1 3774564 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2691 ALL 477386.1 3774564 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2692 ALL 477406.1 3774564 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2693 ALL 477426.1 3774564 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2694 ALL 477446.1 3774564 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2695 ALL 477466.1 3774564 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2696 ALL 477486.1 3774564 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2697 ALL 477506.1 3774564 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2698 ALL 477526.1 3774564 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2699 ALL 475946.1 3774584 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2700 ALL 475966.1 3774584 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2701 ALL 475986.1 3774584 2.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2702 ALL 476006.1 3774584 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2703 ALL 476026.1 3774584 3.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2704 ALL 476046.1 3774584 3.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2705 ALL 476066.1 3774584 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2706 ALL 476086.1 3774584 3.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2707 ALL 476106.1 3774584 3.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2708 ALL 476126.1 3774584 4.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2709 ALL 476146.1 3774584 4.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2710 ALL 476166.1 3774584 4.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2711 ALL 476186.1 3774584 5.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2712 ALL 476206.1 3774584 5.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2713 ALL 476226.1 3774584 5.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2714 ALL 476246.1 3774584 6.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2715 ALL 476266.1 3774584 6.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2716 ALL 476286.1 3774584 7.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2717 ALL 476306.1 3774584 7.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2718 ALL 476326.1 3774584 8.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2719 ALL 476346.1 3774584 8.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2720 ALL 476366.1 3774584 9.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2721 ALL 476386.1 3774584 9.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2722 ALL 476406.1 3774584 1.02E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2723 ALL 476426.1 3774584 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2724 ALL 476446.1 3774584 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2725 ALL 476466.1 3774584 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2726 ALL 476486.1 3774584 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2727 ALL 476506.1 3774584 1.14E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2728 ALL 476526.1 3774584 1.13E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2729 ALL 476546.1 3774584 1.10E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2730 ALL 476566.1 3774584 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2731 ALL 476586.1 3774584 1.03E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2732 ALL 476606.1 3774584 9.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2733 ALL 476626.1 3774584 9.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2734 ALL 476646.1 3774584 8.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2735 ALL 476666.1 3774584 8.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2736 ALL 476686.1 3774584 7.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2737 ALL 476706.1 3774584 7.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2738 ALL 476726.1 3774584 6.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2739 ALL 476746.1 3774584 6.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2740 ALL 476766.1 3774584 6.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2741 ALL 476786.1 3774584 5.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2742 ALL 476806.1 3774584 5.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2743 ALL 476826.1 3774584 5.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2744 ALL 476846.1 3774584 5.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2745 ALL 476866.1 3774584 4.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2746 ALL 476886.1 3774584 4.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2747 ALL 476906.1 3774584 4.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2748 ALL 476926.1 3774584 4.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2749 ALL 476946.1 3774584 4.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2750 ALL 476966.1 3774584 3.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2751 ALL 476986.1 3774584 3.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2752 ALL 477006.1 3774584 3.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2753 ALL 477026.1 3774584 3.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2754 ALL 477046.1 3774584 3.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2755 ALL 477066.1 3774584 3.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2756 ALL 477086.1 3774584 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2757 ALL 477106.1 3774584 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2758 ALL 477126.1 3774584 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2759 ALL 477146.1 3774584 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2760 ALL 477166.1 3774584 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2761 ALL 477186.1 3774584 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2762 ALL 477206.1 3774584 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2763 ALL 477226.1 3774584 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2764 ALL 477246.1 3774584 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2765 ALL 477266.1 3774584 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2766 ALL 477286.1 3774584 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2767 ALL 477306.1 3774584 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2768 ALL 477326.1 3774584 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2769 ALL 477346.1 3774584 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2770 ALL 477366.1 3774584 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2771 ALL 477386.1 3774584 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2772 ALL 477406.1 3774584 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2773 ALL 477426.1 3774584 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2774 ALL 477446.1 3774584 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2775 ALL 477466.1 3774584 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2776 ALL 477486.1 3774584 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2777 ALL 477506.1 3774584 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2778 ALL 477526.1 3774584 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2779 ALL 475946.1 3774604 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2780 ALL 475966.1 3774604 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2781 ALL 475986.1 3774604 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2782 ALL 476006.1 3774604 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2783 ALL 476026.1 3774604 2.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2784 ALL 476046.1 3774604 3.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2785 ALL 476066.1 3774604 3.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2786 ALL 476086.1 3774604 3.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2787 ALL 476106.1 3774604 3.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2788 ALL 476126.1 3774604 3.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2789 ALL 476146.1 3774604 4.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2790 ALL 476166.1 3774604 4.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2791 ALL 476186.1 3774604 4.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2792 ALL 476206.1 3774604 5.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2793 ALL 476226.1 3774604 5.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2794 ALL 476246.1 3774604 5.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2795 ALL 476266.1 3774604 6.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2796 ALL 476286.1 3774604 6.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2797 ALL 476306.1 3774604 6.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2798 ALL 476326.1 3774604 7.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2799 ALL 476346.1 3774604 7.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2800 ALL 476366.1 3774604 8.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2801 ALL 476386.1 3774604 8.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2802 ALL 476406.1 3774604 9.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2803 ALL 476426.1 3774604 9.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2804 ALL 476446.1 3774604 9.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2805 ALL 476466.1 3774604 9.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2806 ALL 476486.1 3774604 9.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2807 ALL 476506.1 3774604 9.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2808 ALL 476526.1 3774604 9.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2809 ALL 476546.1 3774604 9.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2810 ALL 476566.1 3774604 9.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2811 ALL 476586.1 3774604 9.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2812 ALL 476606.1 3774604 8.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2813 ALL 476626.1 3774604 8.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2814 ALL 476646.1 3774604 7.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2815 ALL 476666.1 3774604 7.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2816 ALL 476686.1 3774604 7.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2817 ALL 476706.1 3774604 6.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2818 ALL 476726.1 3774604 6.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2819 ALL 476746.1 3774604 6.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2820 ALL 476766.1 3774604 5.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2821 ALL 476786.1 3774604 5.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2822 ALL 476806.1 3774604 5.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2823 ALL 476826.1 3774604 4.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2824 ALL 476846.1 3774604 4.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2825 ALL 476866.1 3774604 4.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2826 ALL 476886.1 3774604 4.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2827 ALL 476906.1 3774604 4.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2828 ALL 476926.1 3774604 3.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2829 ALL 476946.1 3774604 3.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2830 ALL 476966.1 3774604 3.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2831 ALL 476986.1 3774604 3.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2832 ALL 477006.1 3774604 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2833 ALL 477026.1 3774604 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2834 ALL 477046.1 3774604 3.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2835 ALL 477066.1 3774604 2.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2836 ALL 477086.1 3774604 2.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2837 ALL 477106.1 3774604 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2838 ALL 477126.1 3774604 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2839 ALL 477146.1 3774604 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2840 ALL 477166.1 3774604 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2841 ALL 477186.1 3774604 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2842 ALL 477206.1 3774604 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2843 ALL 477226.1 3774604 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2844 ALL 477246.1 3774604 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2845 ALL 477266.1 3774604 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2846 ALL 477286.1 3774604 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2847 ALL 477306.1 3774604 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2848 ALL 477326.1 3774604 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2849 ALL 477346.1 3774604 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2850 ALL 477366.1 3774604 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2851 ALL 477386.1 3774604 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2852 ALL 477406.1 3774604 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2853 ALL 477426.1 3774604 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2854 ALL 477446.1 3774604 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2855 ALL 477466.1 3774604 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2856 ALL 477486.1 3774604 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2857 ALL 477506.1 3774604 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2858 ALL 477526.1 3774604 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2859 ALL 475946.1 3774624 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2860 ALL 475966.1 3774624 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2861 ALL 475986.1 3774624 2.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2862 ALL 476006.1 3774624 2.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2863 ALL 476026.1 3774624 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2864 ALL 476046.1 3774624 3.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2865 ALL 476066.1 3774624 3.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2866 ALL 476086.1 3774624 3.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2867 ALL 476106.1 3774624 3.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2868 ALL 476126.1 3774624 3.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2869 ALL 476146.1 3774624 4.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2870 ALL 476166.1 3774624 4.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2871 ALL 476186.1 3774624 4.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2872 ALL 476206.1 3774624 4.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2873 ALL 476226.1 3774624 5.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2874 ALL 476246.1 3774624 5.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2875 ALL 476266.1 3774624 5.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2876 ALL 476286.1 3774624 6.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2877 ALL 476306.1 3774624 6.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2878 ALL 476326.1 3774624 6.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2879 ALL 476346.1 3774624 7.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2880 ALL 476366.1 3774624 7.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2881 ALL 476386.1 3774624 7.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2882 ALL 476406.1 3774624 8.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2883 ALL 476426.1 3774624 8.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2884 ALL 476446.1 3774624 8.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2885 ALL 476466.1 3774624 8.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2886 ALL 476486.1 3774624 8.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2887 ALL 476506.1 3774624 8.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2888 ALL 476526.1 3774624 8.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2889 ALL 476546.1 3774624 8.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2890 ALL 476566.1 3774624 8.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2891 ALL 476586.1 3774624 8.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2892 ALL 476606.1 3774624 7.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2893 ALL 476626.1 3774624 7.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2894 ALL 476646.1 3774624 7.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2895 ALL 476666.1 3774624 6.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2896 ALL 476686.1 3774624 6.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2897 ALL 476706.1 3774624 6.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2898 ALL 476726.1 3774624 5.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2899 ALL 476746.1 3774624 5.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2900 ALL 476766.1 3774624 5.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2901 ALL 476786.1 3774624 5.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2902 ALL 476806.1 3774624 4.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2903 ALL 476826.1 3774624 4.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2904 ALL 476846.1 3774624 4.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2905 ALL 476866.1 3774624 4.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2906 ALL 476886.1 3774624 3.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2907 ALL 476906.1 3774624 3.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2908 ALL 476926.1 3774624 3.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2909 ALL 476946.1 3774624 3.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2910 ALL 476966.1 3774624 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2911 ALL 476986.1 3774624 3.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2912 ALL 477006.1 3774624 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2913 ALL 477026.1 3774624 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2914 ALL 477046.1 3774624 2.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2915 ALL 477066.1 3774624 2.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2916 ALL 477086.1 3774624 2.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2917 ALL 477106.1 3774624 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2918 ALL 477126.1 3774624 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2919 ALL 477146.1 3774624 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2920 ALL 477166.1 3774624 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2921 ALL 477186.1 3774624 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2922 ALL 477206.1 3774624 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2923 ALL 477226.1 3774624 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2924 ALL 477246.1 3774624 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2925 ALL 477266.1 3774624 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2926 ALL 477286.1 3774624 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2927 ALL 477306.1 3774624 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2928 ALL 477326.1 3774624 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2929 ALL 477346.1 3774624 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2930 ALL 477366.1 3774624 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2931 ALL 477386.1 3774624 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2932 ALL 477406.1 3774624 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2933 ALL 477426.1 3774624 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2934 ALL 477446.1 3774624 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2935 ALL 477466.1 3774624 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2936 ALL 477486.1 3774624 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2937 ALL 477506.1 3774624 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2938 ALL 477526.1 3774624 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2939 ALL 475946.1 3774644 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2940 ALL 475966.1 3774644 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2941 ALL 475986.1 3774644 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2942 ALL 476006.1 3774644 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2943 ALL 476026.1 3774644 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2944 ALL 476046.1 3774644 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2945 ALL 476066.1 3774644 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2946 ALL 476086.1 3774644 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2947 ALL 476106.1 3774644 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2948 ALL 476126.1 3774644 3.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2949 ALL 476146.1 3774644 3.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2950 ALL 476166.1 3774644 4.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2951 ALL 476186.1 3774644 4.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2952 ALL 476206.1 3774644 4.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2953 ALL 476226.1 3774644 4.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2954 ALL 476246.1 3774644 5.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2955 ALL 476266.1 3774644 5.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2956 ALL 476286.1 3774644 5.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2957 ALL 476306.1 3774644 5.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2958 ALL 476326.1 3774644 6.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2959 ALL 476346.1 3774644 6.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2960 ALL 476366.1 3774644 6.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2961 ALL 476386.1 3774644 6.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2962 ALL 476406.1 3774644 7.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2963 ALL 476426.1 3774644 7.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2964 ALL 476446.1 3774644 7.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2965 ALL 476466.1 3774644 7.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2966 ALL 476486.1 3774644 7.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2967 ALL 476506.1 3774644 7.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2968 ALL 476526.1 3774644 7.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2969 ALL 476546.1 3774644 7.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2970 ALL 476566.1 3774644 7.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2971 ALL 476586.1 3774644 7.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2972 ALL 476606.1 3774644 7.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2973 ALL 476626.1 3774644 6.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2974 ALL 476646.1 3774644 6.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2975 ALL 476666.1 3774644 6.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2976 ALL 476686.1 3774644 5.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2977 ALL 476706.1 3774644 5.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2978 ALL 476726.1 3774644 5.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2979 ALL 476746.1 3774644 5.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2980 ALL 476766.1 3774644 4.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2981 ALL 476786.1 3774644 4.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2982 ALL 476806.1 3774644 4.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2983 ALL 476826.1 3774644 4.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2984 ALL 476846.1 3774644 4.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2985 ALL 476866.1 3774644 3.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2986 ALL 476886.1 3774644 3.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2987 ALL 476906.1 3774644 3.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2988 ALL 476926.1 3774644 3.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2989 ALL 476946.1 3774644 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2990 ALL 476966.1 3774644 3.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2991 ALL 476986.1 3774644 3.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2992 ALL 477006.1 3774644 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2993 ALL 477026.1 3774644 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2994 ALL 477046.1 3774644 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2995 ALL 477066.1 3774644 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2996 ALL 477086.1 3774644 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2997 ALL 477106.1 3774644 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2998 ALL 477126.1 3774644 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2999 ALL 477146.1 3774644 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3000 ALL 477166.1 3774644 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3001 ALL 477186.1 3774644 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3002 ALL 477206.1 3774644 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3003 ALL 477226.1 3774644 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3004 ALL 477246.1 3774644 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3005 ALL 477266.1 3774644 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3006 ALL 477286.1 3774644 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3007 ALL 477306.1 3774644 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3008 ALL 477326.1 3774644 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3009 ALL 477346.1 3774644 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3010 ALL 477366.1 3774644 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3011 ALL 477386.1 3774644 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3012 ALL 477406.1 3774644 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3013 ALL 477426.1 3774644 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3014 ALL 477446.1 3774644 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3015 ALL 477466.1 3774644 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3016 ALL 477486.1 3774644 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3017 ALL 477506.1 3774644 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3018 ALL 477526.1 3774644 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3019 ALL 475946.1 3774664 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3020 ALL 475966.1 3774664 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3021 ALL 475986.1 3774664 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3022 ALL 476006.1 3774664 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3023 ALL 476026.1 3774664 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3024 ALL 476046.1 3774664 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3025 ALL 476066.1 3774664 2.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3026 ALL 476086.1 3774664 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3027 ALL 476106.1 3774664 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3028 ALL 476126.1 3774664 3.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3029 ALL 476146.1 3774664 3.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3030 ALL 476166.1 3774664 3.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3031 ALL 476186.1 3774664 4.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3032 ALL 476206.1 3774664 4.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3033 ALL 476226.1 3774664 4.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3034 ALL 476246.1 3774664 4.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3035 ALL 476266.1 3774664 4.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3036 ALL 476286.1 3774664 5.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3037 ALL 476306.1 3774664 5.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3038 ALL 476326.1 3774664 5.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3039 ALL 476346.1 3774664 5.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3040 ALL 476366.1 3774664 6.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3041 ALL 476386.1 3774664 6.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3042 ALL 476406.1 3774664 6.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3043 ALL 476426.1 3774664 6.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3044 ALL 476446.1 3774664 6.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3045 ALL 476466.1 3774664 6.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3046 ALL 476486.1 3774664 6.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3047 ALL 476506.1 3774664 6.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3048 ALL 476526.1 3774664 6.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3049 ALL 476546.1 3774664 6.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3050 ALL 476566.1 3774664 6.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3051 ALL 476586.1 3774664 6.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3052 ALL 476606.1 3774664 6.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3053 ALL 476626.1 3774664 6.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3054 ALL 476646.1 3774664 5.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3055 ALL 476666.1 3774664 5.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3056 ALL 476686.1 3774664 5.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3057 ALL 476706.1 3774664 5.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3058 ALL 476726.1 3774664 5.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3059 ALL 476746.1 3774664 4.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3060 ALL 476766.1 3774664 4.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3061 ALL 476786.1 3774664 4.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3062 ALL 476806.1 3774664 4.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3063 ALL 476826.1 3774664 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3064 ALL 476846.1 3774664 3.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3065 ALL 476866.1 3774664 3.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3066 ALL 476886.1 3774664 3.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3067 ALL 476906.1 3774664 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3068 ALL 476926.1 3774664 3.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3069 ALL 476946.1 3774664 3.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3070 ALL 476966.1 3774664 2.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3071 ALL 476986.1 3774664 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3072 ALL 477006.1 3774664 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3073 ALL 477026.1 3774664 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3074 ALL 477046.1 3774664 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3075 ALL 477066.1 3774664 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3076 ALL 477086.1 3774664 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3077 ALL 477106.1 3774664 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3078 ALL 477126.1 3774664 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3079 ALL 477146.1 3774664 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3080 ALL 477166.1 3774664 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3081 ALL 477186.1 3774664 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3082 ALL 477206.1 3774664 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3083 ALL 477226.1 3774664 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3084 ALL 477246.1 3774664 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3085 ALL 477266.1 3774664 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3086 ALL 477286.1 3774664 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3087 ALL 477306.1 3774664 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3088 ALL 477326.1 3774664 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3089 ALL 477346.1 3774664 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3090 ALL 477366.1 3774664 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3091 ALL 477386.1 3774664 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3092 ALL 477406.1 3774664 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3093 ALL 477426.1 3774664 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3094 ALL 477446.1 3774664 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3095 ALL 477466.1 3774664 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3096 ALL 477486.1 3774664 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3097 ALL 477506.1 3774664 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3098 ALL 477526.1 3774664 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3099 ALL 475946.1 3774684 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3100 ALL 475966.1 3774684 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3101 ALL 475986.1 3774684 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3102 ALL 476006.1 3774684 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3103 ALL 476026.1 3774684 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3104 ALL 476046.1 3774684 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3105 ALL 476066.1 3774684 2.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3106 ALL 476086.1 3774684 2.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3107 ALL 476106.1 3774684 3.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3108 ALL 476126.1 3774684 3.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3109 ALL 476146.1 3774684 3.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3110 ALL 476166.1 3774684 3.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3111 ALL 476186.1 3774684 3.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3112 ALL 476206.1 3774684 3.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3113 ALL 476226.1 3774684 4.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3114 ALL 476246.1 3774684 4.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3115 ALL 476266.1 3774684 4.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3116 ALL 476286.1 3774684 4.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3117 ALL 476306.1 3774684 4.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3118 ALL 476326.1 3774684 5.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3119 ALL 476346.1 3774684 5.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3120 ALL 476366.1 3774684 5.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3121 ALL 476386.1 3774684 5.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3122 ALL 476406.1 3774684 5.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3123 ALL 476426.1 3774684 6.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3124 ALL 476446.1 3774684 6.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3125 ALL 476466.1 3774684 6.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3126 ALL 476486.1 3774684 6.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3127 ALL 476506.1 3774684 6.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3128 ALL 476526.1 3774684 6.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3129 ALL 476546.1 3774684 6.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3130 ALL 476566.1 3774684 6.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3131 ALL 476586.1 3774684 5.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3132 ALL 476606.1 3774684 5.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3133 ALL 476626.1 3774684 5.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3134 ALL 476646.1 3774684 5.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3135 ALL 476666.1 3774684 5.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3136 ALL 476686.1 3774684 5.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3137 ALL 476706.1 3774684 4.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3138 ALL 476726.1 3774684 4.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3139 ALL 476746.1 3774684 4.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3140 ALL 476766.1 3774684 4.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3141 ALL 476786.1 3774684 4.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3142 ALL 476806.1 3774684 3.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3143 ALL 476826.1 3774684 3.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3144 ALL 476846.1 3774684 3.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3145 ALL 476866.1 3774684 3.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3146 ALL 476886.1 3774684 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3147 ALL 476906.1 3774684 3.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3148 ALL 476926.1 3774684 3.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3149 ALL 476946.1 3774684 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3150 ALL 476966.1 3774684 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3151 ALL 476986.1 3774684 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3152 ALL 477006.1 3774684 2.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3153 ALL 477026.1 3774684 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3154 ALL 477046.1 3774684 2.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3155 ALL 477066.1 3774684 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3156 ALL 477086.1 3774684 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3157 ALL 477106.1 3774684 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3158 ALL 477126.1 3774684 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3159 ALL 477146.1 3774684 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3160 ALL 477166.1 3774684 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3161 ALL 477186.1 3774684 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3162 ALL 477206.1 3774684 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3163 ALL 477226.1 3774684 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3164 ALL 477246.1 3774684 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3165 ALL 477266.1 3774684 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3166 ALL 477286.1 3774684 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3167 ALL 477306.1 3774684 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3168 ALL 477326.1 3774684 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3169 ALL 477346.1 3774684 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3170 ALL 477366.1 3774684 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3171 ALL 477386.1 3774684 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3172 ALL 477406.1 3774684 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3173 ALL 477426.1 3774684 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3174 ALL 477446.1 3774684 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3175 ALL 477466.1 3774684 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3176 ALL 477486.1 3774684 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3177 ALL 477506.1 3774684 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3178 ALL 477526.1 3774684 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3179 ALL 475946.1 3774704 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3180 ALL 475966.1 3774704 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3181 ALL 475986.1 3774704 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3182 ALL 476006.1 3774704 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3183 ALL 476026.1 3774704 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3184 ALL 476046.1 3774704 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3185 ALL 476066.1 3774704 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3186 ALL 476086.1 3774704 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3187 ALL 476106.1 3774704 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3188 ALL 476126.1 3774704 3.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3189 ALL 476146.1 3774704 3.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3190 ALL 476166.1 3774704 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3191 ALL 476186.1 3774704 3.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3192 ALL 476206.1 3774704 3.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3193 ALL 476226.1 3774704 3.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3194 ALL 476246.1 3774704 4.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3195 ALL 476266.1 3774704 4.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3196 ALL 476286.1 3774704 4.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3197 ALL 476306.1 3774704 4.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3198 ALL 476326.1 3774704 4.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3199 ALL 476346.1 3774704 4.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3200 ALL 476366.1 3774704 5.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3201 ALL 476386.1 3774704 5.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3202 ALL 476406.1 3774704 5.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3203 ALL 476426.1 3774704 5.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3204 ALL 476446.1 3774704 5.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3205 ALL 476466.1 3774704 5.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3206 ALL 476486.1 3774704 5.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3207 ALL 476506.1 3774704 5.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3208 ALL 476526.1 3774704 5.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3209 ALL 476546.1 3774704 5.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3210 ALL 476566.1 3774704 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3211 ALL 476586.1 3774704 5.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3212 ALL 476606.1 3774704 5.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3213 ALL 476626.1 3774704 5.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3214 ALL 476646.1 3774704 4.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3215 ALL 476666.1 3774704 4.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3216 ALL 476686.1 3774704 4.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3217 ALL 476706.1 3774704 4.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3218 ALL 476726.1 3774704 4.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3219 ALL 476746.1 3774704 4.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3220 ALL 476766.1 3774704 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3221 ALL 476786.1 3774704 3.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3222 ALL 476806.1 3774704 3.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3223 ALL 476826.1 3774704 3.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3224 ALL 476846.1 3774704 3.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3225 ALL 476866.1 3774704 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3226 ALL 476886.1 3774704 3.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3227 ALL 476906.1 3774704 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3228 ALL 476926.1 3774704 2.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3229 ALL 476946.1 3774704 2.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3230 ALL 476966.1 3774704 2.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3231 ALL 476986.1 3774704 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3232 ALL 477006.1 3774704 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3233 ALL 477026.1 3774704 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3234 ALL 477046.1 3774704 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3235 ALL 477066.1 3774704 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3236 ALL 477086.1 3774704 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3237 ALL 477106.1 3774704 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3238 ALL 477126.1 3774704 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3239 ALL 477146.1 3774704 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3240 ALL 477166.1 3774704 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3241 ALL 477186.1 3774704 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3242 ALL 477206.1 3774704 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3243 ALL 477226.1 3774704 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3244 ALL 477246.1 3774704 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3245 ALL 477266.1 3774704 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3246 ALL 477286.1 3774704 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3247 ALL 477306.1 3774704 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3248 ALL 477326.1 3774704 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3249 ALL 477346.1 3774704 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3250 ALL 477366.1 3774704 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3251 ALL 477386.1 3774704 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3252 ALL 477406.1 3774704 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3253 ALL 477426.1 3774704 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3254 ALL 477446.1 3774704 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3255 ALL 477466.1 3774704 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3256 ALL 477486.1 3774704 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3257 ALL 477506.1 3774704 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3258 ALL 477526.1 3774704 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3259 ALL 475946.1 3774724 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3260 ALL 475966.1 3774724 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3261 ALL 475986.1 3774724 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3262 ALL 476006.1 3774724 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3263 ALL 476026.1 3774724 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3264 ALL 476046.1 3774724 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3265 ALL 476066.1 3774724 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3266 ALL 476086.1 3774724 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3267 ALL 476106.1 3774724 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3268 ALL 476126.1 3774724 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3269 ALL 476146.1 3774724 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3270 ALL 476166.1 3774724 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3271 ALL 476186.1 3774724 3.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3272 ALL 476206.1 3774724 3.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3273 ALL 476226.1 3774724 3.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3274 ALL 476246.1 3774724 3.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3275 ALL 476266.1 3774724 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3276 ALL 476286.1 3774724 4.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3277 ALL 476306.1 3774724 4.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3278 ALL 476326.1 3774724 4.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3279 ALL 476346.1 3774724 4.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3280 ALL 476366.1 3774724 4.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3281 ALL 476386.1 3774724 4.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3282 ALL 476406.1 3774724 4.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3283 ALL 476426.1 3774724 5.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3284 ALL 476446.1 3774724 5.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3285 ALL 476466.1 3774724 5.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3286 ALL 476486.1 3774724 5.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3287 ALL 476506.1 3774724 5.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3288 ALL 476526.1 3774724 5.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3289 ALL 476546.1 3774724 5.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3290 ALL 476566.1 3774724 5.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3291 ALL 476586.1 3774724 4.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3292 ALL 476606.1 3774724 4.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3293 ALL 476626.1 3774724 4.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3294 ALL 476646.1 3774724 4.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3295 ALL 476666.1 3774724 4.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3296 ALL 476686.1 3774724 4.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3297 ALL 476706.1 3774724 4.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3298 ALL 476726.1 3774724 4.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3299 ALL 476746.1 3774724 3.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3300 ALL 476766.1 3774724 3.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3301 ALL 476786.1 3774724 3.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3302 ALL 476806.1 3774724 3.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3303 ALL 476826.1 3774724 3.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3304 ALL 476846.1 3774724 3.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3305 ALL 476866.1 3774724 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3306 ALL 476886.1 3774724 2.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3307 ALL 476906.1 3774724 2.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3308 ALL 476926.1 3774724 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3309 ALL 476946.1 3774724 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3310 ALL 476966.1 3774724 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3311 ALL 476986.1 3774724 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3312 ALL 477006.1 3774724 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3313 ALL 477026.1 3774724 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3314 ALL 477046.1 3774724 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3315 ALL 477066.1 3774724 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3316 ALL 477086.1 3774724 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3317 ALL 477106.1 3774724 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3318 ALL 477126.1 3774724 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3319 ALL 477146.1 3774724 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3320 ALL 477166.1 3774724 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3321 ALL 477186.1 3774724 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3322 ALL 477206.1 3774724 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3323 ALL 477226.1 3774724 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3324 ALL 477246.1 3774724 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3325 ALL 477266.1 3774724 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3326 ALL 477286.1 3774724 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3327 ALL 477306.1 3774724 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3328 ALL 477326.1 3774724 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3329 ALL 477346.1 3774724 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3330 ALL 477366.1 3774724 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3331 ALL 477386.1 3774724 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3332 ALL 477406.1 3774724 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3333 ALL 477426.1 3774724 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3334 ALL 477446.1 3774724 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3335 ALL 477466.1 3774724 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3336 ALL 477486.1 3774724 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3337 ALL 477506.1 3774724 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3338 ALL 477526.1 3774724 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3339 ALL 475946.1 3774744 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3340 ALL 475966.1 3774744 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3341 ALL 475986.1 3774744 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3342 ALL 476006.1 3774744 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3343 ALL 476026.1 3774744 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3344 ALL 476046.1 3774744 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3345 ALL 476066.1 3774744 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3346 ALL 476086.1 3774744 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3347 ALL 476106.1 3774744 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3348 ALL 476126.1 3774744 2.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3349 ALL 476146.1 3774744 2.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3350 ALL 476166.1 3774744 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3351 ALL 476186.1 3774744 3.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3352 ALL 476206.1 3774744 3.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3353 ALL 476226.1 3774744 3.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3354 ALL 476246.1 3774744 3.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3355 ALL 476266.1 3774744 3.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3356 ALL 476286.1 3774744 3.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3357 ALL 476306.1 3774744 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3358 ALL 476326.1 3774744 4.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3359 ALL 476346.1 3774744 4.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3360 ALL 476366.1 3774744 4.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3361 ALL 476386.1 3774744 4.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3362 ALL 476406.1 3774744 4.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3363 ALL 476426.1 3774744 4.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3364 ALL 476446.1 3774744 4.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3365 ALL 476466.1 3774744 4.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3366 ALL 476486.1 3774744 4.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3367 ALL 476506.1 3774744 4.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3368 ALL 476526.1 3774744 4.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3369 ALL 476546.1 3774744 4.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3370 ALL 476566.1 3774744 4.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3371 ALL 476586.1 3774744 4.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3372 ALL 476606.1 3774744 4.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3373 ALL 476626.1 3774744 4.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3374 ALL 476646.1 3774744 4.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3375 ALL 476666.1 3774744 4.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3376 ALL 476686.1 3774744 4.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3377 ALL 476706.1 3774744 3.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3378 ALL 476726.1 3774744 3.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3379 ALL 476746.1 3774744 3.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3380 ALL 476766.1 3774744 3.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3381 ALL 476786.1 3774744 3.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3382 ALL 476806.1 3774744 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3383 ALL 476826.1 3774744 3.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3384 ALL 476846.1 3774744 3.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3385 ALL 476866.1 3774744 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3386 ALL 476886.1 3774744 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3387 ALL 476906.1 3774744 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3388 ALL 476926.1 3774744 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3389 ALL 476946.1 3774744 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3390 ALL 476966.1 3774744 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3391 ALL 476986.1 3774744 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3392 ALL 477006.1 3774744 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3393 ALL 477026.1 3774744 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3394 ALL 477046.1 3774744 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3395 ALL 477066.1 3774744 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3396 ALL 477086.1 3774744 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3397 ALL 477106.1 3774744 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3398 ALL 477126.1 3774744 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3399 ALL 477146.1 3774744 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3400 ALL 477166.1 3774744 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3401 ALL 477186.1 3774744 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3402 ALL 477206.1 3774744 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3403 ALL 477226.1 3774744 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3404 ALL 477246.1 3774744 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3405 ALL 477266.1 3774744 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3406 ALL 477286.1 3774744 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3407 ALL 477306.1 3774744 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3408 ALL 477326.1 3774744 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3409 ALL 477346.1 3774744 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3410 ALL 477366.1 3774744 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3411 ALL 477386.1 3774744 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3412 ALL 477406.1 3774744 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3413 ALL 477426.1 3774744 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3414 ALL 477446.1 3774744 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3415 ALL 477466.1 3774744 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3416 ALL 477486.1 3774744 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3417 ALL 477506.1 3774744 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3418 ALL 477526.1 3774744 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3419 ALL 475946.1 3774764 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3420 ALL 475966.1 3774764 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3421 ALL 475986.1 3774764 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3422 ALL 476006.1 3774764 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3423 ALL 476026.1 3774764 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3424 ALL 476046.1 3774764 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3425 ALL 476066.1 3774764 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3426 ALL 476086.1 3774764 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3427 ALL 476106.1 3774764 2.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3428 ALL 476126.1 3774764 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3429 ALL 476146.1 3774764 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3430 ALL 476166.1 3774764 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3431 ALL 476186.1 3774764 3.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3432 ALL 476206.1 3774764 3.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3433 ALL 476226.1 3774764 3.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3434 ALL 476246.1 3774764 3.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3435 ALL 476266.1 3774764 3.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3436 ALL 476286.1 3774764 3.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3437 ALL 476306.1 3774764 3.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3438 ALL 476326.1 3774764 3.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3439 ALL 476346.1 3774764 3.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3440 ALL 476366.1 3774764 4.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3441 ALL 476386.1 3774764 4.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3442 ALL 476406.1 3774764 4.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3443 ALL 476426.1 3774764 4.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3444 ALL 476446.1 3774764 4.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3445 ALL 476466.1 3774764 4.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3446 ALL 476486.1 3774764 4.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3447 ALL 476506.1 3774764 4.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3448 ALL 476526.1 3774764 4.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3449 ALL 476546.1 3774764 4.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3450 ALL 476566.1 3774764 4.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3451 ALL 476586.1 3774764 4.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3452 ALL 476606.1 3774764 4.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3453 ALL 476626.1 3774764 4.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3454 ALL 476646.1 3774764 3.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3455 ALL 476666.1 3774764 3.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3456 ALL 476686.1 3774764 3.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3457 ALL 476706.1 3774764 3.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3458 ALL 476726.1 3774764 3.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3459 ALL 476746.1 3774764 3.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3460 ALL 476766.1 3774764 3.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3461 ALL 476786.1 3774764 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3462 ALL 476806.1 3774764 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3463 ALL 476826.1 3774764 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3464 ALL 476846.1 3774764 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3465 ALL 476866.1 3774764 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3466 ALL 476886.1 3774764 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3467 ALL 476906.1 3774764 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3468 ALL 476926.1 3774764 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3469 ALL 476946.1 3774764 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3470 ALL 476966.1 3774764 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3471 ALL 476986.1 3774764 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3472 ALL 477006.1 3774764 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3473 ALL 477026.1 3774764 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3474 ALL 477046.1 3774764 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3475 ALL 477066.1 3774764 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3476 ALL 477086.1 3774764 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3477 ALL 477106.1 3774764 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3478 ALL 477126.1 3774764 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3479 ALL 477146.1 3774764 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3480 ALL 477166.1 3774764 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3481 ALL 477186.1 3774764 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3482 ALL 477206.1 3774764 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3483 ALL 477226.1 3774764 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3484 ALL 477246.1 3774764 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3485 ALL 477266.1 3774764 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3486 ALL 477286.1 3774764 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3487 ALL 477306.1 3774764 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3488 ALL 477326.1 3774764 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3489 ALL 477346.1 3774764 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3490 ALL 477366.1 3774764 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3491 ALL 477386.1 3774764 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3492 ALL 477406.1 3774764 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3493 ALL 477426.1 3774764 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3494 ALL 477446.1 3774764 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3495 ALL 477466.1 3774764 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3496 ALL 477486.1 3774764 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3497 ALL 477506.1 3774764 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3498 ALL 477526.1 3774764 9.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3499 ALL 475946.1 3774784 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3500 ALL 475966.1 3774784 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3501 ALL 475986.1 3774784 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3502 ALL 476006.1 3774784 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3503 ALL 476026.1 3774784 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3504 ALL 476046.1 3774784 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3505 ALL 476066.1 3774784 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3506 ALL 476086.1 3774784 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3507 ALL 476106.1 3774784 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3508 ALL 476126.1 3774784 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3509 ALL 476146.1 3774784 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3510 ALL 476166.1 3774784 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3511 ALL 476186.1 3774784 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3512 ALL 476206.1 3774784 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3513 ALL 476226.1 3774784 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3514 ALL 476246.1 3774784 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3515 ALL 476266.1 3774784 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3516 ALL 476286.1 3774784 3.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3517 ALL 476306.1 3774784 3.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3518 ALL 476326.1 3774784 3.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3519 ALL 476346.1 3774784 3.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3520 ALL 476366.1 3774784 3.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3521 ALL 476386.1 3774784 3.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3522 ALL 476406.1 3774784 3.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3523 ALL 476426.1 3774784 3.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3524 ALL 476446.1 3774784 3.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3525 ALL 476466.1 3774784 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3526 ALL 476486.1 3774784 4.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3527 ALL 476506.1 3774784 4.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3528 ALL 476526.1 3774784 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3529 ALL 476546.1 3774784 3.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3530 ALL 476566.1 3774784 3.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3531 ALL 476586.1 3774784 3.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3532 ALL 476606.1 3774784 3.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3533 ALL 476626.1 3774784 3.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3534 ALL 476646.1 3774784 3.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3535 ALL 476666.1 3774784 3.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3536 ALL 476686.1 3774784 3.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3537 ALL 476706.1 3774784 3.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3538 ALL 476726.1 3774784 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3539 ALL 476746.1 3774784 3.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3540 ALL 476766.1 3774784 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3541 ALL 476786.1 3774784 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3542 ALL 476806.1 3774784 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3543 ALL 476826.1 3774784 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3544 ALL 476846.1 3774784 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3545 ALL 476866.1 3774784 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3546 ALL 476886.1 3774784 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3547 ALL 476906.1 3774784 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3548 ALL 476926.1 3774784 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3549 ALL 476946.1 3774784 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3550 ALL 476966.1 3774784 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3551 ALL 476986.1 3774784 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3552 ALL 477006.1 3774784 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3553 ALL 477026.1 3774784 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3554 ALL 477046.1 3774784 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3555 ALL 477066.1 3774784 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3556 ALL 477086.1 3774784 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3557 ALL 477106.1 3774784 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3558 ALL 477126.1 3774784 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3559 ALL 477146.1 3774784 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3560 ALL 477166.1 3774784 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3561 ALL 477186.1 3774784 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3562 ALL 477206.1 3774784 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3563 ALL 477226.1 3774784 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3564 ALL 477246.1 3774784 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3565 ALL 477266.1 3774784 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3566 ALL 477286.1 3774784 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3567 ALL 477306.1 3774784 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3568 ALL 477326.1 3774784 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3569 ALL 477346.1 3774784 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3570 ALL 477366.1 3774784 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3571 ALL 477386.1 3774784 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3572 ALL 477406.1 3774784 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3573 ALL 477426.1 3774784 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3574 ALL 477446.1 3774784 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3575 ALL 477466.1 3774784 9.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3576 ALL 477486.1 3774784 9.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3577 ALL 477506.1 3774784 9.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3578 ALL 477526.1 3774784 9.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3579 ALL 475946.1 3774804 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3580 ALL 475966.1 3774804 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3581 ALL 475986.1 3774804 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3582 ALL 476006.1 3774804 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3583 ALL 476026.1 3774804 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3584 ALL 476046.1 3774804 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3585 ALL 476066.1 3774804 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3586 ALL 476086.1 3774804 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3587 ALL 476106.1 3774804 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3588 ALL 476126.1 3774804 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3589 ALL 476146.1 3774804 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3590 ALL 476166.1 3774804 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3591 ALL 476186.1 3774804 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3592 ALL 476206.1 3774804 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3593 ALL 476226.1 3774804 2.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3594 ALL 476246.1 3774804 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3595 ALL 476266.1 3774804 3.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3596 ALL 476286.1 3774804 3.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3597 ALL 476306.1 3774804 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3598 ALL 476326.1 3774804 3.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3599 ALL 476346.1 3774804 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3600 ALL 476366.1 3774804 3.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3601 ALL 476386.1 3774804 3.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3602 ALL 476406.1 3774804 3.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3603 ALL 476426.1 3774804 3.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3604 ALL 476446.1 3774804 3.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3605 ALL 476466.1 3774804 3.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3606 ALL 476486.1 3774804 3.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3607 ALL 476506.1 3774804 3.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3608 ALL 476526.1 3774804 3.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3609 ALL 476546.1 3774804 3.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3610 ALL 476566.1 3774804 3.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3611 ALL 476586.1 3774804 3.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3612 ALL 476606.1 3774804 3.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3613 ALL 476626.1 3774804 3.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3614 ALL 476646.1 3774804 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3615 ALL 476666.1 3774804 3.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3616 ALL 476686.1 3774804 3.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3617 ALL 476706.1 3774804 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3618 ALL 476726.1 3774804 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3619 ALL 476746.1 3774804 3.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3620 ALL 476766.1 3774804 2.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3621 ALL 476786.1 3774804 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3622 ALL 476806.1 3774804 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3623 ALL 476826.1 3774804 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3624 ALL 476846.1 3774804 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3625 ALL 476866.1 3774804 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3626 ALL 476886.1 3774804 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3627 ALL 476906.1 3774804 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3628 ALL 476926.1 3774804 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3629 ALL 476946.1 3774804 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3630 ALL 476966.1 3774804 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3631 ALL 476986.1 3774804 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3632 ALL 477006.1 3774804 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3633 ALL 477026.1 3774804 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3634 ALL 477046.1 3774804 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3635 ALL 477066.1 3774804 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3636 ALL 477086.1 3774804 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3637 ALL 477106.1 3774804 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3638 ALL 477126.1 3774804 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3639 ALL 477146.1 3774804 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3640 ALL 477166.1 3774804 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3641 ALL 477186.1 3774804 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3642 ALL 477206.1 3774804 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3643 ALL 477226.1 3774804 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3644 ALL 477246.1 3774804 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3645 ALL 477266.1 3774804 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3646 ALL 477286.1 3774804 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3647 ALL 477306.1 3774804 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3648 ALL 477326.1 3774804 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3649 ALL 477346.1 3774804 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3650 ALL 477366.1 3774804 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3651 ALL 477386.1 3774804 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3652 ALL 477406.1 3774804 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3653 ALL 477426.1 3774804 9.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3654 ALL 477446.1 3774804 9.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3655 ALL 477466.1 3774804 9.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3656 ALL 477486.1 3774804 9.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3657 ALL 477506.1 3774804 9.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3658 ALL 477526.1 3774804 8.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3659 ALL 475946.1 3774824 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3660 ALL 475966.1 3774824 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3661 ALL 475986.1 3774824 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3662 ALL 476006.1 3774824 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3663 ALL 476026.1 3774824 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3664 ALL 476046.1 3774824 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3665 ALL 476066.1 3774824 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3666 ALL 476086.1 3774824 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3667 ALL 476106.1 3774824 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3668 ALL 476126.1 3774824 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3669 ALL 476146.1 3774824 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3670 ALL 476166.1 3774824 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3671 ALL 476186.1 3774824 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3672 ALL 476206.1 3774824 2.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3673 ALL 476226.1 3774824 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3674 ALL 476246.1 3774824 2.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3675 ALL 476266.1 3774824 2.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3676 ALL 476286.1 3774824 2.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3677 ALL 476306.1 3774824 3.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3678 ALL 476326.1 3774824 3.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3679 ALL 476346.1 3774824 3.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3680 ALL 476366.1 3774824 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3681 ALL 476386.1 3774824 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3682 ALL 476406.1 3774824 3.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3683 ALL 476426.1 3774824 3.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3684 ALL 476446.1 3774824 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3685 ALL 476466.1 3774824 3.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3686 ALL 476486.1 3774824 3.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3687 ALL 476506.1 3774824 3.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3688 ALL 476526.1 3774824 3.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3689 ALL 476546.1 3774824 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3690 ALL 476566.1 3774824 3.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3691 ALL 476586.1 3774824 3.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3692 ALL 476606.1 3774824 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3693 ALL 476626.1 3774824 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3694 ALL 476646.1 3774824 3.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3695 ALL 476666.1 3774824 3.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3696 ALL 476686.1 3774824 3.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3697 ALL 476706.1 3774824 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3698 ALL 476726.1 3774824 2.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3699 ALL 476746.1 3774824 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3700 ALL 476766.1 3774824 2.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3701 ALL 476786.1 3774824 2.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3702 ALL 476806.1 3774824 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3703 ALL 476826.1 3774824 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3704 ALL 476846.1 3774824 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3705 ALL 476866.1 3774824 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3706 ALL 476886.1 3774824 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3707 ALL 476906.1 3774824 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3708 ALL 476926.1 3774824 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3709 ALL 476946.1 3774824 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3710 ALL 476966.1 3774824 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3711 ALL 476986.1 3774824 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3712 ALL 477006.1 3774824 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3713 ALL 477026.1 3774824 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3714 ALL 477046.1 3774824 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3715 ALL 477066.1 3774824 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3716 ALL 477086.1 3774824 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3717 ALL 477106.1 3774824 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3718 ALL 477126.1 3774824 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3719 ALL 477146.1 3774824 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3720 ALL 477166.1 3774824 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3721 ALL 477186.1 3774824 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3722 ALL 477206.1 3774824 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3723 ALL 477226.1 3774824 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3724 ALL 477246.1 3774824 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3725 ALL 477266.1 3774824 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3726 ALL 477286.1 3774824 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3727 ALL 477306.1 3774824 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3728 ALL 477326.1 3774824 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3729 ALL 477346.1 3774824 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3730 ALL 477366.1 3774824 9.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3731 ALL 477386.1 3774824 9.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3732 ALL 477406.1 3774824 9.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3733 ALL 477426.1 3774824 9.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3734 ALL 477446.1 3774824 9.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3735 ALL 477466.1 3774824 8.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3736 ALL 477486.1 3774824 8.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3737 ALL 477506.1 3774824 8.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3738 ALL 477526.1 3774824 8.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3739 ALL 475946.1 3774844 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3740 ALL 475966.1 3774844 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3741 ALL 475986.1 3774844 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3742 ALL 476006.1 3774844 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3743 ALL 476026.1 3774844 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3744 ALL 476046.1 3774844 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3745 ALL 476066.1 3774844 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3746 ALL 476086.1 3774844 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3747 ALL 476106.1 3774844 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3748 ALL 476126.1 3774844 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3749 ALL 476146.1 3774844 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3750 ALL 476166.1 3774844 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3751 ALL 476186.1 3774844 2.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3752 ALL 476206.1 3774844 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3753 ALL 476226.1 3774844 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3754 ALL 476246.1 3774844 2.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3755 ALL 476266.1 3774844 2.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3756 ALL 476286.1 3774844 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3757 ALL 476306.1 3774844 2.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3758 ALL 476326.1 3774844 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3759 ALL 476346.1 3774844 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3760 ALL 476366.1 3774844 3.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3761 ALL 476386.1 3774844 3.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3762 ALL 476406.1 3774844 3.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3763 ALL 476426.1 3774844 3.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3764 ALL 476446.1 3774844 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3765 ALL 476466.1 3774844 3.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3766 ALL 476486.1 3774844 3.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3767 ALL 476506.1 3774844 3.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3768 ALL 476526.1 3774844 3.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3769 ALL 476546.1 3774844 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3770 ALL 476566.1 3774844 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3771 ALL 476586.1 3774844 3.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3772 ALL 476606.1 3774844 3.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3773 ALL 476626.1 3774844 3.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3774 ALL 476646.1 3774844 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3775 ALL 476666.1 3774844 2.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3776 ALL 476686.1 3774844 2.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3777 ALL 476706.1 3774844 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3778 ALL 476726.1 3774844 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3779 ALL 476746.1 3774844 2.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3780 ALL 476766.1 3774844 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3781 ALL 476786.1 3774844 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3782 ALL 476806.1 3774844 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3783 ALL 476826.1 3774844 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3784 ALL 476846.1 3774844 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3785 ALL 476866.1 3774844 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3786 ALL 476886.1 3774844 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3787 ALL 476906.1 3774844 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3788 ALL 476926.1 3774844 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3789 ALL 476946.1 3774844 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3790 ALL 476966.1 3774844 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3791 ALL 476986.1 3774844 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3792 ALL 477006.1 3774844 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3793 ALL 477026.1 3774844 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3794 ALL 477046.1 3774844 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3795 ALL 477066.1 3774844 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3796 ALL 477086.1 3774844 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3797 ALL 477106.1 3774844 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3798 ALL 477126.1 3774844 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3799 ALL 477146.1 3774844 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3800 ALL 477166.1 3774844 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3801 ALL 477186.1 3774844 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3802 ALL 477206.1 3774844 1.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3803 ALL 477226.1 3774844 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3804 ALL 477246.1 3774844 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3805 ALL 477266.1 3774844 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3806 ALL 477286.1 3774844 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3807 ALL 477306.1 3774844 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3808 ALL 477326.1 3774844 9.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3809 ALL 477346.1 3774844 9.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3810 ALL 477366.1 3774844 9.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3811 ALL 477386.1 3774844 9.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3812 ALL 477406.1 3774844 9.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3813 ALL 477426.1 3774844 9.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3814 ALL 477446.1 3774844 8.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3815 ALL 477466.1 3774844 8.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3816 ALL 477486.1 3774844 8.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3817 ALL 477506.1 3774844 8.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3818 ALL 477526.1 3774844 8.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3819 ALL 475946.1 3774864 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3820 ALL 475966.1 3774864 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3821 ALL 475986.1 3774864 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3822 ALL 476006.1 3774864 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3823 ALL 476026.1 3774864 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3824 ALL 476046.1 3774864 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3825 ALL 476066.1 3774864 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3826 ALL 476086.1 3774864 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3827 ALL 476106.1 3774864 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3828 ALL 476126.1 3774864 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3829 ALL 476146.1 3774864 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3830 ALL 476166.1 3774864 2.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3831 ALL 476186.1 3774864 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3832 ALL 476206.1 3774864 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3833 ALL 476226.1 3774864 2.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3834 ALL 476246.1 3774864 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3835 ALL 476266.1 3774864 2.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3836 ALL 476286.1 3774864 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3837 ALL 476306.1 3774864 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3838 ALL 476326.1 3774864 2.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3839 ALL 476346.1 3774864 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3840 ALL 476366.1 3774864 2.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3841 ALL 476386.1 3774864 2.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3842 ALL 476406.1 3774864 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3843 ALL 476426.1 3774864 2.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3844 ALL 476446.1 3774864 2.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3845 ALL 476466.1 3774864 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3846 ALL 476486.1 3774864 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3847 ALL 476506.1 3774864 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3848 ALL 476526.1 3774864 3.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3849 ALL 476546.1 3774864 2.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3850 ALL 476566.1 3774864 2.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3851 ALL 476586.1 3774864 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3852 ALL 476606.1 3774864 2.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3853 ALL 476626.1 3774864 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3854 ALL 476646.1 3774864 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3855 ALL 476666.1 3774864 2.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3856 ALL 476686.1 3774864 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3857 ALL 476706.1 3774864 2.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3858 ALL 476726.1 3774864 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3859 ALL 476746.1 3774864 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3860 ALL 476766.1 3774864 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3861 ALL 476786.1 3774864 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3862 ALL 476806.1 3774864 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3863 ALL 476826.1 3774864 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3864 ALL 476846.1 3774864 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3865 ALL 476866.1 3774864 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3866 ALL 476886.1 3774864 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3867 ALL 476906.1 3774864 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3868 ALL 476926.1 3774864 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3869 ALL 476946.1 3774864 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3870 ALL 476966.1 3774864 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3871 ALL 476986.1 3774864 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3872 ALL 477006.1 3774864 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3873 ALL 477026.1 3774864 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3874 ALL 477046.1 3774864 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3875 ALL 477066.1 3774864 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3876 ALL 477086.1 3774864 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3877 ALL 477106.1 3774864 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3878 ALL 477126.1 3774864 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3879 ALL 477146.1 3774864 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3880 ALL 477166.1 3774864 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3881 ALL 477186.1 3774864 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3882 ALL 477206.1 3774864 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3883 ALL 477226.1 3774864 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3884 ALL 477246.1 3774864 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3885 ALL 477266.1 3774864 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3886 ALL 477286.1 3774864 9.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3887 ALL 477306.1 3774864 9.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3888 ALL 477326.1 3774864 9.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3889 ALL 477346.1 3774864 9.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3890 ALL 477366.1 3774864 9.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3891 ALL 477386.1 3774864 9.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3892 ALL 477406.1 3774864 8.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3893 ALL 477426.1 3774864 8.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3894 ALL 477446.1 3774864 8.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3895 ALL 477466.1 3774864 8.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3896 ALL 477486.1 3774864 8.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3897 ALL 477506.1 3774864 8.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3898 ALL 477526.1 3774864 7.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3899 ALL 475946.1 3774884 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3900 ALL 475966.1 3774884 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3901 ALL 475986.1 3774884 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3902 ALL 476006.1 3774884 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3903 ALL 476026.1 3774884 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3904 ALL 476046.1 3774884 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3905 ALL 476066.1 3774884 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3906 ALL 476086.1 3774884 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3907 ALL 476106.1 3774884 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3908 ALL 476126.1 3774884 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3909 ALL 476146.1 3774884 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3910 ALL 476166.1 3774884 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3911 ALL 476186.1 3774884 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3912 ALL 476206.1 3774884 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3913 ALL 476226.1 3774884 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3914 ALL 476246.1 3774884 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3915 ALL 476266.1 3774884 2.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3916 ALL 476286.1 3774884 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3917 ALL 476306.1 3774884 2.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3918 ALL 476326.1 3774884 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3919 ALL 476346.1 3774884 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3920 ALL 476366.1 3774884 2.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3921 ALL 476386.1 3774884 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3922 ALL 476406.1 3774884 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3923 ALL 476426.1 3774884 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3924 ALL 476446.1 3774884 2.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3925 ALL 476466.1 3774884 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3926 ALL 476486.1 3774884 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3927 ALL 476506.1 3774884 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3928 ALL 476526.1 3774884 2.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3929 ALL 476546.1 3774884 2.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3930 ALL 476566.1 3774884 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3931 ALL 476586.1 3774884 2.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3932 ALL 476606.1 3774884 2.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3933 ALL 476626.1 3774884 2.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3934 ALL 476646.1 3774884 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3935 ALL 476666.1 3774884 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3936 ALL 476686.1 3774884 2.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3937 ALL 476706.1 3774884 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3938 ALL 476726.1 3774884 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3939 ALL 476746.1 3774884 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3940 ALL 476766.1 3774884 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3941 ALL 476786.1 3774884 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3942 ALL 476806.1 3774884 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3943 ALL 476826.1 3774884 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3944 ALL 476846.1 3774884 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3945 ALL 476866.1 3774884 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3946 ALL 476886.1 3774884 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3947 ALL 476906.1 3774884 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3948 ALL 476926.1 3774884 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3949 ALL 476946.1 3774884 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3950 ALL 476966.1 3774884 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3951 ALL 476986.1 3774884 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3952 ALL 477006.1 3774884 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3953 ALL 477026.1 3774884 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3954 ALL 477046.1 3774884 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3955 ALL 477066.1 3774884 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3956 ALL 477086.1 3774884 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3957 ALL 477106.1 3774884 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3958 ALL 477126.1 3774884 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3959 ALL 477146.1 3774884 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3960 ALL 477166.1 3774884 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3961 ALL 477186.1 3774884 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3962 ALL 477206.1 3774884 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3963 ALL 477226.1 3774884 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3964 ALL 477246.1 3774884 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3965 ALL 477266.1 3774884 9.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3966 ALL 477286.1 3774884 9.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3967 ALL 477306.1 3774884 9.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3968 ALL 477326.1 3774884 9.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3969 ALL 477346.1 3774884 9.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3970 ALL 477366.1 3774884 8.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3971 ALL 477386.1 3774884 8.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3972 ALL 477406.1 3774884 8.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3973 ALL 477426.1 3774884 8.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3974 ALL 477446.1 3774884 8.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3975 ALL 477466.1 3774884 7.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3976 ALL 477486.1 3774884 7.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3977 ALL 477506.1 3774884 7.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3978 ALL 477526.1 3774884 7.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3979 ALL 475946.1 3774904 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3980 ALL 475966.1 3774904 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3981 ALL 475986.1 3774904 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3982 ALL 476006.1 3774904 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3983 ALL 476026.1 3774904 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3984 ALL 476046.1 3774904 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3985 ALL 476066.1 3774904 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3986 ALL 476086.1 3774904 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3987 ALL 476106.1 3774904 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3988 ALL 476126.1 3774904 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3989 ALL 476146.1 3774904 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3990 ALL 476166.1 3774904 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3991 ALL 476186.1 3774904 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3992 ALL 476206.1 3774904 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3993 ALL 476226.1 3774904 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3994 ALL 476246.1 3774904 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3995 ALL 476266.1 3774904 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3996 ALL 476286.1 3774904 2.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3997 ALL 476306.1 3774904 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3998 ALL 476326.1 3774904 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3999 ALL 476346.1 3774904 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4000 ALL 476366.1 3774904 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4001 ALL 476386.1 3774904 2.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4002 ALL 476406.1 3774904 2.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4003 ALL 476426.1 3774904 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4004 ALL 476446.1 3774904 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4005 ALL 476466.1 3774904 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4006 ALL 476486.1 3774904 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4007 ALL 476506.1 3774904 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4008 ALL 476526.1 3774904 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4009 ALL 476546.1 3774904 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4010 ALL 476566.1 3774904 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4011 ALL 476586.1 3774904 2.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4012 ALL 476606.1 3774904 2.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4013 ALL 476626.1 3774904 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4014 ALL 476646.1 3774904 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4015 ALL 476666.1 3774904 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4016 ALL 476686.1 3774904 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4017 ALL 476706.1 3774904 2.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4018 ALL 476726.1 3774904 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4019 ALL 476746.1 3774904 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4020 ALL 476766.1 3774904 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4021 ALL 476786.1 3774904 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4022 ALL 476806.1 3774904 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4023 ALL 476826.1 3774904 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4024 ALL 476846.1 3774904 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4025 ALL 476866.1 3774904 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4026 ALL 476886.1 3774904 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4027 ALL 476906.1 3774904 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4028 ALL 476926.1 3774904 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4029 ALL 476946.1 3774904 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4030 ALL 476966.1 3774904 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4031 ALL 476986.1 3774904 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4032 ALL 477006.1 3774904 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4033 ALL 477026.1 3774904 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4034 ALL 477046.1 3774904 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4035 ALL 477066.1 3774904 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4036 ALL 477086.1 3774904 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4037 ALL 477106.1 3774904 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4038 ALL 477126.1 3774904 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4039 ALL 477146.1 3774904 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4040 ALL 477166.1 3774904 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4041 ALL 477186.1 3774904 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4042 ALL 477206.1 3774904 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4043 ALL 477226.1 3774904 9.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4044 ALL 477246.1 3774904 9.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4045 ALL 477266.1 3774904 9.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4046 ALL 477286.1 3774904 9.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4047 ALL 477306.1 3774904 9.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4048 ALL 477326.1 3774904 8.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4049 ALL 477346.1 3774904 8.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4050 ALL 477366.1 3774904 8.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4051 ALL 477386.1 3774904 8.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4052 ALL 477406.1 3774904 8.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4053 ALL 477426.1 3774904 8.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4054 ALL 477446.1 3774904 7.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4055 ALL 477466.1 3774904 7.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4056 ALL 477486.1 3774904 7.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4057 ALL 477506.1 3774904 7.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4058 ALL 477526.1 3774904 7.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4059 ALL 475946.1 3774924 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4060 ALL 475966.1 3774924 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4061 ALL 475986.1 3774924 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4062 ALL 476006.1 3774924 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4063 ALL 476026.1 3774924 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4064 ALL 476046.1 3774924 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4065 ALL 476066.1 3774924 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4066 ALL 476086.1 3774924 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4067 ALL 476106.1 3774924 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4068 ALL 476126.1 3774924 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4069 ALL 476146.1 3774924 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4070 ALL 476166.1 3774924 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4071 ALL 476186.1 3774924 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4072 ALL 476206.1 3774924 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4073 ALL 476226.1 3774924 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4074 ALL 476246.1 3774924 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4075 ALL 476266.1 3774924 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4076 ALL 476286.1 3774924 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4077 ALL 476306.1 3774924 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4078 ALL 476326.1 3774924 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4079 ALL 476346.1 3774924 2.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4080 ALL 476366.1 3774924 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4081 ALL 476386.1 3774924 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4082 ALL 476406.1 3774924 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4083 ALL 476426.1 3774924 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4084 ALL 476446.1 3774924 2.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4085 ALL 476466.1 3774924 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4086 ALL 476486.1 3774924 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4087 ALL 476506.1 3774924 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4088 ALL 476526.1 3774924 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4089 ALL 476546.1 3774924 2.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4090 ALL 476566.1 3774924 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4091 ALL 476586.1 3774924 2.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4092 ALL 476606.1 3774924 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4093 ALL 476626.1 3774924 2.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4094 ALL 476646.1 3774924 2.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4095 ALL 476666.1 3774924 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4096 ALL 476686.1 3774924 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4097 ALL 476706.1 3774924 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4098 ALL 476726.1 3774924 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4099 ALL 476746.1 3774924 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4100 ALL 476766.1 3774924 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4101 ALL 476786.1 3774924 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4102 ALL 476806.1 3774924 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4103 ALL 476826.1 3774924 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4104 ALL 476846.1 3774924 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4105 ALL 476866.1 3774924 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4106 ALL 476886.1 3774924 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4107 ALL 476906.1 3774924 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4108 ALL 476926.1 3774924 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4109 ALL 476946.1 3774924 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4110 ALL 476966.1 3774924 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4111 ALL 476986.1 3774924 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4112 ALL 477006.1 3774924 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4113 ALL 477026.1 3774924 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4114 ALL 477046.1 3774924 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4115 ALL 477066.1 3774924 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4116 ALL 477086.1 3774924 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4117 ALL 477106.1 3774924 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4118 ALL 477126.1 3774924 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4119 ALL 477146.1 3774924 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4120 ALL 477166.1 3774924 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4121 ALL 477186.1 3774924 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4122 ALL 477206.1 3774924 9.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4123 ALL 477226.1 3774924 9.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4124 ALL 477246.1 3774924 9.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4125 ALL 477266.1 3774924 9.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4126 ALL 477286.1 3774924 8.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4127 ALL 477306.1 3774924 8.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4128 ALL 477326.1 3774924 8.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4129 ALL 477346.1 3774924 8.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4130 ALL 477366.1 3774924 8.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4131 ALL 477386.1 3774924 8.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4132 ALL 477406.1 3774924 7.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4133 ALL 477426.1 3774924 7.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4134 ALL 477446.1 3774924 7.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4135 ALL 477466.1 3774924 7.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4136 ALL 477486.1 3774924 7.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4137 ALL 477506.1 3774924 7.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4138 ALL 477526.1 3774924 7.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4139 ALL 475946.1 3774944 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4140 ALL 475966.1 3774944 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4141 ALL 475986.1 3774944 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4142 ALL 476006.1 3774944 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4143 ALL 476026.1 3774944 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4144 ALL 476046.1 3774944 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4145 ALL 476066.1 3774944 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4146 ALL 476086.1 3774944 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4147 ALL 476106.1 3774944 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4148 ALL 476126.1 3774944 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4149 ALL 476146.1 3774944 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4150 ALL 476166.1 3774944 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4151 ALL 476186.1 3774944 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4152 ALL 476206.1 3774944 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4153 ALL 476226.1 3774944 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4154 ALL 476246.1 3774944 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4155 ALL 476266.1 3774944 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4156 ALL 476286.1 3774944 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4157 ALL 476306.1 3774944 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4158 ALL 476326.1 3774944 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4159 ALL 476346.1 3774944 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4160 ALL 476366.1 3774944 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4161 ALL 476386.1 3774944 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4162 ALL 476406.1 3774944 2.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4163 ALL 476426.1 3774944 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4164 ALL 476446.1 3774944 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4165 ALL 476466.1 3774944 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4166 ALL 476486.1 3774944 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4167 ALL 476506.1 3774944 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4168 ALL 476526.1 3774944 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4169 ALL 476546.1 3774944 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4170 ALL 476566.1 3774944 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4171 ALL 476586.1 3774944 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4172 ALL 476606.1 3774944 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4173 ALL 476626.1 3774944 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4174 ALL 476646.1 3774944 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4175 ALL 476666.1 3774944 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4176 ALL 476686.1 3774944 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4177 ALL 476706.1 3774944 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4178 ALL 476726.1 3774944 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4179 ALL 476746.1 3774944 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4180 ALL 476766.1 3774944 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4181 ALL 476786.1 3774944 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4182 ALL 476806.1 3774944 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4183 ALL 476826.1 3774944 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4184 ALL 476846.1 3774944 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4185 ALL 476866.1 3774944 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4186 ALL 476886.1 3774944 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4187 ALL 476906.1 3774944 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4188 ALL 476926.1 3774944 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4189 ALL 476946.1 3774944 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4190 ALL 476966.1 3774944 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4191 ALL 476986.1 3774944 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4192 ALL 477006.1 3774944 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4193 ALL 477026.1 3774944 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4194 ALL 477046.1 3774944 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4195 ALL 477066.1 3774944 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4196 ALL 477086.1 3774944 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4197 ALL 477106.1 3774944 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4198 ALL 477126.1 3774944 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4199 ALL 477146.1 3774944 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4200 ALL 477166.1 3774944 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4201 ALL 477186.1 3774944 9.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4202 ALL 477206.1 3774944 9.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4203 ALL 477226.1 3774944 9.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4204 ALL 477246.1 3774944 9.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4205 ALL 477266.1 3774944 8.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4206 ALL 477286.1 3774944 8.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4207 ALL 477306.1 3774944 8.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4208 ALL 477326.1 3774944 8.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4209 ALL 477346.1 3774944 8.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4210 ALL 477366.1 3774944 8.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4211 ALL 477386.1 3774944 7.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4212 ALL 477406.1 3774944 7.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4213 ALL 477426.1 3774944 7.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4214 ALL 477446.1 3774944 7.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4215 ALL 477466.1 3774944 7.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4216 ALL 477486.1 3774944 7.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4217 ALL 477506.1 3774944 6.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4218 ALL 477526.1 3774944 6.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4219 ALL 475946.1 3774964 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4220 ALL 475966.1 3774964 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4221 ALL 475986.1 3774964 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4222 ALL 476006.1 3774964 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4223 ALL 476026.1 3774964 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4224 ALL 476046.1 3774964 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4225 ALL 476066.1 3774964 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4226 ALL 476086.1 3774964 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4227 ALL 476106.1 3774964 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4228 ALL 476126.1 3774964 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4229 ALL 476146.1 3774964 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4230 ALL 476166.1 3774964 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4231 ALL 476186.1 3774964 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4232 ALL 476206.1 3774964 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4233 ALL 476226.1 3774964 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4234 ALL 476246.1 3774964 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4235 ALL 476266.1 3774964 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4236 ALL 476286.1 3774964 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4237 ALL 476306.1 3774964 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4238 ALL 476326.1 3774964 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4239 ALL 476346.1 3774964 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4240 ALL 476366.1 3774964 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4241 ALL 476386.1 3774964 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4242 ALL 476406.1 3774964 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4243 ALL 476426.1 3774964 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4244 ALL 476446.1 3774964 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4245 ALL 476466.1 3774964 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4246 ALL 476486.1 3774964 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4247 ALL 476506.1 3774964 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4248 ALL 476526.1 3774964 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4249 ALL 476546.1 3774964 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4250 ALL 476566.1 3774964 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4251 ALL 476586.1 3774964 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4252 ALL 476606.1 3774964 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4253 ALL 476626.1 3774964 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4254 ALL 476646.1 3774964 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4255 ALL 476666.1 3774964 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4256 ALL 476686.1 3774964 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4257 ALL 476706.1 3774964 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4258 ALL 476726.1 3774964 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4259 ALL 476746.1 3774964 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4260 ALL 476766.1 3774964 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4261 ALL 476786.1 3774964 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4262 ALL 476806.1 3774964 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4263 ALL 476826.1 3774964 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4264 ALL 476846.1 3774964 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4265 ALL 476866.1 3774964 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4266 ALL 476886.1 3774964 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4267 ALL 476906.1 3774964 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4268 ALL 476926.1 3774964 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4269 ALL 476946.1 3774964 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4270 ALL 476966.1 3774964 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4271 ALL 476986.1 3774964 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4272 ALL 477006.1 3774964 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4273 ALL 477026.1 3774964 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4274 ALL 477046.1 3774964 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4275 ALL 477066.1 3774964 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4276 ALL 477086.1 3774964 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4277 ALL 477106.1 3774964 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4278 ALL 477126.1 3774964 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4279 ALL 477146.1 3774964 9.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4280 ALL 477166.1 3774964 9.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4281 ALL 477186.1 3774964 9.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4282 ALL 477206.1 3774964 9.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4283 ALL 477226.1 3774964 8.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4284 ALL 477246.1 3774964 8.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4285 ALL 477266.1 3774964 8.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4286 ALL 477286.1 3774964 8.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4287 ALL 477306.1 3774964 8.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4288 ALL 477326.1 3774964 8.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4289 ALL 477346.1 3774964 7.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4290 ALL 477366.1 3774964 7.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4291 ALL 477386.1 3774964 7.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4292 ALL 477406.1 3774964 7.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4293 ALL 477426.1 3774964 7.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4294 ALL 477446.1 3774964 7.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4295 ALL 477466.1 3774964 7.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4296 ALL 477486.1 3774964 6.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4297 ALL 477506.1 3774964 6.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4298 ALL 477526.1 3774964 6.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4299 ALL 475946.1 3774984 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4300 ALL 475966.1 3774984 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4301 ALL 475986.1 3774984 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4302 ALL 476006.1 3774984 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4303 ALL 476026.1 3774984 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4304 ALL 476046.1 3774984 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4305 ALL 476066.1 3774984 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4306 ALL 476086.1 3774984 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4307 ALL 476106.1 3774984 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4308 ALL 476126.1 3774984 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4309 ALL 476146.1 3774984 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4310 ALL 476166.1 3774984 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4311 ALL 476186.1 3774984 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4312 ALL 476206.1 3774984 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4313 ALL 476226.1 3774984 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4314 ALL 476246.1 3774984 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4315 ALL 476266.1 3774984 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4316 ALL 476286.1 3774984 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4317 ALL 476306.1 3774984 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4318 ALL 476326.1 3774984 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4319 ALL 476346.1 3774984 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4320 ALL 476366.1 3774984 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4321 ALL 476386.1 3774984 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4322 ALL 476406.1 3774984 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4323 ALL 476426.1 3774984 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4324 ALL 476446.1 3774984 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4325 ALL 476466.1 3774984 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4326 ALL 476486.1 3774984 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4327 ALL 476506.1 3774984 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4328 ALL 476526.1 3774984 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4329 ALL 476546.1 3774984 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4330 ALL 476566.1 3774984 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4331 ALL 476586.1 3774984 2.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4332 ALL 476606.1 3774984 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4333 ALL 476626.1 3774984 2.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4334 ALL 476646.1 3774984 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4335 ALL 476666.1 3774984 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4336 ALL 476686.1 3774984 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4337 ALL 476706.1 3774984 1.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4338 ALL 476726.1 3774984 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4339 ALL 476746.1 3774984 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4340 ALL 476766.1 3774984 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4341 ALL 476786.1 3774984 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4342 ALL 476806.1 3774984 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4343 ALL 476826.1 3774984 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4344 ALL 476846.1 3774984 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4345 ALL 476866.1 3774984 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4346 ALL 476886.1 3774984 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4347 ALL 476906.1 3774984 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4348 ALL 476926.1 3774984 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4349 ALL 476946.1 3774984 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4350 ALL 476966.1 3774984 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4351 ALL 476986.1 3774984 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4352 ALL 477006.1 3774984 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4353 ALL 477026.1 3774984 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4354 ALL 477046.1 3774984 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4355 ALL 477066.1 3774984 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4356 ALL 477086.1 3774984 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4357 ALL 477106.1 3774984 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4358 ALL 477126.1 3774984 9.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4359 ALL 477146.1 3774984 9.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4360 ALL 477166.1 3774984 9.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4361 ALL 477186.1 3774984 9.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4362 ALL 477206.1 3774984 8.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4363 ALL 477226.1 3774984 8.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4364 ALL 477246.1 3774984 8.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4365 ALL 477266.1 3774984 8.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4366 ALL 477286.1 3774984 8.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4367 ALL 477306.1 3774984 8.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4368 ALL 477326.1 3774984 7.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4369 ALL 477346.1 3774984 7.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4370 ALL 477366.1 3774984 7.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4371 ALL 477386.1 3774984 7.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4372 ALL 477406.1 3774984 7.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4373 ALL 477426.1 3774984 7.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4374 ALL 477446.1 3774984 6.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4375 ALL 477466.1 3774984 6.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4376 ALL 477486.1 3774984 6.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4377 ALL 477506.1 3774984 6.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4378 ALL 477526.1 3774984 6.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4379 ALL 475946.1 3775004 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4380 ALL 475966.1 3775004 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4381 ALL 475986.1 3775004 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4382 ALL 476006.1 3775004 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4383 ALL 476026.1 3775004 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4384 ALL 476046.1 3775004 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4385 ALL 476066.1 3775004 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4386 ALL 476086.1 3775004 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4387 ALL 476106.1 3775004 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4388 ALL 476126.1 3775004 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4389 ALL 476146.1 3775004 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4390 ALL 476166.1 3775004 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4391 ALL 476186.1 3775004 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4392 ALL 476206.1 3775004 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4393 ALL 476226.1 3775004 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4394 ALL 476246.1 3775004 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4395 ALL 476266.1 3775004 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4396 ALL 476286.1 3775004 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4397 ALL 476306.1 3775004 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4398 ALL 476326.1 3775004 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4399 ALL 476346.1 3775004 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4400 ALL 476366.1 3775004 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4401 ALL 476386.1 3775004 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4402 ALL 476406.1 3775004 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4403 ALL 476426.1 3775004 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4404 ALL 476446.1 3775004 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4405 ALL 476466.1 3775004 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4406 ALL 476486.1 3775004 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4407 ALL 476506.1 3775004 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4408 ALL 476526.1 3775004 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4409 ALL 476546.1 3775004 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4410 ALL 476566.1 3775004 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4411 ALL 476586.1 3775004 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4412 ALL 476606.1 3775004 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4413 ALL 476626.1 3775004 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4414 ALL 476646.1 3775004 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4415 ALL 476666.1 3775004 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4416 ALL 476686.1 3775004 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4417 ALL 476706.1 3775004 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4418 ALL 476726.1 3775004 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4419 ALL 476746.1 3775004 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4420 ALL 476766.1 3775004 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4421 ALL 476786.1 3775004 1.74E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4422 ALL 476806.1 3775004 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4423 ALL 476826.1 3775004 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4424 ALL 476846.1 3775004 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4425 ALL 476866.1 3775004 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4426 ALL 476886.1 3775004 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4427 ALL 476906.1 3775004 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4428 ALL 476926.1 3775004 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4429 ALL 476946.1 3775004 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4430 ALL 476966.1 3775004 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4431 ALL 476986.1 3775004 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4432 ALL 477006.1 3775004 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4433 ALL 477026.1 3775004 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4434 ALL 477046.1 3775004 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4435 ALL 477066.1 3775004 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4436 ALL 477086.1 3775004 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4437 ALL 477106.1 3775004 9.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4438 ALL 477126.1 3775004 9.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4439 ALL 477146.1 3775004 9.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4440 ALL 477166.1 3775004 9.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4441 ALL 477186.1 3775004 9.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4442 ALL 477206.1 3775004 8.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4443 ALL 477226.1 3775004 8.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4444 ALL 477246.1 3775004 8.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4445 ALL 477266.1 3775004 8.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4446 ALL 477286.1 3775004 7.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4447 ALL 477306.1 3775004 7.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4448 ALL 477326.1 3775004 7.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4449 ALL 477346.1 3775004 7.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4450 ALL 477366.1 3775004 7.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4451 ALL 477386.1 3775004 7.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4452 ALL 477406.1 3775004 7.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4453 ALL 477426.1 3775004 6.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4454 ALL 477446.1 3775004 6.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4455 ALL 477466.1 3775004 6.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4456 ALL 477486.1 3775004 6.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4457 ALL 477506.1 3775004 6.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4458 ALL 477526.1 3775004 6.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4459 ALL 475946.1 3775024 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4460 ALL 475966.1 3775024 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4461 ALL 475986.1 3775024 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4462 ALL 476006.1 3775024 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4463 ALL 476026.1 3775024 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4464 ALL 476046.1 3775024 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4465 ALL 476066.1 3775024 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4466 ALL 476086.1 3775024 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4467 ALL 476106.1 3775024 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4468 ALL 476126.1 3775024 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4469 ALL 476146.1 3775024 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4470 ALL 476166.1 3775024 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4471 ALL 476186.1 3775024 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4472 ALL 476206.1 3775024 1.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4473 ALL 476226.1 3775024 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4474 ALL 476246.1 3775024 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4475 ALL 476266.1 3775024 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4476 ALL 476286.1 3775024 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4477 ALL 476306.1 3775024 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4478 ALL 476326.1 3775024 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4479 ALL 476346.1 3775024 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4480 ALL 476366.1 3775024 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4481 ALL 476386.1 3775024 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4482 ALL 476406.1 3775024 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4483 ALL 476426.1 3775024 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

9.79E-06



HARP2 - HRACalc (dated 22118) 12/2/2022 3:19:23 PM - Output Log

GLCs loaded successfully
Pollutants loaded successfully
Pathway receptors loaded successfully
**********************************
RISK SCENARIO SETTINGS

Receptor Type: Resident
Scenario: NCChronic
Calculation Method: Derived

**********************************
EXPOSURE DURATION PARAMETERS FOR CANCER
**Exposure duration are only adjusted for cancer assessments**

**********************************
PATHWAYS ENABLED

NOTE: Inhalation is always enabled and used for all assessments.  The remaining 
pathways are only used for cancer and noncancer chronic assessments.

Inhalation: True
Soil: True
Dermal: True
Mother's milk: True
Water: False
Fish: False
Homegrown crops: True
Beef: False
Dairy: False
Pig: False
Chicken: False
Egg: False

**********************************
INHALATION

Daily breathing rate: LongTerm24HR

**Worker Adjustment Factors**
Worker adjustment factors enabled: NO

**Fraction at time at home**
NOTE: Exposure duration (i.e., start age, end age, ED, & FAH) are only adjusted for 
cancer assessments.

**********************************
SOIL & DERMAL PATHWAY SETTINGS



Deposition rate (m/s): 0.02
Soil mixing depth (m): 0.01
Dermal climate: Warm

**********************************
HOMEGROWN CROP PATHWAY SETTINGS

Household type: HouseholdsthatGarden
Fraction leafy: 0.137
Fraction exposed: 0.137
Fraction protected: 0.137
Fraction root: 0.137

**********************************
TIER 2 SETTINGS

Tier2 adjustments were used in this assessment.  Please see the input file for 
details.
Tier2 - What was changed: ED or start age changed|
Calculating chronic risk
Chronic risk breakdown by pollutant and receptor saved to: 
C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6THROSA\hra\ConstChronicNCChronicRisk.csv
Chronic risk total by receptor saved to: C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6THROSA\hra\ConstChronicNCChronicRiskSumByRec.csv
HRA ran successfully



*HARP - HRACalc v22118 12/2/2022 3:19:23 PM - Chronic Risk - Input File: C:\Users\dlarocca\Desktop\Air Quality Work\HARP2\6THROSA\hra\ConstChronicHRAInput.hra

REC GRP NETID X Y SCENARIO CV CNS IMMUN KIDNEY GILV REPRO/DEVELRESP SKIN EYE BONE/TEETHENDO BLOOD ODOR GENERAL MAXHI

1 ALL 476426.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04

2 ALL 476446.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04

3 ALL 476466.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04

4 ALL 476486.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04

5 ALL 476506.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-04

6 ALL 476526.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04

7 ALL 476546.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04

8 ALL 476566.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04

9 ALL 476586.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04

10 ALL 476606.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-04

11 ALL 476626.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04

12 ALL 476646.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-04

13 ALL 476666.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04

14 ALL 476686.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04

15 ALL 476706.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-04

16 ALL 476726.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04

17 ALL 476746.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04

18 ALL 476766.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04

19 ALL 476786.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

20 ALL 476806.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04

21 ALL 476826.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-04

22 ALL 476846.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04

23 ALL 476866.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04

24 ALL 476886.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04

25 ALL 476906.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04

26 ALL 476926.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04

27 ALL 476946.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04

28 ALL 476966.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04

29 ALL 476986.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-04

30 ALL 477006.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04

31 ALL 475526.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-04

32 ALL 475546.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-04

33 ALL 475566.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04

34 ALL 475586.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-04

35 ALL 475606.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04

36 ALL 475626.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04

37 ALL 475646.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04

38 ALL 475666.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04

39 ALL 475686.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04

40 ALL 475706.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04

41 ALL 475726.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-04

42 ALL 475746.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

43 ALL 475766.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

44 ALL 475786.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04

45 ALL 475806.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04

46 ALL 475826.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04

47 ALL 475846.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-04

48 ALL 475866.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04



49 ALL 475886.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04

50 ALL 475906.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04

51 ALL 475926.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04

52 ALL 475946.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04

53 ALL 475966.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04

54 ALL 475986.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04

55 ALL 476006.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04

56 ALL 476426.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04

57 ALL 476446.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04

58 ALL 476466.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-04

59 ALL 476486.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04

60 ALL 476506.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04

61 ALL 476526.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-04

62 ALL 476546.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04

63 ALL 476566.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-04

64 ALL 476586.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04

65 ALL 476606.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04

66 ALL 476626.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04

67 ALL 476646.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04

68 ALL 476666.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04

69 ALL 476686.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04

70 ALL 476706.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04

71 ALL 476726.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04

72 ALL 476746.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04

73 ALL 476766.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04

74 ALL 476786.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04

75 ALL 476806.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04

76 ALL 476826.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

77 ALL 476846.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04

78 ALL 476866.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04

79 ALL 476886.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04

80 ALL 476906.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04

81 ALL 476926.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04

82 ALL 476946.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-04

83 ALL 476966.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

84 ALL 476986.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-04

85 ALL 477006.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04

86 ALL 477026.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04

87 ALL 477046.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04

88 ALL 475526.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-04

89 ALL 475546.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-04

90 ALL 475566.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04

91 ALL 475586.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04

92 ALL 475606.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-04

93 ALL 475626.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04

94 ALL 475646.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04

95 ALL 475666.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04

96 ALL 475686.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04

97 ALL 475706.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04

98 ALL 475726.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04



99 ALL 475746.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-04

100 ALL 475766.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04

101 ALL 475786.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04

102 ALL 475806.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04

103 ALL 475826.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-04

104 ALL 475846.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04

105 ALL 475866.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04

106 ALL 475886.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04

107 ALL 475906.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-04

108 ALL 475926.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04

109 ALL 475946.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04

110 ALL 475966.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04

111 ALL 475986.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-04

112 ALL 476006.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04

113 ALL 476426.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04

114 ALL 476446.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04

115 ALL 476466.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-04

116 ALL 476486.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04

117 ALL 476506.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04

118 ALL 476526.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04

119 ALL 476546.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04

120 ALL 476566.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04

121 ALL 476586.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04

122 ALL 476606.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04

123 ALL 476626.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04

124 ALL 476646.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04

125 ALL 476666.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04

126 ALL 476686.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04

127 ALL 476706.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04

128 ALL 476726.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04

129 ALL 476746.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04

130 ALL 476766.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04

131 ALL 476786.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04

132 ALL 476806.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04

133 ALL 476826.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04

134 ALL 476846.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04

135 ALL 476866.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-04

136 ALL 476886.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04

137 ALL 476906.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04

138 ALL 476926.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

139 ALL 476946.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04

140 ALL 476966.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04

141 ALL 476986.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04

142 ALL 477006.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04

143 ALL 477026.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04

144 ALL 477046.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04

145 ALL 477066.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04

146 ALL 477086.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-04

147 ALL 475526.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-04

148 ALL 475546.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04



149 ALL 475566.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-04

150 ALL 475586.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04

151 ALL 475606.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04

152 ALL 475626.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04

153 ALL 475646.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04

154 ALL 475666.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-04

155 ALL 475686.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04

156 ALL 475706.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04

157 ALL 475726.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-04

158 ALL 475746.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04

159 ALL 475766.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04

160 ALL 475786.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04

161 ALL 475806.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-04

162 ALL 475826.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04

163 ALL 475846.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04

164 ALL 475866.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04

165 ALL 475886.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04

166 ALL 475906.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04

167 ALL 475926.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-04

168 ALL 475946.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04

169 ALL 475966.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04

170 ALL 475986.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04

171 ALL 476006.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04

172 ALL 476426.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-04

173 ALL 476446.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-04

174 ALL 476466.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04

175 ALL 476486.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04

176 ALL 476506.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04

177 ALL 476526.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-04

178 ALL 476546.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-04

179 ALL 476566.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04

180 ALL 476586.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-04

181 ALL 476606.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04

182 ALL 476626.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04

183 ALL 476646.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04

184 ALL 476666.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-04

185 ALL 476686.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04

186 ALL 476706.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04

187 ALL 476726.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04

188 ALL 476746.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-04

189 ALL 476766.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04

190 ALL 476786.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04

191 ALL 476806.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04

192 ALL 476826.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04

193 ALL 476846.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04

194 ALL 476866.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04

195 ALL 476886.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04

196 ALL 476906.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-04

197 ALL 476926.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04

198 ALL 476946.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04



199 ALL 476966.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04

200 ALL 476986.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04

201 ALL 477006.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04

202 ALL 477026.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-04

203 ALL 477046.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04

204 ALL 477066.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04

205 ALL 477086.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04

206 ALL 477106.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04

207 ALL 475526.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-04

208 ALL 475546.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04

209 ALL 475566.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-04

210 ALL 475586.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-04

211 ALL 475606.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04

212 ALL 475626.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04

213 ALL 475646.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04

214 ALL 475666.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04

215 ALL 475686.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04

216 ALL 475706.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04

217 ALL 475726.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04

218 ALL 475746.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04

219 ALL 475766.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04

220 ALL 475786.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-04

221 ALL 475806.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04

222 ALL 475826.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04

223 ALL 475846.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04

224 ALL 475866.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04

225 ALL 475886.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04

226 ALL 475906.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04

227 ALL 475926.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04

228 ALL 475946.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04

229 ALL 475966.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04

230 ALL 475986.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04

231 ALL 476006.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04

232 ALL 476026.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-04

233 ALL 476426.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04

234 ALL 476446.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-04

235 ALL 476466.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-04

236 ALL 476486.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-04

237 ALL 476506.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-04

238 ALL 476526.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04

239 ALL 476546.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04

240 ALL 476566.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-04

241 ALL 476586.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04

242 ALL 476606.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04

243 ALL 476626.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-04

244 ALL 476646.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04

245 ALL 476666.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-04

246 ALL 476686.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04

247 ALL 476706.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04

248 ALL 476726.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-04



249 ALL 476746.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04

250 ALL 476766.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-04

251 ALL 476786.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-04

252 ALL 476806.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-04

253 ALL 476826.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-04

254 ALL 476846.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-04

255 ALL 476866.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04

256 ALL 476886.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04

257 ALL 476906.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04

258 ALL 476926.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-04

259 ALL 476946.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04

260 ALL 476966.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-04

261 ALL 476986.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04

262 ALL 477006.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04

263 ALL 477026.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04

264 ALL 477046.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

265 ALL 477066.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

266 ALL 477086.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04

267 ALL 477106.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04

268 ALL 475526.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-04

269 ALL 475546.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04

270 ALL 475566.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04

271 ALL 475586.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04

272 ALL 475606.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04

273 ALL 475626.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04

274 ALL 475646.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-04

275 ALL 475666.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04

276 ALL 475686.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04

277 ALL 475706.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

278 ALL 475726.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-04

279 ALL 475746.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-04

280 ALL 475766.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04

281 ALL 475786.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04

282 ALL 475806.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-04

283 ALL 475826.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04

284 ALL 475846.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04

285 ALL 475866.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04

286 ALL 475886.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-04

287 ALL 475906.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04

288 ALL 475926.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04

289 ALL 475946.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04

290 ALL 475966.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04

291 ALL 475986.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04

292 ALL 476006.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-04

293 ALL 476026.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04

294 ALL 476046.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04

295 ALL 476426.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-04

296 ALL 476446.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-04

297 ALL 476466.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-04

298 ALL 476486.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-04



299 ALL 476506.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-04

300 ALL 476526.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-04

301 ALL 476546.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-04

302 ALL 476566.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04

303 ALL 476586.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-04

304 ALL 476606.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04

305 ALL 476626.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04

306 ALL 476646.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-04

307 ALL 476666.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04

308 ALL 476686.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-04

309 ALL 476706.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-04

310 ALL 476726.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04

311 ALL 476746.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04

312 ALL 476766.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04

313 ALL 476786.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04

314 ALL 476806.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-04

315 ALL 476826.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04

316 ALL 476846.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04

317 ALL 476866.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04

318 ALL 476886.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04

319 ALL 476906.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04

320 ALL 476926.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04

321 ALL 476946.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04

322 ALL 476966.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04

323 ALL 476986.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-04

324 ALL 477006.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04

325 ALL 477026.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04

326 ALL 477046.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04

327 ALL 477066.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04

328 ALL 477086.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-04

329 ALL 477106.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

330 ALL 475526.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-04

331 ALL 475546.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-04

332 ALL 475566.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04

333 ALL 475586.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04

334 ALL 475606.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04

335 ALL 475626.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04

336 ALL 475646.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04

337 ALL 475666.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04

338 ALL 475686.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04

339 ALL 475706.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04

340 ALL 475726.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04

341 ALL 475746.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04

342 ALL 475766.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04

343 ALL 475786.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04

344 ALL 475806.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04

345 ALL 475826.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04

346 ALL 475846.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04

347 ALL 475866.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04

348 ALL 475886.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04



349 ALL 475906.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-04

350 ALL 475926.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04

351 ALL 475946.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04

352 ALL 475966.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04

353 ALL 475986.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04

354 ALL 476006.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04

355 ALL 476026.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04

356 ALL 476046.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04

357 ALL 476066.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04

358 ALL 476426.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-04

359 ALL 476446.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-04

360 ALL 476466.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-04

361 ALL 476486.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-04

362 ALL 476506.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-04

363 ALL 476526.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-04

364 ALL 476546.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04

365 ALL 476566.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-04

366 ALL 476586.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-04

367 ALL 476606.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-04

368 ALL 476626.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-04

369 ALL 476646.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-04

370 ALL 476666.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04

371 ALL 476686.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-04

372 ALL 476706.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04

373 ALL 476726.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04

374 ALL 476746.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-04

375 ALL 476766.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04

376 ALL 476786.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04

377 ALL 476806.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-04

378 ALL 476826.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04

379 ALL 476846.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04

380 ALL 476866.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04

381 ALL 476886.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04

382 ALL 476906.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04

383 ALL 476926.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04

384 ALL 476946.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04

385 ALL 476966.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04

386 ALL 476986.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04

387 ALL 477006.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04

388 ALL 477026.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04

389 ALL 477046.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04

390 ALL 477066.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

391 ALL 477086.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04

392 ALL 477106.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04

393 ALL 475526.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-04

394 ALL 475546.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04

395 ALL 475566.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-04

396 ALL 475586.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04

397 ALL 475606.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-04

398 ALL 475626.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04



399 ALL 475646.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04

400 ALL 475666.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04

401 ALL 475686.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

402 ALL 475706.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-04

403 ALL 475726.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

404 ALL 475746.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04

405 ALL 475766.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04

406 ALL 475786.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04

407 ALL 475806.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04

408 ALL 475826.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04

409 ALL 475846.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04

410 ALL 475866.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04

411 ALL 475886.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04

412 ALL 475906.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04

413 ALL 475926.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04

414 ALL 475946.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04

415 ALL 475966.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04

416 ALL 475986.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-04

417 ALL 476006.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04

418 ALL 476026.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04

419 ALL 476046.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04

420 ALL 476066.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-04

421 ALL 476086.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-04

422 ALL 476426.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04

423 ALL 476446.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-04

424 ALL 476466.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-04

425 ALL 476486.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04

426 ALL 476506.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-04

427 ALL 476526.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04

428 ALL 476546.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-04

429 ALL 476566.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-04

430 ALL 476586.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-04

431 ALL 476606.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-04

432 ALL 476626.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-04

433 ALL 476646.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-04

434 ALL 476666.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04

435 ALL 476686.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-04

436 ALL 476706.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-04

437 ALL 476726.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04

438 ALL 476746.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04

439 ALL 476766.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04

440 ALL 476786.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-04

441 ALL 476806.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-04

442 ALL 476826.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-04

443 ALL 476846.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04

444 ALL 476866.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04

445 ALL 476886.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04

446 ALL 476906.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04

447 ALL 476926.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-04

448 ALL 476946.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04



449 ALL 476966.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04

450 ALL 476986.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04

451 ALL 477006.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04

452 ALL 477026.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-04

453 ALL 477046.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04

454 ALL 477066.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04

455 ALL 477086.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04

456 ALL 477106.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04

457 ALL 475526.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04

458 ALL 475546.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04

459 ALL 475566.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04

460 ALL 475586.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04

461 ALL 475606.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04

462 ALL 475626.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-04

463 ALL 475646.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04

464 ALL 475666.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

465 ALL 475686.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04

466 ALL 475706.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04

467 ALL 475726.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04

468 ALL 475746.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04

469 ALL 475766.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

470 ALL 475786.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04

471 ALL 475806.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04

472 ALL 475826.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04

473 ALL 475846.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-04

474 ALL 475866.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04

475 ALL 475886.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04

476 ALL 475906.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04

477 ALL 475926.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04

478 ALL 475946.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04

479 ALL 475966.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04

480 ALL 475986.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-04

481 ALL 476006.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-04

482 ALL 476026.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04

483 ALL 476046.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-04

484 ALL 476066.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04

485 ALL 476086.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-04

486 ALL 476106.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-04

487 ALL 476126.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-04

488 ALL 476426.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-04

489 ALL 476446.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04

490 ALL 476466.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-04

491 ALL 476486.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04

492 ALL 476506.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-04

493 ALL 476526.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-04

494 ALL 476546.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04

495 ALL 476566.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-04

496 ALL 476586.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04

497 ALL 476606.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.43E-04

498 ALL 476626.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-04



499 ALL 476646.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-04

500 ALL 476666.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-04

501 ALL 476686.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-04

502 ALL 476706.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04

503 ALL 476726.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04

504 ALL 476746.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-04

505 ALL 476766.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04

506 ALL 476786.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-04

507 ALL 476806.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-04

508 ALL 476826.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-04

509 ALL 476846.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04

510 ALL 476866.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04

511 ALL 476886.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04

512 ALL 476906.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04

513 ALL 476926.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04

514 ALL 476946.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04

515 ALL 476966.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04

516 ALL 476986.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04

517 ALL 477006.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04

518 ALL 477026.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04

519 ALL 477046.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04

520 ALL 477066.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04

521 ALL 477086.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-04

522 ALL 477106.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-04

523 ALL 475526.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04

524 ALL 475546.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04

525 ALL 475566.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04

526 ALL 475586.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04

527 ALL 475606.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04

528 ALL 475626.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04

529 ALL 475646.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04

530 ALL 475666.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04

531 ALL 475686.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04

532 ALL 475706.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04

533 ALL 475726.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04

534 ALL 475746.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04

535 ALL 475766.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-04

536 ALL 475786.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04

537 ALL 475806.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04

538 ALL 475826.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04

539 ALL 475846.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04

540 ALL 475866.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04

541 ALL 475886.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04

542 ALL 475906.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-04

543 ALL 475926.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04

544 ALL 475946.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04

545 ALL 475966.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-04

546 ALL 475986.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04

547 ALL 476006.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04

548 ALL 476026.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-04



549 ALL 476046.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-04

550 ALL 476066.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-04

551 ALL 476086.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-04

552 ALL 476106.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-04

553 ALL 476126.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-04

554 ALL 476146.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-04

555 ALL 476406.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-04

556 ALL 476426.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-04

557 ALL 476446.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-04

558 ALL 476466.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-04

559 ALL 476486.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04

560 ALL 476506.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-04

561 ALL 476526.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-04

562 ALL 476546.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-04

563 ALL 476566.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-04

564 ALL 476586.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-04

565 ALL 476606.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-04

566 ALL 476626.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-04

567 ALL 476646.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04

568 ALL 476666.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-04

569 ALL 476686.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-04

570 ALL 476706.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-04

571 ALL 476726.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-04

572 ALL 476746.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-04

573 ALL 476766.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04

574 ALL 476786.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04

575 ALL 476806.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-04

576 ALL 476826.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04

577 ALL 476846.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-04

578 ALL 476866.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-04

579 ALL 476886.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04

580 ALL 476906.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04

581 ALL 476926.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-04

582 ALL 476946.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04

583 ALL 476966.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04

584 ALL 476986.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04

585 ALL 477006.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04

586 ALL 477026.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04

587 ALL 477046.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04

588 ALL 477066.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04

589 ALL 477086.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04

590 ALL 477106.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04

591 ALL 475526.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04

592 ALL 475546.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04

593 ALL 475566.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04

594 ALL 475586.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04

595 ALL 475606.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04

596 ALL 475626.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04

597 ALL 475646.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04

598 ALL 475666.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-04



599 ALL 475686.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04

600 ALL 475706.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

601 ALL 475726.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-04

602 ALL 475746.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04

603 ALL 475766.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04

604 ALL 475786.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04

605 ALL 475806.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04

606 ALL 475826.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04

607 ALL 475846.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04

608 ALL 475866.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04

609 ALL 475886.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04

610 ALL 475906.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-04

611 ALL 475926.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04

612 ALL 475946.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04

613 ALL 475966.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-04

614 ALL 475986.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04

615 ALL 476006.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-04

616 ALL 476026.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-04

617 ALL 476046.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-04

618 ALL 476066.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-04

619 ALL 476086.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-04

620 ALL 476106.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-04

621 ALL 476126.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-04

622 ALL 476146.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-04

623 ALL 476166.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04

624 ALL 476406.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04

625 ALL 476426.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04

626 ALL 476446.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04

627 ALL 476466.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04

628 ALL 476486.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04

629 ALL 476506.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-04

630 ALL 476526.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.97E-04

631 ALL 476546.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-04

632 ALL 476566.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-04

633 ALL 476586.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04

634 ALL 476606.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04

635 ALL 476626.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-04

636 ALL 476646.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-04

637 ALL 476666.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-04

638 ALL 476686.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-04

639 ALL 476706.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-04

640 ALL 476726.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04

641 ALL 476746.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04

642 ALL 476766.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-04

643 ALL 476786.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-04

644 ALL 476806.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04

645 ALL 476826.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04

646 ALL 476846.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-04

647 ALL 476866.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04

648 ALL 476886.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04



649 ALL 476906.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04

650 ALL 476926.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04

651 ALL 476946.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04

652 ALL 476966.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04

653 ALL 476986.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04

654 ALL 477006.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04

655 ALL 477026.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04

656 ALL 477046.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04

657 ALL 477066.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04

658 ALL 477086.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04

659 ALL 477106.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04

660 ALL 475526.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04

661 ALL 475546.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04

662 ALL 475566.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04

663 ALL 475586.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04

664 ALL 475606.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04

665 ALL 475626.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04

666 ALL 475646.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04

667 ALL 475666.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

668 ALL 475686.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04

669 ALL 475706.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04

670 ALL 475726.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04

671 ALL 475746.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

672 ALL 475766.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04

673 ALL 475786.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-04

674 ALL 475806.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04

675 ALL 475826.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04

676 ALL 475846.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04

677 ALL 475866.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04

678 ALL 475886.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04

679 ALL 475906.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04

680 ALL 475926.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04

681 ALL 475946.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04

682 ALL 475966.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-04

683 ALL 475986.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-04

684 ALL 476006.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-04

685 ALL 476026.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-04

686 ALL 476046.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-04

687 ALL 476066.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-04

688 ALL 476086.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04

689 ALL 476106.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-04

690 ALL 476126.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-04

691 ALL 476146.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04

692 ALL 476166.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-04

693 ALL 476186.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04

694 ALL 476366.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04

695 ALL 476386.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04

696 ALL 476406.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-04

697 ALL 476426.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-04

698 ALL 476446.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-04



699 ALL 476466.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-04

700 ALL 476486.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-04

701 ALL 476506.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-04

702 ALL 476526.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04

703 ALL 476546.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-04

704 ALL 476566.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04

705 ALL 476586.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-04

706 ALL 476606.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-04

707 ALL 476626.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-04

708 ALL 476646.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04

709 ALL 476666.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-04

710 ALL 476686.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04

711 ALL 476706.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-04

712 ALL 476726.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04

713 ALL 476746.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-04

714 ALL 476766.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-04

715 ALL 476786.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-04

716 ALL 476806.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04

717 ALL 476826.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04

718 ALL 476846.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-04

719 ALL 476866.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04

720 ALL 476886.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04

721 ALL 476906.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-04

722 ALL 476926.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04

723 ALL 476946.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04

724 ALL 476966.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04

725 ALL 476986.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04

726 ALL 477006.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04

727 ALL 477026.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04

728 ALL 477046.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04

729 ALL 477066.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04

730 ALL 477086.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04

731 ALL 477106.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04

732 ALL 475526.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04

733 ALL 475546.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04

734 ALL 475566.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04

735 ALL 475586.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04

736 ALL 475606.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04

737 ALL 475626.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04

738 ALL 475646.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04

739 ALL 475666.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-04

740 ALL 475686.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04

741 ALL 475706.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04

742 ALL 475726.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-04

743 ALL 475746.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04

744 ALL 475766.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04

745 ALL 475786.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04

746 ALL 475806.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-04

747 ALL 475826.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04

748 ALL 475846.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04



749 ALL 475866.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04

750 ALL 475886.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-04

751 ALL 475906.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-04

752 ALL 475926.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-04

753 ALL 475946.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-04

754 ALL 475966.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-04

755 ALL 475986.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-04

756 ALL 476006.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-04

757 ALL 476026.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-04

758 ALL 476046.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-04

759 ALL 476066.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-04

760 ALL 476086.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-04

761 ALL 476106.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04

762 ALL 476126.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-04

763 ALL 476146.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04

764 ALL 476166.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-04

765 ALL 476186.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-04

766 ALL 476206.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-04

767 ALL 476226.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04

768 ALL 476366.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-04

769 ALL 476386.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-04

770 ALL 476406.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-04

771 ALL 476426.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-04

772 ALL 476446.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-04

773 ALL 476466.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-04

774 ALL 476486.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-04

775 ALL 476506.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04

776 ALL 476526.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-04

777 ALL 476546.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04

778 ALL 476566.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.07E-04

779 ALL 476586.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.84E-04

780 ALL 476606.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04

781 ALL 476626.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-04

782 ALL 476646.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-04

783 ALL 476666.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-04

784 ALL 476686.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-04

785 ALL 476706.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-04

786 ALL 476726.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04

787 ALL 476746.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.83E-04

788 ALL 476766.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-04

789 ALL 476786.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-04

790 ALL 476806.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-04

791 ALL 476826.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-04

792 ALL 476846.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-04

793 ALL 476866.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-04

794 ALL 476886.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-04

795 ALL 476906.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-04

796 ALL 476926.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-04

797 ALL 476946.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04

798 ALL 476966.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04



799 ALL 476986.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04

800 ALL 477006.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04

801 ALL 477026.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-04

802 ALL 477046.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-04

803 ALL 477066.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04

804 ALL 477086.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04

805 ALL 477106.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04

806 ALL 475526.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04

807 ALL 475546.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04

808 ALL 475566.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04

809 ALL 475586.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04

810 ALL 475606.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04

811 ALL 475626.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04

812 ALL 475646.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

813 ALL 475666.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04

814 ALL 475686.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04

815 ALL 475706.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04

816 ALL 475726.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04

817 ALL 475746.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04

818 ALL 475766.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04

819 ALL 475786.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04

820 ALL 475806.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04

821 ALL 475826.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-04

822 ALL 475846.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04

823 ALL 475866.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-04

824 ALL 475886.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04

825 ALL 475906.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04

826 ALL 475926.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04

827 ALL 475946.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-04

828 ALL 475966.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-04

829 ALL 475986.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04

830 ALL 476006.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-04

831 ALL 476026.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-04

832 ALL 476046.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04

833 ALL 476066.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-04

834 ALL 476086.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04

835 ALL 476106.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-04

836 ALL 476126.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-04

837 ALL 476146.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04

838 ALL 476166.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04

839 ALL 476186.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04

840 ALL 476206.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-04

841 ALL 476226.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-04

842 ALL 476246.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04

843 ALL 476266.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04

844 ALL 476286.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-04

845 ALL 476366.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.65E-04

846 ALL 476386.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.77E-04

847 ALL 476406.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.87E-04

848 ALL 476426.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.92E-04



849 ALL 476446.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-04

850 ALL 476466.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04

851 ALL 476486.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-04

852 ALL 476506.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-04

853 ALL 476526.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04

854 ALL 476546.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-04

855 ALL 476566.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04

856 ALL 476586.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04

857 ALL 476606.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.39E-04

858 ALL 476626.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-04

859 ALL 476646.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-04

860 ALL 476666.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04

861 ALL 476686.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-04

862 ALL 476706.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-04

863 ALL 476726.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-04

864 ALL 476746.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04

865 ALL 476766.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-04

866 ALL 476786.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-04

867 ALL 476806.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-04

868 ALL 476826.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-04

869 ALL 476846.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-04

870 ALL 476866.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-04

871 ALL 476886.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-04

872 ALL 476906.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-04

873 ALL 476926.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04

874 ALL 476946.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-04

875 ALL 476966.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-04

876 ALL 476986.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-04

877 ALL 477006.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-04

878 ALL 477026.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-04

879 ALL 477046.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04

880 ALL 477066.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04

881 ALL 477086.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04

882 ALL 477106.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04

883 ALL 475526.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04

884 ALL 475546.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04

885 ALL 475566.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04

886 ALL 475586.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04

887 ALL 475606.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04

888 ALL 475626.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04

889 ALL 475646.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

890 ALL 475666.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04

891 ALL 475686.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04

892 ALL 475706.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04

893 ALL 475726.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04

894 ALL 475746.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04

895 ALL 475766.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04

896 ALL 475786.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04

897 ALL 475806.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04

898 ALL 475826.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-04



899 ALL 475846.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04

900 ALL 475866.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04

901 ALL 475886.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04

902 ALL 475906.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04

903 ALL 475926.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04

904 ALL 475946.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-04

905 ALL 475966.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-04

906 ALL 475986.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04

907 ALL 476006.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-04

908 ALL 476026.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-04

909 ALL 476046.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04

910 ALL 476066.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-04

911 ALL 476086.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-04

912 ALL 476106.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-04

913 ALL 476126.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-04

914 ALL 476146.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04

915 ALL 476166.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04

916 ALL 476186.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04

917 ALL 476206.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04

918 ALL 476226.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-04

919 ALL 476246.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.09E-04

920 ALL 476266.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.43E-04

921 ALL 476286.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.76E-04

922 ALL 476306.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

923 ALL 476326.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

924 ALL 476346.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

925 ALL 476366.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

926 ALL 476386.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

927 ALL 476406.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

928 ALL 476426.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

929 ALL 476446.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

930 ALL 476466.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

931 ALL 476486.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

932 ALL 476506.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

933 ALL 476526.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

934 ALL 476546.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

935 ALL 476566.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-04

936 ALL 476586.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-04

937 ALL 476606.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-04

938 ALL 476626.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-04

939 ALL 476646.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-04

940 ALL 476666.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-04

941 ALL 476686.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04

942 ALL 476706.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-04

943 ALL 476726.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-04

944 ALL 476746.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-04

945 ALL 476766.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04

946 ALL 476786.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-04

947 ALL 476806.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-04

948 ALL 476826.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-04



949 ALL 476846.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-04

950 ALL 476866.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-04

951 ALL 476886.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-04

952 ALL 476906.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04

953 ALL 476926.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-04

954 ALL 476946.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04

955 ALL 476966.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04

956 ALL 476986.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-04

957 ALL 477006.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04

958 ALL 477026.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-04

959 ALL 477046.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-04

960 ALL 477066.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04

961 ALL 477086.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-04

962 ALL 477106.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04

963 ALL 475526.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04

964 ALL 475546.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04

965 ALL 475566.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04

966 ALL 475586.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04

967 ALL 475606.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04

968 ALL 475626.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04

969 ALL 475646.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

970 ALL 475666.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04

971 ALL 475686.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04

972 ALL 475706.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04

973 ALL 475726.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-04

974 ALL 475746.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-04

975 ALL 475766.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04

976 ALL 475786.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04

977 ALL 475806.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04

978 ALL 475826.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04

979 ALL 475846.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04

980 ALL 475866.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04

981 ALL 475886.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-04

982 ALL 475906.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-04

983 ALL 475926.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-04

984 ALL 475946.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-04

985 ALL 475966.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-04

986 ALL 475986.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-04

987 ALL 476006.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04

988 ALL 476026.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-04

989 ALL 476046.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-04

990 ALL 476066.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-04

991 ALL 476086.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04

992 ALL 476106.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04

993 ALL 476126.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04

994 ALL 476146.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-04

995 ALL 476166.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-04

996 ALL 476186.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-04

997 ALL 476206.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.99E-04

998 ALL 476226.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.43E-04



999 ALL 476246.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.88E-04

1000 ALL 476266.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1001 ALL 476286.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

1002 ALL 476306.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

1003 ALL 476326.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

1004 ALL 476346.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

1005 ALL 476366.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

1006 ALL 476386.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

1007 ALL 476406.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

1008 ALL 476426.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1009 ALL 476446.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1010 ALL 476466.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

1011 ALL 476486.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

1012 ALL 476506.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

1013 ALL 476526.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

1014 ALL 476546.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

1015 ALL 476566.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

1016 ALL 476586.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1017 ALL 476606.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1018 ALL 476626.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-04

1019 ALL 476646.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-04

1020 ALL 476666.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-04

1021 ALL 476686.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04

1022 ALL 476706.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-04

1023 ALL 476726.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04

1024 ALL 476746.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-04

1025 ALL 476766.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-04

1026 ALL 476786.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-04

1027 ALL 476806.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-04

1028 ALL 476826.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04

1029 ALL 476846.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04

1030 ALL 476866.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-04

1031 ALL 476886.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-04

1032 ALL 476906.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04

1033 ALL 476926.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-04

1034 ALL 476946.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-04

1035 ALL 476966.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-04

1036 ALL 476986.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-04

1037 ALL 477006.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-04

1038 ALL 477026.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.46E-04

1039 ALL 477046.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-04

1040 ALL 477066.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-04

1041 ALL 477086.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04

1042 ALL 477106.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-04

1043 ALL 475526.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04

1044 ALL 475546.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04

1045 ALL 475566.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04

1046 ALL 475586.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04

1047 ALL 475606.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04

1048 ALL 475626.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04



1049 ALL 475646.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

1050 ALL 475666.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04

1051 ALL 475686.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04

1052 ALL 475706.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04

1053 ALL 475726.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-04

1054 ALL 475746.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04

1055 ALL 475766.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04

1056 ALL 475786.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04

1057 ALL 475806.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04

1058 ALL 475826.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04

1059 ALL 475846.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04

1060 ALL 475866.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04

1061 ALL 475886.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04

1062 ALL 475906.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04

1063 ALL 475926.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04

1064 ALL 475946.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04

1065 ALL 475966.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-04

1066 ALL 475986.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-04

1067 ALL 476006.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-04

1068 ALL 476026.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04

1069 ALL 476046.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-04

1070 ALL 476066.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04

1071 ALL 476086.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-04

1072 ALL 476106.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04

1073 ALL 476126.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04

1074 ALL 476146.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-04

1075 ALL 476166.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-04

1076 ALL 476186.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-04

1077 ALL 476206.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-04

1078 ALL 476226.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

1079 ALL 476246.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1080 ALL 476266.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

1081 ALL 476286.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

1082 ALL 476306.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

1083 ALL 476326.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

1084 ALL 476346.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

1085 ALL 476366.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

1086 ALL 476386.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

1087 ALL 476406.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

1088 ALL 476426.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

1089 ALL 476446.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

1090 ALL 476466.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

1091 ALL 476486.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

1092 ALL 476506.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

1093 ALL 476526.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

1094 ALL 476546.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

1095 ALL 476566.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1096 ALL 476586.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

1097 ALL 476606.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

1098 ALL 476626.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03



1099 ALL 476646.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

1100 ALL 476666.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

1101 ALL 476686.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.51E-04

1102 ALL 476706.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.04E-04

1103 ALL 476726.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04

1104 ALL 476746.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.21E-04

1105 ALL 476766.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-04

1106 ALL 476786.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.51E-04

1107 ALL 476806.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-04

1108 ALL 476826.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-04

1109 ALL 476846.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-04

1110 ALL 476866.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04

1111 ALL 476886.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-04

1112 ALL 476906.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-04

1113 ALL 476926.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-04

1114 ALL 476946.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-04

1115 ALL 476966.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04

1116 ALL 476986.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-04

1117 ALL 477006.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-04

1118 ALL 477026.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-04

1119 ALL 477046.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04

1120 ALL 477066.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-04

1121 ALL 477086.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-04

1122 ALL 477106.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-04

1123 ALL 475526.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04

1124 ALL 475546.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04

1125 ALL 475566.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04

1126 ALL 475586.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04

1127 ALL 475606.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04

1128 ALL 475626.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04

1129 ALL 475646.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

1130 ALL 475666.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04

1131 ALL 475686.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04

1132 ALL 475706.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04

1133 ALL 475726.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-04

1134 ALL 475746.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04

1135 ALL 475766.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04

1136 ALL 475786.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04

1137 ALL 475806.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04

1138 ALL 475826.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04

1139 ALL 475846.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04

1140 ALL 475866.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04

1141 ALL 475886.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04

1142 ALL 475906.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04

1143 ALL 475926.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04

1144 ALL 475946.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-04

1145 ALL 475966.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-04

1146 ALL 475986.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-04

1147 ALL 476006.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04

1148 ALL 476026.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-04



1149 ALL 476046.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-04

1150 ALL 476066.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-04

1151 ALL 476086.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-04

1152 ALL 476106.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-04

1153 ALL 476126.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-04

1154 ALL 476146.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04

1155 ALL 476166.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.03E-04

1156 ALL 476186.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-04

1157 ALL 476206.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1158 ALL 476226.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

1159 ALL 476246.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

1160 ALL 476266.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

1161 ALL 476286.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

1162 ALL 476306.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

1163 ALL 476326.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

1164 ALL 476346.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

1165 ALL 476366.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

1166 ALL 476386.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

1167 ALL 476406.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

1168 ALL 476426.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

1169 ALL 476446.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

1170 ALL 476466.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

1171 ALL 476486.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

1172 ALL 476506.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

1173 ALL 476526.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

1174 ALL 476546.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

1175 ALL 476566.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

1176 ALL 476586.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

1177 ALL 476606.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

1178 ALL 476626.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

1179 ALL 476646.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

1180 ALL 476666.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

1181 ALL 476686.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

1182 ALL 476706.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

1183 ALL 476726.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.53E-04

1184 ALL 476746.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-04

1185 ALL 476766.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04

1186 ALL 476786.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04

1187 ALL 476806.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-04

1188 ALL 476826.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-04

1189 ALL 476846.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-04

1190 ALL 476866.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04

1191 ALL 476886.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-04

1192 ALL 476906.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-04

1193 ALL 476926.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-04

1194 ALL 476946.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-04

1195 ALL 476966.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-04

1196 ALL 476986.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-04

1197 ALL 477006.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04

1198 ALL 477026.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-04



1199 ALL 477046.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04

1200 ALL 477066.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-04

1201 ALL 477086.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-04

1202 ALL 477106.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-04

1203 ALL 475526.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-04

1204 ALL 475546.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-04

1205 ALL 475566.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04

1206 ALL 475586.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04

1207 ALL 475606.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04

1208 ALL 475626.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04

1209 ALL 475646.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04

1210 ALL 475666.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-04

1211 ALL 475686.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04

1212 ALL 475706.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04

1213 ALL 475726.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-04

1214 ALL 475746.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04

1215 ALL 475766.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04

1216 ALL 475786.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04

1217 ALL 475806.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04

1218 ALL 475826.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04

1219 ALL 475846.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04

1220 ALL 475866.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04

1221 ALL 475886.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04

1222 ALL 475906.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04

1223 ALL 475926.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-04

1224 ALL 475946.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-04

1225 ALL 475966.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-04

1226 ALL 475986.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-04

1227 ALL 476006.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04

1228 ALL 476026.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-04

1229 ALL 476046.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04

1230 ALL 476066.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04

1231 ALL 476086.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-04

1232 ALL 476106.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.70E-04

1233 ALL 476126.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-04

1234 ALL 476146.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-04

1235 ALL 476166.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-04

1236 ALL 476186.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

1237 ALL 476206.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

1238 ALL 476226.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

1239 ALL 476246.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1240 ALL 476266.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

1241 ALL 476286.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

1242 ALL 476306.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

1243 ALL 476326.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

1244 ALL 476346.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

1245 ALL 476366.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

1246 ALL 476386.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

1247 ALL 476406.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

1248 ALL 476426.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03



1249 ALL 476446.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

1250 ALL 476466.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

1251 ALL 476486.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

1252 ALL 476506.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

1253 ALL 476526.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

1254 ALL 476546.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

1255 ALL 476566.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

1256 ALL 476586.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

1257 ALL 476606.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

1258 ALL 476626.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

1259 ALL 476646.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

1260 ALL 476666.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1261 ALL 476686.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

1262 ALL 476706.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

1263 ALL 476726.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

1264 ALL 476746.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

1265 ALL 476766.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-04

1266 ALL 476786.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-04

1267 ALL 476806.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.76E-04

1268 ALL 476826.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04

1269 ALL 476846.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-04

1270 ALL 476866.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04

1271 ALL 476886.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-04

1272 ALL 476906.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-04

1273 ALL 476926.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-04

1274 ALL 477066.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-04

1275 ALL 477086.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-04

1276 ALL 477106.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-04

1277 ALL 475526.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04

1278 ALL 475546.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04

1279 ALL 475566.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-04

1280 ALL 475586.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04

1281 ALL 475606.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04

1282 ALL 475626.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04

1283 ALL 475646.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04

1284 ALL 475666.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04

1285 ALL 475686.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04

1286 ALL 475706.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-04

1287 ALL 475726.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04

1288 ALL 475746.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04

1289 ALL 475766.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04

1290 ALL 475786.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04

1291 ALL 475806.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04

1292 ALL 475826.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04

1293 ALL 475846.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04

1294 ALL 475866.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04

1295 ALL 475886.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04

1296 ALL 475906.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04

1297 ALL 475926.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04

1298 ALL 475946.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-04



1299 ALL 475966.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04

1300 ALL 475986.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-04

1301 ALL 476006.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-04

1302 ALL 476026.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04

1303 ALL 476046.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-04

1304 ALL 476066.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-04

1305 ALL 476086.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-04

1306 ALL 476106.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-04

1307 ALL 476126.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.52E-04

1308 ALL 476146.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.19E-04

1309 ALL 476166.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-04

1310 ALL 476186.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1311 ALL 476206.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

1312 ALL 476226.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1313 ALL 476246.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

1314 ALL 476266.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

1315 ALL 476286.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

1316 ALL 476306.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

1317 ALL 476326.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

1318 ALL 476346.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

1319 ALL 476366.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

1320 ALL 476386.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

1321 ALL 476406.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03

1322 ALL 476426.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03

1323 ALL 476446.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

1324 ALL 476466.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

1325 ALL 476486.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

1326 ALL 476506.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

1327 ALL 476526.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

1328 ALL 476546.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

1329 ALL 476566.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03

1330 ALL 476586.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

1331 ALL 476606.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

1332 ALL 476626.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

1333 ALL 476646.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

1334 ALL 476666.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

1335 ALL 476686.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

1336 ALL 476706.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

1337 ALL 476726.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

1338 ALL 476746.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

1339 ALL 476766.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1340 ALL 476786.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1341 ALL 476806.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-04

1342 ALL 476826.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-04

1343 ALL 476846.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-04

1344 ALL 476866.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-04

1345 ALL 476886.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04

1346 ALL 476906.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04

1347 ALL 476926.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04

1348 ALL 477066.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-04



1349 ALL 477086.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-04

1350 ALL 477106.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-04

1351 ALL 475526.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-04

1352 ALL 475546.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-04

1353 ALL 475566.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-04

1354 ALL 475586.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04

1355 ALL 475606.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04

1356 ALL 475626.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04

1357 ALL 475646.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04

1358 ALL 475666.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

1359 ALL 475686.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04

1360 ALL 475706.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04

1361 ALL 475726.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04

1362 ALL 475746.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04

1363 ALL 475766.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04

1364 ALL 475786.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-04

1365 ALL 475806.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04

1366 ALL 475826.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04

1367 ALL 475846.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04

1368 ALL 475866.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04

1369 ALL 475886.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04

1370 ALL 475906.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04

1371 ALL 475926.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04

1372 ALL 475946.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04

1373 ALL 475966.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-04

1374 ALL 475986.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-04

1375 ALL 476006.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-04

1376 ALL 476026.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-04

1377 ALL 476046.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04

1378 ALL 476066.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.97E-04

1379 ALL 476086.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-04

1380 ALL 476106.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-04

1381 ALL 476126.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-04

1382 ALL 476146.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.48E-04

1383 ALL 476166.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1384 ALL 476186.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

1385 ALL 476206.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

1386 ALL 476226.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

1387 ALL 476246.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

1388 ALL 476266.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

1389 ALL 476286.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

1390 ALL 476306.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

1391 ALL 476326.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

1392 ALL 476346.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

1393 ALL 476366.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

1394 ALL 476386.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

1395 ALL 476406.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

1396 ALL 476426.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03

1397 ALL 476446.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

1398 ALL 476466.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03



1399 ALL 476486.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03

1400 ALL 476506.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03

1401 ALL 476526.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03

1402 ALL 476546.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

1403 ALL 476566.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

1404 ALL 476586.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

1405 ALL 476606.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

1406 ALL 476626.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

1407 ALL 476646.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

1408 ALL 476666.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

1409 ALL 476686.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

1410 ALL 476706.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

1411 ALL 476726.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

1412 ALL 476746.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

1413 ALL 476766.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

1414 ALL 476786.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

1415 ALL 476806.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

1416 ALL 476826.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1417 ALL 476846.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.77E-04

1418 ALL 476866.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.25E-04

1419 ALL 476886.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-04

1420 ALL 476906.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.33E-04

1421 ALL 476926.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-04

1422 ALL 477066.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-04

1423 ALL 477086.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04

1424 ALL 477106.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04

1425 ALL 475526.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-04

1426 ALL 475546.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04

1427 ALL 475566.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04

1428 ALL 475586.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04

1429 ALL 475606.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04

1430 ALL 475626.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04

1431 ALL 475646.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04

1432 ALL 475666.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-04

1433 ALL 475686.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-04

1434 ALL 475706.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04

1435 ALL 475726.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-04

1436 ALL 475746.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-04

1437 ALL 475766.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04

1438 ALL 475786.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04

1439 ALL 475806.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04

1440 ALL 475826.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04

1441 ALL 475846.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04

1442 ALL 475866.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04

1443 ALL 475886.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04

1444 ALL 475906.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04

1445 ALL 475926.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-04

1446 ALL 475946.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04

1447 ALL 475966.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-04

1448 ALL 475986.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-04



1449 ALL 476006.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04

1450 ALL 476026.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04

1451 ALL 476046.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04

1452 ALL 476066.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-04

1453 ALL 476086.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-04

1454 ALL 476106.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-04

1455 ALL 476126.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.92E-04

1456 ALL 476146.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-04

1457 ALL 476166.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

1458 ALL 476186.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

1459 ALL 476206.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

1460 ALL 476226.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

1461 ALL 476246.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

1462 ALL 476266.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

1463 ALL 476286.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

1464 ALL 476306.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

1465 ALL 476326.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

1466 ALL 476346.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03

1467 ALL 476366.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03

1468 ALL 476386.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03

1469 ALL 476406.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03

1470 ALL 476426.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03

1471 ALL 476446.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-03

1472 ALL 476466.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03

1473 ALL 476486.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-03

1474 ALL 476506.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03

1475 ALL 476526.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03

1476 ALL 476546.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03

1477 ALL 477046.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-04

1478 ALL 477066.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04

1479 ALL 477086.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-04

1480 ALL 477106.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-04

1481 ALL 477126.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-04

1482 ALL 477146.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-04

1483 ALL 477166.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-04

1484 ALL 475526.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-04

1485 ALL 475546.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04

1486 ALL 475566.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04

1487 ALL 475586.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04

1488 ALL 475606.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04

1489 ALL 475626.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04

1490 ALL 475646.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04

1491 ALL 475666.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04

1492 ALL 475686.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04

1493 ALL 475706.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04

1494 ALL 475726.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04

1495 ALL 475746.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04

1496 ALL 475766.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04

1497 ALL 475786.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04

1498 ALL 475806.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-04



1499 ALL 475826.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04

1500 ALL 475846.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04

1501 ALL 475866.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-04

1502 ALL 475886.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04

1503 ALL 475906.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04

1504 ALL 475926.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04

1505 ALL 475946.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-04

1506 ALL 475966.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-04

1507 ALL 475986.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-04

1508 ALL 476006.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-04

1509 ALL 476026.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-04

1510 ALL 476046.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04

1511 ALL 476066.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-04

1512 ALL 476086.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.65E-04

1513 ALL 476106.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-04

1514 ALL 476126.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.04E-04

1515 ALL 476146.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.89E-04

1516 ALL 476166.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

1517 ALL 476186.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

1518 ALL 476206.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

1519 ALL 476226.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

1520 ALL 476246.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

1521 ALL 476266.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

1522 ALL 476286.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

1523 ALL 476306.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03

1524 ALL 476326.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

1525 ALL 476346.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03

1526 ALL 476366.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03

1527 ALL 476386.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03

1528 ALL 476406.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03

1529 ALL 476426.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-03

1530 ALL 476446.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-03

1531 ALL 476466.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-03

1532 ALL 476486.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-03

1533 ALL 476506.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03

1534 ALL 476526.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-03

1535 ALL 476546.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-03

1536 ALL 477046.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-04

1537 ALL 477066.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-04

1538 ALL 477086.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04

1539 ALL 477106.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-04

1540 ALL 477126.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04

1541 ALL 477146.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-04

1542 ALL 477166.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-04

1543 ALL 475526.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-04

1544 ALL 475546.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-04

1545 ALL 475566.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04

1546 ALL 475586.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04

1547 ALL 475606.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04

1548 ALL 475626.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04



1549 ALL 475646.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04

1550 ALL 475666.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

1551 ALL 475686.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04

1552 ALL 475706.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04

1553 ALL 475726.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-04

1554 ALL 475746.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

1555 ALL 475766.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04

1556 ALL 475786.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04

1557 ALL 475806.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-04

1558 ALL 475826.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04

1559 ALL 475846.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04

1560 ALL 475866.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-04

1561 ALL 475886.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04

1562 ALL 475906.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04

1563 ALL 475926.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04

1564 ALL 475946.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04

1565 ALL 475966.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-04

1566 ALL 475986.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-04

1567 ALL 476006.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-04

1568 ALL 476026.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04

1569 ALL 476046.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04

1570 ALL 476066.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-04

1571 ALL 476086.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04

1572 ALL 476106.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.34E-04

1573 ALL 476126.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04

1574 ALL 476146.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.99E-04

1575 ALL 476166.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

1576 ALL 476186.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

1577 ALL 476206.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

1578 ALL 476226.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

1579 ALL 476246.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

1580 ALL 476266.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

1581 ALL 476286.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

1582 ALL 476306.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

1583 ALL 476326.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03

1584 ALL 476346.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03

1585 ALL 476366.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-03

1586 ALL 476386.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03

1587 ALL 476406.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03

1588 ALL 476426.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-03

1589 ALL 476446.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-03

1590 ALL 476466.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-03

1591 ALL 476486.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-03

1592 ALL 476506.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-03

1593 ALL 476526.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-03

1594 ALL 476546.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-03

1595 ALL 477046.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04

1596 ALL 477066.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-04

1597 ALL 477086.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-04

1598 ALL 477106.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-04



1599 ALL 477126.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-04

1600 ALL 477146.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-04

1601 ALL 477166.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-04

1602 ALL 475526.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-04

1603 ALL 475546.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-04

1604 ALL 475566.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04

1605 ALL 475586.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-04

1606 ALL 475606.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04

1607 ALL 475626.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04

1608 ALL 475646.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04

1609 ALL 475666.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04

1610 ALL 475686.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04

1611 ALL 475706.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04

1612 ALL 475726.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04

1613 ALL 475746.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04

1614 ALL 475766.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04

1615 ALL 475786.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04

1616 ALL 475806.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-04

1617 ALL 475826.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04

1618 ALL 475846.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04

1619 ALL 475866.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04

1620 ALL 475886.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-04

1621 ALL 475906.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-04

1622 ALL 475926.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04

1623 ALL 475946.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04

1624 ALL 475966.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-04

1625 ALL 475986.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-04

1626 ALL 476006.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-04

1627 ALL 476026.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-04

1628 ALL 476046.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-04

1629 ALL 476066.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-04

1630 ALL 476086.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04

1631 ALL 476106.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-04

1632 ALL 476126.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04

1633 ALL 476146.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

1634 ALL 476166.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

1635 ALL 476186.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

1636 ALL 476206.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

1637 ALL 476226.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

1638 ALL 476246.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

1639 ALL 476266.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

1640 ALL 476286.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03

1641 ALL 476306.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03

1642 ALL 476326.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03

1643 ALL 476346.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-03

1644 ALL 476366.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-03

1645 ALL 476386.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-03

1646 ALL 476406.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-03

1647 ALL 476426.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.97E-03

1648 ALL 476446.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.64E-03



1649 ALL 476466.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-03

1650 ALL 476486.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-03

1651 ALL 476506.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-03

1652 ALL 476526.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.77E-03

1653 ALL 476546.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-03

1654 ALL 477046.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-04

1655 ALL 477066.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04

1656 ALL 477086.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-04

1657 ALL 477106.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-04

1658 ALL 477126.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-04

1659 ALL 477146.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-04

1660 ALL 477166.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-04

1661 ALL 475526.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-04

1662 ALL 475546.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-04

1663 ALL 475566.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04

1664 ALL 475586.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04

1665 ALL 475606.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04

1666 ALL 475626.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04

1667 ALL 475646.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04

1668 ALL 475666.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04

1669 ALL 475686.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-04

1670 ALL 475706.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04

1671 ALL 475726.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04

1672 ALL 475746.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04

1673 ALL 475766.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04

1674 ALL 475786.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04

1675 ALL 475806.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04

1676 ALL 475826.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04

1677 ALL 475846.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04

1678 ALL 475866.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-04

1679 ALL 475886.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04

1680 ALL 475906.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-04

1681 ALL 475926.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-04

1682 ALL 475946.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-04

1683 ALL 475966.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-04

1684 ALL 475986.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-04

1685 ALL 476006.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04

1686 ALL 476026.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-04

1687 ALL 476046.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-04

1688 ALL 476066.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-04

1689 ALL 476086.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-04

1690 ALL 476106.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.24E-04

1691 ALL 476126.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.03E-04

1692 ALL 476146.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-04

1693 ALL 476166.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

1694 ALL 476186.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

1695 ALL 476206.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

1696 ALL 476226.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

1697 ALL 476246.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

1698 ALL 476266.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03



1699 ALL 476286.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03

1700 ALL 476306.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03

1701 ALL 476326.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03

1702 ALL 476346.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03

1703 ALL 476366.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-03

1704 ALL 476386.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.22E-03

1705 ALL 476406.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-03

1706 ALL 476426.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-03

1707 ALL 476446.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02

1708 ALL 476466.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-02

1709 ALL 476486.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-02

1710 ALL 476506.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-02

1711 ALL 476526.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-02

1712 ALL 476546.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02

1713 ALL 477046.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-04

1714 ALL 477066.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04

1715 ALL 477086.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04

1716 ALL 477106.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-04

1717 ALL 477126.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-04

1718 ALL 477146.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-04

1719 ALL 477166.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04

1720 ALL 475526.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-04

1721 ALL 475546.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-04

1722 ALL 475566.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04

1723 ALL 475586.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04

1724 ALL 475606.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04

1725 ALL 475626.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04

1726 ALL 475646.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04

1727 ALL 475666.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04

1728 ALL 475686.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04

1729 ALL 475706.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04

1730 ALL 475726.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04

1731 ALL 475746.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04

1732 ALL 475766.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04

1733 ALL 475786.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-04

1734 ALL 475806.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04

1735 ALL 475826.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04

1736 ALL 475846.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04

1737 ALL 475866.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04

1738 ALL 475886.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04

1739 ALL 475906.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-04

1740 ALL 475926.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04

1741 ALL 475946.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-04

1742 ALL 475966.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-04

1743 ALL 475986.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04

1744 ALL 476006.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04

1745 ALL 476026.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-04

1746 ALL 476046.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04

1747 ALL 476066.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-04

1748 ALL 476086.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-04



1749 ALL 476106.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-04

1750 ALL 476126.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-04

1751 ALL 476146.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-04

1752 ALL 476166.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

1753 ALL 476186.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

1754 ALL 476206.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

1755 ALL 476226.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

1756 ALL 476246.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

1757 ALL 476266.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

1758 ALL 476286.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

1759 ALL 476306.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03

1760 ALL 476326.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03

1761 ALL 476346.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03

1762 ALL 476366.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-03

1763 ALL 476386.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-03

1764 ALL 477046.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-04

1765 ALL 477066.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-04

1766 ALL 477086.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-04

1767 ALL 477106.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-04

1768 ALL 477126.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-04

1769 ALL 477146.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-04

1770 ALL 477166.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-04

1771 ALL 475526.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-04

1772 ALL 475546.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-04

1773 ALL 475566.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04

1774 ALL 475586.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-04

1775 ALL 475606.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04

1776 ALL 475626.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04

1777 ALL 475646.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04

1778 ALL 475666.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04

1779 ALL 475686.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04

1780 ALL 475706.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04

1781 ALL 475726.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04

1782 ALL 475746.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-04

1783 ALL 475766.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04

1784 ALL 475786.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04

1785 ALL 475806.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04

1786 ALL 475826.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-04

1787 ALL 475846.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04

1788 ALL 475866.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04

1789 ALL 475886.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-04

1790 ALL 475906.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-04

1791 ALL 475926.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-04

1792 ALL 475946.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04

1793 ALL 475966.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-04

1794 ALL 475986.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-04

1795 ALL 476006.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-04

1796 ALL 476026.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-04

1797 ALL 476046.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04

1798 ALL 476066.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-04



1799 ALL 476086.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-04

1800 ALL 476106.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-04

1801 ALL 476126.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-04

1802 ALL 476146.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-04

1803 ALL 476166.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

1804 ALL 476186.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

1805 ALL 476206.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

1806 ALL 476226.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

1807 ALL 476246.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

1808 ALL 476266.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

1809 ALL 476286.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03

1810 ALL 476306.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03

1811 ALL 476326.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03

1812 ALL 476346.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-03

1813 ALL 476366.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-03

1814 ALL 476386.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-03

1815 ALL 477046.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-04

1816 ALL 477066.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.02E-04

1817 ALL 477086.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-04

1818 ALL 477106.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-04

1819 ALL 477126.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-04

1820 ALL 477146.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04

1821 ALL 477166.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-04

1822 ALL 477466.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-04

1823 ALL 477486.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-04

1824 ALL 477506.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04

1825 ALL 477526.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04

1826 ALL 475526.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-04

1827 ALL 475546.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-04

1828 ALL 475566.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-04

1829 ALL 475586.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04

1830 ALL 475606.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04

1831 ALL 475626.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04

1832 ALL 475646.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04

1833 ALL 475666.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04

1834 ALL 475686.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04

1835 ALL 475706.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

1836 ALL 475726.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04

1837 ALL 475746.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-04

1838 ALL 475766.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04

1839 ALL 475786.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04

1840 ALL 475806.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04

1841 ALL 475826.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04

1842 ALL 475846.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04

1843 ALL 475866.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04

1844 ALL 475886.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04

1845 ALL 475906.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-04

1846 ALL 475926.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-04

1847 ALL 475946.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-04

1848 ALL 475966.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04



1849 ALL 475986.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-04

1850 ALL 476006.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-04

1851 ALL 476026.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-04

1852 ALL 476046.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04

1853 ALL 476066.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-04

1854 ALL 476086.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-04

1855 ALL 476106.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.77E-04

1856 ALL 476126.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-04

1857 ALL 476146.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-04

1858 ALL 476166.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

1859 ALL 476186.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

1860 ALL 476206.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

1861 ALL 476226.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

1862 ALL 476246.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

1863 ALL 476266.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

1864 ALL 476286.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

1865 ALL 476306.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03

1866 ALL 476326.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03

1867 ALL 476346.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-03

1868 ALL 476366.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-03

1869 ALL 476386.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.77E-03

1870 ALL 476406.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02

1871 ALL 477046.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-04

1872 ALL 477066.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-04

1873 ALL 477086.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-04

1874 ALL 477106.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-04

1875 ALL 477126.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-04

1876 ALL 477146.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04

1877 ALL 477166.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-04

1878 ALL 477466.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-04

1879 ALL 477486.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04

1880 ALL 477506.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-04

1881 ALL 477526.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-04

1882 ALL 475526.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-04

1883 ALL 475546.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-04

1884 ALL 475566.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-04

1885 ALL 475586.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04

1886 ALL 475606.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04

1887 ALL 475626.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04

1888 ALL 475646.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04

1889 ALL 475666.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04

1890 ALL 475686.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04

1891 ALL 475706.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04

1892 ALL 475726.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04

1893 ALL 475746.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04

1894 ALL 475766.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04

1895 ALL 475786.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04

1896 ALL 475806.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04

1897 ALL 475826.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04

1898 ALL 475846.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04



1899 ALL 475866.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04

1900 ALL 475886.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04

1901 ALL 475906.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04

1902 ALL 475926.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-04

1903 ALL 475946.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-04

1904 ALL 475966.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-04

1905 ALL 475986.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-04

1906 ALL 476006.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-04

1907 ALL 476026.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-04

1908 ALL 476046.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-04

1909 ALL 476066.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-04

1910 ALL 476086.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04

1911 ALL 476106.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-04

1912 ALL 476126.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04

1913 ALL 476146.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04

1914 ALL 476166.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

1915 ALL 476186.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

1916 ALL 476206.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1917 ALL 476226.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

1918 ALL 476246.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

1919 ALL 476266.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

1920 ALL 476286.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03

1921 ALL 476306.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03

1922 ALL 476326.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03

1923 ALL 476346.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-03

1924 ALL 476366.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03

1925 ALL 476386.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-03

1926 ALL 477046.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-04

1927 ALL 477066.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.91E-04

1928 ALL 477086.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-04

1929 ALL 477106.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-04

1930 ALL 477126.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-04

1931 ALL 477146.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04

1932 ALL 477166.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-04

1933 ALL 477466.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-04

1934 ALL 477486.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04

1935 ALL 477506.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04

1936 ALL 477526.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04

1937 ALL 475526.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-04

1938 ALL 475546.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-04

1939 ALL 475566.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-04

1940 ALL 475586.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04

1941 ALL 475606.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04

1942 ALL 475626.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-04

1943 ALL 475646.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04

1944 ALL 475666.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04

1945 ALL 475686.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04

1946 ALL 475706.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04

1947 ALL 475726.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04

1948 ALL 475746.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04



1949 ALL 475766.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-04

1950 ALL 475786.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04

1951 ALL 475806.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04

1952 ALL 475826.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04

1953 ALL 475846.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-04

1954 ALL 475866.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04

1955 ALL 475886.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04

1956 ALL 475906.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04

1957 ALL 475926.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04

1958 ALL 475946.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-04

1959 ALL 475966.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04

1960 ALL 475986.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-04

1961 ALL 476006.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-04

1962 ALL 476026.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-04

1963 ALL 476046.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04

1964 ALL 476066.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-04

1965 ALL 476086.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-04

1966 ALL 476106.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04

1967 ALL 476126.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04

1968 ALL 476146.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-04

1969 ALL 476166.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-04

1970 ALL 476186.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1971 ALL 476206.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

1972 ALL 476226.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

1973 ALL 476246.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

1974 ALL 476266.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

1975 ALL 476286.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03

1976 ALL 476306.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03

1977 ALL 476326.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

1978 ALL 476346.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03

1979 ALL 476366.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-03

1980 ALL 476386.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-03

1981 ALL 476417.9 3774378 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-02

1982 ALL 477046.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-04

1983 ALL 477066.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-04

1984 ALL 477086.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-04

1985 ALL 477106.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-04

1986 ALL 477126.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-04

1987 ALL 477146.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04

1988 ALL 477166.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-04

1989 ALL 477466.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-04

1990 ALL 477486.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04

1991 ALL 477506.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04

1992 ALL 477526.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-04

1993 ALL 475526.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-04

1994 ALL 475546.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-04

1995 ALL 475566.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-04

1996 ALL 475586.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-04

1997 ALL 475606.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04

1998 ALL 475626.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04



1999 ALL 475646.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04

2000 ALL 475666.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04

2001 ALL 475686.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04

2002 ALL 475706.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04

2003 ALL 475726.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-04

2004 ALL 475746.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04

2005 ALL 475766.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04

2006 ALL 475786.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04

2007 ALL 475806.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04

2008 ALL 475826.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04

2009 ALL 475846.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04

2010 ALL 475866.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04

2011 ALL 475886.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04

2012 ALL 475906.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04

2013 ALL 475926.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04

2014 ALL 475946.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04

2015 ALL 475966.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04

2016 ALL 475986.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04

2017 ALL 476006.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-04

2018 ALL 476026.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04

2019 ALL 476046.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-04

2020 ALL 476066.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-04

2021 ALL 476086.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-04

2022 ALL 476106.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04

2023 ALL 476126.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-04

2024 ALL 476146.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04

2025 ALL 476166.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.36E-04

2026 ALL 476186.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

2027 ALL 476206.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

2028 ALL 476226.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

2029 ALL 476246.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

2030 ALL 476266.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

2031 ALL 476286.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

2032 ALL 476306.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

2033 ALL 476326.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03

2034 ALL 477046.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.94E-04

2035 ALL 477066.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04

2036 ALL 477086.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04

2037 ALL 477106.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-04

2038 ALL 477126.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-04

2039 ALL 477146.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04

2040 ALL 477166.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04

2041 ALL 477186.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04

2042 ALL 477206.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04

2043 ALL 477226.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-04

2044 ALL 477246.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-04

2045 ALL 477266.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-04

2046 ALL 477286.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-04

2047 ALL 477306.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-04

2048 ALL 477326.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-04



2049 ALL 477346.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-04

2050 ALL 477366.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04

2051 ALL 477386.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-04

2052 ALL 477406.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04

2053 ALL 477426.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-04

2054 ALL 477446.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-04

2055 ALL 477466.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04

2056 ALL 477486.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04

2057 ALL 477506.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-04

2058 ALL 477526.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-04

2059 ALL 475946.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-04

2060 ALL 475966.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-04

2061 ALL 475986.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-04

2062 ALL 476006.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-04

2063 ALL 476026.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-04

2064 ALL 476046.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04

2065 ALL 476066.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-04

2066 ALL 476086.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-04

2067 ALL 476106.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-04

2068 ALL 476126.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-04

2069 ALL 476146.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04

2070 ALL 476166.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-04

2071 ALL 476186.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.89E-04

2072 ALL 476206.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

2073 ALL 476226.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

2074 ALL 476246.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

2075 ALL 476266.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

2076 ALL 476286.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

2077 ALL 476306.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

2078 ALL 476326.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03

2079 ALL 476346.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03

2080 ALL 476366.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03

2081 ALL 476386.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-03

2082 ALL 476406.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-03

2083 ALL 476426.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-03

2084 ALL 476446.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-03

2085 ALL 476466.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-03

2086 ALL 476486.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-03

2087 ALL 476506.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-03

2088 ALL 476526.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-03

2089 ALL 476546.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-03

2090 ALL 476566.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-03

2091 ALL 476586.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-03

2092 ALL 476606.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-03

2093 ALL 476626.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-03

2094 ALL 476646.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-03

2095 ALL 476666.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03

2096 ALL 476686.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-03

2097 ALL 476706.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03

2098 ALL 476726.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03



2099 ALL 476746.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

2100 ALL 476766.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

2101 ALL 476786.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

2102 ALL 476806.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

2103 ALL 476826.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

2104 ALL 476846.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

2105 ALL 476866.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

2106 ALL 476886.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

2107 ALL 476906.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

2108 ALL 476926.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.69E-04

2109 ALL 476946.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.06E-04

2110 ALL 476966.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-04

2111 ALL 476986.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-04

2112 ALL 477006.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04

2113 ALL 477026.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-04

2114 ALL 477046.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-04

2115 ALL 477066.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-04

2116 ALL 477086.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04

2117 ALL 477106.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-04

2118 ALL 477126.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04

2119 ALL 477146.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-04

2120 ALL 477166.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-04

2121 ALL 477186.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-04

2122 ALL 477206.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04

2123 ALL 477226.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04

2124 ALL 477246.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-04

2125 ALL 477266.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-04

2126 ALL 477286.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04

2127 ALL 477306.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-04

2128 ALL 477326.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-04

2129 ALL 477346.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-04

2130 ALL 477366.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04

2131 ALL 477386.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-04

2132 ALL 477406.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04

2133 ALL 477426.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04

2134 ALL 477446.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04

2135 ALL 477466.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04

2136 ALL 477486.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04

2137 ALL 477506.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04

2138 ALL 477526.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04

2139 ALL 475946.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04

2140 ALL 475966.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04

2141 ALL 475986.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-04

2142 ALL 476006.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-04

2143 ALL 476026.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-04

2144 ALL 476046.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-04

2145 ALL 476066.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-04

2146 ALL 476086.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04

2147 ALL 476106.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-04

2148 ALL 476126.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-04



2149 ALL 476146.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-04

2150 ALL 476166.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-04

2151 ALL 476186.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.42E-04

2152 ALL 476206.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

2153 ALL 476226.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

2154 ALL 476246.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

2155 ALL 476266.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

2156 ALL 476286.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

2157 ALL 476306.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

2158 ALL 476326.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

2159 ALL 476346.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03

2160 ALL 476366.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03

2161 ALL 476386.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03

2162 ALL 476406.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03

2163 ALL 476426.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-03

2164 ALL 476446.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-03

2165 ALL 476466.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-03

2166 ALL 476486.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-03

2167 ALL 476506.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-03

2168 ALL 476526.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-03

2169 ALL 476546.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-03

2170 ALL 476566.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03

2171 ALL 476586.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-03

2172 ALL 476606.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-03

2173 ALL 476626.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03

2174 ALL 476646.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03

2175 ALL 476666.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

2176 ALL 476686.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

2177 ALL 476706.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

2178 ALL 476726.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

2179 ALL 476746.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

2180 ALL 476766.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

2181 ALL 476786.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

2182 ALL 476806.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

2183 ALL 476826.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

2184 ALL 476846.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

2185 ALL 476866.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

2186 ALL 476886.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

2187 ALL 476906.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.73E-04

2188 ALL 476926.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04

2189 ALL 476946.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.53E-04

2190 ALL 476966.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.01E-04

2191 ALL 476986.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04

2192 ALL 477006.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-04

2193 ALL 477026.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-04

2194 ALL 477046.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-04

2195 ALL 477066.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-04

2196 ALL 477086.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-04

2197 ALL 477106.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04

2198 ALL 477126.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-04



2199 ALL 477146.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-04

2200 ALL 477166.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-04

2201 ALL 477186.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-04

2202 ALL 477206.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04

2203 ALL 477226.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04

2204 ALL 477246.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-04

2205 ALL 477266.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-04

2206 ALL 477286.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-04

2207 ALL 477306.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04

2208 ALL 477326.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-04

2209 ALL 477346.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04

2210 ALL 477366.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04

2211 ALL 477386.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-04

2212 ALL 477406.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04

2213 ALL 477426.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04

2214 ALL 477446.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04

2215 ALL 477466.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04

2216 ALL 477486.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04

2217 ALL 477506.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04

2218 ALL 477526.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04

2219 ALL 475946.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04

2220 ALL 475966.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-04

2221 ALL 475986.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04

2222 ALL 476006.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04

2223 ALL 476026.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-04

2224 ALL 476046.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-04

2225 ALL 476066.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-04

2226 ALL 476086.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-04

2227 ALL 476106.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-04

2228 ALL 476126.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-04

2229 ALL 476146.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04

2230 ALL 476166.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-04

2231 ALL 476186.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-04

2232 ALL 476206.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04

2233 ALL 476226.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

2234 ALL 476246.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

2235 ALL 476266.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

2236 ALL 476286.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

2237 ALL 476306.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

2238 ALL 476326.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

2239 ALL 476346.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

2240 ALL 476366.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

2241 ALL 476386.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

2242 ALL 476406.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03

2243 ALL 476426.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03

2244 ALL 476446.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-03

2245 ALL 476466.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03

2246 ALL 476486.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03

2247 ALL 476506.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-03

2248 ALL 476526.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-03



2249 ALL 476546.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-03

2250 ALL 476566.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03

2251 ALL 476586.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-03

2252 ALL 476606.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03

2253 ALL 476626.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03

2254 ALL 476646.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

2255 ALL 476666.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

2256 ALL 476686.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

2257 ALL 476706.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

2258 ALL 476726.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

2259 ALL 476746.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

2260 ALL 476766.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

2261 ALL 476786.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

2262 ALL 476806.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

2263 ALL 476826.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

2264 ALL 476846.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

2265 ALL 476866.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

2266 ALL 476886.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-04

2267 ALL 476906.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-04

2268 ALL 476926.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04

2269 ALL 476946.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-04

2270 ALL 476966.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.51E-04

2271 ALL 476986.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04

2272 ALL 477006.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-04

2273 ALL 477026.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04

2274 ALL 477046.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-04

2275 ALL 477066.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-04

2276 ALL 477086.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-04

2277 ALL 477106.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-04

2278 ALL 477126.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-04

2279 ALL 477146.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04

2280 ALL 477166.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04

2281 ALL 477186.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-04

2282 ALL 477206.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04

2283 ALL 477226.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04

2284 ALL 477246.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04

2285 ALL 477266.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04

2286 ALL 477286.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-04

2287 ALL 477306.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04

2288 ALL 477326.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-04

2289 ALL 477346.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04

2290 ALL 477366.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-04

2291 ALL 477386.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04

2292 ALL 477406.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04

2293 ALL 477426.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-04

2294 ALL 477446.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04

2295 ALL 477466.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04

2296 ALL 477486.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04

2297 ALL 477506.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04

2298 ALL 477526.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04



2299 ALL 475946.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-04

2300 ALL 475966.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04

2301 ALL 475986.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04

2302 ALL 476006.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04

2303 ALL 476026.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-04

2304 ALL 476046.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-04

2305 ALL 476066.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-04

2306 ALL 476086.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-04

2307 ALL 476106.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-04

2308 ALL 476126.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-04

2309 ALL 476146.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-04

2310 ALL 476166.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-04

2311 ALL 476186.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-04

2312 ALL 476206.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-04

2313 ALL 476226.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

2314 ALL 476246.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

2315 ALL 476266.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

2316 ALL 476286.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

2317 ALL 476306.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

2318 ALL 476326.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

2319 ALL 476346.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

2320 ALL 476366.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

2321 ALL 476386.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03

2322 ALL 476406.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

2323 ALL 476426.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-03

2324 ALL 476446.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-03

2325 ALL 476466.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-03

2326 ALL 476486.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-03

2327 ALL 476506.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-03

2328 ALL 476526.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03

2329 ALL 476546.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03

2330 ALL 476566.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-03

2331 ALL 476586.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03

2332 ALL 476606.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

2333 ALL 476626.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

2334 ALL 476646.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

2335 ALL 476666.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

2336 ALL 476686.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

2337 ALL 476706.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

2338 ALL 476726.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

2339 ALL 476746.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

2340 ALL 476766.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

2341 ALL 476786.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

2342 ALL 476806.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

2343 ALL 476826.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

2344 ALL 476846.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

2345 ALL 476866.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04

2346 ALL 476886.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-04

2347 ALL 476906.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.32E-04

2348 ALL 476926.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-04



2349 ALL 476946.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-04

2350 ALL 476966.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-04

2351 ALL 476986.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-04

2352 ALL 477006.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-04

2353 ALL 477026.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04

2354 ALL 477046.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-04

2355 ALL 477066.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-04

2356 ALL 477086.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-04

2357 ALL 477106.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-04

2358 ALL 477126.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-04

2359 ALL 477146.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04

2360 ALL 477166.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04

2361 ALL 477186.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-04

2362 ALL 477206.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04

2363 ALL 477226.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04

2364 ALL 477246.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-04

2365 ALL 477266.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04

2366 ALL 477286.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04

2367 ALL 477306.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04

2368 ALL 477326.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04

2369 ALL 477346.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04

2370 ALL 477366.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04

2371 ALL 477386.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-04

2372 ALL 477406.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04

2373 ALL 477426.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04

2374 ALL 477446.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04

2375 ALL 477466.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04

2376 ALL 477486.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04

2377 ALL 477506.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04

2378 ALL 477526.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-04

2379 ALL 475946.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04

2380 ALL 475966.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04

2381 ALL 475986.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04

2382 ALL 476006.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-04

2383 ALL 476026.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04

2384 ALL 476046.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-04

2385 ALL 476066.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-04

2386 ALL 476086.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-04

2387 ALL 476106.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-04

2388 ALL 476126.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-04

2389 ALL 476146.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-04

2390 ALL 476166.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-04

2391 ALL 476186.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.06E-04

2392 ALL 476206.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-04

2393 ALL 476226.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-04

2394 ALL 476246.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

2395 ALL 476266.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

2396 ALL 476286.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

2397 ALL 476306.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

2398 ALL 476326.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03



2399 ALL 476346.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

2400 ALL 476366.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

2401 ALL 476386.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

2402 ALL 476406.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

2403 ALL 476426.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

2404 ALL 476446.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03

2405 ALL 476466.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03

2406 ALL 476486.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03

2407 ALL 476506.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03

2408 ALL 476526.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03

2409 ALL 476546.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03

2410 ALL 476566.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03

2411 ALL 476586.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

2412 ALL 476606.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

2413 ALL 476626.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

2414 ALL 476646.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

2415 ALL 476666.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

2416 ALL 476686.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

2417 ALL 476706.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

2418 ALL 476726.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

2419 ALL 476746.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

2420 ALL 476766.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

2421 ALL 476786.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

2422 ALL 476806.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

2423 ALL 476826.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.68E-04

2424 ALL 476846.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04

2425 ALL 476866.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-04

2426 ALL 476886.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-04

2427 ALL 476906.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04

2428 ALL 476926.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-04

2429 ALL 476946.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04

2430 ALL 476966.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04

2431 ALL 476986.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-04

2432 ALL 477006.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-04

2433 ALL 477026.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-04

2434 ALL 477046.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-04

2435 ALL 477066.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-04

2436 ALL 477086.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-04

2437 ALL 477106.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-04

2438 ALL 477126.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04

2439 ALL 477146.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-04

2440 ALL 477166.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04

2441 ALL 477186.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04

2442 ALL 477206.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-04

2443 ALL 477226.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-04

2444 ALL 477246.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-04

2445 ALL 477266.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04

2446 ALL 477286.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-04

2447 ALL 477306.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04

2448 ALL 477326.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04



2449 ALL 477346.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-04

2450 ALL 477366.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04

2451 ALL 477386.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04

2452 ALL 477406.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04

2453 ALL 477426.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04

2454 ALL 477446.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-04

2455 ALL 477466.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04

2456 ALL 477486.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04

2457 ALL 477506.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04

2458 ALL 477526.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04

2459 ALL 475946.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04

2460 ALL 475966.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-04

2461 ALL 475986.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04

2462 ALL 476006.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04

2463 ALL 476026.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04

2464 ALL 476046.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04

2465 ALL 476066.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-04

2466 ALL 476086.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-04

2467 ALL 476106.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04

2468 ALL 476126.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-04

2469 ALL 476146.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-04

2470 ALL 476166.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-04

2471 ALL 476186.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04

2472 ALL 476206.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04

2473 ALL 476226.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-04

2474 ALL 476246.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-04

2475 ALL 476266.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

2476 ALL 476286.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

2477 ALL 476306.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

2478 ALL 476326.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

2479 ALL 476346.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

2480 ALL 476366.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

2481 ALL 476386.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

2482 ALL 476406.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

2483 ALL 476426.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

2484 ALL 476446.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

2485 ALL 476466.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

2486 ALL 476486.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

2487 ALL 476506.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

2488 ALL 476526.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

2489 ALL 476546.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

2490 ALL 476566.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

2491 ALL 476586.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

2492 ALL 476606.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

2493 ALL 476626.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

2494 ALL 476646.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

2495 ALL 476666.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

2496 ALL 476686.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

2497 ALL 476706.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

2498 ALL 476726.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03



2499 ALL 476746.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

2500 ALL 476766.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

2501 ALL 476786.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-04

2502 ALL 476806.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-04

2503 ALL 476826.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.77E-04

2504 ALL 476846.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-04

2505 ALL 476866.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04

2506 ALL 476886.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-04

2507 ALL 476906.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-04

2508 ALL 476926.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-04

2509 ALL 476946.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-04

2510 ALL 476966.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-04

2511 ALL 476986.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04

2512 ALL 477006.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-04

2513 ALL 477026.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-04

2514 ALL 477046.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04

2515 ALL 477066.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-04

2516 ALL 477086.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04

2517 ALL 477106.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-04

2518 ALL 477126.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-04

2519 ALL 477146.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04

2520 ALL 477166.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-04

2521 ALL 477186.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04

2522 ALL 477206.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04

2523 ALL 477226.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04

2524 ALL 477246.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04

2525 ALL 477266.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04

2526 ALL 477286.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04

2527 ALL 477306.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04

2528 ALL 477326.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04

2529 ALL 477346.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04

2530 ALL 477366.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04

2531 ALL 477386.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04

2532 ALL 477406.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04

2533 ALL 477426.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04

2534 ALL 477446.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04

2535 ALL 477466.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04

2536 ALL 477486.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04

2537 ALL 477506.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04

2538 ALL 477526.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

2539 ALL 475946.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04

2540 ALL 475966.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04

2541 ALL 475986.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04

2542 ALL 476006.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-04

2543 ALL 476026.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04

2544 ALL 476046.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-04

2545 ALL 476066.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04

2546 ALL 476086.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-04

2547 ALL 476106.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-04

2548 ALL 476126.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-04



2549 ALL 476146.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-04

2550 ALL 476166.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-04

2551 ALL 476186.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-04

2552 ALL 476206.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-04

2553 ALL 476226.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.42E-04

2554 ALL 476246.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.12E-04

2555 ALL 476266.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-04

2556 ALL 476286.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

2557 ALL 476306.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

2558 ALL 476326.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

2559 ALL 476346.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

2560 ALL 476366.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

2561 ALL 476386.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

2562 ALL 476406.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

2563 ALL 476426.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

2564 ALL 476446.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

2565 ALL 476466.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03

2566 ALL 476486.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

2567 ALL 476506.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

2568 ALL 476526.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03

2569 ALL 476546.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

2570 ALL 476566.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

2571 ALL 476586.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

2572 ALL 476606.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

2573 ALL 476626.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

2574 ALL 476646.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

2575 ALL 476666.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

2576 ALL 476686.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

2577 ALL 476706.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

2578 ALL 476726.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

2579 ALL 476746.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

2580 ALL 476766.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.51E-04

2581 ALL 476786.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-04

2582 ALL 476806.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-04

2583 ALL 476826.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-04

2584 ALL 476846.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-04

2585 ALL 476866.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04

2586 ALL 476886.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-04

2587 ALL 476906.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04

2588 ALL 476926.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-04

2589 ALL 476946.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-04

2590 ALL 476966.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04

2591 ALL 476986.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-04

2592 ALL 477006.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-04

2593 ALL 477026.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-04

2594 ALL 477046.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04

2595 ALL 477066.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-04

2596 ALL 477086.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04

2597 ALL 477106.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04

2598 ALL 477126.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04



2599 ALL 477146.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-04

2600 ALL 477166.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04

2601 ALL 477186.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04

2602 ALL 477206.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04

2603 ALL 477226.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04

2604 ALL 477246.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04

2605 ALL 477266.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-04

2606 ALL 477286.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04

2607 ALL 477306.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04

2608 ALL 477326.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04

2609 ALL 477346.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-04

2610 ALL 477366.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-04

2611 ALL 477386.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04

2612 ALL 477406.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04

2613 ALL 477426.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04

2614 ALL 477446.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04

2615 ALL 477466.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

2616 ALL 477486.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04

2617 ALL 477506.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04

2618 ALL 477526.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04

2619 ALL 475946.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04

2620 ALL 475966.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04

2621 ALL 475986.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-04

2622 ALL 476006.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-04

2623 ALL 476026.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-04

2624 ALL 476046.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-04

2625 ALL 476066.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04

2626 ALL 476086.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-04

2627 ALL 476106.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-04

2628 ALL 476126.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04

2629 ALL 476146.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04

2630 ALL 476166.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-04

2631 ALL 476186.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04

2632 ALL 476206.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-04

2633 ALL 476226.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.88E-04

2634 ALL 476246.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-04

2635 ALL 476266.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-04

2636 ALL 476286.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-04

2637 ALL 476306.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

2638 ALL 476326.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

2639 ALL 476346.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

2640 ALL 476366.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

2641 ALL 476386.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

2642 ALL 476406.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

2643 ALL 476426.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

2644 ALL 476446.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

2645 ALL 476466.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

2646 ALL 476486.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

2647 ALL 476506.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

2648 ALL 476526.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03



2649 ALL 476546.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

2650 ALL 476566.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

2651 ALL 476586.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

2652 ALL 476606.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

2653 ALL 476626.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

2654 ALL 476646.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

2655 ALL 476666.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

2656 ALL 476686.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

2657 ALL 476706.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

2658 ALL 476726.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-04

2659 ALL 476746.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04

2660 ALL 476766.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-04

2661 ALL 476786.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.16E-04

2662 ALL 476806.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-04

2663 ALL 476826.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04

2664 ALL 476846.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.94E-04

2665 ALL 476866.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-04

2666 ALL 476886.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-04

2667 ALL 476906.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-04

2668 ALL 476926.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-04

2669 ALL 476946.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-04

2670 ALL 476966.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04

2671 ALL 476986.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-04

2672 ALL 477006.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-04

2673 ALL 477026.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-04

2674 ALL 477046.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-04

2675 ALL 477066.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-04

2676 ALL 477086.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04

2677 ALL 477106.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-04

2678 ALL 477126.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04

2679 ALL 477146.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04

2680 ALL 477166.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04

2681 ALL 477186.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04

2682 ALL 477206.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04

2683 ALL 477226.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04

2684 ALL 477246.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04

2685 ALL 477266.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04

2686 ALL 477286.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04

2687 ALL 477306.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04

2688 ALL 477326.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04

2689 ALL 477346.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04

2690 ALL 477366.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04

2691 ALL 477386.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04

2692 ALL 477406.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

2693 ALL 477426.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04

2694 ALL 477446.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04

2695 ALL 477466.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-04

2696 ALL 477486.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

2697 ALL 477506.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04

2698 ALL 477526.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04



2699 ALL 475946.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04

2700 ALL 475966.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04

2701 ALL 475986.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04

2702 ALL 476006.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04

2703 ALL 476026.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-04

2704 ALL 476046.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04

2705 ALL 476066.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04

2706 ALL 476086.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04

2707 ALL 476106.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-04

2708 ALL 476126.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-04

2709 ALL 476146.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04

2710 ALL 476166.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-04

2711 ALL 476186.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-04

2712 ALL 476206.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04

2713 ALL 476226.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-04

2714 ALL 476246.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-04

2715 ALL 476266.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-04

2716 ALL 476286.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-04

2717 ALL 476306.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-04

2718 ALL 476326.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

2719 ALL 476346.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

2720 ALL 476366.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

2721 ALL 476386.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

2722 ALL 476406.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

2723 ALL 476426.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

2724 ALL 476446.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

2725 ALL 476466.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

2726 ALL 476486.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

2727 ALL 476506.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

2728 ALL 476526.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

2729 ALL 476546.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

2730 ALL 476566.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

2731 ALL 476586.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

2732 ALL 476606.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

2733 ALL 476626.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

2734 ALL 476646.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

2735 ALL 476666.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

2736 ALL 476686.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

2737 ALL 476706.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-04

2738 ALL 476726.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-04

2739 ALL 476746.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-04

2740 ALL 476766.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-04

2741 ALL 476786.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04

2742 ALL 476806.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.10E-04

2743 ALL 476826.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04

2744 ALL 476846.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-04

2745 ALL 476866.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-04

2746 ALL 476886.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-04

2747 ALL 476906.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04

2748 ALL 476926.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04



2749 ALL 476946.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-04

2750 ALL 476966.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-04

2751 ALL 476986.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-04

2752 ALL 477006.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-04

2753 ALL 477026.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-04

2754 ALL 477046.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04

2755 ALL 477066.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-04

2756 ALL 477086.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04

2757 ALL 477106.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04

2758 ALL 477126.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04

2759 ALL 477146.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04

2760 ALL 477166.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04

2761 ALL 477186.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04

2762 ALL 477206.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04

2763 ALL 477226.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04

2764 ALL 477246.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04

2765 ALL 477266.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04

2766 ALL 477286.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04

2767 ALL 477306.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04

2768 ALL 477326.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-04

2769 ALL 477346.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04

2770 ALL 477366.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-04

2771 ALL 477386.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04

2772 ALL 477406.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04

2773 ALL 477426.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04

2774 ALL 477446.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04

2775 ALL 477466.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04

2776 ALL 477486.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

2777 ALL 477506.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04

2778 ALL 477526.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-04

2779 ALL 475946.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04

2780 ALL 475966.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04

2781 ALL 475986.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04

2782 ALL 476006.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04

2783 ALL 476026.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04

2784 ALL 476046.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-04

2785 ALL 476066.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-04

2786 ALL 476086.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-04

2787 ALL 476106.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04

2788 ALL 476126.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04

2789 ALL 476146.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-04

2790 ALL 476166.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-04

2791 ALL 476186.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04

2792 ALL 476206.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-04

2793 ALL 476226.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04

2794 ALL 476246.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-04

2795 ALL 476266.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04

2796 ALL 476286.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.33E-04

2797 ALL 476306.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-04

2798 ALL 476326.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.43E-04



2799 ALL 476346.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.98E-04

2800 ALL 476366.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

2801 ALL 476386.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

2802 ALL 476406.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

2803 ALL 476426.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

2804 ALL 476446.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

2805 ALL 476466.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

2806 ALL 476486.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

2807 ALL 476506.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

2808 ALL 476526.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

2809 ALL 476546.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

2810 ALL 476566.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

2811 ALL 476586.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

2812 ALL 476606.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

2813 ALL 476626.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

2814 ALL 476646.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

2815 ALL 476666.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.58E-04

2816 ALL 476686.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-04

2817 ALL 476706.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-04

2818 ALL 476726.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-04

2819 ALL 476746.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-04

2820 ALL 476766.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04

2821 ALL 476786.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-04

2822 ALL 476806.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04

2823 ALL 476826.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-04

2824 ALL 476846.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-04

2825 ALL 476866.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04

2826 ALL 476886.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04

2827 ALL 476906.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-04

2828 ALL 476926.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-04

2829 ALL 476946.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04

2830 ALL 476966.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-04

2831 ALL 476986.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-04

2832 ALL 477006.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04

2833 ALL 477026.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-04

2834 ALL 477046.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04

2835 ALL 477066.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-04

2836 ALL 477086.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-04

2837 ALL 477106.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04

2838 ALL 477126.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04

2839 ALL 477146.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04

2840 ALL 477166.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04

2841 ALL 477186.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-04

2842 ALL 477206.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04

2843 ALL 477226.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04

2844 ALL 477246.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-04

2845 ALL 477266.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-04

2846 ALL 477286.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04

2847 ALL 477306.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04

2848 ALL 477326.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04



2849 ALL 477346.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

2850 ALL 477366.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04

2851 ALL 477386.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04

2852 ALL 477406.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-04

2853 ALL 477426.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-04

2854 ALL 477446.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04

2855 ALL 477466.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04

2856 ALL 477486.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04

2857 ALL 477506.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04

2858 ALL 477526.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04

2859 ALL 475946.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04

2860 ALL 475966.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04

2861 ALL 475986.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04

2862 ALL 476006.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04

2863 ALL 476026.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04

2864 ALL 476046.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04

2865 ALL 476066.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-04

2866 ALL 476086.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04

2867 ALL 476106.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-04

2868 ALL 476126.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-04

2869 ALL 476146.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-04

2870 ALL 476166.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04

2871 ALL 476186.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-04

2872 ALL 476206.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04

2873 ALL 476226.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-04

2874 ALL 476246.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-04

2875 ALL 476266.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-04

2876 ALL 476286.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-04

2877 ALL 476306.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.13E-04

2878 ALL 476326.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-04

2879 ALL 476346.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.03E-04

2880 ALL 476366.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-04

2881 ALL 476386.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-04

2882 ALL 476406.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

2883 ALL 476426.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

2884 ALL 476446.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

2885 ALL 476466.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

2886 ALL 476486.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

2887 ALL 476506.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

2888 ALL 476526.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

2889 ALL 476546.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

2890 ALL 476566.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

2891 ALL 476586.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

2892 ALL 476606.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-04

2893 ALL 476626.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-04

2894 ALL 476646.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-04

2895 ALL 476666.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.69E-04

2896 ALL 476686.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04

2897 ALL 476706.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-04

2898 ALL 476726.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-04



2899 ALL 476746.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-04

2900 ALL 476766.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04

2901 ALL 476786.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-04

2902 ALL 476806.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04

2903 ALL 476826.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-04

2904 ALL 476846.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04

2905 ALL 476866.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-04

2906 ALL 476886.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-04

2907 ALL 476906.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04

2908 ALL 476926.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-04

2909 ALL 476946.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-04

2910 ALL 476966.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04

2911 ALL 476986.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-04

2912 ALL 477006.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-04

2913 ALL 477026.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04

2914 ALL 477046.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04

2915 ALL 477066.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-04

2916 ALL 477086.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04

2917 ALL 477106.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04

2918 ALL 477126.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04

2919 ALL 477146.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-04

2920 ALL 477166.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04

2921 ALL 477186.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04

2922 ALL 477206.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04

2923 ALL 477226.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-04

2924 ALL 477246.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04

2925 ALL 477266.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04

2926 ALL 477286.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04

2927 ALL 477306.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04

2928 ALL 477326.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04

2929 ALL 477346.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-04

2930 ALL 477366.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

2931 ALL 477386.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04

2932 ALL 477406.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04

2933 ALL 477426.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04

2934 ALL 477446.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04

2935 ALL 477466.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04

2936 ALL 477486.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04

2937 ALL 477506.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04

2938 ALL 477526.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04

2939 ALL 475946.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04

2940 ALL 475966.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04

2941 ALL 475986.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-04

2942 ALL 476006.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04

2943 ALL 476026.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04

2944 ALL 476046.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04

2945 ALL 476066.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04

2946 ALL 476086.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04

2947 ALL 476106.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04

2948 ALL 476126.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-04



2949 ALL 476146.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04

2950 ALL 476166.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-04

2951 ALL 476186.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04

2952 ALL 476206.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-04

2953 ALL 476226.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-04

2954 ALL 476246.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04

2955 ALL 476266.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-04

2956 ALL 476286.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-04

2957 ALL 476306.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04

2958 ALL 476326.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-04

2959 ALL 476346.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.21E-04

2960 ALL 476366.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-04

2961 ALL 476386.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04

2962 ALL 476406.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04

2963 ALL 476426.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.43E-04

2964 ALL 476446.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.64E-04

2965 ALL 476466.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-04

2966 ALL 476486.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04

2967 ALL 476506.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-04

2968 ALL 476526.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.77E-04

2969 ALL 476546.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.64E-04

2970 ALL 476566.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-04

2971 ALL 476586.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.20E-04

2972 ALL 476606.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-04

2973 ALL 476626.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04

2974 ALL 476646.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-04

2975 ALL 476666.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-04

2976 ALL 476686.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.57E-04

2977 ALL 476706.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-04

2978 ALL 476726.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04

2979 ALL 476746.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04

2980 ALL 476766.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-04

2981 ALL 476786.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-04

2982 ALL 476806.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-04

2983 ALL 476826.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04

2984 ALL 476846.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-04

2985 ALL 476866.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04

2986 ALL 476886.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-04

2987 ALL 476906.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-04

2988 ALL 476926.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-04

2989 ALL 476946.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04

2990 ALL 476966.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04

2991 ALL 476986.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-04

2992 ALL 477006.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04

2993 ALL 477026.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04

2994 ALL 477046.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-04

2995 ALL 477066.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04

2996 ALL 477086.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04

2997 ALL 477106.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04

2998 ALL 477126.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04



2999 ALL 477146.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04

3000 ALL 477166.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04

3001 ALL 477186.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04

3002 ALL 477206.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04

3003 ALL 477226.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04

3004 ALL 477246.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04

3005 ALL 477266.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04

3006 ALL 477286.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04

3007 ALL 477306.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04

3008 ALL 477326.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04

3009 ALL 477346.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04

3010 ALL 477366.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04

3011 ALL 477386.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04

3012 ALL 477406.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-04

3013 ALL 477426.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04

3014 ALL 477446.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04

3015 ALL 477466.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04

3016 ALL 477486.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04

3017 ALL 477506.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-04

3018 ALL 477526.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-04

3019 ALL 475946.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04

3020 ALL 475966.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04

3021 ALL 475986.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04

3022 ALL 476006.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04

3023 ALL 476026.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04

3024 ALL 476046.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04

3025 ALL 476066.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04

3026 ALL 476086.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04

3027 ALL 476106.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04

3028 ALL 476126.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04

3029 ALL 476146.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-04

3030 ALL 476166.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04

3031 ALL 476186.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-04

3032 ALL 476206.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-04

3033 ALL 476226.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04

3034 ALL 476246.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-04

3035 ALL 476266.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-04

3036 ALL 476286.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04

3037 ALL 476306.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-04

3038 ALL 476326.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04

3039 ALL 476346.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04

3040 ALL 476366.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.77E-04

3041 ALL 476386.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-04

3042 ALL 476406.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04

3043 ALL 476426.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-04

3044 ALL 476446.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-04

3045 ALL 476466.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-04

3046 ALL 476486.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-04

3047 ALL 476506.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-04

3048 ALL 476526.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-04



3049 ALL 476546.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-04

3050 ALL 476566.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-04

3051 ALL 476586.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.29E-04

3052 ALL 476606.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.06E-04

3053 ALL 476626.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-04

3054 ALL 476646.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-04

3055 ALL 476666.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04

3056 ALL 476686.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04

3057 ALL 476706.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-04

3058 ALL 476726.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04

3059 ALL 476746.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04

3060 ALL 476766.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-04

3061 ALL 476786.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-04

3062 ALL 476806.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-04

3063 ALL 476826.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04

3064 ALL 476846.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-04

3065 ALL 476866.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-04

3066 ALL 476886.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.46E-04

3067 ALL 476906.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-04

3068 ALL 476926.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-04

3069 ALL 476946.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04

3070 ALL 476966.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04

3071 ALL 476986.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04

3072 ALL 477006.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04

3073 ALL 477026.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04

3074 ALL 477046.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-04

3075 ALL 477066.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04

3076 ALL 477086.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-04

3077 ALL 477106.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04

3078 ALL 477126.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04

3079 ALL 477146.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04

3080 ALL 477166.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04

3081 ALL 477186.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04

3082 ALL 477206.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04

3083 ALL 477226.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

3084 ALL 477246.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04

3085 ALL 477266.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04

3086 ALL 477286.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04

3087 ALL 477306.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04

3088 ALL 477326.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04

3089 ALL 477346.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04

3090 ALL 477366.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04

3091 ALL 477386.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04

3092 ALL 477406.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-04

3093 ALL 477426.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04

3094 ALL 477446.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04

3095 ALL 477466.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-04

3096 ALL 477486.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-04

3097 ALL 477506.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-04

3098 ALL 477526.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-04



3099 ALL 475946.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04

3100 ALL 475966.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04

3101 ALL 475986.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04

3102 ALL 476006.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04

3103 ALL 476026.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-04

3104 ALL 476046.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04

3105 ALL 476066.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-04

3106 ALL 476086.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-04

3107 ALL 476106.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04

3108 ALL 476126.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04

3109 ALL 476146.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04

3110 ALL 476166.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-04

3111 ALL 476186.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-04

3112 ALL 476206.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-04

3113 ALL 476226.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-04

3114 ALL 476246.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04

3115 ALL 476266.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-04

3116 ALL 476286.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-04

3117 ALL 476306.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04

3118 ALL 476326.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-04

3119 ALL 476346.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-04

3120 ALL 476366.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04

3121 ALL 476386.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04

3122 ALL 476406.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-04

3123 ALL 476426.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04

3124 ALL 476446.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-04

3125 ALL 476466.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-04

3126 ALL 476486.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04

3127 ALL 476506.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-04

3128 ALL 476526.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-04

3129 ALL 476546.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-04

3130 ALL 476566.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-04

3131 ALL 476586.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-04

3132 ALL 476606.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04

3133 ALL 476626.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.12E-04

3134 ALL 476646.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04

3135 ALL 476666.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-04

3136 ALL 476686.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-04

3137 ALL 476706.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-04

3138 ALL 476726.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-04

3139 ALL 476746.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04

3140 ALL 476766.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-04

3141 ALL 476786.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-04

3142 ALL 476806.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-04

3143 ALL 476826.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-04

3144 ALL 476846.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04

3145 ALL 476866.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-04

3146 ALL 476886.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04

3147 ALL 476906.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-04

3148 ALL 476926.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04



3149 ALL 476946.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04

3150 ALL 476966.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-04

3151 ALL 476986.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04

3152 ALL 477006.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04

3153 ALL 477026.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04

3154 ALL 477046.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-04

3155 ALL 477066.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-04

3156 ALL 477086.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04

3157 ALL 477106.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04

3158 ALL 477126.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04

3159 ALL 477146.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-04

3160 ALL 477166.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04

3161 ALL 477186.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04

3162 ALL 477206.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04

3163 ALL 477226.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04

3164 ALL 477246.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04

3165 ALL 477266.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04

3166 ALL 477286.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04

3167 ALL 477306.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04

3168 ALL 477326.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-04

3169 ALL 477346.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04

3170 ALL 477366.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04

3171 ALL 477386.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04

3172 ALL 477406.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04

3173 ALL 477426.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-04

3174 ALL 477446.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-04

3175 ALL 477466.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-04

3176 ALL 477486.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-04

3177 ALL 477506.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-04

3178 ALL 477526.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-04

3179 ALL 475946.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04

3180 ALL 475966.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04

3181 ALL 475986.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04

3182 ALL 476006.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04

3183 ALL 476026.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04

3184 ALL 476046.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04

3185 ALL 476066.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04

3186 ALL 476086.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04

3187 ALL 476106.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04

3188 ALL 476126.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-04

3189 ALL 476146.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04

3190 ALL 476166.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04

3191 ALL 476186.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04

3192 ALL 476206.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-04

3193 ALL 476226.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-04

3194 ALL 476246.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-04

3195 ALL 476266.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-04

3196 ALL 476286.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-04

3197 ALL 476306.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-04

3198 ALL 476326.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04



3199 ALL 476346.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04

3200 ALL 476366.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-04

3201 ALL 476386.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-04

3202 ALL 476406.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.83E-04

3203 ALL 476426.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-04

3204 ALL 476446.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-04

3205 ALL 476466.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-04

3206 ALL 476486.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.19E-04

3207 ALL 476506.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.19E-04

3208 ALL 476526.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-04

3209 ALL 476546.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-04

3210 ALL 476566.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-04

3211 ALL 476586.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-04

3212 ALL 476606.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-04

3213 ALL 476626.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04

3214 ALL 476646.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04

3215 ALL 476666.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-04

3216 ALL 476686.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04

3217 ALL 476706.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-04

3218 ALL 476726.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-04

3219 ALL 476746.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-04

3220 ALL 476766.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04

3221 ALL 476786.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-04

3222 ALL 476806.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04

3223 ALL 476826.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-04

3224 ALL 476846.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-04

3225 ALL 476866.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04

3226 ALL 476886.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04

3227 ALL 476906.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04

3228 ALL 476926.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-04

3229 ALL 476946.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04

3230 ALL 476966.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-04

3231 ALL 476986.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04

3232 ALL 477006.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04

3233 ALL 477026.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-04

3234 ALL 477046.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04

3235 ALL 477066.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04

3236 ALL 477086.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04

3237 ALL 477106.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-04

3238 ALL 477126.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04

3239 ALL 477146.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04

3240 ALL 477166.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

3241 ALL 477186.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04

3242 ALL 477206.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04

3243 ALL 477226.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04

3244 ALL 477246.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04

3245 ALL 477266.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04

3246 ALL 477286.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04

3247 ALL 477306.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04

3248 ALL 477326.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04



3249 ALL 477346.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-04

3250 ALL 477366.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-04

3251 ALL 477386.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-04

3252 ALL 477406.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-04

3253 ALL 477426.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-04

3254 ALL 477446.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-04

3255 ALL 477466.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-04

3256 ALL 477486.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-04

3257 ALL 477506.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-04

3258 ALL 477526.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-04

3259 ALL 475946.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04

3260 ALL 475966.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

3261 ALL 475986.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04

3262 ALL 476006.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04

3263 ALL 476026.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04

3264 ALL 476046.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04

3265 ALL 476066.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04

3266 ALL 476086.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04

3267 ALL 476106.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04

3268 ALL 476126.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-04

3269 ALL 476146.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04

3270 ALL 476166.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-04

3271 ALL 476186.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-04

3272 ALL 476206.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-04

3273 ALL 476226.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-04

3274 ALL 476246.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-04

3275 ALL 476266.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04

3276 ALL 476286.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-04

3277 ALL 476306.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04

3278 ALL 476326.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-04

3279 ALL 476346.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-04

3280 ALL 476366.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-04

3281 ALL 476386.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-04

3282 ALL 476406.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-04

3283 ALL 476426.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04

3284 ALL 476446.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-04

3285 ALL 476466.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04

3286 ALL 476486.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04

3287 ALL 476506.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04

3288 ALL 476526.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-04

3289 ALL 476546.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-04

3290 ALL 476566.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04

3291 ALL 476586.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-04

3292 ALL 476606.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-04

3293 ALL 476626.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04

3294 ALL 476646.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-04

3295 ALL 476666.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04

3296 ALL 476686.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-04

3297 ALL 476706.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-04

3298 ALL 476726.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-04



3299 ALL 476746.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04

3300 ALL 476766.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04

3301 ALL 476786.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04

3302 ALL 476806.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-04

3303 ALL 476826.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-04

3304 ALL 476846.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-04

3305 ALL 476866.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04

3306 ALL 476886.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-04

3307 ALL 476906.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-04

3308 ALL 476926.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04

3309 ALL 476946.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04

3310 ALL 476966.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04

3311 ALL 476986.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04

3312 ALL 477006.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04

3313 ALL 477026.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04

3314 ALL 477046.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04

3315 ALL 477066.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04

3316 ALL 477086.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04

3317 ALL 477106.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04

3318 ALL 477126.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04

3319 ALL 477146.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04

3320 ALL 477166.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04

3321 ALL 477186.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04

3322 ALL 477206.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04

3323 ALL 477226.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04

3324 ALL 477246.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04

3325 ALL 477266.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04

3326 ALL 477286.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-04

3327 ALL 477306.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-04

3328 ALL 477326.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-04

3329 ALL 477346.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-04

3330 ALL 477366.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-04

3331 ALL 477386.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-04

3332 ALL 477406.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-04

3333 ALL 477426.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-04

3334 ALL 477446.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-04

3335 ALL 477466.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-04

3336 ALL 477486.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-04

3337 ALL 477506.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-04

3338 ALL 477526.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-04

3339 ALL 475946.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04

3340 ALL 475966.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04

3341 ALL 475986.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04

3342 ALL 476006.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04

3343 ALL 476026.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-04

3344 ALL 476046.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04

3345 ALL 476066.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04

3346 ALL 476086.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04

3347 ALL 476106.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04

3348 ALL 476126.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-04



3349 ALL 476146.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-04

3350 ALL 476166.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-04

3351 ALL 476186.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04

3352 ALL 476206.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-04

3353 ALL 476226.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-04

3354 ALL 476246.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-04

3355 ALL 476266.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-04

3356 ALL 476286.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-04

3357 ALL 476306.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04

3358 ALL 476326.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04

3359 ALL 476346.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-04

3360 ALL 476366.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-04

3361 ALL 476386.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-04

3362 ALL 476406.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-04

3363 ALL 476426.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-04

3364 ALL 476446.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-04

3365 ALL 476466.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-04

3366 ALL 476486.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04

3367 ALL 476506.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04

3368 ALL 476526.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-04

3369 ALL 476546.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-04

3370 ALL 476566.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-04

3371 ALL 476586.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-04

3372 ALL 476606.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04

3373 ALL 476626.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04

3374 ALL 476646.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-04

3375 ALL 476666.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-04

3376 ALL 476686.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-04

3377 ALL 476706.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-04

3378 ALL 476726.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-04

3379 ALL 476746.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04

3380 ALL 476766.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.46E-04

3381 ALL 476786.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04

3382 ALL 476806.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-04

3383 ALL 476826.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-04

3384 ALL 476846.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-04

3385 ALL 476866.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04

3386 ALL 476886.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04

3387 ALL 476906.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04

3388 ALL 476926.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04

3389 ALL 476946.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-04

3390 ALL 476966.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-04

3391 ALL 476986.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04

3392 ALL 477006.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04

3393 ALL 477026.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04

3394 ALL 477046.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04

3395 ALL 477066.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04

3396 ALL 477086.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04

3397 ALL 477106.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

3398 ALL 477126.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04



3399 ALL 477146.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-04

3400 ALL 477166.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04

3401 ALL 477186.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04

3402 ALL 477206.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04

3403 ALL 477226.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04

3404 ALL 477246.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-04

3405 ALL 477266.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-04

3406 ALL 477286.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-04

3407 ALL 477306.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-04

3408 ALL 477326.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-04

3409 ALL 477346.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-04

3410 ALL 477366.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-04

3411 ALL 477386.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-04

3412 ALL 477406.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-04

3413 ALL 477426.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-04

3414 ALL 477446.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-04

3415 ALL 477466.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-04

3416 ALL 477486.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-04

3417 ALL 477506.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-04

3418 ALL 477526.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-04

3419 ALL 475946.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04

3420 ALL 475966.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-04

3421 ALL 475986.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04

3422 ALL 476006.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04

3423 ALL 476026.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04

3424 ALL 476046.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04

3425 ALL 476066.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04

3426 ALL 476086.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04

3427 ALL 476106.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04

3428 ALL 476126.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-04

3429 ALL 476146.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04

3430 ALL 476166.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04

3431 ALL 476186.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-04

3432 ALL 476206.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-04

3433 ALL 476226.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04

3434 ALL 476246.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04

3435 ALL 476266.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-04

3436 ALL 476286.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-04

3437 ALL 476306.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-04

3438 ALL 476326.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-04

3439 ALL 476346.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-04

3440 ALL 476366.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-04

3441 ALL 476386.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-04

3442 ALL 476406.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-04

3443 ALL 476426.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-04

3444 ALL 476446.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04

3445 ALL 476466.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-04

3446 ALL 476486.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-04

3447 ALL 476506.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-04

3448 ALL 476526.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-04



3449 ALL 476546.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-04

3450 ALL 476566.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-04

3451 ALL 476586.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04

3452 ALL 476606.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04

3453 ALL 476626.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-04

3454 ALL 476646.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-04

3455 ALL 476666.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-04

3456 ALL 476686.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-04

3457 ALL 476706.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-04

3458 ALL 476726.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-04

3459 ALL 476746.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04

3460 ALL 476766.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-04

3461 ALL 476786.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04

3462 ALL 476806.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04

3463 ALL 476826.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-04

3464 ALL 476846.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-04

3465 ALL 476866.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04

3466 ALL 476886.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04

3467 ALL 476906.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-04

3468 ALL 476926.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04

3469 ALL 476946.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-04

3470 ALL 476966.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04

3471 ALL 476986.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04

3472 ALL 477006.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04

3473 ALL 477026.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

3474 ALL 477046.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04

3475 ALL 477066.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-04

3476 ALL 477086.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04

3477 ALL 477106.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04

3478 ALL 477126.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

3479 ALL 477146.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04

3480 ALL 477166.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04

3481 ALL 477186.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04

3482 ALL 477206.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-04

3483 ALL 477226.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-04

3484 ALL 477246.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-04

3485 ALL 477266.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-04

3486 ALL 477286.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-04

3487 ALL 477306.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-04

3488 ALL 477326.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-04

3489 ALL 477346.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-04

3490 ALL 477366.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-04

3491 ALL 477386.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-04

3492 ALL 477406.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-04

3493 ALL 477426.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-04

3494 ALL 477446.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-04

3495 ALL 477466.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-04

3496 ALL 477486.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04

3497 ALL 477506.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-04

3498 ALL 477526.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04



3499 ALL 475946.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04

3500 ALL 475966.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04

3501 ALL 475986.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04

3502 ALL 476006.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04

3503 ALL 476026.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04

3504 ALL 476046.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04

3505 ALL 476066.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04

3506 ALL 476086.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04

3507 ALL 476106.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04

3508 ALL 476126.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-04

3509 ALL 476146.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04

3510 ALL 476166.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-04

3511 ALL 476186.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04

3512 ALL 476206.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04

3513 ALL 476226.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-04

3514 ALL 476246.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-04

3515 ALL 476266.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-04

3516 ALL 476286.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-04

3517 ALL 476306.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-04

3518 ALL 476326.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-04

3519 ALL 476346.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-04

3520 ALL 476366.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-04

3521 ALL 476386.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-04

3522 ALL 476406.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-04

3523 ALL 476426.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-04

3524 ALL 476446.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-04

3525 ALL 476466.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04

3526 ALL 476486.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-04

3527 ALL 476506.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-04

3528 ALL 476526.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-04

3529 ALL 476546.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-04

3530 ALL 476566.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-04

3531 ALL 476586.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-04

3532 ALL 476606.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-04

3533 ALL 476626.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-04

3534 ALL 476646.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-04

3535 ALL 476666.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-04

3536 ALL 476686.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-04

3537 ALL 476706.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-04

3538 ALL 476726.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-04

3539 ALL 476746.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04

3540 ALL 476766.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04

3541 ALL 476786.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04

3542 ALL 476806.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-04

3543 ALL 476826.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04

3544 ALL 476846.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04

3545 ALL 476866.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04

3546 ALL 476886.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04

3547 ALL 476906.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04

3548 ALL 476926.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04



3549 ALL 476946.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-04

3550 ALL 476966.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04

3551 ALL 476986.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-04

3552 ALL 477006.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04

3553 ALL 477026.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04

3554 ALL 477046.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04

3555 ALL 477066.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04

3556 ALL 477086.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04

3557 ALL 477106.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04

3558 ALL 477126.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-04

3559 ALL 477146.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04

3560 ALL 477166.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04

3561 ALL 477186.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-04

3562 ALL 477206.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-04

3563 ALL 477226.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-04

3564 ALL 477246.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-04

3565 ALL 477266.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-04

3566 ALL 477286.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-04

3567 ALL 477306.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-04

3568 ALL 477326.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-04

3569 ALL 477346.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-04

3570 ALL 477366.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-04

3571 ALL 477386.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-04

3572 ALL 477406.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-04

3573 ALL 477426.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-04

3574 ALL 477446.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-04

3575 ALL 477466.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04

3576 ALL 477486.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-04

3577 ALL 477506.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-04

3578 ALL 477526.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-04

3579 ALL 475946.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04

3580 ALL 475966.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04

3581 ALL 475986.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04

3582 ALL 476006.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04

3583 ALL 476026.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04

3584 ALL 476046.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04

3585 ALL 476066.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04

3586 ALL 476086.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04

3587 ALL 476106.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04

3588 ALL 476126.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04

3589 ALL 476146.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04

3590 ALL 476166.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04

3591 ALL 476186.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04

3592 ALL 476206.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04

3593 ALL 476226.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04

3594 ALL 476246.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04

3595 ALL 476266.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-04

3596 ALL 476286.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-04

3597 ALL 476306.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04

3598 ALL 476326.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-04



3599 ALL 476346.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04

3600 ALL 476366.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-04

3601 ALL 476386.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-04

3602 ALL 476406.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-04

3603 ALL 476426.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-04

3604 ALL 476446.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-04

3605 ALL 476466.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-04

3606 ALL 476486.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04

3607 ALL 476506.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-04

3608 ALL 476526.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-04

3609 ALL 476546.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-04

3610 ALL 476566.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-04

3611 ALL 476586.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-04

3612 ALL 476606.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-04

3613 ALL 476626.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-04

3614 ALL 476646.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04

3615 ALL 476666.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-04

3616 ALL 476686.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-04

3617 ALL 476706.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04

3618 ALL 476726.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-04

3619 ALL 476746.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-04

3620 ALL 476766.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04

3621 ALL 476786.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04

3622 ALL 476806.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04

3623 ALL 476826.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04

3624 ALL 476846.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04

3625 ALL 476866.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04

3626 ALL 476886.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04

3627 ALL 476906.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04

3628 ALL 476926.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04

3629 ALL 476946.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04

3630 ALL 476966.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04

3631 ALL 476986.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04

3632 ALL 477006.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04

3633 ALL 477026.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

3634 ALL 477046.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04

3635 ALL 477066.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-04

3636 ALL 477086.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-04

3637 ALL 477106.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04

3638 ALL 477126.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04

3639 ALL 477146.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-04

3640 ALL 477166.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-04

3641 ALL 477186.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-04

3642 ALL 477206.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-04

3643 ALL 477226.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-04

3644 ALL 477246.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-04

3645 ALL 477266.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-04

3646 ALL 477286.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-04

3647 ALL 477306.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-04

3648 ALL 477326.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-04



3649 ALL 477346.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-04

3650 ALL 477366.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-04

3651 ALL 477386.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-04

3652 ALL 477406.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-04

3653 ALL 477426.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-04

3654 ALL 477446.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-04

3655 ALL 477466.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-04

3656 ALL 477486.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04

3657 ALL 477506.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-04

3658 ALL 477526.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04

3659 ALL 475946.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04

3660 ALL 475966.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04

3661 ALL 475986.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04

3662 ALL 476006.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04

3663 ALL 476026.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04

3664 ALL 476046.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04

3665 ALL 476066.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04

3666 ALL 476086.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-04

3667 ALL 476106.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04

3668 ALL 476126.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04

3669 ALL 476146.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04

3670 ALL 476166.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04

3671 ALL 476186.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-04

3672 ALL 476206.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04

3673 ALL 476226.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04

3674 ALL 476246.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-04

3675 ALL 476266.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04

3676 ALL 476286.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04

3677 ALL 476306.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-04

3678 ALL 476326.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04

3679 ALL 476346.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-04

3680 ALL 476366.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04

3681 ALL 476386.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04

3682 ALL 476406.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-04

3683 ALL 476426.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-04

3684 ALL 476446.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-04

3685 ALL 476466.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04

3686 ALL 476486.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-04

3687 ALL 476506.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-04

3688 ALL 476526.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-04

3689 ALL 476546.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-04

3690 ALL 476566.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-04

3691 ALL 476586.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-04

3692 ALL 476606.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-04

3693 ALL 476626.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-04

3694 ALL 476646.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-04

3695 ALL 476666.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-04

3696 ALL 476686.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-04

3697 ALL 476706.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-04

3698 ALL 476726.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-04



3699 ALL 476746.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-04

3700 ALL 476766.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04

3701 ALL 476786.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04

3702 ALL 476806.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04

3703 ALL 476826.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04

3704 ALL 476846.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04

3705 ALL 476866.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04

3706 ALL 476886.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04

3707 ALL 476906.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04

3708 ALL 476926.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04

3709 ALL 476946.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

3710 ALL 476966.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-04

3711 ALL 476986.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04

3712 ALL 477006.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04

3713 ALL 477026.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04

3714 ALL 477046.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

3715 ALL 477066.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-04

3716 ALL 477086.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04

3717 ALL 477106.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04

3718 ALL 477126.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04

3719 ALL 477146.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-04

3720 ALL 477166.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-04

3721 ALL 477186.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-04

3722 ALL 477206.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-04

3723 ALL 477226.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-04

3724 ALL 477246.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-04

3725 ALL 477266.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-04

3726 ALL 477286.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-04

3727 ALL 477306.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-04

3728 ALL 477326.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-04

3729 ALL 477346.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-04

3730 ALL 477366.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04

3731 ALL 477386.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-04

3732 ALL 477406.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-04

3733 ALL 477426.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-04

3734 ALL 477446.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04

3735 ALL 477466.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04

3736 ALL 477486.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-04

3737 ALL 477506.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-04

3738 ALL 477526.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-04

3739 ALL 475946.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04

3740 ALL 475966.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04

3741 ALL 475986.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04

3742 ALL 476006.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04

3743 ALL 476026.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04

3744 ALL 476046.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-04

3745 ALL 476066.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04

3746 ALL 476086.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

3747 ALL 476106.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04

3748 ALL 476126.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04



3749 ALL 476146.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-04

3750 ALL 476166.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-04

3751 ALL 476186.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-04

3752 ALL 476206.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-04

3753 ALL 476226.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04

3754 ALL 476246.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-04

3755 ALL 476266.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-04

3756 ALL 476286.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04

3757 ALL 476306.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-04

3758 ALL 476326.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04

3759 ALL 476346.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-04

3760 ALL 476366.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04

3761 ALL 476386.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-04

3762 ALL 476406.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-04

3763 ALL 476426.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-04

3764 ALL 476446.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-04

3765 ALL 476466.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04

3766 ALL 476486.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04

3767 ALL 476506.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-04

3768 ALL 476526.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-04

3769 ALL 476546.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-04

3770 ALL 476566.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-04

3771 ALL 476586.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-04

3772 ALL 476606.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-04

3773 ALL 476626.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-04

3774 ALL 476646.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04

3775 ALL 476666.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-04

3776 ALL 476686.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-04

3777 ALL 476706.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04

3778 ALL 476726.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04

3779 ALL 476746.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-04

3780 ALL 476766.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-04

3781 ALL 476786.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-04

3782 ALL 476806.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04

3783 ALL 476826.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-04

3784 ALL 476846.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04

3785 ALL 476866.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04

3786 ALL 476886.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04

3787 ALL 476906.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04

3788 ALL 476926.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04

3789 ALL 476946.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04

3790 ALL 476966.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04

3791 ALL 476986.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04

3792 ALL 477006.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04

3793 ALL 477026.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-04

3794 ALL 477046.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-04

3795 ALL 477066.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04

3796 ALL 477086.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-04

3797 ALL 477106.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04

3798 ALL 477126.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04



3799 ALL 477146.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-04

3800 ALL 477166.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-04

3801 ALL 477186.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-04

3802 ALL 477206.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-04

3803 ALL 477226.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-04

3804 ALL 477246.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-04

3805 ALL 477266.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-04

3806 ALL 477286.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-04

3807 ALL 477306.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-04

3808 ALL 477326.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04

3809 ALL 477346.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-04

3810 ALL 477366.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-04

3811 ALL 477386.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-04

3812 ALL 477406.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04

3813 ALL 477426.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-04

3814 ALL 477446.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-04

3815 ALL 477466.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-04

3816 ALL 477486.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-04

3817 ALL 477506.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-04

3818 ALL 477526.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-04

3819 ALL 475946.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04

3820 ALL 475966.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04

3821 ALL 475986.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04

3822 ALL 476006.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04

3823 ALL 476026.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04

3824 ALL 476046.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04

3825 ALL 476066.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-04

3826 ALL 476086.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04

3827 ALL 476106.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04

3828 ALL 476126.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04

3829 ALL 476146.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04

3830 ALL 476166.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-04

3831 ALL 476186.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04

3832 ALL 476206.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04

3833 ALL 476226.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-04

3834 ALL 476246.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04

3835 ALL 476266.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-04

3836 ALL 476286.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-04

3837 ALL 476306.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-04

3838 ALL 476326.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04

3839 ALL 476346.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04

3840 ALL 476366.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-04

3841 ALL 476386.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04

3842 ALL 476406.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-04

3843 ALL 476426.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-04

3844 ALL 476446.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-04

3845 ALL 476466.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04

3846 ALL 476486.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04

3847 ALL 476506.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-04

3848 ALL 476526.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-04



3849 ALL 476546.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-04

3850 ALL 476566.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-04

3851 ALL 476586.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-04

3852 ALL 476606.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-04

3853 ALL 476626.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-04

3854 ALL 476646.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04

3855 ALL 476666.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-04

3856 ALL 476686.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04

3857 ALL 476706.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-04

3858 ALL 476726.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04

3859 ALL 476746.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-04

3860 ALL 476766.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04

3861 ALL 476786.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-04

3862 ALL 476806.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04

3863 ALL 476826.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-04

3864 ALL 476846.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-04

3865 ALL 476866.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04

3866 ALL 476886.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-04

3867 ALL 476906.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04

3868 ALL 476926.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04

3869 ALL 476946.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

3870 ALL 476966.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04

3871 ALL 476986.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04

3872 ALL 477006.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04

3873 ALL 477026.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04

3874 ALL 477046.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04

3875 ALL 477066.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04

3876 ALL 477086.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04

3877 ALL 477106.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-04

3878 ALL 477126.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-04

3879 ALL 477146.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-04

3880 ALL 477166.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-04

3881 ALL 477186.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-04

3882 ALL 477206.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-04

3883 ALL 477226.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-04

3884 ALL 477246.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-04

3885 ALL 477266.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04

3886 ALL 477286.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04

3887 ALL 477306.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-04

3888 ALL 477326.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-04

3889 ALL 477346.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-04

3890 ALL 477366.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04

3891 ALL 477386.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-04

3892 ALL 477406.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-04

3893 ALL 477426.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-04

3894 ALL 477446.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-04

3895 ALL 477466.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-04

3896 ALL 477486.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04

3897 ALL 477506.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-04

3898 ALL 477526.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-04



3899 ALL 475946.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04

3900 ALL 475966.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04

3901 ALL 475986.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04

3902 ALL 476006.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04

3903 ALL 476026.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-04

3904 ALL 476046.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04

3905 ALL 476066.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04

3906 ALL 476086.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04

3907 ALL 476106.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04

3908 ALL 476126.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04

3909 ALL 476146.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

3910 ALL 476166.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04

3911 ALL 476186.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04

3912 ALL 476206.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04

3913 ALL 476226.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04

3914 ALL 476246.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-04

3915 ALL 476266.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-04

3916 ALL 476286.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-04

3917 ALL 476306.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-04

3918 ALL 476326.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04

3919 ALL 476346.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-04

3920 ALL 476366.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04

3921 ALL 476386.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04

3922 ALL 476406.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04

3923 ALL 476426.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04

3924 ALL 476446.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-04

3925 ALL 476466.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04

3926 ALL 476486.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04

3927 ALL 476506.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-04

3928 ALL 476526.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-04

3929 ALL 476546.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-04

3930 ALL 476566.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-04

3931 ALL 476586.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-04

3932 ALL 476606.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-04

3933 ALL 476626.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-04

3934 ALL 476646.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-04

3935 ALL 476666.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-04

3936 ALL 476686.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-04

3937 ALL 476706.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-04

3938 ALL 476726.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04

3939 ALL 476746.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-04

3940 ALL 476766.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04

3941 ALL 476786.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-04

3942 ALL 476806.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-04

3943 ALL 476826.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04

3944 ALL 476846.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-04

3945 ALL 476866.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-04

3946 ALL 476886.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04

3947 ALL 476906.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04

3948 ALL 476926.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04



3949 ALL 476946.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04

3950 ALL 476966.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

3951 ALL 476986.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

3952 ALL 477006.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-04

3953 ALL 477026.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04

3954 ALL 477046.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-04

3955 ALL 477066.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04

3956 ALL 477086.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04

3957 ALL 477106.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-04

3958 ALL 477126.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-04

3959 ALL 477146.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-04

3960 ALL 477166.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-04

3961 ALL 477186.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-04

3962 ALL 477206.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-04

3963 ALL 477226.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-04

3964 ALL 477246.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04

3965 ALL 477266.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04

3966 ALL 477286.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-04

3967 ALL 477306.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-04

3968 ALL 477326.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04

3969 ALL 477346.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-04

3970 ALL 477366.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-04

3971 ALL 477386.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-04

3972 ALL 477406.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-04

3973 ALL 477426.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-04

3974 ALL 477446.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-04

3975 ALL 477466.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-04

3976 ALL 477486.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-05

3977 ALL 477506.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-05

3978 ALL 477526.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-05

3979 ALL 475946.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04

3980 ALL 475966.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04

3981 ALL 475986.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04

3982 ALL 476006.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04

3983 ALL 476026.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04

3984 ALL 476046.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

3985 ALL 476066.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

3986 ALL 476086.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04

3987 ALL 476106.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04

3988 ALL 476126.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04

3989 ALL 476146.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04

3990 ALL 476166.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04

3991 ALL 476186.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04

3992 ALL 476206.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-04

3993 ALL 476226.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04

3994 ALL 476246.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-04

3995 ALL 476266.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04

3996 ALL 476286.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04

3997 ALL 476306.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04

3998 ALL 476326.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04



3999 ALL 476346.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04

4000 ALL 476366.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04

4001 ALL 476386.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04

4002 ALL 476406.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04

4003 ALL 476426.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04

4004 ALL 476446.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04

4005 ALL 476466.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04

4006 ALL 476486.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04

4007 ALL 476506.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-04

4008 ALL 476526.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-04

4009 ALL 476546.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-04

4010 ALL 476566.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-04

4011 ALL 476586.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-04

4012 ALL 476606.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-04

4013 ALL 476626.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-04

4014 ALL 476646.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-04

4015 ALL 476666.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04

4016 ALL 476686.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04

4017 ALL 476706.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-04

4018 ALL 476726.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04

4019 ALL 476746.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04

4020 ALL 476766.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-04

4021 ALL 476786.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04

4022 ALL 476806.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-04

4023 ALL 476826.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04

4024 ALL 476846.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04

4025 ALL 476866.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04

4026 ALL 476886.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

4027 ALL 476906.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04

4028 ALL 476926.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04

4029 ALL 476946.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04

4030 ALL 476966.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-04

4031 ALL 476986.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04

4032 ALL 477006.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04

4033 ALL 477026.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04

4034 ALL 477046.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04

4035 ALL 477066.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-04

4036 ALL 477086.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-04

4037 ALL 477106.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-04

4038 ALL 477126.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-04

4039 ALL 477146.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-04

4040 ALL 477166.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-04

4041 ALL 477186.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-04

4042 ALL 477206.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04

4043 ALL 477226.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04

4044 ALL 477246.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-04

4045 ALL 477266.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-04

4046 ALL 477286.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-04

4047 ALL 477306.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-04

4048 ALL 477326.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-04



4049 ALL 477346.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-04

4050 ALL 477366.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-04

4051 ALL 477386.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-04

4052 ALL 477406.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-04

4053 ALL 477426.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04

4054 ALL 477446.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-04

4055 ALL 477466.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.77E-05

4056 ALL 477486.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-05

4057 ALL 477506.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.47E-05

4058 ALL 477526.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-05

4059 ALL 475946.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04

4060 ALL 475966.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04

4061 ALL 475986.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04

4062 ALL 476006.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04

4063 ALL 476026.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-04

4064 ALL 476046.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04

4065 ALL 476066.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04

4066 ALL 476086.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04

4067 ALL 476106.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-04

4068 ALL 476126.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04

4069 ALL 476146.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

4070 ALL 476166.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04

4071 ALL 476186.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04

4072 ALL 476206.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-04

4073 ALL 476226.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04

4074 ALL 476246.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-04

4075 ALL 476266.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04

4076 ALL 476286.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-04

4077 ALL 476306.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04

4078 ALL 476326.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04

4079 ALL 476346.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04

4080 ALL 476366.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04

4081 ALL 476386.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-04

4082 ALL 476406.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-04

4083 ALL 476426.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04

4084 ALL 476446.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04

4085 ALL 476466.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04

4086 ALL 476486.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04

4087 ALL 476506.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-04

4088 ALL 476526.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-04

4089 ALL 476546.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-04

4090 ALL 476566.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-04

4091 ALL 476586.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-04

4092 ALL 476606.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-04

4093 ALL 476626.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-04

4094 ALL 476646.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-04

4095 ALL 476666.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04

4096 ALL 476686.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04

4097 ALL 476706.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-04

4098 ALL 476726.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04



4099 ALL 476746.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04

4100 ALL 476766.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04

4101 ALL 476786.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04

4102 ALL 476806.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04

4103 ALL 476826.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04

4104 ALL 476846.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04

4105 ALL 476866.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04

4106 ALL 476886.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04

4107 ALL 476906.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

4108 ALL 476926.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

4109 ALL 476946.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-04

4110 ALL 476966.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04

4111 ALL 476986.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04

4112 ALL 477006.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04

4113 ALL 477026.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04

4114 ALL 477046.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04

4115 ALL 477066.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-04

4116 ALL 477086.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04

4117 ALL 477106.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-04

4118 ALL 477126.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-04

4119 ALL 477146.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-04

4120 ALL 477166.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-04

4121 ALL 477186.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04

4122 ALL 477206.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-04

4123 ALL 477226.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-04

4124 ALL 477246.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-04

4125 ALL 477266.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-04

4126 ALL 477286.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04

4127 ALL 477306.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-04

4128 ALL 477326.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-04

4129 ALL 477346.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-04

4130 ALL 477366.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-04

4131 ALL 477386.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-04

4132 ALL 477406.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-04

4133 ALL 477426.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-05

4134 ALL 477446.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.68E-05

4135 ALL 477466.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-05

4136 ALL 477486.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-05

4137 ALL 477506.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.16E-05

4138 ALL 477526.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-05

4139 ALL 475946.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04

4140 ALL 475966.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04

4141 ALL 475986.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04

4142 ALL 476006.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04

4143 ALL 476026.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04

4144 ALL 476046.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04

4145 ALL 476066.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04

4146 ALL 476086.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-04

4147 ALL 476106.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

4148 ALL 476126.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04



4149 ALL 476146.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04

4150 ALL 476166.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04

4151 ALL 476186.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

4152 ALL 476206.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-04

4153 ALL 476226.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-04

4154 ALL 476246.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-04

4155 ALL 476266.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04

4156 ALL 476286.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-04

4157 ALL 476306.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04

4158 ALL 476326.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04

4159 ALL 476346.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-04

4160 ALL 476366.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04

4161 ALL 476386.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04

4162 ALL 476406.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04

4163 ALL 476426.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-04

4164 ALL 476446.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04

4165 ALL 476466.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04

4166 ALL 476486.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04

4167 ALL 476506.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-04

4168 ALL 476526.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-04

4169 ALL 476546.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-04

4170 ALL 476566.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-04

4171 ALL 476586.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-04

4172 ALL 476606.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-04

4173 ALL 476626.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-04

4174 ALL 476646.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-04

4175 ALL 476666.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04

4176 ALL 476686.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-04

4177 ALL 476706.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-04

4178 ALL 476726.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

4179 ALL 476746.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04

4180 ALL 476766.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04

4181 ALL 476786.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04

4182 ALL 476806.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-04

4183 ALL 476826.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04

4184 ALL 476846.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-04

4185 ALL 476866.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04

4186 ALL 476886.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04

4187 ALL 476906.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-04

4188 ALL 476926.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04

4189 ALL 476946.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04

4190 ALL 476966.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04

4191 ALL 476986.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04

4192 ALL 477006.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04

4193 ALL 477026.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04

4194 ALL 477046.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04

4195 ALL 477066.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-04

4196 ALL 477086.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04

4197 ALL 477106.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-04

4198 ALL 477126.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-04



4199 ALL 477146.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-04

4200 ALL 477166.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-04

4201 ALL 477186.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-04

4202 ALL 477206.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-04

4203 ALL 477226.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04

4204 ALL 477246.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-04

4205 ALL 477266.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-04

4206 ALL 477286.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-04

4207 ALL 477306.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-04

4208 ALL 477326.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-04

4209 ALL 477346.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-04

4210 ALL 477366.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-04

4211 ALL 477386.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-04

4212 ALL 477406.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-05

4213 ALL 477426.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.51E-05

4214 ALL 477446.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-05

4215 ALL 477466.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.16E-05

4216 ALL 477486.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-05

4217 ALL 477506.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-05

4218 ALL 477526.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-05

4219 ALL 475946.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04

4220 ALL 475966.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-04

4221 ALL 475986.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-04

4222 ALL 476006.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04

4223 ALL 476026.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04

4224 ALL 476046.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04

4225 ALL 476066.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-04

4226 ALL 476086.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04

4227 ALL 476106.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-04

4228 ALL 476126.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04

4229 ALL 476146.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-04

4230 ALL 476166.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

4231 ALL 476186.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04

4232 ALL 476206.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-04

4233 ALL 476226.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-04

4234 ALL 476246.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04

4235 ALL 476266.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04

4236 ALL 476286.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-04

4237 ALL 476306.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04

4238 ALL 476326.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-04

4239 ALL 476346.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04

4240 ALL 476366.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04

4241 ALL 476386.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-04

4242 ALL 476406.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04

4243 ALL 476426.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04

4244 ALL 476446.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04

4245 ALL 476466.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04

4246 ALL 476486.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04

4247 ALL 476506.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-04

4248 ALL 476526.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-04



4249 ALL 476546.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-04

4250 ALL 476566.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-04

4251 ALL 476586.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-04

4252 ALL 476606.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-04

4253 ALL 476626.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-04

4254 ALL 476646.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-04

4255 ALL 476666.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-04

4256 ALL 476686.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04

4257 ALL 476706.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04

4258 ALL 476726.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-04

4259 ALL 476746.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04

4260 ALL 476766.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

4261 ALL 476786.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04

4262 ALL 476806.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04

4263 ALL 476826.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04

4264 ALL 476846.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04

4265 ALL 476866.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04

4266 ALL 476886.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04

4267 ALL 476906.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04

4268 ALL 476926.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04

4269 ALL 476946.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04

4270 ALL 476966.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-04

4271 ALL 476986.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04

4272 ALL 477006.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-04

4273 ALL 477026.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04

4274 ALL 477046.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04

4275 ALL 477066.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-04

4276 ALL 477086.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-04

4277 ALL 477106.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-04

4278 ALL 477126.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04

4279 ALL 477146.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-04

4280 ALL 477166.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-04

4281 ALL 477186.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-04

4282 ALL 477206.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04

4283 ALL 477226.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04

4284 ALL 477246.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-04

4285 ALL 477266.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-04

4286 ALL 477286.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-04

4287 ALL 477306.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-04

4288 ALL 477326.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04

4289 ALL 477346.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-04

4290 ALL 477366.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-05

4291 ALL 477386.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-05

4292 ALL 477406.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.53E-05

4293 ALL 477426.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.22E-05

4294 ALL 477446.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.04E-05

4295 ALL 477466.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-05

4296 ALL 477486.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-05

4297 ALL 477506.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-05

4298 ALL 477526.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-05



4299 ALL 475946.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-04

4300 ALL 475966.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-04

4301 ALL 475986.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04

4302 ALL 476006.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04

4303 ALL 476026.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-04

4304 ALL 476046.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-04

4305 ALL 476066.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-04

4306 ALL 476086.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-04

4307 ALL 476106.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04

4308 ALL 476126.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04

4309 ALL 476146.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04

4310 ALL 476166.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-04

4311 ALL 476186.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-04

4312 ALL 476206.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

4313 ALL 476226.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04

4314 ALL 476246.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-04

4315 ALL 476266.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-04

4316 ALL 476286.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

4317 ALL 476306.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04

4318 ALL 476326.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04

4319 ALL 476346.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-04

4320 ALL 476366.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04

4321 ALL 476386.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04

4322 ALL 476406.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04

4323 ALL 476426.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04

4324 ALL 476446.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-04

4325 ALL 476466.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04

4326 ALL 476486.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

4327 ALL 476506.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-04

4328 ALL 476526.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-04

4329 ALL 476546.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-04

4330 ALL 476566.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-04

4331 ALL 476586.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-04

4332 ALL 476606.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-04

4333 ALL 476626.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-04

4334 ALL 476646.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-04

4335 ALL 476666.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04

4336 ALL 476686.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04

4337 ALL 476706.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

4338 ALL 476726.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-04

4339 ALL 476746.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04

4340 ALL 476766.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04

4341 ALL 476786.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

4342 ALL 476806.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-04

4343 ALL 476826.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04

4344 ALL 476846.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04

4345 ALL 476866.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-04

4346 ALL 476886.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04

4347 ALL 476906.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04

4348 ALL 476926.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04



4349 ALL 476946.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04

4350 ALL 476966.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04

4351 ALL 476986.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04

4352 ALL 477006.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04

4353 ALL 477026.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-04

4354 ALL 477046.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-04

4355 ALL 477066.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-04

4356 ALL 477086.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-04

4357 ALL 477106.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-04

4358 ALL 477126.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-04

4359 ALL 477146.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-04

4360 ALL 477166.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-04

4361 ALL 477186.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-04

4362 ALL 477206.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04

4363 ALL 477226.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-04

4364 ALL 477246.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-04

4365 ALL 477266.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-04

4366 ALL 477286.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-04

4367 ALL 477306.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-04

4368 ALL 477326.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-04

4369 ALL 477346.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-05

4370 ALL 477366.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.65E-05

4371 ALL 477386.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.47E-05

4372 ALL 477406.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.26E-05

4373 ALL 477426.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-05

4374 ALL 477446.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-05

4375 ALL 477466.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-05

4376 ALL 477486.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-05

4377 ALL 477506.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-05

4378 ALL 477526.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.24E-05

4379 ALL 475946.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-04

4380 ALL 475966.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-04

4381 ALL 475986.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-04

4382 ALL 476006.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-04

4383 ALL 476026.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04

4384 ALL 476046.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04

4385 ALL 476066.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-04

4386 ALL 476086.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04

4387 ALL 476106.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04

4388 ALL 476126.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04

4389 ALL 476146.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04

4390 ALL 476166.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04

4391 ALL 476186.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04

4392 ALL 476206.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04

4393 ALL 476226.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

4394 ALL 476246.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-04

4395 ALL 476266.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04

4396 ALL 476286.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04

4397 ALL 476306.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-04

4398 ALL 476326.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04



4399 ALL 476346.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04

4400 ALL 476366.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

4401 ALL 476386.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04

4402 ALL 476406.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04

4403 ALL 476426.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04

4404 ALL 476446.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04

4405 ALL 476466.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04

4406 ALL 476486.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04

4407 ALL 476506.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04

4408 ALL 476526.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-04

4409 ALL 476546.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-04

4410 ALL 476566.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-04

4411 ALL 476586.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-04

4412 ALL 476606.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-04

4413 ALL 476626.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-04

4414 ALL 476646.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-04

4415 ALL 476666.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-04

4416 ALL 476686.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-04

4417 ALL 476706.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-04

4418 ALL 476726.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-04

4419 ALL 476746.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-04

4420 ALL 476766.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

4421 ALL 476786.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04

4422 ALL 476806.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-04

4423 ALL 476826.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-04

4424 ALL 476846.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04

4425 ALL 476866.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-04

4426 ALL 476886.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-04

4427 ALL 476906.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-04

4428 ALL 476926.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-04

4429 ALL 476946.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-04

4430 ALL 476966.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04

4431 ALL 476986.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-04

4432 ALL 477006.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-04

4433 ALL 477026.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-04

4434 ALL 477046.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-04

4435 ALL 477066.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-04

4436 ALL 477086.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-04

4437 ALL 477106.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-04

4438 ALL 477126.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-04

4439 ALL 477146.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-04

4440 ALL 477166.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-04

4441 ALL 477186.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04

4442 ALL 477206.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-04

4443 ALL 477226.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-04

4444 ALL 477246.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-04

4445 ALL 477266.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04

4446 ALL 477286.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-04

4447 ALL 477306.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-05

4448 ALL 477326.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.73E-05



4449 ALL 477346.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-05

4450 ALL 477366.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-05

4451 ALL 477386.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-05

4452 ALL 477406.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-05

4453 ALL 477426.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-05

4454 ALL 477446.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-05

4455 ALL 477466.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-05

4456 ALL 477486.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-05

4457 ALL 477506.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-05

4458 ALL 477526.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.01E-05

4459 ALL 475946.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-04

4460 ALL 475966.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-04

4461 ALL 475986.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-04

4462 ALL 476006.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-04

4463 ALL 476026.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-04

4464 ALL 476046.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-04

4465 ALL 476066.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-04

4466 ALL 476086.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-04

4467 ALL 476106.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-04

4468 ALL 476126.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04

4469 ALL 476146.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-04

4470 ALL 476166.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-04

4471 ALL 476186.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-04

4472 ALL 476206.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-04

4473 ALL 476226.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04

4474 ALL 476246.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-04

4475 ALL 476266.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-04

4476 ALL 476286.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-04

4477 ALL 476306.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-04

4478 ALL 476326.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-04

4479 ALL 476346.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-04

4480 ALL 476366.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-04

4481 ALL 476386.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-04

4482 ALL 476406.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-04

4483 ALL 476426.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-04

1.24E-02



HARP2 - HRACalc (dated 22118) 12/6/2022 1:22:00 PM - Output Log

GLCs loaded successfully
Pollutants loaded successfully
Pathway receptors loaded successfully
**********************************
RISK SCENARIO SETTINGS

Receptor Type: Resident
Scenario: Cancer
Calculation Method: Derived

**********************************
EXPOSURE DURATION PARAMETERS FOR CANCER

Start Age: 14
Total Exposure Duration: 0.875

Exposure Duration Bin Distribution
3rd Trimester Bin: 0
0<2 Years Bin: 0
2<9 Years Bin: 0
2<16 Years Bin: 0.875
16<30 Years Bin: 0
16 to 70 Years Bin: 0

**********************************
PATHWAYS ENABLED

NOTE: Inhalation is always enabled and used for all assessments.  The remaining 
pathways are only used for cancer and noncancer chronic assessments.

Inhalation: True
Soil: True
Dermal: True
Mother's milk: True
Water: False
Fish: False
Homegrown crops: True
Beef: False
Dairy: False
Pig: False
Chicken: False
Egg: False

**********************************
INHALATION

Daily breathing rate: RMP



**Worker Adjustment Factors**
Worker adjustment factors enabled: NO

**Fraction at time at home**
3rd Trimester to 16 years: OFF
16 years to 70 years: OFF

**********************************
SOIL & DERMAL PATHWAY SETTINGS

Deposition rate (m/s): 0.02
Soil mixing depth (m): 0.01
Dermal climate: Warm

**********************************
HOMEGROWN CROP PATHWAY SETTINGS

Household type: HouseholdsthatGarden
Fraction leafy: 0.137
Fraction exposed: 0.137
Fraction protected: 0.137
Fraction root: 0.137

**********************************
TIER 2 SETTINGS

Tier2 adjustments were used in this assessment.  Please see the input file for 
details.
Tier2 - What was changed: ED or start age changed|
Calculating cancer risk
Cancer risk breakdown by pollutant and receptor saved to: 
C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6THROSA\hra\ConstStudentCancerTier4MitCancerRisk.csv
Cancer risk total by receptor saved to: C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6THROSA\hra\ConstStudentCancerTier4MitCancerRiskSumByRec.csv
HRA ran successfully



*HARP - HRACalc v22118 12/6/2022 1:22:00 PM - Cancer Risk -  Input File: C:\Users\dlarocca\Desktop\Air Quality Work\HARP2\6THROSA\hra\ConstStudentCancerTier4MitHRAInput.hra

REC GRP NETID X Y RISK_SUM SCENARIO INH_RISK SOIL_RISK DERMAL_RISKMMILK_RISKWATER_RISKFISH_RISK CROP_RISK BEEF_RISK DAIRY_RISKPIG_RISK CHICKEN_RISKEGG_RISK

1 ALL 476426.1 3773784 3.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2 ALL 476446.1 3773784 3.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3 ALL 476466.1 3773784 3.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4 ALL 476486.1 3773784 3.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

5 ALL 476506.1 3773784 3.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

6 ALL 476526.1 3773784 3.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

7 ALL 476546.1 3773784 3.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

8 ALL 476566.1 3773784 3.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

9 ALL 476586.1 3773784 3.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

10 ALL 476606.1 3773784 3.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

11 ALL 476626.1 3773784 3.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

12 ALL 476646.1 3773784 3.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

13 ALL 476666.1 3773784 3.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

14 ALL 476686.1 3773784 3.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

15 ALL 476706.1 3773784 3.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

16 ALL 476726.1 3773784 3.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

17 ALL 476746.1 3773784 3.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

18 ALL 476766.1 3773784 3.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

19 ALL 476786.1 3773784 3.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

20 ALL 476806.1 3773784 2.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

21 ALL 476826.1 3773784 2.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

22 ALL 476846.1 3773784 2.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

23 ALL 476866.1 3773784 2.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

24 ALL 476886.1 3773784 2.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

25 ALL 476906.1 3773784 2.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

26 ALL 476926.1 3773784 2.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

27 ALL 476946.1 3773784 2.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

28 ALL 476966.1 3773784 2.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

29 ALL 476986.1 3773784 2.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

30 ALL 477006.1 3773784 2.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

31 ALL 475526.1 3773804 1.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

32 ALL 475546.1 3773804 1.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

33 ALL 475566.1 3773804 2.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

34 ALL 475586.1 3773804 2.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

35 ALL 475606.1 3773804 2.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

36 ALL 475626.1 3773804 2.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

37 ALL 475646.1 3773804 2.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

38 ALL 475666.1 3773804 2.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

39 ALL 475686.1 3773804 2.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

40 ALL 475706.1 3773804 2.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

41 ALL 475726.1 3773804 2.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

42 ALL 475746.1 3773804 2.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



43 ALL 475766.1 3773804 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

44 ALL 475786.1 3773804 2.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

45 ALL 475806.1 3773804 2.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

46 ALL 475826.1 3773804 2.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

47 ALL 475846.1 3773804 2.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

48 ALL 475866.1 3773804 2.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

49 ALL 475886.1 3773804 3.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

50 ALL 475906.1 3773804 3.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

51 ALL 475926.1 3773804 3.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

52 ALL 475946.1 3773804 3.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

53 ALL 475966.1 3773804 3.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

54 ALL 475986.1 3773804 3.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

55 ALL 476006.1 3773804 3.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

56 ALL 476426.1 3773804 4.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

57 ALL 476446.1 3773804 4.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

58 ALL 476466.1 3773804 4.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

59 ALL 476486.1 3773804 4.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

60 ALL 476506.1 3773804 4.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

61 ALL 476526.1 3773804 4.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

62 ALL 476546.1 3773804 3.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

63 ALL 476566.1 3773804 3.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

64 ALL 476586.1 3773804 3.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

65 ALL 476606.1 3773804 3.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

66 ALL 476626.1 3773804 3.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

67 ALL 476646.1 3773804 3.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

68 ALL 476666.1 3773804 3.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

69 ALL 476686.1 3773804 3.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

70 ALL 476706.1 3773804 3.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

71 ALL 476726.1 3773804 3.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

72 ALL 476746.1 3773804 3.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

73 ALL 476766.1 3773804 3.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

74 ALL 476786.1 3773804 3.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

75 ALL 476806.1 3773804 3.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

76 ALL 476826.1 3773804 3.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

77 ALL 476846.1 3773804 2.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

78 ALL 476866.1 3773804 2.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

79 ALL 476886.1 3773804 2.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

80 ALL 476906.1 3773804 2.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

81 ALL 476926.1 3773804 2.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

82 ALL 476946.1 3773804 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

83 ALL 476966.1 3773804 2.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

84 ALL 476986.1 3773804 2.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

85 ALL 477006.1 3773804 2.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

86 ALL 477026.1 3773804 2.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



87 ALL 477046.1 3773804 2.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

88 ALL 475526.1 3773824 1.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

89 ALL 475546.1 3773824 1.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

90 ALL 475566.1 3773824 2.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

91 ALL 475586.1 3773824 2.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

92 ALL 475606.1 3773824 2.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

93 ALL 475626.1 3773824 2.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

94 ALL 475646.1 3773824 2.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

95 ALL 475666.1 3773824 2.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

96 ALL 475686.1 3773824 2.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

97 ALL 475706.1 3773824 2.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

98 ALL 475726.1 3773824 2.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

99 ALL 475746.1 3773824 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

100 ALL 475766.1 3773824 2.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

101 ALL 475786.1 3773824 2.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

102 ALL 475806.1 3773824 2.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

103 ALL 475826.1 3773824 2.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

104 ALL 475846.1 3773824 2.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

105 ALL 475866.1 3773824 3.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

106 ALL 475886.1 3773824 3.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

107 ALL 475906.1 3773824 3.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

108 ALL 475926.1 3773824 3.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

109 ALL 475946.1 3773824 3.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

110 ALL 475966.1 3773824 3.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

111 ALL 475986.1 3773824 3.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

112 ALL 476006.1 3773824 3.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

113 ALL 476426.1 3773824 4.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

114 ALL 476446.1 3773824 4.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

115 ALL 476466.1 3773824 4.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

116 ALL 476486.1 3773824 4.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

117 ALL 476506.1 3773824 4.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

118 ALL 476526.1 3773824 4.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

119 ALL 476546.1 3773824 4.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

120 ALL 476566.1 3773824 4.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

121 ALL 476586.1 3773824 4.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

122 ALL 476606.1 3773824 4.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

123 ALL 476626.1 3773824 4.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

124 ALL 476646.1 3773824 3.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

125 ALL 476666.1 3773824 3.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

126 ALL 476686.1 3773824 3.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

127 ALL 476706.1 3773824 3.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

128 ALL 476726.1 3773824 3.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

129 ALL 476746.1 3773824 3.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

130 ALL 476766.1 3773824 3.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



131 ALL 476786.1 3773824 3.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

132 ALL 476806.1 3773824 3.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

133 ALL 476826.1 3773824 3.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

134 ALL 476846.1 3773824 3.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

135 ALL 476866.1 3773824 3.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

136 ALL 476886.1 3773824 2.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

137 ALL 476906.1 3773824 2.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

138 ALL 476926.1 3773824 2.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

139 ALL 476946.1 3773824 2.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

140 ALL 476966.1 3773824 2.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

141 ALL 476986.1 3773824 2.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

142 ALL 477006.1 3773824 2.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

143 ALL 477026.1 3773824 2.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

144 ALL 477046.1 3773824 2.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

145 ALL 477066.1 3773824 2.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

146 ALL 477086.1 3773824 2.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

147 ALL 475526.1 3773844 1.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

148 ALL 475546.1 3773844 2.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

149 ALL 475566.1 3773844 2.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

150 ALL 475586.1 3773844 2.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

151 ALL 475606.1 3773844 2.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

152 ALL 475626.1 3773844 2.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

153 ALL 475646.1 3773844 2.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

154 ALL 475666.1 3773844 2.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

155 ALL 475686.1 3773844 2.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

156 ALL 475706.1 3773844 2.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

157 ALL 475726.1 3773844 2.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

158 ALL 475746.1 3773844 2.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

159 ALL 475766.1 3773844 2.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

160 ALL 475786.1 3773844 2.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

161 ALL 475806.1 3773844 2.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

162 ALL 475826.1 3773844 2.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

163 ALL 475846.1 3773844 3.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

164 ALL 475866.1 3773844 3.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

165 ALL 475886.1 3773844 3.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

166 ALL 475906.1 3773844 3.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

167 ALL 475926.1 3773844 3.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

168 ALL 475946.1 3773844 3.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

169 ALL 475966.1 3773844 3.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

170 ALL 475986.1 3773844 3.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

171 ALL 476006.1 3773844 3.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

172 ALL 476426.1 3773844 4.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

173 ALL 476446.1 3773844 4.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

174 ALL 476466.1 3773844 4.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



175 ALL 476486.1 3773844 4.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

176 ALL 476506.1 3773844 4.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

177 ALL 476526.1 3773844 4.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

178 ALL 476546.1 3773844 4.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

179 ALL 476566.1 3773844 4.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

180 ALL 476586.1 3773844 4.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

181 ALL 476606.1 3773844 4.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

182 ALL 476626.1 3773844 4.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

183 ALL 476646.1 3773844 4.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

184 ALL 476666.1 3773844 4.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

185 ALL 476686.1 3773844 4.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

186 ALL 476706.1 3773844 3.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

187 ALL 476726.1 3773844 3.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

188 ALL 476746.1 3773844 3.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

189 ALL 476766.1 3773844 3.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

190 ALL 476786.1 3773844 3.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

191 ALL 476806.1 3773844 3.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

192 ALL 476826.1 3773844 3.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

193 ALL 476846.1 3773844 3.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

194 ALL 476866.1 3773844 3.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

195 ALL 476886.1 3773844 3.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

196 ALL 476906.1 3773844 3.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

197 ALL 476926.1 3773844 2.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

198 ALL 476946.1 3773844 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

199 ALL 476966.1 3773844 2.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

200 ALL 476986.1 3773844 2.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

201 ALL 477006.1 3773844 2.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

202 ALL 477026.1 3773844 2.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

203 ALL 477046.1 3773844 2.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

204 ALL 477066.1 3773844 2.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

205 ALL 477086.1 3773844 2.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

206 ALL 477106.1 3773844 2.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

207 ALL 475526.1 3773864 1.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

208 ALL 475546.1 3773864 2.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

209 ALL 475566.1 3773864 2.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

210 ALL 475586.1 3773864 2.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

211 ALL 475606.1 3773864 2.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

212 ALL 475626.1 3773864 2.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

213 ALL 475646.1 3773864 2.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

214 ALL 475666.1 3773864 2.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

215 ALL 475686.1 3773864 2.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

216 ALL 475706.1 3773864 2.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

217 ALL 475726.1 3773864 2.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

218 ALL 475746.1 3773864 2.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



219 ALL 475766.1 3773864 2.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

220 ALL 475786.1 3773864 2.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

221 ALL 475806.1 3773864 2.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

222 ALL 475826.1 3773864 3.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

223 ALL 475846.1 3773864 3.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

224 ALL 475866.1 3773864 3.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

225 ALL 475886.1 3773864 3.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

226 ALL 475906.1 3773864 3.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

227 ALL 475926.1 3773864 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

228 ALL 475946.1 3773864 3.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

229 ALL 475966.1 3773864 3.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

230 ALL 475986.1 3773864 3.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

231 ALL 476006.1 3773864 3.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

232 ALL 476026.1 3773864 4.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

233 ALL 476426.1 3773864 5.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

234 ALL 476446.1 3773864 5.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

235 ALL 476466.1 3773864 5.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

236 ALL 476486.1 3773864 5.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

237 ALL 476506.1 3773864 4.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

238 ALL 476526.1 3773864 4.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

239 ALL 476546.1 3773864 4.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

240 ALL 476566.1 3773864 4.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

241 ALL 476586.1 3773864 4.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

242 ALL 476606.1 3773864 4.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

243 ALL 476626.1 3773864 4.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

244 ALL 476646.1 3773864 4.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

245 ALL 476666.1 3773864 4.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

246 ALL 476686.1 3773864 4.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

247 ALL 476706.1 3773864 4.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

248 ALL 476726.1 3773864 4.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

249 ALL 476746.1 3773864 3.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

250 ALL 476766.1 3773864 3.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

251 ALL 476786.1 3773864 3.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

252 ALL 476806.1 3773864 3.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

253 ALL 476826.1 3773864 3.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

254 ALL 476846.1 3773864 3.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

255 ALL 476866.1 3773864 3.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

256 ALL 476886.1 3773864 3.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

257 ALL 476906.1 3773864 3.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

258 ALL 476926.1 3773864 3.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

259 ALL 476946.1 3773864 2.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

260 ALL 476966.1 3773864 2.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

261 ALL 476986.1 3773864 2.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

262 ALL 477006.1 3773864 2.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



263 ALL 477026.1 3773864 2.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

264 ALL 477046.1 3773864 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

265 ALL 477066.1 3773864 2.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

266 ALL 477086.1 3773864 2.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

267 ALL 477106.1 3773864 2.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

268 ALL 475526.1 3773884 1.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

269 ALL 475546.1 3773884 2.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

270 ALL 475566.1 3773884 2.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

271 ALL 475586.1 3773884 2.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

272 ALL 475606.1 3773884 2.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

273 ALL 475626.1 3773884 2.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

274 ALL 475646.1 3773884 2.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

275 ALL 475666.1 3773884 2.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

276 ALL 475686.1 3773884 2.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

277 ALL 475706.1 3773884 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

278 ALL 475726.1 3773884 2.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

279 ALL 475746.1 3773884 2.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

280 ALL 475766.1 3773884 2.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

281 ALL 475786.1 3773884 2.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

282 ALL 475806.1 3773884 3.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

283 ALL 475826.1 3773884 3.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

284 ALL 475846.1 3773884 3.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

285 ALL 475866.1 3773884 3.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

286 ALL 475886.1 3773884 3.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

287 ALL 475906.1 3773884 3.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

288 ALL 475926.1 3773884 3.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

289 ALL 475946.1 3773884 3.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

290 ALL 475966.1 3773884 3.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

291 ALL 475986.1 3773884 4.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

292 ALL 476006.1 3773884 4.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

293 ALL 476026.1 3773884 4.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

294 ALL 476046.1 3773884 4.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

295 ALL 476426.1 3773884 5.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

296 ALL 476446.1 3773884 5.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

297 ALL 476466.1 3773884 5.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

298 ALL 476486.1 3773884 5.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

299 ALL 476506.1 3773884 5.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

300 ALL 476526.1 3773884 5.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

301 ALL 476546.1 3773884 5.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

302 ALL 476566.1 3773884 5.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

303 ALL 476586.1 3773884 5.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

304 ALL 476606.1 3773884 4.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

305 ALL 476626.1 3773884 4.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

306 ALL 476646.1 3773884 4.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



307 ALL 476666.1 3773884 4.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

308 ALL 476686.1 3773884 4.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

309 ALL 476706.1 3773884 4.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

310 ALL 476726.1 3773884 4.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

311 ALL 476746.1 3773884 4.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

312 ALL 476766.1 3773884 4.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

313 ALL 476786.1 3773884 3.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

314 ALL 476806.1 3773884 3.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

315 ALL 476826.1 3773884 3.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

316 ALL 476846.1 3773884 3.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

317 ALL 476866.1 3773884 3.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

318 ALL 476886.1 3773884 3.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

319 ALL 476906.1 3773884 3.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

320 ALL 476926.1 3773884 3.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

321 ALL 476946.1 3773884 3.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

322 ALL 476966.1 3773884 3.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

323 ALL 476986.1 3773884 2.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

324 ALL 477006.1 3773884 2.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

325 ALL 477026.1 3773884 2.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

326 ALL 477046.1 3773884 2.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

327 ALL 477066.1 3773884 2.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

328 ALL 477086.1 3773884 2.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

329 ALL 477106.1 3773884 2.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

330 ALL 475526.1 3773904 2.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

331 ALL 475546.1 3773904 2.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

332 ALL 475566.1 3773904 2.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

333 ALL 475586.1 3773904 2.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

334 ALL 475606.1 3773904 2.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

335 ALL 475626.1 3773904 2.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

336 ALL 475646.1 3773904 2.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

337 ALL 475666.1 3773904 2.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

338 ALL 475686.1 3773904 2.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

339 ALL 475706.1 3773904 2.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

340 ALL 475726.1 3773904 2.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

341 ALL 475746.1 3773904 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

342 ALL 475766.1 3773904 2.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

343 ALL 475786.1 3773904 3.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

344 ALL 475806.1 3773904 3.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

345 ALL 475826.1 3773904 3.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

346 ALL 475846.1 3773904 3.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

347 ALL 475866.1 3773904 3.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

348 ALL 475886.1 3773904 3.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

349 ALL 475906.1 3773904 3.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

350 ALL 475926.1 3773904 3.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



351 ALL 475946.1 3773904 3.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

352 ALL 475966.1 3773904 4.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

353 ALL 475986.1 3773904 4.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

354 ALL 476006.1 3773904 4.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

355 ALL 476026.1 3773904 4.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

356 ALL 476046.1 3773904 4.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

357 ALL 476066.1 3773904 4.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

358 ALL 476426.1 3773904 5.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

359 ALL 476446.1 3773904 5.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

360 ALL 476466.1 3773904 5.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

361 ALL 476486.1 3773904 5.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

362 ALL 476506.1 3773904 5.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

363 ALL 476526.1 3773904 5.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

364 ALL 476546.1 3773904 5.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

365 ALL 476566.1 3773904 5.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

366 ALL 476586.1 3773904 5.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

367 ALL 476606.1 3773904 5.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

368 ALL 476626.1 3773904 5.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

369 ALL 476646.1 3773904 5.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

370 ALL 476666.1 3773904 4.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

371 ALL 476686.1 3773904 4.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

372 ALL 476706.1 3773904 4.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

373 ALL 476726.1 3773904 4.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

374 ALL 476746.1 3773904 4.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

375 ALL 476766.1 3773904 4.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

376 ALL 476786.1 3773904 4.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

377 ALL 476806.1 3773904 4.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

378 ALL 476826.1 3773904 3.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

379 ALL 476846.1 3773904 3.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

380 ALL 476866.1 3773904 3.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

381 ALL 476886.1 3773904 3.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

382 ALL 476906.1 3773904 3.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

383 ALL 476926.1 3773904 3.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

384 ALL 476946.1 3773904 3.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

385 ALL 476966.1 3773904 3.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

386 ALL 476986.1 3773904 3.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

387 ALL 477006.1 3773904 3.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

388 ALL 477026.1 3773904 2.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

389 ALL 477046.1 3773904 2.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

390 ALL 477066.1 3773904 2.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

391 ALL 477086.1 3773904 2.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

392 ALL 477106.1 3773904 2.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

393 ALL 475526.1 3773924 2.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

394 ALL 475546.1 3773924 2.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



395 ALL 475566.1 3773924 2.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

396 ALL 475586.1 3773924 2.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

397 ALL 475606.1 3773924 2.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

398 ALL 475626.1 3773924 2.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

399 ALL 475646.1 3773924 2.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

400 ALL 475666.1 3773924 2.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

401 ALL 475686.1 3773924 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

402 ALL 475706.1 3773924 2.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

403 ALL 475726.1 3773924 2.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

404 ALL 475746.1 3773924 2.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

405 ALL 475766.1 3773924 2.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

406 ALL 475786.1 3773924 3.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

407 ALL 475806.1 3773924 3.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

408 ALL 475826.1 3773924 3.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

409 ALL 475846.1 3773924 3.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

410 ALL 475866.1 3773924 3.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

411 ALL 475886.1 3773924 3.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

412 ALL 475906.1 3773924 3.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

413 ALL 475926.1 3773924 3.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

414 ALL 475946.1 3773924 4.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

415 ALL 475966.1 3773924 4.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

416 ALL 475986.1 3773924 4.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

417 ALL 476006.1 3773924 4.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

418 ALL 476026.1 3773924 4.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

419 ALL 476046.1 3773924 4.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

420 ALL 476066.1 3773924 4.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

421 ALL 476086.1 3773924 5.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

422 ALL 476426.1 3773924 6.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

423 ALL 476446.1 3773924 6.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

424 ALL 476466.1 3773924 6.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

425 ALL 476486.1 3773924 6.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

426 ALL 476506.1 3773924 6.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

427 ALL 476526.1 3773924 6.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

428 ALL 476546.1 3773924 6.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

429 ALL 476566.1 3773924 5.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

430 ALL 476586.1 3773924 5.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

431 ALL 476606.1 3773924 5.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

432 ALL 476626.1 3773924 5.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

433 ALL 476646.1 3773924 5.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

434 ALL 476666.1 3773924 5.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

435 ALL 476686.1 3773924 5.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

436 ALL 476706.1 3773924 4.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

437 ALL 476726.1 3773924 4.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

438 ALL 476746.1 3773924 4.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



439 ALL 476766.1 3773924 4.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

440 ALL 476786.1 3773924 4.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

441 ALL 476806.1 3773924 4.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

442 ALL 476826.1 3773924 4.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

443 ALL 476846.1 3773924 4.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

444 ALL 476866.1 3773924 3.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

445 ALL 476886.1 3773924 3.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

446 ALL 476906.1 3773924 3.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

447 ALL 476926.1 3773924 3.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

448 ALL 476946.1 3773924 3.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

449 ALL 476966.1 3773924 3.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

450 ALL 476986.1 3773924 3.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

451 ALL 477006.1 3773924 3.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

452 ALL 477026.1 3773924 3.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

453 ALL 477046.1 3773924 3.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

454 ALL 477066.1 3773924 2.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

455 ALL 477086.1 3773924 2.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

456 ALL 477106.1 3773924 2.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

457 ALL 475526.1 3773944 2.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

458 ALL 475546.1 3773944 2.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

459 ALL 475566.1 3773944 2.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

460 ALL 475586.1 3773944 2.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

461 ALL 475606.1 3773944 2.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

462 ALL 475626.1 3773944 2.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

463 ALL 475646.1 3773944 2.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

464 ALL 475666.1 3773944 2.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

465 ALL 475686.1 3773944 2.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

466 ALL 475706.1 3773944 2.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

467 ALL 475726.1 3773944 2.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

468 ALL 475746.1 3773944 2.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

469 ALL 475766.1 3773944 3.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

470 ALL 475786.1 3773944 3.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

471 ALL 475806.1 3773944 3.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

472 ALL 475826.1 3773944 3.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

473 ALL 475846.1 3773944 3.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

474 ALL 475866.1 3773944 3.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

475 ALL 475886.1 3773944 3.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

476 ALL 475906.1 3773944 3.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

477 ALL 475926.1 3773944 4.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

478 ALL 475946.1 3773944 4.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

479 ALL 475966.1 3773944 4.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

480 ALL 475986.1 3773944 4.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

481 ALL 476006.1 3773944 4.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

482 ALL 476026.1 3773944 4.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



483 ALL 476046.1 3773944 4.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

484 ALL 476066.1 3773944 5.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

485 ALL 476086.1 3773944 5.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

486 ALL 476106.1 3773944 5.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

487 ALL 476126.1 3773944 5.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

488 ALL 476426.1 3773944 6.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

489 ALL 476446.1 3773944 6.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

490 ALL 476466.1 3773944 6.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

491 ALL 476486.1 3773944 6.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

492 ALL 476506.1 3773944 6.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

493 ALL 476526.1 3773944 6.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

494 ALL 476546.1 3773944 6.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

495 ALL 476566.1 3773944 6.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

496 ALL 476586.1 3773944 6.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

497 ALL 476606.1 3773944 6.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

498 ALL 476626.1 3773944 5.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

499 ALL 476646.1 3773944 5.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

500 ALL 476666.1 3773944 5.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

501 ALL 476686.1 3773944 5.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

502 ALL 476706.1 3773944 5.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

503 ALL 476726.1 3773944 5.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

504 ALL 476746.1 3773944 5.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

505 ALL 476766.1 3773944 4.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

506 ALL 476786.1 3773944 4.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

507 ALL 476806.1 3773944 4.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

508 ALL 476826.1 3773944 4.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

509 ALL 476846.1 3773944 4.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

510 ALL 476866.1 3773944 4.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

511 ALL 476886.1 3773944 3.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

512 ALL 476906.1 3773944 3.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

513 ALL 476926.1 3773944 3.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

514 ALL 476946.1 3773944 3.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

515 ALL 476966.1 3773944 3.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

516 ALL 476986.1 3773944 3.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

517 ALL 477006.1 3773944 3.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

518 ALL 477026.1 3773944 3.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

519 ALL 477046.1 3773944 3.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

520 ALL 477066.1 3773944 3.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

521 ALL 477086.1 3773944 3.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

522 ALL 477106.1 3773944 2.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

523 ALL 475526.1 3773964 2.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

524 ALL 475546.1 3773964 2.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

525 ALL 475566.1 3773964 2.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

526 ALL 475586.1 3773964 2.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



527 ALL 475606.1 3773964 2.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

528 ALL 475626.1 3773964 2.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

529 ALL 475646.1 3773964 2.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

530 ALL 475666.1 3773964 2.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

531 ALL 475686.1 3773964 2.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

532 ALL 475706.1 3773964 2.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

533 ALL 475726.1 3773964 2.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

534 ALL 475746.1 3773964 2.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

535 ALL 475766.1 3773964 3.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

536 ALL 475786.1 3773964 3.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

537 ALL 475806.1 3773964 3.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

538 ALL 475826.1 3773964 3.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

539 ALL 475846.1 3773964 3.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

540 ALL 475866.1 3773964 3.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

541 ALL 475886.1 3773964 3.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

542 ALL 475906.1 3773964 4.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

543 ALL 475926.1 3773964 4.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

544 ALL 475946.1 3773964 4.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

545 ALL 475966.1 3773964 4.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

546 ALL 475986.1 3773964 4.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

547 ALL 476006.1 3773964 4.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

548 ALL 476026.1 3773964 5.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

549 ALL 476046.1 3773964 5.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

550 ALL 476066.1 3773964 5.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

551 ALL 476086.1 3773964 5.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

552 ALL 476106.1 3773964 5.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

553 ALL 476126.1 3773964 5.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

554 ALL 476146.1 3773964 6.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

555 ALL 476406.1 3773964 7.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

556 ALL 476426.1 3773964 7.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

557 ALL 476446.1 3773964 7.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

558 ALL 476466.1 3773964 7.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

559 ALL 476486.1 3773964 7.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

560 ALL 476506.1 3773964 7.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

561 ALL 476526.1 3773964 7.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

562 ALL 476546.1 3773964 7.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

563 ALL 476566.1 3773964 6.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

564 ALL 476586.1 3773964 6.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

565 ALL 476606.1 3773964 6.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

566 ALL 476626.1 3773964 6.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

567 ALL 476646.1 3773964 6.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

568 ALL 476666.1 3773964 6.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

569 ALL 476686.1 3773964 5.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

570 ALL 476706.1 3773964 5.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



571 ALL 476726.1 3773964 5.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

572 ALL 476746.1 3773964 5.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

573 ALL 476766.1 3773964 5.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

574 ALL 476786.1 3773964 4.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

575 ALL 476806.1 3773964 4.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

576 ALL 476826.1 3773964 4.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

577 ALL 476846.1 3773964 4.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

578 ALL 476866.1 3773964 4.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

579 ALL 476886.1 3773964 4.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

580 ALL 476906.1 3773964 4.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

581 ALL 476926.1 3773964 3.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

582 ALL 476946.1 3773964 3.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

583 ALL 476966.1 3773964 3.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

584 ALL 476986.1 3773964 3.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

585 ALL 477006.1 3773964 3.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

586 ALL 477026.1 3773964 3.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

587 ALL 477046.1 3773964 3.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

588 ALL 477066.1 3773964 3.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

589 ALL 477086.1 3773964 3.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

590 ALL 477106.1 3773964 3.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

591 ALL 475526.1 3773984 2.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

592 ALL 475546.1 3773984 2.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

593 ALL 475566.1 3773984 2.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

594 ALL 475586.1 3773984 2.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

595 ALL 475606.1 3773984 2.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

596 ALL 475626.1 3773984 2.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

597 ALL 475646.1 3773984 2.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

598 ALL 475666.1 3773984 2.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

599 ALL 475686.1 3773984 2.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

600 ALL 475706.1 3773984 2.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

601 ALL 475726.1 3773984 2.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

602 ALL 475746.1 3773984 3.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

603 ALL 475766.1 3773984 3.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

604 ALL 475786.1 3773984 3.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

605 ALL 475806.1 3773984 3.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

606 ALL 475826.1 3773984 3.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

607 ALL 475846.1 3773984 3.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

608 ALL 475866.1 3773984 3.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

609 ALL 475886.1 3773984 3.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

610 ALL 475906.1 3773984 4.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

611 ALL 475926.1 3773984 4.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

612 ALL 475946.1 3773984 4.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

613 ALL 475966.1 3773984 4.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

614 ALL 475986.1 3773984 4.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



615 ALL 476006.1 3773984 5.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

616 ALL 476026.1 3773984 5.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

617 ALL 476046.1 3773984 5.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

618 ALL 476066.1 3773984 5.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

619 ALL 476086.1 3773984 5.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

620 ALL 476106.1 3773984 6.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

621 ALL 476126.1 3773984 6.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

622 ALL 476146.1 3773984 6.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

623 ALL 476166.1 3773984 6.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

624 ALL 476406.1 3773984 8.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

625 ALL 476426.1 3773984 8.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

626 ALL 476446.1 3773984 8.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

627 ALL 476466.1 3773984 8.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

628 ALL 476486.1 3773984 8.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

629 ALL 476506.1 3773984 8.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

630 ALL 476526.1 3773984 7.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

631 ALL 476546.1 3773984 7.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

632 ALL 476566.1 3773984 7.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

633 ALL 476586.1 3773984 7.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

634 ALL 476606.1 3773984 7.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

635 ALL 476626.1 3773984 7.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

636 ALL 476646.1 3773984 6.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

637 ALL 476666.1 3773984 6.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

638 ALL 476686.1 3773984 6.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

639 ALL 476706.1 3773984 6.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

640 ALL 476726.1 3773984 5.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

641 ALL 476746.1 3773984 5.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

642 ALL 476766.1 3773984 5.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

643 ALL 476786.1 3773984 5.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

644 ALL 476806.1 3773984 5.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

645 ALL 476826.1 3773984 4.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

646 ALL 476846.1 3773984 4.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

647 ALL 476866.1 3773984 4.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

648 ALL 476886.1 3773984 4.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

649 ALL 476906.1 3773984 4.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

650 ALL 476926.1 3773984 4.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

651 ALL 476946.1 3773984 4.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

652 ALL 476966.1 3773984 3.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

653 ALL 476986.1 3773984 3.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

654 ALL 477006.1 3773984 3.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

655 ALL 477026.1 3773984 3.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

656 ALL 477046.1 3773984 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

657 ALL 477066.1 3773984 3.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

658 ALL 477086.1 3773984 3.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



659 ALL 477106.1 3773984 3.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

660 ALL 475526.1 3774004 2.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

661 ALL 475546.1 3774004 2.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

662 ALL 475566.1 3774004 2.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

663 ALL 475586.1 3774004 2.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

664 ALL 475606.1 3774004 2.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

665 ALL 475626.1 3774004 2.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

666 ALL 475646.1 3774004 2.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

667 ALL 475666.1 3774004 2.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

668 ALL 475686.1 3774004 2.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

669 ALL 475706.1 3774004 2.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

670 ALL 475726.1 3774004 2.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

671 ALL 475746.1 3774004 3.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

672 ALL 475766.1 3774004 3.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

673 ALL 475786.1 3774004 3.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

674 ALL 475806.1 3774004 3.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

675 ALL 475826.1 3774004 3.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

676 ALL 475846.1 3774004 3.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

677 ALL 475866.1 3774004 3.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

678 ALL 475886.1 3774004 4.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

679 ALL 475906.1 3774004 4.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

680 ALL 475926.1 3774004 4.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

681 ALL 475946.1 3774004 4.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

682 ALL 475966.1 3774004 4.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

683 ALL 475986.1 3774004 5.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

684 ALL 476006.1 3774004 5.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

685 ALL 476026.1 3774004 5.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

686 ALL 476046.1 3774004 5.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

687 ALL 476066.1 3774004 5.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

688 ALL 476086.1 3774004 6.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

689 ALL 476106.1 3774004 6.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

690 ALL 476126.1 3774004 6.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

691 ALL 476146.1 3774004 6.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

692 ALL 476166.1 3774004 7.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

693 ALL 476186.1 3774004 7.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

694 ALL 476366.1 3774004 8.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

695 ALL 476386.1 3774004 9.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

696 ALL 476406.1 3774004 9.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

697 ALL 476426.1 3774004 9.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

698 ALL 476446.1 3774004 9.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

699 ALL 476466.1 3774004 9.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

700 ALL 476486.1 3774004 8.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

701 ALL 476506.1 3774004 8.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

702 ALL 476526.1 3774004 8.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



703 ALL 476546.1 3774004 8.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

704 ALL 476566.1 3774004 8.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

705 ALL 476586.1 3774004 8.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

706 ALL 476606.1 3774004 7.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

707 ALL 476626.1 3774004 7.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

708 ALL 476646.1 3774004 7.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

709 ALL 476666.1 3774004 7.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

710 ALL 476686.1 3774004 6.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

711 ALL 476706.1 3774004 6.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

712 ALL 476726.1 3774004 6.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

713 ALL 476746.1 3774004 6.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

714 ALL 476766.1 3774004 5.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

715 ALL 476786.1 3774004 5.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

716 ALL 476806.1 3774004 5.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

717 ALL 476826.1 3774004 5.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

718 ALL 476846.1 3774004 5.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

719 ALL 476866.1 3774004 4.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

720 ALL 476886.1 3774004 4.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

721 ALL 476906.1 3774004 4.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

722 ALL 476926.1 3774004 4.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

723 ALL 476946.1 3774004 4.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

724 ALL 476966.1 3774004 4.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

725 ALL 476986.1 3774004 4.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

726 ALL 477006.1 3774004 3.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

727 ALL 477026.1 3774004 3.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

728 ALL 477046.1 3774004 3.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

729 ALL 477066.1 3774004 3.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

730 ALL 477086.1 3774004 3.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

731 ALL 477106.1 3774004 3.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

732 ALL 475526.1 3774024 2.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

733 ALL 475546.1 3774024 2.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

734 ALL 475566.1 3774024 2.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

735 ALL 475586.1 3774024 2.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

736 ALL 475606.1 3774024 2.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

737 ALL 475626.1 3774024 2.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

738 ALL 475646.1 3774024 2.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

739 ALL 475666.1 3774024 2.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

740 ALL 475686.1 3774024 2.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

741 ALL 475706.1 3774024 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

742 ALL 475726.1 3774024 2.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

743 ALL 475746.1 3774024 3.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

744 ALL 475766.1 3774024 3.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

745 ALL 475786.1 3774024 3.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

746 ALL 475806.1 3774024 3.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



747 ALL 475826.1 3774024 3.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

748 ALL 475846.1 3774024 3.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

749 ALL 475866.1 3774024 3.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

750 ALL 475886.1 3774024 4.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

751 ALL 475906.1 3774024 4.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

752 ALL 475926.1 3774024 4.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

753 ALL 475946.1 3774024 4.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

754 ALL 475966.1 3774024 4.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

755 ALL 475986.1 3774024 5.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

756 ALL 476006.1 3774024 5.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

757 ALL 476026.1 3774024 5.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

758 ALL 476046.1 3774024 5.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

759 ALL 476066.1 3774024 6.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

760 ALL 476086.1 3774024 6.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

761 ALL 476106.1 3774024 6.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

762 ALL 476126.1 3774024 7.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

763 ALL 476146.1 3774024 7.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

764 ALL 476166.1 3774024 7.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

765 ALL 476186.1 3774024 7.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

766 ALL 476206.1 3774024 8.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

767 ALL 476226.1 3774024 8.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

768 ALL 476366.1 3774024 9.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

769 ALL 476386.1 3774024 9.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

770 ALL 476406.1 3774024 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

771 ALL 476426.1 3774024 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

772 ALL 476446.1 3774024 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

773 ALL 476466.1 3774024 9.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

774 ALL 476486.1 3774024 9.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

775 ALL 476506.1 3774024 9.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

776 ALL 476526.1 3774024 9.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

777 ALL 476546.1 3774024 9.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

778 ALL 476566.1 3774024 9.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

779 ALL 476586.1 3774024 8.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

780 ALL 476606.1 3774024 8.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

781 ALL 476626.1 3774024 8.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

782 ALL 476646.1 3774024 8.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

783 ALL 476666.1 3774024 7.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

784 ALL 476686.1 3774024 7.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

785 ALL 476706.1 3774024 7.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

786 ALL 476726.1 3774024 6.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

787 ALL 476746.1 3774024 6.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

788 ALL 476766.1 3774024 6.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

789 ALL 476786.1 3774024 6.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

790 ALL 476806.1 3774024 5.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



791 ALL 476826.1 3774024 5.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

792 ALL 476846.1 3774024 5.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

793 ALL 476866.1 3774024 5.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

794 ALL 476886.1 3774024 5.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

795 ALL 476906.1 3774024 4.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

796 ALL 476926.1 3774024 4.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

797 ALL 476946.1 3774024 4.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

798 ALL 476966.1 3774024 4.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

799 ALL 476986.1 3774024 4.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

800 ALL 477006.1 3774024 4.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

801 ALL 477026.1 3774024 4.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

802 ALL 477046.1 3774024 4.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

803 ALL 477066.1 3774024 3.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

804 ALL 477086.1 3774024 3.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

805 ALL 477106.1 3774024 3.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

806 ALL 475526.1 3774044 2.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

807 ALL 475546.1 3774044 2.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

808 ALL 475566.1 3774044 2.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

809 ALL 475586.1 3774044 2.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

810 ALL 475606.1 3774044 2.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

811 ALL 475626.1 3774044 2.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

812 ALL 475646.1 3774044 2.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

813 ALL 475666.1 3774044 2.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

814 ALL 475686.1 3774044 2.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

815 ALL 475706.1 3774044 2.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

816 ALL 475726.1 3774044 2.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

817 ALL 475746.1 3774044 3.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

818 ALL 475766.1 3774044 3.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

819 ALL 475786.1 3774044 3.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

820 ALL 475806.1 3774044 3.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

821 ALL 475826.1 3774044 3.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

822 ALL 475846.1 3774044 3.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

823 ALL 475866.1 3774044 4.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

824 ALL 475886.1 3774044 4.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

825 ALL 475906.1 3774044 4.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

826 ALL 475926.1 3774044 4.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

827 ALL 475946.1 3774044 4.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

828 ALL 475966.1 3774044 5.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

829 ALL 475986.1 3774044 5.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

830 ALL 476006.1 3774044 5.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

831 ALL 476026.1 3774044 5.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

832 ALL 476046.1 3774044 6.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

833 ALL 476066.1 3774044 6.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

834 ALL 476086.1 3774044 6.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



835 ALL 476106.1 3774044 7.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

836 ALL 476126.1 3774044 7.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

837 ALL 476146.1 3774044 7.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

838 ALL 476166.1 3774044 8.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

839 ALL 476186.1 3774044 8.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

840 ALL 476206.1 3774044 8.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

841 ALL 476226.1 3774044 9.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

842 ALL 476246.1 3774044 9.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

843 ALL 476266.1 3774044 9.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

844 ALL 476286.1 3774044 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

845 ALL 476366.1 3774044 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

846 ALL 476386.1 3774044 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

847 ALL 476406.1 3774044 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

848 ALL 476426.1 3774044 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

849 ALL 476446.1 3774044 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

850 ALL 476466.1 3774044 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

851 ALL 476486.1 3774044 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

852 ALL 476506.1 3774044 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

853 ALL 476526.1 3774044 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

854 ALL 476546.1 3774044 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

855 ALL 476566.1 3774044 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

856 ALL 476586.1 3774044 9.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

857 ALL 476606.1 3774044 9.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

858 ALL 476626.1 3774044 9.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

859 ALL 476646.1 3774044 8.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

860 ALL 476666.1 3774044 8.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

861 ALL 476686.1 3774044 8.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

862 ALL 476706.1 3774044 7.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

863 ALL 476726.1 3774044 7.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

864 ALL 476746.1 3774044 7.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

865 ALL 476766.1 3774044 6.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

866 ALL 476786.1 3774044 6.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

867 ALL 476806.1 3774044 6.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

868 ALL 476826.1 3774044 6.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

869 ALL 476846.1 3774044 5.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

870 ALL 476866.1 3774044 5.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

871 ALL 476886.1 3774044 5.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

872 ALL 476906.1 3774044 5.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

873 ALL 476926.1 3774044 5.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

874 ALL 476946.1 3774044 4.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

875 ALL 476966.1 3774044 4.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

876 ALL 476986.1 3774044 4.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

877 ALL 477006.1 3774044 4.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

878 ALL 477026.1 3774044 4.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



879 ALL 477046.1 3774044 4.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

880 ALL 477066.1 3774044 4.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

881 ALL 477086.1 3774044 4.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

882 ALL 477106.1 3774044 3.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

883 ALL 475526.1 3774064 2.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

884 ALL 475546.1 3774064 2.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

885 ALL 475566.1 3774064 2.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

886 ALL 475586.1 3774064 2.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

887 ALL 475606.1 3774064 2.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

888 ALL 475626.1 3774064 2.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

889 ALL 475646.1 3774064 2.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

890 ALL 475666.1 3774064 2.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

891 ALL 475686.1 3774064 2.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

892 ALL 475706.1 3774064 2.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

893 ALL 475726.1 3774064 2.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

894 ALL 475746.1 3774064 3.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

895 ALL 475766.1 3774064 3.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

896 ALL 475786.1 3774064 3.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

897 ALL 475806.1 3774064 3.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

898 ALL 475826.1 3774064 3.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

899 ALL 475846.1 3774064 3.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

900 ALL 475866.1 3774064 4.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

901 ALL 475886.1 3774064 4.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

902 ALL 475906.1 3774064 4.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

903 ALL 475926.1 3774064 4.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

904 ALL 475946.1 3774064 4.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

905 ALL 475966.1 3774064 5.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

906 ALL 475986.1 3774064 5.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

907 ALL 476006.1 3774064 5.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

908 ALL 476026.1 3774064 6.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

909 ALL 476046.1 3774064 6.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

910 ALL 476066.1 3774064 6.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

911 ALL 476086.1 3774064 7.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

912 ALL 476106.1 3774064 7.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

913 ALL 476126.1 3774064 7.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

914 ALL 476146.1 3774064 8.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

915 ALL 476166.1 3774064 8.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

916 ALL 476186.1 3774064 9.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

917 ALL 476206.1 3774064 9.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

918 ALL 476226.1 3774064 9.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

919 ALL 476246.1 3774064 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

920 ALL 476266.1 3774064 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

921 ALL 476286.1 3774064 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

922 ALL 476306.1 3774064 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



923 ALL 476326.1 3774064 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

924 ALL 476346.1 3774064 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

925 ALL 476366.1 3774064 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

926 ALL 476386.1 3774064 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

927 ALL 476406.1 3774064 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

928 ALL 476426.1 3774064 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

929 ALL 476446.1 3774064 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

930 ALL 476466.1 3774064 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

931 ALL 476486.1 3774064 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

932 ALL 476506.1 3774064 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

933 ALL 476526.1 3774064 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

934 ALL 476546.1 3774064 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

935 ALL 476566.1 3774064 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

936 ALL 476586.1 3774064 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

937 ALL 476606.1 3774064 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

938 ALL 476626.1 3774064 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

939 ALL 476646.1 3774064 9.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

940 ALL 476666.1 3774064 9.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

941 ALL 476686.1 3774064 8.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

942 ALL 476706.1 3774064 8.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

943 ALL 476726.1 3774064 8.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

944 ALL 476746.1 3774064 7.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

945 ALL 476766.1 3774064 7.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

946 ALL 476786.1 3774064 7.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

947 ALL 476806.1 3774064 6.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

948 ALL 476826.1 3774064 6.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

949 ALL 476846.1 3774064 6.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

950 ALL 476866.1 3774064 6.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

951 ALL 476886.1 3774064 5.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

952 ALL 476906.1 3774064 5.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

953 ALL 476926.1 3774064 5.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

954 ALL 476946.1 3774064 5.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

955 ALL 476966.1 3774064 5.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

956 ALL 476986.1 3774064 5.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

957 ALL 477006.1 3774064 4.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

958 ALL 477026.1 3774064 4.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

959 ALL 477046.1 3774064 4.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

960 ALL 477066.1 3774064 4.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

961 ALL 477086.1 3774064 4.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

962 ALL 477106.1 3774064 4.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

963 ALL 475526.1 3774084 2.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

964 ALL 475546.1 3774084 2.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

965 ALL 475566.1 3774084 2.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

966 ALL 475586.1 3774084 2.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



967 ALL 475606.1 3774084 2.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

968 ALL 475626.1 3774084 2.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

969 ALL 475646.1 3774084 2.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

970 ALL 475666.1 3774084 2.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

971 ALL 475686.1 3774084 2.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

972 ALL 475706.1 3774084 2.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

973 ALL 475726.1 3774084 3.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

974 ALL 475746.1 3774084 3.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

975 ALL 475766.1 3774084 3.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

976 ALL 475786.1 3774084 3.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

977 ALL 475806.1 3774084 3.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

978 ALL 475826.1 3774084 3.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

979 ALL 475846.1 3774084 3.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

980 ALL 475866.1 3774084 4.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

981 ALL 475886.1 3774084 4.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

982 ALL 475906.1 3774084 4.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

983 ALL 475926.1 3774084 4.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

984 ALL 475946.1 3774084 5.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

985 ALL 475966.1 3774084 5.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

986 ALL 475986.1 3774084 5.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

987 ALL 476006.1 3774084 5.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

988 ALL 476026.1 3774084 6.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

989 ALL 476046.1 3774084 6.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

990 ALL 476066.1 3774084 6.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

991 ALL 476086.1 3774084 7.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

992 ALL 476106.1 3774084 7.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

993 ALL 476126.1 3774084 8.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

994 ALL 476146.1 3774084 8.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

995 ALL 476166.1 3774084 9.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

996 ALL 476186.1 3774084 9.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

997 ALL 476206.1 3774084 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

998 ALL 476226.1 3774084 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

999 ALL 476246.1 3774084 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1000 ALL 476266.1 3774084 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1001 ALL 476286.1 3774084 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1002 ALL 476306.1 3774084 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1003 ALL 476326.1 3774084 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1004 ALL 476346.1 3774084 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1005 ALL 476366.1 3774084 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1006 ALL 476386.1 3774084 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1007 ALL 476406.1 3774084 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1008 ALL 476426.1 3774084 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1009 ALL 476446.1 3774084 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1010 ALL 476466.1 3774084 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1011 ALL 476486.1 3774084 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1012 ALL 476506.1 3774084 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1013 ALL 476526.1 3774084 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1014 ALL 476546.1 3774084 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1015 ALL 476566.1 3774084 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1016 ALL 476586.1 3774084 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1017 ALL 476606.1 3774084 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1018 ALL 476626.1 3774084 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1019 ALL 476646.1 3774084 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1020 ALL 476666.1 3774084 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1021 ALL 476686.1 3774084 9.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1022 ALL 476706.1 3774084 9.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1023 ALL 476726.1 3774084 8.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1024 ALL 476746.1 3774084 8.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1025 ALL 476766.1 3774084 8.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1026 ALL 476786.1 3774084 7.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1027 ALL 476806.1 3774084 7.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1028 ALL 476826.1 3774084 7.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1029 ALL 476846.1 3774084 6.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1030 ALL 476866.1 3774084 6.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1031 ALL 476886.1 3774084 6.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1032 ALL 476906.1 3774084 6.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1033 ALL 476926.1 3774084 5.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1034 ALL 476946.1 3774084 5.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1035 ALL 476966.1 3774084 5.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1036 ALL 476986.1 3774084 5.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1037 ALL 477006.1 3774084 5.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1038 ALL 477026.1 3774084 5.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1039 ALL 477046.1 3774084 4.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1040 ALL 477066.1 3774084 4.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1041 ALL 477086.1 3774084 4.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1042 ALL 477106.1 3774084 4.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1043 ALL 475526.1 3774104 2.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1044 ALL 475546.1 3774104 2.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1045 ALL 475566.1 3774104 2.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1046 ALL 475586.1 3774104 2.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1047 ALL 475606.1 3774104 2.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1048 ALL 475626.1 3774104 2.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1049 ALL 475646.1 3774104 2.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1050 ALL 475666.1 3774104 2.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1051 ALL 475686.1 3774104 2.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1052 ALL 475706.1 3774104 2.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1053 ALL 475726.1 3774104 3.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1054 ALL 475746.1 3774104 3.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1055 ALL 475766.1 3774104 3.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1056 ALL 475786.1 3774104 3.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1057 ALL 475806.1 3774104 3.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1058 ALL 475826.1 3774104 3.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1059 ALL 475846.1 3774104 3.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1060 ALL 475866.1 3774104 4.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1061 ALL 475886.1 3774104 4.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1062 ALL 475906.1 3774104 4.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1063 ALL 475926.1 3774104 4.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1064 ALL 475946.1 3774104 5.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1065 ALL 475966.1 3774104 5.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1066 ALL 475986.1 3774104 5.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1067 ALL 476006.1 3774104 6.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1068 ALL 476026.1 3774104 6.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1069 ALL 476046.1 3774104 6.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1070 ALL 476066.1 3774104 7.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1071 ALL 476086.1 3774104 7.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1072 ALL 476106.1 3774104 8.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1073 ALL 476126.1 3774104 8.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1074 ALL 476146.1 3774104 9.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1075 ALL 476166.1 3774104 9.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1076 ALL 476186.1 3774104 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1077 ALL 476206.1 3774104 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1078 ALL 476226.1 3774104 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1079 ALL 476246.1 3774104 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1080 ALL 476266.1 3774104 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1081 ALL 476286.1 3774104 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1082 ALL 476306.1 3774104 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1083 ALL 476326.1 3774104 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1084 ALL 476346.1 3774104 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1085 ALL 476366.1 3774104 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1086 ALL 476386.1 3774104 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1087 ALL 476406.1 3774104 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1088 ALL 476426.1 3774104 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1089 ALL 476446.1 3774104 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1090 ALL 476466.1 3774104 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1091 ALL 476486.1 3774104 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1092 ALL 476506.1 3774104 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1093 ALL 476526.1 3774104 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1094 ALL 476546.1 3774104 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1095 ALL 476566.1 3774104 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1096 ALL 476586.1 3774104 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1097 ALL 476606.1 3774104 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1098 ALL 476626.1 3774104 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1099 ALL 476646.1 3774104 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1100 ALL 476666.1 3774104 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1101 ALL 476686.1 3774104 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1102 ALL 476706.1 3774104 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1103 ALL 476726.1 3774104 9.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1104 ALL 476746.1 3774104 9.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1105 ALL 476766.1 3774104 8.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1106 ALL 476786.1 3774104 8.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1107 ALL 476806.1 3774104 8.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1108 ALL 476826.1 3774104 7.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1109 ALL 476846.1 3774104 7.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1110 ALL 476866.1 3774104 7.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1111 ALL 476886.1 3774104 6.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1112 ALL 476906.1 3774104 6.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1113 ALL 476926.1 3774104 6.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1114 ALL 476946.1 3774104 6.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1115 ALL 476966.1 3774104 6.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1116 ALL 476986.1 3774104 5.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1117 ALL 477006.1 3774104 5.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1118 ALL 477026.1 3774104 5.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1119 ALL 477046.1 3774104 5.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1120 ALL 477066.1 3774104 5.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1121 ALL 477086.1 3774104 4.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1122 ALL 477106.1 3774104 4.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1123 ALL 475526.1 3774124 2.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1124 ALL 475546.1 3774124 2.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1125 ALL 475566.1 3774124 2.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1126 ALL 475586.1 3774124 2.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1127 ALL 475606.1 3774124 2.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1128 ALL 475626.1 3774124 2.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1129 ALL 475646.1 3774124 2.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1130 ALL 475666.1 3774124 2.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1131 ALL 475686.1 3774124 2.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1132 ALL 475706.1 3774124 2.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1133 ALL 475726.1 3774124 3.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1134 ALL 475746.1 3774124 3.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1135 ALL 475766.1 3774124 3.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1136 ALL 475786.1 3774124 3.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1137 ALL 475806.1 3774124 3.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1138 ALL 475826.1 3774124 3.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1139 ALL 475846.1 3774124 3.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1140 ALL 475866.1 3774124 4.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1141 ALL 475886.1 3774124 4.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1142 ALL 475906.1 3774124 4.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1143 ALL 475926.1 3774124 4.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1144 ALL 475946.1 3774124 5.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1145 ALL 475966.1 3774124 5.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1146 ALL 475986.1 3774124 5.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1147 ALL 476006.1 3774124 6.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1148 ALL 476026.1 3774124 6.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1149 ALL 476046.1 3774124 6.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1150 ALL 476066.1 3774124 7.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1151 ALL 476086.1 3774124 7.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1152 ALL 476106.1 3774124 8.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1153 ALL 476126.1 3774124 8.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1154 ALL 476146.1 3774124 9.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1155 ALL 476166.1 3774124 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1156 ALL 476186.1 3774124 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1157 ALL 476206.1 3774124 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1158 ALL 476226.1 3774124 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1159 ALL 476246.1 3774124 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1160 ALL 476266.1 3774124 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1161 ALL 476286.1 3774124 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1162 ALL 476306.1 3774124 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1163 ALL 476326.1 3774124 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1164 ALL 476346.1 3774124 1.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1165 ALL 476366.1 3774124 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1166 ALL 476386.1 3774124 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1167 ALL 476406.1 3774124 1.86E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1168 ALL 476426.1 3774124 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1169 ALL 476446.1 3774124 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1170 ALL 476466.1 3774124 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1171 ALL 476486.1 3774124 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1172 ALL 476506.1 3774124 1.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1173 ALL 476526.1 3774124 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1174 ALL 476546.1 3774124 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1175 ALL 476566.1 3774124 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1176 ALL 476586.1 3774124 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1177 ALL 476606.1 3774124 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1178 ALL 476626.1 3774124 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1179 ALL 476646.1 3774124 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1180 ALL 476666.1 3774124 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1181 ALL 476686.1 3774124 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1182 ALL 476706.1 3774124 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1183 ALL 476726.1 3774124 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1184 ALL 476746.1 3774124 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1185 ALL 476766.1 3774124 9.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1186 ALL 476786.1 3774124 9.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1187 ALL 476806.1 3774124 8.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1188 ALL 476826.1 3774124 8.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1189 ALL 476846.1 3774124 8.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1190 ALL 476866.1 3774124 7.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1191 ALL 476886.1 3774124 7.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1192 ALL 476906.1 3774124 7.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1193 ALL 476926.1 3774124 7.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1194 ALL 476946.1 3774124 6.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1195 ALL 476966.1 3774124 6.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1196 ALL 476986.1 3774124 6.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1197 ALL 477006.1 3774124 6.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1198 ALL 477026.1 3774124 5.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1199 ALL 477046.1 3774124 5.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1200 ALL 477066.1 3774124 5.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1201 ALL 477086.1 3774124 5.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1202 ALL 477106.1 3774124 5.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1203 ALL 475526.1 3774144 2.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1204 ALL 475546.1 3774144 2.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1205 ALL 475566.1 3774144 2.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1206 ALL 475586.1 3774144 2.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1207 ALL 475606.1 3774144 2.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1208 ALL 475626.1 3774144 2.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1209 ALL 475646.1 3774144 2.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1210 ALL 475666.1 3774144 2.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1211 ALL 475686.1 3774144 2.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1212 ALL 475706.1 3774144 2.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1213 ALL 475726.1 3774144 3.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1214 ALL 475746.1 3774144 3.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1215 ALL 475766.1 3774144 3.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1216 ALL 475786.1 3774144 3.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1217 ALL 475806.1 3774144 3.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1218 ALL 475826.1 3774144 3.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1219 ALL 475846.1 3774144 3.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1220 ALL 475866.1 3774144 4.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1221 ALL 475886.1 3774144 4.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1222 ALL 475906.1 3774144 4.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1223 ALL 475926.1 3774144 4.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1224 ALL 475946.1 3774144 5.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1225 ALL 475966.1 3774144 5.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1226 ALL 475986.1 3774144 5.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1227 ALL 476006.1 3774144 6.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1228 ALL 476026.1 3774144 6.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1229 ALL 476046.1 3774144 7.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1230 ALL 476066.1 3774144 7.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1231 ALL 476086.1 3774144 8.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1232 ALL 476106.1 3774144 8.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1233 ALL 476126.1 3774144 9.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1234 ALL 476146.1 3774144 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1235 ALL 476166.1 3774144 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1236 ALL 476186.1 3774144 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1237 ALL 476206.1 3774144 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1238 ALL 476226.1 3774144 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1239 ALL 476246.1 3774144 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1240 ALL 476266.1 3774144 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1241 ALL 476286.1 3774144 1.63E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1242 ALL 476306.1 3774144 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1243 ALL 476326.1 3774144 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1244 ALL 476346.1 3774144 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1245 ALL 476366.1 3774144 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1246 ALL 476386.1 3774144 2.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1247 ALL 476406.1 3774144 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1248 ALL 476426.1 3774144 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1249 ALL 476446.1 3774144 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1250 ALL 476466.1 3774144 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1251 ALL 476486.1 3774144 2.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1252 ALL 476506.1 3774144 2.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1253 ALL 476526.1 3774144 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1254 ALL 476546.1 3774144 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1255 ALL 476566.1 3774144 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1256 ALL 476586.1 3774144 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1257 ALL 476606.1 3774144 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1258 ALL 476626.1 3774144 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1259 ALL 476646.1 3774144 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1260 ALL 476666.1 3774144 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1261 ALL 476686.1 3774144 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1262 ALL 476706.1 3774144 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1263 ALL 476726.1 3774144 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1264 ALL 476746.1 3774144 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1265 ALL 476766.1 3774144 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1266 ALL 476786.1 3774144 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1267 ALL 476806.1 3774144 9.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1268 ALL 476826.1 3774144 9.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1269 ALL 476846.1 3774144 9.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1270 ALL 476866.1 3774144 8.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1271 ALL 476886.1 3774144 8.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1272 ALL 476906.1 3774144 7.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1273 ALL 476926.1 3774144 7.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1274 ALL 477066.1 3774144 5.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1275 ALL 477086.1 3774144 5.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1276 ALL 477106.1 3774144 5.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1277 ALL 475526.1 3774164 2.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1278 ALL 475546.1 3774164 2.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1279 ALL 475566.1 3774164 2.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1280 ALL 475586.1 3774164 2.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1281 ALL 475606.1 3774164 2.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1282 ALL 475626.1 3774164 2.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1283 ALL 475646.1 3774164 2.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1284 ALL 475666.1 3774164 2.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1285 ALL 475686.1 3774164 2.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1286 ALL 475706.1 3774164 2.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1287 ALL 475726.1 3774164 2.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1288 ALL 475746.1 3774164 3.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1289 ALL 475766.1 3774164 3.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1290 ALL 475786.1 3774164 3.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1291 ALL 475806.1 3774164 3.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1292 ALL 475826.1 3774164 3.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1293 ALL 475846.1 3774164 3.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1294 ALL 475866.1 3774164 4.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1295 ALL 475886.1 3774164 4.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1296 ALL 475906.1 3774164 4.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1297 ALL 475926.1 3774164 4.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1298 ALL 475946.1 3774164 5.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1299 ALL 475966.1 3774164 5.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1300 ALL 475986.1 3774164 5.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1301 ALL 476006.1 3774164 6.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1302 ALL 476026.1 3774164 6.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1303 ALL 476046.1 3774164 7.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1304 ALL 476066.1 3774164 7.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1305 ALL 476086.1 3774164 8.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1306 ALL 476106.1 3774164 8.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1307 ALL 476126.1 3774164 9.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1308 ALL 476146.1 3774164 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1309 ALL 476166.1 3774164 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1310 ALL 476186.1 3774164 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1311 ALL 476206.1 3774164 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1312 ALL 476226.1 3774164 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1313 ALL 476246.1 3774164 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1314 ALL 476266.1 3774164 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1315 ALL 476286.1 3774164 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1316 ALL 476306.1 3774164 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1317 ALL 476326.1 3774164 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1318 ALL 476346.1 3774164 2.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1319 ALL 476366.1 3774164 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1320 ALL 476386.1 3774164 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1321 ALL 476406.1 3774164 2.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1322 ALL 476426.1 3774164 2.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1323 ALL 476446.1 3774164 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1324 ALL 476466.1 3774164 2.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1325 ALL 476486.1 3774164 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1326 ALL 476506.1 3774164 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1327 ALL 476526.1 3774164 2.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1328 ALL 476546.1 3774164 2.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1329 ALL 476566.1 3774164 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1330 ALL 476586.1 3774164 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1331 ALL 476606.1 3774164 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1332 ALL 476626.1 3774164 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1333 ALL 476646.1 3774164 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1334 ALL 476666.1 3774164 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1335 ALL 476686.1 3774164 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1336 ALL 476706.1 3774164 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1337 ALL 476726.1 3774164 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1338 ALL 476746.1 3774164 1.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1339 ALL 476766.1 3774164 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1340 ALL 476786.1 3774164 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1341 ALL 476806.1 3774164 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1342 ALL 476826.1 3774164 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1343 ALL 476846.1 3774164 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1344 ALL 476866.1 3774164 9.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1345 ALL 476886.1 3774164 9.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1346 ALL 476906.1 3774164 8.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1347 ALL 476926.1 3774164 8.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1348 ALL 477066.1 3774164 6.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1349 ALL 477086.1 3774164 5.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1350 ALL 477106.1 3774164 5.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1351 ALL 475526.1 3774184 1.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1352 ALL 475546.1 3774184 2.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1353 ALL 475566.1 3774184 2.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1354 ALL 475586.1 3774184 2.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1355 ALL 475606.1 3774184 2.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1356 ALL 475626.1 3774184 2.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1357 ALL 475646.1 3774184 2.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1358 ALL 475666.1 3774184 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1359 ALL 475686.1 3774184 2.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1360 ALL 475706.1 3774184 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1361 ALL 475726.1 3774184 2.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1362 ALL 475746.1 3774184 3.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1363 ALL 475766.1 3774184 3.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1364 ALL 475786.1 3774184 3.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1365 ALL 475806.1 3774184 3.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1366 ALL 475826.1 3774184 3.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1367 ALL 475846.1 3774184 3.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1368 ALL 475866.1 3774184 4.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1369 ALL 475886.1 3774184 4.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1370 ALL 475906.1 3774184 4.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1371 ALL 475926.1 3774184 4.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1372 ALL 475946.1 3774184 5.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1373 ALL 475966.1 3774184 5.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1374 ALL 475986.1 3774184 5.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1375 ALL 476006.1 3774184 6.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1376 ALL 476026.1 3774184 6.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1377 ALL 476046.1 3774184 7.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1378 ALL 476066.1 3774184 7.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1379 ALL 476086.1 3774184 8.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1380 ALL 476106.1 3774184 9.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1381 ALL 476126.1 3774184 9.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1382 ALL 476146.1 3774184 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1383 ALL 476166.1 3774184 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1384 ALL 476186.1 3774184 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1385 ALL 476206.1 3774184 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1386 ALL 476226.1 3774184 1.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1387 ALL 476246.1 3774184 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1388 ALL 476266.1 3774184 1.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1389 ALL 476286.1 3774184 1.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1390 ALL 476306.1 3774184 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1391 ALL 476326.1 3774184 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1392 ALL 476346.1 3774184 2.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1393 ALL 476366.1 3774184 2.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1394 ALL 476386.1 3774184 2.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1395 ALL 476406.1 3774184 3.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1396 ALL 476426.1 3774184 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1397 ALL 476446.1 3774184 3.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1398 ALL 476466.1 3774184 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1399 ALL 476486.1 3774184 3.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1400 ALL 476506.1 3774184 3.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1401 ALL 476526.1 3774184 2.95E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1402 ALL 476546.1 3774184 2.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1403 ALL 476566.1 3774184 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1404 ALL 476586.1 3774184 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1405 ALL 476606.1 3774184 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1406 ALL 476626.1 3774184 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1407 ALL 476646.1 3774184 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1408 ALL 476666.1 3774184 1.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1409 ALL 476686.1 3774184 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1410 ALL 476706.1 3774184 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1411 ALL 476726.1 3774184 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1412 ALL 476746.1 3774184 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1413 ALL 476766.1 3774184 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1414 ALL 476786.1 3774184 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1415 ALL 476806.1 3774184 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1416 ALL 476826.1 3774184 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1417 ALL 476846.1 3774184 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1418 ALL 476866.1 3774184 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1419 ALL 476886.1 3774184 9.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1420 ALL 476906.1 3774184 9.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1421 ALL 476926.1 3774184 8.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1422 ALL 477066.1 3774184 6.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1423 ALL 477086.1 3774184 6.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1424 ALL 477106.1 3774184 5.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1425 ALL 475526.1 3774204 1.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1426 ALL 475546.1 3774204 2.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1427 ALL 475566.1 3774204 2.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1428 ALL 475586.1 3774204 2.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1429 ALL 475606.1 3774204 2.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1430 ALL 475626.1 3774204 2.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1431 ALL 475646.1 3774204 2.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1432 ALL 475666.1 3774204 2.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1433 ALL 475686.1 3774204 2.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1434 ALL 475706.1 3774204 2.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1435 ALL 475726.1 3774204 2.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1436 ALL 475746.1 3774204 3.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1437 ALL 475766.1 3774204 3.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1438 ALL 475786.1 3774204 3.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1439 ALL 475806.1 3774204 3.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1440 ALL 475826.1 3774204 3.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1441 ALL 475846.1 3774204 3.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1442 ALL 475866.1 3774204 4.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1443 ALL 475886.1 3774204 4.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1444 ALL 475906.1 3774204 4.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1445 ALL 475926.1 3774204 4.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1446 ALL 475946.1 3774204 5.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1447 ALL 475966.1 3774204 5.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1448 ALL 475986.1 3774204 5.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1449 ALL 476006.1 3774204 6.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1450 ALL 476026.1 3774204 6.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1451 ALL 476046.1 3774204 7.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1452 ALL 476066.1 3774204 7.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1453 ALL 476086.1 3774204 8.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1454 ALL 476106.1 3774204 9.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1455 ALL 476126.1 3774204 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1456 ALL 476146.1 3774204 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1457 ALL 476166.1 3774204 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1458 ALL 476186.1 3774204 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1459 ALL 476206.1 3774204 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1460 ALL 476226.1 3774204 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1461 ALL 476246.1 3774204 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1462 ALL 476266.1 3774204 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1463 ALL 476286.1 3774204 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1464 ALL 476306.1 3774204 2.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1465 ALL 476326.1 3774204 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1466 ALL 476346.1 3774204 2.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1467 ALL 476366.1 3774204 3.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1468 ALL 476386.1 3774204 3.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1469 ALL 476406.1 3774204 3.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1470 ALL 476426.1 3774204 3.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1471 ALL 476446.1 3774204 3.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1472 ALL 476466.1 3774204 3.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1473 ALL 476486.1 3774204 3.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1474 ALL 476506.1 3774204 3.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1475 ALL 476526.1 3774204 3.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1476 ALL 476546.1 3774204 3.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1477 ALL 477046.1 3774204 7.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1478 ALL 477066.1 3774204 6.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1479 ALL 477086.1 3774204 6.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1480 ALL 477106.1 3774204 6.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1481 ALL 477126.1 3774204 5.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1482 ALL 477146.1 3774204 5.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1483 ALL 477166.1 3774204 5.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1484 ALL 475526.1 3774224 1.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1485 ALL 475546.1 3774224 2.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1486 ALL 475566.1 3774224 2.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1487 ALL 475586.1 3774224 2.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1488 ALL 475606.1 3774224 2.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1489 ALL 475626.1 3774224 2.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1490 ALL 475646.1 3774224 2.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1491 ALL 475666.1 3774224 2.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1492 ALL 475686.1 3774224 2.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1493 ALL 475706.1 3774224 2.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1494 ALL 475726.1 3774224 2.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1495 ALL 475746.1 3774224 3.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1496 ALL 475766.1 3774224 3.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1497 ALL 475786.1 3774224 3.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1498 ALL 475806.1 3774224 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1499 ALL 475826.1 3774224 3.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1500 ALL 475846.1 3774224 3.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1501 ALL 475866.1 3774224 4.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1502 ALL 475886.1 3774224 4.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1503 ALL 475906.1 3774224 4.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1504 ALL 475926.1 3774224 4.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1505 ALL 475946.1 3774224 5.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1506 ALL 475966.1 3774224 5.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1507 ALL 475986.1 3774224 5.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1508 ALL 476006.1 3774224 6.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1509 ALL 476026.1 3774224 6.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1510 ALL 476046.1 3774224 7.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1511 ALL 476066.1 3774224 8.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1512 ALL 476086.1 3774224 8.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1513 ALL 476106.1 3774224 9.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1514 ALL 476126.1 3774224 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1515 ALL 476146.1 3774224 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1516 ALL 476166.1 3774224 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1517 ALL 476186.1 3774224 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1518 ALL 476206.1 3774224 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1519 ALL 476226.1 3774224 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1520 ALL 476246.1 3774224 1.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1521 ALL 476266.1 3774224 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1522 ALL 476286.1 3774224 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1523 ALL 476306.1 3774224 2.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1524 ALL 476326.1 3774224 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1525 ALL 476346.1 3774224 3.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1526 ALL 476366.1 3774224 3.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1527 ALL 476386.1 3774224 4.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1528 ALL 476406.1 3774224 4.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1529 ALL 476426.1 3774224 4.71E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1530 ALL 476446.1 3774224 4.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1531 ALL 476466.1 3774224 5.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1532 ALL 476486.1 3774224 5.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1533 ALL 476506.1 3774224 4.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1534 ALL 476526.1 3774224 4.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1535 ALL 476546.1 3774224 4.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1536 ALL 477046.1 3774224 7.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1537 ALL 477066.1 3774224 7.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1538 ALL 477086.1 3774224 6.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1539 ALL 477106.1 3774224 6.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1540 ALL 477126.1 3774224 6.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1541 ALL 477146.1 3774224 5.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1542 ALL 477166.1 3774224 5.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1543 ALL 475526.1 3774244 1.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1544 ALL 475546.1 3774244 2.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1545 ALL 475566.1 3774244 2.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1546 ALL 475586.1 3774244 2.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1547 ALL 475606.1 3774244 2.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1548 ALL 475626.1 3774244 2.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1549 ALL 475646.1 3774244 2.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1550 ALL 475666.1 3774244 2.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1551 ALL 475686.1 3774244 2.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1552 ALL 475706.1 3774244 2.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1553 ALL 475726.1 3774244 2.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1554 ALL 475746.1 3774244 3.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1555 ALL 475766.1 3774244 3.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1556 ALL 475786.1 3774244 3.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1557 ALL 475806.1 3774244 3.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1558 ALL 475826.1 3774244 3.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1559 ALL 475846.1 3774244 3.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1560 ALL 475866.1 3774244 4.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1561 ALL 475886.1 3774244 4.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1562 ALL 475906.1 3774244 4.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1563 ALL 475926.1 3774244 4.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1564 ALL 475946.1 3774244 5.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1565 ALL 475966.1 3774244 5.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1566 ALL 475986.1 3774244 5.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1567 ALL 476006.1 3774244 6.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1568 ALL 476026.1 3774244 6.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1569 ALL 476046.1 3774244 7.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1570 ALL 476066.1 3774244 8.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1571 ALL 476086.1 3774244 8.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1572 ALL 476106.1 3774244 9.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1573 ALL 476126.1 3774244 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1574 ALL 476146.1 3774244 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1575 ALL 476166.1 3774244 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1576 ALL 476186.1 3774244 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1577 ALL 476206.1 3774244 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1578 ALL 476226.1 3774244 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1579 ALL 476246.1 3774244 1.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1580 ALL 476266.1 3774244 2.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1581 ALL 476286.1 3774244 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1582 ALL 476306.1 3774244 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1583 ALL 476326.1 3774244 3.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1584 ALL 476346.1 3774244 3.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1585 ALL 476366.1 3774244 4.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1586 ALL 476386.1 3774244 4.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1587 ALL 476406.1 3774244 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1588 ALL 476426.1 3774244 6.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1589 ALL 476446.1 3774244 6.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1590 ALL 476466.1 3774244 6.67E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1591 ALL 476486.1 3774244 6.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1592 ALL 476506.1 3774244 6.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1593 ALL 476526.1 3774244 6.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1594 ALL 476546.1 3774244 5.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1595 ALL 477046.1 3774244 7.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1596 ALL 477066.1 3774244 7.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1597 ALL 477086.1 3774244 7.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1598 ALL 477106.1 3774244 6.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1599 ALL 477126.1 3774244 6.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1600 ALL 477146.1 3774244 6.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1601 ALL 477166.1 3774244 5.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1602 ALL 475526.1 3774264 1.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1603 ALL 475546.1 3774264 1.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1604 ALL 475566.1 3774264 2.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1605 ALL 475586.1 3774264 2.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1606 ALL 475606.1 3774264 2.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1607 ALL 475626.1 3774264 2.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1608 ALL 475646.1 3774264 2.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1609 ALL 475666.1 3774264 2.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1610 ALL 475686.1 3774264 2.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1611 ALL 475706.1 3774264 2.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1612 ALL 475726.1 3774264 2.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1613 ALL 475746.1 3774264 3.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1614 ALL 475766.1 3774264 3.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1615 ALL 475786.1 3774264 3.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1616 ALL 475806.1 3774264 3.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1617 ALL 475826.1 3774264 3.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1618 ALL 475846.1 3774264 3.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1619 ALL 475866.1 3774264 4.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1620 ALL 475886.1 3774264 4.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1621 ALL 475906.1 3774264 4.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1622 ALL 475926.1 3774264 4.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1623 ALL 475946.1 3774264 5.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1624 ALL 475966.1 3774264 5.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1625 ALL 475986.1 3774264 5.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1626 ALL 476006.1 3774264 6.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1627 ALL 476026.1 3774264 6.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1628 ALL 476046.1 3774264 7.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1629 ALL 476066.1 3774264 7.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1630 ALL 476086.1 3774264 8.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1631 ALL 476106.1 3774264 9.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1632 ALL 476126.1 3774264 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1633 ALL 476146.1 3774264 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1634 ALL 476166.1 3774264 1.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1635 ALL 476186.1 3774264 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1636 ALL 476206.1 3774264 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1637 ALL 476226.1 3774264 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1638 ALL 476246.1 3774264 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1639 ALL 476266.1 3774264 2.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1640 ALL 476286.1 3774264 2.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1641 ALL 476306.1 3774264 3.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1642 ALL 476326.1 3774264 3.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1643 ALL 476346.1 3774264 4.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1644 ALL 476366.1 3774264 4.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1645 ALL 476386.1 3774264 5.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1646 ALL 476406.1 3774264 6.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1647 ALL 476426.1 3774264 7.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1648 ALL 476446.1 3774264 8.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1649 ALL 476466.1 3774264 9.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1650 ALL 476486.1 3774264 9.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1651 ALL 476506.1 3774264 9.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1652 ALL 476526.1 3774264 8.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1653 ALL 476546.1 3774264 7.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1654 ALL 477046.1 3774264 8.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1655 ALL 477066.1 3774264 7.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1656 ALL 477086.1 3774264 7.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1657 ALL 477106.1 3774264 6.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1658 ALL 477126.1 3774264 6.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1659 ALL 477146.1 3774264 6.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1660 ALL 477166.1 3774264 5.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1661 ALL 475526.1 3774284 1.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1662 ALL 475546.1 3774284 1.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1663 ALL 475566.1 3774284 2.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1664 ALL 475586.1 3774284 2.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1665 ALL 475606.1 3774284 2.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1666 ALL 475626.1 3774284 2.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1667 ALL 475646.1 3774284 2.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1668 ALL 475666.1 3774284 2.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1669 ALL 475686.1 3774284 2.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1670 ALL 475706.1 3774284 2.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1671 ALL 475726.1 3774284 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1672 ALL 475746.1 3774284 2.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1673 ALL 475766.1 3774284 3.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1674 ALL 475786.1 3774284 3.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1675 ALL 475806.1 3774284 3.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1676 ALL 475826.1 3774284 3.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1677 ALL 475846.1 3774284 3.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1678 ALL 475866.1 3774284 4.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1679 ALL 475886.1 3774284 4.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1680 ALL 475906.1 3774284 4.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1681 ALL 475926.1 3774284 4.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1682 ALL 475946.1 3774284 5.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1683 ALL 475966.1 3774284 5.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1684 ALL 475986.1 3774284 5.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1685 ALL 476006.1 3774284 6.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1686 ALL 476026.1 3774284 6.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1687 ALL 476046.1 3774284 7.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1688 ALL 476066.1 3774284 7.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1689 ALL 476086.1 3774284 8.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1690 ALL 476106.1 3774284 9.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1691 ALL 476126.1 3774284 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1692 ALL 476146.1 3774284 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1693 ALL 476166.1 3774284 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1694 ALL 476186.1 3774284 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1695 ALL 476206.1 3774284 1.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1696 ALL 476226.1 3774284 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1697 ALL 476246.1 3774284 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1698 ALL 476266.1 3774284 2.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1699 ALL 476286.1 3774284 2.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1700 ALL 476306.1 3774284 3.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1701 ALL 476326.1 3774284 3.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1702 ALL 476346.1 3774284 4.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1703 ALL 476366.1 3774284 5.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1704 ALL 476386.1 3774284 7.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1705 ALL 476406.1 3774284 8.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1706 ALL 476426.1 3774284 1.08E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1707 ALL 476446.1 3774284 1.25E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1708 ALL 476466.1 3774284 1.34E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1709 ALL 476486.1 3774284 1.38E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1710 ALL 476506.1 3774284 1.41E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1711 ALL 476526.1 3774284 1.37E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1712 ALL 476546.1 3774284 1.21E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1713 ALL 477046.1 3774284 8.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1714 ALL 477066.1 3774284 7.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1715 ALL 477086.1 3774284 7.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1716 ALL 477106.1 3774284 6.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1717 ALL 477126.1 3774284 6.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1718 ALL 477146.1 3774284 6.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1719 ALL 477166.1 3774284 6.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1720 ALL 475526.1 3774304 1.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1721 ALL 475546.1 3774304 1.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1722 ALL 475566.1 3774304 2.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1723 ALL 475586.1 3774304 2.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1724 ALL 475606.1 3774304 2.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1725 ALL 475626.1 3774304 2.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1726 ALL 475646.1 3774304 2.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1727 ALL 475666.1 3774304 2.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1728 ALL 475686.1 3774304 2.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1729 ALL 475706.1 3774304 2.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1730 ALL 475726.1 3774304 2.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1731 ALL 475746.1 3774304 2.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1732 ALL 475766.1 3774304 3.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1733 ALL 475786.1 3774304 3.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1734 ALL 475806.1 3774304 3.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1735 ALL 475826.1 3774304 3.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1736 ALL 475846.1 3774304 3.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1737 ALL 475866.1 3774304 3.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1738 ALL 475886.1 3774304 4.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1739 ALL 475906.1 3774304 4.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1740 ALL 475926.1 3774304 4.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1741 ALL 475946.1 3774304 5.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1742 ALL 475966.1 3774304 5.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1743 ALL 475986.1 3774304 5.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1744 ALL 476006.1 3774304 6.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1745 ALL 476026.1 3774304 6.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1746 ALL 476046.1 3774304 7.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1747 ALL 476066.1 3774304 7.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1748 ALL 476086.1 3774304 8.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1749 ALL 476106.1 3774304 9.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1750 ALL 476126.1 3774304 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1751 ALL 476146.1 3774304 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1752 ALL 476166.1 3774304 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1753 ALL 476186.1 3774304 1.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1754 ALL 476206.1 3774304 1.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1755 ALL 476226.1 3774304 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1756 ALL 476246.1 3774304 2.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1757 ALL 476266.1 3774304 2.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1758 ALL 476286.1 3774304 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1759 ALL 476306.1 3774304 3.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1760 ALL 476326.1 3774304 3.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1761 ALL 476346.1 3774304 4.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1762 ALL 476366.1 3774304 6.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1763 ALL 476386.1 3774304 8.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1764 ALL 477046.1 3774304 8.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1765 ALL 477066.1 3774304 7.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1766 ALL 477086.1 3774304 7.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1767 ALL 477106.1 3774304 7.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1768 ALL 477126.1 3774304 6.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1769 ALL 477146.1 3774304 6.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1770 ALL 477166.1 3774304 6.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1771 ALL 475526.1 3774324 1.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1772 ALL 475546.1 3774324 1.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1773 ALL 475566.1 3774324 2.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1774 ALL 475586.1 3774324 2.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1775 ALL 475606.1 3774324 2.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1776 ALL 475626.1 3774324 2.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1777 ALL 475646.1 3774324 2.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1778 ALL 475666.1 3774324 2.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1779 ALL 475686.1 3774324 2.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1780 ALL 475706.1 3774324 2.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1781 ALL 475726.1 3774324 2.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1782 ALL 475746.1 3774324 2.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1783 ALL 475766.1 3774324 3.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1784 ALL 475786.1 3774324 3.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1785 ALL 475806.1 3774324 3.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1786 ALL 475826.1 3774324 3.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1787 ALL 475846.1 3774324 3.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1788 ALL 475866.1 3774324 3.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1789 ALL 475886.1 3774324 4.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1790 ALL 475906.1 3774324 4.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1791 ALL 475926.1 3774324 4.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1792 ALL 475946.1 3774324 4.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1793 ALL 475966.1 3774324 5.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1794 ALL 475986.1 3774324 5.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1795 ALL 476006.1 3774324 6.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1796 ALL 476026.1 3774324 6.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1797 ALL 476046.1 3774324 7.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1798 ALL 476066.1 3774324 7.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1799 ALL 476086.1 3774324 8.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1800 ALL 476106.1 3774324 9.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1801 ALL 476126.1 3774324 9.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1802 ALL 476146.1 3774324 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1803 ALL 476166.1 3774324 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1804 ALL 476186.1 3774324 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1805 ALL 476206.1 3774324 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1806 ALL 476226.1 3774324 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1807 ALL 476246.1 3774324 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1808 ALL 476266.1 3774324 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1809 ALL 476286.1 3774324 2.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1810 ALL 476306.1 3774324 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1811 ALL 476326.1 3774324 3.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1812 ALL 476346.1 3774324 4.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1813 ALL 476366.1 3774324 6.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1814 ALL 476386.1 3774324 8.80E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1815 ALL 477046.1 3774324 8.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1816 ALL 477066.1 3774324 7.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1817 ALL 477086.1 3774324 7.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1818 ALL 477106.1 3774324 7.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1819 ALL 477126.1 3774324 6.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1820 ALL 477146.1 3774324 6.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1821 ALL 477166.1 3774324 6.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1822 ALL 477466.1 3774324 4.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1823 ALL 477486.1 3774324 4.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1824 ALL 477506.1 3774324 4.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1825 ALL 477526.1 3774324 4.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1826 ALL 475526.1 3774344 1.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1827 ALL 475546.1 3774344 1.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1828 ALL 475566.1 3774344 1.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1829 ALL 475586.1 3774344 2.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1830 ALL 475606.1 3774344 2.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1831 ALL 475626.1 3774344 2.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1832 ALL 475646.1 3774344 2.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1833 ALL 475666.1 3774344 2.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1834 ALL 475686.1 3774344 2.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1835 ALL 475706.1 3774344 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1836 ALL 475726.1 3774344 2.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1837 ALL 475746.1 3774344 2.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1838 ALL 475766.1 3774344 2.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1839 ALL 475786.1 3774344 3.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1840 ALL 475806.1 3774344 3.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1841 ALL 475826.1 3774344 3.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1842 ALL 475846.1 3774344 3.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1843 ALL 475866.1 3774344 3.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1844 ALL 475886.1 3774344 4.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1845 ALL 475906.1 3774344 4.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1846 ALL 475926.1 3774344 4.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1847 ALL 475946.1 3774344 4.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1848 ALL 475966.1 3774344 5.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1849 ALL 475986.1 3774344 5.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1850 ALL 476006.1 3774344 5.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1851 ALL 476026.1 3774344 6.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1852 ALL 476046.1 3774344 6.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1853 ALL 476066.1 3774344 7.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1854 ALL 476086.1 3774344 8.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1855 ALL 476106.1 3774344 8.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1856 ALL 476126.1 3774344 9.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1857 ALL 476146.1 3774344 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1858 ALL 476166.1 3774344 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1859 ALL 476186.1 3774344 1.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1860 ALL 476206.1 3774344 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1861 ALL 476226.1 3774344 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1862 ALL 476246.1 3774344 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1863 ALL 476266.1 3774344 2.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1864 ALL 476286.1 3774344 2.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1865 ALL 476306.1 3774344 3.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1866 ALL 476326.1 3774344 3.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1867 ALL 476346.1 3774344 4.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1868 ALL 476366.1 3774344 6.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1869 ALL 476386.1 3774344 8.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1870 ALL 476406.1 3774344 1.31E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1871 ALL 477046.1 3774344 8.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1872 ALL 477066.1 3774344 7.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1873 ALL 477086.1 3774344 7.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1874 ALL 477106.1 3774344 7.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1875 ALL 477126.1 3774344 6.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1876 ALL 477146.1 3774344 6.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1877 ALL 477166.1 3774344 6.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1878 ALL 477466.1 3774344 4.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1879 ALL 477486.1 3774344 4.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1880 ALL 477506.1 3774344 4.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1881 ALL 477526.1 3774344 4.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1882 ALL 475526.1 3774364 1.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1883 ALL 475546.1 3774364 1.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1884 ALL 475566.1 3774364 1.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1885 ALL 475586.1 3774364 2.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1886 ALL 475606.1 3774364 2.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1887 ALL 475626.1 3774364 2.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1888 ALL 475646.1 3774364 2.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1889 ALL 475666.1 3774364 2.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1890 ALL 475686.1 3774364 2.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1891 ALL 475706.1 3774364 2.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1892 ALL 475726.1 3774364 2.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1893 ALL 475746.1 3774364 2.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1894 ALL 475766.1 3774364 2.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1895 ALL 475786.1 3774364 3.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1896 ALL 475806.1 3774364 3.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1897 ALL 475826.1 3774364 3.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1898 ALL 475846.1 3774364 3.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1899 ALL 475866.1 3774364 3.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1900 ALL 475886.1 3774364 3.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1901 ALL 475906.1 3774364 4.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1902 ALL 475926.1 3774364 4.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1903 ALL 475946.1 3774364 4.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1904 ALL 475966.1 3774364 5.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1905 ALL 475986.1 3774364 5.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1906 ALL 476006.1 3774364 5.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1907 ALL 476026.1 3774364 6.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1908 ALL 476046.1 3774364 6.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1909 ALL 476066.1 3774364 7.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1910 ALL 476086.1 3774364 7.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1911 ALL 476106.1 3774364 8.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1912 ALL 476126.1 3774364 9.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1913 ALL 476146.1 3774364 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1914 ALL 476166.1 3774364 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1915 ALL 476186.1 3774364 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1916 ALL 476206.1 3774364 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1917 ALL 476226.1 3774364 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1918 ALL 476246.1 3774364 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1919 ALL 476266.1 3774364 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1920 ALL 476286.1 3774364 2.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1921 ALL 476306.1 3774364 2.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1922 ALL 476326.1 3774364 3.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1923 ALL 476346.1 3774364 4.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1924 ALL 476366.1 3774364 5.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1925 ALL 476386.1 3774364 8.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1926 ALL 477046.1 3774364 8.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1927 ALL 477066.1 3774364 7.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1928 ALL 477086.1 3774364 7.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1929 ALL 477106.1 3774364 6.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1930 ALL 477126.1 3774364 6.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1931 ALL 477146.1 3774364 6.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1932 ALL 477166.1 3774364 5.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1933 ALL 477466.1 3774364 4.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1934 ALL 477486.1 3774364 4.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1935 ALL 477506.1 3774364 4.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1936 ALL 477526.1 3774364 4.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1937 ALL 475526.1 3774384 1.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1938 ALL 475546.1 3774384 1.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1939 ALL 475566.1 3774384 1.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1940 ALL 475586.1 3774384 2.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1941 ALL 475606.1 3774384 2.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1942 ALL 475626.1 3774384 2.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1943 ALL 475646.1 3774384 2.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1944 ALL 475666.1 3774384 2.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1945 ALL 475686.1 3774384 2.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1946 ALL 475706.1 3774384 2.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1947 ALL 475726.1 3774384 2.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1948 ALL 475746.1 3774384 2.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1949 ALL 475766.1 3774384 2.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1950 ALL 475786.1 3774384 3.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1951 ALL 475806.1 3774384 3.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1952 ALL 475826.1 3774384 3.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1953 ALL 475846.1 3774384 3.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1954 ALL 475866.1 3774384 3.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1955 ALL 475886.1 3774384 3.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1956 ALL 475906.1 3774384 4.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1957 ALL 475926.1 3774384 4.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1958 ALL 475946.1 3774384 4.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1959 ALL 475966.1 3774384 4.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1960 ALL 475986.1 3774384 5.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1961 ALL 476006.1 3774384 5.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1962 ALL 476026.1 3774384 6.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1963 ALL 476046.1 3774384 6.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1964 ALL 476066.1 3774384 7.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1965 ALL 476086.1 3774384 7.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1966 ALL 476106.1 3774384 8.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1967 ALL 476126.1 3774384 9.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1968 ALL 476146.1 3774384 9.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1969 ALL 476166.1 3774384 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1970 ALL 476186.1 3774384 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1971 ALL 476206.1 3774384 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1972 ALL 476226.1 3774384 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1973 ALL 476246.1 3774384 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1974 ALL 476266.1 3774384 2.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1975 ALL 476286.1 3774384 2.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1976 ALL 476306.1 3774384 2.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1977 ALL 476326.1 3774384 3.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1978 ALL 476346.1 3774384 4.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1979 ALL 476366.1 3774384 5.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1980 ALL 476386.1 3774384 7.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1981 ALL 476417.9 3774378 1.36E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1982 ALL 477046.1 3774384 8.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1983 ALL 477066.1 3774384 7.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1984 ALL 477086.1 3774384 7.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1985 ALL 477106.1 3774384 6.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1986 ALL 477126.1 3774384 6.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1987 ALL 477146.1 3774384 6.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1988 ALL 477166.1 3774384 5.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1989 ALL 477466.1 3774384 4.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1990 ALL 477486.1 3774384 4.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1991 ALL 477506.1 3774384 4.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1992 ALL 477526.1 3774384 4.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1993 ALL 475526.1 3774404 1.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1994 ALL 475546.1 3774404 1.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1995 ALL 475566.1 3774404 1.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1996 ALL 475586.1 3774404 1.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1997 ALL 475606.1 3774404 2.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1998 ALL 475626.1 3774404 2.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1999 ALL 475646.1 3774404 2.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2000 ALL 475666.1 3774404 2.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2001 ALL 475686.1 3774404 2.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2002 ALL 475706.1 3774404 2.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2003 ALL 475726.1 3774404 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2004 ALL 475746.1 3774404 2.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2005 ALL 475766.1 3774404 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2006 ALL 475786.1 3774404 2.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2007 ALL 475806.1 3774404 3.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2008 ALL 475826.1 3774404 3.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2009 ALL 475846.1 3774404 3.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2010 ALL 475866.1 3774404 3.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2011 ALL 475886.1 3774404 3.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2012 ALL 475906.1 3774404 4.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2013 ALL 475926.1 3774404 4.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2014 ALL 475946.1 3774404 4.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2015 ALL 475966.1 3774404 4.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2016 ALL 475986.1 3774404 5.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2017 ALL 476006.1 3774404 5.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2018 ALL 476026.1 3774404 5.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2019 ALL 476046.1 3774404 6.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2020 ALL 476066.1 3774404 6.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2021 ALL 476086.1 3774404 7.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2022 ALL 476106.1 3774404 8.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2023 ALL 476126.1 3774404 8.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2024 ALL 476146.1 3774404 9.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2025 ALL 476166.1 3774404 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2026 ALL 476186.1 3774404 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2027 ALL 476206.1 3774404 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2028 ALL 476226.1 3774404 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2029 ALL 476246.1 3774404 1.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2030 ALL 476266.1 3774404 1.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2031 ALL 476286.1 3774404 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2032 ALL 476306.1 3774404 2.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2033 ALL 476326.1 3774404 3.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2034 ALL 477046.1 3774404 7.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2035 ALL 477066.1 3774404 7.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2036 ALL 477086.1 3774404 7.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2037 ALL 477106.1 3774404 6.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2038 ALL 477126.1 3774404 6.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2039 ALL 477146.1 3774404 6.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2040 ALL 477166.1 3774404 5.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2041 ALL 477186.1 3774404 5.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2042 ALL 477206.1 3774404 5.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2043 ALL 477226.1 3774404 6.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2044 ALL 477246.1 3774404 6.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2045 ALL 477266.1 3774404 6.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2046 ALL 477286.1 3774404 5.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2047 ALL 477306.1 3774404 5.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2048 ALL 477326.1 3774404 5.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2049 ALL 477346.1 3774404 5.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2050 ALL 477366.1 3774404 5.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2051 ALL 477386.1 3774404 4.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2052 ALL 477406.1 3774404 4.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2053 ALL 477426.1 3774404 4.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2054 ALL 477446.1 3774404 4.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2055 ALL 477466.1 3774404 4.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2056 ALL 477486.1 3774404 4.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2057 ALL 477506.1 3774404 4.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2058 ALL 477526.1 3774404 4.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2059 ALL 475946.1 3774424 4.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2060 ALL 475966.1 3774424 4.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2061 ALL 475986.1 3774424 5.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2062 ALL 476006.1 3774424 5.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2063 ALL 476026.1 3774424 5.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2064 ALL 476046.1 3774424 6.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2065 ALL 476066.1 3774424 6.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2066 ALL 476086.1 3774424 7.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2067 ALL 476106.1 3774424 7.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2068 ALL 476126.1 3774424 8.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2069 ALL 476146.1 3774424 9.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2070 ALL 476166.1 3774424 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2071 ALL 476186.1 3774424 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2072 ALL 476206.1 3774424 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2073 ALL 476226.1 3774424 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2074 ALL 476246.1 3774424 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2075 ALL 476266.1 3774424 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2076 ALL 476286.1 3774424 2.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2077 ALL 476306.1 3774424 2.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2078 ALL 476326.1 3774424 2.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2079 ALL 476346.1 3774424 3.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2080 ALL 476366.1 3774424 3.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2081 ALL 476386.1 3774424 4.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2082 ALL 476406.1 3774424 6.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2083 ALL 476426.1 3774424 7.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2084 ALL 476446.1 3774424 9.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2085 ALL 476466.1 3774424 1.04E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2086 ALL 476486.1 3774424 1.11E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2087 ALL 476506.1 3774424 1.12E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2088 ALL 476526.1 3774424 1.07E-06 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2089 ALL 476546.1 3774424 9.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops9.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2090 ALL 476566.1 3774424 8.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops8.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2091 ALL 476586.1 3774424 6.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2092 ALL 476606.1 3774424 5.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2093 ALL 476626.1 3774424 5.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2094 ALL 476646.1 3774424 4.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2095 ALL 476666.1 3774424 3.81E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2096 ALL 476686.1 3774424 3.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2097 ALL 476706.1 3774424 2.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2098 ALL 476726.1 3774424 2.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2099 ALL 476746.1 3774424 2.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2100 ALL 476766.1 3774424 2.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2101 ALL 476786.1 3774424 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2102 ALL 476806.1 3774424 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2103 ALL 476826.1 3774424 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2104 ALL 476846.1 3774424 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2105 ALL 476866.1 3774424 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2106 ALL 476886.1 3774424 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2107 ALL 476906.1 3774424 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2108 ALL 476926.1 3774424 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2109 ALL 476946.1 3774424 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2110 ALL 476966.1 3774424 9.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2111 ALL 476986.1 3774424 9.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2112 ALL 477006.1 3774424 8.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2113 ALL 477026.1 3774424 7.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2114 ALL 477046.1 3774424 7.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2115 ALL 477066.1 3774424 7.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2116 ALL 477086.1 3774424 6.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2117 ALL 477106.1 3774424 6.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2118 ALL 477126.1 3774424 6.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2119 ALL 477146.1 3774424 5.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2120 ALL 477166.1 3774424 5.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2121 ALL 477186.1 3774424 5.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2122 ALL 477206.1 3774424 5.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2123 ALL 477226.1 3774424 6.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2124 ALL 477246.1 3774424 6.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2125 ALL 477266.1 3774424 5.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2126 ALL 477286.1 3774424 5.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2127 ALL 477306.1 3774424 5.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2128 ALL 477326.1 3774424 5.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2129 ALL 477346.1 3774424 5.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2130 ALL 477366.1 3774424 4.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2131 ALL 477386.1 3774424 4.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2132 ALL 477406.1 3774424 4.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2133 ALL 477426.1 3774424 4.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2134 ALL 477446.1 3774424 4.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2135 ALL 477466.1 3774424 4.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2136 ALL 477486.1 3774424 4.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2137 ALL 477506.1 3774424 3.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2138 ALL 477526.1 3774424 3.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2139 ALL 475946.1 3774444 4.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2140 ALL 475966.1 3774444 4.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2141 ALL 475986.1 3774444 4.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2142 ALL 476006.1 3774444 5.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2143 ALL 476026.1 3774444 5.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2144 ALL 476046.1 3774444 5.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2145 ALL 476066.1 3774444 6.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2146 ALL 476086.1 3774444 6.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2147 ALL 476106.1 3774444 7.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2148 ALL 476126.1 3774444 8.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2149 ALL 476146.1 3774444 8.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2150 ALL 476166.1 3774444 9.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2151 ALL 476186.1 3774444 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2152 ALL 476206.1 3774444 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2153 ALL 476226.1 3774444 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2154 ALL 476246.1 3774444 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2155 ALL 476266.1 3774444 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2156 ALL 476286.1 3774444 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2157 ALL 476306.1 3774444 2.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2158 ALL 476326.1 3774444 2.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2159 ALL 476346.1 3774444 2.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2160 ALL 476366.1 3774444 3.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2161 ALL 476386.1 3774444 4.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2162 ALL 476406.1 3774444 4.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2163 ALL 476426.1 3774444 5.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2164 ALL 476446.1 3774444 6.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2165 ALL 476466.1 3774444 7.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2166 ALL 476486.1 3774444 7.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2167 ALL 476506.1 3774444 7.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2168 ALL 476526.1 3774444 7.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops7.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2169 ALL 476546.1 3774444 6.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops6.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2170 ALL 476566.1 3774444 5.93E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2171 ALL 476586.1 3774444 5.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2172 ALL 476606.1 3774444 4.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2173 ALL 476626.1 3774444 4.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2174 ALL 476646.1 3774444 3.57E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2175 ALL 476666.1 3774444 3.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2176 ALL 476686.1 3774444 2.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2177 ALL 476706.1 3774444 2.55E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2178 ALL 476726.1 3774444 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2179 ALL 476746.1 3774444 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2180 ALL 476766.1 3774444 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2181 ALL 476786.1 3774444 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2182 ALL 476806.1 3774444 1.60E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2183 ALL 476826.1 3774444 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2184 ALL 476846.1 3774444 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2185 ALL 476866.1 3774444 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2186 ALL 476886.1 3774444 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2187 ALL 476906.1 3774444 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2188 ALL 476926.1 3774444 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2189 ALL 476946.1 3774444 9.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2190 ALL 476966.1 3774444 9.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2191 ALL 476986.1 3774444 8.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2192 ALL 477006.1 3774444 8.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2193 ALL 477026.1 3774444 7.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2194 ALL 477046.1 3774444 7.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2195 ALL 477066.1 3774444 6.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2196 ALL 477086.1 3774444 6.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2197 ALL 477106.1 3774444 6.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2198 ALL 477126.1 3774444 5.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2199 ALL 477146.1 3774444 5.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2200 ALL 477166.1 3774444 5.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2201 ALL 477186.1 3774444 5.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2202 ALL 477206.1 3774444 4.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2203 ALL 477226.1 3774444 5.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2204 ALL 477246.1 3774444 5.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2205 ALL 477266.1 3774444 5.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2206 ALL 477286.1 3774444 5.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2207 ALL 477306.1 3774444 5.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2208 ALL 477326.1 3774444 4.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2209 ALL 477346.1 3774444 4.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2210 ALL 477366.1 3774444 4.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2211 ALL 477386.1 3774444 4.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2212 ALL 477406.1 3774444 4.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2213 ALL 477426.1 3774444 4.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2214 ALL 477446.1 3774444 4.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2215 ALL 477466.1 3774444 4.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2216 ALL 477486.1 3774444 3.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2217 ALL 477506.1 3774444 3.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2218 ALL 477526.1 3774444 3.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2219 ALL 475946.1 3774464 4.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2220 ALL 475966.1 3774464 4.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2221 ALL 475986.1 3774464 4.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2222 ALL 476006.1 3774464 5.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2223 ALL 476026.1 3774464 5.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2224 ALL 476046.1 3774464 5.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2225 ALL 476066.1 3774464 6.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2226 ALL 476086.1 3774464 6.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2227 ALL 476106.1 3774464 7.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2228 ALL 476126.1 3774464 7.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2229 ALL 476146.1 3774464 8.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2230 ALL 476166.1 3774464 9.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2231 ALL 476186.1 3774464 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2232 ALL 476206.1 3774464 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2233 ALL 476226.1 3774464 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2234 ALL 476246.1 3774464 1.37E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2235 ALL 476266.1 3774464 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2236 ALL 476286.1 3774464 1.73E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2237 ALL 476306.1 3774464 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2238 ALL 476326.1 3774464 2.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2239 ALL 476346.1 3774464 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2240 ALL 476366.1 3774464 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2241 ALL 476386.1 3774464 3.38E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2242 ALL 476406.1 3774464 3.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2243 ALL 476426.1 3774464 4.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2244 ALL 476446.1 3774464 4.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2245 ALL 476466.1 3774464 5.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2246 ALL 476486.1 3774464 5.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2247 ALL 476506.1 3774464 5.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2248 ALL 476526.1 3774464 5.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops5.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2249 ALL 476546.1 3774464 4.97E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2250 ALL 476566.1 3774464 4.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2251 ALL 476586.1 3774464 4.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2252 ALL 476606.1 3774464 3.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2253 ALL 476626.1 3774464 3.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2254 ALL 476646.1 3774464 2.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2255 ALL 476666.1 3774464 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2256 ALL 476686.1 3774464 2.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2257 ALL 476706.1 3774464 2.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2258 ALL 476726.1 3774464 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2259 ALL 476746.1 3774464 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2260 ALL 476766.1 3774464 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2261 ALL 476786.1 3774464 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2262 ALL 476806.1 3774464 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2263 ALL 476826.1 3774464 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2264 ALL 476846.1 3774464 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2265 ALL 476866.1 3774464 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2266 ALL 476886.1 3774464 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2267 ALL 476906.1 3774464 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2268 ALL 476926.1 3774464 9.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2269 ALL 476946.1 3774464 9.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2270 ALL 476966.1 3774464 8.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2271 ALL 476986.1 3774464 8.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2272 ALL 477006.1 3774464 7.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2273 ALL 477026.1 3774464 7.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2274 ALL 477046.1 3774464 6.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2275 ALL 477066.1 3774464 6.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2276 ALL 477086.1 3774464 6.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2277 ALL 477106.1 3774464 5.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2278 ALL 477126.1 3774464 5.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2279 ALL 477146.1 3774464 5.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2280 ALL 477166.1 3774464 5.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2281 ALL 477186.1 3774464 4.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2282 ALL 477206.1 3774464 4.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2283 ALL 477226.1 3774464 5.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2284 ALL 477246.1 3774464 5.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2285 ALL 477266.1 3774464 5.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2286 ALL 477286.1 3774464 5.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2287 ALL 477306.1 3774464 4.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2288 ALL 477326.1 3774464 4.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2289 ALL 477346.1 3774464 4.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2290 ALL 477366.1 3774464 4.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2291 ALL 477386.1 3774464 4.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2292 ALL 477406.1 3774464 4.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2293 ALL 477426.1 3774464 4.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2294 ALL 477446.1 3774464 3.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2295 ALL 477466.1 3774464 3.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2296 ALL 477486.1 3774464 3.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2297 ALL 477506.1 3774464 3.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2298 ALL 477526.1 3774464 3.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2299 ALL 475946.1 3774484 4.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2300 ALL 475966.1 3774484 4.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2301 ALL 475986.1 3774484 4.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2302 ALL 476006.1 3774484 4.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2303 ALL 476026.1 3774484 5.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2304 ALL 476046.1 3774484 5.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2305 ALL 476066.1 3774484 5.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2306 ALL 476086.1 3774484 6.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2307 ALL 476106.1 3774484 6.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2308 ALL 476126.1 3774484 7.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2309 ALL 476146.1 3774484 8.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2310 ALL 476166.1 3774484 8.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2311 ALL 476186.1 3774484 9.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2312 ALL 476206.1 3774484 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2313 ALL 476226.1 3774484 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2314 ALL 476246.1 3774484 1.28E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2315 ALL 476266.1 3774484 1.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2316 ALL 476286.1 3774484 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2317 ALL 476306.1 3774484 1.78E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2318 ALL 476326.1 3774484 2.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2319 ALL 476346.1 3774484 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2320 ALL 476366.1 3774484 2.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2321 ALL 476386.1 3774484 2.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2322 ALL 476406.1 3774484 3.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2323 ALL 476426.1 3774484 3.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2324 ALL 476446.1 3774484 3.85E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2325 ALL 476466.1 3774484 4.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2326 ALL 476486.1 3774484 4.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2327 ALL 476506.1 3774484 4.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2328 ALL 476526.1 3774484 4.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2329 ALL 476546.1 3774484 3.87E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2330 ALL 476566.1 3774484 3.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2331 ALL 476586.1 3774484 3.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2332 ALL 476606.1 3774484 2.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2333 ALL 476626.1 3774484 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2334 ALL 476646.1 3774484 2.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2335 ALL 476666.1 3774484 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2336 ALL 476686.1 3774484 2.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2337 ALL 476706.1 3774484 1.89E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2338 ALL 476726.1 3774484 1.75E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2339 ALL 476746.1 3774484 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2340 ALL 476766.1 3774484 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2341 ALL 476786.1 3774484 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2342 ALL 476806.1 3774484 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2343 ALL 476826.1 3774484 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2344 ALL 476846.1 3774484 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2345 ALL 476866.1 3774484 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2346 ALL 476886.1 3774484 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2347 ALL 476906.1 3774484 9.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2348 ALL 476926.1 3774484 8.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2349 ALL 476946.1 3774484 8.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2350 ALL 476966.1 3774484 7.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2351 ALL 476986.1 3774484 7.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2352 ALL 477006.1 3774484 7.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2353 ALL 477026.1 3774484 6.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2354 ALL 477046.1 3774484 6.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2355 ALL 477066.1 3774484 6.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2356 ALL 477086.1 3774484 5.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2357 ALL 477106.1 3774484 5.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2358 ALL 477126.1 3774484 5.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2359 ALL 477146.1 3774484 5.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2360 ALL 477166.1 3774484 4.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2361 ALL 477186.1 3774484 4.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2362 ALL 477206.1 3774484 5.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2363 ALL 477226.1 3774484 5.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2364 ALL 477246.1 3774484 4.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2365 ALL 477266.1 3774484 4.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2366 ALL 477286.1 3774484 4.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2367 ALL 477306.1 3774484 4.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2368 ALL 477326.1 3774484 4.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2369 ALL 477346.1 3774484 4.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2370 ALL 477366.1 3774484 4.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2371 ALL 477386.1 3774484 4.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2372 ALL 477406.1 3774484 3.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2373 ALL 477426.1 3774484 3.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2374 ALL 477446.1 3774484 3.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2375 ALL 477466.1 3774484 3.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2376 ALL 477486.1 3774484 3.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2377 ALL 477506.1 3774484 3.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2378 ALL 477526.1 3774484 3.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2379 ALL 475946.1 3774504 4.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2380 ALL 475966.1 3774504 4.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2381 ALL 475986.1 3774504 4.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2382 ALL 476006.1 3774504 4.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2383 ALL 476026.1 3774504 5.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2384 ALL 476046.1 3774504 5.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2385 ALL 476066.1 3774504 5.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2386 ALL 476086.1 3774504 6.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2387 ALL 476106.1 3774504 6.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2388 ALL 476126.1 3774504 7.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2389 ALL 476146.1 3774504 7.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2390 ALL 476166.1 3774504 8.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2391 ALL 476186.1 3774504 9.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2392 ALL 476206.1 3774504 9.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2393 ALL 476226.1 3774504 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2394 ALL 476246.1 3774504 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2395 ALL 476266.1 3774504 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2396 ALL 476286.1 3774504 1.45E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2397 ALL 476306.1 3774504 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2398 ALL 476326.1 3774504 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2399 ALL 476346.1 3774504 1.99E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2400 ALL 476366.1 3774504 2.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2401 ALL 476386.1 3774504 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2402 ALL 476406.1 3774504 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2403 ALL 476426.1 3774504 2.90E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2404 ALL 476446.1 3774504 3.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2405 ALL 476466.1 3774504 3.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2406 ALL 476486.1 3774504 3.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2407 ALL 476506.1 3774504 3.32E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2408 ALL 476526.1 3774504 3.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2409 ALL 476546.1 3774504 3.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops3.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2410 ALL 476566.1 3774504 2.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2411 ALL 476586.1 3774504 2.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2412 ALL 476606.1 3774504 2.51E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2413 ALL 476626.1 3774504 2.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2414 ALL 476646.1 3774504 2.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2415 ALL 476666.1 3774504 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2416 ALL 476686.1 3774504 1.79E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2417 ALL 476706.1 3774504 1.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2418 ALL 476726.1 3774504 1.53E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2419 ALL 476746.1 3774504 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2420 ALL 476766.1 3774504 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2421 ALL 476786.1 3774504 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2422 ALL 476806.1 3774504 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2423 ALL 476826.1 3774504 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2424 ALL 476846.1 3774504 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2425 ALL 476866.1 3774504 9.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2426 ALL 476886.1 3774504 9.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2427 ALL 476906.1 3774504 8.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2428 ALL 476926.1 3774504 8.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2429 ALL 476946.1 3774504 7.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2430 ALL 476966.1 3774504 7.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2431 ALL 476986.1 3774504 7.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2432 ALL 477006.1 3774504 6.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2433 ALL 477026.1 3774504 6.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2434 ALL 477046.1 3774504 6.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2435 ALL 477066.1 3774504 5.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2436 ALL 477086.1 3774504 5.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2437 ALL 477106.1 3774504 5.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2438 ALL 477126.1 3774504 5.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2439 ALL 477146.1 3774504 4.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2440 ALL 477166.1 3774504 4.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2441 ALL 477186.1 3774504 4.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2442 ALL 477206.1 3774504 4.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2443 ALL 477226.1 3774504 4.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2444 ALL 477246.1 3774504 4.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2445 ALL 477266.1 3774504 4.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2446 ALL 477286.1 3774504 4.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2447 ALL 477306.1 3774504 4.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2448 ALL 477326.1 3774504 4.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2449 ALL 477346.1 3774504 4.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2450 ALL 477366.1 3774504 3.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2451 ALL 477386.1 3774504 3.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2452 ALL 477406.1 3774504 3.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2453 ALL 477426.1 3774504 3.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2454 ALL 477446.1 3774504 3.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2455 ALL 477466.1 3774504 3.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2456 ALL 477486.1 3774504 3.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2457 ALL 477506.1 3774504 3.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2458 ALL 477526.1 3774504 3.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2459 ALL 475946.1 3774524 3.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2460 ALL 475966.1 3774524 4.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2461 ALL 475986.1 3774524 4.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2462 ALL 476006.1 3774524 4.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2463 ALL 476026.1 3774524 4.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2464 ALL 476046.1 3774524 5.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2465 ALL 476066.1 3774524 5.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2466 ALL 476086.1 3774524 5.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2467 ALL 476106.1 3774524 6.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2468 ALL 476126.1 3774524 6.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2469 ALL 476146.1 3774524 7.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2470 ALL 476166.1 3774524 7.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2471 ALL 476186.1 3774524 8.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2472 ALL 476206.1 3774524 9.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2473 ALL 476226.1 3774524 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2474 ALL 476246.1 3774524 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2475 ALL 476266.1 3774524 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2476 ALL 476286.1 3774524 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2477 ALL 476306.1 3774524 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2478 ALL 476326.1 3774524 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2479 ALL 476346.1 3774524 1.76E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2480 ALL 476366.1 3774524 1.92E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2481 ALL 476386.1 3774524 2.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2482 ALL 476406.1 3774524 2.26E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2483 ALL 476426.1 3774524 2.42E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2484 ALL 476446.1 3774524 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2485 ALL 476466.1 3774524 2.65E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2486 ALL 476486.1 3774524 2.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2487 ALL 476506.1 3774524 2.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2488 ALL 476526.1 3774524 2.66E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2489 ALL 476546.1 3774524 2.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2490 ALL 476566.1 3774524 2.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2491 ALL 476586.1 3774524 2.29E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2492 ALL 476606.1 3774524 2.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2493 ALL 476626.1 3774524 1.98E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2494 ALL 476646.1 3774524 1.83E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2495 ALL 476666.1 3774524 1.70E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2496 ALL 476686.1 3774524 1.58E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2497 ALL 476706.1 3774524 1.46E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2498 ALL 476726.1 3774524 1.36E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2499 ALL 476746.1 3774524 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2500 ALL 476766.1 3774524 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2501 ALL 476786.1 3774524 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2502 ALL 476806.1 3774524 1.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2503 ALL 476826.1 3774524 9.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2504 ALL 476846.1 3774524 9.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2505 ALL 476866.1 3774524 8.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2506 ALL 476886.1 3774524 8.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2507 ALL 476906.1 3774524 7.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2508 ALL 476926.1 3774524 7.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2509 ALL 476946.1 3774524 7.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2510 ALL 476966.1 3774524 6.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2511 ALL 476986.1 3774524 6.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2512 ALL 477006.1 3774524 6.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2513 ALL 477026.1 3774524 5.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2514 ALL 477046.1 3774524 5.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2515 ALL 477066.1 3774524 5.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2516 ALL 477086.1 3774524 5.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2517 ALL 477106.1 3774524 5.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2518 ALL 477126.1 3774524 4.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2519 ALL 477146.1 3774524 4.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2520 ALL 477166.1 3774524 4.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2521 ALL 477186.1 3774524 4.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2522 ALL 477206.1 3774524 4.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2523 ALL 477226.1 3774524 4.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2524 ALL 477246.1 3774524 4.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2525 ALL 477266.1 3774524 4.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2526 ALL 477286.1 3774524 4.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2527 ALL 477306.1 3774524 3.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2528 ALL 477326.1 3774524 3.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2529 ALL 477346.1 3774524 3.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2530 ALL 477366.1 3774524 3.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2531 ALL 477386.1 3774524 3.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2532 ALL 477406.1 3774524 3.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2533 ALL 477426.1 3774524 3.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2534 ALL 477446.1 3774524 3.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2535 ALL 477466.1 3774524 3.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2536 ALL 477486.1 3774524 3.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2537 ALL 477506.1 3774524 3.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2538 ALL 477526.1 3774524 3.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2539 ALL 475946.1 3774544 3.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2540 ALL 475966.1 3774544 4.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2541 ALL 475986.1 3774544 4.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2542 ALL 476006.1 3774544 4.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2543 ALL 476026.1 3774544 4.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2544 ALL 476046.1 3774544 5.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2545 ALL 476066.1 3774544 5.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2546 ALL 476086.1 3774544 5.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2547 ALL 476106.1 3774544 6.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2548 ALL 476126.1 3774544 6.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2549 ALL 476146.1 3774544 7.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2550 ALL 476166.1 3774544 7.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2551 ALL 476186.1 3774544 8.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2552 ALL 476206.1 3774544 8.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2553 ALL 476226.1 3774544 9.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2554 ALL 476246.1 3774544 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2555 ALL 476266.1 3774544 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2556 ALL 476286.1 3774544 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2557 ALL 476306.1 3774544 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2558 ALL 476326.1 3774544 1.44E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2559 ALL 476346.1 3774544 1.56E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2560 ALL 476366.1 3774544 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2561 ALL 476386.1 3774544 1.82E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2562 ALL 476406.1 3774544 1.94E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2563 ALL 476426.1 3774544 2.05E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2564 ALL 476446.1 3774544 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2565 ALL 476466.1 3774544 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2566 ALL 476486.1 3774544 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2567 ALL 476506.1 3774544 2.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2568 ALL 476526.1 3774544 2.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2569 ALL 476546.1 3774544 2.15E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2570 ALL 476566.1 3774544 2.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2571 ALL 476586.1 3774544 1.96E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2572 ALL 476606.1 3774544 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2573 ALL 476626.1 3774544 1.72E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2574 ALL 476646.1 3774544 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2575 ALL 476666.1 3774544 1.50E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2576 ALL 476686.1 3774544 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2577 ALL 476706.1 3774544 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2578 ALL 476726.1 3774544 1.22E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2579 ALL 476746.1 3774544 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2580 ALL 476766.1 3774544 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2581 ALL 476786.1 3774544 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2582 ALL 476806.1 3774544 9.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2583 ALL 476826.1 3774544 9.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2584 ALL 476846.1 3774544 8.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2585 ALL 476866.1 3774544 8.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2586 ALL 476886.1 3774544 7.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2587 ALL 476906.1 3774544 7.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2588 ALL 476926.1 3774544 6.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2589 ALL 476946.1 3774544 6.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2590 ALL 476966.1 3774544 6.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2591 ALL 476986.1 3774544 6.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2592 ALL 477006.1 3774544 5.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2593 ALL 477026.1 3774544 5.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2594 ALL 477046.1 3774544 5.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2595 ALL 477066.1 3774544 5.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2596 ALL 477086.1 3774544 4.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2597 ALL 477106.1 3774544 4.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2598 ALL 477126.1 3774544 4.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2599 ALL 477146.1 3774544 4.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2600 ALL 477166.1 3774544 4.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2601 ALL 477186.1 3774544 4.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2602 ALL 477206.1 3774544 4.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2603 ALL 477226.1 3774544 4.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2604 ALL 477246.1 3774544 3.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2605 ALL 477266.1 3774544 3.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2606 ALL 477286.1 3774544 3.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2607 ALL 477306.1 3774544 3.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2608 ALL 477326.1 3774544 3.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2609 ALL 477346.1 3774544 3.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2610 ALL 477366.1 3774544 3.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2611 ALL 477386.1 3774544 3.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2612 ALL 477406.1 3774544 3.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2613 ALL 477426.1 3774544 3.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2614 ALL 477446.1 3774544 3.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2615 ALL 477466.1 3774544 3.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2616 ALL 477486.1 3774544 2.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2617 ALL 477506.1 3774544 2.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2618 ALL 477526.1 3774544 2.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2619 ALL 475946.1 3774564 3.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2620 ALL 475966.1 3774564 3.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2621 ALL 475986.1 3774564 4.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2622 ALL 476006.1 3774564 4.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2623 ALL 476026.1 3774564 4.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2624 ALL 476046.1 3774564 4.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2625 ALL 476066.1 3774564 5.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2626 ALL 476086.1 3774564 5.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2627 ALL 476106.1 3774564 5.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2628 ALL 476126.1 3774564 6.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2629 ALL 476146.1 3774564 6.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2630 ALL 476166.1 3774564 7.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2631 ALL 476186.1 3774564 7.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2632 ALL 476206.1 3774564 8.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2633 ALL 476226.1 3774564 8.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2634 ALL 476246.1 3774564 9.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2635 ALL 476266.1 3774564 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2636 ALL 476286.1 3774564 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2637 ALL 476306.1 3774564 1.21E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2638 ALL 476326.1 3774564 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2639 ALL 476346.1 3774564 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2640 ALL 476366.1 3774564 1.49E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2641 ALL 476386.1 3774564 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2642 ALL 476406.1 3774564 1.68E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2643 ALL 476426.1 3774564 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2644 ALL 476446.1 3774564 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2645 ALL 476466.1 3774564 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2646 ALL 476486.1 3774564 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2647 ALL 476506.1 3774564 1.91E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2648 ALL 476526.1 3774564 1.88E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2649 ALL 476546.1 3774564 1.84E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2650 ALL 476566.1 3774564 1.77E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2651 ALL 476586.1 3774564 1.69E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2652 ALL 476606.1 3774564 1.61E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2653 ALL 476626.1 3774564 1.52E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2654 ALL 476646.1 3774564 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2655 ALL 476666.1 3774564 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2656 ALL 476686.1 3774564 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2657 ALL 476706.1 3774564 1.17E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2658 ALL 476726.1 3774564 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2659 ALL 476746.1 3774564 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2660 ALL 476766.1 3774564 9.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2661 ALL 476786.1 3774564 9.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2662 ALL 476806.1 3774564 8.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2663 ALL 476826.1 3774564 8.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2664 ALL 476846.1 3774564 7.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2665 ALL 476866.1 3774564 7.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2666 ALL 476886.1 3774564 7.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2667 ALL 476906.1 3774564 6.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2668 ALL 476926.1 3774564 6.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2669 ALL 476946.1 3774564 6.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2670 ALL 476966.1 3774564 5.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2671 ALL 476986.1 3774564 5.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2672 ALL 477006.1 3774564 5.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2673 ALL 477026.1 3774564 5.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2674 ALL 477046.1 3774564 5.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2675 ALL 477066.1 3774564 4.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2676 ALL 477086.1 3774564 4.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2677 ALL 477106.1 3774564 4.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2678 ALL 477126.1 3774564 4.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2679 ALL 477146.1 3774564 4.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2680 ALL 477166.1 3774564 4.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2681 ALL 477186.1 3774564 3.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2682 ALL 477206.1 3774564 3.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2683 ALL 477226.1 3774564 3.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2684 ALL 477246.1 3774564 3.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2685 ALL 477266.1 3774564 3.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2686 ALL 477286.1 3774564 3.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2687 ALL 477306.1 3774564 3.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2688 ALL 477326.1 3774564 3.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2689 ALL 477346.1 3774564 3.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2690 ALL 477366.1 3774564 3.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2691 ALL 477386.1 3774564 3.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2692 ALL 477406.1 3774564 3.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2693 ALL 477426.1 3774564 2.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2694 ALL 477446.1 3774564 2.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2695 ALL 477466.1 3774564 2.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2696 ALL 477486.1 3774564 2.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2697 ALL 477506.1 3774564 2.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2698 ALL 477526.1 3774564 2.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2699 ALL 475946.1 3774584 3.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2700 ALL 475966.1 3774584 3.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2701 ALL 475986.1 3774584 3.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2702 ALL 476006.1 3774584 4.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2703 ALL 476026.1 3774584 4.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2704 ALL 476046.1 3774584 4.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2705 ALL 476066.1 3774584 4.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2706 ALL 476086.1 3774584 5.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2707 ALL 476106.1 3774584 5.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2708 ALL 476126.1 3774584 5.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2709 ALL 476146.1 3774584 6.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2710 ALL 476166.1 3774584 6.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2711 ALL 476186.1 3774584 7.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2712 ALL 476206.1 3774584 7.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2713 ALL 476226.1 3774584 8.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2714 ALL 476246.1 3774584 8.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2715 ALL 476266.1 3774584 9.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2716 ALL 476286.1 3774584 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2717 ALL 476306.1 3774584 1.10E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2718 ALL 476326.1 3774584 1.18E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2719 ALL 476346.1 3774584 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2720 ALL 476366.1 3774584 1.33E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2721 ALL 476386.1 3774584 1.40E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2722 ALL 476406.1 3774584 1.47E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2723 ALL 476426.1 3774584 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2724 ALL 476446.1 3774584 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2725 ALL 476466.1 3774584 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2726 ALL 476486.1 3774584 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2727 ALL 476506.1 3774584 1.64E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2728 ALL 476526.1 3774584 1.62E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2729 ALL 476546.1 3774584 1.59E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2730 ALL 476566.1 3774584 1.54E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2731 ALL 476586.1 3774584 1.48E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2732 ALL 476606.1 3774584 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2733 ALL 476626.1 3774584 1.34E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2734 ALL 476646.1 3774584 1.27E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2735 ALL 476666.1 3774584 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2736 ALL 476686.1 3774584 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2737 ALL 476706.1 3774584 1.06E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2738 ALL 476726.1 3774584 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2739 ALL 476746.1 3774584 9.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2740 ALL 476766.1 3774584 8.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2741 ALL 476786.1 3774584 8.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2742 ALL 476806.1 3774584 8.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2743 ALL 476826.1 3774584 7.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2744 ALL 476846.1 3774584 7.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2745 ALL 476866.1 3774584 6.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2746 ALL 476886.1 3774584 6.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2747 ALL 476906.1 3774584 6.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2748 ALL 476926.1 3774584 6.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2749 ALL 476946.1 3774584 5.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2750 ALL 476966.1 3774584 5.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2751 ALL 476986.1 3774584 5.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2752 ALL 477006.1 3774584 5.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2753 ALL 477026.1 3774584 4.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2754 ALL 477046.1 3774584 4.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2755 ALL 477066.1 3774584 4.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2756 ALL 477086.1 3774584 4.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2757 ALL 477106.1 3774584 4.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2758 ALL 477126.1 3774584 4.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2759 ALL 477146.1 3774584 3.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2760 ALL 477166.1 3774584 3.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2761 ALL 477186.1 3774584 3.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2762 ALL 477206.1 3774584 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2763 ALL 477226.1 3774584 3.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2764 ALL 477246.1 3774584 3.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2765 ALL 477266.1 3774584 3.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2766 ALL 477286.1 3774584 3.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2767 ALL 477306.1 3774584 3.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2768 ALL 477326.1 3774584 3.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2769 ALL 477346.1 3774584 3.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2770 ALL 477366.1 3774584 2.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2771 ALL 477386.1 3774584 2.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2772 ALL 477406.1 3774584 2.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2773 ALL 477426.1 3774584 2.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2774 ALL 477446.1 3774584 2.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2775 ALL 477466.1 3774584 2.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2776 ALL 477486.1 3774584 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2777 ALL 477506.1 3774584 2.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2778 ALL 477526.1 3774584 2.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2779 ALL 475946.1 3774604 3.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2780 ALL 475966.1 3774604 3.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2781 ALL 475986.1 3774604 3.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2782 ALL 476006.1 3774604 4.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2783 ALL 476026.1 3774604 4.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2784 ALL 476046.1 3774604 4.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2785 ALL 476066.1 3774604 4.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2786 ALL 476086.1 3774604 5.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2787 ALL 476106.1 3774604 5.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2788 ALL 476126.1 3774604 5.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2789 ALL 476146.1 3774604 6.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2790 ALL 476166.1 3774604 6.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2791 ALL 476186.1 3774604 6.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2792 ALL 476206.1 3774604 7.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2793 ALL 476226.1 3774604 7.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2794 ALL 476246.1 3774604 8.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2795 ALL 476266.1 3774604 8.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2796 ALL 476286.1 3774604 9.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2797 ALL 476306.1 3774604 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2798 ALL 476326.1 3774604 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2799 ALL 476346.1 3774604 1.13E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2800 ALL 476366.1 3774604 1.19E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2801 ALL 476386.1 3774604 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2802 ALL 476406.1 3774604 1.30E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2803 ALL 476426.1 3774604 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2804 ALL 476446.1 3774604 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2805 ALL 476466.1 3774604 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2806 ALL 476486.1 3774604 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2807 ALL 476506.1 3774604 1.43E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2808 ALL 476526.1 3774604 1.41E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2809 ALL 476546.1 3774604 1.39E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2810 ALL 476566.1 3774604 1.35E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2811 ALL 476586.1 3774604 1.31E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2812 ALL 476606.1 3774604 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2813 ALL 476626.1 3774604 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2814 ALL 476646.1 3774604 1.14E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2815 ALL 476666.1 3774604 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2816 ALL 476686.1 3774604 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2817 ALL 476706.1 3774604 9.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2818 ALL 476726.1 3774604 9.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2819 ALL 476746.1 3774604 8.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2820 ALL 476766.1 3774604 8.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2821 ALL 476786.1 3774604 7.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2822 ALL 476806.1 3774604 7.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2823 ALL 476826.1 3774604 7.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2824 ALL 476846.1 3774604 6.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2825 ALL 476866.1 3774604 6.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2826 ALL 476886.1 3774604 6.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2827 ALL 476906.1 3774604 5.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2828 ALL 476926.1 3774604 5.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2829 ALL 476946.1 3774604 5.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2830 ALL 476966.1 3774604 5.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2831 ALL 476986.1 3774604 4.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2832 ALL 477006.1 3774604 4.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2833 ALL 477026.1 3774604 4.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2834 ALL 477046.1 3774604 4.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2835 ALL 477066.1 3774604 4.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2836 ALL 477086.1 3774604 4.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2837 ALL 477106.1 3774604 3.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2838 ALL 477126.1 3774604 3.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2839 ALL 477146.1 3774604 3.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2840 ALL 477166.1 3774604 3.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2841 ALL 477186.1 3774604 3.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2842 ALL 477206.1 3774604 3.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2843 ALL 477226.1 3774604 3.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2844 ALL 477246.1 3774604 3.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2845 ALL 477266.1 3774604 3.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2846 ALL 477286.1 3774604 2.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2847 ALL 477306.1 3774604 2.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2848 ALL 477326.1 3774604 2.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2849 ALL 477346.1 3774604 2.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2850 ALL 477366.1 3774604 2.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2851 ALL 477386.1 3774604 2.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2852 ALL 477406.1 3774604 2.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2853 ALL 477426.1 3774604 2.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2854 ALL 477446.1 3774604 2.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2855 ALL 477466.1 3774604 2.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2856 ALL 477486.1 3774604 2.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2857 ALL 477506.1 3774604 2.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2858 ALL 477526.1 3774604 2.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2859 ALL 475946.1 3774624 3.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2860 ALL 475966.1 3774624 3.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2861 ALL 475986.1 3774624 3.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2862 ALL 476006.1 3774624 3.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2863 ALL 476026.1 3774624 4.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2864 ALL 476046.1 3774624 4.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2865 ALL 476066.1 3774624 4.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2866 ALL 476086.1 3774624 4.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2867 ALL 476106.1 3774624 5.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2868 ALL 476126.1 3774624 5.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2869 ALL 476146.1 3774624 5.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2870 ALL 476166.1 3774624 6.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2871 ALL 476186.1 3774624 6.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2872 ALL 476206.1 3774624 6.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2873 ALL 476226.1 3774624 7.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2874 ALL 476246.1 3774624 7.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2875 ALL 476266.1 3774624 8.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2876 ALL 476286.1 3774624 8.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2877 ALL 476306.1 3774624 9.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2878 ALL 476326.1 3774624 9.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2879 ALL 476346.1 3774624 1.02E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2880 ALL 476366.1 3774624 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2881 ALL 476386.1 3774624 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2882 ALL 476406.1 3774624 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2883 ALL 476426.1 3774624 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2884 ALL 476446.1 3774624 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2885 ALL 476466.1 3774624 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2886 ALL 476486.1 3774624 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2887 ALL 476506.1 3774624 1.25E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2888 ALL 476526.1 3774624 1.24E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2889 ALL 476546.1 3774624 1.23E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2890 ALL 476566.1 3774624 1.20E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2891 ALL 476586.1 3774624 1.16E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2892 ALL 476606.1 3774624 1.12E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2893 ALL 476626.1 3774624 1.08E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2894 ALL 476646.1 3774624 1.03E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2895 ALL 476666.1 3774624 9.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2896 ALL 476686.1 3774624 9.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2897 ALL 476706.1 3774624 8.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2898 ALL 476726.1 3774624 8.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2899 ALL 476746.1 3774624 8.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2900 ALL 476766.1 3774624 7.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2901 ALL 476786.1 3774624 7.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2902 ALL 476806.1 3774624 6.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2903 ALL 476826.1 3774624 6.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2904 ALL 476846.1 3774624 6.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2905 ALL 476866.1 3774624 5.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2906 ALL 476886.1 3774624 5.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2907 ALL 476906.1 3774624 5.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2908 ALL 476926.1 3774624 5.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2909 ALL 476946.1 3774624 5.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2910 ALL 476966.1 3774624 4.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2911 ALL 476986.1 3774624 4.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2912 ALL 477006.1 3774624 4.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2913 ALL 477026.1 3774624 4.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2914 ALL 477046.1 3774624 4.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2915 ALL 477066.1 3774624 4.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2916 ALL 477086.1 3774624 3.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2917 ALL 477106.1 3774624 3.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2918 ALL 477126.1 3774624 3.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2919 ALL 477146.1 3774624 3.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2920 ALL 477166.1 3774624 3.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2921 ALL 477186.1 3774624 3.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2922 ALL 477206.1 3774624 3.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2923 ALL 477226.1 3774624 2.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2924 ALL 477246.1 3774624 2.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2925 ALL 477266.1 3774624 2.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2926 ALL 477286.1 3774624 2.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2927 ALL 477306.1 3774624 2.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2928 ALL 477326.1 3774624 2.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2929 ALL 477346.1 3774624 2.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2930 ALL 477366.1 3774624 2.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2931 ALL 477386.1 3774624 2.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2932 ALL 477406.1 3774624 2.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2933 ALL 477426.1 3774624 2.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2934 ALL 477446.1 3774624 2.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2935 ALL 477466.1 3774624 2.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2936 ALL 477486.1 3774624 2.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2937 ALL 477506.1 3774624 2.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2938 ALL 477526.1 3774624 2.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2939 ALL 475946.1 3774644 3.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2940 ALL 475966.1 3774644 3.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2941 ALL 475986.1 3774644 3.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2942 ALL 476006.1 3774644 3.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2943 ALL 476026.1 3774644 4.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2944 ALL 476046.1 3774644 4.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2945 ALL 476066.1 3774644 4.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2946 ALL 476086.1 3774644 4.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2947 ALL 476106.1 3774644 4.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2948 ALL 476126.1 3774644 5.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2949 ALL 476146.1 3774644 5.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2950 ALL 476166.1 3774644 5.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2951 ALL 476186.1 3774644 6.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2952 ALL 476206.1 3774644 6.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2953 ALL 476226.1 3774644 6.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2954 ALL 476246.1 3774644 7.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2955 ALL 476266.1 3774644 7.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2956 ALL 476286.1 3774644 8.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2957 ALL 476306.1 3774644 8.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2958 ALL 476326.1 3774644 8.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2959 ALL 476346.1 3774644 9.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2960 ALL 476366.1 3774644 9.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2961 ALL 476386.1 3774644 1.00E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2962 ALL 476406.1 3774644 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2963 ALL 476426.1 3774644 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2964 ALL 476446.1 3774644 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2965 ALL 476466.1 3774644 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2966 ALL 476486.1 3774644 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2967 ALL 476506.1 3774644 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2968 ALL 476526.1 3774644 1.11E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2969 ALL 476546.1 3774644 1.09E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2970 ALL 476566.1 3774644 1.07E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2971 ALL 476586.1 3774644 1.04E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2972 ALL 476606.1 3774644 1.01E-07 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2973 ALL 476626.1 3774644 9.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2974 ALL 476646.1 3774644 9.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2975 ALL 476666.1 3774644 8.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2976 ALL 476686.1 3774644 8.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2977 ALL 476706.1 3774644 8.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2978 ALL 476726.1 3774644 7.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2979 ALL 476746.1 3774644 7.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2980 ALL 476766.1 3774644 7.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2981 ALL 476786.1 3774644 6.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2982 ALL 476806.1 3774644 6.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2983 ALL 476826.1 3774644 6.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2984 ALL 476846.1 3774644 5.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2985 ALL 476866.1 3774644 5.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2986 ALL 476886.1 3774644 5.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2987 ALL 476906.1 3774644 5.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2988 ALL 476926.1 3774644 4.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2989 ALL 476946.1 3774644 4.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2990 ALL 476966.1 3774644 4.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2991 ALL 476986.1 3774644 4.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2992 ALL 477006.1 3774644 4.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2993 ALL 477026.1 3774644 4.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2994 ALL 477046.1 3774644 3.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2995 ALL 477066.1 3774644 3.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2996 ALL 477086.1 3774644 3.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2997 ALL 477106.1 3774644 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2998 ALL 477126.1 3774644 3.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2999 ALL 477146.1 3774644 3.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3000 ALL 477166.1 3774644 3.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3001 ALL 477186.1 3774644 3.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3002 ALL 477206.1 3774644 2.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3003 ALL 477226.1 3774644 2.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3004 ALL 477246.1 3774644 2.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3005 ALL 477266.1 3774644 2.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3006 ALL 477286.1 3774644 2.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3007 ALL 477306.1 3774644 2.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3008 ALL 477326.1 3774644 2.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3009 ALL 477346.1 3774644 2.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3010 ALL 477366.1 3774644 2.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3011 ALL 477386.1 3774644 2.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3012 ALL 477406.1 3774644 2.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3013 ALL 477426.1 3774644 2.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3014 ALL 477446.1 3774644 2.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3015 ALL 477466.1 3774644 2.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3016 ALL 477486.1 3774644 2.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3017 ALL 477506.1 3774644 2.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3018 ALL 477526.1 3774644 2.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3019 ALL 475946.1 3774664 3.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3020 ALL 475966.1 3774664 3.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3021 ALL 475986.1 3774664 3.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3022 ALL 476006.1 3774664 3.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3023 ALL 476026.1 3774664 3.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3024 ALL 476046.1 3774664 4.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3025 ALL 476066.1 3774664 4.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3026 ALL 476086.1 3774664 4.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3027 ALL 476106.1 3774664 4.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3028 ALL 476126.1 3774664 4.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3029 ALL 476146.1 3774664 5.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3030 ALL 476166.1 3774664 5.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3031 ALL 476186.1 3774664 5.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3032 ALL 476206.1 3774664 6.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3033 ALL 476226.1 3774664 6.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3034 ALL 476246.1 3774664 6.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3035 ALL 476266.1 3774664 7.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3036 ALL 476286.1 3774664 7.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3037 ALL 476306.1 3774664 7.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3038 ALL 476326.1 3774664 8.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3039 ALL 476346.1 3774664 8.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3040 ALL 476366.1 3774664 8.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3041 ALL 476386.1 3774664 9.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3042 ALL 476406.1 3774664 9.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3043 ALL 476426.1 3774664 9.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3044 ALL 476446.1 3774664 9.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3045 ALL 476466.1 3774664 9.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3046 ALL 476486.1 3774664 9.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3047 ALL 476506.1 3774664 9.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3048 ALL 476526.1 3774664 9.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3049 ALL 476546.1 3774664 9.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3050 ALL 476566.1 3774664 9.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3051 ALL 476586.1 3774664 9.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3052 ALL 476606.1 3774664 9.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops9.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3053 ALL 476626.1 3774664 8.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3054 ALL 476646.1 3774664 8.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3055 ALL 476666.1 3774664 8.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3056 ALL 476686.1 3774664 7.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3057 ALL 476706.1 3774664 7.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3058 ALL 476726.1 3774664 7.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3059 ALL 476746.1 3774664 6.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3060 ALL 476766.1 3774664 6.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3061 ALL 476786.1 3774664 6.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3062 ALL 476806.1 3774664 6.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3063 ALL 476826.1 3774664 5.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3064 ALL 476846.1 3774664 5.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3065 ALL 476866.1 3774664 5.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3066 ALL 476886.1 3774664 5.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3067 ALL 476906.1 3774664 4.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3068 ALL 476926.1 3774664 4.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3069 ALL 476946.1 3774664 4.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3070 ALL 476966.1 3774664 4.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3071 ALL 476986.1 3774664 4.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3072 ALL 477006.1 3774664 3.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3073 ALL 477026.1 3774664 3.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3074 ALL 477046.1 3774664 3.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3075 ALL 477066.1 3774664 3.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3076 ALL 477086.1 3774664 3.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3077 ALL 477106.1 3774664 3.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3078 ALL 477126.1 3774664 3.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3079 ALL 477146.1 3774664 3.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3080 ALL 477166.1 3774664 3.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3081 ALL 477186.1 3774664 2.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3082 ALL 477206.1 3774664 2.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3083 ALL 477226.1 3774664 2.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3084 ALL 477246.1 3774664 2.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3085 ALL 477266.1 3774664 2.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3086 ALL 477286.1 3774664 2.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3087 ALL 477306.1 3774664 2.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3088 ALL 477326.1 3774664 2.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3089 ALL 477346.1 3774664 2.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3090 ALL 477366.1 3774664 2.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3091 ALL 477386.1 3774664 2.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3092 ALL 477406.1 3774664 2.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3093 ALL 477426.1 3774664 2.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3094 ALL 477446.1 3774664 2.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3095 ALL 477466.1 3774664 2.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3096 ALL 477486.1 3774664 1.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3097 ALL 477506.1 3774664 1.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3098 ALL 477526.1 3774664 1.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3099 ALL 475946.1 3774684 3.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3100 ALL 475966.1 3774684 3.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3101 ALL 475986.1 3774684 3.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3102 ALL 476006.1 3774684 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3103 ALL 476026.1 3774684 3.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3104 ALL 476046.1 3774684 3.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3105 ALL 476066.1 3774684 4.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3106 ALL 476086.1 3774684 4.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3107 ALL 476106.1 3774684 4.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3108 ALL 476126.1 3774684 4.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3109 ALL 476146.1 3774684 4.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3110 ALL 476166.1 3774684 5.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3111 ALL 476186.1 3774684 5.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3112 ALL 476206.1 3774684 5.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3113 ALL 476226.1 3774684 6.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3114 ALL 476246.1 3774684 6.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3115 ALL 476266.1 3774684 6.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3116 ALL 476286.1 3774684 6.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3117 ALL 476306.1 3774684 7.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3118 ALL 476326.1 3774684 7.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3119 ALL 476346.1 3774684 7.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3120 ALL 476366.1 3774684 8.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3121 ALL 476386.1 3774684 8.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3122 ALL 476406.1 3774684 8.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3123 ALL 476426.1 3774684 8.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3124 ALL 476446.1 3774684 8.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3125 ALL 476466.1 3774684 8.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3126 ALL 476486.1 3774684 8.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3127 ALL 476506.1 3774684 8.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3128 ALL 476526.1 3774684 8.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3129 ALL 476546.1 3774684 8.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3130 ALL 476566.1 3774684 8.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3131 ALL 476586.1 3774684 8.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3132 ALL 476606.1 3774684 8.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3133 ALL 476626.1 3774684 8.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3134 ALL 476646.1 3774684 7.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3135 ALL 476666.1 3774684 7.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3136 ALL 476686.1 3774684 7.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3137 ALL 476706.1 3774684 6.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3138 ALL 476726.1 3774684 6.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3139 ALL 476746.1 3774684 6.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3140 ALL 476766.1 3774684 6.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3141 ALL 476786.1 3774684 5.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3142 ALL 476806.1 3774684 5.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3143 ALL 476826.1 3774684 5.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3144 ALL 476846.1 3774684 5.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3145 ALL 476866.1 3774684 4.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3146 ALL 476886.1 3774684 4.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3147 ALL 476906.1 3774684 4.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3148 ALL 476926.1 3774684 4.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3149 ALL 476946.1 3774684 4.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3150 ALL 476966.1 3774684 4.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3151 ALL 476986.1 3774684 3.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3152 ALL 477006.1 3774684 3.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3153 ALL 477026.1 3774684 3.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3154 ALL 477046.1 3774684 3.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3155 ALL 477066.1 3774684 3.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3156 ALL 477086.1 3774684 3.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3157 ALL 477106.1 3774684 3.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3158 ALL 477126.1 3774684 3.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3159 ALL 477146.1 3774684 3.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3160 ALL 477166.1 3774684 2.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3161 ALL 477186.1 3774684 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3162 ALL 477206.1 3774684 2.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3163 ALL 477226.1 3774684 2.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3164 ALL 477246.1 3774684 2.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3165 ALL 477266.1 3774684 2.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3166 ALL 477286.1 3774684 2.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3167 ALL 477306.1 3774684 2.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3168 ALL 477326.1 3774684 2.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3169 ALL 477346.1 3774684 2.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3170 ALL 477366.1 3774684 2.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3171 ALL 477386.1 3774684 2.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3172 ALL 477406.1 3774684 2.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3173 ALL 477426.1 3774684 1.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3174 ALL 477446.1 3774684 1.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3175 ALL 477466.1 3774684 1.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3176 ALL 477486.1 3774684 1.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3177 ALL 477506.1 3774684 1.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3178 ALL 477526.1 3774684 1.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3179 ALL 475946.1 3774704 3.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3180 ALL 475966.1 3774704 3.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3181 ALL 475986.1 3774704 3.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3182 ALL 476006.1 3774704 3.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3183 ALL 476026.1 3774704 3.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3184 ALL 476046.1 3774704 3.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3185 ALL 476066.1 3774704 3.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3186 ALL 476086.1 3774704 4.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3187 ALL 476106.1 3774704 4.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3188 ALL 476126.1 3774704 4.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3189 ALL 476146.1 3774704 4.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3190 ALL 476166.1 3774704 4.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3191 ALL 476186.1 3774704 5.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3192 ALL 476206.1 3774704 5.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3193 ALL 476226.1 3774704 5.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3194 ALL 476246.1 3774704 5.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3195 ALL 476266.1 3774704 6.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3196 ALL 476286.1 3774704 6.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3197 ALL 476306.1 3774704 6.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3198 ALL 476326.1 3774704 6.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3199 ALL 476346.1 3774704 7.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3200 ALL 476366.1 3774704 7.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3201 ALL 476386.1 3774704 7.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3202 ALL 476406.1 3774704 7.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3203 ALL 476426.1 3774704 7.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3204 ALL 476446.1 3774704 8.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3205 ALL 476466.1 3774704 8.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3206 ALL 476486.1 3774704 8.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3207 ALL 476506.1 3774704 8.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3208 ALL 476526.1 3774704 8.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3209 ALL 476546.1 3774704 8.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops8.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3210 ALL 476566.1 3774704 7.90E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3211 ALL 476586.1 3774704 7.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3212 ALL 476606.1 3774704 7.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3213 ALL 476626.1 3774704 7.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3214 ALL 476646.1 3774704 7.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3215 ALL 476666.1 3774704 6.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3216 ALL 476686.1 3774704 6.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3217 ALL 476706.1 3774704 6.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3218 ALL 476726.1 3774704 6.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3219 ALL 476746.1 3774704 5.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3220 ALL 476766.1 3774704 5.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3221 ALL 476786.1 3774704 5.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3222 ALL 476806.1 3774704 5.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3223 ALL 476826.1 3774704 5.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3224 ALL 476846.1 3774704 4.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3225 ALL 476866.1 3774704 4.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3226 ALL 476886.1 3774704 4.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3227 ALL 476906.1 3774704 4.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3228 ALL 476926.1 3774704 4.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3229 ALL 476946.1 3774704 4.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3230 ALL 476966.1 3774704 3.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3231 ALL 476986.1 3774704 3.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3232 ALL 477006.1 3774704 3.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3233 ALL 477026.1 3774704 3.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3234 ALL 477046.1 3774704 3.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3235 ALL 477066.1 3774704 3.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3236 ALL 477086.1 3774704 3.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3237 ALL 477106.1 3774704 3.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3238 ALL 477126.1 3774704 2.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3239 ALL 477146.1 3774704 2.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3240 ALL 477166.1 3774704 2.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3241 ALL 477186.1 3774704 2.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3242 ALL 477206.1 3774704 2.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3243 ALL 477226.1 3774704 2.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3244 ALL 477246.1 3774704 2.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3245 ALL 477266.1 3774704 2.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3246 ALL 477286.1 3774704 2.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3247 ALL 477306.1 3774704 2.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3248 ALL 477326.1 3774704 2.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3249 ALL 477346.1 3774704 1.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3250 ALL 477366.1 3774704 1.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3251 ALL 477386.1 3774704 1.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3252 ALL 477406.1 3774704 1.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3253 ALL 477426.1 3774704 1.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3254 ALL 477446.1 3774704 1.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3255 ALL 477466.1 3774704 1.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3256 ALL 477486.1 3774704 1.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3257 ALL 477506.1 3774704 1.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3258 ALL 477526.1 3774704 1.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3259 ALL 475946.1 3774724 2.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3260 ALL 475966.1 3774724 3.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3261 ALL 475986.1 3774724 3.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3262 ALL 476006.1 3774724 3.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3263 ALL 476026.1 3774724 3.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3264 ALL 476046.1 3774724 3.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3265 ALL 476066.1 3774724 3.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3266 ALL 476086.1 3774724 3.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3267 ALL 476106.1 3774724 4.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3268 ALL 476126.1 3774724 4.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3269 ALL 476146.1 3774724 4.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3270 ALL 476166.1 3774724 4.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3271 ALL 476186.1 3774724 4.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3272 ALL 476206.1 3774724 5.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3273 ALL 476226.1 3774724 5.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3274 ALL 476246.1 3774724 5.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3275 ALL 476266.1 3774724 5.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3276 ALL 476286.1 3774724 5.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3277 ALL 476306.1 3774724 6.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3278 ALL 476326.1 3774724 6.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3279 ALL 476346.1 3774724 6.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3280 ALL 476366.1 3774724 6.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3281 ALL 476386.1 3774724 6.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3282 ALL 476406.1 3774724 7.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3283 ALL 476426.1 3774724 7.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3284 ALL 476446.1 3774724 7.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3285 ALL 476466.1 3774724 7.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3286 ALL 476486.1 3774724 7.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3287 ALL 476506.1 3774724 7.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3288 ALL 476526.1 3774724 7.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3289 ALL 476546.1 3774724 7.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3290 ALL 476566.1 3774724 7.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3291 ALL 476586.1 3774724 7.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops7.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3292 ALL 476606.1 3774724 6.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3293 ALL 476626.1 3774724 6.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3294 ALL 476646.1 3774724 6.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3295 ALL 476666.1 3774724 6.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3296 ALL 476686.1 3774724 6.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3297 ALL 476706.1 3774724 6.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3298 ALL 476726.1 3774724 5.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3299 ALL 476746.1 3774724 5.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3300 ALL 476766.1 3774724 5.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3301 ALL 476786.1 3774724 5.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3302 ALL 476806.1 3774724 4.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3303 ALL 476826.1 3774724 4.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3304 ALL 476846.1 3774724 4.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3305 ALL 476866.1 3774724 4.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3306 ALL 476886.1 3774724 4.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3307 ALL 476906.1 3774724 4.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3308 ALL 476926.1 3774724 3.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3309 ALL 476946.1 3774724 3.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3310 ALL 476966.1 3774724 3.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3311 ALL 476986.1 3774724 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3312 ALL 477006.1 3774724 3.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3313 ALL 477026.1 3774724 3.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3314 ALL 477046.1 3774724 3.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3315 ALL 477066.1 3774724 3.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3316 ALL 477086.1 3774724 3.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3317 ALL 477106.1 3774724 2.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3318 ALL 477126.1 3774724 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3319 ALL 477146.1 3774724 2.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3320 ALL 477166.1 3774724 2.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3321 ALL 477186.1 3774724 2.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3322 ALL 477206.1 3774724 2.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3323 ALL 477226.1 3774724 2.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3324 ALL 477246.1 3774724 2.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3325 ALL 477266.1 3774724 2.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3326 ALL 477286.1 3774724 1.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3327 ALL 477306.1 3774724 1.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3328 ALL 477326.1 3774724 1.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3329 ALL 477346.1 3774724 1.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3330 ALL 477366.1 3774724 1.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3331 ALL 477386.1 3774724 1.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3332 ALL 477406.1 3774724 1.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3333 ALL 477426.1 3774724 1.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3334 ALL 477446.1 3774724 1.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3335 ALL 477466.1 3774724 1.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3336 ALL 477486.1 3774724 1.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3337 ALL 477506.1 3774724 1.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3338 ALL 477526.1 3774724 1.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3339 ALL 475946.1 3774744 2.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3340 ALL 475966.1 3774744 2.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3341 ALL 475986.1 3774744 3.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3342 ALL 476006.1 3774744 3.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3343 ALL 476026.1 3774744 3.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3344 ALL 476046.1 3774744 3.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3345 ALL 476066.1 3774744 3.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3346 ALL 476086.1 3774744 3.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3347 ALL 476106.1 3774744 3.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3348 ALL 476126.1 3774744 4.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3349 ALL 476146.1 3774744 4.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3350 ALL 476166.1 3774744 4.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3351 ALL 476186.1 3774744 4.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3352 ALL 476206.1 3774744 4.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3353 ALL 476226.1 3774744 4.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3354 ALL 476246.1 3774744 5.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3355 ALL 476266.1 3774744 5.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3356 ALL 476286.1 3774744 5.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3357 ALL 476306.1 3774744 5.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3358 ALL 476326.1 3774744 5.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3359 ALL 476346.1 3774744 6.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3360 ALL 476366.1 3774744 6.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3361 ALL 476386.1 3774744 6.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3362 ALL 476406.1 3774744 6.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3363 ALL 476426.1 3774744 6.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3364 ALL 476446.1 3774744 6.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3365 ALL 476466.1 3774744 6.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3366 ALL 476486.1 3774744 6.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3367 ALL 476506.1 3774744 6.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3368 ALL 476526.1 3774744 6.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3369 ALL 476546.1 3774744 6.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3370 ALL 476566.1 3774744 6.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3371 ALL 476586.1 3774744 6.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3372 ALL 476606.1 3774744 6.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3373 ALL 476626.1 3774744 6.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3374 ALL 476646.1 3774744 6.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3375 ALL 476666.1 3774744 5.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3376 ALL 476686.1 3774744 5.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3377 ALL 476706.1 3774744 5.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3378 ALL 476726.1 3774744 5.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3379 ALL 476746.1 3774744 5.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3380 ALL 476766.1 3774744 5.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3381 ALL 476786.1 3774744 4.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3382 ALL 476806.1 3774744 4.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3383 ALL 476826.1 3774744 4.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3384 ALL 476846.1 3774744 4.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3385 ALL 476866.1 3774744 4.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3386 ALL 476886.1 3774744 4.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3387 ALL 476906.1 3774744 3.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3388 ALL 476926.1 3774744 3.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3389 ALL 476946.1 3774744 3.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3390 ALL 476966.1 3774744 3.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3391 ALL 476986.1 3774744 3.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3392 ALL 477006.1 3774744 3.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3393 ALL 477026.1 3774744 3.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3394 ALL 477046.1 3774744 3.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3395 ALL 477066.1 3774744 2.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3396 ALL 477086.1 3774744 2.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3397 ALL 477106.1 3774744 2.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3398 ALL 477126.1 3774744 2.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3399 ALL 477146.1 3774744 2.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3400 ALL 477166.1 3774744 2.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3401 ALL 477186.1 3774744 2.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3402 ALL 477206.1 3774744 2.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3403 ALL 477226.1 3774744 2.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3404 ALL 477246.1 3774744 1.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3405 ALL 477266.1 3774744 1.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3406 ALL 477286.1 3774744 1.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3407 ALL 477306.1 3774744 1.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3408 ALL 477326.1 3774744 1.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3409 ALL 477346.1 3774744 1.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3410 ALL 477366.1 3774744 1.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3411 ALL 477386.1 3774744 1.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3412 ALL 477406.1 3774744 1.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3413 ALL 477426.1 3774744 1.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3414 ALL 477446.1 3774744 1.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3415 ALL 477466.1 3774744 1.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3416 ALL 477486.1 3774744 1.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3417 ALL 477506.1 3774744 1.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3418 ALL 477526.1 3774744 1.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3419 ALL 475946.1 3774764 2.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3420 ALL 475966.1 3774764 2.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3421 ALL 475986.1 3774764 2.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3422 ALL 476006.1 3774764 3.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3423 ALL 476026.1 3774764 3.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3424 ALL 476046.1 3774764 3.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3425 ALL 476066.1 3774764 3.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3426 ALL 476086.1 3774764 3.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3427 ALL 476106.1 3774764 3.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3428 ALL 476126.1 3774764 3.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3429 ALL 476146.1 3774764 4.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3430 ALL 476166.1 3774764 4.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3431 ALL 476186.1 3774764 4.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3432 ALL 476206.1 3774764 4.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3433 ALL 476226.1 3774764 4.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3434 ALL 476246.1 3774764 4.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3435 ALL 476266.1 3774764 5.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3436 ALL 476286.1 3774764 5.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3437 ALL 476306.1 3774764 5.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3438 ALL 476326.1 3774764 5.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3439 ALL 476346.1 3774764 5.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3440 ALL 476366.1 3774764 5.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3441 ALL 476386.1 3774764 5.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3442 ALL 476406.1 3774764 6.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3443 ALL 476426.1 3774764 6.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3444 ALL 476446.1 3774764 6.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3445 ALL 476466.1 3774764 6.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3446 ALL 476486.1 3774764 6.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3447 ALL 476506.1 3774764 6.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3448 ALL 476526.1 3774764 6.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3449 ALL 476546.1 3774764 6.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3450 ALL 476566.1 3774764 6.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3451 ALL 476586.1 3774764 6.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops6.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3452 ALL 476606.1 3774764 5.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3453 ALL 476626.1 3774764 5.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3454 ALL 476646.1 3774764 5.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3455 ALL 476666.1 3774764 5.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3456 ALL 476686.1 3774764 5.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3457 ALL 476706.1 3774764 5.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3458 ALL 476726.1 3774764 5.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3459 ALL 476746.1 3774764 4.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3460 ALL 476766.1 3774764 4.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3461 ALL 476786.1 3774764 4.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3462 ALL 476806.1 3774764 4.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3463 ALL 476826.1 3774764 4.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3464 ALL 476846.1 3774764 4.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3465 ALL 476866.1 3774764 3.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3466 ALL 476886.1 3774764 3.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3467 ALL 476906.1 3774764 3.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3468 ALL 476926.1 3774764 3.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3469 ALL 476946.1 3774764 3.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3470 ALL 476966.1 3774764 3.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3471 ALL 476986.1 3774764 3.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3472 ALL 477006.1 3774764 3.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3473 ALL 477026.1 3774764 3.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3474 ALL 477046.1 3774764 2.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3475 ALL 477066.1 3774764 2.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3476 ALL 477086.1 3774764 2.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3477 ALL 477106.1 3774764 2.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3478 ALL 477126.1 3774764 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3479 ALL 477146.1 3774764 2.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3480 ALL 477166.1 3774764 2.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3481 ALL 477186.1 3774764 2.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3482 ALL 477206.1 3774764 1.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3483 ALL 477226.1 3774764 1.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3484 ALL 477246.1 3774764 1.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3485 ALL 477266.1 3774764 1.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3486 ALL 477286.1 3774764 1.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3487 ALL 477306.1 3774764 1.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3488 ALL 477326.1 3774764 1.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3489 ALL 477346.1 3774764 1.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3490 ALL 477366.1 3774764 1.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3491 ALL 477386.1 3774764 1.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3492 ALL 477406.1 3774764 1.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3493 ALL 477426.1 3774764 1.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3494 ALL 477446.1 3774764 1.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3495 ALL 477466.1 3774764 1.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3496 ALL 477486.1 3774764 1.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3497 ALL 477506.1 3774764 1.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3498 ALL 477526.1 3774764 1.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3499 ALL 475946.1 3774784 2.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3500 ALL 475966.1 3774784 2.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3501 ALL 475986.1 3774784 2.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3502 ALL 476006.1 3774784 2.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3503 ALL 476026.1 3774784 3.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3504 ALL 476046.1 3774784 3.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3505 ALL 476066.1 3774784 3.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3506 ALL 476086.1 3774784 3.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3507 ALL 476106.1 3774784 3.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3508 ALL 476126.1 3774784 3.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3509 ALL 476146.1 3774784 3.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3510 ALL 476166.1 3774784 3.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3511 ALL 476186.1 3774784 4.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3512 ALL 476206.1 3774784 4.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3513 ALL 476226.1 3774784 4.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3514 ALL 476246.1 3774784 4.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3515 ALL 476266.1 3774784 4.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3516 ALL 476286.1 3774784 4.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3517 ALL 476306.1 3774784 5.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3518 ALL 476326.1 3774784 5.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3519 ALL 476346.1 3774784 5.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3520 ALL 476366.1 3774784 5.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3521 ALL 476386.1 3774784 5.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3522 ALL 476406.1 3774784 5.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3523 ALL 476426.1 3774784 5.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3524 ALL 476446.1 3774784 5.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3525 ALL 476466.1 3774784 5.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3526 ALL 476486.1 3774784 5.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3527 ALL 476506.1 3774784 5.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3528 ALL 476526.1 3774784 5.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3529 ALL 476546.1 3774784 5.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3530 ALL 476566.1 3774784 5.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3531 ALL 476586.1 3774784 5.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3532 ALL 476606.1 3774784 5.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3533 ALL 476626.1 3774784 5.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3534 ALL 476646.1 3774784 5.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3535 ALL 476666.1 3774784 5.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3536 ALL 476686.1 3774784 5.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3537 ALL 476706.1 3774784 4.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3538 ALL 476726.1 3774784 4.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3539 ALL 476746.1 3774784 4.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3540 ALL 476766.1 3774784 4.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3541 ALL 476786.1 3774784 4.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3542 ALL 476806.1 3774784 4.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3543 ALL 476826.1 3774784 4.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3544 ALL 476846.1 3774784 3.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3545 ALL 476866.1 3774784 3.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3546 ALL 476886.1 3774784 3.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3547 ALL 476906.1 3774784 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3548 ALL 476926.1 3774784 3.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3549 ALL 476946.1 3774784 3.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3550 ALL 476966.1 3774784 3.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3551 ALL 476986.1 3774784 3.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3552 ALL 477006.1 3774784 3.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3553 ALL 477026.1 3774784 2.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3554 ALL 477046.1 3774784 2.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3555 ALL 477066.1 3774784 2.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3556 ALL 477086.1 3774784 2.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3557 ALL 477106.1 3774784 2.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3558 ALL 477126.1 3774784 2.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3559 ALL 477146.1 3774784 2.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3560 ALL 477166.1 3774784 2.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3561 ALL 477186.1 3774784 1.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3562 ALL 477206.1 3774784 1.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3563 ALL 477226.1 3774784 1.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3564 ALL 477246.1 3774784 1.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3565 ALL 477266.1 3774784 1.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3566 ALL 477286.1 3774784 1.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3567 ALL 477306.1 3774784 1.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3568 ALL 477326.1 3774784 1.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3569 ALL 477346.1 3774784 1.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3570 ALL 477366.1 3774784 1.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3571 ALL 477386.1 3774784 1.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3572 ALL 477406.1 3774784 1.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3573 ALL 477426.1 3774784 1.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3574 ALL 477446.1 3774784 1.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3575 ALL 477466.1 3774784 1.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3576 ALL 477486.1 3774784 1.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3577 ALL 477506.1 3774784 1.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3578 ALL 477526.1 3774784 1.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3579 ALL 475946.1 3774804 2.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3580 ALL 475966.1 3774804 2.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3581 ALL 475986.1 3774804 2.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3582 ALL 476006.1 3774804 2.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3583 ALL 476026.1 3774804 2.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3584 ALL 476046.1 3774804 3.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3585 ALL 476066.1 3774804 3.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3586 ALL 476086.1 3774804 3.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3587 ALL 476106.1 3774804 3.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3588 ALL 476126.1 3774804 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3589 ALL 476146.1 3774804 3.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3590 ALL 476166.1 3774804 3.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3591 ALL 476186.1 3774804 3.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3592 ALL 476206.1 3774804 4.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3593 ALL 476226.1 3774804 4.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3594 ALL 476246.1 3774804 4.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3595 ALL 476266.1 3774804 4.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3596 ALL 476286.1 3774804 4.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3597 ALL 476306.1 3774804 4.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3598 ALL 476326.1 3774804 4.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3599 ALL 476346.1 3774804 4.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3600 ALL 476366.1 3774804 5.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3601 ALL 476386.1 3774804 5.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3602 ALL 476406.1 3774804 5.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3603 ALL 476426.1 3774804 5.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3604 ALL 476446.1 3774804 5.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3605 ALL 476466.1 3774804 5.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3606 ALL 476486.1 3774804 5.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3607 ALL 476506.1 3774804 5.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3608 ALL 476526.1 3774804 5.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3609 ALL 476546.1 3774804 5.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3610 ALL 476566.1 3774804 5.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3611 ALL 476586.1 3774804 5.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3612 ALL 476606.1 3774804 5.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3613 ALL 476626.1 3774804 5.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops5.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3614 ALL 476646.1 3774804 4.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3615 ALL 476666.1 3774804 4.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3616 ALL 476686.1 3774804 4.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3617 ALL 476706.1 3774804 4.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3618 ALL 476726.1 3774804 4.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3619 ALL 476746.1 3774804 4.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3620 ALL 476766.1 3774804 4.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3621 ALL 476786.1 3774804 4.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3622 ALL 476806.1 3774804 3.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3623 ALL 476826.1 3774804 3.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3624 ALL 476846.1 3774804 3.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3625 ALL 476866.1 3774804 3.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3626 ALL 476886.1 3774804 3.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3627 ALL 476906.1 3774804 3.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3628 ALL 476926.1 3774804 3.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3629 ALL 476946.1 3774804 3.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3630 ALL 476966.1 3774804 3.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3631 ALL 476986.1 3774804 2.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3632 ALL 477006.1 3774804 2.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3633 ALL 477026.1 3774804 2.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3634 ALL 477046.1 3774804 2.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3635 ALL 477066.1 3774804 2.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3636 ALL 477086.1 3774804 2.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3637 ALL 477106.1 3774804 2.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3638 ALL 477126.1 3774804 2.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3639 ALL 477146.1 3774804 2.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3640 ALL 477166.1 3774804 1.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3641 ALL 477186.1 3774804 1.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3642 ALL 477206.1 3774804 1.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3643 ALL 477226.1 3774804 1.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3644 ALL 477246.1 3774804 1.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3645 ALL 477266.1 3774804 1.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3646 ALL 477286.1 3774804 1.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3647 ALL 477306.1 3774804 1.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3648 ALL 477326.1 3774804 1.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3649 ALL 477346.1 3774804 1.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3650 ALL 477366.1 3774804 1.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3651 ALL 477386.1 3774804 1.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3652 ALL 477406.1 3774804 1.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3653 ALL 477426.1 3774804 1.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3654 ALL 477446.1 3774804 1.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3655 ALL 477466.1 3774804 1.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3656 ALL 477486.1 3774804 1.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3657 ALL 477506.1 3774804 1.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3658 ALL 477526.1 3774804 1.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3659 ALL 475946.1 3774824 2.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3660 ALL 475966.1 3774824 2.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3661 ALL 475986.1 3774824 2.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3662 ALL 476006.1 3774824 2.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3663 ALL 476026.1 3774824 2.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3664 ALL 476046.1 3774824 2.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3665 ALL 476066.1 3774824 3.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3666 ALL 476086.1 3774824 3.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3667 ALL 476106.1 3774824 3.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3668 ALL 476126.1 3774824 3.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3669 ALL 476146.1 3774824 3.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3670 ALL 476166.1 3774824 3.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3671 ALL 476186.1 3774824 3.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3672 ALL 476206.1 3774824 3.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3673 ALL 476226.1 3774824 3.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3674 ALL 476246.1 3774824 4.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3675 ALL 476266.1 3774824 4.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3676 ALL 476286.1 3774824 4.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3677 ALL 476306.1 3774824 4.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3678 ALL 476326.1 3774824 4.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3679 ALL 476346.1 3774824 4.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3680 ALL 476366.1 3774824 4.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3681 ALL 476386.1 3774824 4.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3682 ALL 476406.1 3774824 4.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3683 ALL 476426.1 3774824 4.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3684 ALL 476446.1 3774824 4.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3685 ALL 476466.1 3774824 4.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3686 ALL 476486.1 3774824 4.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3687 ALL 476506.1 3774824 4.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3688 ALL 476526.1 3774824 4.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3689 ALL 476546.1 3774824 4.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3690 ALL 476566.1 3774824 4.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3691 ALL 476586.1 3774824 4.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3692 ALL 476606.1 3774824 4.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3693 ALL 476626.1 3774824 4.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3694 ALL 476646.1 3774824 4.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3695 ALL 476666.1 3774824 4.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3696 ALL 476686.1 3774824 4.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3697 ALL 476706.1 3774824 4.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3698 ALL 476726.1 3774824 4.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3699 ALL 476746.1 3774824 4.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3700 ALL 476766.1 3774824 3.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3701 ALL 476786.1 3774824 3.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3702 ALL 476806.1 3774824 3.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3703 ALL 476826.1 3774824 3.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3704 ALL 476846.1 3774824 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3705 ALL 476866.1 3774824 3.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3706 ALL 476886.1 3774824 3.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3707 ALL 476906.1 3774824 3.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3708 ALL 476926.1 3774824 3.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3709 ALL 476946.1 3774824 3.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3710 ALL 476966.1 3774824 2.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3711 ALL 476986.1 3774824 2.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3712 ALL 477006.1 3774824 2.78E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3713 ALL 477026.1 3774824 2.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3714 ALL 477046.1 3774824 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3715 ALL 477066.1 3774824 2.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3716 ALL 477086.1 3774824 2.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3717 ALL 477106.1 3774824 2.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3718 ALL 477126.1 3774824 2.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3719 ALL 477146.1 3774824 1.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3720 ALL 477166.1 3774824 1.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3721 ALL 477186.1 3774824 1.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3722 ALL 477206.1 3774824 1.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3723 ALL 477226.1 3774824 1.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3724 ALL 477246.1 3774824 1.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3725 ALL 477266.1 3774824 1.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3726 ALL 477286.1 3774824 1.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3727 ALL 477306.1 3774824 1.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3728 ALL 477326.1 3774824 1.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3729 ALL 477346.1 3774824 1.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3730 ALL 477366.1 3774824 1.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3731 ALL 477386.1 3774824 1.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3732 ALL 477406.1 3774824 1.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3733 ALL 477426.1 3774824 1.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3734 ALL 477446.1 3774824 1.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3735 ALL 477466.1 3774824 1.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3736 ALL 477486.1 3774824 1.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3737 ALL 477506.1 3774824 1.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3738 ALL 477526.1 3774824 1.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3739 ALL 475946.1 3774844 2.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3740 ALL 475966.1 3774844 2.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3741 ALL 475986.1 3774844 2.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3742 ALL 476006.1 3774844 2.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3743 ALL 476026.1 3774844 2.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3744 ALL 476046.1 3774844 2.85E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3745 ALL 476066.1 3774844 2.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3746 ALL 476086.1 3774844 3.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3747 ALL 476106.1 3774844 3.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3748 ALL 476126.1 3774844 3.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3749 ALL 476146.1 3774844 3.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3750 ALL 476166.1 3774844 3.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3751 ALL 476186.1 3774844 3.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3752 ALL 476206.1 3774844 3.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3753 ALL 476226.1 3774844 3.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3754 ALL 476246.1 3774844 3.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3755 ALL 476266.1 3774844 3.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3756 ALL 476286.1 3774844 4.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3757 ALL 476306.1 3774844 4.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3758 ALL 476326.1 3774844 4.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3759 ALL 476346.1 3774844 4.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3760 ALL 476366.1 3774844 4.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3761 ALL 476386.1 3774844 4.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3762 ALL 476406.1 3774844 4.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3763 ALL 476426.1 3774844 4.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3764 ALL 476446.1 3774844 4.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3765 ALL 476466.1 3774844 4.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3766 ALL 476486.1 3774844 4.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3767 ALL 476506.1 3774844 4.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3768 ALL 476526.1 3774844 4.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3769 ALL 476546.1 3774844 4.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3770 ALL 476566.1 3774844 4.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3771 ALL 476586.1 3774844 4.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3772 ALL 476606.1 3774844 4.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3773 ALL 476626.1 3774844 4.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3774 ALL 476646.1 3774844 4.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3775 ALL 476666.1 3774844 4.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3776 ALL 476686.1 3774844 4.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3777 ALL 476706.1 3774844 4.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3778 ALL 476726.1 3774844 3.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3779 ALL 476746.1 3774844 3.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3780 ALL 476766.1 3774844 3.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3781 ALL 476786.1 3774844 3.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3782 ALL 476806.1 3774844 3.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3783 ALL 476826.1 3774844 3.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3784 ALL 476846.1 3774844 3.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3785 ALL 476866.1 3774844 3.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3786 ALL 476886.1 3774844 3.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3787 ALL 476906.1 3774844 3.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3788 ALL 476926.1 3774844 3.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3789 ALL 476946.1 3774844 2.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3790 ALL 476966.1 3774844 2.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3791 ALL 476986.1 3774844 2.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3792 ALL 477006.1 3774844 2.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3793 ALL 477026.1 3774844 2.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3794 ALL 477046.1 3774844 2.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3795 ALL 477066.1 3774844 2.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3796 ALL 477086.1 3774844 2.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3797 ALL 477106.1 3774844 2.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3798 ALL 477126.1 3774844 2.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3799 ALL 477146.1 3774844 1.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3800 ALL 477166.1 3774844 1.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3801 ALL 477186.1 3774844 1.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3802 ALL 477206.1 3774844 1.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3803 ALL 477226.1 3774844 1.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3804 ALL 477246.1 3774844 1.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3805 ALL 477266.1 3774844 1.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3806 ALL 477286.1 3774844 1.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3807 ALL 477306.1 3774844 1.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3808 ALL 477326.1 3774844 1.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3809 ALL 477346.1 3774844 1.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3810 ALL 477366.1 3774844 1.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3811 ALL 477386.1 3774844 1.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3812 ALL 477406.1 3774844 1.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3813 ALL 477426.1 3774844 1.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3814 ALL 477446.1 3774844 1.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3815 ALL 477466.1 3774844 1.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3816 ALL 477486.1 3774844 1.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3817 ALL 477506.1 3774844 1.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3818 ALL 477526.1 3774844 1.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3819 ALL 475946.1 3774864 2.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3820 ALL 475966.1 3774864 2.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3821 ALL 475986.1 3774864 2.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3822 ALL 476006.1 3774864 2.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3823 ALL 476026.1 3774864 2.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3824 ALL 476046.1 3774864 2.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3825 ALL 476066.1 3774864 2.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3826 ALL 476086.1 3774864 2.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3827 ALL 476106.1 3774864 3.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3828 ALL 476126.1 3774864 3.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3829 ALL 476146.1 3774864 3.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3830 ALL 476166.1 3774864 3.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3831 ALL 476186.1 3774864 3.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3832 ALL 476206.1 3774864 3.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3833 ALL 476226.1 3774864 3.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3834 ALL 476246.1 3774864 3.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3835 ALL 476266.1 3774864 3.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3836 ALL 476286.1 3774864 3.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3837 ALL 476306.1 3774864 3.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3838 ALL 476326.1 3774864 3.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3839 ALL 476346.1 3774864 4.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3840 ALL 476366.1 3774864 4.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3841 ALL 476386.1 3774864 4.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3842 ALL 476406.1 3774864 4.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3843 ALL 476426.1 3774864 4.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3844 ALL 476446.1 3774864 4.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3845 ALL 476466.1 3774864 4.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3846 ALL 476486.1 3774864 4.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3847 ALL 476506.1 3774864 4.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3848 ALL 476526.1 3774864 4.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3849 ALL 476546.1 3774864 4.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3850 ALL 476566.1 3774864 4.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3851 ALL 476586.1 3774864 4.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3852 ALL 476606.1 3774864 4.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3853 ALL 476626.1 3774864 4.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3854 ALL 476646.1 3774864 4.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3855 ALL 476666.1 3774864 3.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3856 ALL 476686.1 3774864 3.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3857 ALL 476706.1 3774864 3.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3858 ALL 476726.1 3774864 3.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3859 ALL 476746.1 3774864 3.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3860 ALL 476766.1 3774864 3.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3861 ALL 476786.1 3774864 3.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3862 ALL 476806.1 3774864 3.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3863 ALL 476826.1 3774864 3.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3864 ALL 476846.1 3774864 3.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3865 ALL 476866.1 3774864 3.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3866 ALL 476886.1 3774864 3.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3867 ALL 476906.1 3774864 2.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3868 ALL 476926.1 3774864 2.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3869 ALL 476946.1 3774864 2.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3870 ALL 476966.1 3774864 2.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3871 ALL 476986.1 3774864 2.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3872 ALL 477006.1 3774864 2.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3873 ALL 477026.1 3774864 2.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3874 ALL 477046.1 3774864 2.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3875 ALL 477066.1 3774864 2.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3876 ALL 477086.1 3774864 2.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3877 ALL 477106.1 3774864 1.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3878 ALL 477126.1 3774864 1.83E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3879 ALL 477146.1 3774864 1.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3880 ALL 477166.1 3774864 1.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3881 ALL 477186.1 3774864 1.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3882 ALL 477206.1 3774864 1.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3883 ALL 477226.1 3774864 1.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3884 ALL 477246.1 3774864 1.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3885 ALL 477266.1 3774864 1.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3886 ALL 477286.1 3774864 1.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3887 ALL 477306.1 3774864 1.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3888 ALL 477326.1 3774864 1.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3889 ALL 477346.1 3774864 1.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3890 ALL 477366.1 3774864 1.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3891 ALL 477386.1 3774864 1.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3892 ALL 477406.1 3774864 1.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3893 ALL 477426.1 3774864 1.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3894 ALL 477446.1 3774864 1.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3895 ALL 477466.1 3774864 1.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3896 ALL 477486.1 3774864 1.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3897 ALL 477506.1 3774864 1.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3898 ALL 477526.1 3774864 1.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3899 ALL 475946.1 3774884 2.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3900 ALL 475966.1 3774884 2.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3901 ALL 475986.1 3774884 2.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3902 ALL 476006.1 3774884 2.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3903 ALL 476026.1 3774884 2.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3904 ALL 476046.1 3774884 2.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3905 ALL 476066.1 3774884 2.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3906 ALL 476086.1 3774884 2.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3907 ALL 476106.1 3774884 2.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3908 ALL 476126.1 3774884 2.96E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3909 ALL 476146.1 3774884 3.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3910 ALL 476166.1 3774884 3.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3911 ALL 476186.1 3774884 3.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3912 ALL 476206.1 3774884 3.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3913 ALL 476226.1 3774884 3.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3914 ALL 476246.1 3774884 3.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3915 ALL 476266.1 3774884 3.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3916 ALL 476286.1 3774884 3.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3917 ALL 476306.1 3774884 3.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3918 ALL 476326.1 3774884 3.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3919 ALL 476346.1 3774884 3.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3920 ALL 476366.1 3774884 3.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3921 ALL 476386.1 3774884 3.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3922 ALL 476406.1 3774884 3.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3923 ALL 476426.1 3774884 4.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3924 ALL 476446.1 3774884 4.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3925 ALL 476466.1 3774884 4.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3926 ALL 476486.1 3774884 4.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3927 ALL 476506.1 3774884 4.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3928 ALL 476526.1 3774884 4.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3929 ALL 476546.1 3774884 4.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3930 ALL 476566.1 3774884 4.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops4.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3931 ALL 476586.1 3774884 3.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3932 ALL 476606.1 3774884 3.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3933 ALL 476626.1 3774884 3.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3934 ALL 476646.1 3774884 3.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3935 ALL 476666.1 3774884 3.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3936 ALL 476686.1 3774884 3.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3937 ALL 476706.1 3774884 3.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3938 ALL 476726.1 3774884 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3939 ALL 476746.1 3774884 3.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3940 ALL 476766.1 3774884 3.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3941 ALL 476786.1 3774884 3.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3942 ALL 476806.1 3774884 3.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3943 ALL 476826.1 3774884 3.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3944 ALL 476846.1 3774884 3.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3945 ALL 476866.1 3774884 3.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3946 ALL 476886.1 3774884 2.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3947 ALL 476906.1 3774884 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3948 ALL 476926.1 3774884 2.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3949 ALL 476946.1 3774884 2.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3950 ALL 476966.1 3774884 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3951 ALL 476986.1 3774884 2.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3952 ALL 477006.1 3774884 2.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3953 ALL 477026.1 3774884 2.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3954 ALL 477046.1 3774884 2.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3955 ALL 477066.1 3774884 2.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3956 ALL 477086.1 3774884 2.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3957 ALL 477106.1 3774884 1.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3958 ALL 477126.1 3774884 1.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3959 ALL 477146.1 3774884 1.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3960 ALL 477166.1 3774884 1.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3961 ALL 477186.1 3774884 1.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3962 ALL 477206.1 3774884 1.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3963 ALL 477226.1 3774884 1.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3964 ALL 477246.1 3774884 1.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3965 ALL 477266.1 3774884 1.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3966 ALL 477286.1 3774884 1.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3967 ALL 477306.1 3774884 1.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3968 ALL 477326.1 3774884 1.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3969 ALL 477346.1 3774884 1.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3970 ALL 477366.1 3774884 1.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3971 ALL 477386.1 3774884 1.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3972 ALL 477406.1 3774884 1.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3973 ALL 477426.1 3774884 1.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3974 ALL 477446.1 3774884 1.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3975 ALL 477466.1 3774884 1.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3976 ALL 477486.1 3774884 1.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3977 ALL 477506.1 3774884 1.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3978 ALL 477526.1 3774884 1.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3979 ALL 475946.1 3774904 2.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3980 ALL 475966.1 3774904 2.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3981 ALL 475986.1 3774904 2.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3982 ALL 476006.1 3774904 2.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3983 ALL 476026.1 3774904 2.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3984 ALL 476046.1 3774904 2.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3985 ALL 476066.1 3774904 2.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3986 ALL 476086.1 3774904 2.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3987 ALL 476106.1 3774904 2.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3988 ALL 476126.1 3774904 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3989 ALL 476146.1 3774904 2.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3990 ALL 476166.1 3774904 2.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3991 ALL 476186.1 3774904 3.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3992 ALL 476206.1 3774904 3.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3993 ALL 476226.1 3774904 3.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3994 ALL 476246.1 3774904 3.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3995 ALL 476266.1 3774904 3.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3996 ALL 476286.1 3774904 3.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3997 ALL 476306.1 3774904 3.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3998 ALL 476326.1 3774904 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3999 ALL 476346.1 3774904 3.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4000 ALL 476366.1 3774904 3.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4001 ALL 476386.1 3774904 3.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4002 ALL 476406.1 3774904 3.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4003 ALL 476426.1 3774904 3.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4004 ALL 476446.1 3774904 3.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4005 ALL 476466.1 3774904 3.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4006 ALL 476486.1 3774904 3.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4007 ALL 476506.1 3774904 3.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4008 ALL 476526.1 3774904 3.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4009 ALL 476546.1 3774904 3.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4010 ALL 476566.1 3774904 3.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4011 ALL 476586.1 3774904 3.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4012 ALL 476606.1 3774904 3.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4013 ALL 476626.1 3774904 3.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4014 ALL 476646.1 3774904 3.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4015 ALL 476666.1 3774904 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4016 ALL 476686.1 3774904 3.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4017 ALL 476706.1 3774904 3.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4018 ALL 476726.1 3774904 3.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4019 ALL 476746.1 3774904 3.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4020 ALL 476766.1 3774904 3.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4021 ALL 476786.1 3774904 3.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4022 ALL 476806.1 3774904 3.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4023 ALL 476826.1 3774904 3.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4024 ALL 476846.1 3774904 2.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4025 ALL 476866.1 3774904 2.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4026 ALL 476886.1 3774904 2.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4027 ALL 476906.1 3774904 2.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4028 ALL 476926.1 3774904 2.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4029 ALL 476946.1 3774904 2.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4030 ALL 476966.1 3774904 2.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4031 ALL 476986.1 3774904 2.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4032 ALL 477006.1 3774904 2.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4033 ALL 477026.1 3774904 2.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4034 ALL 477046.1 3774904 2.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4035 ALL 477066.1 3774904 2.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4036 ALL 477086.1 3774904 2.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4037 ALL 477106.1 3774904 1.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4038 ALL 477126.1 3774904 1.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4039 ALL 477146.1 3774904 1.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4040 ALL 477166.1 3774904 1.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4041 ALL 477186.1 3774904 1.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4042 ALL 477206.1 3774904 1.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4043 ALL 477226.1 3774904 1.43E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4044 ALL 477246.1 3774904 1.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4045 ALL 477266.1 3774904 1.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4046 ALL 477286.1 3774904 1.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4047 ALL 477306.1 3774904 1.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4048 ALL 477326.1 3774904 1.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4049 ALL 477346.1 3774904 1.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4050 ALL 477366.1 3774904 1.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4051 ALL 477386.1 3774904 1.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4052 ALL 477406.1 3774904 1.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4053 ALL 477426.1 3774904 1.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4054 ALL 477446.1 3774904 1.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4055 ALL 477466.1 3774904 1.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4056 ALL 477486.1 3774904 1.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4057 ALL 477506.1 3774904 1.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4058 ALL 477526.1 3774904 1.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4059 ALL 475946.1 3774924 2.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4060 ALL 475966.1 3774924 2.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4061 ALL 475986.1 3774924 2.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4062 ALL 476006.1 3774924 2.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4063 ALL 476026.1 3774924 2.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4064 ALL 476046.1 3774924 2.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4065 ALL 476066.1 3774924 2.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4066 ALL 476086.1 3774924 2.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4067 ALL 476106.1 3774924 2.65E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4068 ALL 476126.1 3774924 2.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4069 ALL 476146.1 3774924 2.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4070 ALL 476166.1 3774924 2.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4071 ALL 476186.1 3774924 2.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4072 ALL 476206.1 3774924 2.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4073 ALL 476226.1 3774924 3.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4074 ALL 476246.1 3774924 3.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4075 ALL 476266.1 3774924 3.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4076 ALL 476286.1 3774924 3.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4077 ALL 476306.1 3774924 3.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4078 ALL 476326.1 3774924 3.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4079 ALL 476346.1 3774924 3.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4080 ALL 476366.1 3774924 3.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4081 ALL 476386.1 3774924 3.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4082 ALL 476406.1 3774924 3.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4083 ALL 476426.1 3774924 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4084 ALL 476446.1 3774924 3.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4085 ALL 476466.1 3774924 3.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4086 ALL 476486.1 3774924 3.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4087 ALL 476506.1 3774924 3.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4088 ALL 476526.1 3774924 3.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4089 ALL 476546.1 3774924 3.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4090 ALL 476566.1 3774924 3.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4091 ALL 476586.1 3774924 3.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4092 ALL 476606.1 3774924 3.49E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4093 ALL 476626.1 3774924 3.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4094 ALL 476646.1 3774924 3.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4095 ALL 476666.1 3774924 3.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4096 ALL 476686.1 3774924 3.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4097 ALL 476706.1 3774924 3.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4098 ALL 476726.1 3774924 3.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4099 ALL 476746.1 3774924 3.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4100 ALL 476766.1 3774924 3.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4101 ALL 476786.1 3774924 3.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4102 ALL 476806.1 3774924 2.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4103 ALL 476826.1 3774924 2.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4104 ALL 476846.1 3774924 2.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4105 ALL 476866.1 3774924 2.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4106 ALL 476886.1 3774924 2.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4107 ALL 476906.1 3774924 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4108 ALL 476926.1 3774924 2.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4109 ALL 476946.1 3774924 2.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4110 ALL 476966.1 3774924 2.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4111 ALL 476986.1 3774924 2.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4112 ALL 477006.1 3774924 2.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4113 ALL 477026.1 3774924 2.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4114 ALL 477046.1 3774924 2.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4115 ALL 477066.1 3774924 2.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4116 ALL 477086.1 3774924 2.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4117 ALL 477106.1 3774924 1.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4118 ALL 477126.1 3774924 1.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4119 ALL 477146.1 3774924 1.53E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4120 ALL 477166.1 3774924 1.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4121 ALL 477186.1 3774924 1.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4122 ALL 477206.1 3774924 1.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4123 ALL 477226.1 3774924 1.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4124 ALL 477246.1 3774924 1.34E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4125 ALL 477266.1 3774924 1.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4126 ALL 477286.1 3774924 1.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4127 ALL 477306.1 3774924 1.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4128 ALL 477326.1 3774924 1.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4129 ALL 477346.1 3774924 1.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4130 ALL 477366.1 3774924 1.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4131 ALL 477386.1 3774924 1.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4132 ALL 477406.1 3774924 1.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4133 ALL 477426.1 3774924 1.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4134 ALL 477446.1 3774924 1.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4135 ALL 477466.1 3774924 1.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4136 ALL 477486.1 3774924 1.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4137 ALL 477506.1 3774924 1.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4138 ALL 477526.1 3774924 1.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4139 ALL 475946.1 3774944 2.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4140 ALL 475966.1 3774944 2.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4141 ALL 475986.1 3774944 2.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4142 ALL 476006.1 3774944 2.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4143 ALL 476026.1 3774944 2.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4144 ALL 476046.1 3774944 2.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4145 ALL 476066.1 3774944 2.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4146 ALL 476086.1 3774944 2.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4147 ALL 476106.1 3774944 2.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4148 ALL 476126.1 3774944 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4149 ALL 476146.1 3774944 2.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4150 ALL 476166.1 3774944 2.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4151 ALL 476186.1 3774944 2.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4152 ALL 476206.1 3774944 2.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4153 ALL 476226.1 3774944 2.92E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4154 ALL 476246.1 3774944 2.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4155 ALL 476266.1 3774944 3.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4156 ALL 476286.1 3774944 3.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4157 ALL 476306.1 3774944 3.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4158 ALL 476326.1 3774944 3.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4159 ALL 476346.1 3774944 3.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4160 ALL 476366.1 3774944 3.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4161 ALL 476386.1 3774944 3.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4162 ALL 476406.1 3774944 3.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4163 ALL 476426.1 3774944 3.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4164 ALL 476446.1 3774944 3.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4165 ALL 476466.1 3774944 3.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4166 ALL 476486.1 3774944 3.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4167 ALL 476506.1 3774944 3.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4168 ALL 476526.1 3774944 3.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4169 ALL 476546.1 3774944 3.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4170 ALL 476566.1 3774944 3.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4171 ALL 476586.1 3774944 3.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4172 ALL 476606.1 3774944 3.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4173 ALL 476626.1 3774944 3.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4174 ALL 476646.1 3774944 3.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4175 ALL 476666.1 3774944 3.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4176 ALL 476686.1 3774944 3.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4177 ALL 476706.1 3774944 3.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4178 ALL 476726.1 3774944 3.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4179 ALL 476746.1 3774944 2.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4180 ALL 476766.1 3774944 2.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4181 ALL 476786.1 3774944 2.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4182 ALL 476806.1 3774944 2.81E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4183 ALL 476826.1 3774944 2.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4184 ALL 476846.1 3774944 2.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4185 ALL 476866.1 3774944 2.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4186 ALL 476886.1 3774944 2.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4187 ALL 476906.1 3774944 2.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4188 ALL 476926.1 3774944 2.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4189 ALL 476946.1 3774944 2.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4190 ALL 476966.1 3774944 2.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4191 ALL 476986.1 3774944 2.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4192 ALL 477006.1 3774944 2.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4193 ALL 477026.1 3774944 2.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4194 ALL 477046.1 3774944 2.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4195 ALL 477066.1 3774944 2.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4196 ALL 477086.1 3774944 2.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4197 ALL 477106.1 3774944 1.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4198 ALL 477126.1 3774944 1.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4199 ALL 477146.1 3774944 1.48E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4200 ALL 477166.1 3774944 1.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4201 ALL 477186.1 3774944 1.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4202 ALL 477206.1 3774944 1.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4203 ALL 477226.1 3774944 1.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4204 ALL 477246.1 3774944 1.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4205 ALL 477266.1 3774944 1.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4206 ALL 477286.1 3774944 1.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4207 ALL 477306.1 3774944 1.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4208 ALL 477326.1 3774944 1.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4209 ALL 477346.1 3774944 1.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4210 ALL 477366.1 3774944 1.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4211 ALL 477386.1 3774944 1.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4212 ALL 477406.1 3774944 1.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4213 ALL 477426.1 3774944 1.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4214 ALL 477446.1 3774944 1.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4215 ALL 477466.1 3774944 1.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4216 ALL 477486.1 3774944 1.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4217 ALL 477506.1 3774944 1.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4218 ALL 477526.1 3774944 9.88E-09 0.875YrCancerRMP_InhSoilDermMMilkCrops9.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4219 ALL 475946.1 3774964 2.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4220 ALL 475966.1 3774964 2.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4221 ALL 475986.1 3774964 2.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4222 ALL 476006.1 3774964 2.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4223 ALL 476026.1 3774964 2.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4224 ALL 476046.1 3774964 2.28E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4225 ALL 476066.1 3774964 2.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4226 ALL 476086.1 3774964 2.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4227 ALL 476106.1 3774964 2.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4228 ALL 476126.1 3774964 2.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4229 ALL 476146.1 3774964 2.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4230 ALL 476166.1 3774964 2.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4231 ALL 476186.1 3774964 2.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4232 ALL 476206.1 3774964 2.73E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4233 ALL 476226.1 3774964 2.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4234 ALL 476246.1 3774964 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4235 ALL 476266.1 3774964 2.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4236 ALL 476286.1 3774964 2.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4237 ALL 476306.1 3774964 2.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4238 ALL 476326.1 3774964 3.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4239 ALL 476346.1 3774964 3.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4240 ALL 476366.1 3774964 3.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4241 ALL 476386.1 3774964 3.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4242 ALL 476406.1 3774964 3.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4243 ALL 476426.1 3774964 3.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4244 ALL 476446.1 3774964 3.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4245 ALL 476466.1 3774964 3.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4246 ALL 476486.1 3774964 3.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4247 ALL 476506.1 3774964 3.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4248 ALL 476526.1 3774964 3.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4249 ALL 476546.1 3774964 3.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4250 ALL 476566.1 3774964 3.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4251 ALL 476586.1 3774964 3.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4252 ALL 476606.1 3774964 3.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4253 ALL 476626.1 3774964 3.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4254 ALL 476646.1 3774964 3.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4255 ALL 476666.1 3774964 3.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4256 ALL 476686.1 3774964 2.98E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4257 ALL 476706.1 3774964 2.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4258 ALL 476726.1 3774964 2.89E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4259 ALL 476746.1 3774964 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4260 ALL 476766.1 3774964 2.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4261 ALL 476786.1 3774964 2.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4262 ALL 476806.1 3774964 2.68E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4263 ALL 476826.1 3774964 2.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4264 ALL 476846.1 3774964 2.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4265 ALL 476866.1 3774964 2.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4266 ALL 476886.1 3774964 2.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4267 ALL 476906.1 3774964 2.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4268 ALL 476926.1 3774964 2.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4269 ALL 476946.1 3774964 2.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4270 ALL 476966.1 3774964 2.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4271 ALL 476986.1 3774964 2.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4272 ALL 477006.1 3774964 2.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4273 ALL 477026.1 3774964 2.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4274 ALL 477046.1 3774964 2.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4275 ALL 477066.1 3774964 1.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4276 ALL 477086.1 3774964 1.60E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4277 ALL 477106.1 3774964 1.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4278 ALL 477126.1 3774964 1.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4279 ALL 477146.1 3774964 1.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4280 ALL 477166.1 3774964 1.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4281 ALL 477186.1 3774964 1.38E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4282 ALL 477206.1 3774964 1.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4283 ALL 477226.1 3774964 1.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4284 ALL 477246.1 3774964 1.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4285 ALL 477266.1 3774964 1.24E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4286 ALL 477286.1 3774964 1.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4287 ALL 477306.1 3774964 1.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4288 ALL 477326.1 3774964 1.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4289 ALL 477346.1 3774964 1.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4290 ALL 477366.1 3774964 1.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4291 ALL 477386.1 3774964 1.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4292 ALL 477406.1 3774964 1.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4293 ALL 477426.1 3774964 1.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4294 ALL 477446.1 3774964 1.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4295 ALL 477466.1 3774964 1.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4296 ALL 477486.1 3774964 9.90E-09 0.875YrCancerRMP_InhSoilDermMMilkCrops9.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4297 ALL 477506.1 3774964 9.74E-09 0.875YrCancerRMP_InhSoilDermMMilkCrops9.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4298 ALL 477526.1 3774964 9.59E-09 0.875YrCancerRMP_InhSoilDermMMilkCrops9.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4299 ALL 475946.1 3774984 1.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4300 ALL 475966.1 3774984 1.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4301 ALL 475986.1 3774984 2.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4302 ALL 476006.1 3774984 2.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4303 ALL 476026.1 3774984 2.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4304 ALL 476046.1 3774984 2.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4305 ALL 476066.1 3774984 2.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4306 ALL 476086.1 3774984 2.30E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4307 ALL 476106.1 3774984 2.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4308 ALL 476126.1 3774984 2.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4309 ALL 476146.1 3774984 2.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4310 ALL 476166.1 3774984 2.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4311 ALL 476186.1 3774984 2.56E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4312 ALL 476206.1 3774984 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4313 ALL 476226.1 3774984 2.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4314 ALL 476246.1 3774984 2.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4315 ALL 476266.1 3774984 2.75E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4316 ALL 476286.1 3774984 2.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4317 ALL 476306.1 3774984 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4318 ALL 476326.1 3774984 2.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4319 ALL 476346.1 3774984 2.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4320 ALL 476366.1 3774984 2.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4321 ALL 476386.1 3774984 2.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4322 ALL 476406.1 3774984 2.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4323 ALL 476426.1 3774984 3.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4324 ALL 476446.1 3774984 3.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4325 ALL 476466.1 3774984 3.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4326 ALL 476486.1 3774984 3.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4327 ALL 476506.1 3774984 3.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4328 ALL 476526.1 3774984 3.03E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4329 ALL 476546.1 3774984 3.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4330 ALL 476566.1 3774984 3.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops3.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4331 ALL 476586.1 3774984 2.99E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4332 ALL 476606.1 3774984 2.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4333 ALL 476626.1 3774984 2.94E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4334 ALL 476646.1 3774984 2.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4335 ALL 476666.1 3774984 2.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4336 ALL 476686.1 3774984 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4337 ALL 476706.1 3774984 2.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4338 ALL 476726.1 3774984 2.76E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4339 ALL 476746.1 3774984 2.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4340 ALL 476766.1 3774984 2.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4341 ALL 476786.1 3774984 2.62E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4342 ALL 476806.1 3774984 2.57E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4343 ALL 476826.1 3774984 2.52E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4344 ALL 476846.1 3774984 2.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4345 ALL 476866.1 3774984 2.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4346 ALL 476886.1 3774984 2.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4347 ALL 476906.1 3774984 2.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4348 ALL 476926.1 3774984 2.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4349 ALL 476946.1 3774984 2.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4350 ALL 476966.1 3774984 2.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4351 ALL 476986.1 3774984 2.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4352 ALL 477006.1 3774984 2.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4353 ALL 477026.1 3774984 2.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4354 ALL 477046.1 3774984 1.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4355 ALL 477066.1 3774984 1.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4356 ALL 477086.1 3774984 1.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4357 ALL 477106.1 3774984 1.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4358 ALL 477126.1 3774984 1.42E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4359 ALL 477146.1 3774984 1.39E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4360 ALL 477166.1 3774984 1.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4361 ALL 477186.1 3774984 1.33E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4362 ALL 477206.1 3774984 1.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4363 ALL 477226.1 3774984 1.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4364 ALL 477246.1 3774984 1.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4365 ALL 477266.1 3774984 1.20E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4366 ALL 477286.1 3774984 1.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4367 ALL 477306.1 3774984 1.15E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4368 ALL 477326.1 3774984 1.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4369 ALL 477346.1 3774984 1.11E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4370 ALL 477366.1 3774984 1.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4371 ALL 477386.1 3774984 1.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4372 ALL 477406.1 3774984 1.05E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4373 ALL 477426.1 3774984 1.01E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4374 ALL 477446.1 3774984 9.94E-09 0.875YrCancerRMP_InhSoilDermMMilkCrops9.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4375 ALL 477466.1 3774984 9.78E-09 0.875YrCancerRMP_InhSoilDermMMilkCrops9.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4376 ALL 477486.1 3774984 9.62E-09 0.875YrCancerRMP_InhSoilDermMMilkCrops9.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4377 ALL 477506.1 3774984 9.46E-09 0.875YrCancerRMP_InhSoilDermMMilkCrops9.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4378 ALL 477526.1 3774984 9.32E-09 0.875YrCancerRMP_InhSoilDermMMilkCrops9.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4379 ALL 475946.1 3775004 1.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4380 ALL 475966.1 3775004 1.93E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4381 ALL 475986.1 3775004 1.97E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4382 ALL 476006.1 3775004 2.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4383 ALL 476026.1 3775004 2.07E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4384 ALL 476046.1 3775004 2.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4385 ALL 476066.1 3775004 2.17E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4386 ALL 476086.1 3775004 2.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4387 ALL 476106.1 3775004 2.26E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4388 ALL 476126.1 3775004 2.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4389 ALL 476146.1 3775004 2.36E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4390 ALL 476166.1 3775004 2.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4391 ALL 476186.1 3775004 2.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4392 ALL 476206.1 3775004 2.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4393 ALL 476226.1 3775004 2.54E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4394 ALL 476246.1 3775004 2.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4395 ALL 476266.1 3775004 2.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4396 ALL 476286.1 3775004 2.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4397 ALL 476306.1 3775004 2.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4398 ALL 476326.1 3775004 2.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4399 ALL 476346.1 3775004 2.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4400 ALL 476366.1 3775004 2.80E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4401 ALL 476386.1 3775004 2.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4402 ALL 476406.1 3775004 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4403 ALL 476426.1 3775004 2.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4404 ALL 476446.1 3775004 2.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4405 ALL 476466.1 3775004 2.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4406 ALL 476486.1 3775004 2.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4407 ALL 476506.1 3775004 2.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4408 ALL 476526.1 3775004 2.88E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4409 ALL 476546.1 3775004 2.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4410 ALL 476566.1 3775004 2.86E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4411 ALL 476586.1 3775004 2.84E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4412 ALL 476606.1 3775004 2.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4413 ALL 476626.1 3775004 2.79E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4414 ALL 476646.1 3775004 2.77E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4415 ALL 476666.1 3775004 2.74E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4416 ALL 476686.1 3775004 2.70E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4417 ALL 476706.1 3775004 2.67E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4418 ALL 476726.1 3775004 2.63E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4419 ALL 476746.1 3775004 2.59E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4420 ALL 476766.1 3775004 2.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4421 ALL 476786.1 3775004 2.50E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4422 ALL 476806.1 3775004 2.46E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4423 ALL 476826.1 3775004 2.41E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4424 ALL 476846.1 3775004 2.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4425 ALL 476866.1 3775004 2.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4426 ALL 476886.1 3775004 2.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4427 ALL 476906.1 3775004 2.23E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4428 ALL 476926.1 3775004 2.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4429 ALL 476946.1 3775004 2.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4430 ALL 476966.1 3775004 2.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4431 ALL 476986.1 3775004 2.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4432 ALL 477006.1 3775004 2.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4433 ALL 477026.1 3775004 1.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4434 ALL 477046.1 3775004 1.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4435 ALL 477066.1 3775004 1.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4436 ALL 477086.1 3775004 1.45E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4437 ALL 477106.1 3775004 1.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4438 ALL 477126.1 3775004 1.37E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4439 ALL 477146.1 3775004 1.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4440 ALL 477166.1 3775004 1.32E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4441 ALL 477186.1 3775004 1.29E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4442 ALL 477206.1 3775004 1.25E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4443 ALL 477226.1 3775004 1.21E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4444 ALL 477246.1 3775004 1.19E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4445 ALL 477266.1 3775004 1.16E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4446 ALL 477286.1 3775004 1.14E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4447 ALL 477306.1 3775004 1.12E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4448 ALL 477326.1 3775004 1.10E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4449 ALL 477346.1 3775004 1.08E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4450 ALL 477366.1 3775004 1.06E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4451 ALL 477386.1 3775004 1.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4452 ALL 477406.1 3775004 1.02E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4453 ALL 477426.1 3775004 9.86E-09 0.875YrCancerRMP_InhSoilDermMMilkCrops9.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4454 ALL 477446.1 3775004 9.67E-09 0.875YrCancerRMP_InhSoilDermMMilkCrops9.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4455 ALL 477466.1 3775004 9.51E-09 0.875YrCancerRMP_InhSoilDermMMilkCrops9.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4456 ALL 477486.1 3775004 9.36E-09 0.875YrCancerRMP_InhSoilDermMMilkCrops9.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4457 ALL 477506.1 3775004 9.21E-09 0.875YrCancerRMP_InhSoilDermMMilkCrops9.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4458 ALL 477526.1 3775004 9.06E-09 0.875YrCancerRMP_InhSoilDermMMilkCrops9.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4459 ALL 475946.1 3775024 1.82E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4460 ALL 475966.1 3775024 1.87E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4461 ALL 475986.1 3775024 1.91E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4462 ALL 476006.1 3775024 1.95E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops1.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4463 ALL 476026.1 3775024 2.00E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4464 ALL 476046.1 3775024 2.04E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4465 ALL 476066.1 3775024 2.09E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4466 ALL 476086.1 3775024 2.13E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4467 ALL 476106.1 3775024 2.18E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4468 ALL 476126.1 3775024 2.22E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4469 ALL 476146.1 3775024 2.27E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4470 ALL 476166.1 3775024 2.31E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4471 ALL 476186.1 3775024 2.35E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4472 ALL 476206.1 3775024 2.40E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4473 ALL 476226.1 3775024 2.44E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4474 ALL 476246.1 3775024 2.47E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4475 ALL 476266.1 3775024 2.51E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4476 ALL 476286.1 3775024 2.55E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4477 ALL 476306.1 3775024 2.58E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4478 ALL 476326.1 3775024 2.61E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4479 ALL 476346.1 3775024 2.64E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4480 ALL 476366.1 3775024 2.66E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4481 ALL 476386.1 3775024 2.69E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4482 ALL 476406.1 3775024 2.71E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4483 ALL 476426.1 3775024 2.72E-08 0.875YrCancerRMP_InhSoilDermMMilkCrops2.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1.41E-06



1.41E+00

Max at School

1.12



HRA Files
Project Operation



6th and Del Rosa Warehouse - Operational HRA
San Bernardino-South Coast County, Annual

Project Characteristics - Operational HRA for DPM, passenger vehicles zeroed out.

Land Use - Applicant provided information

Construction Phase - Assume approximately 10 months for total construction. 

Off-road Equipment - Default

Off-road Equipment - Default

Off-road Equipment - Default

Off-road Equipment - Default

1.1 Land Usage

Land Uses Size Metric Lot Acreage Floor Surface Area Population

Unrefrigerated Warehouse-No Rail 23.95 1000sqft 0.55 23,950.00 0

Unrefrigerated Warehouse-Rail 23.95 1000sqft 0.55 23,950.00 0

Other Asphalt Surfaces 0.57 Acre 0.57 24,829.20 0

Parking Lot 71.00 Space 0.64 28,400.00 0

City Park 0.62 Acre 0.62 27,005.89 0

1.2 Other Project Characteristics

Urbanization

Climate Zone

Urban

10

Wind Speed (m/s) Precipitation Freq (Days)2.2 32

1.3 User Entered Comments & Non-Default Data

1.0 Project Characteristics

Utility Company Southern California Edison

2024Operational Year

CO2 Intensity 
(lb/MWhr)

390.98 0.033CH4 Intensity 
(lb/MWhr)

0.004N2O Intensity 
(lb/MWhr)
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6th and Del Rosa Warehouse - Operational HRA - San Bernardino-South Coast County, Annual

EMFAC Off-Model Adjustment Factors for Gasoline Light Duty Vehicle to Account for the SAFE Vehicle Rule Not Applied
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Off-road Equipment - Default

Trips and VMT - Values rounded up to even values to account for arrival and departure trips

Grading - Materials balanced onsite

Vehicle Trips - Per traffic analysis. Warehouse split into no-rail and rail to model trucks and cars separately. No-rail represents truck trips and rail represents 
passenger vehicles.

Construction Off-road Equipment Mitigation - 

Operational Off-Road Equipment - Per applicant provided information.

Fleet Mix - Modeled trucks and passenger vehicles sperately as land use subtypes.

Table Name Column Name Default Value New Value

tblConstructionPhase NumDays 220.00 197.00

tblFleetMix HHD 0.02 0.63

tblFleetMix HHD 0.02 0.00

tblFleetMix LDA 0.54 0.00

tblFleetMix LDA 0.54 0.70

tblFleetMix LDT1 0.06 0.00

tblFleetMix LDT1 0.06 0.07

tblFleetMix LDT2 0.17 0.00

tblFleetMix LDT2 0.17 0.22

tblFleetMix LHD1 0.03 0.22

tblFleetMix LHD1 0.03 0.00

tblFleetMix LHD2 7.1040e-003 0.06

tblFleetMix LHD2 7.1040e-003 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MCY 0.03 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MDV 0.14 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MH 4.8300e-003 0.00

tblFleetMix MHD 0.01 0.10
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6th and Del Rosa Warehouse - Operational HRA - San Bernardino-South Coast County, Annual

EMFAC Off-Model Adjustment Factors for Gasoline Light Duty Vehicle to Account for the SAFE Vehicle Rule Not Applied
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tblFleetMix MHD 0.01 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix OBUS 5.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix SBUS 9.5400e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00

tblFleetMix UBUS 2.5100e-004 0.00

tblLandUse LandUseSquareFeet 27,007.20 27,005.89

tblOperationalOffRoadEquipment OperHoursPerDay 8.00 24.00

tblOperationalOffRoadEquipment OperOffRoadEquipmentNumber 0.00 6.00

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 0.00 4.00

tblTripsAndVMT VendorTripNumber 21.00 22.00

tblTripsAndVMT WorkerTripNumber 15.00 16.00

tblTripsAndVMT WorkerTripNumber 11.00 12.00

tblVehicleTrips CC_TL 8.40 40.00

tblVehicleTrips CC_TL 8.40 16.60

tblVehicleTrips CNW_TL 6.90 40.00

tblVehicleTrips CNW_TL 6.90 16.60

tblVehicleTrips CW_TL 16.60 40.00

tblVehicleTrips ST_TR 1.96 0.00

tblVehicleTrips ST_TR 1.74 0.96

tblVehicleTrips ST_TR 1.74 0.00

tblVehicleTrips SU_TR 2.19 0.00

tblVehicleTrips SU_TR 1.74 0.96

tblVehicleTrips SU_TR 1.74 0.00

tblVehicleTrips WD_TR 0.78 0.00

tblVehicleTrips WD_TR 1.74 0.96

tblVehicleTrips WD_TR 1.74 0.00
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2.0 Emissions Summary

2.1 Overall Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year tons/yr MT/yr

2023 0.4327 1.5513 1.7195 3.5700e-
003

0.0977 0.0665 0.1642 0.0305 0.0635 0.0941 0.0000 306.8881 306.8881 0.0463 6.9100e-
003

310.1024

Maximum 0.4327 1.5513 1.7195 3.5700e-
003

0.0977 0.0665 0.1642 0.0305 0.0635 0.0941 0.0000 306.8881 306.8881 0.0463 6.9100e-
003

310.1024

Unmitigated Construction

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Year tons/yr MT/yr

2023 0.4327 1.5513 1.7195 3.5700e-
003

0.0847 0.0665 0.1512 0.0247 0.0635 0.0883 0.0000 306.8878 306.8878 0.0463 6.9100e-
003

310.1021

Maximum 0.4327 1.5513 1.7195 3.5700e-
003

0.0847 0.0665 0.1512 0.0247 0.0635 0.0883 0.0000 306.8878 306.8878 0.0463 6.9100e-
003

310.1021

Mitigated Construction
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00 13.30 0.00 7.92 18.96 0.00 6.16 0.00 0.00 0.00 0.00 0.00 0.00

Quarter Start Date End Date Maximum Unmitigated ROG + NOX (tons/quarter) Maximum Mitigated ROG + NOX (tons/quarter)

1 1-1-2023 3-31-2023 0.5283 0.5283

2 4-1-2023 6-30-2023 0.5354 0.5354

3 7-1-2023 9-30-2023 0.5413 0.5413

Highest 0.5413 0.5413

2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Area 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Energy 5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 26.6087 26.6087 1.9100e-
003

3.1000e-
004

26.7500

Mobile 0.0153 0.6777 0.1940 3.5100e-
003

0.1351 6.8000e-
003

0.1419 0.0378 6.5000e-
003

0.0443 0.0000 342.3507 342.3507 0.0115 0.0489 357.2045

Offroad 0.2204 2.0674 2.6660 3.5800e-
003

0.1194 0.1194 0.1098 0.1098 0.0000 314.2413 314.2413 0.1016 0.0000 316.7821

Waste 0.0000 0.0000 0.0000 0.0000 9.1488 0.0000 9.1488 0.5407 0.0000 22.6658

Water 0.0000 0.0000 0.0000 0.0000 3.5142 27.0344 30.5486 0.3632 8.8000e-
003

42.2513

Total 0.4361 2.7499 2.8655 7.1200e-
003

0.1351 0.1266 0.2616 0.0378 0.1167 0.1545 12.6630 710.2380 722.9010 1.0190 0.0580 765.6568

Unmitigated Operational
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2.2 Overall Operational

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Area 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Energy 5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 26.6087 26.6087 1.9100e-
003

3.1000e-
004

26.7500

Mobile 0.0153 0.6777 0.1940 3.5100e-
003

0.1351 6.8000e-
003

0.1419 0.0378 6.5000e-
003

0.0443 0.0000 342.3507 342.3507 0.0115 0.0489 357.2045

Offroad 0.2204 2.0674 2.6660 3.5800e-
003

0.1194 0.1194 0.1098 0.1098 0.0000 314.2413 314.2413 0.1016 0.0000 316.7821

Waste 0.0000 0.0000 0.0000 0.0000 9.1488 0.0000 9.1488 0.5407 0.0000 22.6658

Water 0.0000 0.0000 0.0000 0.0000 3.5142 27.0344 30.5486 0.3632 8.8000e-
003

42.2513

Total 0.4361 2.7499 2.8655 7.1200e-
003

0.1351 0.1266 0.2616 0.0378 0.1167 0.1545 12.6630 710.2380 722.9010 1.0190 0.0580 765.6568

Mitigated Operational

3.0 Construction Detail

Construction Phase

Phase 
Number

Phase Name Phase Type Start Date End Date Num Days 
Week

Num Days Phase Description

1 Site Preparation Site Preparation 1/1/2023 1/4/2023 5 3

2 Grading Grading 1/5/2023 1/12/2023 5 6

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00
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3 Building Construction Building Construction 1/13/2023 10/16/2023 5 197

4 Paving Paving 10/17/2023 10/30/2023 5 10

5 Architectural Coating Architectural Coating 11/1/2023 11/14/2023 5 10

OffRoad Equipment

Phase Name Offroad Equipment Type Amount Usage Hours Horse Power Load Factor

Site Preparation Graders 1 8.00 187 0.41

Site Preparation Scrapers 1 8.00 367 0.48

Site Preparation Tractors/Loaders/Backhoes 1 7.00 97 0.37

Grading Graders 1 8.00 187 0.41

Grading Rubber Tired Dozers 1 8.00 247 0.40

Grading Tractors/Loaders/Backhoes 2 7.00 97 0.37

Building Construction Cranes 1 8.00 231 0.29

Building Construction Forklifts 2 7.00 89 0.20

Building Construction Generator Sets 1 8.00 84 0.74

Building Construction Tractors/Loaders/Backhoes 1 6.00 97 0.37

Building Construction Welders 3 8.00 46 0.45

Paving Cement and Mortar Mixers 1 8.00 9 0.56

Paving Pavers 1 8.00 130 0.42

Paving Paving Equipment 1 8.00 132 0.36

Paving Rollers 2 8.00 80 0.38

Paving Tractors/Loaders/Backhoes 1 8.00 97 0.37

Architectural Coating Air Compressors 1 6.00 78 0.48

Residential Indoor: 0; Residential Outdoor: 0; Non-Residential Indoor: 71,850; Non-Residential Outdoor: 23,950; Striped Parking Area: 3,194 
(Architectural Coating – sqft)

Acres of Grading (Site Preparation Phase): 4.5

Acres of Grading (Grading Phase): 6

Acres of Paving: 1.21
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 2.3900e-
003

0.0000 2.3900e-
003

2.6000e-
004

0.0000 2.6000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 1.9500e-
003

0.0214 0.0147 4.0000e-
005

8.1000e-
004

8.1000e-
004

7.5000e-
004

7.5000e-
004

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Total 1.9500e-
003

0.0214 0.0147 4.0000e-
005

2.3900e-
003

8.1000e-
004

3.2000e-
003

2.6000e-
004

7.5000e-
004

1.0100e-
003

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Unmitigated Construction On-Site

3.1 Mitigation Measures Construction

Water Exposed Area

Trips and VMT

Phase Name Offroad Equipment 
Count

Worker Trip 
Number

Vendor Trip 
Number

Hauling Trip 
Number

Worker Trip 
Length

Vendor Trip 
Length

Hauling Trip 
Length

Worker Vehicle 
Class

Vendor 
Vehicle Class

Hauling 
Vehicle Class

Site Preparation 3 8.00 4.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Grading 4 10.00 4.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Building Construction 8 54.00 22.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Paving 6 16.00 0.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

Architectural Coating 1 12.00 0.00 0.00 14.70 6.90 20.00 LD_Mix HDT_Mix HHDT
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.0000e-
005

2.2000e-
004

9.0000e-
005

0.0000 4.0000e-
005

0.0000 4.0000e-
005

1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.1046 0.1046 0.0000 2.0000e-
005

0.1092

Worker 4.0000e-
005

3.0000e-
005

3.9000e-
004

0.0000 1.3000e-
004

0.0000 1.3000e-
004

3.0000e-
005

0.0000 4.0000e-
005

0.0000 0.1015 0.1015 0.0000 0.0000 0.1024

Total 5.0000e-
005

2.5000e-
004

4.8000e-
004

0.0000 1.7000e-
004

0.0000 1.7000e-
004

4.0000e-
005

0.0000 5.0000e-
005

0.0000 0.2061 0.2061 0.0000 2.0000e-
005

0.2116

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 1.0700e-
003

0.0000 1.0700e-
003

1.2000e-
004

0.0000 1.2000e-
004

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 1.9500e-
003

0.0214 0.0147 4.0000e-
005

8.1000e-
004

8.1000e-
004

7.5000e-
004

7.5000e-
004

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Total 1.9500e-
003

0.0214 0.0147 4.0000e-
005

1.0700e-
003

8.1000e-
004

1.8800e-
003

1.2000e-
004

7.5000e-
004

8.7000e-
004

0.0000 3.2317 3.2317 1.0500e-
003

0.0000 3.2578

Mitigated Construction On-Site
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3.2 Site Preparation - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.0000e-
005

2.2000e-
004

9.0000e-
005

0.0000 4.0000e-
005

0.0000 4.0000e-
005

1.0000e-
005

0.0000 1.0000e-
005

0.0000 0.1046 0.1046 0.0000 2.0000e-
005

0.1092

Worker 4.0000e-
005

3.0000e-
005

3.9000e-
004

0.0000 1.3000e-
004

0.0000 1.3000e-
004

3.0000e-
005

0.0000 4.0000e-
005

0.0000 0.1015 0.1015 0.0000 0.0000 0.1024

Total 5.0000e-
005

2.5000e-
004

4.8000e-
004

0.0000 1.7000e-
004

0.0000 1.7000e-
004

4.0000e-
005

0.0000 5.0000e-
005

0.0000 0.2061 0.2061 0.0000 2.0000e-
005

0.2116

Mitigated Construction Off-Site

3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 0.0213 0.0000 0.0213 0.0103 0.0000 0.0103 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 4.0000e-
003

0.0434 0.0261 6.0000e-
005

1.8100e-
003

1.8100e-
003

1.6700e-
003

1.6700e-
003

0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Total 4.0000e-
003

0.0434 0.0261 6.0000e-
005

0.0213 1.8100e-
003

0.0231 0.0103 1.6700e-
003

0.0119 0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Unmitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.0000e-
005

4.4000e-
004

1.8000e-
004

0.0000 8.0000e-
005

0.0000 8.0000e-
005

2.0000e-
005

0.0000 2.0000e-
005

0.0000 0.2091 0.2091 1.0000e-
005

3.0000e-
005

0.2185

Worker 1.0000e-
004

8.0000e-
005

9.7000e-
004

0.0000 3.3000e-
004

0.0000 3.3000e-
004

9.0000e-
005

0.0000 9.0000e-
005

0.0000 0.2537 0.2537 1.0000e-
005

1.0000e-
005

0.2560

Total 1.1000e-
004

5.2000e-
004

1.1500e-
003

0.0000 4.1000e-
004

0.0000 4.1000e-
004

1.1000e-
004

0.0000 1.1000e-
004

0.0000 0.4629 0.4629 2.0000e-
005

4.0000e-
005

0.4745

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Fugitive Dust 9.5600e-
003

0.0000 9.5600e-
003

4.6200e-
003

0.0000 4.6200e-
003

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 4.0000e-
003

0.0434 0.0261 6.0000e-
005

1.8100e-
003

1.8100e-
003

1.6700e-
003

1.6700e-
003

0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Total 4.0000e-
003

0.0434 0.0261 6.0000e-
005

9.5600e-
003

1.8100e-
003

0.0114 4.6200e-
003

1.6700e-
003

6.2900e-
003

0.0000 5.4312 5.4312 1.7600e-
003

0.0000 5.4751

Mitigated Construction On-Site
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3.3 Grading - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 1.0000e-
005

4.4000e-
004

1.8000e-
004

0.0000 8.0000e-
005

0.0000 8.0000e-
005

2.0000e-
005

0.0000 2.0000e-
005

0.0000 0.2091 0.2091 1.0000e-
005

3.0000e-
005

0.2185

Worker 1.0000e-
004

8.0000e-
005

9.7000e-
004

0.0000 3.3000e-
004

0.0000 3.3000e-
004

9.0000e-
005

0.0000 9.0000e-
005

0.0000 0.2537 0.2537 1.0000e-
005

1.0000e-
005

0.2560

Total 1.1000e-
004

5.2000e-
004

1.1500e-
003

0.0000 4.1000e-
004

0.0000 4.1000e-
004

1.1000e-
004

0.0000 1.1000e-
004

0.0000 0.4629 0.4629 2.0000e-
005

4.0000e-
005

0.4745

Mitigated Construction Off-Site

3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 0.1688 1.3420 1.4001 2.4700e-
003

0.0604 0.0604 0.0579 0.0579 0.0000 204.5865 204.5865 0.0387 0.0000 205.5538

Total 0.1688 1.3420 1.4001 2.4700e-
003

0.0604 0.0604 0.0579 0.0579 0.0000 204.5865 204.5865 0.0387 0.0000 205.5538

Unmitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 2.4400e-
003

0.0800 0.0324 3.9000e-
004

0.0137 5.7000e-
004

0.0142 3.9400e-
003

5.5000e-
004

4.4900e-
003

0.0000 37.7671 37.7671 9.8000e-
004

5.5800e-
003

39.4549

Worker 0.0185 0.0138 0.1726 4.9000e-
004

0.0583 2.9000e-
004

0.0586 0.0155 2.7000e-
004

0.0158 0.0000 44.9856 44.9856 1.2000e-
003

1.2400e-
003

45.3838

Total 0.0210 0.0938 0.2050 8.8000e-
004

0.0720 8.6000e-
004

0.0729 0.0194 8.2000e-
004

0.0203 0.0000 82.7527 82.7527 2.1800e-
003

6.8200e-
003

84.8387

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 0.1688 1.3420 1.4001 2.4700e-
003

0.0604 0.0604 0.0579 0.0579 0.0000 204.5863 204.5863 0.0387 0.0000 205.5535

Total 0.1688 1.3420 1.4001 2.4700e-
003

0.0604 0.0604 0.0579 0.0579 0.0000 204.5863 204.5863 0.0387 0.0000 205.5535

Mitigated Construction On-Site
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3.4 Building Construction - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 2.4400e-
003

0.0800 0.0324 3.9000e-
004

0.0137 5.7000e-
004

0.0142 3.9400e-
003

5.5000e-
004

4.4900e-
003

0.0000 37.7671 37.7671 9.8000e-
004

5.5800e-
003

39.4549

Worker 0.0185 0.0138 0.1726 4.9000e-
004

0.0583 2.9000e-
004

0.0586 0.0155 2.7000e-
004

0.0158 0.0000 44.9856 44.9856 1.2000e-
003

1.2400e-
003

45.3838

Total 0.0210 0.0938 0.2050 8.8000e-
004

0.0720 8.6000e-
004

0.0729 0.0194 8.2000e-
004

0.0203 0.0000 82.7527 82.7527 2.1800e-
003

6.8200e-
003

84.8387

Mitigated Construction Off-Site

3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 4.4000e-
003

0.0431 0.0584 9.0000e-
005

2.1700e-
003

2.1700e-
003

2.0000e-
003

2.0000e-
003

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8179

Paving 1.5900e-
003

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 5.9900e-
003

0.0431 0.0584 9.0000e-
005

2.1700e-
003

2.1700e-
003

2.0000e-
003

2.0000e-
003

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8179

Unmitigated Construction On-Site
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3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 2.8000e-
004

2.1000e-
004

2.6000e-
003

1.0000e-
005

8.8000e-
004

0.0000 8.8000e-
004

2.3000e-
004

0.0000 2.4000e-
004

0.0000 0.6766 0.6766 2.0000e-
005

2.0000e-
005

0.6826

Total 2.8000e-
004

2.1000e-
004

2.6000e-
003

1.0000e-
005

8.8000e-
004

0.0000 8.8000e-
004

2.3000e-
004

0.0000 2.4000e-
004

0.0000 0.6766 0.6766 2.0000e-
005

2.0000e-
005

0.6826

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Off-Road 4.4000e-
003

0.0431 0.0584 9.0000e-
005

2.1700e-
003

2.1700e-
003

2.0000e-
003

2.0000e-
003

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8178

Paving 1.5900e-
003

0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Total 5.9900e-
003

0.0431 0.0584 9.0000e-
005

2.1700e-
003

2.1700e-
003

2.0000e-
003

2.0000e-
003

0.0000 7.7564 7.7564 2.4600e-
003

0.0000 7.8178

Mitigated Construction On-Site
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3.5 Paving - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 2.8000e-
004

2.1000e-
004

2.6000e-
003

1.0000e-
005

8.8000e-
004

0.0000 8.8000e-
004

2.3000e-
004

0.0000 2.4000e-
004

0.0000 0.6766 0.6766 2.0000e-
005

2.0000e-
005

0.6826

Total 2.8000e-
004

2.1000e-
004

2.6000e-
003

1.0000e-
005

8.8000e-
004

0.0000 8.8000e-
004

2.3000e-
004

0.0000 2.4000e-
004

0.0000 0.6766 0.6766 2.0000e-
005

2.0000e-
005

0.6826

Mitigated Construction Off-Site

3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Archit. Coating 0.2294 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 9.6000e-
004

6.5100e-
003

9.0600e-
003

1.0000e-
005

3.5000e-
004

3.5000e-
004

3.5000e-
004

3.5000e-
004

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Total 0.2304 6.5100e-
003

9.0600e-
003

1.0000e-
005

3.5000e-
004

3.5000e-
004

3.5000e-
004

3.5000e-
004

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Unmitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 2.1000e-
004

1.6000e-
004

1.9500e-
003

1.0000e-
005

6.6000e-
004

0.0000 6.6000e-
004

1.7000e-
004

0.0000 1.8000e-
004

0.0000 0.5075 0.5075 1.0000e-
005

1.0000e-
005

0.5119

Total 2.1000e-
004

1.6000e-
004

1.9500e-
003

1.0000e-
005

6.6000e-
004

0.0000 6.6000e-
004

1.7000e-
004

0.0000 1.8000e-
004

0.0000 0.5075 0.5075 1.0000e-
005

1.0000e-
005

0.5119

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Archit. Coating 0.2294 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Off-Road 9.6000e-
004

6.5100e-
003

9.0600e-
003

1.0000e-
005

3.5000e-
004

3.5000e-
004

3.5000e-
004

3.5000e-
004

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Total 0.2304 6.5100e-
003

9.0600e-
003

1.0000e-
005

3.5000e-
004

3.5000e-
004

3.5000e-
004

3.5000e-
004

0.0000 1.2766 1.2766 8.0000e-
005

0.0000 1.2785

Mitigated Construction On-Site
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3.6 Architectural Coating - 2023

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Hauling 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Vendor 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Worker 2.1000e-
004

1.6000e-
004

1.9500e-
003

1.0000e-
005

6.6000e-
004

0.0000 6.6000e-
004

1.7000e-
004

0.0000 1.8000e-
004

0.0000 0.5075 0.5075 1.0000e-
005

1.0000e-
005

0.5119

Total 2.1000e-
004

1.6000e-
004

1.9500e-
003

1.0000e-
005

6.6000e-
004

0.0000 6.6000e-
004

1.7000e-
004

0.0000 1.8000e-
004

0.0000 0.5075 0.5075 1.0000e-
005

1.0000e-
005

0.5119

Mitigated Construction Off-Site

4.0 Operational Detail - Mobile

4.1 Mitigation Measures Mobile
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Mitigated 0.0153 0.6777 0.1940 3.5100e-
003

0.1351 6.8000e-
003

0.1419 0.0378 6.5000e-
003

0.0443 0.0000 342.3507 342.3507 0.0115 0.0489 357.2045

Unmitigated 0.0153 0.6777 0.1940 3.5100e-
003

0.1351 6.8000e-
003

0.1419 0.0378 6.5000e-
003

0.0443 0.0000 342.3507 342.3507 0.0115 0.0489 357.2045

4.2 Trip Summary Information

4.3 Trip Type Information

Average Daily Trip Rate Unmitigated Mitigated

Land Use Weekday Saturday Sunday Annual VMT Annual VMT

City Park 0.00 0.00 0.00

Other Asphalt Surfaces 0.00 0.00 0.00

Parking Lot 0.00 0.00 0.00

Unrefrigerated Warehouse-No Rail 22.99 22.99 22.99 312,192 312,192

Unrefrigerated Warehouse-Rail 0.00 0.00 0.00

Total 22.99 22.99 22.99 312,192 312,192

Miles Trip % Trip Purpose %

Land Use H-W or C-W H-S or C-C H-O or C-NW H-W or C-W H-S or C-C H-O or C-NW Primary Diverted Pass-by

City Park 16.60 8.40 6.90 33.00 48.00 19.00 66 28 6

Other Asphalt Surfaces 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Parking Lot 16.60 8.40 6.90 0.00 0.00 0.00 0 0 0

Unrefrigerated Warehouse-No 
Rail

40.00 40.00 40.00 59.00 0.00 41.00 92 5 3

Unrefrigerated Warehouse-Rail 16.60 16.60 16.60 59.00 0.00 41.00 92 5 3

4.4 Fleet Mix
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Land Use LDA LDT1 LDT2 MDV LHD1 LHD2 MHD HHD OBUS UBUS MCY SBUS MH

City Park 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Other Asphalt Surfaces 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Parking Lot 0.540566 0.056059 0.172680 0.136494 0.026304 0.007104 0.011680 0.017449 0.000554 0.000251 0.025076 0.000954 0.004830

Unrefrigerated Warehouse-No 
Rail

0.000000 0.000000 0.000000 0.000000 0.219000 0.059000 0.097000 0.625000 0.000000 0.000000 0.000000 0.000000 0.000000

Unrefrigerated Warehouse-Rail 0.703000 0.073000 0.224000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000 0.000000

5.0 Energy Detail

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Electricity 
Mitigated

0.0000 0.0000 0.0000 0.0000 0.0000 21.4709 21.4709 1.8100e-
003

2.2000e-
004

21.5816

Electricity 
Unmitigated

0.0000 0.0000 0.0000 0.0000 0.0000 21.4709 21.4709 1.8100e-
003

2.2000e-
004

21.5816

NaturalGas 
Mitigated

5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 5.1378 5.1378 1.0000e-
004

9.0000e-
005

5.1684

NaturalGas 
Unmitigated

5.2000e-
004

4.7200e-
003

3.9600e-
003

3.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 5.1378 5.1378 1.0000e-
004

9.0000e-
005

5.1684

5.1 Mitigation Measures Energy

Historical Energy Use: N
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5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr tons/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Unrefrigerated 
Warehouse-Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Total 5.2000e-
004

4.7200e-
003

3.9600e-
003

2.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 5.1378 5.1378 1.0000e-
004

1.0000e-
004

5.1683

Unmitigated
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5.2 Energy by Land Use - NaturalGas

NaturalGa
s Use

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Land Use kBTU/yr tons/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Unrefrigerated 
Warehouse-Rail

48139.5 2.6000e-
004

2.3600e-
003

1.9800e-
003

1.0000e-
005

1.8000e-
004

1.8000e-
004

1.8000e-
004

1.8000e-
004

0.0000 2.5689 2.5689 5.0000e-
005

5.0000e-
005

2.5842

Total 5.2000e-
004

4.7200e-
003

3.9600e-
003

2.0000e-
005

3.6000e-
004

3.6000e-
004

3.6000e-
004

3.6000e-
004

0.0000 5.1378 5.1378 1.0000e-
004

1.0000e-
004

5.1683

Mitigated
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5.3 Energy by Land Use - Electricity

Electricity 
Use

Total CO2 CH4 N2O CO2e

Land Use kWh/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 9940 1.7628 1.5000e-
004

2.0000e-
005

1.7719

Unrefrigerated 
Warehouse-No 

Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Unrefrigerated 
Warehouse-Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Total 21.4709 1.8100e-
003

2.2000e-
004

21.5816

Unmitigated
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6.1 Mitigation Measures Area

6.0 Area Detail

5.3 Energy by Land Use - Electricity

Electricity 
Use

Total CO2 CH4 N2O CO2e

Land Use kWh/yr MT/yr

City Park 0 0.0000 0.0000 0.0000 0.0000

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 9940 1.7628 1.5000e-
004

2.0000e-
005

1.7719

Unrefrigerated 
Warehouse-No 

Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Unrefrigerated 
Warehouse-Rail

55564 9.8540 8.3000e-
004

1.0000e-
004

9.9049

Total 21.4709 1.8100e-
003

2.2000e-
004

21.5816

Mitigated
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ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Category tons/yr MT/yr

Mitigated 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Unmitigated 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory tons/yr MT/yr

Architectural 
Coating

0.0229 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.1768 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.4000e-
004

1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Total 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Unmitigated
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7.1 Mitigation Measures Water

7.0 Water Detail

6.2 Area by SubCategory

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

SubCategory tons/yr MT/yr

Architectural 
Coating

0.0229 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Consumer 
Products

0.1768 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000 0.0000

Landscaping 1.4000e-
004

1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Total 0.1999 1.0000e-
005

1.5300e-
003

0.0000 1.0000e-
005

1.0000e-
005

1.0000e-
005

1.0000e-
005

0.0000 2.9800e-
003

2.9800e-
003

1.0000e-
005

0.0000 3.1700e-
003

Mitigated
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Total CO2 CH4 N2O CO2e

Category MT/yr

Mitigated 30.5486 0.3632 8.8000e-
003

42.2513

Unmitigated 30.5486 0.3632 8.8000e-
003

42.2513

7.2 Water by Land Use

Indoor/Out
door Use

Total CO2 CH4 N2O CO2e

Land Use Mgal MT/yr

City Park 0 / 
0.738718

1.4555 1.2000e-
004

1.0000e-
005

1.4630

Other Asphalt 
Surfaces

0 / 0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 / 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Unrefrigerated 
Warehouse-Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Total 30.5486 0.3632 8.7900e-
003

42.2513

Unmitigated
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7.2 Water by Land Use

Indoor/Out
door Use

Total CO2 CH4 N2O CO2e

Land Use Mgal MT/yr

City Park 0 / 
0.738718

1.4555 1.2000e-
004

1.0000e-
005

1.4630

Other Asphalt 
Surfaces

0 / 0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 / 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Unrefrigerated 
Warehouse-Rail

5.53844 / 
0

14.5465 0.1816 4.3900e-
003

20.3941

Total 30.5486 0.3632 8.7900e-
003

42.2513

Mitigated

8.1 Mitigation Measures Waste

8.0 Waste Detail
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Total CO2 CH4 N2O CO2e

MT/yr

 Mitigated 9.1488 0.5407 0.0000 22.6658

 Unmitigated 9.1488 0.5407 0.0000 22.6658

Category/Year

8.2 Waste by Land Use

Waste 
Disposed

Total CO2 CH4 N2O CO2e

Land Use tons MT/yr

City Park 0.05 0.0102 6.0000e-
004

0.0000 0.0252

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

22.51 4.5693 0.2700 0.0000 11.3203

Unrefrigerated 
Warehouse-Rail

22.51 4.5693 0.2700 0.0000 11.3203

Total 9.1488 0.5407 0.0000 22.6658

Unmitigated

CalEEMod Version: CalEEMod.2020.4.0 Date: 12/5/2022 2:53 PMPage 29 of 31

6th and Del Rosa Warehouse - Operational HRA - San Bernardino-South Coast County, Annual

EMFAC Off-Model Adjustment Factors for Gasoline Light Duty Vehicle to Account for the SAFE Vehicle Rule Not Applied

., ., 

I I I 

■I I I I . --. -----. -.... ------..-----------------,. -----. -., ., 

I, 
I, 
1, 

I 11 I I I - - - - - - - - - - - ,.. - - - - - - .. ,--------,-------,-------"T - - - - - - -
I, 
I, 
1, 

I 11 I I I - - - - - - - - - - - ,.. - - - - - - .. ,-------,-------,-------"T - - - - - - -
I, 
I, 
1, 

I 11 I I I ........... •-------•,-------T------T-------r ...... . 
I •• I I I 

•• I I I 
•• I I I 
•• I I I 

-----------~------~-------1-------1-------•-------I, 
1, 
1, 
1, 



8.2 Waste by Land Use

Waste 
Disposed

Total CO2 CH4 N2O CO2e

Land Use tons MT/yr

City Park 0.05 0.0102 6.0000e-
004

0.0000 0.0252

Other Asphalt 
Surfaces

0 0.0000 0.0000 0.0000 0.0000

Parking Lot 0 0.0000 0.0000 0.0000 0.0000

Unrefrigerated 
Warehouse-No 

Rail

22.51 4.5693 0.2700 0.0000 11.3203

Unrefrigerated 
Warehouse-Rail

22.51 4.5693 0.2700 0.0000 11.3203

Total 9.1488 0.5407 0.0000 22.6658

Mitigated

9.0 Operational Offroad

Equipment Type Number Hours/Day Days/Year Horse Power Load Factor Fuel Type

Forklifts 6 24.00 260 89 0.20 Diesel
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11.0 Vegetation

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2e

Equipment Type tons/yr MT/yr

Forklifts 0.2204 2.0674 2.6660 3.5800e-
003

0.1194 0.1194 0.1098 0.1098 0.0000 314.2413 314.2413 0.1016 0.0000 316.7821

Total 0.2204 2.0674 2.6660 3.5800e-
003

0.1194 0.1194 0.1098 0.1098 0.0000 314.2413 314.2413 0.1016 0.0000 316.7821

UnMitigated/Mitigated

10.0 Stationary Equipment

Fire Pumps and Emergency Generators

Equipment Type Number Hours/Day Hours/Year Horse Power Load Factor Fuel Type

Boilers

Equipment Type Number Heat Input/Day Heat Input/Year Boiler Rating Fuel Type

User Defined Equipment

Equipment Type Number
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** Lakes Environmental AERMOD MPI
**
****************************************
**
** AERMOD Input Produced by:
** AERMOD View Ver. 10.2.1
** Lakes Environmental Software Inc.
** Date: 12/2/2022
** File: C:\Users\dtlar\OneDrive\Desktop\work models\6thRosaOp\6thRosaOp.ADI
**
****************************************
**
**
****************************************
** AERMOD Control Pathway
****************************************
**
**
CO STARTING
   TITLEONE Drake Warehouse Construction HRA
   MODELOPT DFAULT CONC
   AVERTIME 1 PERIOD
   URBANOPT 2035210 San_Bernardino
   POLLUTID PM_10
   RUNORNOT RUN
   ERRORFIL 6thRosaOp.err
CO FINISHED
**
****************************************
** AERMOD Source Pathway
****************************************
**
**
SO STARTING
** Source Location **
** Source ID - Type - X Coord. - Y Coord. **
** ---------------------------------------------------------------------
** Line Source Represented by Adjacent Volume Sources
** LINE VOLUME Source ID = TRUCKS
** DESCRSRC Trucks arrival and departure
** PREFIX
** Length of Side = 13.40
** Configuration = Adjacent
** Emission Rate = 1.0
** Vertical Dimension = 6.80
** SZINIT = 3.16
** Nodes = 9
** 476521.736, 3774404.415, 329.04, 3.40, 6.23
** 476774.827, 3774406.026, 331.04, 3.40, 6.23
** 476813.271, 3774306.166, 331.94, 3.40, 6.23



** 476826.085, 3774193.421, 331.00, 3.40, 6.23
** 476819.678, 3773776.265, 331.00, 3.40, 6.23
** 476986.269, 3773774.655, 332.00, 3.40, 6.23
** 477021.510, 3773781.097, 332.00, 3.40, 6.23
** 477215.332, 3773890.621, 334.00, 3.40, 6.23
** 477450.803, 3774013.029, 335.00, 3.40, 6.23
** ---------------------------------------------------------------------
   LOCATION L0002973     VOLUME   476528.436 3774404.458 329.00
   LOCATION L0002974     VOLUME   476541.836 3774404.543 329.40
   LOCATION L0002975     VOLUME   476555.235 3774404.628 329.85
   LOCATION L0002976     VOLUME   476568.635 3774404.713 330.00
   LOCATION L0002977     VOLUME   476582.035 3774404.799 330.00
   LOCATION L0002978     VOLUME   476595.435 3774404.884 330.00
   LOCATION L0002979     VOLUME   476608.834 3774404.969 330.00
   LOCATION L0002980     VOLUME   476622.234 3774405.054 330.00
   LOCATION L0002981     VOLUME   476635.634 3774405.140 330.00
   LOCATION L0002982     VOLUME   476649.033 3774405.225 330.00
   LOCATION L0002983     VOLUME   476662.433 3774405.310 330.42
   LOCATION L0002984     VOLUME   476675.833 3774405.396 330.87
   LOCATION L0002985     VOLUME   476689.233 3774405.481 331.00
   LOCATION L0002986     VOLUME   476702.632 3774405.566 331.00
   LOCATION L0002987     VOLUME   476716.032 3774405.651 331.00
   LOCATION L0002988     VOLUME   476729.432 3774405.737 331.00
   LOCATION L0002989     VOLUME   476742.832 3774405.822 331.00
   LOCATION L0002990     VOLUME   476756.231 3774405.907 331.00
   LOCATION L0002991     VOLUME   476769.631 3774405.993 331.00
   LOCATION L0002992     VOLUME   476777.774 3774398.369 331.26
   LOCATION L0002993     VOLUME   476782.589 3774385.864 331.43
   LOCATION L0002994     VOLUME   476787.403 3774373.358 331.59
   LOCATION L0002995     VOLUME   476792.217 3774360.853 331.75
   LOCATION L0002996     VOLUME   476797.031 3774348.348 331.91
   LOCATION L0002997     VOLUME   476801.846 3774335.843 332.00
   LOCATION L0002998     VOLUME   476806.660 3774323.337 332.00
   LOCATION L0002999     VOLUME   476811.474 3774310.832 332.00
   LOCATION L0003000     VOLUME   476814.219 3774297.820 332.00
   LOCATION L0003001     VOLUME   476815.733 3774284.505 331.97
   LOCATION L0003002     VOLUME   476817.246 3774271.191 331.79
   LOCATION L0003003     VOLUME   476818.759 3774257.877 331.65
   LOCATION L0003004     VOLUME   476820.273 3774244.562 331.41
   LOCATION L0003005     VOLUME   476821.786 3774231.248 331.12
   LOCATION L0003006     VOLUME   476823.299 3774217.934 331.00
   LOCATION L0003007     VOLUME   476824.813 3774204.620 331.00
   LOCATION L0003008     VOLUME   476826.053 3774191.292 331.00
   LOCATION L0003009     VOLUME   476825.847 3774177.894 331.00
   LOCATION L0003010     VOLUME   476825.641 3774164.495 331.00
   LOCATION L0003011     VOLUME   476825.435 3774151.097 331.00
   LOCATION L0003012     VOLUME   476825.230 3774137.698 331.00
   LOCATION L0003013     VOLUME   476825.024 3774124.300 330.60
   LOCATION L0003014     VOLUME   476824.818 3774110.901 330.15
   LOCATION L0003015     VOLUME   476824.612 3774097.503 329.95



   LOCATION L0003016     VOLUME   476824.406 3774084.105 329.87
   LOCATION L0003017     VOLUME   476824.201 3774070.706 329.81
   LOCATION L0003018     VOLUME   476823.995 3774057.308 329.81
   LOCATION L0003019     VOLUME   476823.789 3774043.909 329.80
   LOCATION L0003020     VOLUME   476823.583 3774030.511 329.79
   LOCATION L0003021     VOLUME   476823.377 3774017.113 329.79
   LOCATION L0003022     VOLUME   476823.172 3774003.714 329.87
   LOCATION L0003023     VOLUME   476822.966 3773990.316 329.97
   LOCATION L0003024     VOLUME   476822.760 3773976.917 330.24
   LOCATION L0003025     VOLUME   476822.554 3773963.519 330.58
   LOCATION L0003026     VOLUME   476822.348 3773950.120 330.60
   LOCATION L0003027     VOLUME   476822.143 3773936.722 330.26
   LOCATION L0003028     VOLUME   476821.937 3773923.324 330.00
   LOCATION L0003029     VOLUME   476821.731 3773909.925 330.00
   LOCATION L0003030     VOLUME   476821.525 3773896.527 330.00
   LOCATION L0003031     VOLUME   476821.319 3773883.128 330.31
   LOCATION L0003032     VOLUME   476821.114 3773869.730 330.63
   LOCATION L0003033     VOLUME   476820.908 3773856.332 330.70
   LOCATION L0003034     VOLUME   476820.702 3773842.933 330.70
   LOCATION L0003035     VOLUME   476820.496 3773829.535 330.76
   LOCATION L0003036     VOLUME   476820.290 3773816.136 330.90
   LOCATION L0003037     VOLUME   476820.085 3773802.738 331.00
   LOCATION L0003038     VOLUME   476819.879 3773789.339 331.00
   LOCATION L0003039     VOLUME   476820.003 3773776.262 331.00
   LOCATION L0003040     VOLUME   476833.402 3773776.133 331.00
   LOCATION L0003041     VOLUME   476846.801 3773776.003 331.00
   LOCATION L0003042     VOLUME   476860.201 3773775.874 331.00
   LOCATION L0003043     VOLUME   476873.600 3773775.744 331.00
   LOCATION L0003044     VOLUME   476886.999 3773775.615 331.00
   LOCATION L0003045     VOLUME   476900.399 3773775.485 331.00
   LOCATION L0003046     VOLUME   476913.798 3773775.355 331.00
   LOCATION L0003047     VOLUME   476927.198 3773775.226 331.25
   LOCATION L0003048     VOLUME   476940.597 3773775.096 331.69
   LOCATION L0003049     VOLUME   476953.996 3773774.967 332.00
   LOCATION L0003050     VOLUME   476967.396 3773774.837 332.00
   LOCATION L0003051     VOLUME   476980.795 3773774.708 332.00
   LOCATION L0003052     VOLUME   476994.066 3773776.080 332.00
   LOCATION L0003053     VOLUME   477007.247 3773778.490 332.00
   LOCATION L0003054     VOLUME   477020.429 3773780.900 332.00
   LOCATION L0003055     VOLUME   477032.219 3773787.149 332.00
   LOCATION L0003056     VOLUME   477043.885 3773793.741 332.00
   LOCATION L0003057     VOLUME   477055.552 3773800.333 332.00
   LOCATION L0003058     VOLUME   477067.218 3773806.926 332.00
   LOCATION L0003059     VOLUME   477078.884 3773813.518 332.30
   LOCATION L0003060     VOLUME   477090.551 3773820.110 332.69
   LOCATION L0003061     VOLUME   477102.217 3773826.703 333.00
   LOCATION L0003062     VOLUME   477113.883 3773833.295 333.00
   LOCATION L0003063     VOLUME   477125.549 3773839.887 332.98
   LOCATION L0003064     VOLUME   477137.216 3773846.479 333.25
   LOCATION L0003065     VOLUME   477148.882 3773853.072 333.64



   LOCATION L0003066     VOLUME   477160.548 3773859.664 334.00
   LOCATION L0003067     VOLUME   477172.214 3773866.256 334.00
   LOCATION L0003068     VOLUME   477183.881 3773872.848 333.96
   LOCATION L0003069     VOLUME   477195.547 3773879.441 334.00
   LOCATION L0003070     VOLUME   477207.213 3773886.033 334.00
   LOCATION L0003071     VOLUME   477218.947 3773892.500 334.00
   LOCATION L0003072     VOLUME   477230.837 3773898.681 334.00
   LOCATION L0003073     VOLUME   477242.726 3773904.862 334.00
   LOCATION L0003074     VOLUME   477254.616 3773911.042 334.00
   LOCATION L0003075     VOLUME   477266.505 3773917.223 334.00
   LOCATION L0003076     VOLUME   477278.395 3773923.404 334.00
   LOCATION L0003077     VOLUME   477290.284 3773929.584 334.00
   LOCATION L0003078     VOLUME   477302.174 3773935.765 334.00
   LOCATION L0003079     VOLUME   477314.063 3773941.946 334.00
   LOCATION L0003080     VOLUME   477325.952 3773948.126 334.00
   LOCATION L0003081     VOLUME   477337.842 3773954.307 334.00
   LOCATION L0003082     VOLUME   477349.731 3773960.488 334.00
   LOCATION L0003083     VOLUME   477361.621 3773966.668 334.00
   LOCATION L0003084     VOLUME   477373.510 3773972.849 334.12
   LOCATION L0003085     VOLUME   477385.400 3773979.030 334.52
   LOCATION L0003086     VOLUME   477397.289 3773985.211 334.92
   LOCATION L0003087     VOLUME   477409.179 3773991.391 335.00
   LOCATION L0003088     VOLUME   477421.068 3773997.572 335.00
   LOCATION L0003089     VOLUME   477432.957 3774003.753 335.00
   LOCATION L0003090     VOLUME   477444.847 3774009.933 335.00
** End of LINE VOLUME Source ID = TRUCKS
** ---------------------------------------------------------------------
** Line Source Represented by Adjacent Volume Sources
** LINE VOLUME Source ID = IDLE
** DESCRSRC Truck idle at bays
** PREFIX
** Length of Side = 8.60
** Configuration = Adjacent
** Emission Rate = 1.0
** Vertical Dimension = 8.00
** SZINIT = 3.72
** Nodes = 2
** 476524.039, 3774361.529, 329.07, 4.00, 4.00
** 476524.039, 3774330.229, 329.06, 4.00, 4.00
** ---------------------------------------------------------------------
   LOCATION L0002848     VOLUME   476524.039 3774357.229 329.00
   LOCATION L0002849     VOLUME   476524.039 3774348.629 329.00
   LOCATION L0002850     VOLUME   476524.039 3774340.029 329.00
   LOCATION L0002851     VOLUME   476524.039 3774331.429 329.00
** End of LINE VOLUME Source ID = IDLE
** ---------------------------------------------------------------------
** Line Source Represented by Adjacent Volume Sources
** LINE VOLUME Source ID = FORK
** DESCRSRC Forklift operation
** PREFIX



** Length of Side = 8.60
** Configuration = Adjacent
** Emission Rate = 1.0
** Vertical Dimension = 6.80
** SZINIT = 3.16
** Nodes = 2
** 476537.217, 3774360.705, 329.13, 3.40, 4.00
** 476538.041, 3774327.758, 329.00, 3.40, 4.00
** ---------------------------------------------------------------------
   LOCATION L0002852     VOLUME   476537.325 3774356.406 329.25
   LOCATION L0002853     VOLUME   476537.540 3774347.809 329.26
   LOCATION L0002854     VOLUME   476537.755 3774339.212 329.20
   LOCATION L0002855     VOLUME   476537.970 3774330.614 329.13
** End of LINE VOLUME Source ID = FORK
** ---------------------------------------------------------------------
** Line Source Represented by Adjacent Volume Sources
** LINE VOLUME Source ID = ONSITE
** DESCRSRC Onsite truck traffic
** PREFIX
** Length of Side = 13.40
** Configuration = Adjacent
** Emission Rate = 1.0
** Vertical Dimension = 6.80
** SZINIT = 3.16
** Nodes = 2
** 476535.602, 3774387.539, 329.13, 3.40, 6.23
** 476536.774, 3774328.900, 329.00, 3.40, 6.23
** ---------------------------------------------------------------------
   LOCATION L0003091     VOLUME   476535.736 3774380.840 329.20
   LOCATION L0003092     VOLUME   476536.003 3774367.443 329.21
   LOCATION L0003093     VOLUME   476536.271 3774354.046 329.21
   LOCATION L0003094     VOLUME   476536.539 3774340.648 329.18
** End of LINE VOLUME Source ID = ONSITE
** Source Parameters **
** LINE VOLUME Source ID = TRUCKS
   SRCPARAM L0002973     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002974     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002975     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002976     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002977     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002978     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002979     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002980     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002981     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002982     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002983     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002984     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002985     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002986     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002987     0.0084745763      3.40      6.23      3.16



   SRCPARAM L0002988     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002989     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002990     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002991     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002992     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002993     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002994     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002995     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002996     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002997     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002998     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0002999     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003000     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003001     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003002     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003003     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003004     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003005     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003006     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003007     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003008     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003009     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003010     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003011     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003012     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003013     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003014     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003015     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003016     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003017     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003018     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003019     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003020     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003021     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003022     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003023     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003024     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003025     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003026     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003027     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003028     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003029     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003030     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003031     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003032     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003033     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003034     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003035     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003036     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003037     0.0084745763      3.40      6.23      3.16



   SRCPARAM L0003038     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003039     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003040     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003041     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003042     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003043     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003044     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003045     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003046     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003047     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003048     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003049     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003050     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003051     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003052     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003053     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003054     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003055     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003056     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003057     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003058     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003059     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003060     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003061     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003062     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003063     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003064     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003065     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003066     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003067     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003068     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003069     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003070     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003071     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003072     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003073     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003074     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003075     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003076     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003077     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003078     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003079     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003080     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003081     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003082     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003083     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003084     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003085     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003086     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003087     0.0084745763      3.40      6.23      3.16



   SRCPARAM L0003088     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003089     0.0084745763      3.40      6.23      3.16
   SRCPARAM L0003090     0.0084745763      3.40      6.23      3.16
** ---------------------------------------------------------------------
** LINE VOLUME Source ID = IDLE
   SRCPARAM L0002848          0.25      4.00      4.00      3.72
   SRCPARAM L0002849          0.25      4.00      4.00      3.72
   SRCPARAM L0002850          0.25      4.00      4.00      3.72
   SRCPARAM L0002851          0.25      4.00      4.00      3.72
** ---------------------------------------------------------------------
** LINE VOLUME Source ID = FORK
   SRCPARAM L0002852          0.25      3.40      4.00      3.16
   SRCPARAM L0002853          0.25      3.40      4.00      3.16
   SRCPARAM L0002854          0.25      3.40      4.00      3.16
   SRCPARAM L0002855          0.25      3.40      4.00      3.16
** ---------------------------------------------------------------------
** LINE VOLUME Source ID = ONSITE
   SRCPARAM L0003091          0.25      3.40      6.23      3.16
   SRCPARAM L0003092          0.25      3.40      6.23      3.16
   SRCPARAM L0003093          0.25      3.40      6.23      3.16
   SRCPARAM L0003094          0.25      3.40      6.23      3.16
** ---------------------------------------------------------------------
   URBANSRC ALL
   SRCGROUP FORK     L0002852 L0002853 L0002854 L0002855
   SRCGROUP IDLE     L0002848 L0002849 L0002850 L0002851
   SRCGROUP ONSITE   L0003091 L0003092 L0003093 L0003094
   SRCGROUP TRUCKS   L0002973 L0002974 L0002975 L0002976 L0002977 L0002978
   SRCGROUP TRUCKS   L0002979 L0002980 L0002981 L0002982 L0002983 L0002984
   SRCGROUP TRUCKS   L0002985 L0002986 L0002987 L0002988 L0002989 L0002990
   SRCGROUP TRUCKS   L0002991 L0002992 L0002993 L0002994 L0002995 L0002996
   SRCGROUP TRUCKS   L0002997 L0002998 L0002999 L0003000 L0003001 L0003002
   SRCGROUP TRUCKS   L0003003 L0003004 L0003005 L0003006 L0003007 L0003008
   SRCGROUP TRUCKS   L0003009 L0003010 L0003011 L0003012 L0003013 L0003014
   SRCGROUP TRUCKS   L0003015 L0003016 L0003017 L0003018 L0003019 L0003020
   SRCGROUP TRUCKS   L0003021 L0003022 L0003023 L0003024 L0003025 L0003026
   SRCGROUP TRUCKS   L0003027 L0003028 L0003029 L0003030 L0003031 L0003032
   SRCGROUP TRUCKS   L0003033 L0003034 L0003035 L0003036 L0003037 L0003038
   SRCGROUP TRUCKS   L0003039 L0003040 L0003041 L0003042 L0003043 L0003044
   SRCGROUP TRUCKS   L0003045 L0003046 L0003047 L0003048 L0003049 L0003050
   SRCGROUP TRUCKS   L0003051 L0003052 L0003053 L0003054 L0003055 L0003056
   SRCGROUP TRUCKS   L0003057 L0003058 L0003059 L0003060 L0003061 L0003062
   SRCGROUP TRUCKS   L0003063 L0003064 L0003065 L0003066 L0003067 L0003068
   SRCGROUP TRUCKS   L0003069 L0003070 L0003071 L0003072 L0003073 L0003074
   SRCGROUP TRUCKS   L0003075 L0003076 L0003077 L0003078 L0003079 L0003080
   SRCGROUP TRUCKS   L0003081 L0003082 L0003083 L0003084 L0003085 L0003086
   SRCGROUP TRUCKS   L0003087 L0003088 L0003089 L0003090
   SRCGROUP ALL
SO FINISHED
**
****************************************



** AERMOD Receptor Pathway
****************************************
**
**
RE STARTING
   INCLUDED 6thRosaOp.rou
RE FINISHED
**
****************************************
** AERMOD Meteorology Pathway
****************************************
**
**
ME STARTING
   SURFFILE KRAL_v9.SFC
   PROFFILE KRAL_v9.PFL
   SURFDATA 3171 2012
   UAIRDATA 3190 2012
   PROFBASE 245.0 METERS
ME FINISHED
**
****************************************
** AERMOD Output Pathway
****************************************
**
**
OU STARTING
   RECTABLE ALLAVE 1ST
   RECTABLE 1 1ST
** Auto-Generated Plotfiles
   PLOTFILE 1 ALL 1ST 6THROSAOP.AD\01H1GALL.PLT 31
   PLOTFILE 1 FORK 1ST 6THROSAOP.AD\01H1G001.PLT 32
   PLOTFILE 1 IDLE 1ST 6THROSAOP.AD\01H1G002.PLT 33
   PLOTFILE 1 ONSITE 1ST 6THROSAOP.AD\01H1G003.PLT 34
   PLOTFILE 1 TRUCKS 1ST 6THROSAOP.AD\01H1G004.PLT 35
   PLOTFILE PERIOD ALL 6THROSAOP.AD\PE00GALL.PLT 36
   PLOTFILE PERIOD FORK 6THROSAOP.AD\PE00G001.PLT 37
   PLOTFILE PERIOD IDLE 6THROSAOP.AD\PE00G002.PLT 38
   PLOTFILE PERIOD ONSITE 6THROSAOP.AD\PE00G003.PLT 39
   PLOTFILE PERIOD TRUCKS 6THROSAOP.AD\PE00G004.PLT 40
   SUMMFILE 6thRosaOp.sum
OU FINISHED

  *** Message Summary For AERMOD Model Setup ***

  --------- Summary of Total Messages --------
  
 A Total of            0 Fatal Error Message(s)
 A Total of            2 Warning Message(s)



 A Total of            0 Informational Message(s)
  
  
    ******** FATAL ERROR MESSAGES ******** 
               ***  NONE  ***         
  
  
    ********   WARNING MESSAGES   ******** 
 ME W186     419       MEOPEN: THRESH_1MIN 1-min ASOS wind speed threshold used     
     0.50
 ME W187     419       MEOPEN: ADJ_U* Option for Stable Low Winds used in AERMET    
         

 ***********************************
 *** SETUP Finishes Successfully ***
 ***********************************
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                                            ***     MODEL SETUP OPTIONS SUMMARY     
 ***
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - -

 **Model Is Setup For Calculation of Average CONCentration Values.
  
   --  DEPOSITION LOGIC  --
 **NO GAS DEPOSITION Data Provided.
 **NO PARTICLE DEPOSITION Data Provided.
 **Model Uses NO DRY DEPLETION.  DRYDPLT  =  F
 **Model Uses NO WET DEPLETION.  WETDPLT  =  F
  
 **Model Uses URBAN Dispersion Algorithm for the SBL for   130 Source(s),
   for Total of    1 Urban Area(s):
   Urban Population =   2035210.0 ;  Urban Roughness Length =  1.000 m
  
 **Model Uses Regulatory DEFAULT Options:
         1. Stack-tip Downwash.
         2. Model Accounts for ELEVated Terrain Effects.
         3. Use Calms Processing Routine.
         4. Use Missing Data Processing Routine.
         5. No Exponential Decay.
         6. Urban Roughness Length of 1.0 Meter Assumed.
  



 **Other Options Specified:
         ADJ_U*   - Use ADJ_U* option for SBL in AERMET
         CCVR_Sub - Meteorological data includes CCVR substitutions
         TEMP_Sub - Meteorological data includes TEMP substitutions
  
 **Model Assumes No FLAGPOLE Receptor Heights.
  
 **The User Specified a Pollutant Type of:  PM_10   
  
 **Model Calculates  1 Short Term Average(s) of:   1-HR
     and Calculates PERIOD Averages
  
 **This Run Includes:    130 Source(s);       5 Source Group(s); and    4427 
Receptor(s)

                with:      0 POINT(s), including
                           0 POINTCAP(s) and      0 POINTHOR(s)
                 and:    130 VOLUME source(s)
                 and:      0 AREA type source(s)
                 and:      0 LINE source(s)
                 and:      0 RLINE/RLINEXT source(s)
                 and:      0 OPENPIT source(s)
                 and:      0 BUOYANT LINE source(s) with a total of     0 line(s)

  
 **Model Set To Continue RUNning After the Setup Testing.

 **The AERMET Input Meteorological Data Version Date:  16216
  
 **Output Options Selected:
          Model Outputs Tables of PERIOD Averages by Receptor
          Model Outputs Tables of Highest Short Term Values by Receptor (RECTABLE 
Keyword)
          Model Outputs External File(s) of High Values for Plotting (PLOTFILE 
Keyword)
          Model Outputs Separate Summary File of High Ranked Values (SUMMFILE 
Keyword)
  
 **NOTE:  The Following Flags May Appear Following CONC Values:  c for Calm Hours
                                                                 m for Missing Hours
                                                                 b for Both Calm and
Missing Hours
  
 **Misc. Inputs:  Base Elev. for Pot. Temp. Profile (m MSL) =   245.00 ;  Decay 
Coef. =    0.000     ;  Rot. Angle =     0.0
                  Emission Units = GRAMS/SEC                                ;  
Emission Rate Unit Factor =   0.10000E+07
                  Output Units   = MICROGRAMS/M**3                         
  
 **Approximate Storage Requirements of Model =      4.8 MB of RAM.



  
 **Input Runstream File:          aermod.inp                                        
                                             
 **Output Print File:             aermod.out                                        
                                             

 **Detailed Error/Message File:   6thRosaOp.err                                     
                                             
 **File for Summary of Results:   6thRosaOp.sum                                     
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                                                  *** VOLUME SOURCE DATA ***

               NUMBER EMISSION RATE                    BASE    RELEASE    INIT.    
INIT.   URBAN  EMISSION RATE
   SOURCE       PART.  (GRAMS/SEC)     X        Y      ELEV.   HEIGHT      SY       
SZ     SOURCE  SCALAR VARY
     ID         CATS.               (METERS) (METERS) (METERS) (METERS) (METERS) 
(METERS)              BY
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - -

 L0002973         0   0.84746E-02  476528.4 3774404.5   329.0     3.40     6.23     
3.16     YES          
 L0002974         0   0.84746E-02  476541.8 3774404.5   329.4     3.40     6.23     
3.16     YES          
 L0002975         0   0.84746E-02  476555.2 3774404.6   329.9     3.40     6.23     
3.16     YES          
 L0002976         0   0.84746E-02  476568.6 3774404.7   330.0     3.40     6.23     
3.16     YES          
 L0002977         0   0.84746E-02  476582.0 3774404.8   330.0     3.40     6.23     
3.16     YES          
 L0002978         0   0.84746E-02  476595.4 3774404.9   330.0     3.40     6.23     
3.16     YES          
 L0002979         0   0.84746E-02  476608.8 3774405.0   330.0     3.40     6.23     
3.16     YES          
 L0002980         0   0.84746E-02  476622.2 3774405.1   330.0     3.40     6.23     
3.16     YES          
 L0002981         0   0.84746E-02  476635.6 3774405.1   330.0     3.40     6.23     
3.16     YES          
 L0002982         0   0.84746E-02  476649.0 3774405.2   330.0     3.40     6.23     
3.16     YES          



 L0002983         0   0.84746E-02  476662.4 3774405.3   330.4     3.40     6.23     
3.16     YES          
 L0002984         0   0.84746E-02  476675.8 3774405.4   330.9     3.40     6.23     
3.16     YES          
 L0002985         0   0.84746E-02  476689.2 3774405.5   331.0     3.40     6.23     
3.16     YES          
 L0002986         0   0.84746E-02  476702.6 3774405.6   331.0     3.40     6.23     
3.16     YES          
 L0002987         0   0.84746E-02  476716.0 3774405.7   331.0     3.40     6.23     
3.16     YES          
 L0002988         0   0.84746E-02  476729.4 3774405.7   331.0     3.40     6.23     
3.16     YES          
 L0002989         0   0.84746E-02  476742.8 3774405.8   331.0     3.40     6.23     
3.16     YES          
 L0002990         0   0.84746E-02  476756.2 3774405.9   331.0     3.40     6.23     
3.16     YES          
 L0002991         0   0.84746E-02  476769.6 3774406.0   331.0     3.40     6.23     
3.16     YES          
 L0002992         0   0.84746E-02  476777.8 3774398.4   331.3     3.40     6.23     
3.16     YES          
 L0002993         0   0.84746E-02  476782.6 3774385.9   331.4     3.40     6.23     
3.16     YES          
 L0002994         0   0.84746E-02  476787.4 3774373.4   331.6     3.40     6.23     
3.16     YES          
 L0002995         0   0.84746E-02  476792.2 3774360.9   331.8     3.40     6.23     
3.16     YES          
 L0002996         0   0.84746E-02  476797.0 3774348.3   331.9     3.40     6.23     
3.16     YES          
 L0002997         0   0.84746E-02  476801.8 3774335.8   332.0     3.40     6.23     
3.16     YES          
 L0002998         0   0.84746E-02  476806.7 3774323.3   332.0     3.40     6.23     
3.16     YES          
 L0002999         0   0.84746E-02  476811.5 3774310.8   332.0     3.40     6.23     
3.16     YES          
 L0003000         0   0.84746E-02  476814.2 3774297.8   332.0     3.40     6.23     
3.16     YES          
 L0003001         0   0.84746E-02  476815.7 3774284.5   332.0     3.40     6.23     
3.16     YES          
 L0003002         0   0.84746E-02  476817.2 3774271.2   331.8     3.40     6.23     
3.16     YES          
 L0003003         0   0.84746E-02  476818.8 3774257.9   331.7     3.40     6.23     
3.16     YES          
 L0003004         0   0.84746E-02  476820.3 3774244.6   331.4     3.40     6.23     
3.16     YES          
 L0003005         0   0.84746E-02  476821.8 3774231.2   331.1     3.40     6.23     
3.16     YES          
 L0003006         0   0.84746E-02  476823.3 3774217.9   331.0     3.40     6.23     
3.16     YES          
 L0003007         0   0.84746E-02  476824.8 3774204.6   331.0     3.40     6.23     
3.16     YES          



 L0003008         0   0.84746E-02  476826.1 3774191.3   331.0     3.40     6.23     
3.16     YES          
 L0003009         0   0.84746E-02  476825.8 3774177.9   331.0     3.40     6.23     
3.16     YES          
 L0003010         0   0.84746E-02  476825.6 3774164.5   331.0     3.40     6.23     
3.16     YES          
 L0003011         0   0.84746E-02  476825.4 3774151.1   331.0     3.40     6.23     
3.16     YES          
 L0003012         0   0.84746E-02  476825.2 3774137.7   331.0     3.40     6.23     
3.16     YES          
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               NUMBER EMISSION RATE                    BASE    RELEASE    INIT.    
INIT.   URBAN  EMISSION RATE
   SOURCE       PART.  (GRAMS/SEC)     X        Y      ELEV.   HEIGHT      SY       
SZ     SOURCE  SCALAR VARY
     ID         CATS.               (METERS) (METERS) (METERS) (METERS) (METERS) 
(METERS)              BY
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - -

 L0003013         0   0.84746E-02  476825.0 3774124.3   330.6     3.40     6.23     
3.16     YES          
 L0003014         0   0.84746E-02  476824.8 3774110.9   330.2     3.40     6.23     
3.16     YES          
 L0003015         0   0.84746E-02  476824.6 3774097.5   329.9     3.40     6.23     
3.16     YES          
 L0003016         0   0.84746E-02  476824.4 3774084.1   329.9     3.40     6.23     
3.16     YES          
 L0003017         0   0.84746E-02  476824.2 3774070.7   329.8     3.40     6.23     
3.16     YES          
 L0003018         0   0.84746E-02  476824.0 3774057.3   329.8     3.40     6.23     
3.16     YES          
 L0003019         0   0.84746E-02  476823.8 3774043.9   329.8     3.40     6.23     
3.16     YES          
 L0003020         0   0.84746E-02  476823.6 3774030.5   329.8     3.40     6.23     
3.16     YES          
 L0003021         0   0.84746E-02  476823.4 3774017.1   329.8     3.40     6.23     
3.16     YES          
 L0003022         0   0.84746E-02  476823.2 3774003.7   329.9     3.40     6.23     
3.16     YES          



 L0003023         0   0.84746E-02  476823.0 3773990.3   330.0     3.40     6.23     
3.16     YES          
 L0003024         0   0.84746E-02  476822.8 3773976.9   330.2     3.40     6.23     
3.16     YES          
 L0003025         0   0.84746E-02  476822.6 3773963.5   330.6     3.40     6.23     
3.16     YES          
 L0003026         0   0.84746E-02  476822.3 3773950.1   330.6     3.40     6.23     
3.16     YES          
 L0003027         0   0.84746E-02  476822.1 3773936.7   330.3     3.40     6.23     
3.16     YES          
 L0003028         0   0.84746E-02  476821.9 3773923.3   330.0     3.40     6.23     
3.16     YES          
 L0003029         0   0.84746E-02  476821.7 3773909.9   330.0     3.40     6.23     
3.16     YES          
 L0003030         0   0.84746E-02  476821.5 3773896.5   330.0     3.40     6.23     
3.16     YES          
 L0003031         0   0.84746E-02  476821.3 3773883.1   330.3     3.40     6.23     
3.16     YES          
 L0003032         0   0.84746E-02  476821.1 3773869.7   330.6     3.40     6.23     
3.16     YES          
 L0003033         0   0.84746E-02  476820.9 3773856.3   330.7     3.40     6.23     
3.16     YES          
 L0003034         0   0.84746E-02  476820.7 3773842.9   330.7     3.40     6.23     
3.16     YES          
 L0003035         0   0.84746E-02  476820.5 3773829.5   330.8     3.40     6.23     
3.16     YES          
 L0003036         0   0.84746E-02  476820.3 3773816.1   330.9     3.40     6.23     
3.16     YES          
 L0003037         0   0.84746E-02  476820.1 3773802.7   331.0     3.40     6.23     
3.16     YES          
 L0003038         0   0.84746E-02  476819.9 3773789.3   331.0     3.40     6.23     
3.16     YES          
 L0003039         0   0.84746E-02  476820.0 3773776.3   331.0     3.40     6.23     
3.16     YES          
 L0003040         0   0.84746E-02  476833.4 3773776.1   331.0     3.40     6.23     
3.16     YES          
 L0003041         0   0.84746E-02  476846.8 3773776.0   331.0     3.40     6.23     
3.16     YES          
 L0003042         0   0.84746E-02  476860.2 3773775.9   331.0     3.40     6.23     
3.16     YES          
 L0003043         0   0.84746E-02  476873.6 3773775.7   331.0     3.40     6.23     
3.16     YES          
 L0003044         0   0.84746E-02  476887.0 3773775.6   331.0     3.40     6.23     
3.16     YES          
 L0003045         0   0.84746E-02  476900.4 3773775.5   331.0     3.40     6.23     
3.16     YES          
 L0003046         0   0.84746E-02  476913.8 3773775.4   331.0     3.40     6.23     
3.16     YES          
 L0003047         0   0.84746E-02  476927.2 3773775.2   331.2     3.40     6.23     
3.16     YES          



 L0003048         0   0.84746E-02  476940.6 3773775.1   331.7     3.40     6.23     
3.16     YES          
 L0003049         0   0.84746E-02  476954.0 3773775.0   332.0     3.40     6.23     
3.16     YES          
 L0003050         0   0.84746E-02  476967.4 3773774.8   332.0     3.40     6.23     
3.16     YES          
 L0003051         0   0.84746E-02  476980.8 3773774.7   332.0     3.40     6.23     
3.16     YES          
 L0003052         0   0.84746E-02  476994.1 3773776.1   332.0     3.40     6.23     
3.16     YES          
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               NUMBER EMISSION RATE                    BASE    RELEASE    INIT.    
INIT.   URBAN  EMISSION RATE
   SOURCE       PART.  (GRAMS/SEC)     X        Y      ELEV.   HEIGHT      SY       
SZ     SOURCE  SCALAR VARY
     ID         CATS.               (METERS) (METERS) (METERS) (METERS) (METERS) 
(METERS)              BY
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
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 L0003053         0   0.84746E-02  477007.2 3773778.5   332.0     3.40     6.23     
3.16     YES          
 L0003054         0   0.84746E-02  477020.4 3773780.9   332.0     3.40     6.23     
3.16     YES          
 L0003055         0   0.84746E-02  477032.2 3773787.1   332.0     3.40     6.23     
3.16     YES          
 L0003056         0   0.84746E-02  477043.9 3773793.7   332.0     3.40     6.23     
3.16     YES          
 L0003057         0   0.84746E-02  477055.6 3773800.3   332.0     3.40     6.23     
3.16     YES          
 L0003058         0   0.84746E-02  477067.2 3773806.9   332.0     3.40     6.23     
3.16     YES          
 L0003059         0   0.84746E-02  477078.9 3773813.5   332.3     3.40     6.23     
3.16     YES          
 L0003060         0   0.84746E-02  477090.6 3773820.1   332.7     3.40     6.23     
3.16     YES          
 L0003061         0   0.84746E-02  477102.2 3773826.7   333.0     3.40     6.23     
3.16     YES          
 L0003062         0   0.84746E-02  477113.9 3773833.3   333.0     3.40     6.23     
3.16     YES          



 L0003063         0   0.84746E-02  477125.5 3773839.9   333.0     3.40     6.23     
3.16     YES          
 L0003064         0   0.84746E-02  477137.2 3773846.5   333.2     3.40     6.23     
3.16     YES          
 L0003065         0   0.84746E-02  477148.9 3773853.1   333.6     3.40     6.23     
3.16     YES          
 L0003066         0   0.84746E-02  477160.5 3773859.7   334.0     3.40     6.23     
3.16     YES          
 L0003067         0   0.84746E-02  477172.2 3773866.3   334.0     3.40     6.23     
3.16     YES          
 L0003068         0   0.84746E-02  477183.9 3773872.8   334.0     3.40     6.23     
3.16     YES          
 L0003069         0   0.84746E-02  477195.5 3773879.4   334.0     3.40     6.23     
3.16     YES          
 L0003070         0   0.84746E-02  477207.2 3773886.0   334.0     3.40     6.23     
3.16     YES          
 L0003071         0   0.84746E-02  477218.9 3773892.5   334.0     3.40     6.23     
3.16     YES          
 L0003072         0   0.84746E-02  477230.8 3773898.7   334.0     3.40     6.23     
3.16     YES          
 L0003073         0   0.84746E-02  477242.7 3773904.9   334.0     3.40     6.23     
3.16     YES          
 L0003074         0   0.84746E-02  477254.6 3773911.0   334.0     3.40     6.23     
3.16     YES          
 L0003075         0   0.84746E-02  477266.5 3773917.2   334.0     3.40     6.23     
3.16     YES          
 L0003076         0   0.84746E-02  477278.4 3773923.4   334.0     3.40     6.23     
3.16     YES          
 L0003077         0   0.84746E-02  477290.3 3773929.6   334.0     3.40     6.23     
3.16     YES          
 L0003078         0   0.84746E-02  477302.2 3773935.8   334.0     3.40     6.23     
3.16     YES          
 L0003079         0   0.84746E-02  477314.1 3773941.9   334.0     3.40     6.23     
3.16     YES          
 L0003080         0   0.84746E-02  477326.0 3773948.1   334.0     3.40     6.23     
3.16     YES          
 L0003081         0   0.84746E-02  477337.8 3773954.3   334.0     3.40     6.23     
3.16     YES          
 L0003082         0   0.84746E-02  477349.7 3773960.5   334.0     3.40     6.23     
3.16     YES          
 L0003083         0   0.84746E-02  477361.6 3773966.7   334.0     3.40     6.23     
3.16     YES          
 L0003084         0   0.84746E-02  477373.5 3773972.8   334.1     3.40     6.23     
3.16     YES          
 L0003085         0   0.84746E-02  477385.4 3773979.0   334.5     3.40     6.23     
3.16     YES          
 L0003086         0   0.84746E-02  477397.3 3773985.2   334.9     3.40     6.23     
3.16     YES          
 L0003087         0   0.84746E-02  477409.2 3773991.4   335.0     3.40     6.23     
3.16     YES          



 L0003088         0   0.84746E-02  477421.1 3773997.6   335.0     3.40     6.23     
3.16     YES          
 L0003089         0   0.84746E-02  477433.0 3774003.8   335.0     3.40     6.23     
3.16     YES          
 L0003090         0   0.84746E-02  477444.8 3774009.9   335.0     3.40     6.23     
3.16     YES          
 L0002848         0   0.25000E+00  476524.0 3774357.2   329.0     4.00     4.00     
3.72     YES          
 L0002849         0   0.25000E+00  476524.0 3774348.6   329.0     4.00     4.00     
3.72     YES          
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               NUMBER EMISSION RATE                    BASE    RELEASE    INIT.    
INIT.   URBAN  EMISSION RATE
   SOURCE       PART.  (GRAMS/SEC)     X        Y      ELEV.   HEIGHT      SY       
SZ     SOURCE  SCALAR VARY
     ID         CATS.               (METERS) (METERS) (METERS) (METERS) (METERS) 
(METERS)              BY
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
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 L0002850         0   0.25000E+00  476524.0 3774340.0   329.0     4.00     4.00     
3.72     YES          
 L0002851         0   0.25000E+00  476524.0 3774331.4   329.0     4.00     4.00     
3.72     YES          
 L0002852         0   0.25000E+00  476537.3 3774356.4   329.2     3.40     4.00     
3.16     YES          
 L0002853         0   0.25000E+00  476537.5 3774347.8   329.3     3.40     4.00     
3.16     YES          
 L0002854         0   0.25000E+00  476537.8 3774339.2   329.2     3.40     4.00     
3.16     YES          
 L0002855         0   0.25000E+00  476538.0 3774330.6   329.1     3.40     4.00     
3.16     YES          
 L0003091         0   0.25000E+00  476535.7 3774380.8   329.2     3.40     6.23     
3.16     YES          
 L0003092         0   0.25000E+00  476536.0 3774367.4   329.2     3.40     6.23     
3.16     YES          
 L0003093         0   0.25000E+00  476536.3 3774354.0   329.2     3.40     6.23     
3.16     YES          
 L0003094         0   0.25000E+00  476536.5 3774340.6   329.2     3.40     6.23     
3.16     YES          
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  FORK       L0002852    , L0002853    , L0002854    , L0002855    ,

  IDLE       L0002848    , L0002849    , L0002850    , L0002851    ,

  ONSITE     L0003091    , L0003092    , L0003093    , L0003094    ,

  TRUCKS     L0002973    , L0002974    , L0002975    , L0002976    , L0002977    , 
L0002978    , L0002979    , L0002980    ,

             L0002981    , L0002982    , L0002983    , L0002984    , L0002985    , 
L0002986    , L0002987    , L0002988    ,

             L0002989    , L0002990    , L0002991    , L0002992    , L0002993    , 
L0002994    , L0002995    , L0002996    ,

             L0002997    , L0002998    , L0002999    , L0003000    , L0003001    , 
L0003002    , L0003003    , L0003004    ,

             L0003005    , L0003006    , L0003007    , L0003008    , L0003009    , 
L0003010    , L0003011    , L0003012    ,

             L0003013    , L0003014    , L0003015    , L0003016    , L0003017    , 
L0003018    , L0003019    , L0003020    ,

             L0003021    , L0003022    , L0003023    , L0003024    , L0003025    , 
L0003026    , L0003027    , L0003028    ,

             L0003029    , L0003030    , L0003031    , L0003032    , L0003033    , 
L0003034    , L0003035    , L0003036    ,

             L0003037    , L0003038    , L0003039    , L0003040    , L0003041    , 
L0003042    , L0003043    , L0003044    ,

             L0003045    , L0003046    , L0003047    , L0003048    , L0003049    , 
L0003050    , L0003051    , L0003052    ,



             L0003053    , L0003054    , L0003055    , L0003056    , L0003057    , 
L0003058    , L0003059    , L0003060    ,

             L0003061    , L0003062    , L0003063    , L0003064    , L0003065    , 
L0003066    , L0003067    , L0003068    ,

             L0003069    , L0003070    , L0003071    , L0003072    , L0003073    , 
L0003074    , L0003075    , L0003076    ,

             L0003077    , L0003078    , L0003079    , L0003080    , L0003081    , 
L0003082    , L0003083    , L0003084    ,

             L0003085    , L0003086    , L0003087    , L0003088    , L0003089    , 
L0003090    ,

  ALL        L0002973    , L0002974    , L0002975    , L0002976    , L0002977    , 
L0002978    , L0002979    , L0002980    ,

             L0002981    , L0002982    , L0002983    , L0002984    , L0002985    , 
L0002986    , L0002987    , L0002988    ,
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             L0002989    , L0002990    , L0002991    , L0002992    , L0002993    , 
L0002994    , L0002995    , L0002996    ,

             L0002997    , L0002998    , L0002999    , L0003000    , L0003001    , 
L0003002    , L0003003    , L0003004    ,

             L0003005    , L0003006    , L0003007    , L0003008    , L0003009    , 
L0003010    , L0003011    , L0003012    ,

             L0003013    , L0003014    , L0003015    , L0003016    , L0003017    , 
L0003018    , L0003019    , L0003020    ,

             L0003021    , L0003022    , L0003023    , L0003024    , L0003025    , 
L0003026    , L0003027    , L0003028    ,



             L0003029    , L0003030    , L0003031    , L0003032    , L0003033    , 
L0003034    , L0003035    , L0003036    ,

             L0003037    , L0003038    , L0003039    , L0003040    , L0003041    , 
L0003042    , L0003043    , L0003044    ,

             L0003045    , L0003046    , L0003047    , L0003048    , L0003049    , 
L0003050    , L0003051    , L0003052    ,

             L0003053    , L0003054    , L0003055    , L0003056    , L0003057    , 
L0003058    , L0003059    , L0003060    ,

             L0003061    , L0003062    , L0003063    , L0003064    , L0003065    , 
L0003066    , L0003067    , L0003068    ,

             L0003069    , L0003070    , L0003071    , L0003072    , L0003073    , 
L0003074    , L0003075    , L0003076    ,

             L0003077    , L0003078    , L0003079    , L0003080    , L0003081    , 
L0003082    , L0003083    , L0003084    ,

             L0003085    , L0003086    , L0003087    , L0003088    , L0003089    , 
L0003090    , L0002848    , L0002849    ,

             L0002850    , L0002851    , L0002852    , L0002853    , L0002854    , 
L0002855    , L0003091    , L0003092    ,

             L0003093    , L0003094    ,
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              2035210.   L0002973    , L0002974    , L0002975    , L0002976    , 
L0002977    , L0002978    , L0002979    ,
 L0002980    ,

             L0002981    , L0002982    , L0002983    , L0002984    , L0002985    , 



L0002986    , L0002987    , L0002988    ,

             L0002989    , L0002990    , L0002991    , L0002992    , L0002993    , 
L0002994    , L0002995    , L0002996    ,

             L0002997    , L0002998    , L0002999    , L0003000    , L0003001    , 
L0003002    , L0003003    , L0003004    ,

             L0003005    , L0003006    , L0003007    , L0003008    , L0003009    , 
L0003010    , L0003011    , L0003012    ,

             L0003013    , L0003014    , L0003015    , L0003016    , L0003017    , 
L0003018    , L0003019    , L0003020    ,

             L0003021    , L0003022    , L0003023    , L0003024    , L0003025    , 
L0003026    , L0003027    , L0003028    ,

             L0003029    , L0003030    , L0003031    , L0003032    , L0003033    , 
L0003034    , L0003035    , L0003036    ,

             L0003037    , L0003038    , L0003039    , L0003040    , L0003041    , 
L0003042    , L0003043    , L0003044    ,

             L0003045    , L0003046    , L0003047    , L0003048    , L0003049    , 
L0003050    , L0003051    , L0003052    ,

             L0003053    , L0003054    , L0003055    , L0003056    , L0003057    , 
L0003058    , L0003059    , L0003060    ,

             L0003061    , L0003062    , L0003063    , L0003064    , L0003065    , 
L0003066    , L0003067    , L0003068    ,

             L0003069    , L0003070    , L0003071    , L0003072    , L0003073    , 
L0003074    , L0003075    , L0003076    ,

             L0003077    , L0003078    , L0003079    , L0003080    , L0003081    , 
L0003082    , L0003083    , L0003084    ,

             L0003085    , L0003086    , L0003087    , L0003088    , L0003089    , 
L0003090    , L0002848    , L0002849    ,

             L0002850    , L0002851    , L0002852    , L0002853    , L0002854    , 
L0002855    , L0003091    , L0003092    ,

             L0003093    , L0003094    ,
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     ( 476426.1, 3773784.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3773784.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3773784.4,     328.0,     328.0,       0.0);         ( 476486.1, 
3773784.4,     328.0,     328.0,       0.0);      
     ( 476506.1, 3773784.4,     328.2,     328.2,       0.0);         ( 476526.1, 
3773784.4,     328.9,     328.9,       0.0);      
     ( 476546.1, 3773784.4,     329.0,     329.0,       0.0);         ( 475526.1, 
3773804.4,     320.5,     320.5,       0.0);      
     ( 475546.1, 3773804.4,     320.9,     320.9,       0.0);         ( 475566.1, 
3773804.4,     321.0,     321.0,       0.0);      
     ( 475586.1, 3773804.4,     321.5,     321.5,       0.0);         ( 475606.1, 
3773804.4,     321.9,     321.9,       0.0);      
     ( 475626.1, 3773804.4,     321.9,     321.9,       0.0);         ( 475646.1, 
3773804.4,     322.0,     322.0,       0.0);      
     ( 475666.1, 3773804.4,     322.0,     322.0,       0.0);         ( 475686.1, 
3773804.4,     322.0,     322.0,       0.0);      
     ( 475706.1, 3773804.4,     322.0,     322.0,       0.0);         ( 475726.1, 
3773804.4,     322.0,     322.0,       0.0);      
     ( 475746.1, 3773804.4,     322.0,     322.0,       0.0);         ( 475766.1, 
3773804.4,     322.0,     322.0,       0.0);      
     ( 475786.1, 3773804.4,     322.2,     322.2,       0.0);         ( 475806.1, 
3773804.4,     322.9,     322.9,       0.0);      
     ( 475826.1, 3773804.4,     323.0,     323.0,       0.0);         ( 475846.1, 
3773804.4,     323.0,     323.0,       0.0);      
     ( 475866.1, 3773804.4,     323.0,     323.0,       0.0);         ( 475886.1, 
3773804.4,     323.0,     323.0,       0.0);      
     ( 475906.1, 3773804.4,     323.0,     323.0,       0.0);         ( 475926.1, 
3773804.4,     323.0,     323.0,       0.0);      
     ( 475946.1, 3773804.4,     323.0,     323.0,       0.0);         ( 475966.1, 
3773804.4,     323.0,     323.0,       0.0);      
     ( 475986.1, 3773804.4,     323.1,     323.1,       0.0);         ( 476006.1, 
3773804.4,     324.1,     324.1,       0.0);      
     ( 476426.1, 3773804.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3773804.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3773804.4,     328.0,     328.0,       0.0);         ( 476486.1, 
3773804.4,     328.0,     328.0,       0.0);      
     ( 476506.1, 3773804.4,     328.2,     328.2,       0.0);         ( 476526.1, 
3773804.4,     328.9,     328.9,       0.0);      
     ( 476546.1, 3773804.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3773804.4,     329.0,     329.0,       0.0);      
     ( 476586.1, 3773804.4,     329.0,     329.0,       0.0);         ( 476606.1, 
3773804.4,     329.0,     329.0,       0.0);      
     ( 476626.1, 3773804.4,     329.2,     329.2,       0.0);         ( 476646.1, 



3773804.4,     329.9,     329.9,       0.0);      
     ( 476666.1, 3773804.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3773804.4,     330.0,     330.0,       0.0);      
     ( 476706.1, 3773804.4,     330.0,     330.0,       0.0);         ( 476726.1, 
3773804.4,     330.0,     330.0,       0.0);      
     ( 476746.1, 3773804.4,     330.0,     330.0,       0.0);         ( 476766.1, 
3773804.4,     330.1,     330.1,       0.0);      
     ( 476786.1, 3773804.4,     330.6,     330.6,       0.0);         ( 476846.1, 
3773804.4,     331.0,     331.0,       0.0);      
     ( 476866.1, 3773804.4,     331.0,     331.0,       0.0);         ( 476886.1, 
3773804.4,     331.0,     331.0,       0.0);      
     ( 476906.1, 3773804.4,     331.0,     331.0,       0.0);         ( 476926.1, 
3773804.4,     331.2,     331.2,       0.0);      
     ( 476946.1, 3773804.4,     331.9,     331.9,       0.0);         ( 476966.1, 
3773804.4,     332.0,     332.0,       0.0);      
     ( 476986.1, 3773804.4,     332.0,     332.0,       0.0);         ( 477006.1, 
3773804.4,     332.0,     332.0,       0.0);      
     ( 477026.1, 3773804.4,     332.0,     332.0,       0.0);         ( 477046.1, 
3773804.4,     332.0,     332.0,       0.0);      
     ( 475526.1, 3773824.4,     320.8,     320.8,       0.0);         ( 475546.1, 
3773824.4,     321.1,     321.1,       0.0);      
     ( 475566.1, 3773824.4,     321.5,     321.5,       0.0);         ( 475586.1, 
3773824.4,     321.8,     321.8,       0.0);      
     ( 475606.1, 3773824.4,     322.0,     322.0,       0.0);         ( 475626.1, 
3773824.4,     322.0,     322.0,       0.0);      
     ( 475646.1, 3773824.4,     322.0,     322.0,       0.0);         ( 475666.1, 
3773824.4,     322.0,     322.0,       0.0);      
     ( 475686.1, 3773824.4,     322.0,     322.0,       0.0);         ( 475706.1, 
3773824.4,     322.0,     322.0,       0.0);      
     ( 475726.1, 3773824.4,     322.0,     322.0,       0.0);         ( 475746.1, 
3773824.4,     322.0,     322.0,       0.0);      
     ( 475766.1, 3773824.4,     322.3,     322.3,       0.0);         ( 475786.1, 
3773824.4,     322.7,     322.7,       0.0);      
     ( 475806.1, 3773824.4,     322.9,     322.9,       0.0);         ( 475826.1, 
3773824.4,     323.0,     323.0,       0.0);      
     ( 475846.1, 3773824.4,     323.0,     323.0,       0.0);         ( 475866.1, 
3773824.4,     323.0,     323.0,       0.0);      
     ( 475886.1, 3773824.4,     323.3,     323.3,       0.0);         ( 475906.1, 
3773824.4,     323.5,     323.5,       0.0);      
     ( 475926.1, 3773824.4,     323.1,     323.1,       0.0);         ( 475946.1, 
3773824.4,     323.0,     323.0,       0.0);      
     ( 475966.1, 3773824.4,     323.0,     323.0,       0.0);         ( 475986.1, 
3773824.4,     323.0,     323.0,       0.0);      
     ( 476006.1, 3773824.4,     323.8,     323.8,       0.0);         ( 476426.1, 
3773824.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3773824.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3773824.4,     328.0,     328.0,       0.0);      
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     ( 476486.1, 3773824.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3773824.4,     328.2,     328.2,       0.0);      
     ( 476526.1, 3773824.4,     328.9,     328.9,       0.0);         ( 476546.1, 
3773824.4,     329.0,     329.0,       0.0);      
     ( 476566.1, 3773824.4,     329.0,     329.0,       0.0);         ( 476586.1, 
3773824.4,     329.0,     329.0,       0.0);      
     ( 476606.1, 3773824.4,     329.0,     329.0,       0.0);         ( 476626.1, 
3773824.4,     329.2,     329.2,       0.0);      
     ( 476646.1, 3773824.4,     329.9,     329.9,       0.0);         ( 476666.1, 
3773824.4,     330.0,     330.0,       0.0);      
     ( 476686.1, 3773824.4,     330.0,     330.0,       0.0);         ( 476706.1, 
3773824.4,     330.0,     330.0,       0.0);      
     ( 476726.1, 3773824.4,     330.0,     330.0,       0.0);         ( 476746.1, 
3773824.4,     330.0,     330.0,       0.0);      
     ( 476766.1, 3773824.4,     330.0,     330.0,       0.0);         ( 476786.1, 
3773824.4,     330.2,     330.2,       0.0);      
     ( 476846.1, 3773824.4,     331.0,     331.0,       0.0);         ( 476866.1, 
3773824.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3773824.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3773824.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3773824.4,     331.1,     331.1,       0.0);         ( 476946.1, 
3773824.4,     331.4,     331.4,       0.0);      
     ( 476966.1, 3773824.4,     331.7,     331.7,       0.0);         ( 476986.1, 
3773824.4,     332.0,     332.0,       0.0);      
     ( 477006.1, 3773824.4,     332.0,     332.0,       0.0);         ( 477026.1, 
3773824.4,     332.0,     332.0,       0.0);      
     ( 477046.1, 3773824.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3773824.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3773824.4,     332.5,     332.5,       0.0);         ( 475526.1, 
3773844.4,     321.0,     321.0,       0.0);      
     ( 475546.1, 3773844.4,     321.2,     321.2,       0.0);         ( 475566.1, 
3773844.4,     321.9,     321.9,       0.0);      
     ( 475586.1, 3773844.4,     322.0,     322.0,       0.0);         ( 475606.1, 
3773844.4,     322.0,     322.0,       0.0);      
     ( 475626.1, 3773844.4,     322.0,     322.0,       0.0);         ( 475646.1, 
3773844.4,     322.0,     322.0,       0.0);      
     ( 475666.1, 3773844.4,     322.0,     322.0,       0.0);         ( 475686.1, 
3773844.4,     322.0,     322.0,       0.0);      
     ( 475706.1, 3773844.4,     322.2,     322.2,       0.0);         ( 475726.1, 
3773844.4,     322.3,     322.3,       0.0);      
     ( 475746.1, 3773844.4,     322.3,     322.3,       0.0);         ( 475766.1, 



3773844.4,     322.7,     322.7,       0.0);      
     ( 475786.1, 3773844.4,     323.0,     323.0,       0.0);         ( 475806.1, 
3773844.4,     323.0,     323.0,       0.0);      
     ( 475826.1, 3773844.4,     323.0,     323.0,       0.0);         ( 475846.1, 
3773844.4,     323.1,     323.1,       0.0);      
     ( 475866.1, 3773844.4,     323.2,     323.2,       0.0);         ( 475886.1, 
3773844.4,     323.7,     323.7,       0.0);      
     ( 475906.1, 3773844.4,     323.9,     323.9,       0.0);         ( 475926.1, 
3773844.4,     323.4,     323.4,       0.0);      
     ( 475946.1, 3773844.4,     323.3,     323.3,       0.0);         ( 475966.1, 
3773844.4,     323.3,     323.3,       0.0);      
     ( 475986.1, 3773844.4,     323.3,     323.3,       0.0);         ( 476006.1, 
3773844.4,     323.8,     323.8,       0.0);      
     ( 476426.1, 3773844.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3773844.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3773844.4,     328.0,     328.0,       0.0);         ( 476486.1, 
3773844.4,     328.0,     328.0,       0.0);      
     ( 476506.1, 3773844.4,     328.2,     328.2,       0.0);         ( 476526.1, 
3773844.4,     328.9,     328.9,       0.0);      
     ( 476546.1, 3773844.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3773844.4,     329.0,     329.0,       0.0);      
     ( 476586.1, 3773844.4,     329.0,     329.0,       0.0);         ( 476606.1, 
3773844.4,     329.0,     329.0,       0.0);      
     ( 476626.1, 3773844.4,     329.2,     329.2,       0.0);         ( 476646.1, 
3773844.4,     329.9,     329.9,       0.0);      
     ( 476666.1, 3773844.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3773844.4,     330.0,     330.0,       0.0);      
     ( 476706.1, 3773844.4,     330.0,     330.0,       0.0);         ( 476726.1, 
3773844.4,     330.0,     330.0,       0.0);      
     ( 476746.1, 3773844.4,     330.0,     330.0,       0.0);         ( 476766.1, 
3773844.4,     330.0,     330.0,       0.0);      
     ( 476786.1, 3773844.4,     330.0,     330.0,       0.0);         ( 476846.1, 
3773844.4,     331.0,     331.0,       0.0);      
     ( 476866.1, 3773844.4,     331.0,     331.0,       0.0);         ( 476886.1, 
3773844.4,     331.0,     331.0,       0.0);      
     ( 476906.1, 3773844.4,     331.0,     331.0,       0.0);         ( 476926.1, 
3773844.4,     331.0,     331.0,       0.0);      
     ( 476946.1, 3773844.4,     331.0,     331.0,       0.0);         ( 476966.1, 
3773844.4,     331.5,     331.5,       0.0);      
     ( 476986.1, 3773844.4,     332.0,     332.0,       0.0);         ( 477006.1, 
3773844.4,     332.0,     332.0,       0.0);      
     ( 477026.1, 3773844.4,     332.0,     332.0,       0.0);         ( 477046.1, 
3773844.4,     332.0,     332.0,       0.0);      
     ( 477066.1, 3773844.4,     332.0,     332.0,       0.0);         ( 477086.1, 
3773844.4,     332.4,     332.4,       0.0);      
     ( 477106.1, 3773844.4,     332.8,     332.8,       0.0);         ( 475526.1, 
3773864.4,     321.0,     321.0,       0.0);      
     ( 475546.1, 3773864.4,     321.2,     321.2,       0.0);         ( 475566.1, 
3773864.4,     321.9,     321.9,       0.0);      
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     ( 475586.1, 3773864.4,     322.0,     322.0,       0.0);         ( 475606.1, 
3773864.4,     322.0,     322.0,       0.0);      
     ( 475626.1, 3773864.4,     322.0,     322.0,       0.0);         ( 475646.1, 
3773864.4,     322.0,     322.0,       0.0);      
     ( 475666.1, 3773864.4,     322.0,     322.0,       0.0);         ( 475686.1, 
3773864.4,     322.0,     322.0,       0.0);      
     ( 475706.1, 3773864.4,     322.5,     322.5,       0.0);         ( 475726.1, 
3773864.4,     322.9,     322.9,       0.0);      
     ( 475746.1, 3773864.4,     322.9,     322.9,       0.0);         ( 475766.1, 
3773864.4,     323.0,     323.0,       0.0);      
     ( 475786.1, 3773864.4,     323.0,     323.0,       0.0);         ( 475806.1, 
3773864.4,     323.0,     323.0,       0.0);      
     ( 475826.1, 3773864.4,     323.0,     323.0,       0.0);         ( 475846.1, 
3773864.4,     323.2,     323.2,       0.0);      
     ( 475866.1, 3773864.4,     323.8,     323.8,       0.0);         ( 475886.1, 
3773864.4,     324.0,     324.0,       0.0);      
     ( 475906.1, 3773864.4,     324.0,     324.0,       0.0);         ( 475926.1, 
3773864.4,     323.9,     323.9,       0.0);      
     ( 475946.1, 3773864.4,     323.9,     323.9,       0.0);         ( 475966.1, 
3773864.4,     323.9,     323.9,       0.0);      
     ( 475986.1, 3773864.4,     323.9,     323.9,       0.0);         ( 476006.1, 
3773864.4,     324.5,     324.5,       0.0);      
     ( 476026.1, 3773864.4,     324.9,     324.9,       0.0);         ( 476426.1, 
3773864.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3773864.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3773864.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3773864.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3773864.4,     328.2,     328.2,       0.0);      
     ( 476526.1, 3773864.4,     328.9,     328.9,       0.0);         ( 476546.1, 
3773864.4,     329.0,     329.0,       0.0);      
     ( 476566.1, 3773864.4,     329.0,     329.0,       0.0);         ( 476586.1, 
3773864.4,     329.0,     329.0,       0.0);      
     ( 476606.1, 3773864.4,     329.0,     329.0,       0.0);         ( 476626.1, 
3773864.4,     329.2,     329.2,       0.0);      
     ( 476646.1, 3773864.4,     329.9,     329.9,       0.0);         ( 476666.1, 
3773864.4,     330.0,     330.0,       0.0);      
     ( 476686.1, 3773864.4,     330.0,     330.0,       0.0);         ( 476706.1, 
3773864.4,     330.0,     330.0,       0.0);      
     ( 476726.1, 3773864.4,     330.0,     330.0,       0.0);         ( 476746.1, 



3773864.4,     330.0,     330.0,       0.0);      
     ( 476766.1, 3773864.4,     330.0,     330.0,       0.0);         ( 476786.1, 
3773864.4,     330.0,     330.0,       0.0);      
     ( 476846.1, 3773864.4,     331.0,     331.0,       0.0);         ( 476866.1, 
3773864.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3773864.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3773864.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3773864.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3773864.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3773864.4,     331.5,     331.5,       0.0);         ( 476986.1, 
3773864.4,     332.0,     332.0,       0.0);      
     ( 477006.1, 3773864.4,     332.0,     332.0,       0.0);         ( 477026.1, 
3773864.4,     332.0,     332.0,       0.0);      
     ( 477046.1, 3773864.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3773864.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3773864.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3773864.4,     332.3,     332.3,       0.0);      
     ( 475526.1, 3773884.4,     321.3,     321.3,       0.0);         ( 475546.1, 
3773884.4,     321.7,     321.7,       0.0);      
     ( 475566.1, 3773884.4,     321.9,     321.9,       0.0);         ( 475586.1, 
3773884.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3773884.4,     322.0,     322.0,       0.0);         ( 475626.1, 
3773884.4,     322.0,     322.0,       0.0);      
     ( 475646.1, 3773884.4,     322.0,     322.0,       0.0);         ( 475666.1, 
3773884.4,     322.0,     322.0,       0.0);      
     ( 475686.1, 3773884.4,     322.0,     322.0,       0.0);         ( 475706.1, 
3773884.4,     322.5,     322.5,       0.0);      
     ( 475726.1, 3773884.4,     323.0,     323.0,       0.0);         ( 475746.1, 
3773884.4,     323.0,     323.0,       0.0);      
     ( 475766.1, 3773884.4,     323.0,     323.0,       0.0);         ( 475786.1, 
3773884.4,     323.0,     323.0,       0.0);      
     ( 475806.1, 3773884.4,     323.0,     323.0,       0.0);         ( 475826.1, 
3773884.4,     323.3,     323.3,       0.0);      
     ( 475846.1, 3773884.4,     323.7,     323.7,       0.0);         ( 475866.1, 
3773884.4,     323.9,     323.9,       0.0);      
     ( 475886.1, 3773884.4,     324.0,     324.0,       0.0);         ( 475906.1, 
3773884.4,     324.0,     324.0,       0.0);      
     ( 475926.1, 3773884.4,     324.0,     324.0,       0.0);         ( 475946.1, 
3773884.4,     324.0,     324.0,       0.0);      
     ( 475966.1, 3773884.4,     324.1,     324.1,       0.0);         ( 475986.1, 
3773884.4,     324.5,     324.5,       0.0);      
     ( 476006.1, 3773884.4,     324.8,     324.8,       0.0);         ( 476026.1, 
3773884.4,     325.0,     325.0,       0.0);      
     ( 476046.1, 3773884.4,     325.0,     325.0,       0.0);         ( 476426.1, 
3773884.4,     327.7,     327.7,       0.0);      
     ( 476446.1, 3773884.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3773884.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3773884.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3773884.4,     328.2,     328.2,       0.0);      
     ( 476526.1, 3773884.4,     328.9,     328.9,       0.0);         ( 476546.1, 



3773884.4,     329.0,     329.0,       0.0);      
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     ( 476566.1, 3773884.4,     329.0,     329.0,       0.0);         ( 476586.1, 
3773884.4,     329.0,     329.0,       0.0);      
     ( 476606.1, 3773884.4,     329.0,     329.0,       0.0);         ( 476626.1, 
3773884.4,     329.1,     329.1,       0.0);      
     ( 476646.1, 3773884.4,     329.4,     329.4,       0.0);         ( 476666.1, 
3773884.4,     329.4,     329.4,       0.0);      
     ( 476686.1, 3773884.4,     329.4,     329.4,       0.0);         ( 476706.1, 
3773884.4,     329.4,     329.4,       0.0);      
     ( 476726.1, 3773884.4,     329.7,     329.7,       0.0);         ( 476746.1, 
3773884.4,     330.0,     330.0,       0.0);      
     ( 476766.1, 3773884.4,     330.0,     330.0,       0.0);         ( 476786.1, 
3773884.4,     330.0,     330.0,       0.0);      
     ( 476846.1, 3773884.4,     330.7,     330.7,       0.0);         ( 476866.1, 
3773884.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3773884.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3773884.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3773884.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3773884.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3773884.4,     331.2,     331.2,       0.0);         ( 476986.1, 
3773884.4,     331.5,     331.5,       0.0);      
     ( 477006.1, 3773884.4,     331.9,     331.9,       0.0);         ( 477026.1, 
3773884.4,     332.0,     332.0,       0.0);      
     ( 477046.1, 3773884.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3773884.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3773884.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3773884.4,     332.2,     332.2,       0.0);      
     ( 475526.1, 3773904.4,     321.5,     321.5,       0.0);         ( 475546.1, 
3773904.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3773904.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3773904.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3773904.4,     322.0,     322.0,       0.0);         ( 475626.1, 
3773904.4,     322.0,     322.0,       0.0);      
     ( 475646.1, 3773904.4,     322.0,     322.0,       0.0);         ( 475666.1, 
3773904.4,     322.1,     322.1,       0.0);      
     ( 475686.1, 3773904.4,     322.2,     322.2,       0.0);         ( 475706.1, 
3773904.4,     322.7,     322.7,       0.0);      
     ( 475726.1, 3773904.4,     323.0,     323.0,       0.0);         ( 475746.1, 



3773904.4,     323.0,     323.0,       0.0);      
     ( 475766.1, 3773904.4,     323.0,     323.0,       0.0);         ( 475786.1, 
3773904.4,     323.1,     323.1,       0.0);      
     ( 475806.1, 3773904.4,     323.2,     323.2,       0.0);         ( 475826.1, 
3773904.4,     323.7,     323.7,       0.0);      
     ( 475846.1, 3773904.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3773904.4,     324.0,     324.0,       0.0);      
     ( 475886.1, 3773904.4,     324.0,     324.0,       0.0);         ( 475906.1, 
3773904.4,     324.0,     324.0,       0.0);      
     ( 475926.1, 3773904.4,     324.0,     324.0,       0.0);         ( 475946.1, 
3773904.4,     324.0,     324.0,       0.0);      
     ( 475966.1, 3773904.4,     324.2,     324.2,       0.0);         ( 475986.1, 
3773904.4,     324.9,     324.9,       0.0);      
     ( 476006.1, 3773904.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3773904.4,     325.0,     325.0,       0.0);      
     ( 476046.1, 3773904.4,     325.0,     325.0,       0.0);         ( 476066.1, 
3773904.4,     325.0,     325.0,       0.0);      
     ( 476426.1, 3773904.4,     327.7,     327.7,       0.0);         ( 476446.1, 
3773904.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3773904.4,     328.0,     328.0,       0.0);         ( 476486.1, 
3773904.4,     328.0,     328.0,       0.0);      
     ( 476506.1, 3773904.4,     328.2,     328.2,       0.0);         ( 476526.1, 
3773904.4,     328.9,     328.9,       0.0);      
     ( 476546.1, 3773904.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3773904.4,     329.0,     329.0,       0.0);      
     ( 476586.1, 3773904.4,     329.0,     329.0,       0.0);         ( 476606.1, 
3773904.4,     329.0,     329.0,       0.0);      
     ( 476626.1, 3773904.4,     329.0,     329.0,       0.0);         ( 476646.1, 
3773904.4,     329.0,     329.0,       0.0);      
     ( 476666.1, 3773904.4,     329.0,     329.0,       0.0);         ( 476686.1, 
3773904.4,     329.0,     329.0,       0.0);      
     ( 476706.1, 3773904.4,     329.0,     329.0,       0.0);         ( 476726.1, 
3773904.4,     329.5,     329.5,       0.0);      
     ( 476746.1, 3773904.4,     330.0,     330.0,       0.0);         ( 476766.1, 
3773904.4,     330.0,     330.0,       0.0);      
     ( 476786.1, 3773904.4,     330.0,     330.0,       0.0);         ( 476798.7, 
3773910.7,     330.0,     330.0,       0.0);      
     ( 476846.1, 3773904.4,     330.5,     330.5,       0.0);         ( 476866.1, 
3773904.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3773904.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3773904.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3773904.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3773904.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3773904.4,     331.0,     331.0,       0.0);         ( 476986.1, 
3773904.4,     331.2,     331.2,       0.0);      
     ( 477006.1, 3773904.4,     331.9,     331.9,       0.0);         ( 477026.1, 
3773904.4,     332.0,     332.0,       0.0);      
     ( 477046.1, 3773904.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3773904.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3773904.4,     332.0,     332.0,       0.0);         ( 477106.1, 



3773904.4,     332.2,     332.2,       0.0);      
     ( 475526.1, 3773924.4,     321.5,     321.5,       0.0);         ( 475546.1, 
3773924.4,     322.0,     322.0,       0.0);      
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     ( 475566.1, 3773924.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3773924.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3773924.4,     322.0,     322.0,       0.0);         ( 475626.1, 
3773924.4,     322.0,     322.0,       0.0);      
     ( 475646.1, 3773924.4,     322.0,     322.0,       0.0);         ( 475666.1, 
3773924.4,     322.2,     322.2,       0.0);      
     ( 475686.1, 3773924.4,     322.8,     322.8,       0.0);         ( 475706.1, 
3773924.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3773924.4,     323.0,     323.0,       0.0);         ( 475746.1, 
3773924.4,     323.0,     323.0,       0.0);      
     ( 475766.1, 3773924.4,     323.0,     323.0,       0.0);         ( 475786.1, 
3773924.4,     323.2,     323.2,       0.0);      
     ( 475806.1, 3773924.4,     323.8,     323.8,       0.0);         ( 475826.1, 
3773924.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3773924.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3773924.4,     324.0,     324.0,       0.0);      
     ( 475886.1, 3773924.4,     324.0,     324.0,       0.0);         ( 475906.1, 
3773924.4,     324.0,     324.0,       0.0);      
     ( 475926.1, 3773924.4,     324.0,     324.0,       0.0);         ( 475946.1, 
3773924.4,     324.0,     324.0,       0.0);      
     ( 475966.1, 3773924.4,     324.2,     324.2,       0.0);         ( 475986.1, 
3773924.4,     324.9,     324.9,       0.0);      
     ( 476006.1, 3773924.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3773924.4,     325.0,     325.0,       0.0);      
     ( 476046.1, 3773924.4,     325.0,     325.0,       0.0);         ( 476066.1, 
3773924.4,     325.0,     325.0,       0.0);      
     ( 476086.1, 3773924.4,     325.0,     325.0,       0.0);         ( 476426.1, 
3773924.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3773924.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3773924.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3773924.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3773924.4,     328.2,     328.2,       0.0);      
     ( 476526.1, 3773924.4,     328.9,     328.9,       0.0);         ( 476546.1, 
3773924.4,     329.0,     329.0,       0.0);      
     ( 476566.1, 3773924.4,     329.0,     329.0,       0.0);         ( 476586.1, 



3773924.4,     329.0,     329.0,       0.0);      
     ( 476606.1, 3773924.4,     329.0,     329.0,       0.0);         ( 476626.1, 
3773924.4,     329.0,     329.0,       0.0);      
     ( 476646.1, 3773924.4,     329.0,     329.0,       0.0);         ( 476666.1, 
3773924.4,     329.0,     329.0,       0.0);      
     ( 476686.1, 3773924.4,     329.0,     329.0,       0.0);         ( 476706.1, 
3773924.4,     329.0,     329.0,       0.0);      
     ( 476726.1, 3773924.4,     329.5,     329.5,       0.0);         ( 476746.1, 
3773924.4,     330.0,     330.0,       0.0);      
     ( 476766.1, 3773924.4,     330.0,     330.0,       0.0);         ( 476786.1, 
3773924.4,     330.0,     330.0,       0.0);      
     ( 476846.1, 3773924.4,     330.5,     330.5,       0.0);         ( 476866.1, 
3773924.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3773924.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3773924.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3773924.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3773924.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3773924.4,     331.0,     331.0,       0.0);         ( 476986.1, 
3773924.4,     331.2,     331.2,       0.0);      
     ( 477006.1, 3773924.4,     331.9,     331.9,       0.0);         ( 477026.1, 
3773924.4,     332.0,     332.0,       0.0);      
     ( 477046.1, 3773924.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3773924.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3773924.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3773924.4,     332.2,     332.2,       0.0);      
     ( 475526.1, 3773944.4,     321.5,     321.5,       0.0);         ( 475546.1, 
3773944.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3773944.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3773944.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3773944.4,     322.0,     322.0,       0.0);         ( 475626.1, 
3773944.4,     322.0,     322.0,       0.0);      
     ( 475646.1, 3773944.4,     322.0,     322.0,       0.0);         ( 475666.1, 
3773944.4,     322.2,     322.2,       0.0);      
     ( 475686.1, 3773944.4,     322.9,     322.9,       0.0);         ( 475706.1, 
3773944.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3773944.4,     323.0,     323.0,       0.0);         ( 475746.1, 
3773944.4,     323.0,     323.0,       0.0);      
     ( 475766.1, 3773944.4,     323.0,     323.0,       0.0);         ( 475786.1, 
3773944.4,     323.2,     323.2,       0.0);      
     ( 475806.1, 3773944.4,     323.9,     323.9,       0.0);         ( 475826.1, 
3773944.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3773944.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3773944.4,     324.0,     324.0,       0.0);      
     ( 475886.1, 3773944.4,     324.3,     324.3,       0.0);         ( 475906.1, 
3773944.4,     324.6,     324.6,       0.0);      
     ( 475926.1, 3773944.4,     324.6,     324.6,       0.0);         ( 475946.1, 
3773944.4,     324.6,     324.6,       0.0);      
     ( 475966.1, 3773944.4,     324.7,     324.7,       0.0);         ( 475986.1, 
3773944.4,     324.9,     324.9,       0.0);      
     ( 476006.1, 3773944.4,     325.0,     325.0,       0.0);         ( 476026.1, 



3773944.4,     325.0,     325.0,       0.0);      
     ( 476046.1, 3773944.4,     325.0,     325.0,       0.0);         ( 476066.1, 
3773944.4,     325.0,     325.0,       0.0);      
     ( 476086.1, 3773944.4,     325.0,     325.0,       0.0);         ( 476106.1, 
3773944.4,     325.0,     325.0,       0.0);      
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     ( 476126.1, 3773944.4,     325.0,     325.0,       0.0);         ( 476426.1, 
3773944.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3773944.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3773944.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3773944.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3773944.4,     328.1,     328.1,       0.0);      
     ( 476526.1, 3773944.4,     328.4,     328.4,       0.0);         ( 476546.1, 
3773944.4,     328.7,     328.7,       0.0);      
     ( 476566.1, 3773944.4,     329.0,     329.0,       0.0);         ( 476586.1, 
3773944.4,     329.0,     329.0,       0.0);      
     ( 476606.1, 3773944.4,     329.0,     329.0,       0.0);         ( 476626.1, 
3773944.4,     329.0,     329.0,       0.0);      
     ( 476646.1, 3773944.4,     329.0,     329.0,       0.0);         ( 476666.1, 
3773944.4,     329.0,     329.0,       0.0);      
     ( 476686.1, 3773944.4,     329.1,     329.1,       0.0);         ( 476706.1, 
3773944.4,     329.5,     329.5,       0.0);      
     ( 476726.1, 3773944.4,     329.8,     329.8,       0.0);         ( 476746.1, 
3773944.4,     330.0,     330.0,       0.0);      
     ( 476766.1, 3773944.4,     330.0,     330.0,       0.0);         ( 476786.1, 
3773944.4,     330.0,     330.0,       0.0);      
     ( 476846.1, 3773944.4,     330.8,     330.8,       0.0);         ( 476866.1, 
3773944.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3773944.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3773944.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3773944.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3773944.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3773944.4,     331.0,     331.0,       0.0);         ( 476986.1, 
3773944.4,     331.1,     331.1,       0.0);      
     ( 477006.1, 3773944.4,     331.4,     331.4,       0.0);         ( 477026.1, 
3773944.4,     331.7,     331.7,       0.0);      
     ( 477046.1, 3773944.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3773944.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3773944.4,     332.0,     332.0,       0.0);         ( 477106.1, 



3773944.4,     332.1,     332.1,       0.0);      
     ( 475526.1, 3773964.4,     321.5,     321.5,       0.0);         ( 475546.1, 
3773964.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3773964.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3773964.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3773964.4,     322.0,     322.0,       0.0);         ( 475626.1, 
3773964.4,     322.0,     322.0,       0.0);      
     ( 475646.1, 3773964.4,     322.2,     322.2,       0.0);         ( 475666.1, 
3773964.4,     322.4,     322.4,       0.0);      
     ( 475686.1, 3773964.4,     322.9,     322.9,       0.0);         ( 475706.1, 
3773964.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3773964.4,     323.0,     323.0,       0.0);         ( 475746.1, 
3773964.4,     323.0,     323.0,       0.0);      
     ( 475766.1, 3773964.4,     323.2,     323.2,       0.0);         ( 475786.1, 
3773964.4,     323.4,     323.4,       0.0);      
     ( 475806.1, 3773964.4,     323.9,     323.9,       0.0);         ( 475826.1, 
3773964.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3773964.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3773964.4,     324.0,     324.0,       0.0);      
     ( 475886.1, 3773964.4,     324.5,     324.5,       0.0);         ( 475906.1, 
3773964.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3773964.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3773964.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3773964.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3773964.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3773964.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3773964.4,     325.0,     325.0,       0.0);      
     ( 476046.1, 3773964.4,     325.0,     325.0,       0.0);         ( 476066.1, 
3773964.4,     325.0,     325.0,       0.0);      
     ( 476086.1, 3773964.4,     325.0,     325.0,       0.0);         ( 476106.1, 
3773964.4,     325.0,     325.0,       0.0);      
     ( 476126.1, 3773964.4,     325.0,     325.0,       0.0);         ( 476146.1, 
3773964.4,     325.0,     325.0,       0.0);      
     ( 476406.1, 3773964.4,     327.9,     327.9,       0.0);         ( 476426.1, 
3773964.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3773964.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3773964.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3773964.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3773964.4,     328.0,     328.0,       0.0);      
     ( 476526.1, 3773964.4,     328.0,     328.0,       0.0);         ( 476546.1, 
3773964.4,     328.4,     328.4,       0.0);      
     ( 476566.1, 3773964.4,     328.8,     328.8,       0.0);         ( 476586.1, 
3773964.4,     329.0,     329.0,       0.0);      
     ( 476606.1, 3773964.4,     329.0,     329.0,       0.0);         ( 476626.1, 
3773964.4,     329.0,     329.0,       0.0);      
     ( 476646.1, 3773964.4,     329.0,     329.0,       0.0);         ( 476666.1, 
3773964.4,     329.0,     329.0,       0.0);      
     ( 476686.1, 3773964.4,     329.2,     329.2,       0.0);         ( 476706.1, 
3773964.4,     329.9,     329.9,       0.0);      
     ( 476726.1, 3773964.4,     330.0,     330.0,       0.0);         ( 476746.1, 



3773964.4,     330.0,     330.0,       0.0);      
     ( 476766.1, 3773964.4,     330.0,     330.0,       0.0);         ( 476786.1, 
3773964.4,     330.0,     330.0,       0.0);      
     ( 476846.1, 3773964.4,     330.9,     330.9,       0.0);         ( 476866.1, 
3773964.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3773964.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3773964.4,     331.0,     331.0,       0.0);      
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     ( 476926.1, 3773964.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3773964.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3773964.4,     331.0,     331.0,       0.0);         ( 476986.1, 
3773964.4,     331.0,     331.0,       0.0);      
     ( 477006.1, 3773964.4,     331.0,     331.0,       0.0);         ( 477026.1, 
3773964.4,     331.4,     331.4,       0.0);      
     ( 477046.1, 3773964.4,     331.8,     331.8,       0.0);         ( 477066.1, 
3773964.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3773964.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3773964.4,     332.0,     332.0,       0.0);      
     ( 475526.1, 3773984.4,     321.5,     321.5,       0.0);         ( 475546.1, 
3773984.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3773984.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3773984.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3773984.4,     322.0,     322.0,       0.0);         ( 475626.1, 
3773984.4,     322.0,     322.0,       0.0);      
     ( 475646.1, 3773984.4,     322.5,     322.5,       0.0);         ( 475666.1, 
3773984.4,     322.9,     322.9,       0.0);      
     ( 475686.1, 3773984.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3773984.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3773984.4,     323.0,     323.0,       0.0);         ( 475746.1, 
3773984.4,     323.0,     323.0,       0.0);      
     ( 475766.1, 3773984.4,     323.5,     323.5,       0.0);         ( 475786.1, 
3773984.4,     323.9,     323.9,       0.0);      
     ( 475806.1, 3773984.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3773984.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3773984.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3773984.4,     324.0,     324.0,       0.0);      
     ( 475886.1, 3773984.4,     324.5,     324.5,       0.0);         ( 475906.1, 
3773984.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3773984.4,     325.0,     325.0,       0.0);         ( 475946.1, 



3773984.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3773984.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3773984.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3773984.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3773984.4,     325.0,     325.0,       0.0);      
     ( 476046.1, 3773984.4,     325.0,     325.0,       0.0);         ( 476066.1, 
3773984.4,     325.0,     325.0,       0.0);      
     ( 476086.1, 3773984.4,     325.0,     325.0,       0.0);         ( 476106.1, 
3773984.4,     325.0,     325.0,       0.0);      
     ( 476126.1, 3773984.4,     325.0,     325.0,       0.0);         ( 476146.1, 
3773984.4,     325.0,     325.0,       0.0);      
     ( 476166.1, 3773984.4,     325.0,     325.0,       0.0);         ( 476406.1, 
3773984.4,     327.9,     327.9,       0.0);      
     ( 476426.1, 3773984.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3773984.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3773984.4,     328.0,     328.0,       0.0);         ( 476486.1, 
3773984.4,     328.0,     328.0,       0.0);      
     ( 476506.1, 3773984.4,     328.0,     328.0,       0.0);         ( 476526.1, 
3773984.4,     328.0,     328.0,       0.0);      
     ( 476546.1, 3773984.4,     328.0,     328.0,       0.0);         ( 476566.1, 
3773984.4,     328.3,     328.3,       0.0);      
     ( 476586.1, 3773984.4,     328.9,     328.9,       0.0);         ( 476606.1, 
3773984.4,     329.0,     329.0,       0.0);      
     ( 476626.1, 3773984.4,     329.0,     329.0,       0.0);         ( 476646.1, 
3773984.4,     329.0,     329.0,       0.0);      
     ( 476666.1, 3773984.4,     329.0,     329.0,       0.0);         ( 476686.1, 
3773984.4,     329.2,     329.2,       0.0);      
     ( 476706.1, 3773984.4,     329.9,     329.9,       0.0);         ( 476726.1, 
3773984.4,     330.0,     330.0,       0.0);      
     ( 476746.1, 3773984.4,     330.0,     330.0,       0.0);         ( 476775.7, 
3773975.6,     330.0,     330.0,       0.0);      
     ( 476793.1, 3773974.3,     330.0,     330.0,       0.0);         ( 476846.1, 
3773984.4,     330.6,     330.6,       0.0);      
     ( 476866.1, 3773984.4,     331.0,     331.0,       0.0);         ( 476886.1, 
3773984.4,     331.0,     331.0,       0.0);      
     ( 476906.1, 3773984.4,     331.0,     331.0,       0.0);         ( 476926.1, 
3773984.4,     331.0,     331.0,       0.0);      
     ( 476946.1, 3773984.4,     331.0,     331.0,       0.0);         ( 476966.1, 
3773984.4,     331.0,     331.0,       0.0);      
     ( 476986.1, 3773984.4,     331.0,     331.0,       0.0);         ( 477006.1, 
3773984.4,     331.0,     331.0,       0.0);      
     ( 477026.1, 3773984.4,     331.0,     331.0,       0.0);         ( 477046.1, 
3773984.4,     331.3,     331.3,       0.0);      
     ( 477066.1, 3773984.4,     331.9,     331.9,       0.0);         ( 477086.1, 
3773984.4,     332.0,     332.0,       0.0);      
     ( 477106.1, 3773984.4,     332.0,     332.0,       0.0);         ( 475526.1, 
3774004.4,     321.8,     321.8,       0.0);      
     ( 475546.1, 3774004.4,     322.0,     322.0,       0.0);         ( 475566.1, 
3774004.4,     322.0,     322.0,       0.0);      
     ( 475586.1, 3774004.4,     322.0,     322.0,       0.0);         ( 475606.1, 



3774004.4,     322.0,     322.0,       0.0);      
     ( 475626.1, 3774004.4,     322.0,     322.0,       0.0);         ( 475646.1, 
3774004.4,     322.5,     322.5,       0.0);      
     ( 475666.1, 3774004.4,     323.0,     323.0,       0.0);         ( 475686.1, 
3774004.4,     323.0,     323.0,       0.0);      
     ( 475706.1, 3774004.4,     323.0,     323.0,       0.0);         ( 475726.1, 
3774004.4,     323.0,     323.0,       0.0);      
     ( 475746.1, 3774004.4,     323.0,     323.0,       0.0);         ( 475766.1, 
3774004.4,     323.5,     323.5,       0.0);      
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  16
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                             *** DISCRETE CARTESIAN RECEPTORS ***
                                           (X-COORD, Y-COORD, ZELEV, ZHILL, ZFLAG)
                                                           (METERS)

     ( 475786.1, 3774004.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774004.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774004.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774004.4,     324.0,     324.0,       0.0);      
     ( 475866.1, 3774004.4,     324.0,     324.0,       0.0);         ( 475886.1, 
3774004.4,     324.5,     324.5,       0.0);      
     ( 475906.1, 3774004.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774004.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774004.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774004.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774004.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774004.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774004.4,     325.0,     325.0,       0.0);         ( 476046.1, 
3774004.4,     325.0,     325.0,       0.0);      
     ( 476066.1, 3774004.4,     325.3,     325.3,       0.0);         ( 476086.1, 
3774004.4,     325.6,     325.6,       0.0);      
     ( 476106.1, 3774004.4,     325.6,     325.6,       0.0);         ( 476126.1, 
3774004.4,     325.6,     325.6,       0.0);      
     ( 476146.1, 3774004.4,     325.6,     325.6,       0.0);         ( 476166.1, 
3774004.4,     325.6,     325.6,       0.0);      
     ( 476186.1, 3774004.4,     325.8,     325.8,       0.0);         ( 476366.1, 
3774004.4,     326.7,     326.7,       0.0);      
     ( 476386.1, 3774004.4,     327.2,     327.2,       0.0);         ( 476406.1, 
3774004.4,     327.9,     327.9,       0.0);      
     ( 476426.1, 3774004.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774004.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3774004.4,     328.0,     328.0,       0.0);         ( 476486.1, 
3774004.4,     328.0,     328.0,       0.0);      
     ( 476506.1, 3774004.4,     328.0,     328.0,       0.0);         ( 476526.1, 



3774004.4,     328.0,     328.0,       0.0);      
     ( 476546.1, 3774004.4,     328.0,     328.0,       0.0);         ( 476566.1, 
3774004.4,     328.1,     328.1,       0.0);      
     ( 476586.1, 3774004.4,     328.4,     328.4,       0.0);         ( 476606.1, 
3774004.4,     328.7,     328.7,       0.0);      
     ( 476626.1, 3774004.4,     329.0,     329.0,       0.0);         ( 476646.1, 
3774004.4,     329.0,     329.0,       0.0);      
     ( 476666.1, 3774004.4,     329.0,     329.0,       0.0);         ( 476686.1, 
3774004.4,     329.1,     329.1,       0.0);      
     ( 476706.1, 3774004.4,     329.4,     329.4,       0.0);         ( 476726.1, 
3774004.4,     329.4,     329.4,       0.0);      
     ( 476746.1, 3774004.4,     329.4,     329.4,       0.0);         ( 476766.1, 
3774004.4,     329.4,     329.4,       0.0);      
     ( 476786.1, 3774004.4,     329.4,     329.4,       0.0);         ( 476846.1, 
3774004.4,     330.5,     330.5,       0.0);      
     ( 476866.1, 3774004.4,     331.0,     331.0,       0.0);         ( 476886.1, 
3774004.4,     331.0,     331.0,       0.0);      
     ( 476906.1, 3774004.4,     331.0,     331.0,       0.0);         ( 476926.1, 
3774004.4,     331.0,     331.0,       0.0);      
     ( 476946.1, 3774004.4,     331.0,     331.0,       0.0);         ( 476966.1, 
3774004.4,     331.0,     331.0,       0.0);      
     ( 476986.1, 3774004.4,     331.0,     331.0,       0.0);         ( 477006.1, 
3774004.4,     331.0,     331.0,       0.0);      
     ( 477026.1, 3774004.4,     331.0,     331.0,       0.0);         ( 477046.1, 
3774004.4,     331.2,     331.2,       0.0);      
     ( 477066.1, 3774004.4,     331.9,     331.9,       0.0);         ( 477086.1, 
3774004.4,     332.0,     332.0,       0.0);      
     ( 477106.1, 3774004.4,     332.0,     332.0,       0.0);         ( 475526.1, 
3774024.4,     322.0,     322.0,       0.0);      
     ( 475546.1, 3774024.4,     322.0,     322.0,       0.0);         ( 475566.1, 
3774024.4,     322.0,     322.0,       0.0);      
     ( 475586.1, 3774024.4,     322.0,     322.0,       0.0);         ( 475606.1, 
3774024.4,     322.0,     322.0,       0.0);      
     ( 475626.1, 3774024.4,     322.0,     322.0,       0.0);         ( 475646.1, 
3774024.4,     322.5,     322.5,       0.0);      
     ( 475666.1, 3774024.4,     323.0,     323.0,       0.0);         ( 475686.1, 
3774024.4,     323.0,     323.0,       0.0);      
     ( 475706.1, 3774024.4,     323.0,     323.0,       0.0);         ( 475726.1, 
3774024.4,     323.0,     323.0,       0.0);      
     ( 475746.1, 3774024.4,     323.0,     323.0,       0.0);         ( 475766.1, 
3774024.4,     323.5,     323.5,       0.0);      
     ( 475786.1, 3774024.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774024.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774024.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774024.4,     324.1,     324.1,       0.0);      
     ( 475866.1, 3774024.4,     324.2,     324.2,       0.0);         ( 475886.1, 
3774024.4,     324.7,     324.7,       0.0);      
     ( 475906.1, 3774024.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774024.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774024.4,     325.0,     325.0,       0.0);         ( 475966.1, 



3774024.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774024.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774024.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774024.4,     325.1,     325.1,       0.0);         ( 476046.1, 
3774024.4,     325.2,     325.2,       0.0);      
     ( 476066.1, 3774024.4,     325.7,     325.7,       0.0);         ( 476086.1, 
3774024.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774024.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774024.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774024.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774024.4,     326.0,     326.0,       0.0);      
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  17
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                             *** DISCRETE CARTESIAN RECEPTORS ***
                                           (X-COORD, Y-COORD, ZELEV, ZHILL, ZFLAG)
                                                           (METERS)

     ( 476186.1, 3774024.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774024.4,     326.0,     326.0,       0.0);      
     ( 476226.1, 3774024.4,     326.0,     326.0,       0.0);         ( 476366.1, 
3774024.4,     326.4,     326.4,       0.0);      
     ( 476386.1, 3774024.4,     326.9,     326.9,       0.0);         ( 476406.1, 
3774024.4,     327.6,     327.6,       0.0);      
     ( 476426.1, 3774024.4,     327.9,     327.9,       0.0);         ( 476446.1, 
3774024.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3774024.4,     328.0,     328.0,       0.0);         ( 476486.1, 
3774024.4,     328.0,     328.0,       0.0);      
     ( 476506.1, 3774024.4,     328.0,     328.0,       0.0);         ( 476526.1, 
3774024.4,     328.0,     328.0,       0.0);      
     ( 476546.1, 3774024.4,     328.0,     328.0,       0.0);         ( 476566.1, 
3774024.4,     328.0,     328.0,       0.0);      
     ( 476586.1, 3774024.4,     328.0,     328.0,       0.0);         ( 476606.1, 
3774024.4,     328.5,     328.5,       0.0);      
     ( 476626.1, 3774024.4,     329.0,     329.0,       0.0);         ( 476646.1, 
3774024.4,     329.0,     329.0,       0.0);      
     ( 476666.1, 3774024.4,     329.0,     329.0,       0.0);         ( 476686.1, 
3774024.4,     329.0,     329.0,       0.0);      
     ( 476706.1, 3774024.4,     329.0,     329.0,       0.0);         ( 476726.1, 
3774024.4,     329.0,     329.0,       0.0);      
     ( 476746.1, 3774024.4,     329.0,     329.0,       0.0);         ( 476766.1, 
3774024.4,     329.0,     329.0,       0.0);      
     ( 476786.1, 3774024.4,     329.0,     329.0,       0.0);         ( 476846.1, 
3774024.4,     330.4,     330.4,       0.0);      
     ( 476866.1, 3774024.4,     331.0,     331.0,       0.0);         ( 476886.1, 



3774024.4,     331.0,     331.0,       0.0);      
     ( 476906.1, 3774024.4,     331.0,     331.0,       0.0);         ( 476926.1, 
3774024.4,     331.0,     331.0,       0.0);      
     ( 476946.1, 3774024.4,     331.0,     331.0,       0.0);         ( 476966.1, 
3774024.4,     331.0,     331.0,       0.0);      
     ( 476986.1, 3774024.4,     331.0,     331.0,       0.0);         ( 477006.1, 
3774024.4,     331.0,     331.0,       0.0);      
     ( 477026.1, 3774024.4,     331.0,     331.0,       0.0);         ( 477046.1, 
3774024.4,     331.2,     331.2,       0.0);      
     ( 477066.1, 3774024.4,     331.9,     331.9,       0.0);         ( 477086.1, 
3774024.4,     332.0,     332.0,       0.0);      
     ( 477106.1, 3774024.4,     332.0,     332.0,       0.0);         ( 475526.1, 
3774044.4,     322.0,     322.0,       0.0);      
     ( 475546.1, 3774044.4,     322.0,     322.0,       0.0);         ( 475566.1, 
3774044.4,     322.0,     322.0,       0.0);      
     ( 475586.1, 3774044.4,     322.0,     322.0,       0.0);         ( 475606.1, 
3774044.4,     322.0,     322.0,       0.0);      
     ( 475626.1, 3774044.4,     322.0,     322.0,       0.0);         ( 475646.1, 
3774044.4,     322.5,     322.5,       0.0);      
     ( 475666.1, 3774044.4,     323.0,     323.0,       0.0);         ( 475686.1, 
3774044.4,     323.0,     323.0,       0.0);      
     ( 475706.1, 3774044.4,     323.0,     323.0,       0.0);         ( 475726.1, 
3774044.4,     323.0,     323.0,       0.0);      
     ( 475746.1, 3774044.4,     323.0,     323.0,       0.0);         ( 475766.1, 
3774044.4,     323.5,     323.5,       0.0);      
     ( 475786.1, 3774044.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774044.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774044.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774044.4,     324.2,     324.2,       0.0);      
     ( 475866.1, 3774044.4,     324.8,     324.8,       0.0);         ( 475886.1, 
3774044.4,     325.0,     325.0,       0.0);      
     ( 475906.1, 3774044.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774044.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774044.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774044.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774044.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774044.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774044.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774044.4,     325.8,     325.8,       0.0);      
     ( 476066.1, 3774044.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774044.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774044.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774044.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774044.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774044.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774044.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774044.4,     326.0,     326.0,       0.0);      
     ( 476226.1, 3774044.4,     326.0,     326.0,       0.0);         ( 476246.1, 
3774044.4,     326.0,     326.0,       0.0);      
     ( 476266.1, 3774044.4,     326.0,     326.0,       0.0);         ( 476286.1, 



3774044.4,     326.0,     326.0,       0.0);      
     ( 476366.1, 3774044.4,     326.0,     326.0,       0.0);         ( 476386.1, 
3774044.4,     326.3,     326.3,       0.0);      
     ( 476406.1, 3774044.4,     326.9,     326.9,       0.0);         ( 476426.1, 
3774044.4,     327.6,     327.6,       0.0);      
     ( 476446.1, 3774044.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3774044.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3774044.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3774044.4,     328.0,     328.0,       0.0);      
     ( 476526.1, 3774044.4,     328.0,     328.0,       0.0);         ( 476546.1, 
3774044.4,     328.0,     328.0,       0.0);      
     ( 476566.1, 3774044.4,     328.0,     328.0,       0.0);         ( 476586.1, 
3774044.4,     328.0,     328.0,       0.0);      
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     ( 476606.1, 3774044.4,     328.5,     328.5,       0.0);         ( 476626.1, 
3774044.4,     329.0,     329.0,       0.0);      
     ( 476646.1, 3774044.4,     329.0,     329.0,       0.0);         ( 476666.1, 
3774044.4,     329.0,     329.0,       0.0);      
     ( 476686.1, 3774044.4,     329.0,     329.0,       0.0);         ( 476706.1, 
3774044.4,     329.0,     329.0,       0.0);      
     ( 476726.1, 3774044.4,     329.0,     329.0,       0.0);         ( 476746.1, 
3774044.4,     329.0,     329.0,       0.0);      
     ( 476766.1, 3774044.4,     329.0,     329.0,       0.0);         ( 476786.1, 
3774044.4,     329.0,     329.0,       0.0);      
     ( 476846.1, 3774044.4,     330.0,     330.0,       0.0);         ( 476866.1, 
3774044.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3774044.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3774044.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3774044.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3774044.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3774044.4,     331.0,     331.0,       0.0);         ( 476986.1, 
3774044.4,     331.0,     331.0,       0.0);      
     ( 477006.1, 3774044.4,     331.0,     331.0,       0.0);         ( 477026.1, 
3774044.4,     331.0,     331.0,       0.0);      
     ( 477046.1, 3774044.4,     331.2,     331.2,       0.0);         ( 477066.1, 
3774044.4,     331.9,     331.9,       0.0);      
     ( 477086.1, 3774044.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774044.4,     332.0,     332.0,       0.0);      
     ( 475526.1, 3774064.4,     322.0,     322.0,       0.0);         ( 475546.1, 



3774064.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3774064.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3774064.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3774064.4,     322.1,     322.1,       0.0);         ( 475626.1, 
3774064.4,     322.5,     322.5,       0.0);      
     ( 475646.1, 3774064.4,     322.8,     322.8,       0.0);         ( 475666.1, 
3774064.4,     323.0,     323.0,       0.0);      
     ( 475686.1, 3774064.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3774064.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3774064.4,     323.0,     323.0,       0.0);         ( 475746.1, 
3774064.4,     323.0,     323.0,       0.0);      
     ( 475766.1, 3774064.4,     323.5,     323.5,       0.0);         ( 475786.1, 
3774064.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774064.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774064.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774064.4,     324.2,     324.2,       0.0);         ( 475866.1, 
3774064.4,     324.9,     324.9,       0.0);      
     ( 475886.1, 3774064.4,     325.0,     325.0,       0.0);         ( 475906.1, 
3774064.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774064.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774064.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774064.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774064.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774064.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3774064.4,     325.2,     325.2,       0.0);      
     ( 476046.1, 3774064.4,     325.9,     325.9,       0.0);         ( 476066.1, 
3774064.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774064.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774064.4,     326.0,     326.0,       0.0);      
     ( 476166.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476186.1, 
3774064.4,     326.0,     326.0,       0.0);      
     ( 476206.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476226.1, 
3774064.4,     326.0,     326.0,       0.0);      
     ( 476246.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476266.1, 
3774064.4,     326.0,     326.0,       0.0);      
     ( 476286.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476306.1, 
3774064.4,     326.0,     326.0,       0.0);      
     ( 476326.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476346.1, 
3774064.4,     326.0,     326.0,       0.0);      
     ( 476366.1, 3774064.4,     326.0,     326.0,       0.0);         ( 476386.1, 
3774064.4,     326.2,     326.2,       0.0);      
     ( 476406.1, 3774064.4,     326.9,     326.9,       0.0);         ( 476426.1, 
3774064.4,     327.2,     327.2,       0.0);      
     ( 476446.1, 3774064.4,     327.5,     327.5,       0.0);         ( 476466.1, 
3774064.4,     327.9,     327.9,       0.0);      
     ( 476486.1, 3774064.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3774064.4,     328.0,     328.0,       0.0);      
     ( 476526.1, 3774064.4,     328.0,     328.0,       0.0);         ( 476546.1, 



3774064.4,     328.0,     328.0,       0.0);      
     ( 476566.1, 3774064.4,     328.0,     328.0,       0.0);         ( 476586.1, 
3774064.4,     328.0,     328.0,       0.0);      
     ( 476606.1, 3774064.4,     328.5,     328.5,       0.0);         ( 476626.1, 
3774064.4,     329.0,     329.0,       0.0);      
     ( 476646.1, 3774064.4,     329.0,     329.0,       0.0);         ( 476666.1, 
3774064.4,     329.0,     329.0,       0.0);      
     ( 476686.1, 3774064.4,     329.0,     329.0,       0.0);         ( 476706.1, 
3774064.4,     329.0,     329.0,       0.0);      
     ( 476726.1, 3774064.4,     329.0,     329.0,       0.0);         ( 476746.1, 
3774064.4,     329.0,     329.0,       0.0);      
     ( 476766.1, 3774064.4,     329.0,     329.0,       0.0);         ( 476786.1, 
3774064.4,     329.0,     329.0,       0.0);      
     ( 476846.1, 3774064.4,     330.0,     330.0,       0.0);         ( 476866.1, 
3774064.4,     331.0,     331.0,       0.0);      
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     ( 476886.1, 3774064.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3774064.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3774064.4,     331.0,     331.0,       0.0);         ( 476946.1, 
3774064.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3774064.4,     331.0,     331.0,       0.0);         ( 476986.1, 
3774064.4,     331.0,     331.0,       0.0);      
     ( 477006.1, 3774064.4,     331.0,     331.0,       0.0);         ( 477026.1, 
3774064.4,     331.3,     331.3,       0.0);      
     ( 477046.1, 3774064.4,     331.7,     331.7,       0.0);         ( 477066.1, 
3774064.4,     331.9,     331.9,       0.0);      
     ( 477086.1, 3774064.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774064.4,     332.0,     332.0,       0.0);      
     ( 475526.1, 3774084.4,     322.0,     322.0,       0.0);         ( 475546.1, 
3774084.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3774084.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3774084.4,     322.0,     322.0,       0.0);      
     ( 475606.1, 3774084.4,     322.2,     322.2,       0.0);         ( 475626.1, 
3774084.4,     322.9,     322.9,       0.0);      
     ( 475646.1, 3774084.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774084.4,     323.0,     323.0,       0.0);      
     ( 475686.1, 3774084.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3774084.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3774084.4,     323.0,     323.0,       0.0);         ( 475746.1, 



3774084.4,     323.0,     323.0,       0.0);      
     ( 475766.1, 3774084.4,     323.5,     323.5,       0.0);         ( 475786.1, 
3774084.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774084.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774084.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774084.4,     324.2,     324.2,       0.0);         ( 475866.1, 
3774084.4,     324.9,     324.9,       0.0);      
     ( 475886.1, 3774084.4,     325.0,     325.0,       0.0);         ( 475906.1, 
3774084.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774084.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774084.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774084.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774084.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774084.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3774084.4,     325.2,     325.2,       0.0);      
     ( 476046.1, 3774084.4,     325.9,     325.9,       0.0);         ( 476066.1, 
3774084.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774084.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774084.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774084.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774084.4,     326.0,     326.0,       0.0);      
     ( 476166.1, 3774084.4,     326.0,     326.0,       0.0);         ( 476186.1, 
3774084.4,     326.2,     326.2,       0.0);      
     ( 476206.1, 3774084.4,     326.3,     326.3,       0.0);         ( 476226.1, 
3774084.4,     326.3,     326.3,       0.0);      
     ( 476246.1, 3774084.4,     326.3,     326.3,       0.0);         ( 476266.1, 
3774084.4,     326.3,     326.3,       0.0);      
     ( 476286.1, 3774084.4,     326.3,     326.3,       0.0);         ( 476306.1, 
3774084.4,     326.3,     326.3,       0.0);      
     ( 476326.1, 3774084.4,     326.3,     326.3,       0.0);         ( 476346.1, 
3774084.4,     326.3,     326.3,       0.0);      
     ( 476366.1, 3774084.4,     326.4,     326.4,       0.0);         ( 476386.1, 
3774084.4,     326.7,     326.7,       0.0);      
     ( 476406.1, 3774084.4,     327.2,     327.2,       0.0);         ( 476426.1, 
3774084.4,     327.3,     327.3,       0.0);      
     ( 476446.1, 3774084.4,     327.4,     327.4,       0.0);         ( 476466.1, 
3774084.4,     327.7,     327.7,       0.0);      
     ( 476486.1, 3774084.4,     327.9,     327.9,       0.0);         ( 476506.1, 
3774084.4,     328.0,     328.0,       0.0);      
     ( 476526.1, 3774084.4,     328.0,     328.0,       0.0);         ( 476546.1, 
3774084.4,     328.0,     328.0,       0.0);      
     ( 476566.1, 3774084.4,     328.1,     328.1,       0.0);         ( 476586.1, 
3774084.4,     328.2,     328.2,       0.0);      
     ( 476606.1, 3774084.4,     328.7,     328.7,       0.0);         ( 476626.1, 
3774084.4,     329.0,     329.0,       0.0);      
     ( 476646.1, 3774084.4,     329.0,     329.0,       0.0);         ( 476666.1, 
3774084.4,     329.0,     329.0,       0.0);      
     ( 476686.1, 3774084.4,     329.1,     329.1,       0.0);         ( 476706.1, 
3774084.4,     329.2,     329.2,       0.0);      
     ( 476726.1, 3774084.4,     329.3,     329.3,       0.0);         ( 476746.1, 



3774084.4,     329.3,     329.3,       0.0);      
     ( 476766.1, 3774084.4,     329.3,     329.3,       0.0);         ( 476786.1, 
3774084.4,     329.3,     329.3,       0.0);      
     ( 476806.1, 3774084.4,     329.4,     329.4,       0.0);         ( 476846.1, 
3774084.4,     330.0,     330.0,       0.0);      
     ( 476866.1, 3774084.4,     331.0,     331.0,       0.0);         ( 476886.1, 
3774084.4,     331.0,     331.0,       0.0);      
     ( 476906.1, 3774084.4,     331.0,     331.0,       0.0);         ( 476926.1, 
3774084.4,     331.0,     331.0,       0.0);      
     ( 476946.1, 3774084.4,     331.0,     331.0,       0.0);         ( 476966.1, 
3774084.4,     331.0,     331.0,       0.0);      
     ( 476986.1, 3774084.4,     331.0,     331.0,       0.0);         ( 477006.1, 
3774084.4,     331.0,     331.0,       0.0);      
     ( 477026.1, 3774084.4,     331.5,     331.5,       0.0);         ( 477046.1, 
3774084.4,     332.0,     332.0,       0.0);      
     ( 477066.1, 3774084.4,     332.0,     332.0,       0.0);         ( 477086.1, 
3774084.4,     332.0,     332.0,       0.0);      
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     ( 477106.1, 3774084.4,     332.0,     332.0,       0.0);         ( 475526.1, 
3774104.4,     322.0,     322.0,       0.0);      
     ( 475546.1, 3774104.4,     322.0,     322.0,       0.0);         ( 475566.1, 
3774104.4,     322.0,     322.0,       0.0);      
     ( 475586.1, 3774104.4,     322.0,     322.0,       0.0);         ( 475606.1, 
3774104.4,     322.2,     322.2,       0.0);      
     ( 475626.1, 3774104.4,     322.9,     322.9,       0.0);         ( 475646.1, 
3774104.4,     323.0,     323.0,       0.0);      
     ( 475666.1, 3774104.4,     323.0,     323.0,       0.0);         ( 475686.1, 
3774104.4,     323.0,     323.0,       0.0);      
     ( 475706.1, 3774104.4,     323.0,     323.0,       0.0);         ( 475726.1, 
3774104.4,     323.0,     323.0,       0.0);      
     ( 475746.1, 3774104.4,     323.0,     323.0,       0.0);         ( 475766.1, 
3774104.4,     323.5,     323.5,       0.0);      
     ( 475786.1, 3774104.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774104.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774104.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774104.4,     324.2,     324.2,       0.0);      
     ( 475866.1, 3774104.4,     324.9,     324.9,       0.0);         ( 475886.1, 
3774104.4,     325.0,     325.0,       0.0);      
     ( 475906.1, 3774104.4,     325.0,     325.0,       0.0);         ( 475926.1, 



3774104.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774104.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774104.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774104.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774104.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774104.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774104.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774104.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774104.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774104.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774104.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774104.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774104.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774104.4,     326.5,     326.5,       0.0);         ( 476206.1, 
3774104.4,     326.9,     326.9,       0.0);      
     ( 476226.1, 3774104.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774104.4,     326.9,     326.9,       0.0);      
     ( 476266.1, 3774104.4,     326.9,     326.9,       0.0);         ( 476286.1, 
3774104.4,     326.9,     326.9,       0.0);      
     ( 476306.1, 3774104.4,     326.9,     326.9,       0.0);         ( 476326.1, 
3774104.4,     326.9,     326.9,       0.0);      
     ( 476346.1, 3774104.4,     326.9,     326.9,       0.0);         ( 476366.1, 
3774104.4,     327.4,     327.4,       0.0);      
     ( 476386.1, 3774104.4,     327.9,     327.9,       0.0);         ( 476406.1, 
3774104.4,     327.9,     327.9,       0.0);      
     ( 476426.1, 3774104.4,     327.9,     327.9,       0.0);         ( 476446.1, 
3774104.4,     327.8,     327.8,       0.0);      
     ( 476466.1, 3774104.4,     327.2,     327.2,       0.0);         ( 476486.1, 
3774104.4,     327.6,     327.6,       0.0);      
     ( 476506.1, 3774104.4,     328.0,     328.0,       0.0);         ( 476526.1, 
3774104.4,     328.0,     328.0,       0.0);      
     ( 476546.1, 3774104.4,     328.0,     328.0,       0.0);         ( 476566.1, 
3774104.4,     328.2,     328.2,       0.0);      
     ( 476586.1, 3774104.4,     328.8,     328.8,       0.0);         ( 476606.1, 
3774104.4,     329.0,     329.0,       0.0);      
     ( 476626.1, 3774104.4,     329.0,     329.0,       0.0);         ( 476646.1, 
3774104.4,     329.0,     329.0,       0.0);      
     ( 476666.1, 3774104.4,     329.0,     329.0,       0.0);         ( 476686.1, 
3774104.4,     329.2,     329.2,       0.0);      
     ( 476706.1, 3774104.4,     329.8,     329.8,       0.0);         ( 476726.1, 
3774104.4,     329.9,     329.9,       0.0);      
     ( 476746.1, 3774104.4,     329.9,     329.9,       0.0);         ( 476766.1, 
3774104.4,     329.9,     329.9,       0.0);      
     ( 476786.1, 3774104.4,     329.9,     329.9,       0.0);         ( 476806.1, 
3774104.4,     329.9,     329.9,       0.0);      
     ( 476846.1, 3774104.4,     330.0,     330.0,       0.0);         ( 476866.1, 
3774104.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3774104.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3774104.4,     331.0,     331.0,       0.0);      
     ( 476926.1, 3774104.4,     331.0,     331.0,       0.0);         ( 476946.1, 



3774104.4,     331.0,     331.0,       0.0);      
     ( 476966.1, 3774104.4,     331.0,     331.0,       0.0);         ( 476986.1, 
3774104.4,     331.0,     331.0,       0.0);      
     ( 477006.1, 3774104.4,     331.0,     331.0,       0.0);         ( 477026.1, 
3774104.4,     331.5,     331.5,       0.0);      
     ( 477046.1, 3774104.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3774104.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3774104.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774104.4,     332.0,     332.0,       0.0);      
     ( 475526.1, 3774124.4,     322.0,     322.0,       0.0);         ( 475546.1, 
3774124.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3774124.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3774124.4,     322.3,     322.3,       0.0);      
     ( 475606.1, 3774124.4,     322.7,     322.7,       0.0);         ( 475626.1, 
3774124.4,     322.9,     322.9,       0.0);      
     ( 475646.1, 3774124.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774124.4,     323.0,     323.0,       0.0);      
     ( 475686.1, 3774124.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3774124.4,     323.0,     323.0,       0.0);      
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     ( 475726.1, 3774124.4,     323.1,     323.1,       0.0);         ( 475746.1, 
3774124.4,     323.5,     323.5,       0.0);      
     ( 475766.1, 3774124.4,     323.8,     323.8,       0.0);         ( 475786.1, 
3774124.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774124.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774124.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774124.4,     324.2,     324.2,       0.0);         ( 475866.1, 
3774124.4,     324.9,     324.9,       0.0);      
     ( 475886.1, 3774124.4,     325.0,     325.0,       0.0);         ( 475906.1, 
3774124.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774124.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774124.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774124.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774124.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774124.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3774124.4,     325.2,     325.2,       0.0);      
     ( 476046.1, 3774124.4,     325.9,     325.9,       0.0);         ( 476066.1, 
3774124.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774124.4,     326.0,     326.0,       0.0);         ( 476106.1, 



3774124.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774124.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774124.4,     326.0,     326.0,       0.0);      
     ( 476166.1, 3774124.4,     326.0,     326.0,       0.0);         ( 476186.1, 
3774124.4,     326.5,     326.5,       0.0);      
     ( 476206.1, 3774124.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774124.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774124.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774124.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774124.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774124.4,     327.0,     327.0,       0.0);      
     ( 476326.1, 3774124.4,     327.1,     327.1,       0.0);         ( 476346.1, 
3774124.4,     327.5,     327.5,       0.0);      
     ( 476366.1, 3774124.4,     327.8,     327.8,       0.0);         ( 476386.1, 
3774124.4,     328.0,     328.0,       0.0);      
     ( 476406.1, 3774124.4,     328.0,     328.0,       0.0);         ( 476426.1, 
3774124.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3774124.4,     327.9,     327.9,       0.0);         ( 476466.1, 
3774124.4,     327.7,     327.7,       0.0);      
     ( 476486.1, 3774124.4,     327.8,     327.8,       0.0);         ( 476506.1, 
3774124.4,     328.0,     328.0,       0.0);      
     ( 476526.1, 3774124.4,     328.0,     328.0,       0.0);         ( 476546.1, 
3774124.4,     328.3,     328.3,       0.0);      
     ( 476566.1, 3774124.4,     328.7,     328.7,       0.0);         ( 476586.1, 
3774124.4,     328.9,     328.9,       0.0);      
     ( 476606.1, 3774124.4,     329.0,     329.0,       0.0);         ( 476626.1, 
3774124.4,     329.1,     329.1,       0.0);      
     ( 476646.1, 3774124.4,     329.5,     329.5,       0.0);         ( 476666.1, 
3774124.4,     329.6,     329.6,       0.0);      
     ( 476686.1, 3774124.4,     329.7,     329.7,       0.0);         ( 476706.1, 
3774124.4,     329.9,     329.9,       0.0);      
     ( 476726.1, 3774124.4,     330.3,     330.3,       0.0);         ( 476746.1, 
3774124.4,     330.6,     330.6,       0.0);      
     ( 476766.1, 3774124.4,     330.6,     330.6,       0.0);         ( 476786.1, 
3774124.4,     330.6,     330.6,       0.0);      
     ( 476806.1, 3774124.4,     330.6,     330.6,       0.0);         ( 476846.1, 
3774124.4,     330.3,     330.3,       0.0);      
     ( 476866.1, 3774124.4,     331.0,     331.0,       0.0);         ( 476886.1, 
3774124.4,     331.0,     331.0,       0.0);      
     ( 476906.1, 3774124.4,     331.0,     331.0,       0.0);         ( 476926.1, 
3774124.4,     331.0,     331.0,       0.0);      
     ( 476946.1, 3774124.4,     331.0,     331.0,       0.0);         ( 476966.1, 
3774124.4,     331.3,     331.3,       0.0);      
     ( 476986.1, 3774124.4,     331.6,     331.6,       0.0);         ( 477006.1, 
3774124.4,     331.6,     331.6,       0.0);      
     ( 477026.1, 3774124.4,     331.8,     331.8,       0.0);         ( 477046.1, 
3774124.4,     332.0,     332.0,       0.0);      
     ( 477066.1, 3774124.4,     332.0,     332.0,       0.0);         ( 477086.1, 
3774124.4,     332.0,     332.0,       0.0);      
     ( 477106.1, 3774124.4,     332.0,     332.0,       0.0);         ( 475526.1, 



3774144.4,     322.0,     322.0,       0.0);      
     ( 475546.1, 3774144.4,     322.0,     322.0,       0.0);         ( 475566.1, 
3774144.4,     322.0,     322.0,       0.0);      
     ( 475586.1, 3774144.4,     322.5,     322.5,       0.0);         ( 475606.1, 
3774144.4,     323.0,     323.0,       0.0);      
     ( 475626.1, 3774144.4,     323.0,     323.0,       0.0);         ( 475646.1, 
3774144.4,     323.0,     323.0,       0.0);      
     ( 475666.1, 3774144.4,     323.0,     323.0,       0.0);         ( 475686.1, 
3774144.4,     323.0,     323.0,       0.0);      
     ( 475706.1, 3774144.4,     323.0,     323.0,       0.0);         ( 475726.1, 
3774144.4,     323.2,     323.2,       0.0);      
     ( 475746.1, 3774144.4,     323.9,     323.9,       0.0);         ( 475766.1, 
3774144.4,     324.0,     324.0,       0.0);      
     ( 475786.1, 3774144.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774144.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774144.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774144.4,     324.2,     324.2,       0.0);      
     ( 475866.1, 3774144.4,     324.6,     324.6,       0.0);         ( 475886.1, 
3774144.4,     324.9,     324.9,       0.0);      
     ( 475906.1, 3774144.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774144.4,     325.0,     325.0,       0.0);      
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     ( 475946.1, 3774144.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774144.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774144.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774144.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774144.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774144.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774144.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774144.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774144.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774144.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774144.4,     326.1,     326.1,       0.0);         ( 476166.1, 
3774144.4,     326.2,     326.2,       0.0);      
     ( 476186.1, 3774144.4,     326.7,     326.7,       0.0);         ( 476206.1, 
3774144.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774144.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774144.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774144.4,     327.0,     327.0,       0.0);         ( 476286.1, 



3774144.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774144.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774144.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774144.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774144.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774144.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774144.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774144.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774144.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3774144.4,     328.0,     328.0,       0.0);         ( 476486.1, 
3774144.4,     328.0,     328.0,       0.0);      
     ( 476506.1, 3774144.4,     328.1,     328.1,       0.0);         ( 476526.1, 
3774144.4,     328.2,     328.2,       0.0);      
     ( 476546.1, 3774144.4,     328.7,     328.7,       0.0);         ( 476566.1, 
3774144.4,     329.0,     329.0,       0.0);      
     ( 476586.1, 3774144.4,     329.0,     329.0,       0.0);         ( 476606.1, 
3774144.4,     329.2,     329.2,       0.0);      
     ( 476626.1, 3774144.4,     329.4,     329.4,       0.0);         ( 476646.1, 
3774144.4,     329.9,     329.9,       0.0);      
     ( 476666.1, 3774144.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774144.4,     330.0,     330.0,       0.0);      
     ( 476706.1, 3774144.4,     330.0,     330.0,       0.0);         ( 476726.1, 
3774144.4,     330.5,     330.5,       0.0);      
     ( 476746.1, 3774144.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774144.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774144.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774144.4,     331.0,     331.0,       0.0);      
     ( 476846.1, 3774144.4,     330.6,     330.6,       0.0);         ( 476866.1, 
3774144.4,     331.0,     331.0,       0.0);      
     ( 476886.1, 3774144.4,     331.0,     331.0,       0.0);         ( 476906.1, 
3774144.4,     331.2,     331.2,       0.0);      
     ( 476926.1, 3774144.4,     331.3,     331.3,       0.0);         ( 477066.1, 
3774144.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3774144.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774144.4,     332.0,     332.0,       0.0);      
     ( 475526.1, 3774164.4,     322.0,     322.0,       0.0);         ( 475546.1, 
3774164.4,     322.0,     322.0,       0.0);      
     ( 475566.1, 3774164.4,     322.0,     322.0,       0.0);         ( 475586.1, 
3774164.4,     322.5,     322.5,       0.0);      
     ( 475606.1, 3774164.4,     323.0,     323.0,       0.0);         ( 475626.1, 
3774164.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774164.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774164.4,     323.0,     323.0,       0.0);      
     ( 475686.1, 3774164.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3774164.4,     323.0,     323.0,       0.0);      
     ( 475726.1, 3774164.4,     323.2,     323.2,       0.0);         ( 475746.1, 
3774164.4,     323.9,     323.9,       0.0);      
     ( 475766.1, 3774164.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774164.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774164.4,     324.0,     324.0,       0.0);         ( 475826.1, 



3774164.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774164.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3774164.4,     324.1,     324.1,       0.0);      
     ( 475886.1, 3774164.4,     324.6,     324.6,       0.0);         ( 475906.1, 
3774164.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774164.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774164.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774164.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774164.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774164.4,     325.0,     325.0,       0.0);         ( 476026.1, 
3774164.4,     325.2,     325.2,       0.0);      
     ( 476046.1, 3774164.4,     325.9,     325.9,       0.0);         ( 476066.1, 
3774164.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774164.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774164.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774164.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774164.4,     326.2,     326.2,       0.0);      
     ( 476166.1, 3774164.4,     326.8,     326.8,       0.0);         ( 476186.1, 
3774164.4,     327.0,     327.0,       0.0);      
     ( 476206.1, 3774164.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774164.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774164.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774164.4,     327.0,     327.0,       0.0);      
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     ( 476286.1, 3774164.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774164.4,     327.0,     327.0,       0.0);      
     ( 476326.1, 3774164.4,     327.2,     327.2,       0.0);         ( 476346.1, 
3774164.4,     327.9,     327.9,       0.0);      
     ( 476366.1, 3774164.4,     328.0,     328.0,       0.0);         ( 476386.1, 
3774164.4,     328.0,     328.0,       0.0);      
     ( 476406.1, 3774164.4,     328.0,     328.0,       0.0);         ( 476426.1, 
3774164.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3774164.4,     328.0,     328.0,       0.0);         ( 476466.1, 
3774164.4,     328.0,     328.0,       0.0);      
     ( 476486.1, 3774164.4,     328.0,     328.0,       0.0);         ( 476506.1, 
3774164.4,     328.2,     328.2,       0.0);      
     ( 476526.1, 3774164.4,     328.8,     328.8,       0.0);         ( 476546.1, 
3774164.4,     329.0,     329.0,       0.0);      
     ( 476566.1, 3774164.4,     329.0,     329.0,       0.0);         ( 476586.1, 



3774164.4,     329.0,     329.0,       0.0);      
     ( 476606.1, 3774164.4,     329.5,     329.5,       0.0);         ( 476626.1, 
3774164.4,     329.9,     329.9,       0.0);      
     ( 476646.1, 3774164.4,     330.0,     330.0,       0.0);         ( 476666.1, 
3774164.4,     330.0,     330.0,       0.0);      
     ( 476686.1, 3774164.4,     330.0,     330.0,       0.0);         ( 476706.1, 
3774164.4,     330.0,     330.0,       0.0);      
     ( 476726.1, 3774164.4,     330.5,     330.5,       0.0);         ( 476746.1, 
3774164.4,     331.0,     331.0,       0.0);      
     ( 476766.1, 3774164.4,     331.0,     331.0,       0.0);         ( 476786.1, 
3774164.4,     331.0,     331.0,       0.0);      
     ( 476806.1, 3774164.4,     331.0,     331.0,       0.0);         ( 476846.1, 
3774164.4,     331.0,     331.0,       0.0);      
     ( 476866.1, 3774164.4,     331.0,     331.0,       0.0);         ( 476886.1, 
3774164.4,     331.0,     331.0,       0.0);      
     ( 476906.1, 3774164.4,     331.5,     331.5,       0.0);         ( 476926.1, 
3774164.4,     331.9,     331.9,       0.0);      
     ( 477066.1, 3774164.4,     332.0,     332.0,       0.0);         ( 477086.1, 
3774164.4,     332.0,     332.0,       0.0);      
     ( 477106.1, 3774164.4,     332.0,     332.0,       0.0);         ( 475526.1, 
3774184.4,     322.0,     322.0,       0.0);      
     ( 475546.1, 3774184.4,     322.1,     322.1,       0.0);         ( 475566.1, 
3774184.4,     322.5,     322.5,       0.0);      
     ( 475586.1, 3774184.4,     322.8,     322.8,       0.0);         ( 475606.1, 
3774184.4,     323.0,     323.0,       0.0);      
     ( 475626.1, 3774184.4,     323.0,     323.0,       0.0);         ( 475646.1, 
3774184.4,     323.0,     323.0,       0.0);      
     ( 475666.1, 3774184.4,     323.0,     323.0,       0.0);         ( 475686.1, 
3774184.4,     323.0,     323.0,       0.0);      
     ( 475706.1, 3774184.4,     323.0,     323.0,       0.0);         ( 475726.1, 
3774184.4,     323.2,     323.2,       0.0);      
     ( 475746.1, 3774184.4,     323.9,     323.9,       0.0);         ( 475766.1, 
3774184.4,     324.0,     324.0,       0.0);      
     ( 475786.1, 3774184.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774184.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774184.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774184.4,     324.0,     324.0,       0.0);      
     ( 475866.1, 3774184.4,     324.0,     324.0,       0.0);         ( 475886.1, 
3774184.4,     324.5,     324.5,       0.0);      
     ( 475906.1, 3774184.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774184.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774184.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774184.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774184.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774184.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774184.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774184.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774184.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774184.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774184.4,     326.0,     326.0,       0.0);         ( 476126.1, 



3774184.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774184.4,     326.1,     326.1,       0.0);         ( 476166.1, 
3774184.4,     326.4,     326.4,       0.0);      
     ( 476186.1, 3774184.4,     326.7,     326.7,       0.0);         ( 476206.1, 
3774184.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774184.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774184.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774184.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774184.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774184.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774184.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774184.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774184.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774184.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774184.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774184.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774184.4,     328.0,     328.0,       0.0);      
     ( 476466.1, 3774184.4,     328.0,     328.0,       0.0);         ( 476486.1, 
3774184.4,     328.3,     328.3,       0.0);      
     ( 476506.1, 3774184.4,     328.7,     328.7,       0.0);         ( 476526.1, 
3774184.4,     328.9,     328.9,       0.0);      
     ( 476546.1, 3774184.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774184.4,     329.1,     329.1,       0.0);      
     ( 476586.1, 3774184.4,     329.5,     329.5,       0.0);         ( 476606.1, 
3774184.4,     329.8,     329.8,       0.0);      
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     ( 476626.1, 3774184.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774184.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774184.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774184.4,     330.1,     330.1,       0.0);      
     ( 476706.1, 3774184.4,     330.5,     330.5,       0.0);         ( 476726.1, 
3774184.4,     330.8,     330.8,       0.0);      
     ( 476746.1, 3774184.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774184.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774184.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774184.4,     331.0,     331.0,       0.0);      
     ( 476846.1, 3774184.4,     331.0,     331.0,       0.0);         ( 476866.1, 
3774184.4,     331.6,     331.6,       0.0);      
     ( 476886.1, 3774184.4,     331.6,     331.6,       0.0);         ( 476906.1, 



3774184.4,     331.8,     331.8,       0.0);      
     ( 476926.1, 3774184.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3774184.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3774184.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774184.4,     332.1,     332.1,       0.0);      
     ( 475526.1, 3774204.4,     322.0,     322.0,       0.0);         ( 475546.1, 
3774204.4,     322.2,     322.2,       0.0);      
     ( 475566.1, 3774204.4,     322.9,     322.9,       0.0);         ( 475586.1, 
3774204.4,     323.0,     323.0,       0.0);      
     ( 475606.1, 3774204.4,     323.0,     323.0,       0.0);         ( 475626.1, 
3774204.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774204.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774204.4,     323.0,     323.0,       0.0);      
     ( 475686.1, 3774204.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3774204.4,     323.2,     323.2,       0.0);      
     ( 475726.1, 3774204.4,     323.4,     323.4,       0.0);         ( 475746.1, 
3774204.4,     323.9,     323.9,       0.0);      
     ( 475766.1, 3774204.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774204.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774204.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774204.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774204.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3774204.4,     324.0,     324.0,       0.0);      
     ( 475886.1, 3774204.4,     324.5,     324.5,       0.0);         ( 475906.1, 
3774204.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774204.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774204.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774204.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774204.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774204.4,     325.2,     325.2,       0.0);         ( 476026.1, 
3774204.4,     325.4,     325.4,       0.0);      
     ( 476046.1, 3774204.4,     325.9,     325.9,       0.0);         ( 476066.1, 
3774204.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774204.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774204.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774204.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774204.4,     326.1,     326.1,       0.0);      
     ( 476166.1, 3774204.4,     326.2,     326.2,       0.0);         ( 476186.1, 
3774204.4,     326.7,     326.7,       0.0);      
     ( 476206.1, 3774204.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774204.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774204.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774204.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774204.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774204.4,     327.0,     327.0,       0.0);      
     ( 476326.1, 3774204.4,     327.2,     327.2,       0.0);         ( 476346.1, 
3774204.4,     327.9,     327.9,       0.0);      
     ( 476366.1, 3774204.4,     328.0,     328.0,       0.0);         ( 476386.1, 
3774204.4,     328.0,     328.0,       0.0);      
     ( 476406.1, 3774204.4,     328.0,     328.0,       0.0);         ( 476426.1, 



3774204.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3774204.4,     328.1,     328.1,       0.0);         ( 476466.1, 
3774204.4,     328.2,     328.2,       0.0);      
     ( 476486.1, 3774204.4,     328.7,     328.7,       0.0);         ( 476506.1, 
3774204.4,     329.0,     329.0,       0.0);      
     ( 476526.1, 3774204.4,     329.0,     329.0,       0.0);         ( 476546.1, 
3774204.4,     329.0,     329.0,       0.0);      
     ( 477046.1, 3774204.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3774204.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3774204.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774204.4,     332.2,     332.2,       0.0);      
     ( 477126.1, 3774204.4,     332.6,     332.6,       0.0);         ( 477146.1, 
3774204.4,     333.3,     333.3,       0.0);      
     ( 477166.1, 3774204.4,     333.8,     333.8,       0.0);         ( 475526.1, 
3774224.4,     322.0,     322.0,       0.0);      
     ( 475546.1, 3774224.4,     322.2,     322.2,       0.0);         ( 475566.1, 
3774224.4,     322.9,     322.9,       0.0);      
     ( 475586.1, 3774224.4,     323.0,     323.0,       0.0);         ( 475606.1, 
3774224.4,     323.0,     323.0,       0.0);      
     ( 475626.1, 3774224.4,     323.0,     323.0,       0.0);         ( 475646.1, 
3774224.4,     323.0,     323.0,       0.0);      
     ( 475666.1, 3774224.4,     323.0,     323.0,       0.0);         ( 475686.1, 
3774224.4,     323.0,     323.0,       0.0);      
     ( 475706.1, 3774224.4,     323.5,     323.5,       0.0);         ( 475726.1, 
3774224.4,     323.9,     323.9,       0.0);      
     ( 475746.1, 3774224.4,     324.0,     324.0,       0.0);         ( 475766.1, 
3774224.4,     324.0,     324.0,       0.0);      
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     ( 475786.1, 3774224.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774224.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774224.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774224.4,     324.0,     324.0,       0.0);      
     ( 475866.1, 3774224.4,     324.0,     324.0,       0.0);         ( 475886.1, 
3774224.4,     324.5,     324.5,       0.0);      
     ( 475906.1, 3774224.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774224.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774224.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774224.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774224.4,     325.0,     325.0,       0.0);         ( 476006.1, 



3774224.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774224.4,     325.9,     325.9,       0.0);         ( 476046.1, 
3774224.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774224.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774224.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774224.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774224.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774224.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774224.4,     326.8,     326.8,       0.0);      
     ( 476186.1, 3774224.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774224.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774224.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774224.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774224.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774224.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774224.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774224.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774224.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774224.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774224.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774224.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774224.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774224.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774224.4,     328.8,     328.8,       0.0);         ( 476486.1, 
3774224.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774224.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774224.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774224.4,     329.0,     329.0,       0.0);         ( 477046.1, 
3774224.4,     332.0,     332.0,       0.0);      
     ( 477066.1, 3774224.4,     332.0,     332.0,       0.0);         ( 477086.1, 
3774224.4,     332.0,     332.0,       0.0);      
     ( 477106.1, 3774224.4,     332.0,     332.0,       0.0);         ( 477126.1, 
3774224.4,     332.1,     332.1,       0.0);      
     ( 477146.1, 3774224.4,     332.6,     332.6,       0.0);         ( 477166.1, 
3774224.4,     333.3,     333.3,       0.0);      
     ( 475526.1, 3774244.4,     322.0,     322.0,       0.0);         ( 475546.1, 
3774244.4,     322.2,     322.2,       0.0);      
     ( 475566.1, 3774244.4,     322.9,     322.9,       0.0);         ( 475586.1, 
3774244.4,     323.0,     323.0,       0.0);      
     ( 475606.1, 3774244.4,     323.0,     323.0,       0.0);         ( 475626.1, 
3774244.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774244.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774244.4,     323.0,     323.0,       0.0);      
     ( 475686.1, 3774244.4,     323.0,     323.0,       0.0);         ( 475706.1, 
3774244.4,     323.5,     323.5,       0.0);      
     ( 475726.1, 3774244.4,     324.0,     324.0,       0.0);         ( 475746.1, 
3774244.4,     324.0,     324.0,       0.0);      
     ( 475766.1, 3774244.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774244.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774244.4,     324.0,     324.0,       0.0);         ( 475826.1, 



3774244.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774244.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3774244.4,     324.0,     324.0,       0.0);      
     ( 475886.1, 3774244.4,     324.5,     324.5,       0.0);         ( 475906.1, 
3774244.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774244.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774244.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774244.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774244.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774244.4,     325.5,     325.5,       0.0);         ( 476026.1, 
3774244.4,     326.0,     326.0,       0.0);      
     ( 476046.1, 3774244.4,     326.0,     326.0,       0.0);         ( 476066.1, 
3774244.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774244.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774244.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774244.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774244.4,     326.2,     326.2,       0.0);      
     ( 476166.1, 3774244.4,     326.9,     326.9,       0.0);         ( 476186.1, 
3774244.4,     327.0,     327.0,       0.0);      
     ( 476206.1, 3774244.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774244.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774244.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774244.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774244.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774244.4,     327.3,     327.3,       0.0);      
     ( 476326.1, 3774244.4,     327.7,     327.7,       0.0);         ( 476346.1, 
3774244.4,     327.9,     327.9,       0.0);      
     ( 476366.1, 3774244.4,     328.0,     328.0,       0.0);         ( 476386.1, 
3774244.4,     328.0,     328.0,       0.0);      
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     ( 476406.1, 3774244.4,     328.0,     328.0,       0.0);         ( 476426.1, 
3774244.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3774244.4,     328.2,     328.2,       0.0);         ( 476466.1, 
3774244.4,     328.9,     328.9,       0.0);      
     ( 476486.1, 3774244.4,     329.0,     329.0,       0.0);         ( 476506.1, 
3774244.4,     329.0,     329.0,       0.0);      
     ( 476526.1, 3774244.4,     329.0,     329.0,       0.0);         ( 476546.1, 
3774244.4,     329.0,     329.0,       0.0);      
     ( 477046.1, 3774244.4,     332.0,     332.0,       0.0);         ( 477066.1, 



3774244.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3774244.4,     332.0,     332.0,       0.0);         ( 477106.1, 
3774244.4,     332.1,     332.1,       0.0);      
     ( 477126.1, 3774244.4,     332.5,     332.5,       0.0);         ( 477146.1, 
3774244.4,     332.8,     332.8,       0.0);      
     ( 477166.1, 3774244.4,     333.2,     333.2,       0.0);         ( 475526.1, 
3774264.4,     322.2,     322.2,       0.0);      
     ( 475546.1, 3774264.4,     322.4,     322.4,       0.0);         ( 475566.1, 
3774264.4,     322.9,     322.9,       0.0);      
     ( 475586.1, 3774264.4,     323.0,     323.0,       0.0);         ( 475606.1, 
3774264.4,     323.0,     323.0,       0.0);      
     ( 475626.1, 3774264.4,     323.0,     323.0,       0.0);         ( 475646.1, 
3774264.4,     323.0,     323.0,       0.0);      
     ( 475666.1, 3774264.4,     323.1,     323.1,       0.0);         ( 475686.1, 
3774264.4,     323.2,     323.2,       0.0);      
     ( 475706.1, 3774264.4,     323.7,     323.7,       0.0);         ( 475726.1, 
3774264.4,     324.0,     324.0,       0.0);      
     ( 475746.1, 3774264.4,     324.0,     324.0,       0.0);         ( 475766.1, 
3774264.4,     324.0,     324.0,       0.0);      
     ( 475786.1, 3774264.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774264.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774264.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774264.4,     324.0,     324.0,       0.0);      
     ( 475866.1, 3774264.4,     324.0,     324.0,       0.0);         ( 475886.1, 
3774264.4,     324.5,     324.5,       0.0);      
     ( 475906.1, 3774264.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774264.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774264.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774264.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774264.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774264.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774264.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774264.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774264.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774264.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774264.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774264.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774264.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774264.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774264.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774264.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774264.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774264.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774264.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774264.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774264.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774264.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774264.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774264.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774264.4,     328.0,     328.0,       0.0);         ( 476406.1, 



3774264.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774264.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774264.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774264.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774264.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774264.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774264.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774264.4,     329.0,     329.0,       0.0);         ( 477046.1, 
3774264.4,     332.0,     332.0,       0.0);      
     ( 477066.1, 3774264.4,     332.0,     332.0,       0.0);         ( 477086.1, 
3774264.4,     332.2,     332.2,       0.0);      
     ( 477106.1, 3774264.4,     332.4,     332.4,       0.0);         ( 477126.1, 
3774264.4,     332.9,     332.9,       0.0);      
     ( 477146.1, 3774264.4,     333.0,     333.0,       0.0);         ( 477166.1, 
3774264.4,     333.2,     333.2,       0.0);      
     ( 475526.1, 3774284.4,     322.5,     322.5,       0.0);         ( 475546.1, 
3774284.4,     322.9,     322.9,       0.0);      
     ( 475566.1, 3774284.4,     323.0,     323.0,       0.0);         ( 475586.1, 
3774284.4,     323.0,     323.0,       0.0);      
     ( 475606.1, 3774284.4,     323.0,     323.0,       0.0);         ( 475626.1, 
3774284.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774284.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774284.4,     323.2,     323.2,       0.0);      
     ( 475686.1, 3774284.4,     323.8,     323.8,       0.0);         ( 475706.1, 
3774284.4,     324.0,     324.0,       0.0);      
     ( 475726.1, 3774284.4,     324.0,     324.0,       0.0);         ( 475746.1, 
3774284.4,     324.0,     324.0,       0.0);      
     ( 475766.1, 3774284.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774284.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774284.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774284.4,     324.0,     324.0,       0.0);      
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     ( 475846.1, 3774284.4,     324.0,     324.0,       0.0);         ( 475866.1, 
3774284.4,     324.0,     324.0,       0.0);      
     ( 475886.1, 3774284.4,     324.5,     324.5,       0.0);         ( 475906.1, 
3774284.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774284.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774284.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774284.4,     325.0,     325.0,       0.0);         ( 475986.1, 



3774284.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774284.4,     325.5,     325.5,       0.0);         ( 476026.1, 
3774284.4,     326.0,     326.0,       0.0);      
     ( 476046.1, 3774284.4,     326.0,     326.0,       0.0);         ( 476066.1, 
3774284.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774284.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774284.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774284.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774284.4,     326.2,     326.2,       0.0);      
     ( 476166.1, 3774284.4,     326.9,     326.9,       0.0);         ( 476186.1, 
3774284.4,     327.0,     327.0,       0.0);      
     ( 476206.1, 3774284.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774284.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774284.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774284.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774284.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774284.4,     327.5,     327.5,       0.0);      
     ( 476326.1, 3774284.4,     328.0,     328.0,       0.0);         ( 476346.1, 
3774284.4,     328.0,     328.0,       0.0);      
     ( 476366.1, 3774284.4,     328.0,     328.0,       0.0);         ( 476386.1, 
3774284.4,     328.0,     328.0,       0.0);      
     ( 476406.1, 3774284.4,     328.0,     328.0,       0.0);         ( 476426.1, 
3774284.4,     328.0,     328.0,       0.0);      
     ( 476446.1, 3774284.4,     328.2,     328.2,       0.0);         ( 476466.1, 
3774284.4,     328.9,     328.9,       0.0);      
     ( 476486.1, 3774284.4,     329.0,     329.0,       0.0);         ( 476506.1, 
3774284.4,     329.0,     329.0,       0.0);      
     ( 476526.1, 3774284.4,     329.0,     329.0,       0.0);         ( 476546.1, 
3774284.4,     329.0,     329.0,       0.0);      
     ( 477046.1, 3774284.4,     332.0,     332.0,       0.0);         ( 477066.1, 
3774284.4,     332.0,     332.0,       0.0);      
     ( 477086.1, 3774284.4,     332.5,     332.5,       0.0);         ( 477106.1, 
3774284.4,     332.9,     332.9,       0.0);      
     ( 477126.1, 3774284.4,     333.0,     333.0,       0.0);         ( 477146.1, 
3774284.4,     333.0,     333.0,       0.0);      
     ( 477166.1, 3774284.4,     333.2,     333.2,       0.0);         ( 475526.1, 
3774304.4,     322.5,     322.5,       0.0);      
     ( 475546.1, 3774304.4,     323.0,     323.0,       0.0);         ( 475566.1, 
3774304.4,     323.0,     323.0,       0.0);      
     ( 475586.1, 3774304.4,     323.0,     323.0,       0.0);         ( 475606.1, 
3774304.4,     323.0,     323.0,       0.0);      
     ( 475626.1, 3774304.4,     323.0,     323.0,       0.0);         ( 475646.1, 
3774304.4,     323.0,     323.0,       0.0);      
     ( 475666.1, 3774304.4,     323.2,     323.2,       0.0);         ( 475686.1, 
3774304.4,     323.9,     323.9,       0.0);      
     ( 475706.1, 3774304.4,     324.0,     324.0,       0.0);         ( 475726.1, 
3774304.4,     324.0,     324.0,       0.0);      
     ( 475746.1, 3774304.4,     324.0,     324.0,       0.0);         ( 475766.1, 
3774304.4,     324.0,     324.0,       0.0);      
     ( 475786.1, 3774304.4,     324.0,     324.0,       0.0);         ( 475806.1, 



3774304.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774304.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774304.4,     324.0,     324.0,       0.0);      
     ( 475866.1, 3774304.4,     324.0,     324.0,       0.0);         ( 475886.1, 
3774304.4,     324.5,     324.5,       0.0);      
     ( 475906.1, 3774304.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774304.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774304.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774304.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774304.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774304.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774304.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774304.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774304.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774304.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774304.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774304.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774304.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774304.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774304.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774304.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774304.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774304.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774304.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774304.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774304.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774304.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774304.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774304.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774304.4,     328.0,     328.0,       0.0);         ( 477046.1, 
3774304.4,     332.1,     332.1,       0.0);      
     ( 477066.1, 3774304.4,     332.5,     332.5,       0.0);         ( 477086.1, 
3774304.4,     332.8,     332.8,       0.0);      
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     ( 477106.1, 3774304.4,     333.0,     333.0,       0.0);         ( 477126.1, 
3774304.4,     333.0,     333.0,       0.0);      
     ( 477146.1, 3774304.4,     333.3,     333.3,       0.0);         ( 477166.1, 
3774304.4,     333.7,     333.7,       0.0);      
     ( 475526.1, 3774324.4,     322.5,     322.5,       0.0);         ( 475546.1, 



3774324.4,     323.0,     323.0,       0.0);      
     ( 475566.1, 3774324.4,     323.0,     323.0,       0.0);         ( 475586.1, 
3774324.4,     323.0,     323.0,       0.0);      
     ( 475606.1, 3774324.4,     323.0,     323.0,       0.0);         ( 475626.1, 
3774324.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774324.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774324.4,     323.2,     323.2,       0.0);      
     ( 475686.1, 3774324.4,     323.9,     323.9,       0.0);         ( 475706.1, 
3774324.4,     324.0,     324.0,       0.0);      
     ( 475726.1, 3774324.4,     324.0,     324.0,       0.0);         ( 475746.1, 
3774324.4,     324.0,     324.0,       0.0);      
     ( 475766.1, 3774324.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774324.4,     324.0,     324.0,       0.0);      
     ( 475806.1, 3774324.4,     324.0,     324.0,       0.0);         ( 475826.1, 
3774324.4,     324.0,     324.0,       0.0);      
     ( 475846.1, 3774324.4,     324.1,     324.1,       0.0);         ( 475866.1, 
3774324.4,     324.2,     324.2,       0.0);      
     ( 475886.1, 3774324.4,     324.7,     324.7,       0.0);         ( 475906.1, 
3774324.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774324.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774324.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774324.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774324.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774324.4,     325.5,     325.5,       0.0);         ( 476026.1, 
3774324.4,     326.0,     326.0,       0.0);      
     ( 476046.1, 3774324.4,     326.0,     326.0,       0.0);         ( 476066.1, 
3774324.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774324.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774324.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774324.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774324.4,     326.2,     326.2,       0.0);      
     ( 476166.1, 3774324.4,     326.9,     326.9,       0.0);         ( 476186.1, 
3774324.4,     327.0,     327.0,       0.0);      
     ( 476206.1, 3774324.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774324.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774324.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774324.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774324.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774324.4,     327.5,     327.5,       0.0);      
     ( 476326.1, 3774324.4,     328.0,     328.0,       0.0);         ( 476346.1, 
3774324.4,     328.0,     328.0,       0.0);      
     ( 476366.1, 3774324.4,     328.0,     328.0,       0.0);         ( 476386.1, 
3774324.4,     328.0,     328.0,       0.0);      
     ( 477046.1, 3774324.4,     332.4,     332.4,       0.0);         ( 477066.1, 
3774324.4,     332.9,     332.9,       0.0);      
     ( 477086.1, 3774324.4,     333.0,     333.0,       0.0);         ( 477106.1, 
3774324.4,     333.1,     333.1,       0.0);      
     ( 477126.1, 3774324.4,     333.2,     333.2,       0.0);         ( 477146.1, 
3774324.4,     333.7,     333.7,       0.0);      
     ( 477166.1, 3774324.4,     334.0,     334.0,       0.0);         ( 477466.1, 



3774324.4,     336.0,     336.0,       0.0);      
     ( 477486.1, 3774324.4,     336.0,     336.0,       0.0);         ( 477506.1, 
3774324.4,     336.0,     336.0,       0.0);      
     ( 477526.1, 3774324.4,     336.0,     336.0,       0.0);         ( 475526.1, 
3774344.4,     322.5,     322.5,       0.0);      
     ( 475546.1, 3774344.4,     323.0,     323.0,       0.0);         ( 475566.1, 
3774344.4,     323.0,     323.0,       0.0);      
     ( 475586.1, 3774344.4,     323.0,     323.0,       0.0);         ( 475606.1, 
3774344.4,     323.0,     323.0,       0.0);      
     ( 475626.1, 3774344.4,     323.0,     323.0,       0.0);         ( 475646.1, 
3774344.4,     323.0,     323.0,       0.0);      
     ( 475666.1, 3774344.4,     323.2,     323.2,       0.0);         ( 475686.1, 
3774344.4,     323.9,     323.9,       0.0);      
     ( 475706.1, 3774344.4,     324.0,     324.0,       0.0);         ( 475726.1, 
3774344.4,     324.0,     324.0,       0.0);      
     ( 475746.1, 3774344.4,     324.0,     324.0,       0.0);         ( 475766.1, 
3774344.4,     324.0,     324.0,       0.0);      
     ( 475786.1, 3774344.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774344.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774344.4,     324.0,     324.0,       0.0);         ( 475846.1, 
3774344.4,     324.2,     324.2,       0.0);      
     ( 475866.1, 3774344.4,     324.8,     324.8,       0.0);         ( 475886.1, 
3774344.4,     325.0,     325.0,       0.0);      
     ( 475906.1, 3774344.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774344.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774344.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774344.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774344.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774344.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774344.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774344.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774344.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774344.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774344.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774344.4,     326.0,     326.0,       0.0);      
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     ( 476146.1, 3774344.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774344.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774344.4,     327.0,     327.0,       0.0);         ( 476206.1, 



3774344.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774344.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774344.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774344.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774344.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774344.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774344.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774344.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774344.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774344.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774344.4,     328.0,     328.0,       0.0);      
     ( 477046.1, 3774344.4,     332.9,     332.9,       0.0);         ( 477066.1, 
3774344.4,     333.0,     333.0,       0.0);      
     ( 477086.1, 3774344.4,     333.0,     333.0,       0.0);         ( 477106.1, 
3774344.4,     333.2,     333.2,       0.0);      
     ( 477126.1, 3774344.4,     333.8,     333.8,       0.0);         ( 477146.1, 
3774344.4,     334.0,     334.0,       0.0);      
     ( 477166.1, 3774344.4,     334.0,     334.0,       0.0);         ( 477466.1, 
3774344.4,     336.0,     336.0,       0.0);      
     ( 477486.1, 3774344.4,     336.0,     336.0,       0.0);         ( 477506.1, 
3774344.4,     336.0,     336.0,       0.0);      
     ( 477526.1, 3774344.4,     336.0,     336.0,       0.0);         ( 475526.1, 
3774364.4,     322.5,     322.5,       0.0);      
     ( 475546.1, 3774364.4,     323.0,     323.0,       0.0);         ( 475566.1, 
3774364.4,     323.0,     323.0,       0.0);      
     ( 475586.1, 3774364.4,     323.0,     323.0,       0.0);         ( 475606.1, 
3774364.4,     323.0,     323.0,       0.0);      
     ( 475626.1, 3774364.4,     323.0,     323.0,       0.0);         ( 475646.1, 
3774364.4,     323.0,     323.0,       0.0);      
     ( 475666.1, 3774364.4,     323.2,     323.2,       0.0);         ( 475686.1, 
3774364.4,     323.9,     323.9,       0.0);      
     ( 475706.1, 3774364.4,     324.0,     324.0,       0.0);         ( 475726.1, 
3774364.4,     324.0,     324.0,       0.0);      
     ( 475746.1, 3774364.4,     324.0,     324.0,       0.0);         ( 475766.1, 
3774364.4,     324.0,     324.0,       0.0);      
     ( 475786.1, 3774364.4,     324.0,     324.0,       0.0);         ( 475806.1, 
3774364.4,     324.0,     324.0,       0.0);      
     ( 475826.1, 3774364.4,     324.3,     324.3,       0.0);         ( 475846.1, 
3774364.4,     324.7,     324.7,       0.0);      
     ( 475866.1, 3774364.4,     324.9,     324.9,       0.0);         ( 475886.1, 
3774364.4,     325.0,     325.0,       0.0);      
     ( 475906.1, 3774364.4,     325.0,     325.0,       0.0);         ( 475926.1, 
3774364.4,     325.0,     325.0,       0.0);      
     ( 475946.1, 3774364.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774364.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774364.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774364.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774364.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774364.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774364.4,     326.0,     326.0,       0.0);         ( 476086.1, 



3774364.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774364.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774364.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774364.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774364.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774364.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774364.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774364.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774364.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774364.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774364.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774364.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774364.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774364.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774364.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774364.4,     328.0,     328.0,       0.0);         ( 477046.1, 
3774364.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774364.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774364.4,     333.0,     333.0,       0.0);      
     ( 477106.1, 3774364.4,     333.2,     333.2,       0.0);         ( 477126.1, 
3774364.4,     333.9,     333.9,       0.0);      
     ( 477146.1, 3774364.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774364.4,     334.0,     334.0,       0.0);      
     ( 477466.1, 3774364.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774364.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774364.4,     336.0,     336.0,       0.0);         ( 477526.1, 
3774364.4,     336.1,     336.1,       0.0);      
     ( 475526.1, 3774384.4,     322.5,     322.5,       0.0);         ( 475546.1, 
3774384.4,     323.0,     323.0,       0.0);      
     ( 475566.1, 3774384.4,     323.0,     323.0,       0.0);         ( 475586.1, 
3774384.4,     323.0,     323.0,       0.0);      
     ( 475606.1, 3774384.4,     323.0,     323.0,       0.0);         ( 475626.1, 
3774384.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774384.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774384.4,     323.2,     323.2,       0.0);      
     ( 475686.1, 3774384.4,     323.9,     323.9,       0.0);         ( 475706.1, 
3774384.4,     324.0,     324.0,       0.0);      
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     ( 475726.1, 3774384.4,     324.0,     324.0,       0.0);         ( 475746.1, 



3774384.4,     324.0,     324.0,       0.0);      
     ( 475766.1, 3774384.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774384.4,     324.1,     324.1,       0.0);      
     ( 475806.1, 3774384.4,     324.2,     324.2,       0.0);         ( 475826.1, 
3774384.4,     324.7,     324.7,       0.0);      
     ( 475846.1, 3774384.4,     325.0,     325.0,       0.0);         ( 475866.1, 
3774384.4,     325.0,     325.0,       0.0);      
     ( 475886.1, 3774384.4,     325.0,     325.0,       0.0);         ( 475906.1, 
3774384.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774384.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774384.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774384.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774384.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774384.4,     325.5,     325.5,       0.0);         ( 476026.1, 
3774384.4,     326.0,     326.0,       0.0);      
     ( 476046.1, 3774384.4,     326.0,     326.0,       0.0);         ( 476066.1, 
3774384.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774384.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774384.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774384.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774384.4,     326.2,     326.2,       0.0);      
     ( 476166.1, 3774384.4,     326.9,     326.9,       0.0);         ( 476186.1, 
3774384.4,     327.0,     327.0,       0.0);      
     ( 476206.1, 3774384.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774384.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774384.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774384.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774384.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774384.4,     327.5,     327.5,       0.0);      
     ( 476326.1, 3774384.4,     328.0,     328.0,       0.0);         ( 476346.1, 
3774384.4,     328.0,     328.0,       0.0);      
     ( 476366.1, 3774384.4,     328.0,     328.0,       0.0);         ( 476386.1, 
3774384.4,     328.0,     328.0,       0.0);      
     ( 476417.9, 3774377.8,     328.3,     328.3,       0.0);         ( 477046.1, 
3774384.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774384.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774384.4,     333.0,     333.0,       0.0);      
     ( 477106.1, 3774384.4,     333.2,     333.2,       0.0);         ( 477126.1, 
3774384.4,     333.9,     333.9,       0.0);      
     ( 477146.1, 3774384.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774384.4,     334.0,     334.0,       0.0);      
     ( 477466.1, 3774384.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774384.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774384.4,     336.0,     336.0,       0.0);         ( 477526.1, 
3774384.4,     336.2,     336.2,       0.0);      
     ( 475526.1, 3774404.4,     322.5,     322.5,       0.0);         ( 475546.1, 
3774404.4,     323.0,     323.0,       0.0);      
     ( 475566.1, 3774404.4,     323.0,     323.0,       0.0);         ( 475586.1, 
3774404.4,     323.0,     323.0,       0.0);      
     ( 475606.1, 3774404.4,     323.0,     323.0,       0.0);         ( 475626.1, 



3774404.4,     323.0,     323.0,       0.0);      
     ( 475646.1, 3774404.4,     323.0,     323.0,       0.0);         ( 475666.1, 
3774404.4,     323.2,     323.2,       0.0);      
     ( 475686.1, 3774404.4,     323.9,     323.9,       0.0);         ( 475706.1, 
3774404.4,     324.0,     324.0,       0.0);      
     ( 475726.1, 3774404.4,     324.0,     324.0,       0.0);         ( 475746.1, 
3774404.4,     324.0,     324.0,       0.0);      
     ( 475766.1, 3774404.4,     324.0,     324.0,       0.0);         ( 475786.1, 
3774404.4,     324.2,     324.2,       0.0);      
     ( 475806.1, 3774404.4,     324.8,     324.8,       0.0);         ( 475826.1, 
3774404.4,     325.0,     325.0,       0.0);      
     ( 475846.1, 3774404.4,     325.0,     325.0,       0.0);         ( 475866.1, 
3774404.4,     325.0,     325.0,       0.0);      
     ( 475886.1, 3774404.4,     325.0,     325.0,       0.0);         ( 475906.1, 
3774404.4,     325.0,     325.0,       0.0);      
     ( 475926.1, 3774404.4,     325.0,     325.0,       0.0);         ( 475946.1, 
3774404.4,     325.0,     325.0,       0.0);      
     ( 475966.1, 3774404.4,     325.0,     325.0,       0.0);         ( 475986.1, 
3774404.4,     325.0,     325.0,       0.0);      
     ( 476006.1, 3774404.4,     325.5,     325.5,       0.0);         ( 476026.1, 
3774404.4,     326.0,     326.0,       0.0);      
     ( 476046.1, 3774404.4,     326.0,     326.0,       0.0);         ( 476066.1, 
3774404.4,     326.0,     326.0,       0.0);      
     ( 476086.1, 3774404.4,     326.0,     326.0,       0.0);         ( 476106.1, 
3774404.4,     326.0,     326.0,       0.0);      
     ( 476126.1, 3774404.4,     326.0,     326.0,       0.0);         ( 476146.1, 
3774404.4,     326.2,     326.2,       0.0);      
     ( 476166.1, 3774404.4,     326.9,     326.9,       0.0);         ( 476186.1, 
3774404.4,     327.0,     327.0,       0.0);      
     ( 476206.1, 3774404.4,     327.0,     327.0,       0.0);         ( 476226.1, 
3774404.4,     327.0,     327.0,       0.0);      
     ( 476246.1, 3774404.4,     327.0,     327.0,       0.0);         ( 476266.1, 
3774404.4,     327.0,     327.0,       0.0);      
     ( 476286.1, 3774404.4,     327.0,     327.0,       0.0);         ( 476306.1, 
3774404.4,     327.5,     327.5,       0.0);      
     ( 476326.1, 3774404.4,     328.0,     328.0,       0.0);         ( 477046.1, 
3774404.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774404.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774404.4,     333.0,     333.0,       0.0);      
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  31
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                             *** DISCRETE CARTESIAN RECEPTORS ***
                                           (X-COORD, Y-COORD, ZELEV, ZHILL, ZFLAG)
                                                           (METERS)



     ( 477106.1, 3774404.4,     333.2,     333.2,       0.0);         ( 477126.1, 
3774404.4,     333.9,     333.9,       0.0);      
     ( 477146.1, 3774404.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774404.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774404.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774404.4,     334.0,     334.0,       0.0);      
     ( 477226.1, 3774404.4,     334.2,     334.2,       0.0);         ( 477246.1, 
3774404.4,     334.9,     334.9,       0.0);      
     ( 477266.1, 3774404.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774404.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774404.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774404.4,     335.0,     335.0,       0.0);      
     ( 477346.1, 3774404.4,     335.2,     335.2,       0.0);         ( 477366.1, 
3774404.4,     335.9,     335.9,       0.0);      
     ( 477386.1, 3774404.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774404.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774404.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774404.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774404.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774404.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774404.4,     336.0,     336.0,       0.0);         ( 477526.1, 
3774404.4,     336.2,     336.2,       0.0);      
     ( 475946.1, 3774424.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774424.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774424.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774424.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774424.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774424.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774424.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774424.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774424.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774424.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774424.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774424.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774424.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774424.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774424.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774424.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774424.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774424.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774424.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774424.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774424.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774424.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774424.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774424.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774424.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774424.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774424.4,     329.0,     329.0,       0.0);         ( 476486.1, 



3774424.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774424.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774424.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774424.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774424.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774424.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774424.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774424.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774424.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774424.4,     330.5,     330.5,       0.0);         ( 476686.1, 
3774424.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774424.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774424.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774424.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774424.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774424.4,     331.2,     331.2,       0.0);         ( 476806.1, 
3774424.4,     331.5,     331.5,       0.0);      
     ( 476826.1, 3774424.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774424.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774424.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774424.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774424.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774424.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774424.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774424.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774424.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774424.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774424.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774424.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774424.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774424.4,     333.3,     333.3,       0.0);      
     ( 477106.1, 3774424.4,     333.7,     333.7,       0.0);         ( 477126.1, 
3774424.4,     333.9,     333.9,       0.0);      
     ( 477146.1, 3774424.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774424.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774424.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774424.4,     334.0,     334.0,       0.0);      
     ( 477226.1, 3774424.4,     334.2,     334.2,       0.0);         ( 477246.1, 
3774424.4,     334.9,     334.9,       0.0);      
     ( 477266.1, 3774424.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774424.4,     335.0,     335.0,       0.0);      
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     ( 477306.1, 3774424.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774424.4,     335.3,     335.3,       0.0);      
     ( 477346.1, 3774424.4,     335.7,     335.7,       0.0);         ( 477366.1, 
3774424.4,     335.9,     335.9,       0.0);      
     ( 477386.1, 3774424.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774424.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774424.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774424.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774424.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774424.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774424.4,     336.0,     336.0,       0.0);         ( 477526.1, 
3774424.4,     336.2,     336.2,       0.0);      
     ( 475946.1, 3774444.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774444.4,     325.1,     325.1,       0.0);      
     ( 475986.1, 3774444.4,     325.2,     325.2,       0.0);         ( 476006.1, 
3774444.4,     325.7,     325.7,       0.0);      
     ( 476026.1, 3774444.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774444.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774444.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774444.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774444.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774444.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774444.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774444.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774444.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774444.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774444.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774444.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774444.4,     327.1,     327.1,       0.0);         ( 476286.1, 
3774444.4,     327.2,     327.2,       0.0);      
     ( 476306.1, 3774444.4,     327.7,     327.7,       0.0);         ( 476326.1, 
3774444.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774444.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774444.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774444.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774444.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774444.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774444.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774444.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774444.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774444.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774444.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774444.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774444.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774444.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774444.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774444.4,     330.0,     330.0,       0.0);         ( 476646.1, 



3774444.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774444.4,     330.4,     330.4,       0.0);         ( 476686.1, 
3774444.4,     330.8,     330.8,       0.0);      
     ( 476706.1, 3774444.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774444.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774444.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774444.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774444.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774444.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774444.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774444.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774444.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774444.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774444.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774444.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774444.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774444.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774444.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774444.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774444.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774444.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774444.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774444.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774444.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774444.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774444.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774444.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774444.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774444.4,     334.0,     334.0,       0.0);      
     ( 477226.1, 3774444.4,     334.2,     334.2,       0.0);         ( 477246.1, 
3774444.4,     334.9,     334.9,       0.0);      
     ( 477266.1, 3774444.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774444.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774444.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774444.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774444.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774444.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774444.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774444.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774444.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774444.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774444.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774444.4,     336.0,     336.0,       0.0);      
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     ( 477506.1, 3774444.4,     336.2,     336.2,       0.0);         ( 477526.1, 
3774444.4,     336.4,     336.4,       0.0);      
     ( 475946.1, 3774464.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774464.4,     325.2,     325.2,       0.0);      
     ( 475986.1, 3774464.4,     325.8,     325.8,       0.0);         ( 476006.1, 
3774464.4,     326.0,     326.0,       0.0);      
     ( 476026.1, 3774464.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774464.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774464.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774464.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774464.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774464.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774464.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774464.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774464.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774464.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774464.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774464.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774464.4,     327.2,     327.2,       0.0);         ( 476286.1, 
3774464.4,     327.8,     327.8,       0.0);      
     ( 476306.1, 3774464.4,     328.0,     328.0,       0.0);         ( 476326.1, 
3774464.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774464.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774464.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774464.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774464.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774464.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774464.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774464.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774464.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774464.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774464.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774464.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774464.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774464.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774464.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774464.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774464.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774464.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774464.4,     330.3,     330.3,       0.0);      
     ( 476706.1, 3774464.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774464.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774464.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774464.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774464.4,     331.0,     331.0,       0.0);         ( 476806.1, 



3774464.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774464.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774464.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774464.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774464.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774464.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774464.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774464.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774464.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774464.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774464.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774464.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774464.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774464.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774464.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774464.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774464.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774464.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774464.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774464.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774464.4,     334.0,     334.0,       0.0);      
     ( 477226.1, 3774464.4,     334.2,     334.2,       0.0);         ( 477246.1, 
3774464.4,     334.9,     334.9,       0.0);      
     ( 477266.1, 3774464.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774464.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774464.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774464.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774464.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774464.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774464.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774464.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774464.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774464.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774464.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774464.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774464.4,     336.5,     336.5,       0.0);         ( 477526.1, 
3774464.4,     336.9,     336.9,       0.0);      
     ( 475946.1, 3774484.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774484.4,     325.2,     325.2,       0.0);      
     ( 475986.1, 3774484.4,     325.9,     325.9,       0.0);         ( 476006.1, 
3774484.4,     326.0,     326.0,       0.0);      
     ( 476026.1, 3774484.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774484.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774484.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774484.4,     326.0,     326.0,       0.0);      
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     ( 476106.1, 3774484.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774484.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774484.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774484.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774484.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774484.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774484.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774484.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774484.4,     327.2,     327.2,       0.0);         ( 476286.1, 
3774484.4,     327.9,     327.9,       0.0);      
     ( 476306.1, 3774484.4,     328.0,     328.0,       0.0);         ( 476326.1, 
3774484.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774484.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774484.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774484.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774484.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774484.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774484.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774484.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774484.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774484.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774484.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774484.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774484.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774484.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774484.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774484.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774484.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774484.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774484.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774484.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774484.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774484.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774484.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774484.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774484.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774484.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774484.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774484.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774484.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774484.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774484.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774484.4,     332.0,     332.0,       0.0);         ( 476966.1, 



3774484.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774484.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774484.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774484.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774484.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774484.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774484.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774484.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774484.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774484.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774484.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774484.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774484.4,     334.3,     334.3,       0.0);      
     ( 477226.1, 3774484.4,     334.7,     334.7,       0.0);         ( 477246.1, 
3774484.4,     334.9,     334.9,       0.0);      
     ( 477266.1, 3774484.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774484.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774484.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774484.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774484.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774484.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774484.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774484.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774484.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774484.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774484.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774484.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774484.4,     336.5,     336.5,       0.0);         ( 477526.1, 
3774484.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774504.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774504.4,     325.2,     325.2,       0.0);      
     ( 475986.1, 3774504.4,     325.6,     325.6,       0.0);         ( 476006.1, 
3774504.4,     325.9,     325.9,       0.0);      
     ( 476026.1, 3774504.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774504.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774504.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774504.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774504.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774504.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774504.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774504.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774504.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774504.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774504.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774504.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774504.4,     327.2,     327.2,       0.0);         ( 476286.1, 
3774504.4,     327.6,     327.6,       0.0);      
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              



                       ***        16:12:48
                                                                                    
                                  PAGE  35
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                             *** DISCRETE CARTESIAN RECEPTORS ***
                                           (X-COORD, Y-COORD, ZELEV, ZHILL, ZFLAG)
                                                           (METERS)

     ( 476306.1, 3774504.4,     327.9,     327.9,       0.0);         ( 476326.1, 
3774504.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774504.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774504.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774504.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774504.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774504.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774504.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774504.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774504.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774504.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774504.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774504.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774504.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774504.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774504.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774504.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774504.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774504.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774504.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774504.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774504.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774504.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774504.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774504.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774504.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774504.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774504.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774504.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774504.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774504.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774504.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774504.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774504.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774504.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774504.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774504.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774504.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774504.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774504.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774504.4,     334.0,     334.0,       0.0);         ( 477126.1, 



3774504.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774504.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774504.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774504.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774504.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774504.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774504.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774504.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774504.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774504.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774504.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774504.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774504.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774504.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774504.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774504.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774504.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774504.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774504.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774504.4,     336.5,     336.5,       0.0);         ( 477526.1, 
3774504.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774524.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774524.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774524.4,     325.1,     325.1,       0.0);         ( 476006.1, 
3774524.4,     325.6,     325.6,       0.0);      
     ( 476026.1, 3774524.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774524.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774524.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774524.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774524.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774524.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774524.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774524.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774524.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774524.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774524.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774524.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774524.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774524.4,     327.1,     327.1,       0.0);      
     ( 476306.1, 3774524.4,     327.6,     327.6,       0.0);         ( 476326.1, 
3774524.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774524.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774524.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774524.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774524.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774524.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774524.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774524.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774524.4,     329.0,     329.0,       0.0);      
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     ( 476506.1, 3774524.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774524.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774524.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774524.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774524.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774524.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774524.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774524.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774524.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774524.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774524.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774524.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774524.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774524.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774524.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774524.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774524.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774524.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774524.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774524.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774524.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774524.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774524.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774524.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774524.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774524.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774524.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774524.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774524.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774524.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774524.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774524.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774524.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774524.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774524.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774524.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774524.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774524.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774524.4,     335.0,     335.0,       0.0);         ( 477286.1, 



3774524.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774524.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774524.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774524.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774524.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774524.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774524.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774524.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774524.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774524.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774524.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774524.4,     336.5,     336.5,       0.0);         ( 477526.1, 
3774524.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774544.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774544.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774544.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774544.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774544.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774544.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774544.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774544.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774544.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774544.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774544.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774544.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774544.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774544.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774544.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774544.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774544.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774544.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774544.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774544.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774544.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774544.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774544.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774544.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774544.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774544.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774544.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774544.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774544.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774544.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774544.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774544.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774544.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774544.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774544.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774544.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774544.4,     330.0,     330.0,       0.0);         ( 476686.1, 



3774544.4,     330.2,     330.2,       0.0);      
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     ( 476706.1, 3774544.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774544.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774544.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774544.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774544.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774544.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774544.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774544.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774544.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774544.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774544.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774544.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774544.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774544.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774544.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774544.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774544.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774544.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774544.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774544.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774544.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774544.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774544.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774544.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774544.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774544.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774544.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774544.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774544.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774544.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774544.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774544.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774544.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774544.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774544.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774544.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774544.4,     336.0,     336.0,       0.0);         ( 477446.1, 



3774544.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774544.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774544.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774544.4,     336.5,     336.5,       0.0);         ( 477526.1, 
3774544.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774564.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774564.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774564.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774564.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774564.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774564.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774564.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774564.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774564.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774564.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774564.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774564.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774564.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774564.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774564.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774564.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774564.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774564.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774564.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774564.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774564.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774564.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774564.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774564.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774564.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774564.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774564.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774564.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774564.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774564.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774564.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774564.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774564.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774564.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774564.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774564.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774564.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774564.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774564.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774564.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774564.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774564.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774564.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774564.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774564.4,     331.9,     331.9,       0.0);         ( 476846.1, 



3774564.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774564.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774564.4,     332.0,     332.0,       0.0);      
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     ( 476906.1, 3774564.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774564.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774564.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774564.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774564.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774564.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774564.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774564.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774564.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774564.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774564.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774564.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774564.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774564.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774564.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774564.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774564.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774564.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774564.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774564.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774564.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774564.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774564.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774564.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774564.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774564.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774564.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774564.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774564.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774564.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774564.4,     336.5,     336.5,       0.0);         ( 477526.1, 
3774564.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774584.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774584.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774584.4,     325.0,     325.0,       0.0);         ( 476006.1, 



3774584.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774584.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774584.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774584.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774584.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774584.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774584.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774584.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774584.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774584.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774584.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774584.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774584.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774584.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774584.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774584.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774584.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774584.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774584.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774584.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774584.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774584.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774584.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774584.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774584.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774584.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774584.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774584.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774584.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774584.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774584.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774584.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774584.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774584.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774584.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774584.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774584.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774584.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774584.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774584.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774584.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774584.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774584.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774584.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774584.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774584.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774584.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774584.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774584.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774584.4,     333.0,     333.0,       0.0);         ( 477006.1, 



3774584.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774584.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774584.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774584.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774584.4,     333.5,     333.5,       0.0);      
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  39
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                             *** DISCRETE CARTESIAN RECEPTORS ***
                                           (X-COORD, Y-COORD, ZELEV, ZHILL, ZFLAG)
                                                           (METERS)

     ( 477106.1, 3774584.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774584.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774584.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774584.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774584.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774584.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774584.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774584.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774584.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774584.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774584.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774584.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774584.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774584.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774584.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774584.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774584.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774584.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774584.4,     336.0,     336.0,       0.0);         ( 477486.1, 
3774584.4,     336.0,     336.0,       0.0);      
     ( 477506.1, 3774584.4,     336.5,     336.5,       0.0);         ( 477526.1, 
3774584.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774604.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774604.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774604.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774604.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774604.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774604.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774604.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774604.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774604.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774604.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774604.4,     326.2,     326.2,       0.0);         ( 476166.1, 



3774604.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774604.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774604.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774604.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774604.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774604.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774604.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774604.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774604.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774604.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774604.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774604.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774604.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774604.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774604.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774604.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774604.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774604.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774604.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774604.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774604.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774604.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774604.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774604.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774604.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774604.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774604.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774604.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774604.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774604.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774604.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774604.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774604.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774604.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774604.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774604.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774604.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774604.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774604.4,     332.0,     332.0,       0.0);      
     ( 476946.1, 3774604.4,     332.0,     332.0,       0.0);         ( 476966.1, 
3774604.4,     332.5,     332.5,       0.0);      
     ( 476986.1, 3774604.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774604.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774604.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774604.4,     333.0,     333.0,       0.0);      
     ( 477066.1, 3774604.4,     333.0,     333.0,       0.0);         ( 477086.1, 
3774604.4,     333.5,     333.5,       0.0);      
     ( 477106.1, 3774604.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774604.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774604.4,     334.0,     334.0,       0.0);         ( 477166.1, 



3774604.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774604.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774604.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774604.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774604.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774604.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774604.4,     335.0,     335.0,       0.0);      
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     ( 477306.1, 3774604.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774604.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774604.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774604.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774604.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774604.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774604.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774604.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774604.4,     336.1,     336.1,       0.0);         ( 477486.1, 
3774604.4,     336.5,     336.5,       0.0);      
     ( 477506.1, 3774604.4,     336.8,     336.8,       0.0);         ( 477526.1, 
3774604.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774624.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774624.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774624.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774624.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774624.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774624.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774624.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774624.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774624.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774624.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774624.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774624.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774624.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774624.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774624.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774624.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774624.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774624.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774624.4,     327.5,     327.5,       0.0);         ( 476326.1, 



3774624.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774624.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774624.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774624.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774624.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774624.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774624.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774624.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774624.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774624.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774624.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774624.4,     329.4,     329.4,       0.0);         ( 476566.1, 
3774624.4,     329.8,     329.8,       0.0);      
     ( 476586.1, 3774624.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774624.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774624.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774624.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774624.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774624.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774624.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774624.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774624.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774624.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774624.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774624.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774624.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774624.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774624.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774624.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774624.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774624.4,     332.1,     332.1,       0.0);      
     ( 476946.1, 3774624.4,     332.2,     332.2,       0.0);         ( 476966.1, 
3774624.4,     332.7,     332.7,       0.0);      
     ( 476986.1, 3774624.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774624.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774624.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774624.4,     333.1,     333.1,       0.0);      
     ( 477066.1, 3774624.4,     333.2,     333.2,       0.0);         ( 477086.1, 
3774624.4,     333.7,     333.7,       0.0);      
     ( 477106.1, 3774624.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774624.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774624.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774624.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774624.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774624.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774624.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774624.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774624.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774624.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774624.4,     335.0,     335.0,       0.0);         ( 477326.1, 



3774624.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774624.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774624.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774624.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774624.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774624.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774624.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774624.4,     336.2,     336.2,       0.0);         ( 477486.1, 
3774624.4,     336.9,     336.9,       0.0);      
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     ( 477506.1, 3774624.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774624.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774644.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774644.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774644.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774644.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774644.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774644.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774644.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774644.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774644.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774644.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774644.4,     326.2,     326.2,       0.0);         ( 476166.1, 
3774644.4,     326.9,     326.9,       0.0);      
     ( 476186.1, 3774644.4,     327.0,     327.0,       0.0);         ( 476206.1, 
3774644.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774644.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774644.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774644.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774644.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774644.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774644.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774644.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774644.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774644.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774644.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774644.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774644.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774644.4,     329.0,     329.0,       0.0);         ( 476486.1, 



3774644.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774644.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774644.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774644.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774644.4,     329.3,     329.3,       0.0);      
     ( 476586.1, 3774644.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774644.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774644.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774644.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774644.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774644.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774644.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774644.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774644.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774644.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774644.4,     331.0,     331.0,       0.0);         ( 476806.1, 
3774644.4,     331.2,     331.2,       0.0);      
     ( 476826.1, 3774644.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774644.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774644.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774644.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774644.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774644.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774644.4,     332.8,     332.8,       0.0);         ( 476966.1, 
3774644.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774644.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774644.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774644.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774644.4,     333.2,     333.2,       0.0);      
     ( 477066.1, 3774644.4,     333.8,     333.8,       0.0);         ( 477086.1, 
3774644.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774644.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774644.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774644.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774644.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774644.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774644.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774644.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774644.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774644.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774644.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774644.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774644.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774644.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774644.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774644.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774644.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774644.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774644.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774644.4,     336.2,     336.2,       0.0);         ( 477486.1, 



3774644.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774644.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774644.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774664.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774664.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774664.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774664.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774664.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774664.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774664.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774664.4,     326.0,     326.0,       0.0);      
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     ( 476106.1, 3774664.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774664.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774664.4,     326.1,     326.1,       0.0);         ( 476166.1, 
3774664.4,     326.4,     326.4,       0.0);      
     ( 476186.1, 3774664.4,     326.7,     326.7,       0.0);         ( 476206.1, 
3774664.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774664.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774664.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774664.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774664.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774664.4,     327.2,     327.2,       0.0);         ( 476326.1, 
3774664.4,     327.5,     327.5,       0.0);      
     ( 476346.1, 3774664.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774664.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774664.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774664.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774664.4,     328.2,     328.2,       0.0);         ( 476446.1, 
3774664.4,     328.5,     328.5,       0.0);      
     ( 476466.1, 3774664.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774664.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774664.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774664.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774664.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774664.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774664.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774664.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774664.4,     330.0,     330.0,       0.0);         ( 476646.1, 



3774664.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774664.4,     330.0,     330.0,       0.0);         ( 476686.1, 
3774664.4,     330.2,     330.2,       0.0);      
     ( 476706.1, 3774664.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774664.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774664.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774664.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774664.4,     331.3,     331.3,       0.0);         ( 476806.1, 
3774664.4,     331.7,     331.7,       0.0);      
     ( 476826.1, 3774664.4,     331.9,     331.9,       0.0);         ( 476846.1, 
3774664.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774664.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774664.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774664.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774664.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774664.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774664.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774664.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774664.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774664.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774664.4,     333.2,     333.2,       0.0);      
     ( 477066.1, 3774664.4,     333.9,     333.9,       0.0);         ( 477086.1, 
3774664.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774664.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774664.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774664.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774664.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774664.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774664.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774664.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774664.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774664.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774664.4,     335.0,     335.0,       0.0);      
     ( 477306.1, 3774664.4,     335.0,     335.0,       0.0);         ( 477326.1, 
3774664.4,     335.5,     335.5,       0.0);      
     ( 477346.1, 3774664.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774664.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774664.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774664.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774664.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774664.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774664.4,     336.2,     336.2,       0.0);         ( 477486.1, 
3774664.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774664.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774664.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774684.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774684.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774684.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774684.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774684.4,     326.0,     326.0,       0.0);         ( 476046.1, 



3774684.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774684.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774684.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774684.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774684.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774684.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774684.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774684.4,     326.5,     326.5,       0.0);         ( 476206.1, 
3774684.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774684.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774684.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774684.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774684.4,     327.0,     327.0,       0.0);      
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     ( 476306.1, 3774684.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774684.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774684.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774684.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774684.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774684.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774684.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774684.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774684.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774684.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774684.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774684.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774684.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774684.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774684.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774684.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774684.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774684.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774684.4,     330.2,     330.2,       0.0);         ( 476686.1, 
3774684.4,     330.4,     330.4,       0.0);      
     ( 476706.1, 3774684.4,     330.9,     330.9,       0.0);         ( 476726.1, 
3774684.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774684.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774684.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774684.4,     331.5,     331.5,       0.0);         ( 476806.1, 



3774684.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774684.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774684.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774684.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774684.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774684.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774684.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774684.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774684.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774684.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774684.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774684.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774684.4,     333.2,     333.2,       0.0);      
     ( 477066.1, 3774684.4,     333.9,     333.9,       0.0);         ( 477086.1, 
3774684.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774684.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774684.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774684.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774684.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774684.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774684.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774684.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774684.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774684.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774684.4,     335.1,     335.1,       0.0);      
     ( 477306.1, 3774684.4,     335.2,     335.2,       0.0);         ( 477326.1, 
3774684.4,     335.7,     335.7,       0.0);      
     ( 477346.1, 3774684.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774684.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774684.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774684.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774684.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774684.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774684.4,     336.2,     336.2,       0.0);         ( 477486.1, 
3774684.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774684.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774684.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774704.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774704.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774704.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774704.4,     325.5,     325.5,       0.0);      
     ( 476026.1, 3774704.4,     326.0,     326.0,       0.0);         ( 476046.1, 
3774704.4,     326.0,     326.0,       0.0);      
     ( 476066.1, 3774704.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774704.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774704.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774704.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774704.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774704.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774704.4,     326.5,     326.5,       0.0);         ( 476206.1, 



3774704.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774704.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774704.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774704.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774704.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774704.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774704.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774704.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774704.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774704.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774704.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774704.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774704.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774704.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774704.4,     329.0,     329.0,       0.0);      
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  44
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                             *** DISCRETE CARTESIAN RECEPTORS ***
                                           (X-COORD, Y-COORD, ZELEV, ZHILL, ZFLAG)
                                                           (METERS)

     ( 476506.1, 3774704.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774704.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774704.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774704.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774704.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774704.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774704.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774704.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774704.4,     330.5,     330.5,       0.0);         ( 476686.1, 
3774704.4,     330.9,     330.9,       0.0);      
     ( 476706.1, 3774704.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774704.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774704.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774704.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774704.4,     331.5,     331.5,       0.0);         ( 476806.1, 
3774704.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774704.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774704.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774704.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774704.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774704.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774704.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774704.4,     332.9,     332.9,       0.0);         ( 476966.1, 



3774704.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774704.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774704.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774704.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774704.4,     333.2,     333.2,       0.0);      
     ( 477066.1, 3774704.4,     333.9,     333.9,       0.0);         ( 477086.1, 
3774704.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774704.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774704.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774704.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774704.4,     334.0,     334.0,       0.0);      
     ( 477186.1, 3774704.4,     334.0,     334.0,       0.0);         ( 477206.1, 
3774704.4,     334.5,     334.5,       0.0);      
     ( 477226.1, 3774704.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774704.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774704.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774704.4,     335.2,     335.2,       0.0);      
     ( 477306.1, 3774704.4,     335.8,     335.8,       0.0);         ( 477326.1, 
3774704.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774704.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774704.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774704.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774704.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774704.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774704.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774704.4,     336.2,     336.2,       0.0);         ( 477486.1, 
3774704.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774704.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774704.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774724.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774724.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774724.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774724.4,     325.2,     325.2,       0.0);      
     ( 476026.1, 3774724.4,     325.5,     325.5,       0.0);         ( 476046.1, 
3774724.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774724.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774724.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774724.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774724.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774724.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774724.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774724.4,     326.5,     326.5,       0.0);         ( 476206.1, 
3774724.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774724.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774724.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774724.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774724.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774724.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774724.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774724.4,     327.9,     327.9,       0.0);         ( 476366.1, 



3774724.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774724.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774724.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774724.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774724.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774724.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774724.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774724.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774724.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774724.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774724.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774724.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774724.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774724.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774724.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774724.4,     330.5,     330.5,       0.0);         ( 476686.1, 
3774724.4,     331.0,     331.0,       0.0);      
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     ( 476706.1, 3774724.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774724.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774724.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774724.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774724.4,     331.5,     331.5,       0.0);         ( 476806.1, 
3774724.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774724.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774724.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774724.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774724.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774724.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774724.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774724.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774724.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774724.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774724.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774724.4,     333.0,     333.0,       0.0);         ( 477046.1, 
3774724.4,     333.2,     333.2,       0.0);      
     ( 477066.1, 3774724.4,     333.9,     333.9,       0.0);         ( 477086.1, 
3774724.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774724.4,     334.0,     334.0,       0.0);         ( 477126.1, 



3774724.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774724.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774724.4,     334.1,     334.1,       0.0);      
     ( 477186.1, 3774724.4,     334.5,     334.5,       0.0);         ( 477206.1, 
3774724.4,     334.8,     334.8,       0.0);      
     ( 477226.1, 3774724.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774724.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774724.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774724.4,     335.2,     335.2,       0.0);      
     ( 477306.1, 3774724.4,     335.9,     335.9,       0.0);         ( 477326.1, 
3774724.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774724.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774724.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774724.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774724.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774724.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774724.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774724.4,     336.2,     336.2,       0.0);         ( 477486.1, 
3774724.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774724.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774724.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774744.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774744.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774744.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774744.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774744.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774744.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774744.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774744.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774744.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774744.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774744.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774744.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774744.4,     326.5,     326.5,       0.0);         ( 476206.1, 
3774744.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774744.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774744.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774744.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774744.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774744.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774744.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774744.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774744.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774744.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774744.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774744.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774744.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774744.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774744.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774744.4,     329.0,     329.0,       0.0);         ( 476526.1, 



3774744.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774744.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774744.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774744.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774744.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774744.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774744.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774744.4,     330.5,     330.5,       0.0);         ( 476686.1, 
3774744.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774744.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774744.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774744.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774744.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774744.4,     331.5,     331.5,       0.0);         ( 476806.1, 
3774744.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774744.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774744.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774744.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774744.4,     332.0,     332.0,       0.0);      
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     ( 476906.1, 3774744.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774744.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774744.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774744.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774744.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774744.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774744.4,     333.2,     333.2,       0.0);         ( 477046.1, 
3774744.4,     333.4,     333.4,       0.0);      
     ( 477066.1, 3774744.4,     333.9,     333.9,       0.0);         ( 477086.1, 
3774744.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774744.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774744.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774744.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774744.4,     334.2,     334.2,       0.0);      
     ( 477186.1, 3774744.4,     334.9,     334.9,       0.0);         ( 477206.1, 
3774744.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774744.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774744.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774744.4,     335.0,     335.0,       0.0);         ( 477286.1, 



3774744.4,     335.2,     335.2,       0.0);      
     ( 477306.1, 3774744.4,     335.9,     335.9,       0.0);         ( 477326.1, 
3774744.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774744.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774744.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774744.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774744.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774744.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774744.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774744.4,     336.2,     336.2,       0.0);         ( 477486.1, 
3774744.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774744.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774744.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774764.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774764.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774764.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774764.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774764.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774764.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774764.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774764.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774764.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774764.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774764.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774764.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774764.4,     326.5,     326.5,       0.0);         ( 476206.1, 
3774764.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3774764.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3774764.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774764.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774764.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774764.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774764.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774764.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774764.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774764.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774764.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774764.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774764.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774764.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774764.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774764.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774764.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774764.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774764.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774764.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774764.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774764.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774764.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774764.4,     330.5,     330.5,       0.0);         ( 476686.1, 



3774764.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774764.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774764.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774764.4,     331.0,     331.0,       0.0);         ( 476766.1, 
3774764.4,     331.0,     331.0,       0.0);      
     ( 476786.1, 3774764.4,     331.5,     331.5,       0.0);         ( 476806.1, 
3774764.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774764.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774764.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774764.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774764.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774764.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774764.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774764.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774764.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774764.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774764.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774764.4,     333.5,     333.5,       0.0);         ( 477046.1, 
3774764.4,     333.9,     333.9,       0.0);      
     ( 477066.1, 3774764.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774764.4,     334.0,     334.0,       0.0);      
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     ( 477106.1, 3774764.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774764.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774764.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774764.4,     334.2,     334.2,       0.0);      
     ( 477186.1, 3774764.4,     334.9,     334.9,       0.0);         ( 477206.1, 
3774764.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774764.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774764.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774764.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774764.4,     335.2,     335.2,       0.0);      
     ( 477306.1, 3774764.4,     335.9,     335.9,       0.0);         ( 477326.1, 
3774764.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774764.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774764.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774764.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774764.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774764.4,     336.0,     336.0,       0.0);         ( 477446.1, 



3774764.4,     336.0,     336.0,       0.0);      
     ( 477466.1, 3774764.4,     336.2,     336.2,       0.0);         ( 477486.1, 
3774764.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774764.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774764.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774784.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774784.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774784.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774784.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774784.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774784.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774784.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774784.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774784.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774784.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774784.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774784.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774784.4,     326.2,     326.2,       0.0);         ( 476206.1, 
3774784.4,     326.5,     326.5,       0.0);      
     ( 476226.1, 3774784.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774784.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774784.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774784.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774784.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774784.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774784.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774784.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774784.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774784.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774784.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774784.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774784.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774784.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774784.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774784.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774784.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774784.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774784.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774784.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774784.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774784.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774784.4,     330.5,     330.5,       0.0);         ( 476686.1, 
3774784.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774784.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774784.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774784.4,     331.1,     331.1,       0.0);         ( 476766.1, 
3774784.4,     331.5,     331.5,       0.0);      
     ( 476786.1, 3774784.4,     331.8,     331.8,       0.0);         ( 476806.1, 
3774784.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774784.4,     332.0,     332.0,       0.0);         ( 476846.1, 



3774784.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774784.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774784.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774784.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774784.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774784.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774784.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774784.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774784.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774784.4,     333.5,     333.5,       0.0);         ( 477046.1, 
3774784.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774784.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774784.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774784.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774784.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774784.4,     334.0,     334.0,       0.0);         ( 477166.1, 
3774784.4,     334.2,     334.2,       0.0);      
     ( 477186.1, 3774784.4,     334.9,     334.9,       0.0);         ( 477206.1, 
3774784.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774784.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774784.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774784.4,     335.0,     335.0,       0.0);         ( 477286.1, 
3774784.4,     335.2,     335.2,       0.0);      
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     ( 477306.1, 3774784.4,     335.9,     335.9,       0.0);         ( 477326.1, 
3774784.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774784.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774784.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774784.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774784.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774784.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774784.4,     336.3,     336.3,       0.0);      
     ( 477466.1, 3774784.4,     336.7,     336.7,       0.0);         ( 477486.1, 
3774784.4,     336.9,     336.9,       0.0);      
     ( 477506.1, 3774784.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774784.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774804.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774804.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774804.4,     325.0,     325.0,       0.0);         ( 476006.1, 



3774804.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774804.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774804.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774804.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774804.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774804.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774804.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774804.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774804.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774804.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774804.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774804.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774804.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774804.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774804.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774804.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774804.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774804.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774804.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774804.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774804.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774804.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774804.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774804.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774804.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774804.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774804.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774804.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774804.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774804.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774804.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774804.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774804.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774804.4,     330.5,     330.5,       0.0);         ( 476686.1, 
3774804.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774804.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774804.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774804.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774804.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774804.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774804.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774804.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774804.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774804.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774804.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774804.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774804.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774804.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774804.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774804.4,     333.0,     333.0,       0.0);         ( 477006.1, 



3774804.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774804.4,     333.5,     333.5,       0.0);         ( 477046.1, 
3774804.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774804.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774804.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774804.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774804.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774804.4,     334.2,     334.2,       0.0);         ( 477166.1, 
3774804.4,     334.4,     334.4,       0.0);      
     ( 477186.1, 3774804.4,     334.9,     334.9,       0.0);         ( 477206.1, 
3774804.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774804.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774804.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774804.4,     335.2,     335.2,       0.0);         ( 477286.1, 
3774804.4,     335.4,     335.4,       0.0);      
     ( 477306.1, 3774804.4,     335.9,     335.9,       0.0);         ( 477326.1, 
3774804.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774804.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774804.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774804.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774804.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774804.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774804.4,     336.5,     336.5,       0.0);      
     ( 477466.1, 3774804.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774804.4,     337.0,     337.0,       0.0);      
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     ( 477506.1, 3774804.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774804.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774824.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774824.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774824.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774824.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774824.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774824.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774824.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774824.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774824.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774824.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774824.4,     326.0,     326.0,       0.0);         ( 476166.1, 



3774824.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774824.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774824.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774824.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774824.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774824.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774824.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774824.4,     327.0,     327.0,       0.0);         ( 476326.1, 
3774824.4,     327.2,     327.2,       0.0);      
     ( 476346.1, 3774824.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774824.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774824.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774824.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774824.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774824.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774824.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774824.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774824.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774824.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774824.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774824.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774824.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774824.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774824.4,     330.0,     330.0,       0.0);         ( 476646.1, 
3774824.4,     330.0,     330.0,       0.0);      
     ( 476666.1, 3774824.4,     330.5,     330.5,       0.0);         ( 476686.1, 
3774824.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774824.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774824.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774824.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774824.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774824.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774824.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774824.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774824.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774824.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774824.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774824.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774824.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774824.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774824.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774824.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774824.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774824.4,     333.5,     333.5,       0.0);         ( 477046.1, 
3774824.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774824.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774824.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774824.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774824.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774824.4,     334.5,     334.5,       0.0);         ( 477166.1, 



3774824.4,     334.9,     334.9,       0.0);      
     ( 477186.1, 3774824.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774824.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774824.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774824.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774824.4,     335.5,     335.5,       0.0);         ( 477286.1, 
3774824.4,     335.9,     335.9,       0.0);      
     ( 477306.1, 3774824.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774824.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774824.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774824.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774824.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774824.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774824.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774824.4,     336.5,     336.5,       0.0);      
     ( 477466.1, 3774824.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774824.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774824.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774824.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774844.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774844.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774844.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774844.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774844.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774844.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774844.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774844.4,     326.0,     326.0,       0.0);      
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     ( 476106.1, 3774844.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774844.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774844.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774844.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774844.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774844.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774844.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774844.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774844.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774844.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774844.4,     327.3,     327.3,       0.0);         ( 476326.1, 



3774844.4,     327.7,     327.7,       0.0);      
     ( 476346.1, 3774844.4,     327.9,     327.9,       0.0);         ( 476366.1, 
3774844.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774844.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774844.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774844.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774844.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774844.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774844.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774844.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774844.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774844.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774844.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774844.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774844.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774844.4,     330.1,     330.1,       0.0);         ( 476646.1, 
3774844.4,     330.5,     330.5,       0.0);      
     ( 476666.1, 3774844.4,     330.8,     330.8,       0.0);         ( 476686.1, 
3774844.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774844.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774844.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774844.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774844.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774844.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774844.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774844.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774844.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774844.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774844.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774844.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774844.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774844.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774844.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774844.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774844.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774844.4,     333.5,     333.5,       0.0);         ( 477046.1, 
3774844.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774844.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774844.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774844.4,     334.0,     334.0,       0.0);         ( 477126.1, 
3774844.4,     334.0,     334.0,       0.0);      
     ( 477146.1, 3774844.4,     334.5,     334.5,       0.0);         ( 477166.1, 
3774844.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3774844.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774844.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774844.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774844.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774844.4,     335.5,     335.5,       0.0);         ( 477286.1, 
3774844.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3774844.4,     336.0,     336.0,       0.0);         ( 477326.1, 



3774844.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774844.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774844.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774844.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774844.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774844.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774844.4,     336.5,     336.5,       0.0);      
     ( 477466.1, 3774844.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774844.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774844.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774844.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774864.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774864.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774864.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774864.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774864.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774864.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774864.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774864.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774864.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774864.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774864.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774864.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774864.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774864.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774864.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774864.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774864.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774864.4,     327.0,     327.0,       0.0);      
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     ( 476306.1, 3774864.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774864.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774864.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774864.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774864.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774864.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774864.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774864.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774864.4,     328.9,     328.9,       0.0);         ( 476486.1, 



3774864.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774864.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774864.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774864.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774864.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774864.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774864.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774864.4,     330.2,     330.2,       0.0);         ( 476646.1, 
3774864.4,     330.9,     330.9,       0.0);      
     ( 476666.1, 3774864.4,     331.0,     331.0,       0.0);         ( 476686.1, 
3774864.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774864.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774864.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774864.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774864.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774864.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774864.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774864.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774864.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774864.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774864.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774864.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774864.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774864.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774864.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774864.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774864.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774864.4,     333.5,     333.5,       0.0);         ( 477046.1, 
3774864.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774864.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774864.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774864.4,     334.1,     334.1,       0.0);         ( 477126.1, 
3774864.4,     334.2,     334.2,       0.0);      
     ( 477146.1, 3774864.4,     334.7,     334.7,       0.0);         ( 477166.1, 
3774864.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3774864.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774864.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774864.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774864.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774864.4,     335.5,     335.5,       0.0);         ( 477286.1, 
3774864.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3774864.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774864.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774864.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774864.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774864.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774864.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774864.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774864.4,     336.5,     336.5,       0.0);      
     ( 477466.1, 3774864.4,     337.0,     337.0,       0.0);         ( 477486.1, 



3774864.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774864.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774864.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774884.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774884.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774884.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774884.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774884.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774884.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774884.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774884.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774884.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774884.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774884.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774884.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774884.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774884.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774884.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774884.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774884.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774884.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774884.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774884.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774884.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774884.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774884.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774884.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774884.4,     328.0,     328.0,       0.0);         ( 476446.1, 
3774884.4,     328.2,     328.2,       0.0);      
     ( 476466.1, 3774884.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774884.4,     329.0,     329.0,       0.0);      
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     ( 476506.1, 3774884.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774884.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774884.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774884.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774884.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774884.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774884.4,     330.2,     330.2,       0.0);         ( 476646.1, 



3774884.4,     330.9,     330.9,       0.0);      
     ( 476666.1, 3774884.4,     331.0,     331.0,       0.0);         ( 476686.1, 
3774884.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774884.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774884.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774884.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774884.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774884.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774884.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774884.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774884.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774884.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774884.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774884.4,     332.0,     332.0,       0.0);         ( 476926.1, 
3774884.4,     332.2,     332.2,       0.0);      
     ( 476946.1, 3774884.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774884.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774884.4,     333.0,     333.0,       0.0);         ( 477006.1, 
3774884.4,     333.0,     333.0,       0.0);      
     ( 477026.1, 3774884.4,     333.5,     333.5,       0.0);         ( 477046.1, 
3774884.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774884.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774884.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774884.4,     334.2,     334.2,       0.0);         ( 477126.1, 
3774884.4,     334.8,     334.8,       0.0);      
     ( 477146.1, 3774884.4,     335.0,     335.0,       0.0);         ( 477166.1, 
3774884.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3774884.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774884.4,     335.0,     335.0,       0.0);      
     ( 477226.1, 3774884.4,     335.0,     335.0,       0.0);         ( 477246.1, 
3774884.4,     335.0,     335.0,       0.0);      
     ( 477266.1, 3774884.4,     335.5,     335.5,       0.0);         ( 477286.1, 
3774884.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3774884.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774884.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774884.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774884.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774884.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774884.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774884.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774884.4,     336.5,     336.5,       0.0);      
     ( 477466.1, 3774884.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774884.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774884.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774884.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774904.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774904.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774904.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774904.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774904.4,     325.2,     325.2,       0.0);         ( 476046.1, 



3774904.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774904.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774904.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774904.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774904.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774904.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774904.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774904.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774904.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774904.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774904.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774904.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774904.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774904.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774904.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774904.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774904.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774904.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774904.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774904.4,     328.3,     328.3,       0.0);         ( 476446.1, 
3774904.4,     328.7,     328.7,       0.0);      
     ( 476466.1, 3774904.4,     328.9,     328.9,       0.0);         ( 476486.1, 
3774904.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774904.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774904.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774904.4,     329.0,     329.0,       0.0);         ( 476566.1, 
3774904.4,     329.2,     329.2,       0.0);      
     ( 476586.1, 3774904.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774904.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774904.4,     330.2,     330.2,       0.0);         ( 476646.1, 
3774904.4,     330.9,     330.9,       0.0);      
     ( 476666.1, 3774904.4,     331.0,     331.0,       0.0);         ( 476686.1, 
3774904.4,     331.0,     331.0,       0.0);      
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     ( 476706.1, 3774904.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774904.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774904.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774904.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774904.4,     332.0,     332.0,       0.0);         ( 476806.1, 



3774904.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774904.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774904.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774904.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774904.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774904.4,     332.3,     332.3,       0.0);         ( 476926.1, 
3774904.4,     332.7,     332.7,       0.0);      
     ( 476946.1, 3774904.4,     332.9,     332.9,       0.0);         ( 476966.1, 
3774904.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774904.4,     333.1,     333.1,       0.0);         ( 477006.1, 
3774904.4,     333.5,     333.5,       0.0);      
     ( 477026.1, 3774904.4,     333.8,     333.8,       0.0);         ( 477046.1, 
3774904.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774904.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774904.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774904.4,     334.2,     334.2,       0.0);         ( 477126.1, 
3774904.4,     334.9,     334.9,       0.0);      
     ( 477146.1, 3774904.4,     335.0,     335.0,       0.0);         ( 477166.1, 
3774904.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3774904.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774904.4,     335.3,     335.3,       0.0);      
     ( 477226.1, 3774904.4,     335.6,     335.6,       0.0);         ( 477246.1, 
3774904.4,     335.6,     335.6,       0.0);      
     ( 477266.1, 3774904.4,     335.8,     335.8,       0.0);         ( 477286.1, 
3774904.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3774904.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774904.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774904.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774904.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774904.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774904.4,     336.0,     336.0,       0.0);      
     ( 477426.1, 3774904.4,     336.0,     336.0,       0.0);         ( 477446.1, 
3774904.4,     336.5,     336.5,       0.0);      
     ( 477466.1, 3774904.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774904.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774904.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774904.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774924.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774924.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774924.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774924.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774924.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774924.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774924.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774924.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774924.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774924.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774924.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774924.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774924.4,     326.0,     326.0,       0.0);         ( 476206.1, 



3774924.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774924.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774924.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774924.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774924.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774924.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774924.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774924.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774924.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774924.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774924.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774924.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774924.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774924.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774924.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774924.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774924.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774924.4,     329.2,     329.2,       0.0);         ( 476566.1, 
3774924.4,     329.4,     329.4,       0.0);      
     ( 476586.1, 3774924.4,     329.9,     329.9,       0.0);         ( 476606.1, 
3774924.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774924.4,     330.2,     330.2,       0.0);         ( 476646.1, 
3774924.4,     330.9,     330.9,       0.0);      
     ( 476666.1, 3774924.4,     331.0,     331.0,       0.0);         ( 476686.1, 
3774924.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774924.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774924.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774924.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774924.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774924.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774924.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774924.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774924.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774924.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774924.4,     332.0,     332.0,       0.0);      
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     ( 476906.1, 3774924.4,     332.5,     332.5,       0.0);         ( 476926.1, 
3774924.4,     333.0,     333.0,       0.0);      
     ( 476946.1, 3774924.4,     333.0,     333.0,       0.0);         ( 476966.1, 



3774924.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774924.4,     333.2,     333.2,       0.0);         ( 477006.1, 
3774924.4,     333.9,     333.9,       0.0);      
     ( 477026.1, 3774924.4,     334.0,     334.0,       0.0);         ( 477046.1, 
3774924.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774924.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774924.4,     334.0,     334.0,       0.0);      
     ( 477106.1, 3774924.4,     334.2,     334.2,       0.0);         ( 477126.1, 
3774924.4,     334.9,     334.9,       0.0);      
     ( 477146.1, 3774924.4,     335.0,     335.0,       0.0);         ( 477166.1, 
3774924.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3774924.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774924.4,     335.5,     335.5,       0.0);      
     ( 477226.1, 3774924.4,     336.0,     336.0,       0.0);         ( 477246.1, 
3774924.4,     336.0,     336.0,       0.0);      
     ( 477266.1, 3774924.4,     336.0,     336.0,       0.0);         ( 477286.1, 
3774924.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3774924.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774924.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774924.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774924.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774924.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774924.4,     336.1,     336.1,       0.0);      
     ( 477426.1, 3774924.4,     336.2,     336.2,       0.0);         ( 477446.1, 
3774924.4,     336.7,     336.7,       0.0);      
     ( 477466.1, 3774924.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774924.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774924.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774924.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774944.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774944.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774944.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774944.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774944.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774944.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774944.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774944.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774944.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774944.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774944.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774944.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774944.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774944.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774944.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774944.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774944.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774944.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774944.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774944.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774944.4,     328.0,     328.0,       0.0);         ( 476366.1, 



3774944.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774944.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774944.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774944.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774944.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774944.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774944.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774944.4,     329.0,     329.0,       0.0);         ( 476526.1, 
3774944.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774944.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774944.4,     329.9,     329.9,       0.0);      
     ( 476586.1, 3774944.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774944.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774944.4,     330.2,     330.2,       0.0);         ( 476646.1, 
3774944.4,     330.9,     330.9,       0.0);      
     ( 476666.1, 3774944.4,     331.0,     331.0,       0.0);         ( 476686.1, 
3774944.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774944.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774944.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774944.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774944.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774944.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774944.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774944.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774944.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774944.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774944.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774944.4,     332.5,     332.5,       0.0);         ( 476926.1, 
3774944.4,     333.0,     333.0,       0.0);      
     ( 476946.1, 3774944.4,     333.0,     333.0,       0.0);         ( 476966.1, 
3774944.4,     333.0,     333.0,       0.0);      
     ( 476986.1, 3774944.4,     333.2,     333.2,       0.0);         ( 477006.1, 
3774944.4,     333.9,     333.9,       0.0);      
     ( 477026.1, 3774944.4,     334.0,     334.0,       0.0);         ( 477046.1, 
3774944.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774944.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774944.4,     334.0,     334.0,       0.0);      
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     ( 477106.1, 3774944.4,     334.2,     334.2,       0.0);         ( 477126.1, 



3774944.4,     334.9,     334.9,       0.0);      
     ( 477146.1, 3774944.4,     335.0,     335.0,       0.0);         ( 477166.1, 
3774944.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3774944.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774944.4,     335.5,     335.5,       0.0);      
     ( 477226.1, 3774944.4,     336.0,     336.0,       0.0);         ( 477246.1, 
3774944.4,     336.0,     336.0,       0.0);      
     ( 477266.1, 3774944.4,     336.0,     336.0,       0.0);         ( 477286.1, 
3774944.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3774944.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774944.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774944.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774944.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774944.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774944.4,     336.2,     336.2,       0.0);      
     ( 477426.1, 3774944.4,     336.8,     336.8,       0.0);         ( 477446.1, 
3774944.4,     337.0,     337.0,       0.0);      
     ( 477466.1, 3774944.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774944.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774944.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774944.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774964.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774964.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774964.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774964.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774964.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774964.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774964.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774964.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774964.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774964.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774964.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774964.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774964.4,     326.0,     326.0,       0.0);         ( 476206.1, 
3774964.4,     326.2,     326.2,       0.0);      
     ( 476226.1, 3774964.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774964.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774964.4,     327.0,     327.0,       0.0);         ( 476286.1, 
3774964.4,     327.0,     327.0,       0.0);      
     ( 476306.1, 3774964.4,     327.5,     327.5,       0.0);         ( 476326.1, 
3774964.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774964.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774964.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774964.4,     328.0,     328.0,       0.0);         ( 476406.1, 
3774964.4,     328.0,     328.0,       0.0);      
     ( 476426.1, 3774964.4,     328.5,     328.5,       0.0);         ( 476446.1, 
3774964.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774964.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774964.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774964.4,     329.0,     329.0,       0.0);         ( 476526.1, 



3774964.4,     329.0,     329.0,       0.0);      
     ( 476546.1, 3774964.4,     329.5,     329.5,       0.0);         ( 476566.1, 
3774964.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774964.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774964.4,     330.0,     330.0,       0.0);      
     ( 476626.1, 3774964.4,     330.2,     330.2,       0.0);         ( 476646.1, 
3774964.4,     330.9,     330.9,       0.0);      
     ( 476666.1, 3774964.4,     331.0,     331.0,       0.0);         ( 476686.1, 
3774964.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774964.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774964.4,     331.0,     331.0,       0.0);      
     ( 476746.1, 3774964.4,     331.2,     331.2,       0.0);         ( 476766.1, 
3774964.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774964.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774964.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774964.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774964.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774964.4,     332.0,     332.0,       0.0);         ( 476886.1, 
3774964.4,     332.0,     332.0,       0.0);      
     ( 476906.1, 3774964.4,     332.5,     332.5,       0.0);         ( 476926.1, 
3774964.4,     333.0,     333.0,       0.0);      
     ( 476946.1, 3774964.4,     333.0,     333.0,       0.0);         ( 476966.1, 
3774964.4,     333.3,     333.3,       0.0);      
     ( 476986.1, 3774964.4,     333.7,     333.7,       0.0);         ( 477006.1, 
3774964.4,     333.9,     333.9,       0.0);      
     ( 477026.1, 3774964.4,     334.0,     334.0,       0.0);         ( 477046.1, 
3774964.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774964.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774964.4,     334.3,     334.3,       0.0);      
     ( 477106.1, 3774964.4,     334.7,     334.7,       0.0);         ( 477126.1, 
3774964.4,     334.9,     334.9,       0.0);      
     ( 477146.1, 3774964.4,     335.0,     335.0,       0.0);         ( 477166.1, 
3774964.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3774964.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774964.4,     335.5,     335.5,       0.0);      
     ( 477226.1, 3774964.4,     336.0,     336.0,       0.0);         ( 477246.1, 
3774964.4,     336.0,     336.0,       0.0);      
     ( 477266.1, 3774964.4,     336.0,     336.0,       0.0);         ( 477286.1, 
3774964.4,     336.0,     336.0,       0.0);      
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     ( 477306.1, 3774964.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774964.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774964.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774964.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774964.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774964.4,     336.2,     336.2,       0.0);      
     ( 477426.1, 3774964.4,     336.9,     336.9,       0.0);         ( 477446.1, 
3774964.4,     337.0,     337.0,       0.0);      
     ( 477466.1, 3774964.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774964.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3774964.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774964.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3774984.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3774984.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3774984.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3774984.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3774984.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3774984.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3774984.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3774984.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3774984.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3774984.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3774984.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3774984.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3774984.4,     326.2,     326.2,       0.0);         ( 476206.1, 
3774984.4,     326.4,     326.4,       0.0);      
     ( 476226.1, 3774984.4,     326.9,     326.9,       0.0);         ( 476246.1, 
3774984.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3774984.4,     327.1,     327.1,       0.0);         ( 476286.1, 
3774984.4,     327.2,     327.2,       0.0);      
     ( 476306.1, 3774984.4,     327.7,     327.7,       0.0);         ( 476326.1, 
3774984.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3774984.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3774984.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3774984.4,     328.1,     328.1,       0.0);         ( 476406.1, 
3774984.4,     328.2,     328.2,       0.0);      
     ( 476426.1, 3774984.4,     328.7,     328.7,       0.0);         ( 476446.1, 
3774984.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3774984.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3774984.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3774984.4,     329.1,     329.1,       0.0);         ( 476526.1, 
3774984.4,     329.2,     329.2,       0.0);      
     ( 476546.1, 3774984.4,     329.7,     329.7,       0.0);         ( 476566.1, 
3774984.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3774984.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3774984.4,     330.2,     330.2,       0.0);      
     ( 476626.1, 3774984.4,     330.4,     330.4,       0.0);         ( 476646.1, 
3774984.4,     330.9,     330.9,       0.0);      
     ( 476666.1, 3774984.4,     331.0,     331.0,       0.0);         ( 476686.1, 



3774984.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3774984.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3774984.4,     331.2,     331.2,       0.0);      
     ( 476746.1, 3774984.4,     331.4,     331.4,       0.0);         ( 476766.1, 
3774984.4,     331.9,     331.9,       0.0);      
     ( 476786.1, 3774984.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3774984.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3774984.4,     332.0,     332.0,       0.0);         ( 476846.1, 
3774984.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3774984.4,     332.3,     332.3,       0.0);         ( 476886.1, 
3774984.4,     332.3,     332.3,       0.0);      
     ( 476906.1, 3774984.4,     332.7,     332.7,       0.0);         ( 476926.1, 
3774984.4,     333.0,     333.0,       0.0);      
     ( 476946.1, 3774984.4,     333.0,     333.0,       0.0);         ( 476966.1, 
3774984.4,     333.5,     333.5,       0.0);      
     ( 476986.1, 3774984.4,     334.0,     334.0,       0.0);         ( 477006.1, 
3774984.4,     334.0,     334.0,       0.0);      
     ( 477026.1, 3774984.4,     334.0,     334.0,       0.0);         ( 477046.1, 
3774984.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3774984.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3774984.4,     334.5,     334.5,       0.0);      
     ( 477106.1, 3774984.4,     335.0,     335.0,       0.0);         ( 477126.1, 
3774984.4,     335.0,     335.0,       0.0);      
     ( 477146.1, 3774984.4,     335.0,     335.0,       0.0);         ( 477166.1, 
3774984.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3774984.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3774984.4,     335.5,     335.5,       0.0);      
     ( 477226.1, 3774984.4,     336.0,     336.0,       0.0);         ( 477246.1, 
3774984.4,     336.0,     336.0,       0.0);      
     ( 477266.1, 3774984.4,     336.0,     336.0,       0.0);         ( 477286.1, 
3774984.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3774984.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3774984.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3774984.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3774984.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3774984.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3774984.4,     336.2,     336.2,       0.0);      
     ( 477426.1, 3774984.4,     336.9,     336.9,       0.0);         ( 477446.1, 
3774984.4,     337.0,     337.0,       0.0);      
     ( 477466.1, 3774984.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3774984.4,     337.0,     337.0,       0.0);      
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     ( 477506.1, 3774984.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3774984.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3775004.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3775004.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3775004.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3775004.4,     325.0,     325.0,       0.0);      
     ( 476026.1, 3775004.4,     325.2,     325.2,       0.0);         ( 476046.1, 
3775004.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3775004.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3775004.4,     326.0,     326.0,       0.0);      
     ( 476106.1, 3775004.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3775004.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3775004.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3775004.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3775004.4,     326.5,     326.5,       0.0);         ( 476206.1, 
3775004.4,     326.9,     326.9,       0.0);      
     ( 476226.1, 3775004.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3775004.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3775004.4,     327.2,     327.2,       0.0);         ( 476286.1, 
3775004.4,     327.8,     327.8,       0.0);      
     ( 476306.1, 3775004.4,     328.0,     328.0,       0.0);         ( 476326.1, 
3775004.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3775004.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3775004.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3775004.4,     328.2,     328.2,       0.0);         ( 476406.1, 
3775004.4,     328.8,     328.8,       0.0);      
     ( 476426.1, 3775004.4,     329.0,     329.0,       0.0);         ( 476446.1, 
3775004.4,     329.0,     329.0,       0.0);      
     ( 476466.1, 3775004.4,     329.0,     329.0,       0.0);         ( 476486.1, 
3775004.4,     329.0,     329.0,       0.0);      
     ( 476506.1, 3775004.4,     329.2,     329.2,       0.0);         ( 476526.1, 
3775004.4,     329.8,     329.8,       0.0);      
     ( 476546.1, 3775004.4,     330.0,     330.0,       0.0);         ( 476566.1, 
3775004.4,     330.0,     330.0,       0.0);      
     ( 476586.1, 3775004.4,     330.0,     330.0,       0.0);         ( 476606.1, 
3775004.4,     330.5,     330.5,       0.0);      
     ( 476626.1, 3775004.4,     330.9,     330.9,       0.0);         ( 476646.1, 
3775004.4,     331.0,     331.0,       0.0);      
     ( 476666.1, 3775004.4,     331.0,     331.0,       0.0);         ( 476686.1, 
3775004.4,     331.0,     331.0,       0.0);      
     ( 476706.1, 3775004.4,     331.0,     331.0,       0.0);         ( 476726.1, 
3775004.4,     331.5,     331.5,       0.0);      
     ( 476746.1, 3775004.4,     331.9,     331.9,       0.0);         ( 476766.1, 
3775004.4,     332.0,     332.0,       0.0);      
     ( 476786.1, 3775004.4,     332.0,     332.0,       0.0);         ( 476806.1, 
3775004.4,     332.0,     332.0,       0.0);      
     ( 476826.1, 3775004.4,     332.0,     332.0,       0.0);         ( 476846.1, 



3775004.4,     332.0,     332.0,       0.0);      
     ( 476866.1, 3775004.4,     332.9,     332.9,       0.0);         ( 476886.1, 
3775004.4,     332.9,     332.9,       0.0);      
     ( 476906.1, 3775004.4,     333.0,     333.0,       0.0);         ( 476926.1, 
3775004.4,     333.0,     333.0,       0.0);      
     ( 476946.1, 3775004.4,     333.0,     333.0,       0.0);         ( 476966.1, 
3775004.4,     333.5,     333.5,       0.0);      
     ( 476986.1, 3775004.4,     334.0,     334.0,       0.0);         ( 477006.1, 
3775004.4,     334.0,     334.0,       0.0);      
     ( 477026.1, 3775004.4,     334.0,     334.0,       0.0);         ( 477046.1, 
3775004.4,     334.0,     334.0,       0.0);      
     ( 477066.1, 3775004.4,     334.0,     334.0,       0.0);         ( 477086.1, 
3775004.4,     334.5,     334.5,       0.0);      
     ( 477106.1, 3775004.4,     335.0,     335.0,       0.0);         ( 477126.1, 
3775004.4,     335.0,     335.0,       0.0);      
     ( 477146.1, 3775004.4,     335.0,     335.0,       0.0);         ( 477166.1, 
3775004.4,     335.0,     335.0,       0.0);      
     ( 477186.1, 3775004.4,     335.0,     335.0,       0.0);         ( 477206.1, 
3775004.4,     335.5,     335.5,       0.0);      
     ( 477226.1, 3775004.4,     336.0,     336.0,       0.0);         ( 477246.1, 
3775004.4,     336.0,     336.0,       0.0);      
     ( 477266.1, 3775004.4,     336.0,     336.0,       0.0);         ( 477286.1, 
3775004.4,     336.0,     336.0,       0.0);      
     ( 477306.1, 3775004.4,     336.0,     336.0,       0.0);         ( 477326.1, 
3775004.4,     336.0,     336.0,       0.0);      
     ( 477346.1, 3775004.4,     336.0,     336.0,       0.0);         ( 477366.1, 
3775004.4,     336.0,     336.0,       0.0);      
     ( 477386.1, 3775004.4,     336.0,     336.0,       0.0);         ( 477406.1, 
3775004.4,     336.2,     336.2,       0.0);      
     ( 477426.1, 3775004.4,     336.9,     336.9,       0.0);         ( 477446.1, 
3775004.4,     337.0,     337.0,       0.0);      
     ( 477466.1, 3775004.4,     337.0,     337.0,       0.0);         ( 477486.1, 
3775004.4,     337.0,     337.0,       0.0);      
     ( 477506.1, 3775004.4,     337.0,     337.0,       0.0);         ( 477526.1, 
3775004.4,     337.0,     337.0,       0.0);      
     ( 475946.1, 3775024.4,     325.0,     325.0,       0.0);         ( 475966.1, 
3775024.4,     325.0,     325.0,       0.0);      
     ( 475986.1, 3775024.4,     325.0,     325.0,       0.0);         ( 476006.1, 
3775024.4,     325.3,     325.3,       0.0);      
     ( 476026.1, 3775024.4,     325.7,     325.7,       0.0);         ( 476046.1, 
3775024.4,     325.9,     325.9,       0.0);      
     ( 476066.1, 3775024.4,     326.0,     326.0,       0.0);         ( 476086.1, 
3775024.4,     326.0,     326.0,       0.0);      
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     ( 476106.1, 3775024.4,     326.0,     326.0,       0.0);         ( 476126.1, 
3775024.4,     326.0,     326.0,       0.0);      
     ( 476146.1, 3775024.4,     326.0,     326.0,       0.0);         ( 476166.1, 
3775024.4,     326.0,     326.0,       0.0);      
     ( 476186.1, 3775024.4,     326.5,     326.5,       0.0);         ( 476206.1, 
3775024.4,     327.0,     327.0,       0.0);      
     ( 476226.1, 3775024.4,     327.0,     327.0,       0.0);         ( 476246.1, 
3775024.4,     327.0,     327.0,       0.0);      
     ( 476266.1, 3775024.4,     327.2,     327.2,       0.0);         ( 476286.1, 
3775024.4,     327.9,     327.9,       0.0);      
     ( 476306.1, 3775024.4,     328.0,     328.0,       0.0);         ( 476326.1, 
3775024.4,     328.0,     328.0,       0.0);      
     ( 476346.1, 3775024.4,     328.0,     328.0,       0.0);         ( 476366.1, 
3775024.4,     328.0,     328.0,       0.0);      
     ( 476386.1, 3775024.4,     328.2,     328.2,       0.0);         ( 476406.1, 
3775024.4,     328.9,     328.9,       0.0);      
     ( 476426.1, 3775024.4,     329.0,     329.0,       0.0);                       
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                            - - - - - - - - - - - - - - - - - - - - - - - - - - - - 
- - - 

                             L0003056            477046.1     3773804.4            
-2.55
                             L0003057            477046.1     3773804.4            
-3.10
                             L0003059            477086.1     3773824.4            
-0.38



                             L0003060            477086.1     3773824.4            
-7.23
                             L0003062            477106.1     3773844.4             
0.15
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                            *** METEOROLOGICAL DAYS SELECTED FOR 
PROCESSING ***
                                                               (1=YES; 0=NO)

            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 
1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1
            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 
1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1
            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 
1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1
            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 
1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1
            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 
1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1
            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 
1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1
            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1   1 1 1 
1 1 1 1 1 1 1   1 1 1 1 1 1 1 1 1 1
            1 1 1 1 1 1 1 1 1 1   1 1 1 1 1 1

                NOTE:  METEOROLOGICAL DATA ACTUALLY PROCESSED WILL ALSO DEPEND ON 
WHAT IS INCLUDED IN THE DATA FILE.

                                  *** UPPER BOUND OF FIRST THROUGH FIFTH WIND SPEED 
CATEGORIES ***
                                                            (METERS/SEC)

                                                 1.54,   3.09,   5.14,   8.23,  
10.80,
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                                    *** UP TO THE FIRST 24 HOURS OF METEOROLOGICAL 
DATA ***

   Surface file:   KRAL_v9.SFC                                                      
                 Met Version:  16216
   Profile file:   KRAL_v9.PFL                                                      
              
   Surface format: FREE                                                             
                                       
   Profile format: FREE                                                             
                                       
   Surface station no.:     3171                  Upper air station no.:     3190
                  Name: UNKNOWN                                    Name: UNKNOWN    
                            
                  Year:   2012                                     Year:   2012

 First 24 hours of scalar data
 YR MO DY JDY HR     H0     U*     W*  DT/DZ ZICNV ZIMCH  M-O LEN    Z0  BOWEN 
ALBEDO  REF WS   WD     HT  REF TA     HT
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - 
- - - - - - - - - - - - - - - - - - - 
 12 01 01   1 01  -25.6  0.266 -9.000 -9.000 -999.  330.     77.9  0.15   2.40   
1.00    2.93   55.   10.1  288.1    2.0
 12 01 01   1 02  -26.8  0.277 -9.000 -9.000 -999.  351.     84.7  0.15   2.40   
1.00    3.05   55.   10.1  287.0    2.0
 12 01 01   1 03  -21.5  0.221 -9.000 -9.000 -999.  250.     53.5  0.15   2.40   
1.00    2.45   74.   10.1  284.2    2.0
 12 01 01   1 04  -22.0  0.227 -9.000 -9.000 -999.  260.     56.8  0.15   2.40   
1.00    2.52   77.   10.1  285.9    2.0
 12 01 01   1 05  -20.0  0.206 -9.000 -9.000 -999.  225.     46.8  0.15   2.40   
1.00    2.30   80.   10.1  285.4    2.0
 12 01 01   1 06  -14.4  0.171 -9.000 -9.000 -999.  170.     32.1  0.15   2.40   
1.00    1.93   79.   10.1  287.0    2.0
 12 01 01   1 07  -14.9  0.174 -9.000 -9.000 -999.  174.     33.2  0.15   2.40   
1.00    1.96   77.   10.1  284.2    2.0
 12 01 01   1 08  -11.9  0.169 -9.000 -9.000 -999.  167.     36.1  0.15   2.40   
0.53    1.89   77.   10.1  288.1    2.0
 12 01 01   1 09   40.4  0.234  0.359  0.006   40.  272.    -28.1  0.15   2.40   
0.31    2.10   81.   10.1  289.2    2.0
 12 01 01   1 10  112.6  0.246  0.742  0.005  129.  293.    -11.8  0.15   2.40   
0.24    1.99  101.   10.1  296.4    2.0
 12 01 01   1 11  161.0  0.402  1.188  0.005  369.  611.    -35.6  0.15   2.40   
0.21    3.68   78.   10.1  298.8    2.0
 12 01 01   1 12  184.7  0.337  1.516  0.005  668.  473.    -18.4  0.15   2.40   
0.20    2.89   68.   10.1  300.4    2.0
 12 01 01   1 13  183.9  0.310  1.809  0.005 1139.  414.    -14.2  0.15   2.40   
0.20    2.57   64.   10.1  302.5    2.0
 12 01 01   1 14  156.6  0.374  1.852  0.005 1434.  549.    -29.5  0.15   2.40   
0.22    3.37   63.   10.1  303.1    2.0



 12 01 01   1 15  104.3  0.382  1.658  0.005 1546.  567.    -47.2  0.15   2.40   
0.25    3.59   62.   10.1  302.5    2.0
 12 01 01   1 16   31.8  0.374  1.123  0.005 1573.  550.   -145.8  0.15   2.40   
0.34    3.76   69.   10.1  300.9    2.0
 12 01 01   1 17  -23.3  0.276 -9.000 -9.000 -999.  354.     84.0  0.15   2.40   
0.62    3.03   59.   10.1  297.5    2.0
 12 01 01   1 18  -21.5  0.229 -9.000 -9.000 -999.  264.     57.8  0.15   2.40   
1.00    2.54   54.   10.1  295.4    2.0
 12 01 01   1 19  -19.3  0.204 -9.000 -9.000 -999.  221.     45.6  0.15   2.40   
1.00    2.27   79.   10.1  292.0    2.0
 12 01 01   1 20  -20.7  0.218 -9.000 -9.000 -999.  244.     52.2  0.15   2.40   
1.00    2.42   79.   10.1  292.5    2.0
 12 01 01   1 21  -19.7  0.206 -9.000 -9.000 -999.  225.     46.9  0.15   2.40   
1.00    2.30   95.   10.1  290.9    2.0
 12 01 01   1 22  -17.6  0.190 -9.000 -9.000 -999.  199.     39.8  0.15   2.40   
1.00    2.13   78.   10.1  290.4    2.0
 12 01 01   1 23  -20.3  0.211 -9.000 -9.000 -999.  233.     49.0  0.15   2.40   
1.00    2.35   52.   10.1  289.2    2.0
 12 01 01   1 24  -16.4  0.183 -9.000 -9.000 -999.  189.     37.0  0.15   2.40   
1.00    2.06   75.   10.1  288.8    2.0

 First hour of profile data
 YR MO DY HR HEIGHT F  WDIR    WSPD AMB_TMP sigmaA  sigmaW  sigmaV
 12 01 01 01   10.1 1   55.    2.93   288.2   99.0  -99.00  -99.00

 F indicates top of profile (=1) or below (=0)
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  62
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                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -



         476426.08    3773784.36        3.18558                      476446.08    
3773784.36        3.18416                         
         476466.08    3773784.36        3.17846                      476486.08    
3773784.36        3.16836                         
         476506.08    3773784.36        3.15491                      476526.08    
3773784.36        3.13886                         
         476546.08    3773784.36        3.11608                      475526.08    
3773804.36        1.44916                         
         475546.08    3773804.36        1.49091                      475566.08    
3773804.36        1.53216                         
         475586.08    3773804.36        1.57702                      475606.08    
3773804.36        1.62280                         
         475626.08    3773804.36        1.66789                      475646.08    
3773804.36        1.71445                         
         475666.08    3773804.36        1.76223                      475686.08    
3773804.36        1.81107                         
         475706.08    3773804.36        1.86109                      475726.08    
3773804.36        1.91225                         
         475746.08    3773804.36        1.96447                      475766.08    
3773804.36        2.01767                         
         475786.08    3773804.36        2.07330                      475806.08    
3773804.36        2.13315                         
         475826.08    3773804.36        2.18985                      475846.08    
3773804.36        2.24621                         
         475866.08    3773804.36        2.30290                      475886.08    
3773804.36        2.35974                         
         475906.08    3773804.36        2.41652                      475926.08    
3773804.36        2.47303                         
         475946.08    3773804.36        2.52905                      475966.08    
3773804.36        2.58463                         
         475986.08    3773804.36        2.63977                      476006.08    
3773804.36        2.70319                         
         476426.08    3773804.36        3.39075                      476446.08    
3773804.36        3.38985                         
         476466.08    3773804.36        3.38409                      476486.08    
3773804.36        3.37334                         
         476506.08    3773804.36        3.35873                      476526.08    
3773804.36        3.34111                         
         476546.08    3773804.36        3.31584                      476566.08    
3773804.36        3.28540                         
         476586.08    3773804.36        3.25046                      476606.08    
3773804.36        3.21127                         
         476626.08    3773804.36        3.16872                      476646.08    
3773804.36        3.12118                         
         476666.08    3773804.36        3.07050                      476686.08    
3773804.36        3.01713                         
         476706.08    3773804.36        2.96100                      476726.08    
3773804.36        2.90248                         
         476746.08    3773804.36        2.84191                      476766.08    
3773804.36        2.77961                         



         476786.08    3773804.36        2.71491                      476846.08    
3773804.36        2.52053                         
         476866.08    3773804.36        2.45623                      476886.08    
3773804.36        2.39255                         
         476906.08    3773804.36        2.32977                      476926.08    
3773804.36        2.26770                         
         476946.08    3773804.36        2.20600                      476966.08    
3773804.36        2.14713                         
         476986.08    3773804.36        2.09025                      477006.08    
3773804.36        2.03521                         
         477026.08    3773804.36        1.98209                      477046.08    
3773804.36        1.93095                         
         475526.08    3773824.36        1.46374                      475546.08    
3773824.36        1.50645                         
         475566.08    3773824.36        1.55107                      475586.08    
3773824.36        1.59671                         
         475606.08    3773824.36        1.64336                      475626.08    
3773824.36        1.69062                         
         475646.08    3773824.36        1.73935                      475666.08    
3773824.36        1.78955                         
         475686.08    3773824.36        1.84119                      475706.08    
3773824.36        1.89426                         
         475726.08    3773824.36        1.94872                      475746.08    
3773824.36        2.00452                         
         475766.08    3773824.36        2.06396                      475786.08    
3773824.36        2.12490                         
         475806.08    3773824.36        2.18651                      475826.08    
3773824.36        2.24756                         
         475846.08    3773824.36        2.30908                      475866.08    
3773824.36        2.37127                         
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   



Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475886.08    3773824.36        2.43680                      475906.08    
3773824.36        2.50119                         
         475926.08    3773824.36        2.56049                      475946.08    
3773824.36        2.62256                         
         475966.08    3773824.36        2.68482                      475986.08    
3773824.36        2.74633                         
         476006.08    3773824.36        2.81516                      476426.08    
3773824.36        3.61772                         
         476446.08    3773824.36        3.61751                      476466.08    
3773824.36        3.61177                         
         476486.08    3773824.36        3.60032                      476506.08    
3773824.36        3.58443                         
         476526.08    3773824.36        3.56501                      476546.08    
3773824.36        3.53688                         
         476566.08    3773824.36        3.50281                      476586.08    
3773824.36        3.46359                         
         476606.08    3773824.36        3.41950                      476626.08    
3773824.36        3.37158                         
         476646.08    3773824.36        3.31801                      476666.08    
3773824.36        3.26091                         
         476686.08    3773824.36        3.20082                      476706.08    
3773824.36        3.13770                         
         476726.08    3773824.36        3.07197                      476746.08    
3773824.36        3.00412                         
         476766.08    3773824.36        2.93460                      476786.08    
3773824.36        2.86329                         
         476846.08    3773824.36        2.64689                      476866.08    
3773824.36        2.57614                         
         476886.08    3773824.36        2.50633                      476906.08    
3773824.36        2.43779                         
         476926.08    3773824.36        2.37060                      476946.08    
3773824.36        2.30475                         
         476966.08    3773824.36        2.24065                      476986.08    
3773824.36        2.17888                         
         477006.08    3773824.36        2.12000                      477026.08    
3773824.36        2.06341                         
         477046.08    3773824.36        2.00913                      477066.08    
3773824.36        1.95720                         
         477086.08    3773824.36        1.90646                      475526.08    
3773844.36        1.47639                         
         475546.08    3773844.36        1.52012                      475566.08    
3773844.36        1.56760                         
         475586.08    3773844.36        1.61425                      475606.08    
3773844.36        1.66198                         
         475626.08    3773844.36        1.71136                      475646.08    
3773844.36        1.76240                         
         475666.08    3773844.36        1.81513                      475686.08    



3773844.36        1.86955                         
         475706.08    3773844.36        1.92662                      475726.08    
3773844.36        1.98525                         
         475746.08    3773844.36        2.04476                      475766.08    
3773844.36        2.10874                         
         475786.08    3773844.36        2.17394                      475806.08    
3773844.36        2.23830                         
         475826.08    3773844.36        2.30400                      475846.08    
3773844.36        2.37141                         
         475866.08    3773844.36        2.44088                      475886.08    
3773844.36        2.51371                         
         475906.08    3773844.36        2.58512                      475926.08    
3773844.36        2.65073                         
         475946.08    3773844.36        2.72003                      475966.08    
3773844.36        2.79008                         
         475986.08    3773844.36        2.85969                      476006.08    
3773844.36        2.93479                         
         476426.08    3773844.36        3.86977                      476446.08    
3773844.36        3.87047                         
         476466.08    3773844.36        3.86485                      476486.08    
3773844.36        3.85268                         
         476506.08    3773844.36        3.83535                      476526.08    
3773844.36        3.81388                         
         476546.08    3773844.36        3.78243                      476566.08    
3773844.36        3.74413                         
         476586.08    3773844.36        3.69988                      476606.08    
3773844.36        3.65005                         
         476626.08    3773844.36        3.59581                      476646.08    
3773844.36        3.53518                         
         476666.08    3773844.36        3.47056                      476686.08    
3773844.36        3.40261                         
         476706.08    3773844.36        3.33132                      476726.08    
3773844.36        3.25723                         
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      



                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476746.08    3773844.36        3.18091                      476766.08    
3773844.36        3.10294                         
         476786.08    3773844.36        3.02388                      476846.08    
3773844.36        2.78295                         
         476866.08    3773844.36        2.70502                      476886.08    
3773844.36        2.62845                         
         476906.08    3773844.36        2.55360                      476926.08    
3773844.36        2.48075                         
         476946.08    3773844.36        2.41013                      476966.08    
3773844.36        2.34064                         
         476986.08    3773844.36        2.27391                      477006.08    
3773844.36        2.21101                         
         477026.08    3773844.36        2.15081                      477046.08    
3773844.36        2.09330                         
         477066.08    3773844.36        2.03847                      477086.08    
3773844.36        1.98536                         
         477106.08    3773844.36        1.93485                      475526.08    
3773864.36        1.48683                         
         475546.08    3773864.36        1.53193                      475566.08    
3773864.36        1.58097                         
         475586.08    3773864.36        1.62931                      475606.08    
3773864.36        1.67888                         
         475626.08    3773864.36        1.73030                      475646.08    
3773864.36        1.78360                         
         475666.08    3773864.36        1.83882                      475686.08    
3773864.36        1.89597                         
         475706.08    3773864.36        1.95838                      475726.08    
3773864.36        2.02237                         
         475746.08    3773864.36        2.08574                      475766.08    
3773864.36        2.15134                         
         475786.08    3773864.36        2.21880                      475806.08    
3773864.36        2.28789                         
         475826.08    3773864.36        2.35873                      475846.08    
3773864.36        2.43295                         
         475866.08    3773864.36        2.51245                      475886.08    
3773864.36        2.58949                         
         475906.08    3773864.36        2.66661                      475926.08    
3773864.36        2.74397                         
         475946.08    3773864.36        2.82232                      475966.08    
3773864.36        2.90109                         
         475986.08    3773864.36        2.97984                      476006.08    
3773864.36        3.06451                         
         476026.08    3773864.36        3.14766                      476426.08    
3773864.36        4.15084                         



         476446.08    3773864.36        4.15273                      476466.08    
3773864.36        4.14738                         
         476486.08    3773864.36        4.13445                      476506.08    
3773864.36        4.11551                         
         476526.08    3773864.36        4.09168                      476546.08    
3773864.36        4.05636                         
         476566.08    3773864.36        4.01309                      476586.08    
3773864.36        3.96292                         
         476606.08    3773864.36        3.90631                      476626.08    
3773864.36        3.84460                         
         476646.08    3773864.36        3.77562                      476666.08    
3773864.36        3.70214                         
         476686.08    3773864.36        3.62495                      476706.08    
3773864.36        3.54410                         
         476726.08    3773864.36        3.46025                      476746.08    
3773864.36        3.37410                         
         476766.08    3773864.36        3.28636                      476786.08    
3773864.36        3.19772                         
         476846.08    3773864.36        2.92976                      476866.08    
3773864.36        2.84385                         
         476886.08    3773864.36        2.75985                      476906.08    
3773864.36        2.67811                         
         476926.08    3773864.36        2.59895                      476946.08    
3773864.36        2.52259                         
         476966.08    3773864.36        2.44777                      476986.08    
3773864.36        2.37625                         
         477006.08    3773864.36        2.30918                      477026.08    
3773864.36        2.24525                         
         477046.08    3773864.36        2.18441                      477066.08    
3773864.36        2.12662                         
         477086.08    3773864.36        2.07166                      477106.08    
3773864.36        2.01912                         
         475526.08    3773884.36        1.49728                      475546.08    
3773884.36        1.54436                         
         475566.08    3773884.36        1.59302                      475586.08    
3773884.36        1.64263                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  65
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 



***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475606.08    3773884.36        1.69397                      475626.08    
3773884.36        1.74735                         
         475646.08    3773884.36        1.80282                      475666.08    
3773884.36        1.86043                         
         475686.08    3773884.36        1.92025                      475706.08    
3773884.36        1.98587                         
         475726.08    3773884.36        2.05345                      475746.08    
3773884.36        2.12045                         
         475766.08    3773884.36        2.18975                      475786.08    
3773884.36        2.26136                         
         475806.08    3773884.36        2.33523                      475826.08    
3773884.36        2.41410                         
         475846.08    3773884.36        2.49549                      475866.08    
3773884.36        2.57842                         
         475886.08    3773884.36        2.66146                      475906.08    
3773884.36        2.74576                         
         475926.08    3773884.36        2.83154                      475946.08    
3773884.36        2.91853                         
         475966.08    3773884.36        3.00786                      475986.08    
3773884.36        3.10094                         
         476006.08    3773884.36        3.19315                      476026.08    
3773884.36        3.28402                         
         476046.08    3773884.36        3.37215                      476426.08    
3773884.36        4.46281                         
         476446.08    3773884.36        4.46913                      476466.08    
3773884.36        4.46422                         
         476486.08    3773884.36        4.45053                      476506.08    
3773884.36        4.42979                         
         476526.08    3773884.36        4.40325                      476546.08    
3773884.36        4.36338                         
         476566.08    3773884.36        4.31423                      476586.08    
3773884.36        4.25703                         
         476606.08    3773884.36        4.19234                      476626.08    
3773884.36        4.12120                         
         476646.08    3773884.36        4.04400                      476666.08    
3773884.36        3.96058                         
         476686.08    3773884.36        3.87238                      476706.08    
3773884.36        3.78018                         
         476726.08    3773884.36        3.68455                      476746.08    
3773884.36        3.58575                         
         476766.08    3773884.36        3.48671                      476786.08    



3773884.36        3.38705                         
         476846.08    3773884.36        3.08956                      476866.08    
3773884.36        2.99381                         
         476886.08    3773884.36        2.90164                      476906.08    
3773884.36        2.81244                         
         476926.08    3773884.36        2.72650                      476946.08    
3773884.36        2.64404                         
         476966.08    3773884.36        2.56455                      476986.08    
3773884.36        2.48853                         
         477006.08    3773884.36        2.41591                      477026.08    
3773884.36        2.34790                         
         477046.08    3773884.36        2.28365                      477066.08    
3773884.36        2.22281                         
         477086.08    3773884.36        2.16524                      477106.08    
3773884.36        2.11021                         
         475526.08    3773904.36        1.50568                      475546.08    
3773904.36        1.55449                         
         475566.08    3773904.36        1.60329                      475586.08    
3773904.36        1.65415                         
         475606.08    3773904.36        1.70716                      475626.08    
3773904.36        1.76239                         
         475646.08    3773904.36        1.81992                      475666.08    
3773904.36        1.88021                         
         475686.08    3773904.36        1.94370                      475706.08    
3773904.36        2.01161                         
         475726.08    3773904.36        2.08159                      475746.08    
3773904.36        2.15212                         
         475766.08    3773904.36        2.22534                      475786.08    
3773904.36        2.30175                         
         475806.08    3773904.36        2.38184                      475826.08    
3773904.36        2.46704                         
         475846.08    3773904.36        2.55424                      475866.08    
3773904.36        2.64136                         
         475886.08    3773904.36        2.73098                      475906.08    
3773904.36        2.82294                         
         475926.08    3773904.36        2.91703                      475946.08    
3773904.36        3.01302                         
         475966.08    3773904.36        3.11308                      475986.08    
3773904.36        3.21996                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  66
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   



, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476006.08    3773904.36        3.32161                      476026.08    
3773904.36        3.42231                         
         476046.08    3773904.36        3.52287                      476066.08    
3773904.36        3.62275                         
         476426.08    3773904.36        4.81597                      476446.08    
3773904.36        4.82553                         
         476466.08    3773904.36        4.82135                      476486.08    
3773904.36        4.80691                         
         476506.08    3773904.36        4.78415                      476526.08    
3773904.36        4.75446                         
         476546.08    3773904.36        4.70920                      476566.08    
3773904.36        4.65304                         
         476586.08    3773904.36        4.58744                      476606.08    
3773904.36        4.51308                         
         476626.08    3773904.36        4.43072                      476646.08    
3773904.36        4.34118                         
         476666.08    3773904.36        4.24535                      476686.08    
3773904.36        4.14417                         
         476706.08    3773904.36        4.03867                      476726.08    
3773904.36        3.93082                         
         476746.08    3773904.36        3.81823                      476766.08    
3773904.36        3.70608                         
         476786.08    3773904.36        3.59377                      476798.66    
3773910.67        3.58999                         
         476846.08    3773904.36        3.26262                      476866.08    
3773904.36        3.15630                         
         476886.08    3773904.36        3.05523                      476906.08    
3773904.36        2.95797                         
         476926.08    3773904.36        2.86480                      476946.08    
3773904.36        2.77588                         
         476966.08    3773904.36        2.69129                      476986.08    
3773904.36        2.61040                         
         477006.08    3773904.36        2.53233                      477026.08    
3773904.36        2.46021                         
         477046.08    3773904.36        2.39245                      477066.08    
3773904.36        2.32847                         
         477086.08    3773904.36        2.26806                      477106.08    
3773904.36        2.21040                         



         475526.08    3773924.36        1.51162                      475546.08    
3773924.36        1.56154                         
         475566.08    3773924.36        1.61157                      475586.08    
3773924.36        1.66381                         
         475606.08    3773924.36        1.71837                      475626.08    
3773924.36        1.77533                         
         475646.08    3773924.36        1.83481                      475666.08    
3773924.36        1.89815                         
         475686.08    3773924.36        1.96697                      475706.08    
3773924.36        2.03588                         
         475726.08    3773924.36        2.10701                      475746.08    
3773924.36        2.18096                         
         475766.08    3773924.36        2.25800                      475786.08    
3773924.36        2.33980                         
         475806.08    3773924.36        2.42836                      475826.08    
3773924.36        2.51664                         
         475846.08    3773924.36        2.60727                      475866.08    
3773924.36        2.70088                         
         475886.08    3773924.36        2.79766                      475906.08    
3773924.36        2.89749                         
         475926.08    3773924.36        3.00021                      475946.08    
3773924.36        3.10563                         
         475966.08    3773924.36        3.21610                      475986.08    
3773924.36        3.33459                         
         476006.08    3773924.36        3.44840                      476026.08    
3773924.36        3.56202                         
         476046.08    3773924.36        3.67634                      476066.08    
3773924.36        3.79074                         
         476086.08    3773924.36        3.90456                      476426.08    
3773924.36        5.22046                         
         476446.08    3773924.36        5.22916                      476466.08    
3773924.36        5.22609                         
         476486.08    3773924.36        5.21095                      476506.08    
3773924.36        5.18592                         
         476526.08    3773924.36        5.15255                      476546.08    
3773924.36        5.10088                         
         476566.08    3773924.36        5.03630                      476586.08    
3773924.36        4.96056                         
         476606.08    3773924.36        4.87450                      476626.08    
3773924.36        4.77912                         
         476646.08    3773924.36        4.67544                      476666.08    
3773924.36        4.56463                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  67
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476686.08    3773924.36        4.44788                      476706.08    
3773924.36        4.32649                         
         476726.08    3773924.36        4.20283                      476746.08    
3773924.36        4.07434                         
         476766.08    3773924.36        3.94696                      476786.08    
3773924.36        3.82008                         
         476846.08    3773924.36        3.45032                      476866.08    
3773924.36        3.33307                         
         476886.08    3773924.36        3.22234                      476906.08    
3773924.36        3.11645                         
         476926.08    3773924.36        3.01561                      476946.08    
3773924.36        2.91992                         
         476966.08    3773924.36        2.82937                      476986.08    
3773924.36        2.74315                         
         477006.08    3773924.36        2.66021                      477026.08    
3773924.36        2.58395                         
         477046.08    3773924.36        2.51253                      477066.08    
3773924.36        2.44525                         
         477086.08    3773924.36        2.38183                      477106.08    
3773924.36        2.32132                         
         475526.08    3773944.36        1.51601                      475546.08    
3773944.36        1.56692                         
         475566.08    3773944.36        1.61807                      475586.08    
3773944.36        1.67157                         
         475606.08    3773944.36        1.72754                      475626.08    
3773944.36        1.78610                         
         475646.08    3773944.36        1.84739                      475666.08    
3773944.36        1.91284                         
         475686.08    3773944.36        1.98433                      475706.08    
3773944.36        2.05567                         
         475726.08    3773944.36        2.12952                      475746.08    
3773944.36        2.20674                         
         475766.08    3773944.36        2.28745                      475786.08    
3773944.36        2.37350                         
         475806.08    3773944.36        2.46723                      475826.08    



3773944.36        2.56052                         
         475846.08    3773944.36        2.65672                      475866.08    
3773944.36        2.75681                         
         475886.08    3773944.36        2.86412                      475906.08    
3773944.36        2.97497                         
         475926.08    3773944.36        3.08698                      475946.08    
3773944.36        3.20263                         
         475966.08    3773944.36        3.32268                      475986.08    
3773944.36        3.44839                         
         476006.08    3773944.36        3.57430                      476026.08    
3773944.36        3.70191                         
         476046.08    3773944.36        3.83129                      476066.08    
3773944.36        3.96179                         
         476086.08    3773944.36        4.09268                      476106.08    
3773944.36        4.22315                         
         476126.08    3773944.36        4.35233                      476426.08    
3773944.36        5.67690                         
         476446.08    3773944.36        5.68893                      476466.08    
3773944.36        5.68752                         
         476486.08    3773944.36        5.67181                      476506.08    
3773944.36        5.64241                         
         476526.08    3773944.36        5.60045                      476546.08    
3773944.36        5.54434                         
         476566.08    3773944.36        5.47238                      476586.08    
3773944.36        5.38427                         
         476606.08    3773944.36        5.28396                      476626.08    
3773944.36        5.17270                         
         476646.08    3773944.36        5.05185                      476666.08    
3773944.36        4.92288                         
         476686.08    3773944.36        4.78830                      476706.08    
3773944.36        4.64825                         
         476726.08    3773944.36        4.50368                      476746.08    
3773944.36        4.35737                         
         476766.08    3773944.36        4.21227                      476786.08    
3773944.36        4.06862                         
         476846.08    3773944.36        3.65416                      476866.08    
3773944.36        3.52634                         
         476886.08    3773944.36        3.40520                      476906.08    
3773944.36        3.29011                         
         476926.08    3773944.36        3.18119                      476946.08    
3773944.36        3.07843                         
         476966.08    3773944.36        2.98168                      476986.08    
3773944.36        2.89041                         
         477006.08    3773944.36        2.80396                      477026.08    
3773944.36        2.72236                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    



                                  PAGE  68
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477046.08    3773944.36        2.64596                      477066.08    
3773944.36        2.57512                         
         477086.08    3773944.36        2.50837                      477106.08    
3773944.36        2.44511                         
         475526.08    3773964.36        1.51883                      475546.08    
3773964.36        1.57063                         
         475566.08    3773964.36        1.62276                      475586.08    
3773964.36        1.67739                         
         475606.08    3773964.36        1.73464                      475626.08    
3773964.36        1.79466                         
         475646.08    3773964.36        1.85849                      475666.08    
3773964.36        1.92624                         
         475686.08    3773964.36        1.99877                      475706.08    
3773964.36        2.07235                         
         475726.08    3773964.36        2.14893                      475746.08    
3773964.36        2.22924                         
         475766.08    3773964.36        2.31464                      475786.08    
3773964.36        2.40521                         
         475806.08    3773964.36        2.50206                      475826.08    
3773964.36        2.60018                         
         475846.08    3773964.36        2.70206                      475866.08    
3773964.36        2.80855                         
         475886.08    3773964.36        2.92527                      475906.08    
3773964.36        3.04626                         
         475926.08    3773964.36        3.16759                      475946.08    
3773964.36        3.29359                         
         475966.08    3773964.36        3.42414                      475986.08    
3773964.36        3.55903                         
         476006.08    3773964.36        3.69795                      476026.08    
3773964.36        3.84051                         
         476046.08    3773964.36        3.98618                      476066.08    
3773964.36        4.13432                         



         476086.08    3773964.36        4.28419                      476106.08    
3773964.36        4.43490                         
         476126.08    3773964.36        4.58546                      476146.08    
3773964.36        4.73478                         
         476406.08    3773964.36        6.16480                      476426.08    
3773964.36        6.19890                         
         476446.08    3773964.36        6.21600                      476466.08    
3773964.36        6.21705                         
         476486.08    3773964.36        6.20098                      476506.08    
3773964.36        6.16706                         
         476526.08    3773964.36        6.11501                      476546.08    
3773964.36        6.05139                         
         476566.08    3773964.36        5.96936                      476586.08    
3773964.36        5.86812                         
         476606.08    3773964.36        5.75057                      476626.08    
3773964.36        5.61977                         
         476646.08    3773964.36        5.47784                      476666.08    
3773964.36        5.32672                         
         476686.08    3773964.36        5.16996                      476706.08    
3773964.36        5.00508                         
         476726.08    3773964.36        4.83807                      476746.08    
3773964.36        4.67122                         
         476766.08    3773964.36        4.50550                      476786.08    
3773964.36        4.34261                         
         476846.08    3773964.36        3.87921                      476866.08    
3773964.36        3.73893                         
         476886.08    3773964.36        3.60667                      476906.08    
3773964.36        3.48186                         
         476926.08    3773964.36        3.36447                      476946.08    
3773964.36        3.25431                         
         476966.08    3773964.36        3.15107                      476986.08    
3773964.36        3.05438                         
         477006.08    3773964.36        2.96380                      477026.08    
3773964.36        2.87726                         
         477046.08    3773964.36        2.79600                      477066.08    
3773964.36        2.72040                         
         477086.08    3773964.36        2.64974                      477106.08    
3773964.36        2.58310                         
         475526.08    3773984.36        1.52011                      475546.08    
3773984.36        1.57266                         
         475566.08    3773984.36        1.62565                      475586.08    
3773984.36        1.68126                         
         475606.08    3773984.36        1.73964                      475626.08    
3773984.36        1.80095                         
         475646.08    3773984.36        1.86841                      475666.08    
3773984.36        1.93895                         
         475686.08    3773984.36        2.01072                      475706.08    
3773984.36        2.08600                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22



 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  69
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475726.08    3773984.36        2.16510                      475746.08    
3773984.36        2.24828                         
         475766.08    3773984.36        2.33980                      475786.08    
3773984.36        2.43558                         
         475806.08    3773984.36        2.53315                      475826.08    
3773984.36        2.63545                         
         475846.08    3773984.36        2.74282                      475866.08    
3773984.36        2.85553                         
         475886.08    3773984.36        2.97946                      475906.08    
3773984.36        3.10860                         
         475926.08    3773984.36        3.23896                      475946.08    
3773984.36        3.37512                         
         475966.08    3773984.36        3.51708                      475986.08    
3773984.36        3.66472                         
         476006.08    3773984.36        3.81785                      476026.08    
3773984.36        3.97616                         
         476046.08    3773984.36        4.13923                      476066.08    
3773984.36        4.30648                         
         476086.08    3773984.36        4.47716                      476106.08    
3773984.36        4.65040                         
         476126.08    3773984.36        4.82514                      476146.08    
3773984.36        5.00014                         
         476166.08    3773984.36        5.17405                      476406.08    
3773984.36        6.75571                         
         476426.08    3773984.36        6.80033                      476446.08    
3773984.36        6.82442                         
         476466.08    3773984.36        6.82910                      476486.08    
3773984.36        6.81306                         
         476506.08    3773984.36        6.77536                      476526.08    



3773984.36        6.71559                         
         476546.08    3773984.36        6.63481                      476566.08    
3773984.36        6.53644                         
         476586.08    3773984.36        6.42393                      476606.08    
3773984.36        6.28571                         
         476626.08    3773984.36        6.13063                      476646.08    
3773984.36        5.96261                         
         476666.08    3773984.36        5.78422                      476686.08    
3773984.36        5.59991                         
         476706.08    3773984.36        5.40714                      476726.08    
3773984.36        5.21310                         
         476746.08    3773984.36        5.02062                      476775.68    
3773975.63        4.60005                         
         476793.06    3773974.32        4.43035                      476846.08    
3773984.36        4.13057                         
         476866.08    3773984.36        3.97458                      476886.08    
3773984.36        3.83049                         
         476906.08    3773984.36        3.69543                      476926.08    
3773984.36        3.56914                         
         476946.08    3773984.36        3.45119                      476966.08    
3773984.36        3.34108                         
         476986.08    3773984.36        3.23821                      477006.08    
3773984.36        3.14200                         
         477026.08    3773984.36        3.05167                      477046.08    
3773984.36        2.96607                         
         477066.08    3773984.36        2.88373                      477086.08    
3773984.36        2.80813                         
         477106.08    3773984.36        2.73708                      475526.08    
3774004.36        1.52110                         
         475546.08    3774004.36        1.57303                      475566.08    
3774004.36        1.62675                         
         475586.08    3774004.36        1.68320                      475606.08    
3774004.36        1.74255                         
         475626.08    3774004.36        1.80497                      475646.08    
3774004.36        1.87392                         
         475666.08    3774004.36        1.94609                      475686.08    
3774004.36        2.01935                         
         475706.08    3774004.36        2.09655                      475726.08    
3774004.36        2.17793                         
         475746.08    3774004.36        2.26372                      475766.08    
3774004.36        2.35852                         
         475786.08    3774004.36        2.45798                      475806.08    
3774004.36        2.55921                         
         475826.08    3774004.36        2.66597                      475846.08    
3774004.36        2.77855                         
         475866.08    3774004.36        2.89720                      475886.08    
3774004.36        3.02809                         
         475906.08    3774004.36        3.16517                      475926.08    
3774004.36        3.30440                         
         475946.08    3774004.36        3.45066                      475966.08    



3774004.36        3.60405                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  70
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475986.08    3774004.36        3.76463                      476006.08    
3774004.36        3.93235                         
         476026.08    3774004.36        4.10705                      476046.08    
3774004.36        4.28843                         
         476066.08    3774004.36        4.48236                      476086.08    
3774004.36        4.68139                         
         476106.08    3774004.36        4.88031                      476126.08    
3774004.36        5.08300                         
         476146.08    3774004.36        5.28816                      476166.08    
3774004.36        5.49428                         
         476186.08    3774004.36        5.70554                      476366.08    
3774004.36        7.23243                         
         476386.08    3774004.36        7.34378                      476406.08    
3774004.36        7.43913                         
         476426.08    3774004.36        7.49824                      476446.08    
3774004.36        7.53213                         
         476466.08    3774004.36        7.54219                      476486.08    
3774004.36        7.52686                         
         476506.08    3774004.36        7.48492                      476526.08    
3774004.36        7.41579                         
         476546.08    3774004.36        7.31978                      476566.08    
3774004.36        7.19989                         
         476586.08    3774004.36        7.06000                      476606.08    
3774004.36        6.89960                         
         476626.08    3774004.36        6.71821                      476646.08    
3774004.36        6.51755                         



         476666.08    3774004.36        6.30532                      476686.08    
3774004.36        6.08604                         
         476706.08    3774004.36        5.86273                      476726.08    
3774004.36        5.63736                         
         476746.08    3774004.36        5.41445                      476766.08    
3774004.36        5.19678                         
         476786.08    3774004.36        4.98660                      476846.08    
3774004.36        4.40936                         
         476866.08    3774004.36        4.23818                      476886.08    
3774004.36        4.08154                         
         476906.08    3774004.36        3.93565                      476926.08    
3774004.36        3.79990                         
         476946.08    3774004.36        3.67359                      476966.08    
3774004.36        3.55594                         
         476986.08    3774004.36        3.44618                      477006.08    
3774004.36        3.34352                         
         477026.08    3774004.36        3.24725                      477046.08    
3774004.36        3.15568                         
         477066.08    3774004.36        3.06707                      477086.08    
3774004.36        2.98582                         
         477106.08    3774004.36        2.90925                      475526.08    
3774024.36        1.52013                         
         475546.08    3774024.36        1.57177                      475566.08    
3774024.36        1.62608                         
         475586.08    3774024.36        1.68322                      475606.08    
3774024.36        1.74337                         
         475626.08    3774024.36        1.80674                      475646.08    
3774024.36        1.87679                         
         475666.08    3774024.36        1.95026                      475686.08    
3774024.36        2.02501                         
         475706.08    3774024.36        2.10394                      475726.08    
3774024.36        2.18733                         
         475746.08    3774024.36        2.27545                      475766.08    
3774024.36        2.37300                         
         475786.08    3774024.36        2.47563                      475806.08    
3774024.36        2.58049                         
         475826.08    3774024.36        2.69144                      475846.08    
3774024.36        2.80945                         
         475866.08    3774024.36        2.93553                      475886.08    
3774024.36        3.07195                         
         475906.08    3774024.36        3.21522                      475926.08    
3774024.36        3.36303                         
         475946.08    3774024.36        3.51914                      475966.08    
3774024.36        3.68382                         
         475986.08    3774024.36        3.85731                      476006.08    
3774024.36        4.03975                         
         476026.08    3774024.36        4.23225                      476046.08    
3774024.36        4.43588                         
         476066.08    3774024.36        4.65382                      476086.08    
3774024.36        4.87869                         



         476106.08    3774024.36        5.10521                      476126.08    
3774024.36        5.33844                         
         476146.08    3774024.36        5.57713                      476166.08    
3774024.36        5.81972                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  71
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476186.08    3774024.36        6.06430                      476206.08    
3774024.36        6.30864                         
         476226.08    3774024.36        6.55026                      476366.08    
3774024.36        7.95338                         
         476386.08    3774024.36        8.10074                      476406.08    
3774024.36        8.22638                         
         476426.08    3774024.36        8.31073                      476446.08    
3774024.36        8.36225                         
         476466.08    3774024.36        8.38037                      476486.08    
3774024.36        8.36687                         
         476506.08    3774024.36        8.32025                      476526.08    
3774024.36        8.23971                         
         476546.08    3774024.36        8.12556                      476566.08    
3774024.36        7.97935                         
         476586.08    3774024.36        7.80372                      476606.08    
3774024.36        7.61469                         
         476626.08    3774024.36        7.39887                      476646.08    
3774024.36        7.15695                         
         476666.08    3774024.36        6.90234                      476686.08    
3774024.36        6.63995                         
         476706.08    3774024.36        6.37459                      476726.08    
3774024.36        6.11076                         
         476746.08    3774024.36        5.85240                      476766.08    



3774024.36        5.60277                         
         476786.08    3774024.36        5.36433                      476846.08    
3774024.36        4.72461                         
         476866.08    3774024.36        4.53618                      476886.08    
3774024.36        4.36617                         
         476906.08    3774024.36        4.20863                      476926.08    
3774024.36        4.06256                         
         476946.08    3774024.36        3.92692                      476966.08    
3774024.36        3.80066                         
         476986.08    3774024.36        3.68279                      477006.08    
3774024.36        3.57238                         
         477026.08    3774024.36        3.46859                      477046.08    
3774024.36        3.36957                         
         477066.08    3774024.36        3.27337                      477086.08    
3774024.36        3.18497                         
         477106.08    3774024.36        3.10142                      475526.08    
3774044.36        1.51691                         
         475546.08    3774044.36        1.56893                      475566.08    
3774044.36        1.62368                         
         475586.08    3774044.36        1.68135                      475606.08    
3774044.36        1.74215                         
         475626.08    3774044.36        1.80627                      475646.08    
3774044.36        1.87723                         
         475666.08    3774044.36        1.95176                      475686.08    
3774044.36        2.02777                         
         475706.08    3774044.36        2.10816                      475726.08    
3774044.36        2.19327                         
         475746.08    3774044.36        2.28340                      475766.08    
3774044.36        2.38335                         
         475786.08    3774044.36        2.48879                      475806.08    
3774044.36        2.59688                         
         475826.08    3774044.36        2.71161                      475846.08    
3774044.36        2.83543                         
         475866.08    3774044.36        2.97130                      475886.08    
3774044.36        3.11096                         
         475906.08    3774044.36        3.25810                      475926.08    
3774044.36        3.41403                         
         475946.08    3774044.36        3.57957                      475966.08    
3774044.36        3.75517                         
         475986.08    3774044.36        3.94129                      476006.08    
3774044.36        4.13832                         
         476026.08    3774044.36        4.35021                      476046.08    
3774044.36        4.58175                         
         476066.08    3774044.36        4.81709                      476086.08    
3774044.36        5.06186                         
         476106.08    3774044.36        5.31711                      476126.08    
3774044.36        5.58270                         
         476146.08    3774044.36        5.85759                      476166.08    
3774044.36        6.14031                         
         476186.08    3774044.36        6.42896                      476206.08    



3774044.36        6.72115                         
         476226.08    3774044.36        7.01401                      476246.08    
3774044.36        7.30424                         
         476266.08    3774044.36        7.58818                      476286.08    
3774044.36        7.86192                         
         476366.08    3774044.36        8.77916                      476386.08    
3774044.36        8.95816                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  72
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476406.08    3774044.36        9.12842                      476426.08    
3774044.36        9.26004                         
         476446.08    3774044.36        9.34492                      476466.08    
3774044.36        9.37529                         
         476486.08    3774044.36        9.36557                      476506.08    
3774044.36        9.31392                         
         476526.08    3774044.36        9.21932                      476546.08    
3774044.36        9.08208                         
         476566.08    3774044.36        8.90426                      476586.08    
3774044.36        8.68949                         
         476606.08    3774044.36        8.45773                      476626.08    
3774044.36        8.19356                         
         476646.08    3774044.36        7.89890                      476666.08    
3774044.36        7.59075                         
         476686.08    3774044.36        7.27581                      476706.08    
3774044.36        6.96044                         
         476726.08    3774044.36        6.65034                      476746.08    
3774044.36        6.35028                         
         476766.08    3774044.36        6.06389                      476786.08    
3774044.36        5.79363                         



         476846.08    3774044.36        5.08658                      476866.08    
3774044.36        4.87704                         
         476886.08    3774044.36        4.69246                      476906.08    
3774044.36        4.52197                         
         476926.08    3774044.36        4.36412                      476946.08    
3774044.36        4.21752                         
         476966.08    3774044.36        4.08086                      476986.08    
3774044.36        3.95297                         
         477006.08    3774044.36        3.83280                      477026.08    
3774044.36        3.71945                         
         477046.08    3774044.36        3.61087                      477066.08    
3774044.36        3.50502                         
         477086.08    3774044.36        3.40747                      477106.08    
3774044.36        3.31500                         
         475526.08    3774064.36        1.51229                      475546.08    
3774064.36        1.56455                         
         475566.08    3774064.36        1.61961                      475586.08    
3774064.36        1.67767                         
         475606.08    3774064.36        1.73964                      475626.08    
3774064.36        1.80663                         
         475646.08    3774064.36        1.87690                      475666.08    
3774064.36        1.95064                         
         475686.08    3774064.36        2.02765                      475706.08    
3774064.36        2.10924                         
         475726.08    3774064.36        2.19576                      475746.08    
3774064.36        2.28758                         
         475766.08    3774064.36        2.38955                      475786.08    
3774064.36        2.49738                         
         475806.08    3774064.36        2.60828                      475826.08    
3774064.36        2.72631                         
         475846.08    3774064.36        2.85415                      475866.08    
3774064.36        2.99520                         
         475886.08    3774064.36        3.14004                      475906.08    
3774064.36        3.29326                         
         475926.08    3774064.36        3.45670                      475946.08    
3774064.36        3.63104                         
         475966.08    3774064.36        3.81698                      475986.08    
3774064.36        4.01519                         
         476006.08    3774064.36        4.22635                      476026.08    
3774064.36        4.45507                         
         476046.08    3774064.36        4.70731                      476066.08    
3774064.36        4.96473                         
         476086.08    3774064.36        5.23492                      476106.08    
3774064.36        5.52011                         
         476126.08    3774064.36        5.82002                      476146.08    
3774064.36        6.13399                         
         476166.08    3774064.36        6.46091                      476186.08    
3774064.36        6.79907                         
         476206.08    3774064.36        7.14617                      476226.08    
3774064.36        7.49920                         



         476246.08    3774064.36        7.85439                      476266.08    
3774064.36        8.20733                         
         476286.08    3774064.36        8.55295                      476306.08    
3774064.36        8.88575                         
         476326.08    3774064.36        9.19997                      476346.08    
3774064.36        9.48987                         
         476366.08    3774064.36        9.74997                      476386.08    
3774064.36        9.98927                         
         476406.08    3774064.36       10.21809                      476426.08    
3774064.36       10.38225                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  73
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476446.08    3774064.36       10.49682                      476466.08    
3774064.36       10.56566                         
         476486.08    3774064.36       10.56666                      476506.08    
3774064.36       10.50992                         
         476526.08    3774064.36       10.39780                      476546.08    
3774064.36       10.23072                         
         476566.08    3774064.36       10.01141                      476586.08    
3774064.36        9.74504                         
         476606.08    3774064.36        9.45694                      476626.08    
3774064.36        9.12951                         
         476646.08    3774064.36        8.76660                      476666.08    
3774064.36        8.39023                         
         476686.08    3774064.36        8.00956                      476706.08    
3774064.36        7.63301                         
         476726.08    3774064.36        7.26769                      476746.08    
3774064.36        6.91909                         
         476766.08    3774064.36        6.59095                      476786.08    



3774064.36        6.28532                         
         476846.08    3774064.36        5.50187                      476866.08    
3774064.36        5.27161                         
         476886.08    3774064.36        5.07045                      476906.08    
3774064.36        4.88475                         
         476926.08    3774064.36        4.71264                      476946.08    
3774064.36        4.55240                         
         476966.08    3774064.36        4.40253                      476986.08    
3774064.36        4.26171                         
         477006.08    3774064.36        4.12887                      477026.08    
3774064.36        4.00072                         
         477046.08    3774064.36        3.87888                      477066.08    
3774064.36        3.76341                         
         477086.08    3774064.36        3.65463                      477106.08    
3774064.36        3.55082                         
         475526.08    3774084.36        1.50633                      475546.08    
3774084.36        1.55871                         
         475566.08    3774084.36        1.61394                      475586.08    
3774084.36        1.67223                         
         475606.08    3774084.36        1.73492                      475626.08    
3774084.36        1.80377                         
         475646.08    3774084.36        1.87364                      475666.08    
3774084.36        1.94697                         
         475686.08    3774084.36        2.02472                      475706.08    
3774084.36        2.10722                         
         475726.08    3774084.36        2.19485                      475746.08    
3774084.36        2.28801                         
         475766.08    3774084.36        2.39160                      475786.08    
3774084.36        2.50140                         
         475806.08    3774084.36        2.61463                      475826.08    
3774084.36        2.73546                         
         475846.08    3774084.36        2.86664                      475866.08    
3774084.36        3.01176                         
         475886.08    3774084.36        3.16138                      475906.08    
3774084.36        3.32027                         
         475926.08    3774084.36        3.49046                      475946.08    
3774084.36        3.67281                         
         475966.08    3774084.36        3.86826                      475986.08    
3774084.36        4.07775                         
         476006.08    3774084.36        4.30226                      476026.08    
3774084.36        4.54692                         
         476046.08    3774084.36        4.81839                      476066.08    
3774084.36        5.09805                         
         476086.08    3774084.36        5.39429                      476106.08    
3774084.36        5.70997                         
         476126.08    3774084.36        6.04546                      476146.08    
3774084.36        6.40073                         
         476166.08    3774084.36        6.77525                      476186.08    
3774084.36        7.17349                         
         476206.08    3774084.36        7.58779                      476226.08    



3774084.36        8.01128                         
         476246.08    3774084.36        8.44447                      476266.08    
3774084.36        8.88239                         
         476286.08    3774084.36        9.31897                      476306.08    
3774084.36        9.74704                         
         476326.08    3774084.36       10.15859                      476346.08    
3774084.36       10.54507                         
         476366.08    3774084.36       10.90816                      476386.08    
3774084.36       11.24015                         
         476406.08    3774084.36       11.53728                      476426.08    
3774084.36       11.75002                         
         476446.08    3774084.36       11.90165                      476466.08    
3774084.36       12.00030                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  74
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476486.08    3774084.36       12.02326                      476506.08    
3774084.36       11.96892                         
         476526.08    3774084.36       11.83479                      476546.08    
3774084.36       11.62838                         
         476566.08    3774084.36       11.35660                      476586.08    
3774084.36       11.02903                         
         476606.08    3774084.36       10.65845                      476626.08    
3774084.36       10.24248                         
         476646.08    3774084.36        9.79021                      476666.08    
3774084.36        9.32621                         
         476686.08    3774084.36        8.86439                      476706.08    
3774084.36        8.41554                         
         476726.08    3774084.36        7.98447                      476746.08    
3774084.36        7.57959                         



         476766.08    3774084.36        7.20418                      476786.08    
3774084.36        6.85911                         
         476806.08    3774084.36        6.54343                      476846.08    
3774084.36        5.98740                         
         476866.08    3774084.36        5.73331                      476886.08    
3774084.36        5.51206                         
         476906.08    3774084.36        5.30734                      476926.08    
3774084.36        5.11691                         
         476946.08    3774084.36        4.93883                      476966.08    
3774084.36        4.77151                         
         476986.08    3774084.36        4.61360                      477006.08    
3774084.36        4.46402                         
         477026.08    3774084.36        4.31760                      477046.08    
3774084.36        4.17882                         
         477066.08    3774084.36        4.05002                      477086.08    
3774084.36        3.92680                         
         477106.08    3774084.36        3.80878                      475526.08    
3774104.36        1.49910                         
         475546.08    3774104.36        1.55148                      475566.08    
3774104.36        1.60675                         
         475586.08    3774104.36        1.66512                      475606.08    
3774104.36        1.72795                         
         475626.08    3774104.36        1.79698                      475646.08    
3774104.36        1.86712                         
         475666.08    3774104.36        1.94084                      475686.08    
3774104.36        2.01908                         
         475706.08    3774104.36        2.10221                      475726.08    
3774104.36        2.19063                         
         475746.08    3774104.36        2.28477                      475766.08    
3774104.36        2.38958                         
         475786.08    3774104.36        2.50089                      475806.08    
3774104.36        2.61596                         
         475826.08    3774104.36        2.73903                      475846.08    
3774104.36        2.87296                         
         475866.08    3774104.36        3.02143                      475886.08    
3774104.36        3.17508                         
         475906.08    3774104.36        3.33883                      475926.08    
3774104.36        3.51487                         
         475946.08    3774104.36        3.70427                      475966.08    
3774104.36        3.90820                         
         475986.08    3774104.36        4.12789                      476006.08    
3774104.36        4.36465                         
         476026.08    3774104.36        4.62413                      476046.08    
3774104.36        4.91372                         
         476066.08    3774104.36        5.21471                      476086.08    
3774104.36        5.53633                         
         476106.08    3774104.36        5.88227                      476126.08    
3774104.36        6.25369                         
         476146.08    3774104.36        6.65146                      476166.08    
3774104.36        7.07603                         



         476186.08    3774104.36        7.54717                      476206.08    
3774104.36        8.04341                         
         476226.08    3774104.36        8.54846                      476246.08    
3774104.36        9.07428                         
         476266.08    3774104.36        9.61598                      476286.08    
3774104.36       10.16687                         
         476306.08    3774104.36       10.71839                      476326.08    
3774104.36       11.26008                         
         476346.08    3774104.36       11.77984                      476366.08    
3774104.36       12.30228                         
         476386.08    3774104.36       12.77160                      476406.08    
3774104.36       13.15217                         
         476426.08    3774104.36       13.45551                      476446.08    
3774104.36       13.65993                         
         476466.08    3774104.36       13.73890                      476486.08    
3774104.36       13.80700                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  75
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476506.08    3774104.36       13.77653                      476526.08    
3774104.36       13.61452                         
         476546.08    3774104.36       13.35522                      476566.08    
3774104.36       13.01689                         
         476586.08    3774104.36       12.61654                      476606.08    
3774104.36       12.12407                         
         476626.08    3774104.36       11.58039                      476646.08    
3774104.36       11.00966                         
         476666.08    3774104.36       10.43241                      476686.08    
3774104.36        9.87036                         
         476706.08    3774104.36        9.32453                      476726.08    



3774104.36        8.81355                         
         476746.08    3774104.36        8.34509                      476766.08    
3774104.36        7.91728                         
         476786.08    3774104.36        7.52868                      476806.08    
3774104.36        7.17592                         
         476846.08    3774104.36        6.56182                      476866.08    
3774104.36        6.27793                         
         476886.08    3774104.36        6.03060                      476906.08    
3774104.36        5.80063                         
         476926.08    3774104.36        5.58558                      476946.08    
3774104.36        5.38347                         
         476966.08    3774104.36        5.19270                      476986.08    
3774104.36        5.01202                         
         477006.08    3774104.36        4.84040                      477026.08    
3774104.36        4.67235                         
         477046.08    3774104.36        4.51292                      477066.08    
3774104.36        4.36476                         
         477086.08    3774104.36        4.22310                      477106.08    
3774104.36        4.08756                         
         475526.08    3774124.36        1.49067                      475546.08    
3774124.36        1.54294                         
         475566.08    3774124.36        1.59812                      475586.08    
3774124.36        1.65808                         
         475606.08    3774124.36        1.72166                      475626.08    
3774124.36        1.78863                         
         475646.08    3774124.36        1.85850                      475666.08    
3774124.36        1.93236                         
         475686.08    3774124.36        2.01085                      475706.08    
3774124.36        2.09432                         
         475726.08    3774124.36        2.18416                      475746.08    
3774124.36        2.28206                         
         475766.08    3774124.36        2.38583                      475786.08    
3774124.36        2.49598                         
         475806.08    3774124.36        2.61239                      475826.08    
3774124.36        2.73713                         
         475846.08    3774124.36        2.87315                      475866.08    
3774124.36        3.02425                         
         475886.08    3774124.36        3.18111                      475906.08    
3774124.36        3.34881                         
         475926.08    3774124.36        3.52970                      475946.08    
3774124.36        3.72505                         
         475966.08    3774124.36        3.93624                      475986.08    
3774124.36        4.16480                         
         476006.08    3774124.36        4.41239                      476026.08    
3774124.36        4.68516                         
         476046.08    3774124.36        4.99125                      476066.08    
3774124.36        5.31203                         
         476086.08    3774124.36        5.65761                      476106.08    
3774124.36        6.03261                         
         476126.08    3774124.36        6.43920                      476146.08    



3774124.36        6.87942                         
         476166.08    3774124.36        7.35506                      476186.08    
3774124.36        7.89009                         
         476206.08    3774124.36        8.46227                      476226.08    
3774124.36        9.05443                         
         476246.08    3774124.36        9.68219                      476266.08    
3774124.36       10.34172                         
         476286.08    3774124.36       11.02685                      476306.08    
3774124.36       11.72853                         
         476326.08    3774124.36       12.44480                      476346.08    
3774124.36       13.17328                         
         476366.08    3774124.36       13.86553                      476386.08    
3774124.36       14.49930                         
         476406.08    3774124.36       15.04517                      476426.08    
3774124.36       15.49536                         
         476446.08    3774124.36       15.82423                      476466.08    
3774124.36       16.00667                         
         476486.08    3774124.36       16.09994                      476506.08    
3774124.36       16.05684                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  76
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476526.08    3774124.36       15.85928                      476546.08    
3774124.36       15.55469                         
         476566.08    3774124.36       15.11987                      476586.08    
3774124.36       14.56614                         
         476606.08    3774124.36       13.91532                      476626.08    
3774124.36       13.21407                         
         476646.08    3774124.36       12.48615                      476666.08    
3774124.36       11.76100                         



         476686.08    3774124.36       11.06387                      476706.08    
3774124.36       10.40432                         
         476726.08    3774124.36        9.79564                      476746.08    
3774124.36        9.24754                         
         476766.08    3774124.36        8.76086                      476786.08    
3774124.36        8.32243                         
         476806.08    3774124.36        7.92602                      476846.08    
3774124.36        7.24089                         
         476866.08    3774124.36        6.92259                      476886.08    
3774124.36        6.63949                         
         476906.08    3774124.36        6.37473                      476926.08    
3774124.36        6.12591                         
         476946.08    3774124.36        5.89115                      476966.08    
3774124.36        5.66504                         
         476986.08    3774124.36        5.45155                      477006.08    
3774124.36        5.25188                         
         477026.08    3774124.36        5.05969                      477046.08    
3774124.36        4.87721                         
         477066.08    3774124.36        4.70508                      477086.08    
3774124.36        4.54092                         
         477106.08    3774124.36        4.38432                      475526.08    
3774144.36        1.48114                         
         475546.08    3774144.36        1.53319                      475566.08    
3774144.36        1.58816                         
         475586.08    3774144.36        1.64891                      475606.08    
3774144.36        1.71287                         
         475626.08    3774144.36        1.77838                      475646.08    
3774144.36        1.84788                         
         475666.08    3774144.36        1.92169                      475686.08    
3774144.36        2.00017                         
         475706.08    3774144.36        2.08372                      475726.08    
3774144.36        2.17430                         
         475746.08    3774144.36        2.27443                      475766.08    
3774144.36        2.37745                         
         475786.08    3774144.36        2.48683                      475806.08    
3774144.36        2.60407                         
         475826.08    3774144.36        2.72992                      475846.08    
3774144.36        2.86677                         
         475866.08    3774144.36        3.01785                      475886.08    
3774144.36        3.17824                         
         475906.08    3774144.36        3.35025                      475926.08    
3774144.36        3.53491                         
         475946.08    3774144.36        3.73497                      475966.08    
3774144.36        3.95206                         
         475986.08    3774144.36        4.18796                      476006.08    
3774144.36        4.44467                         
         476026.08    3774144.36        4.72885                      476046.08    
3774144.36        5.04933                         
         476066.08    3774144.36        5.38772                      476086.08    
3774144.36        5.75503                         



         476106.08    3774144.36        6.15690                      476126.08    
3774144.36        6.59667                         
         476146.08    3774144.36        7.07999                      476166.08    
3774144.36        7.61349                         
         476186.08    3774144.36        8.20743                      476206.08    
3774144.36        8.85141                         
         476226.08    3774144.36        9.53594                      476246.08    
3774144.36       10.27498                         
         476266.08    3774144.36       11.06735                      476286.08    
3774144.36       11.90907                         
         476306.08    3774144.36       12.79248                      476326.08    
3774144.36       13.72464                         
         476346.08    3774144.36       14.71360                      476366.08    
3774144.36       15.64531                         
         476386.08    3774144.36       16.52361                      476406.08    
3774144.36       17.32274                         
         476426.08    3774144.36       18.00482                      476446.08    
3774144.36       18.53458                         
         476466.08    3774144.36       18.88476                      476486.08    
3774144.36       19.03987                         
         476506.08    3774144.36       19.00271                      476526.08    
3774144.36       18.78075                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  77
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476546.08    3774144.36       18.38637                      476566.08    
3774144.36       17.79632                         
         476586.08    3774144.36       17.02761                      476606.08    
3774144.36       16.16072                         
         476626.08    3774144.36       15.22900                      476646.08    



3774144.36       14.27033                         
         476666.08    3774144.36       13.35135                      476686.08    
3774144.36       12.49608                         
         476706.08    3774144.36       11.71560                      476726.08    
3774144.36       10.99387                         
         476746.08    3774144.36       10.35275                      476766.08    
3774144.36        9.79532                         
         476786.08    3774144.36        9.29410                      476806.08    
3774144.36        8.83964                         
         476846.08    3774144.36        8.04910                      476866.08    
3774144.36        7.68346                         
         476886.08    3774144.36        7.35002                      476906.08    
3774144.36        7.03431                         
         476926.08    3774144.36        6.73765                      477066.08    
3774144.36        5.06650                         
         477086.08    3774144.36        4.87568                      477106.08    
3774144.36        4.69446                         
         475526.08    3774164.36        1.47060                      475546.08    
3774164.36        1.52232                         
         475566.08    3774164.36        1.57697                      475586.08    
3774164.36        1.63738                         
         475606.08    3774164.36        1.70100                      475626.08    
3774164.36        1.76620                         
         475646.08    3774164.36        1.83541                      475666.08    
3774164.36        1.90896                         
         475686.08    3774164.36        1.98722                      475706.08    
3774164.36        2.07059                         
         475726.08    3774164.36        2.16103                      475746.08    
3774164.36        2.26107                         
         475766.08    3774164.36        2.36414                      475786.08    
3774164.36        2.47369                         
         475806.08    3774164.36        2.59126                      475826.08    
3774164.36        2.71765                         
         475846.08    3774164.36        2.85383                      475866.08    
3774164.36        3.00116                         
         475886.08    3774164.36        3.16584                      475906.08    
3774164.36        3.34335                         
         475926.08    3774164.36        3.53064                      475946.08    
3774164.36        3.73413                         
         475966.08    3774164.36        3.95563                      475986.08    
3774164.36        4.19718                         
         476006.08    3774164.36        4.46109                      476026.08    
3774164.36        4.75448                         
         476046.08    3774164.36        5.08682                      476066.08    
3774164.36        5.44008                         
         476086.08    3774164.36        5.82614                      476106.08    
3774164.36        6.25169                         
         476126.08    3774164.36        6.72135                      476146.08    
3774164.36        7.24766                         
         476166.08    3774164.36        7.84665                      476186.08    



3774164.36        8.49132                         
         476206.08    3774164.36        9.19886                      476226.08    
3774164.36        9.97774                         
         476246.08    3774164.36       10.83405                      476266.08    
3774164.36       11.77112                         
         476286.08    3774164.36       12.78972                      476306.08    
3774164.36       13.88656                         
         476326.08    3774164.36       15.07541                      476346.08    
3774164.36       16.37202                         
         476366.08    3774164.36       17.64281                      476386.08    
3774164.36       18.88790                         
         476406.08    3774164.36       20.06683                      476426.08    
3774164.36       21.11667                         
         476446.08    3774164.36       21.97083                      476466.08    
3774164.36       22.57058                         
         476486.08    3774164.36       22.87754                      476506.08    
3774164.36       22.91260                         
         476526.08    3774164.36       22.70010                      476546.08    
3774164.36       22.12506                         
         476566.08    3774164.36       21.27138                      476586.08    
3774164.36       20.20318                         
         476606.08    3774164.36       19.01432                      476626.08    
3774164.36       17.73333                         
         476646.08    3774164.36       16.49499                      476666.08    
3774164.36       15.33523                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  78
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476686.08    3774164.36       14.28357                      476706.08    
3774164.36       13.34779                         



         476726.08    3774164.36       12.49487                      476746.08    
3774164.36       11.74349                         
         476766.08    3774164.36       11.09130                      476786.08    
3774164.36       10.50149                         
         476806.08    3774164.36        9.96237                      476846.08    
3774164.36        9.00425                         
         476866.08    3774164.36        8.57197                      476886.08    
3774164.36        8.16795                         
         476906.08    3774164.36        7.77870                      476926.08    
3774164.36        7.41486                         
         477066.08    3774164.36        5.44197                      477086.08    
3774164.36        5.22052                         
         477106.08    3774164.36        5.01144                      475526.08    
3774184.36        1.45913                         
         475546.08    3774184.36        1.51100                      475566.08    
3774184.36        1.56704                         
         475586.08    3774184.36        1.62588                      475606.08    
3774184.36        1.68775                         
         475626.08    3774184.36        1.75250                      475646.08    
3774184.36        1.82126                         
         475666.08    3774184.36        1.89436                      475686.08    
3774184.36        1.97217                         
         475706.08    3774184.36        2.05512                      475726.08    
3774184.36        2.14514                         
         475746.08    3774184.36        2.24476                      475766.08    
3774184.36        2.34751                         
         475786.08    3774184.36        2.45682                      475806.08    
3774184.36        2.57425                         
         475826.08    3774184.36        2.70062                      475846.08    
3774184.36        2.83686                         
         475866.08    3774184.36        2.98399                      475886.08    
3774184.36        3.14962                         
         475906.08    3774184.36        3.32846                      475926.08    
3774184.36        3.51725                         
         475946.08    3774184.36        3.72284                      475966.08    
3774184.36        3.94721                         
         475986.08    3774184.36        4.19263                      476006.08    
3774184.36        4.46168                         
         476026.08    3774184.36        4.76186                      476046.08    
3774184.36        5.10319                         
         476066.08    3774184.36        5.46811                      476086.08    
3774184.36        5.86928                         
         476106.08    3774184.36        6.31442                      476126.08    
3774184.36        6.80943                         
         476146.08    3774184.36        7.36415                      476166.08    
3774184.36        7.99209                         
         476186.08    3774184.36        8.70020                      476206.08    
3774184.36        9.49016                         
         476226.08    3774184.36       10.36081                      476246.08    
3774184.36       11.33488                         



         476266.08    3774184.36       12.42247                      476286.08    
3774184.36       13.63218                         
         476306.08    3774184.36       14.96947                      476326.08    
3774184.36       16.46067                         
         476346.08    3774184.36       18.13741                      476366.08    
3774184.36       19.85205                         
         476386.08    3774184.36       21.60695                      476406.08    
3774184.36       23.34860                         
         476426.08    3774184.36       24.98158                      476446.08    
3774184.36       26.38764                         
         476466.08    3774184.36       27.44369                      476486.08    
3774184.36       28.13118                         
         476506.08    3774184.36       28.32325                      476526.08    
3774184.36       28.00267                         
         476546.08    3774184.36       27.18275                      476566.08    
3774184.36       25.96644                         
         476586.08    3774184.36       24.43171                      476606.08    
3774184.36       22.70795                         
         476626.08    3774184.36       20.96265                      476646.08    
3774184.36       19.33206                         
         476666.08    3774184.36       17.85991                      476686.08    
3774184.36       16.55526                         
         476706.08    3774184.36       15.39874                      476726.08    
3774184.36       14.39108                         
         476746.08    3774184.36       13.50184                      476766.08    
3774184.36       12.70924                         
         476786.08    3774184.36       11.98535                      476806.08    
3774184.36       11.31841                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  79
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -



- - - - - - - - - - - - - - - - - - - - - - -
         476846.08    3774184.36       10.12538                      476866.08    
3774184.36        9.57335                         
         476886.08    3774184.36        9.07506                      476906.08    
3774184.36        8.60461                         
         476926.08    3774184.36        8.16647                      477066.08    
3774184.36        5.82165                         
         477086.08    3774184.36        5.56633                      477106.08    
3774184.36        5.32572                         
         475526.08    3774204.36        1.44682                      475546.08    
3774204.36        1.49852                         
         475566.08    3774204.36        1.55516                      475586.08    
3774204.36        1.61276                         
         475606.08    3774204.36        1.67325                      475626.08    
3774204.36        1.73742                         
         475646.08    3774204.36        1.80557                      475666.08    
3774204.36        1.87805                         
         475686.08    3774204.36        1.95522                      475706.08    
3774204.36        2.03849                         
         475726.08    3774204.36        2.12830                      475746.08    
3774204.36        2.22598                         
         475766.08    3774204.36        2.32786                      475786.08    
3774204.36        2.43654                         
         475806.08    3774204.36        2.55338                      475826.08    
3774204.36        2.67922                         
         475846.08    3774204.36        2.81501                      475866.08    
3774204.36        2.96182                         
         475886.08    3774204.36        3.12723                      475906.08    
3774204.36        3.30609                         
         475926.08    3774204.36        3.49526                      475946.08    
3774204.36        3.70165                         
         475966.08    3774204.36        3.92736                      475986.08    
3774204.36        4.17484                         
         476006.08    3774204.36        4.44979                      476026.08    
3774204.36        4.75570                         
         476046.08    3774204.36        5.09921                      476066.08    
3774204.36        5.47161                         
         476086.08    3774204.36        5.88377                      476106.08    
3774204.36        6.34368                         
         476126.08    3774204.36        6.85846                      476146.08    
3774204.36        7.43883                         
         476166.08    3774204.36        8.09822                      476186.08    
3774204.36        8.85640                         
         476206.08    3774204.36        9.71212                      476226.08    
3774204.36       10.66649                         
         476246.08    3774204.36       11.75183                      476266.08    
3774204.36       12.98697                         
         476286.08    3774204.36       14.39174                      476306.08    
3774204.36       15.98553                         
         476326.08    3774204.36       17.81506                      476346.08    



3774204.36       19.93994                         
         476366.08    3774204.36       22.21171                      476386.08    
3774204.36       24.65101                         
         476406.08    3774204.36       27.20578                      476426.08    
3774204.36       29.75212                         
         476446.08    3774204.36       32.12027                      476466.08    
3774204.36       34.09379                         
         476486.08    3774204.36       35.47132                      476506.08    
3774204.36       35.97707                         
         476526.08    3774204.36       35.54564                      476546.08    
3774204.36       34.33898                         
         477046.08    3774204.36        6.50605                      477066.08    
3774204.36        6.19315                         
         477086.08    3774204.36        5.90190                      477106.08    
3774204.36        5.62922                         
         477126.08    3774204.36        5.37202                      477146.08    
3774204.36        5.13042                         
         477166.08    3774204.36        4.90537                      475526.08    
3774224.36        1.43377                         
         475546.08    3774224.36        1.48489                      475566.08    
3774224.36        1.54088                         
         475586.08    3774224.36        1.59783                      475606.08    
3774224.36        1.65765                         
         475626.08    3774224.36        1.72112                      475646.08    
3774224.36        1.78852                         
         475666.08    3774224.36        1.86022                      475686.08    
3774224.36        1.93658                         
         475706.08    3774224.36        2.02122                      475726.08    
3774224.36        2.11128                         
         475746.08    3774224.36        2.20511                      475766.08    
3774224.36        2.30549                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  80
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475786.08    3774224.36        2.41318                      475806.08    
3774224.36        2.52902                         
         475826.08    3774224.36        2.65386                      475846.08    
3774224.36        2.78864                         
         475866.08    3774224.36        2.93448                      475886.08    
3774224.36        3.09889                         
         475906.08    3774224.36        3.27686                      475926.08    
3774224.36        3.46536                         
         475946.08    3774224.36        3.67129                      475966.08    
3774224.36        3.89685                         
         475986.08    3774224.36        4.14462                      476006.08    
3774224.36        4.42709                         
         476026.08    3774224.36        4.73840                      476046.08    
3774224.36        5.07607                         
         476066.08    3774224.36        5.45123                      476086.08    
3774224.36        5.86997                         
         476106.08    3774224.36        6.33937                      476126.08    
3774224.36        6.86759                         
         476146.08    3774224.36        7.47236                      476166.08    
3774224.36        8.17732                         
         476186.08    3774224.36        8.96167                      476206.08    
3774224.36        9.85432                         
         476226.08    3774224.36       10.87880                      476246.08    
3774224.36       12.06100                         
         476266.08    3774224.36       13.42992                      476286.08    
3774224.36       15.01936                         
         476306.08    3774224.36       16.86769                      476326.08    
3774224.36       19.05060                         
         476346.08    3774224.36       21.67064                      476366.08    
3774224.36       24.60112                         
         476386.08    3774224.36       27.91183                      476406.08    
3774224.36       31.59157                         
         476426.08    3774224.36       35.52631                      476446.08    
3774224.36       39.55778                         
         476466.08    3774224.36       43.38467                      476486.08    
3774224.36       46.07179                         
         476506.08    3774224.36       47.26781                      476526.08    
3774224.36       46.85528                         
         476546.08    3774224.36       44.99962                      477046.08    
3774224.36        6.89632                         
         477066.08    3774224.36        6.54195                      477086.08    
3774224.36        6.21439                         
         477106.08    3774224.36        5.91103                      477126.08    
3774224.36        5.62940                         
         477146.08    3774224.36        5.36407                      477166.08    
3774224.36        5.11613                         



         475526.08    3774244.36        1.42008                      475546.08    
3774244.36        1.47054                         
         475566.08    3774244.36        1.52581                      475586.08    
3774244.36        1.58202                         
         475606.08    3774244.36        1.64108                      475626.08    
3774244.36        1.70373                         
         475646.08    3774244.36        1.77027                      475666.08    
3774244.36        1.84105                         
         475686.08    3774244.36        1.91643                      475706.08    
3774244.36        2.00017                         
         475726.08    3774244.36        2.08921                      475746.08    
3774244.36        2.18163                         
         475766.08    3774244.36        2.28071                      475786.08    
3774244.36        2.38711                         
         475806.08    3774244.36        2.50158                      475826.08    
3774244.36        2.62497                         
         475846.08    3774244.36        2.75826                      475866.08    
3774244.36        2.90254                         
         475886.08    3774244.36        3.06525                      475906.08    
3774244.36        3.24149                         
         475926.08    3774244.36        3.42834                      475946.08    
3774244.36        3.63265                         
         475966.08    3774244.36        3.85668                      475986.08    
3774244.36        4.10308                         
         476006.08    3774244.36        4.38485                      476026.08    
3774244.36        4.69574                         
         476046.08    3774244.36        5.03261                      476066.08    
3774244.36        5.40840                         
         476086.08    3774244.36        5.82931                      476106.08    
3774244.36        6.30276                         
         476126.08    3774244.36        6.83773                      476146.08    
3774244.36        7.45348                         
         476166.08    3774244.36        8.17663                      476186.08    
3774244.36        8.98407                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  81
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476206.08    3774244.36        9.91073                      476226.08    
3774244.36       10.98676                         
         476246.08    3774244.36       12.24381                      476266.08    
3774244.36       13.72128                         
         476286.08    3774244.36       15.46823                      476306.08    
3774244.36       17.59139                         
         476326.08    3774244.36       20.14107                      476346.08    
3774244.36       23.19659                         
         476366.08    3774244.36       26.82927                      476386.08    
3774244.36       31.16540                         
         476406.08    3774244.36       36.29695                      476426.08    
3774244.36       42.22670                         
         476446.08    3774244.36       48.90025                      476466.08    
3774244.36       55.99280                         
         476486.08    3774244.36       61.78293                      476506.08    
3774244.36       65.07094                         
         476526.08    3774244.36       65.06631                      476546.08    
3774244.36       62.00344                         
         477046.08    3774244.36        7.24668                      477066.08    
3774244.36        6.85235                         
         477086.08    3774244.36        6.49020                      477106.08    
3774244.36        6.15584                         
         477126.08    3774244.36        5.84529                      477146.08    
3774244.36        5.55911                         
         477166.08    3774244.36        5.29324                      475526.08    
3774264.36        1.40639                         
         475546.08    3774264.36        1.45639                      475566.08    
3774264.36        1.51016                         
         475586.08    3774264.36        1.56546                      475606.08    
3774264.36        1.62366                         
         475626.08    3774264.36        1.68540                      475646.08    
3774264.36        1.75098                         
         475666.08    3774264.36        1.82104                      475686.08    
3774264.36        1.89631                         
         475706.08    3774264.36        1.97824                      475726.08    
3774264.36        2.06519                         
         475746.08    3774264.36        2.15624                      475766.08    
3774264.36        2.25384                         
         475786.08    3774264.36        2.35866                      475806.08    
3774264.36        2.47144                         
         475826.08    3774264.36        2.59303                      475846.08    
3774264.36        2.72438                         
         475866.08    3774264.36        2.86659                      475886.08    



3774264.36        3.02697                         
         475906.08    3774264.36        3.20074                      475926.08    
3774264.36        3.38507                         
         475946.08    3774264.36        3.58673                      475966.08    
3774264.36        3.80799                         
         475986.08    3774264.36        4.05152                      476006.08    
3774264.36        4.33017                         
         476026.08    3774264.36        4.63798                      476046.08    
3774264.36        4.97201                         
         476066.08    3774264.36        5.34525                      476086.08    
3774264.36        5.76410                         
         476106.08    3774264.36        6.23635                      476126.08    
3774264.36        6.77149                         
         476146.08    3774264.36        7.38943                      476166.08    
3774264.36        8.11789                         
         476186.08    3774264.36        8.93587                      476206.08    
3774264.36        9.88069                         
         476226.08    3774264.36       10.98633                      476246.08    
3774264.36       12.29039                         
         476266.08    3774264.36       13.84139                      476286.08    
3774264.36       15.70254                         
         476306.08    3774264.36       18.03363                      476326.08    
3774264.36       20.88511                         
         476346.08    3774264.36       24.33855                      476366.08    
3774264.36       28.64549                         
         476386.08    3774264.36       34.05422                      476406.08    
3774264.36       40.86603                         
         476426.08    3774264.36       49.39898                      476446.08    
3774264.36       60.04765                         
         476466.08    3774264.36       72.97063                      476486.08    
3774264.36       85.77326                         
         476506.08    3774264.36       95.23019                      476526.08    
3774264.36       97.42775                         
         476546.08    3774264.36       91.86569                      477046.08    
3774264.36        7.53868                         
         477066.08    3774264.36        7.10866                      477086.08    
3774264.36        6.71467                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  82
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477106.08    3774264.36        6.35289                      477126.08    
3774264.36        6.01876                         
         477146.08    3774264.36        5.71472                      477166.08    
3774264.36        5.43325                         
         475526.08    3774284.36        1.39295                      475546.08    
3774284.36        1.44286                         
         475566.08    3774284.36        1.49412                      475586.08    
3774284.36        1.54825                         
         475606.08    3774284.36        1.60553                      475626.08    
3774284.36        1.66629                         
         475646.08    3774284.36        1.73080                      475666.08    
3774284.36        1.80045                         
         475686.08    3774284.36        1.87691                      475706.08    
3774284.36        1.95597                         
         475726.08    3774284.36        2.03978                      475746.08    
3774284.36        2.12928                         
         475766.08    3774284.36        2.22521                      475786.08    
3774284.36        2.32822                         
         475806.08    3774284.36        2.43903                      475826.08    
3774284.36        2.55849                         
         475846.08    3774284.36        2.68752                      475866.08    
3774284.36        2.82722                         
         475886.08    3774284.36        2.98473                      475906.08    
3774284.36        3.15540                         
         475926.08    3774284.36        3.33647                      475946.08    
3774284.36        3.53459                         
         475966.08    3774284.36        3.75201                      475986.08    
3774284.36        3.99136                         
         476006.08    3774284.36        4.26527                      476026.08    
3774284.36        4.56797                         
         476046.08    3774284.36        4.89674                      476066.08    
3774284.36        5.26439                         
         476086.08    3774284.36        5.67740                      476106.08    
3774284.36        6.14366                         
         476126.08    3774284.36        6.67287                      476146.08    
3774284.36        7.28513                         
         476166.08    3774284.36        8.00848                      476186.08    
3774284.36        8.82369                         
         476206.08    3774284.36        9.76923                      476226.08    
3774284.36       10.88146                         



         476246.08    3774284.36       12.20187                      476266.08    
3774284.36       13.78544                         
         476286.08    3774284.36       15.70601                      476306.08    
3774284.36       18.14243                         
         476326.08    3774284.36       21.17699                      476346.08    
3774284.36       24.94299                         
         476366.08    3774284.36       29.78777                      476386.08    
3774284.36       36.12935                         
         476406.08    3774284.36       44.57575                      476426.08    
3774284.36       55.99919                         
         476446.08    3774284.36       71.83502                      476466.08    
3774284.36       94.11192                         
         476486.08    3774284.36      121.85687                      476506.08    
3774284.36      150.29702                         
         476526.08    3774284.36      164.03228                      476546.08    
3774284.36      152.53706                         
         477046.08    3774284.36        7.75537                      477066.08    
3774284.36        7.29669                         
         477086.08    3774284.36        6.87517                      477106.08    
3774284.36        6.49104                         
         477126.08    3774284.36        6.14349                      477146.08    
3774284.36        5.82495                         
         477166.08    3774284.36        5.53035                      475526.08    
3774304.36        1.37788                         
         475546.08    3774304.36        1.42705                      475566.08    
3774304.36        1.47732                         
         475586.08    3774304.36        1.53050                      475606.08    
3774304.36        1.58680                         
         475626.08    3774304.36        1.64651                      475646.08    
3774304.36        1.70989                         
         475666.08    3774304.36        1.77835                      475686.08    
3774304.36        1.85366                         
         475706.08    3774304.36        1.93112                      475726.08    
3774304.36        2.01321                         
         475746.08    3774304.36        2.10102                      475766.08    
3774304.36        2.19510                         
         475786.08    3774304.36        2.29610                      475806.08    
3774304.36        2.40473                         
         475826.08    3774304.36        2.52179                      475846.08    
3774304.36        2.64821                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  83
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***



                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475866.08    3774304.36        2.78503                      475886.08    
3774304.36        2.93923                         
         475906.08    3774304.36        3.10627                      475926.08    
3774304.36        3.28347                         
         475946.08    3774304.36        3.47730                      475966.08    
3774304.36        3.68998                         
         475986.08    3774304.36        3.92407                      476006.08    
3774304.36        4.19187                         
         476026.08    3774304.36        4.48780                      476046.08    
3774304.36        4.80926                         
         476066.08    3774304.36        5.16876                      476086.08    
3774304.36        5.57270                         
         476106.08    3774304.36        6.02887                      476126.08    
3774304.36        6.54690                         
         476146.08    3774304.36        7.14661                      476166.08    
3774304.36        7.85565                         
         476186.08    3774304.36        8.65609                      476206.08    
3774304.36        9.58639                         
         476226.08    3774304.36       10.68353                      476246.08    
3774304.36       11.99054                         
         476266.08    3774304.36       13.56531                      476286.08    
3774304.36       15.48706                         
         476306.08    3774304.36       17.94353                      476326.08    
3774304.36       21.03795                         
         476346.08    3774304.36       24.94055                      476366.08    
3774304.36       30.06934                         
         476386.08    3774304.36       36.98664                      477046.08    
3774304.36        7.88191                         
         477066.08    3774304.36        7.40020                      477086.08    
3774304.36        6.96460                         
         477106.08    3774304.36        6.56959                      477126.08    
3774304.36        6.21099                         
         477146.08    3774304.36        5.87983                      477166.08    
3774304.36        5.57566                         
         475526.08    3774324.36        1.36238                      475546.08    
3774324.36        1.41069                         
         475566.08    3774324.36        1.46009                      475586.08    



3774324.36        1.51231                         
         475606.08    3774324.36        1.56759                      475626.08    
3774324.36        1.62619                         
         475646.08    3774324.36        1.68838                      475666.08    
3774324.36        1.75553                         
         475686.08    3774324.36        1.82937                      475706.08    
3774324.36        1.90529                         
         475726.08    3774324.36        1.98571                      475746.08    
3774324.36        2.07171                         
         475766.08    3774324.36        2.16382                      475786.08    
3774324.36        2.26266                         
         475806.08    3774324.36        2.36891                      475826.08    
3774324.36        2.48337                         
         475846.08    3774324.36        2.60745                      475866.08    
3774324.36        2.74290                         
         475886.08    3774324.36        2.89241                      475906.08    
3774324.36        3.05411                         
         475926.08    3774324.36        3.22694                      475946.08    
3774324.36        3.41591                         
         475966.08    3774324.36        3.62313                      475986.08    
3774324.36        3.85110                         
         476006.08    3774324.36        4.11171                      476026.08    
3774324.36        4.39954                         
         476046.08    3774324.36        4.71206                      476066.08    
3774324.36        5.06138                         
         476086.08    3774324.36        5.45367                      476106.08    
3774324.36        5.89648                         
         476126.08    3774324.36        6.39911                      476146.08    
3774324.36        6.98071                         
         476166.08    3774324.36        7.66796                      476186.08    
3774324.36        8.44383                         
         476206.08    3774324.36        9.34562                      476226.08    
3774324.36       10.40944                         
         476246.08    3774324.36       11.67757                      476266.08    
3774324.36       13.20725                         
         476286.08    3774324.36       15.07744                      476306.08    
3774324.36       17.47366                         
         476326.08    3774324.36       20.50536                      476346.08    
3774324.36       24.35575                         
         476366.08    3774324.36       29.46631                      476386.08    
3774324.36       36.46341                         
         477046.08    3774324.36        7.90926                      477066.08    
3774324.36        7.41818                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  84
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477086.08    3774324.36        6.97833                      477106.08    
3774324.36        6.57932                         
         477126.08    3774324.36        6.21466                      477146.08    
3774324.36        5.87909                         
         477166.08    3774324.36        5.57226                      477466.08    
3774324.36        4.05702                         
         477486.08    3774324.36        3.92154                      477506.08    
3774324.36        3.79325                         
         477526.08    3774324.36        3.67166                      475526.08    
3774344.36        1.34663                         
         475546.08    3774344.36        1.39406                      475566.08    
3774344.36        1.44254                         
         475586.08    3774344.36        1.49378                      475606.08    
3774344.36        1.54801                         
         475626.08    3774344.36        1.60546                      475646.08    
3774344.36        1.66641                         
         475666.08    3774344.36        1.73219                      475686.08    
3774344.36        1.80449                         
         475706.08    3774344.36        1.87880                      475726.08    
3774344.36        1.95749                         
         475746.08    3774344.36        2.04158                      475766.08    
3774344.36        2.13162                         
         475786.08    3774344.36        2.22817                      475806.08    
3774344.36        2.33192                         
         475826.08    3774344.36        2.44361                      475846.08    
3774344.36        2.56583                         
         475866.08    3774344.36        2.70180                      475886.08    
3774344.36        2.84505                         
         475906.08    3774344.36        2.99962                      475926.08    
3774344.36        3.16773                         
         475946.08    3774344.36        3.35138                      475966.08    
3774344.36        3.55261                         
         475986.08    3774344.36        3.77382                      476006.08    
3774344.36        4.02643                         



         476026.08    3774344.36        4.30516                      476046.08    
3774344.36        4.60753                         
         476066.08    3774344.36        4.94515                      476086.08    
3774344.36        5.32389                         
         476106.08    3774344.36        5.75090                      476126.08    
3774344.36        6.23501                         
         476146.08    3774344.36        6.79439                      476166.08    
3774344.36        7.45433                         
         476186.08    3774344.36        8.19834                      476206.08    
3774344.36        9.06179                         
         476226.08    3774344.36       10.07870                      476246.08    
3774344.36       11.28882                         
         476266.08    3774344.36       12.74593                      476286.08    
3774344.36       14.52417                         
         476306.08    3774344.36       16.79751                      476326.08    
3774344.36       19.66845                         
         476346.08    3774344.36       23.30999                      476366.08    
3774344.36       28.13853                         
         476386.08    3774344.36       34.74937                      476406.08    
3774344.36       44.17035                         
         477046.08    3774344.36        7.83329                      477066.08    
3774344.36        7.35138                         
         477086.08    3774344.36        6.91594                      477106.08    
3774344.36        6.51879                         
         477126.08    3774344.36        6.15233                      477146.08    
3774344.36        5.82262                         
         477166.08    3774344.36        5.52175                      477466.08    
3774344.36        3.98992                         
         477486.08    3774344.36        3.85726                      477506.08    
3774344.36        3.73164                         
         477526.08    3774344.36        3.61255                      475526.08    
3774364.36        1.33068                         
         475546.08    3774364.36        1.37721                      475566.08    
3774364.36        1.42476                         
         475586.08    3774364.36        1.47500                      475606.08    
3774364.36        1.52813                         
         475626.08    3774364.36        1.58441                      475646.08    
3774364.36        1.64409                         
         475666.08    3774364.36        1.70847                      475686.08    
3774364.36        1.77919                         
         475706.08    3774364.36        1.85184                      475726.08    
3774364.36        1.92873                         
         475746.08    3774364.36        2.01086                      475766.08    
3774364.36        2.09874                         
         475786.08    3774364.36        2.19293                      475806.08    
3774364.36        2.29406                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48



                                                                                    
                                  PAGE  85
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475826.08    3774364.36        2.40540                      475846.08    
3774364.36        2.52571                         
         475866.08    3774364.36        2.65518                      475886.08    
3774364.36        2.79361                         
         475906.08    3774364.36        2.94346                      475926.08    
3774364.36        3.10657                         
         475946.08    3774364.36        3.28460                      475966.08    
3774364.36        3.47948                         
         475986.08    3774364.36        3.69346                      476006.08    
3774364.36        3.93752                         
         476026.08    3774364.36        4.20647                      476046.08    
3774364.36        4.49786                         
         476066.08    3774364.36        4.82275                      476086.08    
3774364.36        5.18664                         
         476106.08    3774364.36        5.59622                      476126.08    
3774364.36        6.05970                         
         476146.08    3774364.36        6.59413                      476166.08    
3774364.36        7.22309                         
         476186.08    3774364.36        7.93048                      476206.08    
3774364.36        8.74916                         
         476226.08    3774364.36        9.71035                      476246.08    
3774364.36       10.85015                         
         476266.08    3774364.36       12.21712                      476286.08    
3774364.36       13.87772                         
         476306.08    3774364.36       15.98863                      476326.08    
3774364.36       18.63705                         
         476346.08    3774364.36       21.97103                      476366.08    
3774364.36       26.35052                         
         476386.08    3774364.36       32.27653                      477046.08    
3774364.36        7.66759                         
         477066.08    3774364.36        7.20119                      477086.08    



3774364.36        6.77894                         
         477106.08    3774364.36        6.39305                      477126.08    
3774364.36        6.03638                         
         477146.08    3774364.36        5.71593                      477166.08    
3774364.36        5.42339                         
         477466.08    3774364.36        3.89522                      477486.08    
3774364.36        3.76720                         
         477506.08    3774364.36        3.64591                      477526.08    
3774364.36        3.54401                         
         475526.08    3774384.36        1.31459                      475546.08    
3774384.36        1.36022                         
         475566.08    3774384.36        1.40682                      475586.08    
3774384.36        1.45603                         
         475606.08    3774384.36        1.50806                      475626.08    
3774384.36        1.56315                         
         475646.08    3774384.36        1.62153                      475666.08    
3774384.36        1.68448                         
         475686.08    3774384.36        1.75359                      475706.08    
3774384.36        1.82454                         
         475726.08    3774384.36        1.89960                      475746.08    
3774384.36        1.97972                         
         475766.08    3774384.36        2.06540                      475786.08    
3774384.36        2.15755                         
         475806.08    3774384.36        2.25728                      475826.08    
3774384.36        2.36635                         
         475846.08    3774384.36        2.48323                      475866.08    
3774384.36        2.60700                         
         475886.08    3774384.36        2.74092                      475906.08    
3774384.36        2.88618                         
         475926.08    3774384.36        3.04414                      475946.08    
3774384.36        3.21634                         
         475966.08    3774384.36        3.40463                      475986.08    
3774384.36        3.61112                         
         476006.08    3774384.36        3.84628                      476026.08    
3774384.36        4.10502                         
         476046.08    3774384.36        4.38492                      476066.08    
3774384.36        4.69646                         
         476086.08    3774384.36        5.04473                      476106.08    
3774384.36        5.43590                         
         476126.08    3774384.36        5.87754                      476146.08    
3774384.36        6.38545                         
         476166.08    3774384.36        6.98138                      476186.08    
3774384.36        7.64949                         
         476206.08    3774384.36        8.41989                      476226.08    
3774384.36        9.32065                         
         476246.08    3774384.36       10.38370                      476266.08    
3774384.36       11.65157                         
         476286.08    3774384.36       13.18176                      476306.08    
3774384.36       15.11132                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           



                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  86
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476326.08    3774384.36       17.50881                      476346.08    
3774384.36       20.49168                         
         476366.08    3774384.36       24.35223                      476386.08    
3774384.36       29.47627                         
         476417.86    3774377.82       43.78404                      477046.08    
3774384.36        7.41763                         
         477066.08    3774384.36        6.97598                      477086.08    
3774384.36        6.57516                         
         477106.08    3774384.36        6.20793                      477126.08    
3774384.36        5.86762                         
         477146.08    3774384.36        5.56157                      477166.08    
3774384.36        5.28175                         
         477466.08    3774384.36        3.77564                      477486.08    
3774384.36        3.65387                         
         477506.08    3774384.36        3.53837                      477526.08    
3774384.36        3.44819                         
         475526.08    3774404.36        1.29843                      475546.08    
3774404.36        1.34313                         
         475566.08    3774404.36        1.38877                      475586.08    
3774404.36        1.43695                         
         475606.08    3774404.36        1.48787                      475626.08    
3774404.36        1.54175                         
         475646.08    3774404.36        1.59882                      475666.08    
3774404.36        1.66032                         
         475686.08    3774404.36        1.72780                      475706.08    
3774404.36        1.79705                         
         475726.08    3774404.36        1.87025                      475746.08    
3774404.36        1.94834                         



         475766.08    3774404.36        2.03178                      475786.08    
3774404.36        2.12233                         
         475806.08    3774404.36        2.22213                      475826.08    
3774404.36        2.32640                         
         475846.08    3774404.36        2.43788                      475866.08    
3774404.36        2.55792                         
         475886.08    3774404.36        2.68768                      475906.08    
3774404.36        2.82827                         
         475926.08    3774404.36        2.98098                      475946.08    
3774404.36        3.14726                         
         475966.08    3774404.36        3.32883                      475986.08    
3774404.36        3.52767                         
         476006.08    3774404.36        3.75376                      476026.08    
3774404.36        4.00209                         
         476046.08    3774404.36        4.27026                      476066.08    
3774404.36        4.56814                         
         476086.08    3774404.36        4.90043                      476106.08    
3774404.36        5.27276                         
         476126.08    3774404.36        5.69201                      476146.08    
3774404.36        6.17271                         
         476166.08    3774404.36        6.73477                      476186.08    
3774404.36        7.36252                         
         476206.08    3774404.36        8.08331                      476226.08    
3774404.36        8.92191                         
         476246.08    3774404.36        9.90598                      476266.08    
3774404.36       11.07188                         
         476286.08    3774404.36       12.46797                      476306.08    
3774404.36       14.21144                         
         476326.08    3774404.36       16.35212                      477046.08    
3774404.36        7.09832                         
         477066.08    3774404.36        6.68886                      477086.08    
3774404.36        6.31594                         
         477106.08    3774404.36        5.97298                      477126.08    
3774404.36        5.65394                         
         477146.08    3774404.36        5.36658                      477166.08    
3774404.36        5.10325                         
         477186.08    3774404.36        4.86009                      477206.08    
3774404.36        4.63504                         
         477226.08    3774404.36        4.89377                      477246.08    
3774404.36        5.28232                         
         477266.08    3774404.36        5.08614                      477286.08    
3774404.36        4.88575                         
         477306.08    3774404.36        4.69782                      477326.08    
3774404.36        4.52131                         
         477346.08    3774404.36        4.38006                      477366.08    
3774404.36        4.29449                         
         477386.08    3774404.36        4.15778                      477406.08    
3774404.36        4.01605                         
         477426.08    3774404.36        3.88198                      477446.08    
3774404.36        3.75503                         



         477466.08    3774404.36        3.63467                      477486.08    
3774404.36        3.52045                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  87
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774404.36        3.41195                      477526.08    
3774404.36        3.32635                         
         475946.08    3774424.36        3.07787                      475966.08    
3774424.36        3.25269                         
         475986.08    3774424.36        3.44384                      476006.08    
3774424.36        3.66081                         
         476026.08    3774424.36        3.89869                      476046.08    
3774424.36        4.15506                         
         476066.08    3774424.36        4.43923                      476086.08    
3774424.36        4.75546                         
         476106.08    3774424.36        5.10887                      476126.08    
3774424.36        5.50565                         
         476146.08    3774424.36        5.95908                      476166.08    
3774424.36        6.48722                         
         476186.08    3774424.36        7.07460                      476206.08    
3774424.36        7.74580                         
         476226.08    3774424.36        8.52240                      476246.08    
3774424.36        9.42787                         
         476266.08    3774424.36       10.49256                      476286.08    
3774424.36       11.75606                         
         476306.08    3774424.36       13.31667                      476326.08    
3774424.36       15.20686                         
         476346.08    3774424.36       17.48559                      476366.08    
3774424.36       20.31934                         
         476386.08    3774424.36       23.88938                      476406.08    



3774424.36       28.44172                         
         476426.08    3774424.36       34.47338                      476446.08    
3774424.36       42.25619                         
         476466.08    3774424.36       51.95802                      476486.08    
3774424.36       63.53513                         
         476506.08    3774424.36       75.41806                      476526.08    
3774424.36       83.81517                         
         476546.08    3774424.36       84.73239                      476566.08    
3774424.36       77.25932                         
         476586.08    3774424.36       66.52638                      476606.08    
3774424.36       56.30856                         
         476626.08    3774424.36       48.03179                      476646.08    
3774424.36       41.46502                         
         476666.08    3774424.36       36.00990                      476686.08    
3774424.36       31.54665                         
         476706.08    3774424.36       27.89982                      476726.08    
3774424.36       24.81673                         
         476746.08    3774424.36       22.19523                      476766.08    
3774424.36       19.95459                         
         476786.08    3774424.36       18.01639                      476806.08    
3774424.36       16.34078                         
         476826.08    3774424.36       14.88343                      476846.08    
3774424.36       13.62791                         
         476866.08    3774424.36       12.52985                      476886.08    
3774424.36       11.56175                         
         476906.08    3774424.36       10.70429                      476926.08    
3774424.36        9.94149                         
         476946.08    3774424.36        9.26003                      476966.08    
3774424.36        8.63864                         
         476986.08    3774424.36        8.08092                      477006.08    
3774424.36        7.58576                         
         477026.08    3774424.36        7.13678                      477046.08    
3774424.36        6.72838                         
         477066.08    3774424.36        6.35580                      477086.08    
3774424.36        6.01098                         
         477106.08    3774424.36        5.69445                      477126.08    
3774424.36        5.40463                         
         477146.08    3774424.36        5.13982                      477166.08    
3774424.36        4.89561                         
         477186.08    3774424.36        4.66944                      477206.08    
3774424.36        4.45953                         
         477226.08    3774424.36        4.66166                      477246.08    
3774424.36        4.98993                         
         477266.08    3774424.36        4.81120                      477286.08    
3774424.36        4.62946                         
         477306.08    3774424.36        4.45849                      477326.08    
3774424.36        4.33093                         
         477346.08    3774424.36        4.21238                      477366.08    
3774424.36        4.09073                         
         477386.08    3774424.36        3.95778                      477406.08    



3774424.36        3.82776                         
         477426.08    3774424.36        3.70449                      477446.08    
3774424.36        3.58749                         
         477466.08    3774424.36        3.47634                      477486.08    
3774424.36        3.37064                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  88
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774424.36        3.27003                      477526.08    
3774424.36        3.18969                         
         475946.08    3774444.36        3.00857                      475966.08    
3774444.36        3.17732                         
         475986.08    3774444.36        3.36304                      476006.08    
3774444.36        3.56965                         
         476026.08    3774444.36        3.79554                      476046.08    
3774444.36        4.04018                         
         476066.08    3774444.36        4.31073                      476086.08    
3774444.36        4.61102                         
         476106.08    3774444.36        4.94567                      476126.08    
3774444.36        5.32019                         
         476146.08    3774444.36        5.74664                      476166.08    
3774444.36        6.24129                         
         476186.08    3774444.36        6.78888                      476206.08    
3774444.36        7.41131                         
         476226.08    3774444.36        8.12708                      476246.08    
3774444.36        8.95570                         
         476266.08    3774444.36        9.92511                      476286.08    
3774444.36       11.07234                         
         476306.08    3774444.36       12.45093                      476326.08    
3774444.36       14.09405                         



         476346.08    3774444.36       16.04828                      476366.08    
3774444.36       18.42144                         
         476386.08    3774444.36       21.32125                      476406.08    
3774444.36       24.87453                         
         476426.08    3774444.36       29.34454                      476446.08    
3774444.36       34.72043                         
         476466.08    3774444.36       40.83171                      476486.08    
3774444.36       47.34931                         
         476506.08    3774444.36       53.26085                      476526.08    
3774444.36       57.02321                         
         476546.08    3774444.36       57.43587                      476566.08    
3774444.36       54.07401                         
         476586.08    3774444.36       48.69278                      476606.08    
3774444.36       42.74007                         
         476626.08    3774444.36       37.30152                      476646.08    
3774444.36       32.73868                         
         476666.08    3774444.36       28.91017                      476686.08    
3774444.36       25.73886                         
         476706.08    3774444.36       23.09453                      476726.08    
3774444.36       20.84831                         
         476746.08    3774444.36       18.90730                      476766.08    
3774444.36       17.21565                         
         476786.08    3774444.36       15.73368                      476806.08    
3774444.36       14.41963                         
         476826.08    3774444.36       13.23977                      476846.08    
3774444.36       12.22006                         
         476866.08    3774444.36       11.31758                      476886.08    
3774444.36       10.51148                         
         476906.08    3774444.36        9.78907                      476926.08    
3774444.36        9.13955                         
         476946.08    3774444.36        8.55368                      476966.08    
3774444.36        8.01344                         
         476986.08    3774444.36        7.52509                      477006.08    
3774444.36        7.08933                         
         477026.08    3774444.36        6.69159                      477046.08    
3774444.36        6.32761                         
         477066.08    3774444.36        5.99371                      477086.08    
3774444.36        5.68020                         
         477106.08    3774444.36        5.39234                      477126.08    
3774444.36        5.13194                         
         477146.08    3774444.36        4.89087                      477166.08    
3774444.36        4.66725                         
         477186.08    3774444.36        4.45942                      477206.08    
3774444.36        4.26591                         
         477226.08    3774444.36        4.41138                      477246.08    
3774444.36        4.67620                         
         477266.08    3774444.36        4.51584                      477286.08    
3774444.36        4.35372                         
         477306.08    3774444.36        4.20064                      477326.08    
3774444.36        4.09969                         



         477346.08    3774444.36        3.99618                      477366.08    
3774444.36        3.86579                         
         477386.08    3774444.36        3.74204                      477406.08    
3774444.36        3.62449                         
         477426.08    3774444.36        3.51271                      477446.08    
3774444.36        3.40634                         
         477466.08    3774444.36        3.30502                      477486.08    
3774444.36        3.20844                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  89
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774444.36        3.12598                      477526.08    
3774444.36        3.05461                         
         475946.08    3774464.36        2.93965                      475966.08    
3774464.36        3.10316                         
         475986.08    3774464.36        3.28597                      476006.08    
3774464.36        3.48082                         
         476026.08    3774464.36        3.69312                      476046.08    
3774464.36        3.92619                         
         476066.08    3774464.36        4.18329                      476086.08    
3774464.36        4.46787                         
         476106.08    3774464.36        4.78404                      476126.08    
3774464.36        5.13666                         
         476146.08    3774464.36        5.53662                      476166.08    
3774464.36        5.99847                         
         476186.08    3774464.36        6.50715                      476206.08    
3774464.36        7.08200                         
         476226.08    3774464.36        7.73865                      476246.08    
3774464.36        8.49288                         
         476266.08    3774464.36        9.37381                      476286.08    



3774464.36       10.42024                         
         476306.08    3774464.36       11.62063                      476326.08    
3774464.36       13.02558                         
         476346.08    3774464.36       14.68273                      476366.08    
3774464.36       16.64512                         
         476386.08    3774464.36       18.96857                      476406.08    
3774464.36       21.70508                         
         476426.08    3774464.36       24.98464                      476446.08    
3774464.36       28.69223                         
         476466.08    3774464.36       32.60409                      476486.08    
3774464.36       36.45210                         
         476506.08    3774464.36       39.67812                      476526.08    
3774464.36       41.61229                         
         476546.08    3774464.36       41.82753                      476566.08    
3774464.36       40.08935                         
         476586.08    3774464.36       37.14526                      476606.08    
3774464.36       33.58524                         
         476626.08    3774464.36       29.99620                      476646.08    
3774464.36       26.73473                         
         476666.08    3774464.36       23.91849                      476686.08    
3774464.36       21.51302                         
         476706.08    3774464.36       19.43354                      476726.08    
3774464.36       17.69645                         
         476746.08    3774464.36       16.19782                      476766.08    
3774464.36       14.88349                         
         476786.08    3774464.36       13.72202                      476806.08    
3774464.36       12.68021                         
         476826.08    3774464.36       11.73199                      476846.08    
3774464.36       10.90588                         
         476866.08    3774464.36       10.16721                      476886.08    
3774464.36        9.50043                         
         476906.08    3774464.36        8.89688                      476926.08    
3774464.36        8.34908                         
         476946.08    3774464.36        7.85061                      476966.08    
3774464.36        7.38603                         
         476986.08    3774464.36        6.96317                      477006.08    
3774464.36        6.58397                         
         477026.08    3774464.36        6.23559                      477046.08    
3774464.36        5.91484                         
         477066.08    3774464.36        5.61893                      477086.08    
3774464.36        5.33914                         
         477106.08    3774464.36        5.08109                      477126.08    
3774464.36        4.84696                         
         477146.08    3774464.36        4.62930                      477166.08    
3774464.36        4.42658                         
         477186.08    3774464.36        4.23749                      477206.08    
3774464.36        4.06081                         
         477226.08    3774464.36        4.15172                      477246.08    
3774464.36        4.35253                         
         477266.08    3774464.36        4.21047                      477286.08    



3774464.36        4.06790                         
         477306.08    3774464.36        3.93274                      477326.08    
3774464.36        3.83825                         
         477346.08    3774464.36        3.74260                      477366.08    
3774464.36        3.62703                         
         477386.08    3774464.36        3.51695                      477406.08    
3774464.36        3.41203                         
         477426.08    3774464.36        3.31196                      477446.08    
3774464.36        3.21644                         
         477466.08    3774464.36        3.12519                      477486.08    
3774464.36        3.03798                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  90
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774464.36        2.98106                      477526.08    
3774464.36        2.92206                         
         475946.08    3774484.36        2.87130                      475966.08    
3774484.36        3.02824                         
         475986.08    3774484.36        3.20375                      476006.08    
3774484.36        3.38966                         
         476026.08    3774484.36        3.59175                      476046.08    
3774484.36        3.81342                         
         476066.08    3774484.36        4.05729                      476086.08    
3774484.36        4.32644                         
         476106.08    3774484.36        4.62447                      476126.08    
3774484.36        4.95564                         
         476146.08    3774484.36        5.32969                      476166.08    
3774484.36        5.75955                         
         476186.08    3774484.36        6.23035                      476206.08    
3774484.36        6.75905                         



         476226.08    3774484.36        7.35858                      476246.08    
3774484.36        8.04135                         
         476266.08    3774484.36        8.83129                      476286.08    
3774484.36        9.76010                         
         476306.08    3774484.36       10.80656                      476326.08    
3774484.36       12.01002                         
         476346.08    3774484.36       13.40173                      476366.08    
3774484.36       15.00847                         
         476386.08    3774484.36       16.85316                      476406.08    
3774484.36       18.94675                         
         476426.08    3774484.36       21.35088                      476446.08    
3774484.36       23.93202                         
         476466.08    3774484.36       26.50170                      476486.08    
3774484.36       28.88812                         
         476506.08    3774484.36       30.78781                      476526.08    
3774484.36       31.88544                         
         476546.08    3774484.36       32.00973                      476566.08    
3774484.36       31.01693                         
         476586.08    3774484.36       29.27985                      476606.08    
3774484.36       27.05968                         
         476626.08    3774484.36       24.66798                      476646.08    
3774484.36       22.34126                         
         476666.08    3774484.36       20.21865                      476686.08    
3774484.36       18.33402                         
         476706.08    3774484.36       16.66896                      476726.08    
3774484.36       15.26639                         
         476746.08    3774484.36       14.05285                      476766.08    
3774484.36       12.98767                         
         476786.08    3774484.36       12.04501                      476806.08    
3774484.36       11.19661                         
         476826.08    3774484.36       10.41986                      476846.08    
3774484.36        9.74040                         
         476866.08    3774484.36        9.12940                      476886.08    
3774484.36        8.57425                         
         476906.08    3774484.36        8.06829                      476926.08    
3774484.36        7.60590                         
         476946.08    3774484.36        7.18228                      476966.08    
3774484.36        6.78397                         
         476986.08    3774484.36        6.41929                      477006.08    
3774484.36        6.09086                         
         477026.08    3774484.36        5.78736                      477046.08    
3774484.36        5.50641                         
         477066.08    3774484.36        5.24585                      477086.08    
3774484.36        4.99784                         
         477106.08    3774484.36        4.76811                      477126.08    
3774484.36        4.55909                         
         477146.08    3774484.36        4.36395                      477166.08    
3774484.36        4.18151                         
         477186.08    3774484.36        4.01069                      477206.08    
3774484.36        4.28817                         



         477226.08    3774484.36        4.15903                      477246.08    
3774484.36        4.03284                         
         477266.08    3774484.36        3.90469                      477286.08    
3774484.36        3.78074                         
         477306.08    3774484.36        3.66274                      477326.08    
3774484.36        3.57460                         
         477346.08    3774484.36        3.48665                      477366.08    
3774484.36        3.38539                         
         477386.08    3774484.36        3.28859                      477406.08    
3774484.36        3.19600                         
         477426.08    3774484.36        3.10738                      477446.08    
3774484.36        3.02253                         
         477466.08    3774484.36        2.94122                      477486.08    
3774484.36        2.86328                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  91
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774484.36        2.81072                      477526.08    
3774484.36        2.75633                         
         475946.08    3774504.36        2.80362                      475966.08    
3774504.36        2.95342                         
         475986.08    3774504.36        3.11955                      476006.08    
3774504.36        3.29799                         
         476026.08    3774504.36        3.49157                      476046.08    
3774504.36        3.70203                         
         476066.08    3774504.36        3.93292                      476086.08    
3774504.36        4.18693                         
         476106.08    3774504.36        4.46720                      476126.08    
3774504.36        4.77738                         
         476146.08    3774504.36        5.12617                      476166.08    



3774504.36        5.52492                         
         476186.08    3774504.36        5.95902                      476206.08    
3774504.36        6.44318                         
         476226.08    3774504.36        6.98791                      476246.08    
3774504.36        7.60262                         
         476266.08    3774504.36        8.30402                      476286.08    
3774504.36        9.11432                         
         476306.08    3774504.36       10.02501                      476326.08    
3774504.36       11.05446                         
         476346.08    3774504.36       12.21462                      476366.08    
3774504.36       13.52157                         
         476386.08    3774504.36       14.97959                      476406.08    
3774504.36       16.58029                         
         476426.08    3774504.36       18.35317                      476446.08    
3774504.36       20.17840                         
         476466.08    3774504.36       21.91594                      476486.08    
3774504.36       23.46411                         
         476506.08    3774504.36       24.65358                      476526.08    
3774504.36       25.32418                         
         476546.08    3774504.36       25.40143                      476566.08    
3774504.36       24.79066                         
         476586.08    3774504.36       23.70094                      476606.08    
3774504.36       22.25543                         
         476626.08    3774504.36       20.62660                      476646.08    
3774504.36       18.96096                         
         476666.08    3774504.36       17.36417                      476686.08    
3774504.36       15.88550                         
         476706.08    3774504.36       14.53945                      476726.08    
3774504.36       13.38089                         
         476746.08    3774504.36       12.36740                      476766.08    
3774504.36       11.47369                         
         476786.08    3774504.36       10.68156                      476806.08    
3774504.36        9.96832                         
         476826.08    3774504.36        9.31463                      476846.08    
3774504.36        8.74194                         
         476866.08    3774504.36        8.22600                      476886.08    
3774504.36        7.75600                         
         476906.08    3774504.36        7.32622                      476926.08    
3774504.36        6.93197                         
         476946.08    3774504.36        6.56926                      476966.08    
3774504.36        6.22618                         
         476986.08    3774504.36        5.91071                      477006.08    
3774504.36        5.62570                         
         477026.08    3774504.36        5.36115                      477046.08    
3774504.36        5.11517                         
         477066.08    3774504.36        4.88606                      477086.08    
3774504.36        4.66673                         
         477106.08    3774504.36        4.46279                      477126.08    
3774504.36        4.27677                         
         477146.08    3774504.36        4.10246                      477166.08    



3774504.36        3.93890                         
         477186.08    3774504.36        3.78524                      477206.08    
3774504.36        3.95033                         
         477226.08    3774504.36        3.83592                      477246.08    
3774504.36        3.71872                         
         477266.08    3774504.36        3.60681                      477286.08    
3774504.36        3.49989                         
         477306.08    3774504.36        3.39769                      477326.08    
3774504.36        3.31552                         
         477346.08    3774504.36        3.23481                      477366.08    
3774504.36        3.14686                         
         477386.08    3774504.36        3.06248                      477406.08    
3774504.36        2.98149                         
         477426.08    3774504.36        2.90371                      477446.08    
3774504.36        2.82899                         
         477466.08    3774504.36        2.75717                      477486.08    
3774504.36        2.68811                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  92
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774504.36        2.63838                      477526.08    
3774504.36        2.58771                         
         475946.08    3774524.36        2.73667                      475966.08    
3774524.36        2.87874                         
         475986.08    3774524.36        3.03308                      476006.08    
3774524.36        3.20560                         
         476026.08    3774524.36        3.39264                      476046.08    
3774524.36        3.59211                         
         476066.08    3774524.36        3.81026                      476086.08    
3774524.36        4.04944                         



         476106.08    3774524.36        4.31234                      476126.08    
3774524.36        4.60206                         
         476146.08    3774524.36        4.92626                      476166.08    
3774524.36        5.29490                         
         476186.08    3774524.36        5.69360                      476206.08    
3774524.36        6.13506                         
         476226.08    3774524.36        6.62763                      476246.08    
3774524.36        7.17819                         
         476266.08    3774524.36        7.79460                      476286.08    
3774524.36        8.48623                         
         476306.08    3774524.36        9.28041                      476326.08    
3774524.36       10.16419                         
         476346.08    3774524.36       11.12664                      476366.08    
3774524.36       12.18632                         
         476386.08    3774524.36       13.33821                      476406.08    
3774524.36       14.56681                         
         476426.08    3774524.36       15.88756                      476446.08    
3774524.36       17.20231                         
         476466.08    3774524.36       18.41114                      476486.08    
3774524.36       19.45586                         
         476506.08    3774524.36       20.23849                      476526.08    
3774524.36       20.67217                         
         476546.08    3774524.36       20.72293                      476566.08    
3774524.36       20.32510                         
         476586.08    3774524.36       19.60676                      476606.08    
3774524.36       18.62846                         
         476626.08    3774524.36       17.49002                      476646.08    
3774524.36       16.28297                         
         476666.08    3774524.36       15.08057                      476686.08    
3774524.36       13.92475                         
         476706.08    3774524.36       12.83819                      476726.08    
3774524.36       11.87769                         
         476746.08    3774524.36       11.02173                      476766.08    
3774524.36       10.25817                         
         476786.08    3774524.36        9.57701                      476806.08    
3774524.36        8.96206                         
         476826.08    3774524.36        8.39802                      476846.08    
3774524.36        7.90300                         
         476866.08    3774524.36        7.45690                      476886.08    
3774524.36        7.05039                         
         476906.08    3774524.36        6.67839                      476926.08    
3774524.36        6.33672                         
         476946.08    3774524.36        6.02186                      476966.08    
3774524.36        5.72314                         
         476986.08    3774524.36        5.44778                      477006.08    
3774524.36        5.19852                         
         477026.08    3774524.36        4.96649                      477046.08    
3774524.36        4.75011                         
         477066.08    3774524.36        4.54796                      477086.08    
3774524.36        4.35358                         



         477106.08    3774524.36        4.17232                      477126.08    
3774524.36        4.00664                         
         477146.08    3774524.36        3.85092                      477166.08    
3774524.36        3.70438                         
         477186.08    3774524.36        3.56630                      477206.08    
3774524.36        3.62401                         
         477226.08    3774524.36        3.51948                      477246.08    
3774524.36        3.41941                         
         477266.08    3774524.36        3.32352                      477286.08    
3774524.36        3.23158                         
         477306.08    3774524.36        3.14339                      477326.08    
3774524.36        3.06664                         
         477346.08    3774524.36        2.99247                      477366.08    
3774524.36        2.91649                         
         477386.08    3774524.36        2.84335                      477406.08    
3774524.36        2.77292                         
         477426.08    3774524.36        2.70507                      477446.08    
3774524.36        2.63968                         
         477466.08    3774524.36        2.57664                      477486.08    
3774524.36        2.51585                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  93
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774524.36        2.46880                      477526.08    
3774524.36        2.42164                         
         475946.08    3774544.36        2.67046                      475966.08    
3774544.36        2.80615                         
         475986.08    3774544.36        2.95284                      476006.08    
3774544.36        3.11724                         
         476026.08    3774544.36        3.29499                      476046.08    



3774544.36        3.48366                         
         476066.08    3774544.36        3.68933                      476086.08    
3774544.36        3.91401                         
         476106.08    3774544.36        4.15997                      476126.08    
3774544.36        4.42979                         
         476146.08    3774544.36        4.73019                      476166.08    
3774544.36        5.06982                         
         476186.08    3774544.36        5.43459                      476206.08    
3774544.36        5.83543                         
         476226.08    3774544.36        6.27886                      476246.08    
3774544.36        6.76963                         
         476266.08    3774544.36        7.31266                      476286.08    
3774544.36        7.91271                         
         476306.08    3774544.36        8.59533                      476326.08    
3774544.36        9.34217                         
         476346.08    3774544.36       10.13870                      476366.08    
3774544.36       10.99761                         
         476386.08    3774544.36       11.91011                      476406.08    
3774544.36       12.85965                         
         476426.08    3774544.36       13.85588                      476446.08    
3774544.36       14.82117                         
         476466.08    3774544.36       15.68479                      476486.08    
3774544.36       16.41420                         
         476506.08    3774544.36       16.95050                      476526.08    
3774544.36       17.24389                         
         476546.08    3774544.36       17.27873                      476566.08    
3774544.36       17.00757                         
         476586.08    3774544.36       16.51442                      476606.08    
3774544.36       15.82964                         
         476626.08    3774544.36       15.01338                      476646.08    
3774544.36       14.12417                         
         476666.08    3774544.36       13.21217                      476686.08    
3774544.36       12.30861                         
         476706.08    3774544.36       11.43420                      476726.08    
3774544.36       10.64069                         
         476746.08    3774544.36        9.91802                      476766.08    
3774544.36        9.26263                         
         476786.08    3774544.36        8.67113                      476806.08    
3774544.36        8.13335                         
         476826.08    3774544.36        7.63834                      476846.08    
3774544.36        7.20215                         
         476866.08    3774544.36        6.80855                      476886.08    
3774544.36        6.44979                         
         476906.08    3774544.36        6.12149                      476926.08    
3774544.36        5.81995                         
         476946.08    3774544.36        5.54203                      476966.08    
3774544.36        5.27820                         
         476986.08    3774544.36        5.03474                      477006.08    
3774544.36        4.81414                         
         477026.08    3774544.36        4.60853                      477046.08    



3774544.36        4.41649                         
         477066.08    3774544.36        4.23677                      477086.08    
3774544.36        4.06350                         
         477106.08    3774544.36        3.90159                      477126.08    
3774544.36        3.75339                         
         477146.08    3774544.36        3.61379                      477166.08    
3774544.36        3.48214                         
         477186.08    3774544.36        3.35781                      477206.08    
3774544.36        3.32415                         
         477226.08    3774544.36        3.22791                      477246.08    
3774544.36        3.14209                         
         477266.08    3774544.36        3.05967                      477286.08    
3774544.36        2.98046                         
         477306.08    3774544.36        2.90430                      477326.08    
3774544.36        2.83228                         
         477346.08    3774544.36        2.76384                      477366.08    
3774544.36        2.69828                         
         477386.08    3774544.36        2.63499                      477406.08    
3774544.36        2.57388                         
         477426.08    3774544.36        2.51485                      477446.08    
3774544.36        2.45780                         
         477466.08    3774544.36        2.40266                      477486.08    
3774544.36        2.34935                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  94
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774544.36        2.30478                      477526.08    
3774544.36        2.26085                         
         475946.08    3774564.36        2.60499                      475966.08    
3774564.36        2.73448                         



         475986.08    3774564.36        2.87415                      476006.08    
3774564.36        3.03029                         
         476026.08    3774564.36        3.19862                      476046.08    
3774564.36        3.37671                         
         476066.08    3774564.36        3.57019                      476086.08    
3774564.36        3.78073                         
         476106.08    3774564.36        4.01022                      476126.08    
3774564.36        4.26076                         
         476146.08    3774564.36        4.53822                      476166.08    
3774564.36        4.85007                         
         476186.08    3774564.36        5.18259                      476206.08    
3774564.36        5.54515                         
         476226.08    3774564.36        5.94273                      476246.08    
3774564.36        6.37846                         
         476266.08    3774564.36        6.85526                      476286.08    
3774564.36        7.37560                         
         476306.08    3774564.36        7.95978                      476326.08    
3774564.36        8.58891                         
         476346.08    3774564.36        9.24796                      476366.08    
3774564.36        9.94551                         
         476386.08    3774564.36       10.67197                      476406.08    
3774564.36       11.41224                         
         476426.08    3774564.36       12.17376                      476446.08    
3774564.36       12.89571                         
         476466.08    3774564.36       13.52770                      476486.08    
3774564.36       14.05210                         
         476506.08    3774564.36       14.43220                      476526.08    
3774564.36       14.63810                         
         476546.08    3774564.36       14.66288                      476566.08    
3774564.36       14.47111                         
         476586.08    3774564.36       14.12091                      476606.08    
3774564.36       13.62749                         
         476626.08    3774564.36       13.02836                      476646.08    
3774564.36       12.36182                         
         476666.08    3774564.36       11.66253                      476686.08    
3774564.36       10.95289                         
         476706.08    3774564.36       10.24926                      476726.08    
3774564.36        9.59587                         
         476746.08    3774564.36        8.98804                      476766.08    
3774564.36        8.42668                         
         476786.08    3774564.36        7.91254                      476806.08    
3774564.36        7.44006                         
         476826.08    3774564.36        7.00206                      476846.08    
3774564.36        6.61345                         
         476866.08    3774564.36        6.26148                      476886.08    
3774564.36        5.94006                         
         476906.08    3774564.36        5.64568                      476926.08    
3774564.36        5.37522                         
         476946.08    3774564.36        5.12595                      476966.08    
3774564.36        4.88945                         



         476986.08    3774564.36        4.67115                      477006.08    
3774564.36        4.47324                         
         477026.08    3774564.36        4.28875                      477046.08    
3774564.36        4.11637                         
         477066.08    3774564.36        3.95494                      477086.08    
3774564.36        3.79912                         
         477106.08    3774564.36        3.65337                      477126.08    
3774564.36        3.51984                         
         477146.08    3774564.36        3.39391                      477166.08    
3774564.36        3.27498                         
         477186.08    3774564.36        3.16250                      477206.08    
3774564.36        3.05369                         
         477226.08    3774564.36        2.96419                      477246.08    
3774564.36        2.88983                         
         477266.08    3774564.36        2.81836                      477286.08    
3774564.36        2.74962                         
         477306.08    3774564.36        2.68343                      477326.08    
3774564.36        2.61546                         
         477346.08    3774564.36        2.55188                      477366.08    
3774564.36        2.49510                         
         477386.08    3774564.36        2.44019                      477406.08    
3774564.36        2.38706                         
         477426.08    3774564.36        2.33564                      477446.08    
3774564.36        2.28586                         
         477466.08    3774564.36        2.23764                      477486.08    
3774564.36        2.19092                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  95
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774564.36        2.14856                      477526.08    



3774564.36        2.10752                         
         475946.08    3774584.36        2.54024                      475966.08    
3774584.36        2.66363                         
         475986.08    3774584.36        2.79640                      476006.08    
3774584.36        2.94444                         
         476026.08    3774584.36        3.10354                      476046.08    
3774584.36        3.27130                         
         476066.08    3774584.36        3.45288                      476086.08    
3774584.36        3.64968                         
         476106.08    3774584.36        3.86323                      476126.08    
3774584.36        4.09521                         
         476146.08    3774584.36        4.35071                      476166.08    
3774584.36        4.63614                         
         476186.08    3774584.36        4.93826                      476206.08    
3774584.36        5.26507                         
         476226.08    3774584.36        5.62036                      476246.08    
3774584.36        6.00596                         
         476266.08    3774584.36        6.42340                      476286.08    
3774584.36        6.87359                         
         476306.08    3774584.36        7.37284                      476326.08    
3774584.36        7.90273                         
         476346.08    3774584.36        8.44885                      476366.08    
3774584.36        9.01745                         
         476386.08    3774584.36        9.59950                      476406.08    
3774584.36       10.18222                         
         476426.08    3774584.36       10.77213                      476446.08    
3774584.36       11.32154                         
         476466.08    3774584.36       11.79405                      476486.08    
3774584.36       12.18068                         
         476506.08    3774584.36       12.45782                      476526.08    
3774584.36       12.60678                         
         476546.08    3774584.36       12.62491                      476566.08    
3774584.36       12.48509                         
         476586.08    3774584.36       12.22926                      476606.08    
3774584.36       11.86472                         
         476626.08    3774584.36       11.41560                      476646.08    
3774584.36       10.90753                         
         476666.08    3774584.36       10.36477                      476686.08    
3774584.36        9.80322                         
         476706.08    3774584.36        9.23518                      476726.08    
3774584.36        8.69749                         
         476746.08    3774584.36        8.18773                      476766.08    
3774584.36        7.70864                         
         476786.08    3774584.36        7.26302                      476806.08    
3774584.36        6.84825                         
         476826.08    3774584.36        6.46002                      476846.08    
3774584.36        6.11240                         
         476866.08    3774584.36        5.79561                      476886.08    
3774584.36        5.50511                         
         476906.08    3774584.36        5.23833                      476926.08    



3774584.36        4.99285                         
         476946.08    3774584.36        4.76641                      476966.08    
3774584.36        4.55170                         
         476986.08    3774584.36        4.35342                      477006.08    
3774584.36        4.17355                         
         477026.08    3774584.36        4.00591                      477046.08    
3774584.36        3.84929                         
         477066.08    3774584.36        3.70264                      477086.08    
3774584.36        3.56110                         
         477106.08    3774584.36        3.42864                      477126.08    
3774584.36        3.30724                         
         477146.08    3774584.36        3.19269                      477166.08    
3774584.36        3.08444                         
         477186.08    3774584.36        2.98200                      477206.08    
3774584.36        2.81346                         
         477226.08    3774584.36        2.72935                      477246.08    
3774584.36        2.66390                         
         477266.08    3774584.36        2.60106                      477286.08    
3774584.36        2.54065                         
         477306.08    3774584.36        2.48251                      477326.08    
3774584.36        2.41790                         
         477346.08    3774584.36        2.35836                      477366.08    
3774584.36        2.30876                         
         477386.08    3774584.36        2.26076                      477406.08    
3774584.36        2.21429                         
         477426.08    3774584.36        2.16927                      477446.08    
3774584.36        2.12563                         
         477466.08    3774584.36        2.08331                      477486.08    
3774584.36        2.04225                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  96
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC



 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774584.36        2.00183                      477526.08    
3774584.36        1.96332                         
         475946.08    3774604.36        2.47620                      475966.08    
3774604.36        2.59361                         
         475986.08    3774604.36        2.71960                      476006.08    
3774604.36        2.85970                         
         476026.08    3774604.36        3.00979                      476046.08    
3774604.36        3.16748                         
         476066.08    3774604.36        3.33751                      476086.08    
3774604.36        3.52102                         
         476106.08    3774604.36        3.71922                      476126.08    
3774604.36        3.93343                         
         476146.08    3774604.36        4.16804                      476166.08    
3774604.36        4.42856                         
         476186.08    3774604.36        4.70225                      476206.08    
3774604.36        4.99600                         
         476226.08    3774604.36        5.31263                      476246.08    
3774604.36        5.65308                         
         476266.08    3774604.36        6.01787                      476286.08    
3774604.36        6.40691                         
         476306.08    3774604.36        6.83354                      476326.08    
3774604.36        7.28038                         
         476346.08    3774604.36        7.73419                      476366.08    
3774604.36        8.19993                         
         476386.08    3774604.36        8.66966                      476406.08    
3774604.36        9.13294                         
         476426.08    3774604.36        9.59585                      476446.08    
3774604.36       10.02070                         
         476466.08    3774604.36       10.38079                      476486.08    
3774604.36       10.67214                         
         476506.08    3774604.36       10.87912                      476526.08    
3774604.36       10.98968                         
         476546.08    3774604.36       11.00328                      476566.08    
3774604.36       10.89868                         
         476586.08    3774604.36       10.70722                      476606.08    
3774604.36       10.43198                         
         476626.08    3774604.36       10.08894                      476646.08    
3774604.36        9.69558                         
         476666.08    3774604.36        9.26909                      476686.08    
3774604.36        8.82078                         
         476706.08    3774604.36        8.35970                      476726.08    
3774604.36        7.91627                         
         476746.08    3774604.36        7.48906                      476766.08    
3774604.36        7.08119                         
         476786.08    3774604.36        6.69620                      476806.08    
3774604.36        6.33316                         
         476826.08    3774604.36        5.98959                      476846.08    
3774604.36        5.67876                         



         476866.08    3774604.36        5.39321                      476886.08    
3774604.36        5.12975                         
         476906.08    3774604.36        4.88671                      476926.08    
3774604.36        4.66233                         
         476946.08    3774604.36        4.45489                      476966.08    
3774604.36        4.25813                         
         476986.08    3774604.36        4.07622                      477006.08    
3774604.36        3.91098                         
         477026.08    3774604.36        3.75697                      477046.08    
3774604.36        3.61310                         
         477066.08    3774604.36        3.47842                      477086.08    
3774604.36        3.34853                         
         477106.08    3774604.36        3.22697                      477126.08    
3774604.36        3.11551                         
         477146.08    3774604.36        3.01036                      477166.08    
3774604.36        2.91098                         
         477186.08    3774604.36        2.81692                      477206.08    
3774604.36        2.60266                         
         477226.08    3774604.36        2.52279                      477246.08    
3774604.36        2.46410                         
         477266.08    3774604.36        2.40787                      477286.08    
3774604.36        2.35392                         
         477306.08    3774604.36        2.30208                      477326.08    
3774604.36        2.24023                         
         477346.08    3774604.36        2.18398                      477366.08    
3774604.36        2.14008                         
         477386.08    3774604.36        2.09764                      477406.08    
3774604.36        2.05656                         
         477426.08    3774604.36        2.01678                      477446.08    
3774604.36        1.97821                         
         477466.08    3774604.36        1.93960                      477486.08    
3774604.36        1.90022                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  97
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774604.36        1.86362                      477526.08    
3774604.36        1.82937                         
         475946.08    3774624.36        2.41289                      475966.08    
3774624.36        2.52441                         
         475986.08    3774624.36        2.64377                      476006.08    
3774624.36        2.77612                         
         476026.08    3774624.36        2.91743                      476046.08    
3774624.36        3.06534                         
         476066.08    3774624.36        3.22420                      476086.08    
3774624.36        3.39492                         
         476106.08    3774624.36        3.57844                      476126.08    
3774624.36        3.77573                         
         476146.08    3774624.36        3.99062                      476166.08    
3774624.36        4.22782                         
         476186.08    3774624.36        4.47516                      476206.08    
3774624.36        4.73859                         
         476226.08    3774624.36        5.02022                      476246.08    
3774624.36        5.32034                         
         476266.08    3774624.36        5.63883                      476286.08    
3774624.36        5.97497                         
         476306.08    3774624.36        6.33990                      476326.08    
3774624.36        6.71754                         
         476346.08    3774624.36        7.09607                      476366.08    
3774624.36        7.47969                         
         476386.08    3774624.36        7.86167                      476406.08    
3774624.36        8.23364                         
         476426.08    3774624.36        8.60135                      476446.08    
3774624.36        8.93474                         
         476466.08    3774624.36        9.21385                      476486.08    
3774624.36        9.43763                         
         476506.08    3774624.36        9.59545                      476526.08    
3774624.36        9.67930                         
         476546.08    3774624.36        9.68996                      476566.08    
3774624.36        9.61470                         
         476586.08    3774624.36        9.46413                      476606.08    
3774624.36        9.25166                         
         476626.08    3774624.36        8.98520                      476646.08    
3774624.36        8.67626                         
         476666.08    3774624.36        8.33716                      476686.08    
3774624.36        7.97593                         
         476706.08    3774624.36        7.59916                      476726.08    
3774624.36        7.23202                         
         476746.08    3774624.36        6.87345                      476766.08    
3774624.36        6.52643                         
         476786.08    3774624.36        6.19453                      476806.08    



3774624.36        5.87764                         
         476826.08    3774624.36        5.57438                      476846.08    
3774624.36        5.29710                         
         476866.08    3774624.36        5.04008                      476886.08    
3774624.36        4.80118                         
         476906.08    3774624.36        4.57945                      476926.08    
3774624.36        4.37326                         
         476946.08    3774624.36        4.18100                      476966.08    
3774624.36        4.00063                         
         476986.08    3774624.36        3.83357                      477006.08    
3774624.36        3.68062                         
         477026.08    3774624.36        3.53794                      477046.08    
3774624.36        3.40423                         
         477066.08    3774624.36        3.27831                      477086.08    
3774624.36        3.15877                         
         477106.08    3774624.36        3.04693                      477126.08    
3774624.36        2.94366                         
         477146.08    3774624.36        2.84625                      477166.08    
3774624.36        2.75422                         
         477186.08    3774624.36        2.66713                      477206.08    
3774624.36        2.41927                         
         477226.08    3774624.36        2.34277                      477246.08    
3774624.36        2.28909                         
         477266.08    3774624.36        2.23783                      477286.08    
3774624.36        2.18877                         
         477306.08    3774624.36        2.14175                      477326.08    
3774624.36        2.08215                         
         477346.08    3774624.36        2.02854                      477366.08    
3774624.36        1.98907                         
         477386.08    3774624.36        1.95098                      477406.08    
3774624.36        1.91416                         
         477426.08    3774624.36        1.87855                      477446.08    
3774624.36        1.84406                         
         477466.08    3774624.36        1.80774                      477486.08    
3774624.36        1.76715                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  98
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774624.36        1.73544                      477526.08    
3774624.36        1.70631                         
         475946.08    3774644.36        2.35031                      475966.08    
3774644.36        2.45607                         
         475986.08    3774644.36        2.56895                      476006.08    
3774644.36        2.69376                         
         476026.08    3774644.36        2.82656                      476046.08    
3774644.36        2.96502                         
         476066.08    3774644.36        3.11313                      476086.08    
3774644.36        3.27160                         
         476106.08    3774644.36        3.44113                      476126.08    
3774644.36        3.62245                         
         476146.08    3774644.36        3.81885                      476166.08    
3774644.36        4.03437                         
         476186.08    3774644.36        4.25747                      476206.08    
3774644.36        4.49333                         
         476226.08    3774644.36        4.74350                      476246.08    
3774644.36        5.00786                         
         476266.08    3774644.36        5.28589                      476286.08    
3774644.36        5.57656                         
         476306.08    3774644.36        5.88926                      476326.08    
3774644.36        6.20937                         
         476346.08    3774644.36        6.52650                      476366.08    
3774644.36        6.84436                         
         476386.08    3774644.36        7.15739                      476406.08    
3774644.36        7.45891                         
         476426.08    3774644.36        7.75436                      476446.08    
3774644.36        8.01949                         
         476466.08    3774644.36        8.23914                      476486.08    
3774644.36        8.41391                         
         476506.08    3774644.36        8.53644                      476526.08    
3774644.36        8.60124                         
         476546.08    3774644.36        8.60604                      476566.08    
3774644.36        8.55321                         
         476586.08    3774644.36        8.43545                      476606.08    
3774644.36        8.26751                         
         476626.08    3774644.36        8.05743                      476646.08    
3774644.36        7.81159                         
         476666.08    3774644.36        7.53896                      476686.08    
3774644.36        7.24522                         
         476706.08    3774644.36        6.93513                      476726.08    
3774644.36        6.62963                         



         476746.08    3774644.36        6.32777                      476766.08    
3774644.36        6.03220                         
         476786.08    3774644.36        5.74622                      476806.08    
3774644.36        5.47007                         
         476826.08    3774644.36        5.20300                      476846.08    
3774644.36        4.95631                         
         476866.08    3774644.36        4.72555                      476886.08    
3774644.36        4.50934                         
         476906.08    3774644.36        4.30727                      476926.08    
3774644.36        4.11728                         
         476946.08    3774644.36        3.93685                      476966.08    
3774644.36        3.77226                         
         476986.08    3774644.36        3.61965                      477006.08    
3774644.36        3.47742                         
         477026.08    3774644.36        3.34453                      477046.08    
3774644.36        3.21909                         
         477066.08    3774644.36        3.09901                      477086.08    
3774644.36        2.98910                         
         477106.08    3774644.36        2.88649                      477126.08    
3774644.36        2.79005                         
         477146.08    3774644.36        2.69910                      477166.08    
3774644.36        2.61319                         
         477186.08    3774644.36        2.53191                      477206.08    
3774644.36        2.26054                         
         477226.08    3774644.36        2.18678                      477246.08    
3774644.36        2.13680                         
         477266.08    3774644.36        2.08921                      477286.08    
3774644.36        2.04381                         
         477306.08    3774644.36        2.00042                      477326.08    
3774644.36        1.94268                         
         477346.08    3774644.36        1.89118                      477366.08    
3774644.36        1.85506                         
         477386.08    3774644.36        1.82030                      477406.08    
3774644.36        1.78678                         
         477426.08    3774644.36        1.75443                      477446.08    
3774644.36        1.72315                         
         477466.08    3774644.36        1.68927                      477486.08    
3774644.36        1.64964                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE  99
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774644.36        1.62053                      477526.08    
3774644.36        1.59434                         
         475946.08    3774664.36        2.28849                      475966.08    
3774664.36        2.38864                         
         475986.08    3774664.36        2.49520                      476006.08    
3774664.36        2.61269                         
         476026.08    3774664.36        2.73727                      476046.08    
3774664.36        2.86663                         
         476066.08    3774664.36        3.00445                      476086.08    
3774664.36        3.15126                         
         476106.08    3774664.36        3.30758                      476126.08    
3774664.36        3.47389                         
         476146.08    3774664.36        3.65157                      476166.08    
3774664.36        3.84255                         
         476186.08    3774664.36        4.04624                      476206.08    
3774664.36        4.26048                         
         476226.08    3774664.36        4.48257                      476246.08    
3774664.36        4.71541                         
         476266.08    3774664.36        4.95828                      476286.08    
3774664.36        5.20997                         
         476306.08    3774664.36        5.47294                      476326.08    
3774664.36        5.74267                         
         476346.08    3774664.36        6.01643                      476366.08    
3774664.36        6.28281                         
         476386.08    3774664.36        6.54129                      476406.08    
3774664.36        6.78793                         
         476426.08    3774664.36        7.02160                      476446.08    
3774664.36        7.23290                         
         476466.08    3774664.36        7.41519                      476486.08    
3774664.36        7.55504                         
         476506.08    3774664.36        7.65167                      476526.08    
3774664.36        7.70258                         
         476546.08    3774664.36        7.70576                      476566.08    
3774664.36        7.66435                         
         476586.08    3774664.36        7.57151                      476606.08    
3774664.36        7.43809                         
         476626.08    3774664.36        7.27021                      476646.08    
3774664.36        7.07223                         
         476666.08    3774664.36        6.85074                      476686.08    



3774664.36        6.60978                         
         476706.08    3774664.36        6.35275                      476726.08    
3774664.36        6.09712                         
         476746.08    3774664.36        5.84200                      476766.08    
3774664.36        5.58966                         
         476786.08    3774664.36        5.33987                      476806.08    
3774664.36        5.09801                         
         476826.08    3774664.36        4.86692                      476846.08    
3774664.36        4.64858                         
         476866.08    3774664.36        4.44191                      476886.08    
3774664.36        4.24671                         
         476906.08    3774664.36        4.06295                      476926.08    
3774664.36        3.88895                         
         476946.08    3774664.36        3.72271                      476966.08    
3774664.36        3.57073                         
         476986.08    3774664.36        3.42922                      477006.08    
3774664.36        3.29671                         
         477026.08    3774664.36        3.17259                      477046.08    
3774664.36        3.05513                         
         477066.08    3774664.36        2.94252                      477086.08    
3774664.36        2.83953                         
         477106.08    3774664.36        2.74333                      477126.08    
3774664.36        2.65272                         
         477146.08    3774664.36        2.56725                      477166.08    
3774664.36        2.48651                         
         477186.08    3774664.36        2.41013                      477206.08    
3774664.36        2.12335                         
         477226.08    3774664.36        2.05193                      477246.08    
3774664.36        2.00470                         
         477266.08    3774664.36        1.95985                      477286.08    
3774664.36        1.91719                         
         477306.08    3774664.36        1.87652                      477326.08    
3774664.36        1.82034                         
         477346.08    3774664.36        1.77054                      477366.08    
3774664.36        1.73693                         
         477386.08    3774664.36        1.70468                      477406.08    
3774664.36        1.67366                         
         477426.08    3774664.36        1.64380                      477446.08    
3774664.36        1.61500                         
         477466.08    3774664.36        1.58304                      477486.08    
3774664.36        1.54423                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 100
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   



VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774664.36        1.51717                      477526.08    
3774664.36        1.49329                         
         475946.08    3774684.36        2.22748                      475966.08    
3774684.36        2.32216                         
         475986.08    3774684.36        2.42260                      476006.08    
3774684.36        2.53302                         
         476026.08    3774684.36        2.64969                      476046.08    
3774684.36        2.77034                         
         476066.08    3774684.36        2.89836                      476086.08    
3774684.36        3.03413                         
         476106.08    3774684.36        3.17801                      476126.08    
3774684.36        3.33031                         
         476146.08    3774684.36        3.49130                      476166.08    
3774684.36        3.66113                         
         476186.08    3774684.36        3.84649                      476206.08    
3774684.36        4.04012                         
         476226.08    3774684.36        4.23726                      476246.08    
3774684.36        4.44246                         
         476266.08    3774684.36        4.65485                      476286.08    
3774684.36        4.87322                         
         476306.08    3774684.36        5.09595                      476326.08    
3774684.36        5.32471                         
         476346.08    3774684.36        5.56111                      476366.08    
3774684.36        5.78522                         
         476386.08    3774684.36        6.00022                      476406.08    
3774684.36        6.20372                         
         476426.08    3774684.36        6.39114                      476446.08    
3774684.36        6.56171                         
         476466.08    3774684.36        6.71403                      476486.08    
3774684.36        6.82698                         
         476506.08    3774684.36        6.90425                      476526.08    
3774684.36        6.94482                         
         476546.08    3774684.36        6.94727                      476566.08    
3774684.36        6.91422                         
         476586.08    3774684.36        6.83971                      476606.08    
3774684.36        6.73231                         



         476626.08    3774684.36        6.59650                      476646.08    
3774684.36        6.43531                         
         476666.08    3774684.36        6.25204                      476686.08    
3774684.36        6.05219                         
         476706.08    3774684.36        5.83946                      476726.08    
3774684.36        5.62465                         
         476746.08    3774684.36        5.40809                      476766.08    
3774684.36        5.19198                         
         476786.08    3774684.36        4.97425                      476806.08    
3774684.36        4.76249                         
         476826.08    3774684.36        4.56163                      476846.08    
3774684.36        4.36844                         
         476866.08    3774684.36        4.18370                      476886.08    
3774684.36        4.00786                         
         476906.08    3774684.36        3.84112                      476926.08    
3774684.36        3.68222                         
         476946.08    3774684.36        3.52957                      476966.08    
3774684.36        3.38920                         
         476986.08    3774684.36        3.25788                      477006.08    
3774684.36        3.13443                         
         477026.08    3774684.36        3.01840                      477046.08    
3774684.36        2.90833                         
         477066.08    3774684.36        2.80265                      477086.08    
3774684.36        2.70573                         
         477106.08    3774684.36        2.61507                      477126.08    
3774684.36        2.52958                         
         477146.08    3774684.36        2.44889                      477166.08    
3774684.36        2.37263                         
         477186.08    3774684.36        2.30047                      477206.08    
3774684.36        2.00455                         
         477226.08    3774684.36        1.93523                      477246.08    
3774684.36        1.89013                         
         477266.08    3774684.36        1.84738                      477286.08    
3774684.36        1.80453                         
         477306.08    3774684.36        1.75968                      477326.08    
3774684.36        1.70941                         
         477346.08    3774684.36        1.66499                      477366.08    
3774684.36        1.63325                         
         477386.08    3774684.36        1.60287                      477406.08    
3774684.36        1.57373                         
         477426.08    3774684.36        1.54575                      477446.08    
3774684.36        1.51883                         
         477466.08    3774684.36        1.48837                      477486.08    
3774684.36        1.45029                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 101



 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774684.36        1.42481                      477526.08    
3774684.36        1.40271                         
         475946.08    3774704.36        2.16733                      475966.08    
3774704.36        2.25669                         
         475986.08    3774704.36        2.35123                      476006.08    
3774704.36        2.45485                         
         476026.08    3774704.36        2.56393                      476046.08    
3774704.36        2.67628                         
         476066.08    3774704.36        2.79501                      476086.08    
3774704.36        2.92038                         
         476106.08    3774704.36        3.05264                      476126.08    
3774704.36        3.19195                         
         476146.08    3774704.36        3.33842                      476166.08    
3774704.36        3.49210                         
         476186.08    3774704.36        3.65895                      476206.08    
3774704.36        3.83214                         
         476226.08    3774704.36        4.00722                      476246.08    
3774704.36        4.18822                         
         476266.08    3774704.36        4.37426                      476286.08    
3774704.36        4.56418                         
         476306.08    3774704.36        4.75645                      476326.08    
3774704.36        4.95255                         
         476346.08    3774704.36        5.15387                      476366.08    
3774704.36        5.34303                         
         476386.08    3774704.36        5.52313                      476406.08    
3774704.36        5.69240                         
         476426.08    3774704.36        5.84726                      476446.08    
3774704.36        5.98745                         
         476466.08    3774704.36        6.11220                      476486.08    
3774704.36        6.20405                         
         476506.08    3774704.36        6.26662                      476526.08    
3774704.36        6.29936                         
         476546.08    3774704.36        6.30126                      476566.08    



3774704.36        6.27454                         
         476586.08    3774704.36        6.21399                      476606.08    
3774704.36        6.12650                         
         476626.08    3774704.36        6.01544                      476646.08    
3774704.36        5.88289                         
         476666.08    3774704.36        5.72785                      476686.08    
3774704.36        5.55962                         
         476706.08    3774704.36        5.38508                      476726.08    
3774704.36        5.20402                         
         476746.08    3774704.36        5.01933                      476766.08    
3774704.36        4.83357                         
         476786.08    3774704.36        4.64489                      476806.08    
3774704.36        4.45997                         
         476826.08    3774704.36        4.28325                      476846.08    
3774704.36        4.11200                         
         476866.08    3774704.36        3.94702                      476886.08    
3774704.36        3.78887                         
         476906.08    3774704.36        3.63788                      476926.08    
3774704.36        3.49308                         
         476946.08    3774704.36        3.35316                      476966.08    
3774704.36        3.22375                         
         476986.08    3774704.36        3.10208                      477006.08    
3774704.36        2.98719                         
         477026.08    3774704.36        2.87879                      477046.08    
3774704.36        2.77564                         
         477066.08    3774704.36        2.67639                      477086.08    
3774704.36        2.58508                         
         477106.08    3774704.36        2.49947                      477126.08    
3774704.36        2.41862                         
         477146.08    3774704.36        2.34221                      477166.08    
3774704.36        2.26994                         
         477186.08    3774704.36        2.20151                      477206.08    
3774704.36        1.90116                         
         477226.08    3774704.36        1.83380                      477246.08    
3774704.36        1.79046                         
         477266.08    3774704.36        1.74941                      477286.08    
3774704.36        1.70325                         
         477306.08    3774704.36        1.64426                      477326.08    
3774704.36        1.60555                         
         477346.08    3774704.36        1.57275                      477366.08    
3774704.36        1.54242                         
         477386.08    3774704.36        1.51344                      477406.08    
3774704.36        1.48572                         
         477426.08    3774704.36        1.45916                      477446.08    
3774704.36        1.43367                         
         477466.08    3774704.36        1.40439                      477486.08    
3774704.36        1.36695                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              



                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774704.36        1.34268                      477526.08    
3774704.36        1.32193                         
         475946.08    3774724.36        2.10808                      475966.08    
3774724.36        2.19232                         
         475986.08    3774724.36        2.28117                      476006.08    
3774724.36        2.37627                         
         476026.08    3774724.36        2.47711                      476046.08    
3774724.36        2.58414                         
         476066.08    3774724.36        2.69456                      476086.08    
3774724.36        2.81020                         
         476106.08    3774724.36        2.93163                      476126.08    
3774724.36        3.05894                         
         476146.08    3774724.36        3.19213                      476166.08    
3774724.36        3.33112                         
         476186.08    3774724.36        3.48132                      476206.08    
3774724.36        3.63628                         
         476226.08    3774724.36        3.79190                      476246.08    
3774724.36        3.95178                         
         476266.08    3774724.36        4.11507                      476286.08    
3774724.36        4.28067                         
         476306.08    3774724.36        4.44721                      476326.08    
3774724.36        4.61600                         
         476346.08    3774724.36        4.78829                      476366.08    
3774724.36        4.94889                         
         476386.08    3774724.36        5.10076                      476406.08    
3774724.36        5.24263                         
         476426.08    3774724.36        5.37166                      476446.08    
3774724.36        5.48795                         
         476466.08    3774724.36        5.59114                      476486.08    
3774724.36        5.66663                         



         476506.08    3774724.36        5.71786                      476526.08    
3774724.36        5.74459                         
         476546.08    3774724.36        5.74608                      476566.08    
3774724.36        5.72421                         
         476586.08    3774724.36        5.67445                      476606.08    
3774724.36        5.60242                         
         476626.08    3774724.36        5.51069                      476646.08    
3774724.36        5.40069                         
         476666.08    3774724.36        5.27096                      476686.08    
3774724.36        5.12944                         
         476706.08    3774724.36        4.98226                      476726.08    
3774724.36        4.82827                         
         476746.08    3774724.36        4.67002                      476766.08    
3774724.36        4.50974                         
         476786.08    3774724.36        4.34574                      476806.08    
3774724.36        4.18390                         
         476826.08    3774724.36        4.02823                      476846.08    
3774724.36        3.87635                         
         476866.08    3774724.36        3.72906                      476886.08    
3774724.36        3.58694                         
         476906.08    3774724.36        3.45040                      476926.08    
3774724.36        3.31866                         
         476946.08    3774724.36        3.19064                      476966.08    
3774724.36        3.07157                         
         476986.08    3774724.36        2.95904                      477006.08    
3774724.36        2.85230                         
         477026.08    3774724.36        2.75117                      477046.08    
3774724.36        2.65459                         
         477066.08    3774724.36        2.56140                      477086.08    
3774724.36        2.47537                         
         477106.08    3774724.36        2.39450                      477126.08    
3774724.36        2.31797                         
         477146.08    3774724.36        2.24552                      477166.08    
3774724.36        2.17646                         
         477186.08    3774724.36        1.85868                      477206.08    
3774724.36        1.79753                         
         477226.08    3774724.36        1.74505                      477246.08    
3774724.36        1.70326                         
         477266.08    3774724.36        1.66367                      477286.08    
3774724.36        1.61815                         
         477306.08    3774724.36        1.55951                      477326.08    
3774724.36        1.52271                         
         477346.08    3774724.36        1.49203                      477366.08    
3774724.36        1.46280                         
         477386.08    3774724.36        1.43492                      477406.08    
3774724.36        1.40829                         
         477426.08    3774724.36        1.38281                      477446.08    
3774724.36        1.35841                         
         477466.08    3774724.36        1.33006                      477486.08    
3774724.36        1.29321                         



� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 103
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774724.36        1.26988                      477526.08    
3774724.36        1.25015                         
         475946.08    3774744.36        2.04982                      475966.08    
3774744.36        2.12912                         
         475986.08    3774744.36        2.21250                      476006.08    
3774744.36        2.30013                         
         476026.08    3774744.36        2.39356                      476046.08    
3774744.36        2.49467                         
         476066.08    3774744.36        2.59715                      476086.08    
3774744.36        2.70371                         
         476106.08    3774744.36        2.81512                      476126.08    
3774744.36        2.93139                         
         476146.08    3774744.36        3.05245                      476166.08    
3774744.36        3.17817                         
         476186.08    3774744.36        3.31341                      476206.08    
3774744.36        3.45218                         
         476226.08    3774744.36        3.59066                      476246.08    
3774744.36        3.73212                         
         476266.08    3774744.36        3.87575                      476286.08    
3774744.36        4.02055                         
         476306.08    3774744.36        4.16530                      476326.08    
3774744.36        4.31120                         
         476346.08    3774744.36        4.45936                      476366.08    
3774744.36        4.59647                         
         476386.08    3774744.36        4.72536                      476406.08    
3774744.36        4.84509                         
         476426.08    3774744.36        4.95344                      476446.08    



3774744.36        5.05073                         
         476466.08    3774744.36        5.13685                      476486.08    
3774744.36        5.19950                         
         476506.08    3774744.36        5.24187                      476526.08    
3774744.36        5.26391                         
         476546.08    3774744.36        5.26508                      476566.08    
3774744.36        5.24701                         
         476586.08    3774744.36        5.20571                      476606.08    
3774744.36        5.14583                         
         476626.08    3774744.36        5.06937                      476646.08    
3774744.36        4.97732                         
         476666.08    3774744.36        4.86813                      476686.08    
3774744.36        4.74841                         
         476706.08    3774744.36        4.62326                      476726.08    
3774744.36        4.49152                         
         476746.08    3774744.36        4.35529                      476766.08    
3774744.36        4.21646                         
         476786.08    3774744.36        4.07346                      476806.08    
3774744.36        3.93147                         
         476826.08    3774744.36        3.79408                      476846.08    
3774744.36        3.65924                         
         476866.08    3774744.36        3.52768                      476886.08    
3774744.36        3.40000                         
         476906.08    3774744.36        3.27661                      476926.08    
3774744.36        3.15688                         
         476946.08    3774744.36        3.03991                      476966.08    
3774744.36        2.93053                         
         476986.08    3774744.36        2.82666                      477006.08    
3774744.36        2.72766                         
         477026.08    3774744.36        2.63289                      477046.08    
3774744.36        2.54238                         
         477066.08    3774744.36        2.45562                      477086.08    
3774744.36        2.37479                         
         477106.08    3774744.36        2.29843                      477126.08    
3774744.36        2.22599                         
         477146.08    3774744.36        2.15726                      477166.08    
3774744.36        1.96549                         
         477186.08    3774744.36        1.76031                      477206.08    
3774744.36        1.70923                         
         477226.08    3774744.36        1.66669                      477246.08    
3774744.36        1.62637                         
         477266.08    3774744.36        1.58813                      477286.08    
3774744.36        1.54392                         
         477306.08    3774744.36        1.48662                      477326.08    
3774744.36        1.45087                         
         477346.08    3774744.36        1.42114                      477366.08    
3774744.36        1.39283                         
         477386.08    3774744.36        1.36583                      477406.08    
3774744.36        1.34007                         
         477426.08    3774744.36        1.31546                      477446.08    



3774744.36        1.29191                         
         477466.08    3774744.36        1.26432                      477486.08    
3774744.36        1.22804                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 104
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774744.36        1.20544                      477526.08    
3774744.36        1.18648                         
         475946.08    3774764.36        1.99259                      475966.08    
3774764.36        2.06716                         
         475986.08    3774764.36        2.14533                      476006.08    
3774764.36        2.22722                         
         476026.08    3774764.36        2.31425                      476046.08    
3774764.36        2.40813                         
         476066.08    3774764.36        2.50288                      476086.08    
3774764.36        2.60100                         
         476106.08    3774764.36        2.70317                      476126.08    
3774764.36        2.80933                         
         476146.08    3774764.36        2.91937                      476166.08    
3774764.36        3.03311                         
         476186.08    3774764.36        3.15497                      476206.08    
3774764.36        3.27935                         
         476226.08    3774764.36        3.40276                      476246.08    
3774764.36        3.52816                         
         476266.08    3774764.36        3.65480                      476286.08    
3774764.36        3.78178                         
         476306.08    3774764.36        3.90804                      476326.08    
3774764.36        4.03466                         
         476346.08    3774764.36        4.16267                      476366.08    
3774764.36        4.28036                         



         476386.08    3774764.36        4.39039                      476406.08    
3774764.36        4.49212                         
         476426.08    3774764.36        4.58376                      476446.08    
3774764.36        4.66578                         
         476466.08    3774764.36        4.73827                      476486.08    
3774764.36        4.79071                         
         476506.08    3774764.36        4.82606                      476526.08    
3774764.36        4.84441                         
         476546.08    3774764.36        4.84534                      476566.08    
3774764.36        4.83026                         
         476586.08    3774764.36        4.79566                      476606.08    
3774764.36        4.74546                         
         476626.08    3774764.36        4.68120                      476646.08    
3774764.36        4.60356                         
         476666.08    3774764.36        4.51102                      476686.08    
3774764.36        4.40907                         
         476706.08    3774764.36        4.30203                      476726.08    
3774764.36        4.18875                         
         476746.08    3774764.36        4.07096                      476766.08    
3774764.36        3.95024                         
         476786.08    3774764.36        3.82514                      476806.08    
3774764.36        3.70022                         
         476826.08    3774764.36        3.57872                      476846.08    
3774764.36        3.45881                         
         476866.08    3774764.36        3.34120                      476886.08    
3774764.36        3.22644                         
         476906.08    3774764.36        3.11495                      476926.08    
3774764.36        3.00621                         
         476946.08    3774764.36        2.89943                      476966.08    
3774764.36        2.79908                         
         476986.08    3774764.36        2.70334                      477006.08    
3774764.36        2.61168                         
         477026.08    3774764.36        2.52223                      477046.08    
3774764.36        2.43712                         
         477066.08    3774764.36        2.35751                      477086.08    
3774764.36        2.28181                         
         477106.08    3774764.36        2.20979                      477126.08    
3774764.36        2.14128                         
         477146.08    3774764.36        2.07612                      477166.08    
3774764.36        1.88876                         
         477186.08    3774764.36        1.68688                      477206.08    
3774764.36        1.63772                         
         477226.08    3774764.36        1.59680                      477246.08    
3774764.36        1.55793                         
         477266.08    3774764.36        1.52100                      477286.08    
3774764.36        1.47808                         
         477306.08    3774764.36        1.42216                      477326.08    
3774764.36        1.38740                         
         477346.08    3774764.36        1.35853                      477366.08    
3774764.36        1.33103                         



         477386.08    3774764.36        1.30481                      477406.08    
3774764.36        1.27979                         
         477426.08    3774764.36        1.25590                      477446.08    
3774764.36        1.23305                         
         477466.08    3774764.36        1.20610                      477486.08    
3774764.36        1.17039                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 105
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774764.36        1.14837                      477526.08    
3774764.36        1.13002                         
         475946.08    3774784.36        1.93646                      475966.08    
3774784.36        2.00651                         
         475986.08    3774784.36        2.07971                      476006.08    
3774784.36        2.15617                         
         476026.08    3774784.36        2.23717                      476046.08    
3774784.36        2.32428                         
         476066.08    3774784.36        2.41184                      476086.08    
3774784.36        2.50215                         
         476106.08    3774784.36        2.59581                      476126.08    
3774784.36        2.69274                         
         476146.08    3774784.36        2.79279                      476166.08    
3774784.36        2.89575                         
         476186.08    3774784.36        3.00315                      476206.08    
3774784.36        3.11361                         
         476226.08    3774784.36        3.22680                      476246.08    
3774784.36        3.33882                         
         476266.08    3774784.36        3.45076                      476286.08    
3774784.36        3.56245                         
         476306.08    3774784.36        3.67295                      476326.08    



3774784.36        3.78329                         
         476346.08    3774784.36        3.89439                      476366.08    
3774784.36        3.99592                         
         476386.08    3774784.36        4.09039                      476406.08    
3774784.36        4.17736                         
         476426.08    3774784.36        4.25539                      476446.08    
3774784.36        4.32504                         
         476466.08    3774784.36        4.38650                      476486.08    
3774784.36        4.43075                         
         476506.08    3774784.36        4.46050                      476526.08    
3774784.36        4.47590                         
         476546.08    3774784.36        4.47664                      476566.08    
3774784.36        4.46395                         
         476586.08    3774784.36        4.43473                      476606.08    
3774784.36        4.39230                         
         476626.08    3774784.36        4.33788                      476646.08    
3774784.36        4.27193                         
         476666.08    3774784.36        4.19297                      476686.08    
3774784.36        4.10563                         
         476706.08    3774784.36        4.01358                      476726.08    
3774784.36        3.91570                         
         476746.08    3774784.36        3.81276                      476766.08    
3774784.36        3.70540                         
         476786.08    3774784.36        3.59680                      476806.08    
3774784.36        3.48803                         
         476826.08    3774784.36        3.38033                      476846.08    
3774784.36        3.27351                         
         476866.08    3774784.36        3.16823                      476886.08    
3774784.36        3.06499                         
         476906.08    3774784.36        2.96422                      476926.08    
3774784.36        2.86546                         
         476946.08    3774784.36        2.76802                      476966.08    
3774784.36        2.67605                         
         476986.08    3774784.36        2.58790                      477006.08    
3774784.36        2.50315                         
         477026.08    3774784.36        2.41999                      477046.08    
3774784.36        2.34060                         
         477066.08    3774784.36        2.26626                      477086.08    
3774784.36        2.19523                         
         477106.08    3774784.36        2.12740                      477126.08    
3774784.36        2.06268                         
         477146.08    3774784.36        2.00096                      477166.08    
3774784.36        1.81827                         
         477186.08    3774784.36        1.62027                      477206.08    
3774784.36        1.57307                         
         477226.08    3774784.36        1.53378                      477246.08    
3774784.36        1.49638                         
         477266.08    3774784.36        1.46077                      477286.08    
3774784.36        1.41916                         
         477306.08    3774784.36        1.36463                      477326.08    



3774784.36        1.33086                         
         477346.08    3774784.36        1.30283                      477366.08    
3774784.36        1.27611                         
         477386.08    3774784.36        1.25061                      477406.08    
3774784.36        1.22626                         
         477426.08    3774784.36        1.20300                      477446.08    
3774784.36        1.17246                         
         477466.08    3774784.36        1.14299                      477486.08    
3774784.36        1.11748                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 106
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774784.36        1.09774                      477526.08    
3774784.36        1.07987                         
         475946.08    3774804.36        1.88150                      475966.08    
3774804.36        1.94723                         
         475986.08    3774804.36        2.01573                      476006.08    
3774804.36        2.08706                         
         476026.08    3774804.36        2.16240                      476046.08    
3774804.36        2.24319                         
         476066.08    3774804.36        2.32406                      476086.08    
3774804.36        2.40717                         
         476106.08    3774804.36        2.49304                      476126.08    
3774804.36        2.58156                         
         476146.08    3774804.36        2.67257                      476166.08    
3774804.36        2.76584                         
         476186.08    3774804.36        2.86109                      476206.08    
3774804.36        2.95965                         
         476226.08    3774804.36        3.06302                      476246.08    
3774804.36        3.16303                         



         476266.08    3774804.36        3.26224                      476286.08    
3774804.36        3.36077                         
         476306.08    3774804.36        3.45782                      476326.08    
3774804.36        3.55433                         
         476346.08    3774804.36        3.65119                      476366.08    
3774804.36        3.73921                         
         476386.08    3774804.36        3.82075                      476406.08    
3774804.36        3.89552                         
         476426.08    3774804.36        3.96238                      476446.08    
3774804.36        4.02191                         
         476466.08    3774804.36        4.07439                      476486.08    
3774804.36        4.11201                         
         476506.08    3774804.36        4.13722                      476526.08    
3774804.36        4.15025                         
         476546.08    3774804.36        4.15084                      476566.08    
3774804.36        4.14008                         
         476586.08    3774804.36        4.11522                      476606.08    
3774804.36        4.07909                         
         476626.08    3774804.36        4.03268                      476646.08    
3774804.36        3.97629                         
         476666.08    3774804.36        3.90850                      476686.08    
3774804.36        3.83326                         
         476706.08    3774804.36        3.75369                      476726.08    
3774804.36        3.66872                         
         476746.08    3774804.36        3.57857                      476766.08    
3774804.36        3.48315                         
         476786.08    3774804.36        3.38835                      476806.08    
3774804.36        3.29300                         
         476826.08    3774804.36        3.19730                      476846.08    
3774804.36        3.10196                         
         476866.08    3774804.36        3.00756                      476886.08    
3774804.36        2.91459                         
         476906.08    3774804.36        2.82344                      476926.08    
3774804.36        2.73372                         
         476946.08    3774804.36        2.64480                      476966.08    
3774804.36        2.56053                         
         476986.08    3774804.36        2.47943                      477006.08    
3774804.36        2.40115                         
         477026.08    3774804.36        2.32404                      477046.08    
3774804.36        2.25014                         
         477066.08    3774804.36        2.18069                      477086.08    
3774804.36        2.11409                         
         477106.08    3774804.36        2.05030                      477126.08    
3774804.36        1.98925                         
         477146.08    3774804.36        1.86750                      477166.08    
3774804.36        1.62188                         
         477186.08    3774804.36        1.55743                      477206.08    
3774804.36        1.51400                         
         477226.08    3774804.36        1.47637                      477246.08    
3774804.36        1.44046                         



         477266.08    3774804.36        1.40054                      477286.08    
3774804.36        1.35844                         
         477306.08    3774804.36        1.31150                      477326.08    
3774804.36        1.28004                         
         477346.08    3774804.36        1.25286                      477366.08    
3774804.36        1.22691                         
         477386.08    3774804.36        1.20211                      477406.08    
3774804.36        1.17842                         
         477426.08    3774804.36        1.15576                      477446.08    
3774804.36        1.12068                         
         477466.08    3774804.36        1.08984                      477486.08    
3774804.36        1.07085                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 107
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774804.36        1.05265                      477526.08    
3774804.36        1.03520                         
         475946.08    3774824.36        1.82776                      475966.08    
3774824.36        1.88940                         
         475986.08    3774824.36        1.95345                      476006.08    
3774824.36        2.01995                         
         476026.08    3774824.36        2.08999                      476046.08    
3774824.36        2.16489                         
         476066.08    3774824.36        2.23958                      476086.08    
3774824.36        2.31605                         
         476106.08    3774824.36        2.39480                      476126.08    
3774824.36        2.47568                         
         476146.08    3774824.36        2.55852                      476166.08    
3774824.36        2.64309                         
         476186.08    3774824.36        2.72913                      476206.08    



3774824.36        2.81782                         
         476226.08    3774824.36        2.91053                      476246.08    
3774824.36        2.99978                         
         476266.08    3774824.36        3.08792                      476286.08    
3774824.36        3.17511                         
         476306.08    3774824.36        3.26063                      476326.08    
3774824.36        3.34537                         
         476346.08    3774824.36        3.43015                      476366.08    
3774824.36        3.50681                         
         476386.08    3774824.36        3.57754                      476406.08    
3774824.36        3.64219                         
         476426.08    3774824.36        3.69980                      476446.08    
3774824.36        3.75100                         
         476466.08    3774824.36        3.79610                      476486.08    
3774824.36        3.82829                         
         476506.08    3774824.36        3.84981                      476526.08    
3774824.36        3.86091                         
         476546.08    3774824.36        3.86139                      476566.08    
3774824.36        3.85219                         
         476586.08    3774824.36        3.83089                      476606.08    
3774824.36        3.79992                         
         476626.08    3774824.36        3.76008                      476646.08    
3774824.36        3.71158                         
         476666.08    3774824.36        3.65304                      476686.08    
3774824.36        3.58787                         
         476706.08    3774824.36        3.51875                      476726.08    
3774824.36        3.44466                         
         476746.08    3774824.36        3.36571                      476766.08    
3774824.36        3.28176                         
         476786.08    3774824.36        3.19803                      476806.08    
3774824.36        3.11346                         
         476826.08    3774824.36        3.02823                      476846.08    
3774824.36        2.94295                         
         476866.08    3774824.36        2.85816                      476886.08    
3774824.36        2.77431                         
         476906.08    3774824.36        2.69178                      476926.08    
3774824.36        2.61021                         
         476946.08    3774824.36        2.52905                      476966.08    
3774824.36        2.45184                         
         476986.08    3774824.36        2.37725                      477006.08    
3774824.36        2.30498                         
         477026.08    3774824.36        2.23354                      477046.08    
3774824.36        2.16482                         
         477066.08    3774824.36        2.10001                      477086.08    
3774824.36        2.03766                         
         477106.08    3774824.36        1.97774                      477126.08    
3774824.36        1.92023                         
         477146.08    3774824.36        1.60051                      477166.08    
3774824.36        1.53854                         
         477186.08    3774824.36        1.49750                      477206.08    



3774824.36        1.45951                         
         477226.08    3774824.36        1.42357                      477246.08    
3774824.36        1.38917                         
         477266.08    3774824.36        1.33763                      477286.08    
3774824.36        1.29193                         
         477306.08    3774824.36        1.26179                      477326.08    
3774824.36        1.23395                         
         477346.08    3774824.36        1.20763                      477366.08    
3774824.36        1.18246                         
         477386.08    3774824.36        1.15838                      477406.08    
3774824.36        1.13534                         
         477426.08    3774824.36        1.11328                      477446.08    
3774824.36        1.07888                         
         477466.08    3774824.36        1.04864                      477486.08    
3774824.36        1.03008                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 108
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774824.36        1.01229                      477526.08    
3774824.36        0.99523                         
         475946.08    3774844.36        1.77528                      475966.08    
3774844.36        1.83304                         
         475986.08    3774844.36        1.89291                      476006.08    
3774844.36        1.95488                         
         476026.08    3774844.36        2.01998                      476046.08    
3774844.36        2.08941                         
         476066.08    3774844.36        2.15838                      476086.08    
3774844.36        2.22877                         
         476106.08    3774844.36        2.30101                      476126.08    
3774844.36        2.37495                         



         476146.08    3774844.36        2.45041                      476166.08    
3774844.36        2.52719                         
         476186.08    3774844.36        2.60500                      476206.08    
3774844.36        2.68495                         
         476226.08    3774844.36        2.76826                      476246.08    
3774844.36        2.84808                         
         476266.08    3774844.36        2.92660                      476286.08    
3774844.36        3.00397                         
         476306.08    3774844.36        3.08181                      476326.08    
3774844.36        3.15740                         
         476346.08    3774844.36        3.22918                      476366.08    
3774844.36        3.29582                         
         476386.08    3774844.36        3.35747                      476406.08    
3774844.36        3.41364                         
         476426.08    3774844.36        3.46355                      476446.08    
3774844.36        3.50783                         
         476466.08    3774844.36        3.54683                      476486.08    
3774844.36        3.57454                         
         476506.08    3774844.36        3.59303                      476526.08    
3774844.36        3.60254                         
         476546.08    3774844.36        3.60293                      476566.08    
3774844.36        3.59502                         
         476586.08    3774844.36        3.57666                      476606.08    
3774844.36        3.54994                         
         476626.08    3774844.36        3.51506                      476646.08    
3774844.36        3.47162                         
         476666.08    3774844.36        3.42169                      476686.08    
3774844.36        3.36604                         
         476706.08    3774844.36        3.30572                      476726.08    
3774844.36        3.24084                         
         476746.08    3774844.36        3.17143                      476766.08    
3774844.36        3.09731                         
         476786.08    3774844.36        3.02313                      476806.08    
3774844.36        2.94792                         
         476826.08    3774844.36        2.87181                      476846.08    
3774844.36        2.79537                         
         476866.08    3774844.36        2.71908                      476886.08    
3774844.36        2.64335                         
         476906.08    3774844.36        2.56853                      476926.08    
3774844.36        2.49431                         
         476946.08    3774844.36        2.42017                      476966.08    
3774844.36        2.34941                         
         476986.08    3774844.36        2.28081                      477006.08    
3774844.36        2.21412                         
         477026.08    3774844.36        2.14795                      477046.08    
3774844.36        2.08409                         
         477066.08    3774844.36        2.02367                      477086.08    
3774844.36        1.96536                         
         477106.08    3774844.36        1.90915                      477126.08    
3774844.36        1.85504                         



         477146.08    3774844.36        1.54176                      477166.08    
3774844.36        1.48172                         
         477186.08    3774844.36        1.44454                      477206.08    
3774844.36        1.40884                         
         477226.08    3774844.36        1.37458                      477246.08    
3774844.36        1.34170                         
         477266.08    3774844.36        1.29082                      477286.08    
3774844.36        1.24598                         
         477306.08    3774844.36        1.21829                      477326.08    
3774844.36        1.19175                         
         477346.08    3774844.36        1.16633                      477366.08    
3774844.36        1.14196                         
         477386.08    3774844.36        1.11861                      477406.08    
3774844.36        1.09623                         
         477426.08    3774844.36        1.07478                      477446.08    
3774844.36        1.04109                         
         477466.08    3774844.36        1.01145                      477486.08    
3774844.36        0.99334                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 109
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774844.36        0.97596                      477526.08    
3774844.36        0.95927                         
         475946.08    3774864.36        1.72411                      475966.08    
3774864.36        1.77822                         
         475986.08    3774864.36        1.83415                      476006.08    
3774864.36        1.89189                         
         476026.08    3774864.36        1.95238                      476046.08    
3774864.36        2.01674                         
         476066.08    3774864.36        2.08045                      476086.08    



3774864.36        2.14526                         
         476106.08    3774864.36        2.21156                      476126.08    
3774864.36        2.27920                         
         476146.08    3774864.36        2.34802                      476166.08    
3774864.36        2.41780                         
         476186.08    3774864.36        2.48828                      476206.08    
3774864.36        2.56047                         
         476226.08    3774864.36        2.63548                      476246.08    
3774864.36        2.70703                         
         476266.08    3774864.36        2.77715                      476286.08    
3774864.36        2.84600                         
         476306.08    3774864.36        2.91629                      476326.08    
3774864.36        2.98357                         
         476346.08    3774864.36        3.04547                      476366.08    
3774864.36        3.10373                         
         476386.08    3774864.36        3.15770                      476406.08    
3774864.36        3.20674                         
         476426.08    3774864.36        3.25020                      476446.08    
3774864.36        3.28870                         
         476466.08    3774864.36        3.32260                      476486.08    
3774864.36        3.34659                         
         476506.08    3774864.36        3.36257                      476526.08    
3774864.36        3.37078                         
         476546.08    3774864.36        3.37109                      476566.08    
3774864.36        3.36425                         
         476586.08    3774864.36        3.34833                      476606.08    
3774864.36        3.32515                         
         476626.08    3774864.36        3.29459                      476646.08    
3774864.36        3.25581                         
         476666.08    3774864.36        3.21285                      476686.08    
3774864.36        3.16484                         
         476706.08    3774864.36        3.11198                      476726.08    
3774864.36        3.05493                         
         476746.08    3774864.36        2.99369                      476766.08    
3774864.36        2.92803                         
         476786.08    3774864.36        2.86211                      476806.08    
3774864.36        2.79504                         
         476826.08    3774864.36        2.72692                      476846.08    
3774864.36        2.65825                         
         476866.08    3774864.36        2.58947                      476886.08    
3774864.36        2.52096                         
         476906.08    3774864.36        2.45305                      476926.08    
3774864.36        2.38543                         
         476946.08    3774864.36        2.31766                      476966.08    
3774864.36        2.25277                         
         476986.08    3774864.36        2.18966                      477006.08    
3774864.36        2.12811                         
         477026.08    3774864.36        2.06684                      477046.08    
3774864.36        2.00753                         
         477066.08    3774864.36        1.95124                      477086.08    



3774864.36        1.89675                         
         477106.08    3774864.36        1.84394                      477126.08    
3774864.36        1.66691                         
         477146.08    3774864.36        1.48236                      477166.08    
3774864.36        1.43047                         
         477186.08    3774864.36        1.39528                      477206.08    
3774864.36        1.36140                         
         477226.08    3774864.36        1.32879                      477246.08    
3774864.36        1.29744                         
         477266.08    3774864.36        1.24828                      477286.08    
3774864.36        1.20492                         
         477306.08    3774864.36        1.17833                      477326.08    
3774864.36        1.15279                         
         477346.08    3774864.36        1.12828                      477366.08    
3774864.36        1.10474                         
         477386.08    3774864.36        1.08214                      477406.08    
3774864.36        1.06045                         
         477426.08    3774864.36        1.03963                      477446.08    
3774864.36        1.00665                         
         477466.08    3774864.36        0.97763                      477486.08    
3774864.36        0.95998                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 110
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774864.36        0.94301                      477526.08    
3774864.36        0.92671                         
         475946.08    3774884.36        1.67429                      475966.08    
3774884.36        1.72496                         
         475986.08    3774884.36        1.77719                      476006.08    
3774884.36        1.83098                         



         476026.08    3774884.36        1.88720                      476046.08    
3774884.36        1.94687                         
         476066.08    3774884.36        2.00573                      476086.08    
3774884.36        2.06543                         
         476106.08    3774884.36        2.12632                      476126.08    
3774884.36        2.18826                         
         476146.08    3774884.36        2.25108                      476166.08    
3774884.36        2.31458                         
         476186.08    3774884.36        2.37851                      476206.08    
3774884.36        2.44381                         
         476226.08    3774884.36        2.51148                      476246.08    
3774884.36        2.57576                         
         476266.08    3774884.36        2.63854                      476286.08    
3774884.36        2.69999                         
         476306.08    3774884.36        2.76258                      476326.08    
3774884.36        2.82230                         
         476346.08    3774884.36        2.87702                      476366.08    
3774884.36        2.92838                         
         476386.08    3774884.36        2.97583                      476406.08    
3774884.36        3.01883                         
         476426.08    3774884.36        3.05685                      476446.08    
3774884.36        3.09050                         
         476466.08    3774884.36        3.12011                      476486.08    
3774884.36        3.14100                         
         476506.08    3774884.36        3.15488                      476526.08    
3774884.36        3.16200                         
         476546.08    3774884.36        3.16225                      476566.08    
3774884.36        3.15630                         
         476586.08    3774884.36        3.14242                      476606.08    
3774884.36        3.12221                         
         476626.08    3774884.36        3.09553                      476646.08    
3774884.36        3.06158                         
         476666.08    3774884.36        3.02394                      476686.08    
3774884.36        2.98180                         
         476706.08    3774884.36        2.93527                      476726.08    
3774884.36        2.88492                         
         476746.08    3774884.36        2.83070                      476766.08    
3774884.36        2.77234                         
         476786.08    3774884.36        2.71360                      476806.08    
3774884.36        2.65362                         
         476826.08    3774884.36        2.59251                      476846.08    
3774884.36        2.53069                         
         476866.08    3774884.36        2.46857                      476886.08    
3774884.36        2.40649                         
         476906.08    3774884.36        2.34475                      476926.08    
3774884.36        2.28308                         
         476946.08    3774884.36        2.22107                      476966.08    
3774884.36        2.16152                         
         476986.08    3774884.36        2.10344                      477006.08    
3774884.36        2.04662                         



         477026.08    3774884.36        1.98988                      477046.08    
3774884.36        1.93480                         
         477066.08    3774884.36        1.88238                      477086.08    
3774884.36        1.83149                         
         477106.08    3774884.36        1.71826                      477126.08    
3774884.36        1.46033                         
         477146.08    3774884.36        1.41784                      477166.08    
3774884.36        1.38210                         
         477186.08    3774884.36        1.34884                      477206.08    
3774884.36        1.31672                         
         477226.08    3774884.36        1.28575                      477246.08    
3774884.36        1.25589                         
         477266.08    3774884.36        1.20844                      477286.08    
3774884.36        1.16656                         
         477306.08    3774884.36        1.14107                      477326.08    
3774884.36        1.11655                         
         477346.08    3774884.36        1.09295                      477366.08    
3774884.36        1.07026                         
         477386.08    3774884.36        1.04844                      477406.08    
3774884.36        1.02745                         
         477426.08    3774884.36        1.00727                      477446.08    
3774884.36        0.97503                         
         477466.08    3774884.36        0.94665                      477486.08    
3774884.36        0.92946                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 111
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774884.36        0.91293                      477526.08    
3774884.36        0.89702                         
         475946.08    3774904.36        1.62584                      475966.08    



3774904.36        1.67327                         
         475986.08    3774904.36        1.72205                      476006.08    
3774904.36        1.77216                         
         476026.08    3774904.36        1.82441                      476046.08    
3774904.36        1.87975                         
         476066.08    3774904.36        1.93416                      476086.08    
3774904.36        1.98918                         
         476106.08    3774904.36        2.04515                      476126.08    
3774904.36        2.10192                         
         476146.08    3774904.36        2.15933                      476166.08    
3774904.36        2.21719                         
         476186.08    3774904.36        2.27527                      476206.08    
3774904.36        2.33444                         
         476226.08    3774904.36        2.39562                      476246.08    
3774904.36        2.45350                         
         476266.08    3774904.36        2.50985                      476286.08    
3774904.36        2.56484                         
         476306.08    3774904.36        2.62074                      476326.08    
3774904.36        2.67390                         
         476346.08    3774904.36        2.72245                      476366.08    
3774904.36        2.76790                         
         476386.08    3774904.36        2.80978                      476406.08    
3774904.36        2.84764                         
         476426.08    3774904.36        2.88252                      476446.08    
3774904.36        2.91253                         
         476466.08    3774904.36        2.93682                      476486.08    
3774904.36        2.95486                         
         476506.08    3774904.36        2.96699                      476526.08    
3774904.36        2.97319                         
         476546.08    3774904.36        2.97339                      476566.08    
3774904.36        2.96819                         
         476586.08    3774904.36        2.95602                      476606.08    
3774904.36        2.93831                         
         476626.08    3774904.36        2.91491                      476646.08    
3774904.36        2.88505                         
         476666.08    3774904.36        2.85194                      476686.08    
3774904.36        2.81479                         
         476706.08    3774904.36        2.77368                      476726.08    
3774904.36        2.72908                         
         476746.08    3774904.36        2.68090                      476766.08    
3774904.36        2.62888                         
         476786.08    3774904.36        2.57637                      476806.08    
3774904.36        2.52261                         
         476826.08    3774904.36        2.46765                      476846.08    
3774904.36        2.41189                         
         476866.08    3774904.36        2.35568                      476886.08    
3774904.36        2.29932                         
         476906.08    3774904.36        2.24232                      476926.08    
3774904.36        2.18563                         
         476946.08    3774904.36        2.12981                      476966.08    



3774904.36        2.07530                         
         476986.08    3774904.36        2.02150                      477006.08    
3774904.36        1.96810                         
         477026.08    3774904.36        1.91612                      477046.08    
3774904.36        1.86561                         
         477066.08    3774904.36        1.81680                      477086.08    
3774904.36        1.76929                         
         477106.08    3774904.36        1.59839                      477126.08    
3774904.36        1.40793                         
         477146.08    3774904.36        1.36872                      477166.08    
3774904.36        1.33628                         
         477186.08    3774904.36        1.30487                      477206.08    
3774904.36        1.26193                         
         477226.08    3774904.36        1.22328                      477246.08    
3774904.36        1.19563                         
         477266.08    3774904.36        1.16171                      477286.08    
3774904.36        1.13052                         
         477306.08    3774904.36        1.10612                      477326.08    
3774904.36        1.08260                         
         477346.08    3774904.36        1.05993                      477366.08    
3774904.36        1.03809                         
         477386.08    3774904.36        1.01705                      477406.08    
3774904.36        0.99678                         
         477426.08    3774904.36        0.97726                      477446.08    
3774904.36        0.94577                         
         477466.08    3774904.36        0.91804                      477486.08    
3774904.36        0.90134                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 112
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -



         477506.08    3774904.36        0.88525                      477526.08    
3774904.36        0.86975                         
         475946.08    3774924.36        1.57877                      475966.08    
3774924.36        1.62317                         
         475986.08    3774924.36        1.66873                      476006.08    
3774924.36        1.71542                         
         476026.08    3774924.36        1.76399                      476046.08    
3774924.36        1.81534                         
         476066.08    3774924.36        1.86566                      476086.08    
3774924.36        1.91641                         
         476106.08    3774924.36        1.96789                      476126.08    
3774924.36        2.01998                         
         476146.08    3774924.36        2.07251                      476166.08    
3774924.36        2.12530                         
         476186.08    3774924.36        2.17815                      476206.08    
3774924.36        2.23186                         
         476226.08    3774924.36        2.28727                      476246.08    
3774924.36        2.33950                         
         476266.08    3774924.36        2.39020                      476286.08    
3774924.36        2.43953                         
         476306.08    3774924.36        2.48961                      476326.08    
3774924.36        2.53709                         
         476346.08    3774924.36        2.58031                      476366.08    
3774924.36        2.62066                         
         476386.08    3774924.36        2.65776                      476406.08    
3774924.36        2.69124                         
         476426.08    3774924.36        2.72280                      476446.08    
3774924.36        2.74945                         
         476466.08    3774924.36        2.77004                      476486.08    
3774924.36        2.78575                         
         476506.08    3774924.36        2.79638                      476526.08    
3774924.36        2.80182                         
         476546.08    3774924.36        2.80239                      476566.08    
3774924.36        2.79746                         
         476586.08    3774924.36        2.78663                      476606.08    
3774924.36        2.77111                         
         476626.08    3774924.36        2.75048                      476646.08    
3774924.36        2.72412                         
         476666.08    3774924.36        2.69486                      476686.08    
3774924.36        2.66198                         
         476706.08    3774924.36        2.62552                      476726.08    
3774924.36        2.58587                         
         476746.08    3774924.36        2.54293                      476766.08    
3774924.36        2.49641                         
         476786.08    3774924.36        2.44936                      476806.08    
3774924.36        2.40105                         
         476826.08    3774924.36        2.35151                      476846.08    
3774924.36        2.30111                         
         476866.08    3774924.36        2.25014                      476886.08    
3774924.36        2.19891                         



         476906.08    3774924.36        2.14643                      476926.08    
3774924.36        2.09434                         
         476946.08    3774924.36        2.04378                      476966.08    
3774924.36        1.99377                         
         476986.08    3774924.36        1.94401                      477006.08    
3774924.36        1.89405                         
         477026.08    3774924.36        1.84625                      477046.08    
3774924.36        1.79975                         
         477066.08    3774924.36        1.75430                      477086.08    
3774924.36        1.70994                         
         477106.08    3774924.36        1.54491                      477126.08    
3774924.36        1.36033                         
         477146.08    3774924.36        1.32330                      477166.08    
3774924.36        1.29276                         
         477186.08    3774924.36        1.26312                      477206.08    
3774924.36        1.21446                         
         477226.08    3774924.36        1.17138                      477246.08    
3774924.36        1.14557                         
         477266.08    3774924.36        1.12061                      477286.08    
3774924.36        1.09647                         
         477306.08    3774924.36        1.07315                      477326.08    
3774924.36        1.05063                         
         477346.08    3774924.36        1.02889                      477366.08    
3774924.36        1.00790                         
         477386.08    3774924.36        0.98764                      477406.08    
3774924.36        0.96658                         
         477426.08    3774924.36        0.94342                      477446.08    
3774924.36        0.91579                         
         477466.08    3774924.36        0.89144                      477486.08    
3774924.36        0.87524                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 113
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   



Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774924.36        0.85962                      477526.08    
3774924.36        0.84454                         
         475946.08    3774944.36        1.53311                      475966.08    
3774944.36        1.57467                         
         475986.08    3774944.36        1.61722                      476006.08    
3774944.36        1.66073                         
         476026.08    3774944.36        1.70591                      476046.08    
3774944.36        1.75357                         
         476066.08    3774944.36        1.80014                      476086.08    
3774944.36        1.84698                         
         476106.08    3774944.36        1.89438                      476126.08    
3774944.36        1.94222                         
         476146.08    3774944.36        1.99034                      476166.08    
3774944.36        2.03858                         
         476186.08    3774944.36        2.08675                      476206.08    
3774944.36        2.13558                         
         476226.08    3774944.36        2.18587                      476246.08    
3774944.36        2.23310                         
         476266.08    3774944.36        2.27882                      476286.08    
3774944.36        2.32320                         
         476306.08    3774944.36        2.36818                      476326.08    
3774944.36        2.41071                         
         476346.08    3774944.36        2.44930                      476366.08    
3774944.36        2.48525                         
         476386.08    3774944.36        2.51824                      476406.08    
3774944.36        2.54795                         
         476426.08    3774944.36        2.57596                      476446.08    
3774944.36        2.59956                         
         476466.08    3774944.36        2.61774                      476486.08    
3774944.36        2.63160                         
         476506.08    3774944.36        2.64097                      476526.08    
3774944.36        2.64575                         
         476546.08    3774944.36        2.64638                      476566.08    
3774944.36        2.64129                         
         476586.08    3774944.36        2.63213                      476606.08    
3774944.36        2.61859                         
         476626.08    3774944.36        2.60033                      476646.08    
3774944.36        2.57696                         
         476666.08    3774944.36        2.55100                      476686.08    
3774944.36        2.52179                         
         476706.08    3774944.36        2.48935                      476726.08    
3774944.36        2.45399                         
         476746.08    3774944.36        2.41559                      476766.08    
3774944.36        2.37388                         
         476786.08    3774944.36        2.33160                      476806.08    
3774944.36        2.28808                         
         476826.08    3774944.36        2.24333                      476846.08    



3774944.36        2.19768                         
         476866.08    3774944.36        2.15139                      476886.08    
3774944.36        2.10472                         
         476906.08    3774944.36        2.05679                      476926.08    
3774944.36        2.00908                         
         476946.08    3774944.36        1.96267                      476966.08    
3774944.36        1.91665                         
         476986.08    3774944.36        1.87074                      477006.08    
3774944.36        1.82452                         
         477026.08    3774944.36        1.78021                      477046.08    
3774944.36        1.73700                         
         477066.08    3774944.36        1.69466                      477086.08    
3774944.36        1.65326                         
         477106.08    3774944.36        1.49390                      477126.08    
3774944.36        1.31503                         
         477146.08    3774944.36        1.28008                      477166.08    
3774944.36        1.25134                         
         477186.08    3774944.36        1.22338                      477206.08    
3774944.36        1.17675                         
         477226.08    3774944.36        1.13544                      477246.08    
3774944.36        1.11094                         
         477266.08    3774944.36        1.08719                      477286.08    
3774944.36        1.06419                         
         477306.08    3774944.36        1.04192                      477326.08    
3774944.36        1.02038                         
         477346.08    3774944.36        0.99954                      477366.08    
3774944.36        0.97940                         
         477386.08    3774944.36        0.95992                      477406.08    
3774944.36        0.93640                         
         477426.08    3774944.36        0.90366                      477446.08    
3774944.36        0.88343                         
         477466.08    3774944.36        0.86655                      477486.08    
3774944.36        0.85086                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 114
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      



                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774944.36        0.83571                      477526.08    
3774944.36        0.82107                         
         475946.08    3774964.36        1.48884                      475966.08    
3774964.36        1.52775                         
         475986.08    3774964.36        1.56751                      476006.08    
3774964.36        1.60807                         
         476026.08    3774964.36        1.65010                      476046.08    
3774964.36        1.69437                         
         476066.08    3774964.36        1.73749                      476086.08    
3774964.36        1.78077                         
         476106.08    3774964.36        1.82446                      476126.08    
3774964.36        1.86844                         
         476146.08    3774964.36        1.91258                      476166.08    
3774964.36        1.95672                         
         476186.08    3774964.36        2.00068                      476206.08    
3774964.36        2.04517                         
         476226.08    3774964.36        2.09089                      476246.08    
3774964.36        2.13369                         
         476266.08    3774964.36        2.17502                      476286.08    
3774964.36        2.21504                         
         476306.08    3774964.36        2.25554                      476326.08    
3774964.36        2.29375                         
         476346.08    3774964.36        2.32831                      476366.08    
3774964.36        2.36045                         
         476386.08    3774964.36        2.38988                      476406.08    
3774964.36        2.41633                         
         476426.08    3774964.36        2.44127                      476446.08    
3774964.36        2.46226                         
         476466.08    3774964.36        2.47838                      476486.08    
3774964.36        2.49065                         
         476506.08    3774964.36        2.49894                      476526.08    
3774964.36        2.50316                         
         476546.08    3774964.36        2.50371                      476566.08    
3774964.36        2.49910                         
         476586.08    3774964.36        2.49105                      476606.08    
3774964.36        2.47905                         
         476626.08    3774964.36        2.46283                      476646.08    
3774964.36        2.44202                         
         476666.08    3774964.36        2.41891                      476686.08    
3774964.36        2.39287                         
         476706.08    3774964.36        2.36390                      476726.08    
3774964.36        2.33226                         
         476746.08    3774964.36        2.29783                      476766.08    
3774964.36        2.26033                         



         476786.08    3774964.36        2.22224                      476806.08    
3774964.36        2.18294                         
         476826.08    3774964.36        2.14244                      476846.08    
3774964.36        2.10100                         
         476866.08    3774964.36        2.05888                      476886.08    
3774964.36        2.01631                         
         476906.08    3774964.36        1.97246                      476926.08    
3774964.36        1.92871                         
         476946.08    3774964.36        1.88606                      476966.08    
3774964.36        1.84300                         
         476986.08    3774964.36        1.80029                      477006.08    
3774964.36        1.75831                         
         477026.08    3774964.36        1.71736                      477046.08    
3774964.36        1.67719                         
         477066.08    3774964.36        1.63774                      477086.08    
3774964.36        1.35359                         
         477106.08    3774964.36        1.30800                      477126.08    
3774964.36        1.26861                         
         477146.08    3774964.36        1.23888                      477166.08    
3774964.36        1.21183                         
         477186.08    3774964.36        1.18547                      477206.08    
3774964.36        1.14081                         
         477226.08    3774964.36        1.10122                      477246.08    
3774964.36        1.07796                         
         477266.08    3774964.36        1.05538                      477286.08    
3774964.36        1.03347                         
         477306.08    3774964.36        1.01223                      477326.08    
3774964.36        0.99164                         
         477346.08    3774964.36        0.97169                      477366.08    
3774964.36        0.95238                         
         477386.08    3774964.36        0.93368                      477406.08    
3774964.36        0.91045                         
         477426.08    3774964.36        0.87792                      477446.08    
3774964.36        0.85880                         
         477466.08    3774964.36        0.84312                      477486.08    
3774964.36        0.82796                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 115
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 



***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774964.36        0.81329                      477526.08    
3774964.36        0.79910                         
         475946.08    3774984.36        1.44598                      475966.08    
3774984.36        1.48241                         
         475986.08    3774984.36        1.51956                      476006.08    
3774984.36        1.55739                         
         476026.08    3774984.36        1.59651                      476046.08    
3774984.36        1.63766                         
         476066.08    3774984.36        1.67762                      476086.08    
3774984.36        1.71763                         
         476106.08    3774984.36        1.75794                      476126.08    
3774984.36        1.79843                         
         476146.08    3774984.36        1.83896                      476166.08    
3774984.36        1.87941                         
         476186.08    3774984.36        1.92017                      476206.08    
3774984.36        1.96098                         
         476226.08    3774984.36        2.00195                      476246.08    
3774984.36        2.04071                         
         476266.08    3774984.36        2.07836                      476286.08    
3774984.36        2.11517                         
         476306.08    3774984.36        2.15130                      476326.08    
3774984.36        2.18530                         
         476346.08    3774984.36        2.21635                      476366.08    
3774984.36        2.24516                         
         476386.08    3774984.36        2.27168                      476406.08    
3774984.36        2.29586                         
         476426.08    3774984.36        2.31775                      476446.08    
3774984.36        2.33615                         
         476466.08    3774984.36        2.35050                      476486.08    
3774984.36        2.36141                         
         476506.08    3774984.36        2.36890                      476526.08    
3774984.36        2.37293                         
         476546.08    3774984.36        2.37296                      476566.08    
3774984.36        2.36887                         
         476586.08    3774984.36        2.36171                      476606.08    
3774984.36        2.35075                         
         476626.08    3774984.36        2.33617                      476646.08    
3774984.36        2.31790                         
         476666.08    3774984.36        2.29732                      476686.08    
3774984.36        2.27403                         
         476706.08    3774984.36        2.24807                      476726.08    



3774984.36        2.21940                         
         476746.08    3774984.36        2.18832                      476766.08    
3774984.36        2.15485                         
         476786.08    3774984.36        2.12051                      476806.08    
3774984.36        2.08495                         
         476826.08    3774984.36        2.04820                      476846.08    
3774984.36        2.01052                         
         476866.08    3774984.36        1.97162                      476886.08    
3774984.36        1.93275                         
         476906.08    3774984.36        1.89284                      476926.08    
3774984.36        1.85289                         
         476946.08    3774984.36        1.81364                      476966.08    
3774984.36        1.77351                         
         476986.08    3774984.36        1.73381                      477006.08    
3774984.36        1.69544                         
         477026.08    3774984.36        1.65753                      477046.08    
3774984.36        1.62016                         
         477066.08    3774984.36        1.58339                      477086.08    
3774984.36        1.29875                         
         477106.08    3774984.36        1.25213                      477126.08    
3774984.36        1.22557                         
         477146.08    3774984.36        1.19955                      477166.08    
3774984.36        1.17411                         
         477186.08    3774984.36        1.14926                      477206.08    
3774984.36        1.10648                         
         477226.08    3774984.36        1.06854                      477246.08    
3774984.36        1.04649                         
         477266.08    3774984.36        1.02503                      477286.08    
3774984.36        1.00418                         
         477306.08    3774984.36        0.98392                      477326.08    
3774984.36        0.96426                         
         477346.08    3774984.36        0.94518                      477366.08    
3774984.36        0.92668                         
         477386.08    3774984.36        0.90873                      477406.08    
3774984.36        0.88628                         
         477426.08    3774984.36        0.85459                      477446.08    
3774984.36        0.83611                         
         477466.08    3774984.36        0.82098                      477486.08    
3774984.36        0.80633                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   



, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774984.36        0.79214                      477526.08    
3774984.36        0.77840                         
         475946.08    3775004.36        1.40450                      475966.08    
3775004.36        1.43862                         
         475986.08    3775004.36        1.47335                      476006.08    
3775004.36        1.50864                         
         476026.08    3775004.36        1.54509                      476046.08    
3775004.36        1.58335                         
         476066.08    3775004.36        1.62042                      476086.08    
3775004.36        1.65745                         
         476106.08    3775004.36        1.69467                      476126.08    
3775004.36        1.73198                         
         476146.08    3775004.36        1.76926                      476166.08    
3775004.36        1.80637                         
         476186.08    3775004.36        1.84491                      476206.08    
3775004.36        1.88270                         
         476226.08    3775004.36        1.91863                      476246.08    
3775004.36        1.95365                         
         476266.08    3775004.36        1.98827                      476286.08    
3775004.36        2.02288                         
         476306.08    3775004.36        2.05470                      476326.08    
3775004.36        2.08458                         
         476346.08    3775004.36        2.11254                      476366.08    
3775004.36        2.13844                         
         476386.08    3775004.36        2.16263                      476406.08    
3775004.36        2.18530                         
         476426.08    3775004.36        2.20419                      476446.08    
3775004.36        2.22002                         
         476466.08    3775004.36        2.23284                      476486.08    
3775004.36        2.24257                         
         476506.08    3775004.36        2.24948                      476526.08    
3775004.36        2.25262                         
         476546.08    3775004.36        2.25244                      476566.08    
3775004.36        2.24920                         
         476586.08    3775004.36        2.24279                      476606.08    
3775004.36        2.23239                         
         476626.08    3775004.36        2.21901                      476646.08    
3775004.36        2.20343                         



         476666.08    3775004.36        2.18512                      476686.08    
3775004.36        2.16423                         
         476706.08    3775004.36        2.14091                      476726.08    
3775004.36        2.11445                         
         476746.08    3775004.36        2.08606                      476766.08    
3775004.36        2.05666                         
         476786.08    3775004.36        2.02574                      476806.08    
3775004.36        1.99348                         
         476826.08    3775004.36        1.96008                      476846.08    
3775004.36        1.92576                         
         476866.08    3775004.36        1.88896                      476886.08    
3775004.36        1.85343                         
         476906.08    3775004.36        1.81747                      476926.08    
3775004.36        1.78131                         
         476946.08    3775004.36        1.74514                      476966.08    
3775004.36        1.70808                         
         476986.08    3775004.36        1.67134                      477006.08    
3775004.36        1.63576                         
         477026.08    3775004.36        1.60054                      477046.08    
3775004.36        1.56575                         
         477066.08    3775004.36        1.53146                      477086.08    
3775004.36        1.25560                         
         477106.08    3775004.36        1.21131                      477126.08    
3775004.36        1.18641                         
         477146.08    3775004.36        1.16198                      477166.08    
3775004.36        1.13805                         
         477186.08    3775004.36        1.11462                      477206.08    
3775004.36        1.07365                         
         477226.08    3775004.36        1.03731                      477246.08    
3775004.36        1.01639                         
         477266.08    3775004.36        0.99602                      477286.08    
3775004.36        0.97617                         
         477306.08    3775004.36        0.95687                      477326.08    
3775004.36        0.93810                         
         477346.08    3775004.36        0.91986                      477366.08    
3775004.36        0.90215                         
         477386.08    3775004.36        0.88495                      477406.08    
3775004.36        0.86325                         
         477426.08    3775004.36        0.83241                      477446.08    
3775004.36        0.81454                         
         477466.08    3775004.36        0.79996                      477486.08    
3775004.36        0.78582                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3775004.36        0.77211                      477526.08    
3775004.36        0.75882                         
         475946.08    3775024.36        1.36438                      475966.08    
3775024.36        1.39636                         
         475986.08    3775024.36        1.42884                      476006.08    
3775024.36        1.46270                         
         476026.08    3775024.36        1.49707                      476046.08    
3775024.36        1.53154                         
         476066.08    3775024.36        1.56577                      476086.08    
3775024.36        1.60007                         
         476106.08    3775024.36        1.63448                      476126.08    
3775024.36        1.66891                         
         476146.08    3775024.36        1.70323                      476166.08    
3775024.36        1.73733                         
         476186.08    3775024.36        1.77279                      476206.08    
3775024.36        1.80744                         
         476226.08    3775024.36        1.84015                      476246.08    
3775024.36        1.87204                         
         476266.08    3775024.36        1.90357                      476286.08    
3775024.36        1.93514                         
         476306.08    3775024.36        1.96391                      476326.08    
3775024.36        1.99086                         
         476346.08    3775024.36        2.01611                      476366.08    
3775024.36        2.03947                         
         476386.08    3775024.36        2.06128                      476406.08    
3775024.36        2.08178                         
         476426.08    3775024.36        2.09868                                     
                                               
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476426.08    3773784.36        3.17659                      476446.08    
3773784.36        3.17162                         
         476466.08    3773784.36        3.16244                      476486.08    
3773784.36        3.14899                         
         476506.08    3773784.36        3.13238                      476526.08    
3773784.36        3.11340                         
         476546.08    3773784.36        3.08778                      475526.08    
3773804.36        1.46655                         
         475546.08    3773804.36        1.50861                      475566.08    
3773804.36        1.55010                         
         475586.08    3773804.36        1.59525                      475606.08    
3773804.36        1.64129                         
         475626.08    3773804.36        1.68656                      475646.08    
3773804.36        1.73328                         
         475666.08    3773804.36        1.78118                      475686.08    
3773804.36        1.83012                         
         475706.08    3773804.36        1.88021                      475726.08    
3773804.36        1.93139                         
         475746.08    3773804.36        1.98361                      475766.08    
3773804.36        2.03679                         
         475786.08    3773804.36        2.09239                      475806.08    
3773804.36        2.15229                         
         475826.08    3773804.36        2.20890                      475846.08    
3773804.36        2.26513                         
         475866.08    3773804.36        2.32166                      475886.08    
3773804.36        2.37834                         
         475906.08    3773804.36        2.43495                      475926.08    
3773804.36        2.49130                         
         475946.08    3773804.36        2.54717                      475966.08    
3773804.36        2.60262                         
         475986.08    3773804.36        2.65768                      476006.08    
3773804.36        2.72129                         
         476426.08    3773804.36        3.38119                      476446.08    
3773804.36        3.37623                         



         476466.08    3773804.36        3.36650                      476486.08    
3773804.36        3.35190                         
         476506.08    3773804.36        3.33367                      476526.08    
3773804.36        3.31267                         
         476546.08    3773804.36        3.28417                      476566.08    
3773804.36        3.25068                         
         476586.08    3773804.36        3.21291                      476606.08    
3773804.36        3.17111                         
         476626.08    3773804.36        3.12554                      476646.08    
3773804.36        3.07515                         
         476666.08    3773804.36        3.02264                      476686.08    
3773804.36        2.96771                         
         476706.08    3773804.36        2.91032                      476726.08    
3773804.36        2.85084                         
         476746.08    3773804.36        2.78963                      476766.08    
3773804.36        2.72704                         
         476786.08    3773804.36        2.66237                      476846.08    
3773804.36        2.46990                         
         476866.08    3773804.36        2.40680                      476886.08    
3773804.36        2.34455                         
         476906.08    3773804.36        2.28342                      476926.08    
3773804.36        2.22319                         
         476946.08    3773804.36        2.16346                      476966.08    
3773804.36        2.10671                         
         476986.08    3773804.36        2.05205                      477006.08    
3773804.36        1.99930                         
         477026.08    3773804.36        1.94852                      477046.08    
3773804.36        1.89973                         
         475526.08    3773824.36        1.48249                      475546.08    
3773824.36        1.52557                         
         475566.08    3773824.36        1.57057                      475586.08    
3773824.36        1.61656                         
         475606.08    3773824.36        1.66352                      475626.08    
3773824.36        1.71105                         
         475646.08    3773824.36        1.76003                      475666.08    
3773824.36        1.81043                         
         475686.08    3773824.36        1.86226                      475706.08    
3773824.36        1.91549                         
         475726.08    3773824.36        1.97007                      475746.08    
3773824.36        2.02595                         
         475766.08    3773824.36        2.08551                      475786.08    
3773824.36        2.14654                         
         475806.08    3773824.36        2.20818                      475826.08    
3773824.36        2.26920                         
         475846.08    3773824.36        2.33063                      475866.08    
3773824.36        2.39269                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475886.08    3773824.36        2.45816                      475906.08    
3773824.36        2.52242                         
         475926.08    3773824.36        2.58145                      475946.08    
3773824.36        2.64332                         
         475966.08    3773824.36        2.70540                      475986.08    
3773824.36        2.76674                         
         476006.08    3773824.36        2.83564                      476426.08    
3773824.36        3.60755                         
         476446.08    3773824.36        3.60270                      476466.08    
3773824.36        3.59239                         
         476486.08    3773824.36        3.57652                      476506.08    
3773824.36        3.55643                         
         476526.08    3773824.36        3.53312                      476546.08    
3773824.36        3.50127                         
         476566.08    3773824.36        3.46372                      476586.08    
3773824.36        3.42127                         
         476606.08    3773824.36        3.37424                      476626.08    
3773824.36        3.32291                         
         476646.08    3773824.36        3.26619                      476666.08    
3773824.36        3.20709                         
         476686.08    3773824.36        3.14533                      476706.08    
3773824.36        3.08089                         
         476726.08    3773824.36        3.01422                      476746.08    
3773824.36        2.94582                         
         476766.08    3773824.36        2.87614                      476786.08    
3773824.36        2.80508                         
         476846.08    3773824.36        2.59150                      476866.08    
3773824.36        2.52233                         
         476886.08    3773824.36        2.45436                      476906.08    
3773824.36        2.38789                         
         476926.08    3773824.36        2.32296                      476946.08    



3773824.36        2.25952                         
         476966.08    3773824.36        2.19795                      476986.08    
3773824.36        2.13879                         
         477006.08    3773824.36        2.08258                      477026.08    
3773824.36        2.02868                         
         477046.08    3773824.36        1.97707                      477066.08    
3773824.36        1.92776                         
         477086.08    3773824.36        1.87955                      475526.08    
3773844.36        1.49648                         
         475546.08    3773844.36        1.54066                      475566.08    
3773844.36        1.58866                         
         475586.08    3773844.36        1.63573                      475606.08    
3773844.36        1.68384                         
         475626.08    3773844.36        1.73359                      475646.08    
3773844.36        1.78498                         
         475666.08    3773844.36        1.83804                      475686.08    
3773844.36        1.89275                         
         475706.08    3773844.36        1.95012                      475726.08    
3773844.36        2.00900                         
         475746.08    3773844.36        2.06871                      475766.08    
3773844.36        2.13294                         
         475786.08    3773844.36        2.19833                      475806.08    
3773844.36        2.26277                         
         475826.08    3773844.36        2.32850                      475846.08    
3773844.36        2.39591                         
         475866.08    3773844.36        2.46538                      475886.08    
3773844.36        2.53823                         
         475906.08    3773844.36        2.60956                      475926.08    
3773844.36        2.67488                         
         475946.08    3773844.36        2.74397                      475966.08    
3773844.36        2.81383                         
         475986.08    3773844.36        2.88323                      476006.08    
3773844.36        2.95829                         
         476426.08    3773844.36        3.85898                      476446.08    
3773844.36        3.85434                         
         476466.08    3773844.36        3.84345                      476486.08    
3773844.36        3.82615                         
         476506.08    3773844.36        3.80396                      476526.08    
3773844.36        3.77798                         
         476546.08    3773844.36        3.74223                      476566.08    
3773844.36        3.69992                         
         476586.08    3773844.36        3.65198                      476606.08    
3773844.36        3.59880                         
         476626.08    3773844.36        3.54073                      476646.08    
3773844.36        3.47658                         
         476666.08    3773844.36        3.40978                      476686.08    
3773844.36        3.34005                         
         476706.08    3773844.36        3.26742                      476726.08    
3773844.36        3.19245                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           



                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
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                                  PAGE 120
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476746.08    3773844.36        3.11572                      476766.08    
3773844.36        3.03780                         
         476786.08    3773844.36        2.95926                      476846.08    
3773844.36        2.72236                         
         476866.08    3773844.36        2.64648                      476886.08    
3773844.36        2.57225                         
         476906.08    3773844.36        2.49997                      476926.08    
3773844.36        2.42989                         
         476946.08    3773844.36        2.36219                      476966.08    
3773844.36        2.29570                         
         476986.08    3773844.36        2.23202                      477006.08    
3773844.36        2.17222                         
         477026.08    3773844.36        2.11508                      477046.08    
3773844.36        2.06057                         
         477066.08    3773844.36        2.00865                      477086.08    
3773844.36        1.95833                         
         477106.08    3773844.36        1.91046                      475526.08    
3773864.36        1.50824                         
         475546.08    3773864.36        1.55388                      475566.08    
3773864.36        1.60354                         
         475586.08    3773864.36        1.65240                      475606.08    
3773864.36        1.70248                         
         475626.08    3773864.36        1.75438                      475646.08    
3773864.36        1.80815                         
         475666.08    3773864.36        1.86381                      475686.08    
3773864.36        1.92138                         
         475706.08    3773864.36        1.98430                      475726.08    
3773864.36        2.04875                         



         475746.08    3773864.36        2.11246                      475766.08    
3773864.36        2.17836                         
         475786.08    3773864.36        2.24608                      475806.08    
3773864.36        2.31538                         
         475826.08    3773864.36        2.38637                      475846.08    
3773864.36        2.46075                         
         475866.08    3773864.36        2.54049                      475886.08    
3773864.36        2.61757                         
         475906.08    3773864.36        2.69464                      475926.08    
3773864.36        2.77190                         
         475946.08    3773864.36        2.85010                      475966.08    
3773864.36        2.92869                         
         475986.08    3773864.36        3.00724                      476006.08    
3773864.36        3.09186                         
         476026.08    3773864.36        3.17495                      476426.08    
3773864.36        4.13941                         
         476446.08    3773864.36        4.13515                      476466.08    
3773864.36        4.12366                         
         476486.08    3773864.36        4.10477                      476506.08    
3773864.36        4.08016                         
         476526.08    3773864.36        4.05108                      476546.08    
3773864.36        4.01075                         
         476566.08    3773864.36        3.96285                      476586.08    
3773864.36        3.90844                         
         476606.08    3773864.36        3.84800                      476626.08    
3773864.36        3.78198                         
         476646.08    3773864.36        3.70907                      476666.08    
3773864.36        3.63322                         
         476686.08    3773864.36        3.55415                      476706.08    
3773864.36        3.47197                         
         476726.08    3773864.36        3.38735                      476746.08    
3773864.36        3.30100                         
         476766.08    3773864.36        3.21362                      476786.08    
3773864.36        3.12588                         
         476846.08    3773864.36        2.86349                      476866.08    
3773864.36        2.78023                         
         476886.08    3773864.36        2.69916                      476906.08    
3773864.36        2.62062                         
         476926.08    3773864.36        2.54482                      476946.08    
3773864.36        2.47196                         
         476966.08    3773864.36        2.40068                      476986.08    
3773864.36        2.33271                         
         477006.08    3773864.36        2.26918                      477026.08    
3773864.36        2.20870                         
         477046.08    3773864.36        2.15121                      477066.08    
3773864.36        2.09660                         
         477086.08    3773864.36        2.04467                      477106.08    
3773864.36        1.99495                         
         475526.08    3773884.36        1.52005                      475546.08    
3773884.36        1.56780                         



         475566.08    3773884.36        1.61713                      475586.08    
3773884.36        1.66736                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475606.08    3773884.36        1.71931                      475626.08    
3773884.36        1.77330                         
         475646.08    3773884.36        1.82936                      475666.08    
3773884.36        1.88756                         
         475686.08    3773884.36        1.94794                      475706.08    
3773884.36        2.01424                         
         475726.08    3773884.36        2.08246                      475746.08    
3773884.36        2.14995                         
         475766.08    3773884.36        2.21971                      475786.08    
3773884.36        2.29174                         
         475806.08    3773884.36        2.36597                      475826.08    
3773884.36        2.44526                         
         475846.08    3773884.36        2.52701                      475866.08    
3773884.36        2.61024                         
         475886.08    3773884.36        2.69343                      475906.08    
3773884.36        2.77782                         
         475926.08    3773884.36        2.86361                      475946.08    
3773884.36        2.95054                         
         475966.08    3773884.36        3.03981                      475986.08    
3773884.36        3.13287                         
         476006.08    3773884.36        3.22498                      476026.08    
3773884.36        3.31567                         
         476046.08    3773884.36        3.40353                      476426.08    
3773884.36        4.45065                         
         476446.08    3773884.36        4.44992                      476466.08    



3773884.36        4.43787                         
         476486.08    3773884.36        4.41720                      476506.08    
3773884.36        4.38981                         
         476526.08    3773884.36        4.35709                      476546.08    
3773884.36        4.31137                         
         476566.08    3773884.36        4.25683                      476586.08    
3773884.36        4.19473                         
         476606.08    3773884.36        4.12566                      476626.08    
3773884.36        4.05022                         
         476646.08    3773884.36        3.96903                      476666.08    
3773884.36        3.88296                         
         476686.08    3773884.36        3.79277                      476706.08    
3773884.36        3.69926                         
         476726.08    3773884.36        3.60225                      476746.08    
3773884.36        3.50356                         
         476766.08    3773884.36        3.40531                      476786.08    
3773884.36        3.30708                         
         476846.08    3773884.36        3.01714                      476866.08    
3773884.36        2.92476                         
         476886.08    3773884.36        2.83628                      476906.08    
3773884.36        2.75099                         
         476926.08    3773884.36        2.66912                      476946.08    
3773884.36        2.59080                         
         476966.08    3773884.36        2.51546                      476986.08    
3773884.36        2.44354                         
         477006.08    3773884.36        2.37490                      477026.08    
3773884.36        2.31073                         
         477046.08    3773884.36        2.25015                      477066.08    
3773884.36        2.19277                         
         477086.08    3773884.36        2.13840                      477106.08    
3773884.36        2.08633                         
         475526.08    3773904.36        1.52977                      475546.08    
3773904.36        1.57937                         
         475566.08    3773904.36        1.62890                      475586.08    
3773904.36        1.68050                         
         475606.08    3773904.36        1.73424                      475626.08    
3773904.36        1.79022                         
         475646.08    3773904.36        1.84849                      475666.08    
3773904.36        1.90953                         
         475686.08    3773904.36        1.97379                      475706.08    
3773904.36        2.04252                         
         475726.08    3773904.36        2.11329                      475746.08    
3773904.36        2.18450                         
         475766.08    3773904.36        2.25837                      475786.08    
3773904.36        2.33541                         
         475806.08    3773904.36        2.41612                      475826.08    
3773904.36        2.50198                         
         475846.08    3773904.36        2.58976                      475866.08    
3773904.36        2.67729                         
         475886.08    3773904.36        2.76725                      475906.08    



3773904.36        2.85947                         
         475926.08    3773904.36        2.95374                      475946.08    
3773904.36        3.04983                         
         475966.08    3773904.36        3.14999                      475986.08    
3773904.36        3.25708                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476006.08    3773904.36        3.35865                      476026.08    
3773904.36        3.45914                         
         476046.08    3773904.36        3.55944                      476066.08    
3773904.36        3.65899                         
         476426.08    3773904.36        4.80317                      476446.08    
3773904.36        4.80452                         
         476466.08    3773904.36        4.79197                      476486.08    
3773904.36        4.76930                         
         476506.08    3773904.36        4.73869                      476526.08    
3773904.36        4.70170                         
         476546.08    3773904.36        4.64956                      476566.08    
3773904.36        4.58709                         
         476586.08    3773904.36        4.51580                      476606.08    
3773904.36        4.43638                         
         476626.08    3773904.36        4.34965                      476646.08    
3773904.36        4.25646                         
         476666.08    3773904.36        4.15775                      476686.08    
3773904.36        4.05451                         
         476706.08    3773904.36        3.94777                      476726.08    
3773904.36        3.83824                         
         476746.08    3773904.36        3.72559                      476766.08    
3773904.36        3.61482                         



         476786.08    3773904.36        3.50463                      476798.66    
3773910.67        3.49961                         
         476846.08    3773904.36        3.18359                      476866.08    
3773904.36        3.08155                         
         476886.08    3773904.36        2.98505                      476906.08    
3773904.36        2.89255                         
         476926.08    3773904.36        2.80424                      476946.08    
3773904.36        2.72020                         
         476966.08    3773904.36        2.64042                      476986.08    
3773904.36        2.56417                         
         477006.08    3773904.36        2.49054                      477026.08    
3773904.36        2.42262                         
         477046.08    3773904.36        2.35881                      477066.08    
3773904.36        2.29849                         
         477086.08    3773904.36        2.24142                      477106.08    
3773904.36        2.18679                         
         475526.08    3773924.36        1.53697                      475546.08    
3773924.36        1.58779                         
         475566.08    3773924.36        1.63866                      475586.08    
3773924.36        1.69176                         
         475606.08    3773924.36        1.74718                      475626.08    
3773924.36        1.80503                         
         475646.08    3773924.36        1.86540                      475666.08    
3773924.36        1.92969                         
         475686.08    3773924.36        1.99957                      475706.08    
3773924.36        2.06943                         
         475726.08    3773924.36        2.14147                      475746.08    
3773924.36        2.21631                         
         475766.08    3773924.36        2.29421                      475786.08    
3773924.36        2.37691                         
         475806.08    3773924.36        2.46649                      475826.08    
3773924.36        2.55560                         
         475846.08    3773924.36        2.64696                      475866.08    
3773924.36        2.74124                         
         475886.08    3773924.36        2.83860                      475906.08    
3773924.36        2.93894                         
         475926.08    3773924.36        3.04209                      475946.08    
3773924.36        3.14783                         
         475966.08    3773924.36        3.25862                      475986.08    
3773924.36        3.37754                         
         476006.08    3773924.36        3.49143                      476026.08    
3773924.36        3.60497                         
         476046.08    3773924.36        3.71910                      476066.08    
3773924.36        3.83321                         
         476086.08    3773924.36        3.94664                      476426.08    
3773924.36        5.20717                         
         476446.08    3773924.36        5.20616                      476466.08    
3773924.36        5.19320                         
         476486.08    3773924.36        5.16831                      476506.08    
3773924.36        5.13395                         



         476526.08    3773924.36        5.09189                      476546.08    
3773924.36        5.03206                         
         476566.08    3773924.36        4.96005                      476586.08    
3773924.36        4.87764                         
         476606.08    3773924.36        4.78576                      476626.08    
3773924.36        4.68540                         
         476646.08    3773924.36        4.57769                      476666.08    
3773924.36        4.46381                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 123
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476686.08    3773924.36        4.34503                      476706.08    
3773924.36        4.22267                         
         476726.08    3773924.36        4.09763                      476746.08    
3773924.36        3.96965                         
         476766.08    3773924.36        3.84448                      476786.08    
3773924.36        3.72067                         
         476846.08    3773924.36        3.36426                      476866.08    
3773924.36        3.25239                         
         476886.08    3773924.36        3.14728                      476906.08    
3773924.36        3.04713                         
         476926.08    3773924.36        2.95204                      476946.08    
3773924.36        2.86200                         
         476966.08    3773924.36        2.77692                      476986.08    
3773924.36        2.69589                         
         477006.08    3773924.36        2.61781                      477026.08    
3773924.36        2.54608                         
         477046.08    3773924.36        2.47883                      477066.08    
3773924.36        2.41533                         
         477086.08    3773924.36        2.35530                      477106.08    



3773924.36        2.29780                         
         475526.08    3773944.36        1.54257                      475546.08    
3773944.36        1.59449                         
         475566.08    3773944.36        1.64659                      475586.08    
3773944.36        1.70107                         
         475606.08    3773944.36        1.75805                      475626.08    
3773944.36        1.81765                         
         475646.08    3773944.36        1.87998                      475666.08    
3773944.36        1.94656                         
         475686.08    3773944.36        2.01931                      475706.08    
3773944.36        2.09180                         
         475726.08    3773944.36        2.16676                      475746.08    
3773944.36        2.24510                         
         475766.08    3773944.36        2.32693                      475786.08    
3773944.36        2.41415                         
         475806.08    3773944.36        2.50920                      475826.08    
3773944.36        2.60360                         
         475846.08    3773944.36        2.70082                      475866.08    
3773944.36        2.80188                         
         475886.08    3773944.36        2.91024                      475906.08    
3773944.36        3.02204                         
         475926.08    3773944.36        3.13481                      475946.08    
3773944.36        3.25111                         
         475966.08    3773944.36        3.37174                      475986.08    
3773944.36        3.49800                         
         476006.08    3773944.36        3.62422                      476026.08    
3773944.36        3.75198                         
         476046.08    3773944.36        3.88135                      476066.08    
3773944.36        4.01170                         
         476086.08    3773944.36        4.14229                      476106.08    
3773944.36        4.27232                         
         476126.08    3773944.36        4.40091                      476426.08    
3773944.36        5.66315                         
         476446.08    3773944.36        5.66374                      476466.08    
3773944.36        5.65059                         
         476486.08    3773944.36        5.62322                      476506.08    
3773944.36        5.58260                         
         476526.08    3773944.36        5.53012                      476546.08    
3773944.36        5.46433                         
         476566.08    3773944.36        5.38360                      476586.08    
3773944.36        5.28767                         
         476606.08    3773944.36        5.18059                      476626.08    
3773944.36        5.06368                         
         476646.08    3773944.36        4.93838                      476666.08    
3773944.36        4.80622                         
         476686.08    3773944.36        4.66883                      476706.08    
3773944.36        4.52749                         
         476726.08    3773944.36        4.38285                      476746.08    
3773944.36        4.23881                         
         476766.08    3773944.36        4.09704                      476786.08    



3773944.36        3.95773                         
         476846.08    3773944.36        3.56073                      476866.08    
3773944.36        3.43959                         
         476886.08    3773944.36        3.32529                      476906.08    
3773944.36        3.21704                         
         476926.08    3773944.36        3.11483                      476946.08    
3773944.36        3.01851                         
         476966.08    3773944.36        2.92787                      476986.08    
3773944.36        2.84230                         
         477006.08    3773944.36        2.76109                      477026.08    
3773944.36        2.68423                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 124
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477046.08    3773944.36        2.61210                      477066.08    
3773944.36        2.54507                         
         477086.08    3773944.36        2.48167                      477106.08    
3773944.36        2.42132                         
         475526.08    3773964.36        1.54655                      475546.08    
3773964.36        1.59946                         
         475566.08    3773964.36        1.65267                      475586.08    
3773964.36        1.70840                         
         475606.08    3773964.36        1.76680                      475626.08    
3773964.36        1.82799                         
         475646.08    3773964.36        1.89308                      475666.08    
3773964.36        1.96216                         
         475686.08    3773964.36        2.03611                      475706.08    
3773964.36        2.11104                         
         475726.08    3773964.36        2.18896                      475746.08    
3773964.36        2.27064                         



         475766.08    3773964.36        2.35747                      475786.08    
3773964.36        2.44953                         
         475806.08    3773964.36        2.54796                      475826.08    
3773964.36        2.64751                         
         475846.08    3773964.36        2.75076                      475866.08    
3773964.36        2.85859                         
         475886.08    3773964.36        2.97685                      475906.08    
3773964.36        3.09930                         
         475926.08    3773964.36        3.22179                      475946.08    
3773964.36        3.34887                         
         475966.08    3773964.36        3.48038                      475986.08    
3773964.36        3.61610                         
         476006.08    3773964.36        3.75570                      476026.08    
3773964.36        3.89876                         
         476046.08    3773964.36        4.04475                      476066.08    
3773964.36        4.19302                         
         476086.08    3773964.36        4.34281                      476106.08    
3773964.36        4.49323                         
         476126.08    3773964.36        4.64329                      476146.08    
3773964.36        4.79188                         
         476406.08    3773964.36        6.16344                      476426.08    
3773964.36        6.18489                         
         476446.08    3773964.36        6.18840                      476466.08    
3773964.36        6.17540                         
         476486.08    3773964.36        6.14530                      476506.08    
3773964.36        6.09779                         
         476526.08    3773964.36        6.03297                      476546.08    
3773964.36        5.95768                         
         476566.08    3773964.36        5.86517                      476586.08    
3773964.36        5.75470                         
         476606.08    3773964.36        5.62927                      476626.08    
3773964.36        5.49206                         
         476646.08    3773964.36        5.34529                      476666.08    
3773964.36        5.19096                         
         476686.08    3773964.36        5.03116                      476706.08    
3773964.36        4.86495                         
         476726.08    3773964.36        4.70002                      476746.08    
3773964.36        4.53670                         
         476766.08    3773964.36        4.37585                      476786.08    
3773964.36        4.21897                         
         476846.08    3773964.36        3.77817                      476866.08    
3773964.36        3.64611                         
         476886.08    3773964.36        3.52205                      476906.08    
3773964.36        3.40525                         
         476926.08    3773964.36        3.29554                      476946.08    
3773964.36        3.19260                         
         476966.08    3773964.36        3.09604                      476986.08    
3773964.36        3.00544                         
         477006.08    3773964.36        2.92034                      477026.08    
3773964.36        2.83865                         



         477046.08    3773964.36        2.76165                      477066.08    
3773964.36        2.68976                         
         477086.08    3773964.36        2.62228                      477106.08    
3773964.36        2.55835                         
         475526.08    3773984.36        1.54892                      475546.08    
3773984.36        1.60270                         
         475566.08    3773984.36        1.65688                      475586.08    
3773984.36        1.71372                         
         475606.08    3773984.36        1.77338                      475626.08    
3773984.36        1.83602                         
         475646.08    3773984.36        1.90499                      475666.08    
3773984.36        1.97710                         
         475686.08    3773984.36        2.05038                      475706.08    
3773984.36        2.12721                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 125
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475726.08    3773984.36        2.20789                      475746.08    
3773984.36        2.29270                         
         475766.08    3773984.36        2.38607                      475786.08    
3773984.36        2.48373                         
         475806.08    3773984.36        2.58306                      475826.08    
3773984.36        2.68712                         
         475846.08    3773984.36        2.79626                      475866.08    
3773984.36        2.91072                         
         475886.08    3773984.36        3.03667                      475906.08    
3773984.36        3.16776                         
         475926.08    3773984.36        3.29979                      475946.08    
3773984.36        3.43755                         
         475966.08    3773984.36        3.58099                      475986.08    



3773984.36        3.72999                         
         476006.08    3773984.36        3.88433                      476026.08    
3773984.36        4.04368                         
         476046.08    3773984.36        4.20757                      476066.08    
3773984.36        4.37541                         
         476086.08    3773984.36        4.54643                      476106.08    
3773984.36        4.71972                         
         476126.08    3773984.36        4.89421                      476146.08    
3773984.36        5.06865                         
         476166.08    3773984.36        5.24166                      476406.08    
3773984.36        6.75680                         
         476426.08    3773984.36        6.78643                      476446.08    
3773984.36        6.79424                         
         476466.08    3773984.36        6.78195                      476486.08    
3773984.36        6.74886                         
         476506.08    3773984.36        6.69458                      476526.08    
3773984.36        6.61922                         
         476546.08    3773984.36        6.52419                      476566.08    
3773984.36        6.41312                         
         476586.08    3773984.36        6.28965                      476606.08    
3773984.36        6.14225                         
         476626.08    3773984.36        5.97991                      476646.08    
3773984.36        5.80669                         
         476666.08    3773984.36        5.62529                      476686.08    
3773984.36        5.43839                         
         476706.08    3773984.36        5.24523                      476726.08    
3773984.36        5.05485                         
         476746.08    3773984.36        4.86779                      476775.68    
3773975.63        4.46480                         
         476793.06    3773974.32        4.30259                      476846.08    
3773984.36        4.02180                         
         476866.08    3773984.36        3.87577                      476886.08    
3773984.36        3.74135                         
         476906.08    3773984.36        3.61549                      476926.08    
3773984.36        3.49780                         
         476946.08    3773984.36        3.38773                      476966.08    
3773984.36        3.28473                         
         476986.08    3773984.36        3.18819                      477006.08    
3773984.36        3.09753                         
         477026.08    3773984.36        3.01201                      477046.08    
3773984.36        2.93052                         
         477066.08    3773984.36        2.85164                      477086.08    
3773984.36        2.77895                         
         477106.08    3773984.36        2.71029                      475526.08    
3774004.36        1.55099                         
         475546.08    3774004.36        1.60419                      475566.08    
3774004.36        1.65921                         
         475586.08    3774004.36        1.71701                      475606.08    
3774004.36        1.77778                         
         475626.08    3774004.36        1.84169                      475646.08    



3774004.36        1.91233                         
         475666.08    3774004.36        1.98626                      475686.08    
3774004.36        2.06123                         
         475706.08    3774004.36        2.14019                      475726.08    
3774004.36        2.22340                         
         475746.08    3774004.36        2.31110                      475766.08    
3774004.36        2.40808                         
         475786.08    3774004.36        2.50977                      475806.08    
3774004.36        2.61310                         
         475826.08    3774004.36        2.72203                      475846.08    
3774004.36        2.83680                         
         475866.08    3774004.36        2.95768                      475886.08    
3774004.36        3.09111                         
         475906.08    3774004.36        3.23071                      475926.08    
3774004.36        3.37220                         
         475946.08    3774004.36        3.52067                      475966.08    
3774004.36        3.67621                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 126
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475986.08    3774004.36        3.83884                      476006.08    
3774004.36        4.00847                         
         476026.08    3774004.36        4.18491                      476046.08    
3774004.36        4.36782                         
         476066.08    3774004.36        4.56333                      476086.08    
3774004.36        4.76362                         
         476106.08    3774004.36        4.96323                      476126.08    
3774004.36        5.16622                         
         476146.08    3774004.36        5.37126                      476166.08    
3774004.36        5.57680                         



         476186.08    3774004.36        5.78724                      476366.08    
3774004.36        7.26591                         
         476386.08    3774004.36        7.36404                      476406.08    
3774004.36        7.44395                         
         476426.08    3774004.36        7.48506                      476446.08    
3774004.36        7.49925                         
         476466.08    3774004.36        7.48861                      476486.08    
3774004.36        7.45232                         
         476506.08    3774004.36        7.38995                      476526.08    
3774004.36        7.30159                         
         476546.08    3774004.36        7.18804                      476566.08    
3774004.36        7.05268                         
         476586.08    3774004.36        6.89957                      476606.08    
3774004.36        6.72840                         
         476626.08    3774004.36        6.53885                      476646.08    
3774004.36        6.33281                         
         476666.08    3774004.36        6.11808                      476686.08    
3774004.36        5.89829                         
         476706.08    3774004.36        5.67683                      476726.08    
3774004.36        5.45723                         
         476746.08    3774004.36        5.24230                      476766.08    
3774004.36        5.03434                         
         476786.08    3774004.36        4.83518                      476846.08    
3774004.36        4.29286                         
         476866.08    3774004.36        4.13350                      476886.08    
3774004.36        3.98802                         
         476906.08    3774004.36        3.85244                      476926.08    
3774004.36        3.72605                         
         476946.08    3774004.36        3.60809                      476966.08    
3774004.36        3.49777                         
         476986.08    3774004.36        3.39435                      477006.08    
3774004.36        3.29711                         
         477026.08    3774004.36        3.20540                      477046.08    
3774004.36        3.11764                         
         477066.08    3774004.36        3.03214                      477086.08    
3774004.36        2.95342                         
         477106.08    3774004.36        2.87889                      475526.08    
3774024.36        1.55100                         
         475546.08    3774024.36        1.60398                      475566.08    
3774024.36        1.65969                         
         475586.08    3774024.36        1.71830                      475606.08    
3774024.36        1.78000                         
         475626.08    3774024.36        1.84500                      475646.08    
3774024.36        1.91692                         
         475666.08    3774024.36        1.99234                      475686.08    
3774024.36        2.06899                         
         475706.08    3774024.36        2.14992                      475726.08    
3774024.36        2.23538                         
         475746.08    3774024.36        2.32569                      475766.08    
3774024.36        2.42574                         



         475786.08    3774024.36        2.53096                      475806.08    
3774024.36        2.63831                         
         475826.08    3774024.36        2.75184                      475846.08    
3774024.36        2.87255                         
         475866.08    3774024.36        3.00145                      475886.08    
3774024.36        3.14096                         
         475906.08    3774024.36        3.28730                      475926.08    
3774024.36        3.43805                         
         475946.08    3774024.36        3.59710                      475966.08    
3774024.36        3.76471                         
         475986.08    3774024.36        3.94108                      476006.08    
3774024.36        4.12631                         
         476026.08    3774024.36        4.32152                      476046.08    
3774024.36        4.52780                         
         476066.08    3774024.36        4.74845                      476086.08    
3774024.36        4.97566                         
         476106.08    3774024.36        5.20381                      476126.08    
3774024.36        5.43825                         
         476146.08    3774024.36        5.67763                      476166.08    
3774024.36        5.92032                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 127
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476186.08    3774024.36        6.16435                      476206.08    
3774024.36        6.40739                         
         476226.08    3774024.36        6.64689                      476366.08    
3774024.36        7.99792                         
         476386.08    3774024.36        8.12957                      476406.08    
3774024.36        8.23664                         
         476426.08    3774024.36        8.29927                      476446.08    



3774024.36        8.32672                         
         476466.08    3774024.36        8.31926                      476486.08    
3774024.36        8.27972                         
         476506.08    3774024.36        8.20759                      476526.08    
3774024.36        8.10301                         
         476546.08    3774024.36        7.96705                      476566.08    
3774024.36        7.80178                         
         476586.08    3774024.36        7.61022                      476606.08    
3774024.36        7.40846                         
         476626.08    3774024.36        7.18353                      476646.08    
3774024.36        6.93635                         
         476666.08    3774024.36        6.68034                      476686.08    
3774024.36        6.42031                         
         476706.08    3774024.36        6.16082                      476726.08    
3774024.36        5.90592                         
         476746.08    3774024.36        5.65900                      476766.08    
3774024.36        5.42266                         
         476786.08    3774024.36        5.19869                      476846.08    
3774024.36        4.60039                         
         476866.08    3774024.36        4.42566                      476886.08    
3774024.36        4.26815                         
         476906.08    3774024.36        4.12181                      476926.08    
3774024.36        3.98560                         
         476946.08    3774024.36        3.85848                      476966.08    
3774024.36        3.73950                         
         476986.08    3774024.36        3.62774                      477006.08    
3774024.36        3.52239                         
         477026.08    3774024.36        3.42276                      477046.08    
3774024.36        3.32709                         
         477066.08    3774024.36        3.23357                      477086.08    
3774024.36        3.14728                         
         477106.08    3774024.36        3.06536                      475526.08    
3774044.36        1.54865                         
         475546.08    3774044.36        1.60209                      475566.08    
3774044.36        1.65834                         
         475586.08    3774044.36        1.71760                      475606.08    
3774044.36        1.78007                         
         475626.08    3774044.36        1.84596                      475646.08    
3774044.36        1.91895                         
         475666.08    3774044.36        1.99561                      475686.08    
3774044.36        2.07372                         
         475706.08    3774044.36        2.15633                      475726.08    
3774044.36        2.24377                         
         475746.08    3774044.36        2.33637                      475766.08    
3774044.36        2.43914                         
         475786.08    3774044.36        2.54752                      475806.08    
3774044.36        2.65850                         
         475826.08    3774044.36        2.77625                      475846.08    
3774044.36        2.90333                         
         475866.08    3774044.36        3.04286                      475886.08    



3774044.36        3.18606                         
         475906.08    3774044.36        3.33679                      475926.08    
3774044.36        3.49640                         
         475946.08    3774044.36        3.66570                      475966.08    
3774044.36        3.84513                         
         475986.08    3774044.36        4.03511                      476006.08    
3774044.36        4.23599                         
         476026.08    3774044.36        4.45187                      476046.08    
3774044.36        4.68778                         
         476066.08    3774044.36        4.92687                      476086.08    
3774044.36        5.17500                         
         476106.08    3774044.36        5.43322                      476126.08    
3774044.36        5.70134                         
         476146.08    3774044.36        5.97821                      476166.08    
3774044.36        6.26222                         
         476186.08    3774044.36        6.55135                      476206.08    
3774044.36        6.84306                         
         476226.08    3774044.36        7.13436                      476246.08    
3774044.36        7.42178                         
         476266.08    3774044.36        7.70145                      476286.08    
3774044.36        7.96925                         
         476366.08    3774044.36        8.83941                      476386.08    
3774044.36        8.99908                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 128
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476406.08    3774044.36        9.14672                      476426.08    
3774044.36        9.25194                         
         476446.08    3774044.36        9.30714                      476466.08    
3774044.36        9.30543                         



         476486.08    3774044.36        9.26285                      476506.08    
3774044.36        9.17891                         
         476526.08    3774044.36        9.05385                      476546.08    
3774044.36        8.88911                         
         476566.08    3774044.36        8.68754                      476586.08    
3774044.36        8.45335                         
         476606.08    3774044.36        8.20659                      476626.08    
3774044.36        7.93253                         
         476646.08    3774044.36        7.63330                      476666.08    
3774044.36        7.32581                         
         476686.08    3774044.36        7.01647                      476706.08    
3774044.36        6.71110                         
         476726.08    3774044.36        6.41465                      476746.08    
3774044.36        6.13096                         
         476766.08    3774044.36        5.86266                      476786.08    
3774044.36        5.61127                         
         476846.08    3774044.36        4.95435                      476866.08    
3774044.36        4.76025                         
         476886.08    3774044.36        4.58919                      476906.08    
3774044.36        4.43041                         
         476926.08    3774044.36        4.28254                      476946.08    
3774044.36        4.14429                         
         476966.08    3774044.36        4.01454                      476986.08    
3774044.36        3.89228                         
         477006.08    3774044.36        3.77665                      477026.08    
3774044.36        3.66690                         
         477046.08    3774044.36        3.56118                      477066.08    
3774044.36        3.45756                         
         477086.08    3774044.36        3.36172                      477106.08    
3774044.36        3.27054                         
         475526.08    3774064.36        1.54479                      475546.08    
3774064.36        1.59856                         
         475566.08    3774064.36        1.65522                      475586.08    
3774064.36        1.71497                         
         475606.08    3774064.36        1.77876                      475626.08    
3774064.36        1.84778                         
         475646.08    3774064.36        1.92016                      475666.08    
3774064.36        1.99612                         
         475686.08    3774064.36        2.07542                      475706.08    
3774064.36        2.15944                         
         475726.08    3774064.36        2.24854                      475746.08    
3774064.36        2.34309                         
         475766.08    3774064.36        2.44820                      475786.08    
3774064.36        2.55934                         
         475806.08    3774064.36        2.67352                      475826.08    
3774064.36        2.79502                         
         475846.08    3774064.36        2.92664                      475866.08    
3774064.36        3.07197                         
         475886.08    3774064.36        3.22097                      475906.08    
3774064.36        3.37849                         



         475926.08    3774064.36        3.54642                      475946.08    
3774064.36        3.72542                         
         475966.08    3774064.36        3.91619                      475986.08    
3774064.36        4.11937                         
         476006.08    3774064.36        4.33561                      476026.08    
3774064.36        4.56972                         
         476046.08    3774064.36        4.82794                      476066.08    
3774064.36        5.09069                         
         476086.08    3774064.36        5.36592                      476106.08    
3774064.36        5.65589                         
         476126.08    3774064.36        5.96020                      476146.08    
3774064.36        6.27804                         
         476166.08    3774064.36        6.60810                      476186.08    
3774064.36        6.94851                         
         476206.08    3774064.36        7.29673                      476226.08    
3774064.36        7.64951                         
         476246.08    3774064.36        8.00286                      476266.08    
3774064.36        8.35202                         
         476286.08    3774064.36        8.69164                      476306.08    
3774064.36        9.01580                         
         476326.08    3774064.36        9.31831                      476346.08    
3774064.36        9.59291                         
         476366.08    3774064.36        9.83357                      476386.08    
3774064.36       10.04915                         
         476406.08    3774064.36       10.24991                      476426.08    
3774064.36       10.38058                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 129
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476446.08    3774064.36       10.45744                      476466.08    



3774064.36       10.48570                         
         476486.08    3774064.36       10.44459                      476506.08    
3774064.36       10.34627                         
         476526.08    3774064.36       10.19496                      476546.08    
3774064.36        9.99264                         
         476566.08    3774064.36        9.74335                      476586.08    
3774064.36        9.45312                         
         476606.08    3774064.36        9.14746                      476626.08    
3774064.36        8.80973                         
         476646.08    3774064.36        8.44406                      476666.08    
3774064.36        8.07202                         
         476686.08    3774064.36        7.70214                      476706.08    
3774064.36        7.34179                         
         476726.08    3774064.36        6.99677                      476746.08    
3774064.36        6.67111                         
         476766.08    3774064.36        6.36708                      476786.08    
3774064.36        6.08545                         
         476846.08    3774064.36        5.36062                      476866.08    
3774064.36        5.14710                         
         476886.08    3774064.36        4.95997                      476906.08    
3774064.36        4.78600                         
         476926.08    3774064.36        4.62354                      476946.08    
3774064.36        4.47113                         
         476966.08    3774064.36        4.32753                      476986.08    
3774064.36        4.19170                         
         477006.08    3774064.36        4.06277                      477026.08    
3774064.36        3.93771                         
         477046.08    3774064.36        3.81827                      477066.08    
3774064.36        3.70466                         
         477086.08    3774064.36        3.59731                      477106.08    
3774064.36        3.49462                         
         475526.08    3774084.36        1.53950                      475546.08    
3774084.36        1.59347                         
         475566.08    3774084.36        1.65038                      475586.08    
3774084.36        1.71046                         
         475606.08    3774084.36        1.77511                      475626.08    
3774084.36        1.84618                         
         475646.08    3774084.36        1.91826                      475666.08    
3774084.36        1.99391                         
         475686.08    3774084.36        2.07413                      475706.08    
3774084.36        2.15927                         
         475726.08    3774084.36        2.24971                      475746.08    
3774084.36        2.34586                         
         475766.08    3774084.36        2.45291                      475786.08    
3774084.36        2.56635                         
         475806.08    3774084.36        2.68325                      475826.08    
3774084.36        2.80799                         
         475846.08    3774084.36        2.94347                      475866.08    
3774084.36        3.09345                         
         475886.08    3774084.36        3.24790                      475906.08    



3774084.36        3.41184                         
         475926.08    3774084.36        3.58736                      475946.08    
3774084.36        3.77534                         
         475966.08    3774084.36        3.97670                      475986.08    
3774084.36        4.19240                         
         476006.08    3774084.36        4.42337                      476026.08    
3774084.36        4.67499                         
         476046.08    3774084.36        4.95426                      476066.08    
3774084.36        5.24120                         
         476086.08    3774084.36        5.54459                      476106.08    
3774084.36        5.86737                         
         476126.08    3774084.36        6.20973                      476146.08    
3774084.36        6.57147                         
         476166.08    3774084.36        6.95185                      476186.08    
3774084.36        7.35542                         
         476206.08    3774084.36        7.77383                      476226.08    
3774084.36        8.19958                         
         476246.08    3774084.36        8.63308                      476266.08    
3774084.36        9.06888                         
         476286.08    3774084.36        9.50039                      476306.08    
3774084.36        9.91986                         
         476326.08    3774084.36       10.31861                      476346.08    
3774084.36       10.68734                         
         476366.08    3774084.36       11.02734                      476386.08    
3774084.36       11.33010                         
         476406.08    3774084.36       11.59142                      476426.08    
3774084.36       11.76081                         
         476446.08    3774084.36       11.86336                      476466.08    
3774084.36       11.90898                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC



 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476486.08    3774084.36       11.87688                      476506.08    
3774084.36       11.76800                         
         476526.08    3774084.36       11.58246                      476546.08    
3774084.36       11.33013                         
         476566.08    3774084.36       11.01986                      476586.08    
3774084.36       10.66258                         
         476606.08    3774084.36       10.27188                      476626.08    
3774084.36        9.84633                         
         476646.08    3774084.36        9.39507                      476666.08    
3774084.36        8.94175                         
         476686.08    3774084.36        8.49762                      476706.08    
3774084.36        8.07159                         
         476726.08    3774084.36        7.67022                      476746.08    
3774084.36        7.29703                         
         476766.08    3774084.36        6.95314                      476786.08    
3774084.36        6.63786                         
         476806.08    3774084.36        6.34908                      476846.08    
3774084.36        5.83453                         
         476866.08    3774084.36        5.59778                      476886.08    
3774084.36        5.39041                         
         476906.08    3774084.36        5.19689                      476926.08    
3774084.36        5.01539                         
         476946.08    3774084.36        4.84437                      476966.08    
3774084.36        4.68259                         
         476986.08    3774084.36        4.52903                      477006.08    
3774084.36        4.38286                         
         477026.08    3774084.36        4.23920                      477046.08    
3774084.36        4.10261                         
         477066.08    3774084.36        3.97554                      477086.08    
3774084.36        3.85377                         
         477106.08    3774084.36        3.73697                      475526.08    
3774104.36        1.53285                         
         475546.08    3774104.36        1.58688                      475566.08    
3774104.36        1.64391                         
         475586.08    3774104.36        1.70415                      475606.08    
3774104.36        1.76904                         
         475626.08    3774104.36        1.84040                      475646.08    
3774104.36        1.91289                         
         475666.08    3774104.36        1.98907                      475686.08    
3774104.36        2.06995                         
         475706.08    3774104.36        2.15590                      475726.08    
3774104.36        2.24734                         
         475746.08    3774104.36        2.34472                      475766.08    
3774104.36        2.45328                         
         475786.08    3774104.36        2.56857                      475806.08    
3774104.36        2.68768                         
         475826.08    3774104.36        2.81509                      475846.08    
3774104.36        2.95380                         



         475866.08    3774104.36        3.10773                      475886.08    
3774104.36        3.26687                         
         475906.08    3774104.36        3.43641                      475926.08    
3774104.36        3.61864                         
         475946.08    3774104.36        3.81467                      475966.08    
3774104.36        4.02566                         
         475986.08    3774104.36        4.25286                      476006.08    
3774104.36        4.49758                         
         476026.08    3774104.36        4.76576                      476046.08    
3774104.36        5.06519                         
         476066.08    3774104.36        5.37571                      476086.08    
3774104.36        5.70701                         
         476106.08    3774104.36        6.06286                      476126.08    
3774104.36        6.44427                         
         476146.08    3774104.36        6.85193                      476166.08    
3774104.36        7.28605                         
         476186.08    3774104.36        7.76750                      476206.08    
3774104.36        8.27292                         
         476226.08    3774104.36        8.78448                      476246.08    
3774104.36        9.31465                         
         476266.08    3774104.36        9.85783                      476286.08    
3774104.36       10.40651                         
         476306.08    3774104.36       10.95115                      476326.08    
3774104.36       11.48024                         
         476346.08    3774104.36       11.98048                      476366.08    
3774104.36       12.47697                         
         476386.08    3774104.36       12.91053                      476406.08    
3774104.36       13.24395                         
         476426.08    3774104.36       13.49017                      476446.08    
3774104.36       13.62864                         
         476466.08    3774104.36       13.63569                      476486.08    
3774104.36       13.63002                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476506.08    3774104.36       13.52627                      476526.08    
3774104.36       13.29527                         
         476546.08    3774104.36       12.97488                      476566.08    
3774104.36       12.58618                         
         476586.08    3774104.36       12.14830                      476606.08    
3774104.36       11.63382                         
         476626.08    3774104.36       11.08369                      476646.08    
3774104.36       10.52135                         
         476666.08    3774104.36        9.96554                      476686.08    
3774104.36        9.43061                         
         476706.08    3774104.36        8.91831                      476726.08    
3774104.36        8.44996                         
         476746.08    3774104.36        8.02365                      476766.08    
3774104.36        7.63534                         
         476786.08    3774104.36        7.28204                      476806.08    
3774104.36        6.95967                         
         476846.08    3774104.36        6.39172                      476866.08    
3774104.36        6.12501                         
         476886.08    3774104.36        5.89081                      476906.08    
3774104.36        5.67115                         
         476926.08    3774104.36        5.46418                      476946.08    
3774104.36        5.26841                         
         476966.08    3774104.36        5.08266                      476986.08    
3774104.36        4.90600                         
         477006.08    3774104.36        4.73766                      477026.08    
3774104.36        4.57246                         
         477046.08    3774104.36        4.41548                      477066.08    
3774104.36        4.26939                         
         477086.08    3774104.36        4.12963                      477106.08    
3774104.36        3.99587                         
         475526.08    3774124.36        1.52490                      475546.08    
3774124.36        1.57887                         
         475566.08    3774124.36        1.63588                      475586.08    
3774124.36        1.69787                         
         475606.08    3774124.36        1.76364                      475626.08    
3774124.36        1.83294                         
         475646.08    3774124.36        1.90524                      475666.08    
3774124.36        1.98170                         
         475686.08    3774124.36        2.06297                      475706.08    
3774124.36        2.14944                         
         475726.08    3774124.36        2.24255                      475746.08    
3774124.36        2.34409                         
         475766.08    3774124.36        2.45176                      475786.08    
3774124.36        2.56606                         
         475806.08    3774124.36        2.68686                      475826.08    



3774124.36        2.81634                         
         475846.08    3774124.36        2.95762                      475866.08    
3774124.36        3.11472                         
         475886.08    3774124.36        3.27771                      475906.08    
3774124.36        3.45194                         
         475926.08    3774124.36        3.63988                      475946.08    
3774124.36        3.84285                         
         475966.08    3774124.36        4.06226                      475986.08    
3774124.36        4.29968                         
         476006.08    3774124.36        4.55680                      476026.08    
3774124.36        4.84012                         
         476046.08    3774124.36        5.15827                      476066.08    
3774124.36        5.49108                         
         476086.08    3774124.36        5.84920                      476106.08    
3774124.36        6.23740                         
         476126.08    3774124.36        6.65774                      476146.08    
3774124.36        7.11212                         
         476166.08    3774124.36        7.60208                      476186.08    
3774124.36        8.15304                         
         476206.08    3774124.36        8.74054                      476226.08    
3774124.36        9.34542                         
         476246.08    3774124.36        9.98392                      476266.08    
3774124.36       10.65123                         
         476286.08    3774124.36       11.33993                      476306.08    
3774124.36       12.03950                         
         476326.08    3774124.36       12.74686                      476346.08    
3774124.36       13.45833                         
         476366.08    3774124.36       14.12122                      476386.08    
3774124.36       14.71114                         
         476406.08    3774124.36       15.19693                      476426.08    
3774124.36       15.57148                         
         476446.08    3774124.36       15.81087                      476466.08    
3774124.36       15.89416                         
         476486.08    3774124.36       15.88468                      476506.08    
3774124.36       15.73996                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476526.08    3774124.36       15.44733                      476546.08    
3774124.36       15.05878                         
         476566.08    3774124.36       14.55671                      476586.08    
3774124.36       13.95694                         
         476606.08    3774124.36       13.28373                      476626.08    
3774124.36       12.57792                         
         476646.08    3774124.36       11.86821                      476666.08    
3774124.36       11.18093                         
         476686.08    3774124.36       10.53384                      476706.08    
3774124.36        9.93154                         
         476726.08    3774124.36        9.38108                      476746.08    
3774124.36        8.88656                         
         476766.08    3774124.36        8.44665                      476786.08    
3774124.36        8.04758                         
         476806.08    3774124.36        7.68326                      476846.08    
3774124.36        7.04357                         
         476866.08    3774124.36        6.74149                      476886.08    
3774124.36        6.47058                         
         476906.08    3774124.36        6.21539                      476926.08    
3774124.36        5.97417                         
         476946.08    3774124.36        5.74559                      476966.08    
3774124.36        5.52476                         
         476986.08    3774124.36        5.31577                      477006.08    
3774124.36        5.11998                         
         477026.08    3774124.36        4.93138                      477046.08    
3774124.36        4.75223                         
         477066.08    3774124.36        4.58320                      477086.08    
3774124.36        4.42203                         
         477106.08    3774124.36        4.26834                      475526.08    
3774144.36        1.51574                         
         475546.08    3774144.36        1.56955                      475566.08    
3774144.36        1.62640                         
         475586.08    3774144.36        1.68931                      475606.08    
3774144.36        1.75556                         
         475626.08    3774144.36        1.82341                      475646.08    
3774144.36        1.89542                         
         475666.08    3774144.36        1.97193                      475686.08    
3774144.36        2.05333                         
         475706.08    3774144.36        2.14002                      475726.08    
3774144.36        2.23408                         
         475746.08    3774144.36        2.33818                      475766.08    
3774144.36        2.44527                         



         475786.08    3774144.36        2.55898                      475806.08    
3774144.36        2.68092                         
         475826.08    3774144.36        2.81187                      475846.08    
3774144.36        2.95436                         
         475866.08    3774144.36        3.11185                      475886.08    
3774144.36        3.27903                         
         475906.08    3774144.36        3.45836                      475926.08    
3774144.36        3.65088                         
         475946.08    3774144.36        3.85953                      475966.08    
3774144.36        4.08597                         
         475986.08    3774144.36        4.33207                      476006.08    
3774144.36        4.59990                         
         476026.08    3774144.36        4.89652                      476046.08    
3774144.36        5.23138                         
         476066.08    3774144.36        5.58446                      476086.08    
3774144.36        5.96744                         
         476106.08    3774144.36        6.38618                      476126.08    
3774144.36        6.84401                         
         476146.08    3774144.36        7.34670                      476166.08    
3774144.36        7.90100                         
         476186.08    3774144.36        8.51754                      476206.08    
3774144.36        9.18436                         
         476226.08    3774144.36        9.89026                      476246.08    
3774144.36       10.64952                         
         476266.08    3774144.36       11.45971                      476286.08    
3774144.36       12.31522                         
         476306.08    3774144.36       13.20619                      476326.08    
3774144.36       14.13845                         
         476346.08    3774144.36       15.11845                      476366.08    
3774144.36       16.02119                         
         476386.08    3774144.36       16.84918                      476406.08    
3774144.36       17.57386                         
         476426.08    3774144.36       18.15577                      476446.08    
3774144.36       18.56165                         
         476466.08    3774144.36       18.77075                      476486.08    
3774144.36       18.77728                         
         476506.08    3774144.36       18.59393                      476526.08    
3774144.36       18.23601                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 133
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476546.08    3774144.36       17.72323                      476566.08    
3774144.36       17.04201                         
         476586.08    3774144.36       16.21751                      476606.08    
3774144.36       15.32367                         
         476626.08    3774144.36       14.40661                      476646.08    
3774144.36       13.48817                         
         476666.08    3774144.36       12.63992                      476686.08    
3774144.36       11.86501                         
         476706.08    3774144.36       11.16534                      476726.08    
3774144.36       10.51901                         
         476746.08    3774144.36        9.94231                      476766.08    
3774144.36        9.43697                         
         476786.08    3774144.36        8.97711                      476806.08    
3774144.36        8.55482                         
         476846.08    3774144.36        7.80785                      476866.08    
3774144.36        7.45769                         
         476886.08    3774144.36        7.13624                      476906.08    
3774144.36        6.83050                         
         476926.08    3774144.36        6.54223                      477066.08    
3774144.36        4.91243                         
         477086.08    3774144.36        4.72646                      477106.08    
3774144.36        4.54997                         
         475526.08    3774164.36        1.50547                      475546.08    
3774164.36        1.55899                         
         475566.08    3774164.36        1.61557                      475586.08    
3774164.36        1.67818                         
         475606.08    3774164.36        1.74415                      475626.08    
3774164.36        1.81177                         
         475646.08    3774164.36        1.88358                      475666.08    
3774164.36        1.95992                         
         475686.08    3774164.36        2.04120                      475706.08    
3774164.36        2.12783                         
         475726.08    3774164.36        2.22190                      475746.08    
3774164.36        2.32609                         
         475766.08    3774164.36        2.43341                      475786.08    
3774164.36        2.54753                         
         475806.08    3774164.36        2.67008                      475826.08    
3774164.36        2.80189                         
         475846.08    3774164.36        2.94399                      475866.08    



3774164.36        3.09784                         
         475886.08    3774164.36        3.27004                      475906.08    
3774164.36        3.45575                         
         475926.08    3774164.36        3.65167                      475946.08    
3774164.36        3.86463                         
         475966.08    3774164.36        4.09656                      475986.08    
3774164.36        4.34959                         
         476006.08    3774164.36        4.62616                      476026.08    
3774164.36        4.93386                         
         476046.08    3774164.36        5.28288                      476066.08    
3774164.36        5.65354                         
         476086.08    3774164.36        6.05852                      476106.08    
3774164.36        6.50486                         
         476126.08    3774164.36        6.99729                      476146.08    
3774164.36        7.54913                         
         476166.08    3774164.36        8.17747                      476186.08    
3774164.36        8.85215                         
         476206.08    3774164.36        9.59114                      476226.08    
3774164.36       10.40274                         
         476246.08    3774164.36       11.29234                      476266.08    
3774164.36       12.26201                         
         476286.08    3774164.36       13.31060                      476306.08    
3774164.36       14.43204                         
         476326.08    3774164.36       15.63826                      476346.08    
3774164.36       16.94252                         
         476366.08    3774164.36       18.19483                      476386.08    
3774164.36       19.39107                         
         476406.08    3774164.36       20.48366                      476426.08    
3774164.36       21.40364                         
         476446.08    3774164.36       22.08432                      476466.08    
3774164.36       22.47637                         
         476486.08    3774164.36       22.55952                      476506.08    
3774164.36       22.37411                         
         476526.08    3774164.36       21.95797                      476546.08    
3774164.36       21.21077                         
         476566.08    3774164.36       20.23193                      476586.08    
3774164.36       19.09860                         
         476606.08    3774164.36       17.88887                      476626.08    
3774164.36       16.65172                         
         476646.08    3774164.36       15.50885                      476666.08    
3774164.36       14.46489                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 134
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   



VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476686.08    3774164.36       13.53111                      476706.08    
3774164.36       12.70217                         
         476726.08    3774164.36       11.94057                      476746.08    
3774164.36       11.26135                         
         476766.08    3774164.36       10.66374                      476786.08    
3774164.36       10.11553                         
         476806.08    3774164.36        9.60822                      476846.08    
3774164.36        8.69457                         
         476866.08    3774164.36        8.27873                      476886.08    
3774164.36        7.88875                         
         476906.08    3774164.36        7.51241                      476926.08    
3774164.36        7.16019                         
         477066.08    3774164.36        5.25051                      477086.08    
3774164.36        5.03666                         
         477106.08    3774164.36        4.83485                      475526.08    
3774184.36        1.49417                         
         475546.08    3774184.36        1.54790                      475566.08    
3774184.36        1.60600                         
         475586.08    3774184.36        1.66703                      475606.08    
3774184.36        1.73123                         
         475626.08    3774184.36        1.79845                      475646.08    
3774184.36        1.86987                         
         475666.08    3774184.36        1.94583                      475686.08    
3774184.36        2.02675                         
         475706.08    3774184.36        2.11306                      475726.08    
3774184.36        2.20683                         
         475746.08    3774184.36        2.31074                      475766.08    
3774184.36        2.41791                         
         475786.08    3774184.36        2.53198                      475806.08    
3774184.36        2.65461                         
         475826.08    3774184.36        2.78668                      475846.08    
3774184.36        2.92915                         
         475866.08    3774184.36        3.08313                      475886.08    
3774184.36        3.25677                         
         475906.08    3774184.36        3.44440                      475926.08    
3774184.36        3.64248                         



         475946.08    3774184.36        3.85835                      475966.08    
3774184.36        4.09412                         
         475986.08    3774184.36        4.35219                      476006.08    
3774184.36        4.63531                         
         476026.08    3774184.36        4.95155                      476046.08    
3774184.36        5.31176                         
         476066.08    3774184.36        5.69671                      476086.08    
3774184.36        6.12001                         
         476106.08    3774184.36        6.58990                      476126.08    
3774184.36        7.11257                         
         476146.08    3774184.36        7.69844                      476166.08    
3774184.36        8.36195                         
         476186.08    3774184.36        9.11017                      476206.08    
3774184.36        9.94414                         
         476226.08    3774184.36       10.86137                      476246.08    
3774184.36       11.88555                         
         476266.08    3774184.36       13.02584                      476286.08    
3774184.36       14.28912                         
         476306.08    3774184.36       15.67792                      476326.08    
3774184.36       17.21663                         
         476346.08    3774184.36       18.93394                      476366.08    
3774184.36       20.65855                         
         476386.08    3774184.36       22.38373                      476406.08    
3774184.36       24.04037                         
         476426.08    3774184.36       25.51583                      476446.08    
3774184.36       26.68217                         
         476466.08    3774184.36       27.42512                      476486.08    
3774184.36       27.75861                         
         476506.08    3774184.36       27.59698                      476526.08    
3774184.36       26.95705                         
         476546.08    3774184.36       25.87507                      476566.08    
3774184.36       24.46473                         
         476586.08    3774184.36       22.85111                      476606.08    
3774184.36       21.15543                         
         476626.08    3774184.36       19.54066                      476646.08    
3774184.36       18.08249                         
         476666.08    3774184.36       16.79036                      476686.08    
3774184.36       15.64770                         
         476706.08    3774184.36       14.62368                      476726.08    
3774184.36       13.71715                         
         476746.08    3774184.36       12.90331                      476766.08    
3774184.36       12.16677                         
         476786.08    3774184.36       11.48606                      476806.08    
3774184.36       10.85360                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 135



 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476846.08    3774184.36        9.71407                      476866.08    
3774184.36        9.18515                         
         476886.08    3774184.36        8.70697                      476906.08    
3774184.36        8.25550                         
         476926.08    3774184.36        7.83506                      477066.08    
3774184.36        5.58877                         
         477086.08    3774184.36        5.34463                      477106.08    
3774184.36        5.11460                         
         475526.08    3774204.36        1.48195                      475546.08    
3774204.36        1.53554                         
         475566.08    3774204.36        1.59433                      475586.08    
3774204.36        1.65411                         
         475606.08    3774204.36        1.71693                      475626.08    
3774204.36        1.78360                         
         475646.08    3774204.36        1.85445                      475666.08    
3774204.36        1.92985                         
         475686.08    3774204.36        2.01020                      475706.08    
3774204.36        2.09697                         
         475726.08    3774204.36        2.19064                      475746.08    
3774204.36        2.29263                         
         475766.08    3774204.36        2.39905                      475786.08    
3774204.36        2.51264                         
         475806.08    3774204.36        2.63486                      475826.08    
3774204.36        2.76660                         
         475846.08    3774204.36        2.90889                      475866.08    
3774204.36        3.06286                         
         475886.08    3774204.36        3.23666                      475906.08    
3774204.36        3.42477                         
         475926.08    3774204.36        3.62378                      475946.08    
3774204.36        3.84112                         
         475966.08    3774204.36        4.07905                      475986.08    
3774204.36        4.34019                         
         476006.08    3774204.36        4.63072                      476026.08    



3774204.36        4.95438                         
         476046.08    3774204.36        5.31841                      476066.08    
3774204.36        5.71320                         
         476086.08    3774204.36        6.15050                      476106.08    
3774204.36        6.63894                         
         476126.08    3774204.36        7.18613                      476146.08    
3774204.36        7.80362                         
         476166.08    3774204.36        8.50587                      476186.08    
3774204.36        9.31434                         
         476206.08    3774204.36       10.22694                      476226.08    
3774204.36       11.24374                         
         476246.08    3774204.36       12.39924                      476266.08    
3774204.36       13.71236                         
         476286.08    3774204.36       15.20220                      476306.08    
3774204.36       16.88616                         
         476326.08    3774204.36       18.81034                      476346.08    
3774204.36       21.03274                         
         476366.08    3774204.36       23.37356                      476386.08    
3774204.36       25.83840                         
         476406.08    3774204.36       28.34606                      476426.08    
3774204.36       30.73250                         
         476446.08    3774204.36       32.79065                      476466.08    
3774204.36       34.29260                         
         476486.08    3774204.36       35.08133                      476506.08    
3774204.36       34.97727                         
         476526.08    3774204.36       34.00740                      476546.08    
3774204.36       32.37844                         
         477046.08    3774204.36        6.21282                      477066.08    
3774204.36        5.91661                         
         477086.08    3774204.36        5.64086                      477106.08    
3774204.36        5.38261                         
         477126.08    3774204.36        5.13891                      477146.08    
3774204.36        4.90993                         
         477166.08    3774204.36        4.69659                      475526.08    
3774224.36        1.46889                         
         475546.08    3774224.36        1.52191                      475566.08    
3774224.36        1.58007                         
         475586.08    3774224.36        1.63922                      475606.08    
3774224.36        1.70138                         
         475626.08    3774224.36        1.76737                      475646.08    
3774224.36        1.83751                         
         475666.08    3774224.36        1.91216                      475686.08    
3774224.36        1.99173                         
         475706.08    3774224.36        2.08007                      475726.08    
3774224.36        2.17413                         
         475746.08    3774224.36        2.27217                      475766.08    
3774224.36        2.37713                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              



                       ***        16:12:48
                                                                                    
                                  PAGE 136
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475786.08    3774224.36        2.48984                      475806.08    
3774224.36        2.61119                         
         475826.08    3774224.36        2.74208                      475846.08    
3774224.36        2.88356                         
         475866.08    3774224.36        3.03679                      475886.08    
3774224.36        3.20988                         
         475906.08    3774224.36        3.39745                      475926.08    
3774224.36        3.59622                         
         475946.08    3774224.36        3.81362                      475966.08    
3774224.36        4.05206                         
         475986.08    3774224.36        4.31431                      476006.08    
3774224.36        4.61398                         
         476026.08    3774224.36        4.94472                      476046.08    
3774224.36        5.30374                         
         476066.08    3774224.36        5.70319                      476086.08    
3774224.36        6.14972                         
         476106.08    3774224.36        6.65100                      476126.08    
3774224.36        7.21596                         
         476146.08    3774224.36        7.86408                      476166.08    
3774224.36        8.62151                         
         476186.08    3774224.36        9.46473                      476206.08    
3774224.36       10.42535                         
         476226.08    3774224.36       11.52894                      476246.08    
3774224.36       12.80333                         
         476266.08    3774224.36       14.27933                      476286.08    
3774224.36       15.99229                         
         476306.08    3774224.36       17.98119                      476326.08    
3774224.36       20.32511                         
         476346.08    3774224.36       23.13043                      476366.08    
3774224.36       26.23441                         



         476386.08    3774224.36       29.68902                      476406.08    
3774224.36       33.43917                         
         476426.08    3774224.36       37.29434                      476446.08    
3774224.36       40.99982                         
         476466.08    3774224.36       44.16071                      476486.08    
3774224.36       45.82690                         
         476506.08    3774224.36       45.87792                      476526.08    
3774224.36       44.46373                         
         476546.08    3774224.36       41.87345                      477046.08    
3774224.36        6.55421                         
         477066.08    3774224.36        6.22202                      477086.08    
3774224.36        5.91474                         
         477106.08    3774224.36        5.62995                      477126.08    
3774224.36        5.36536                         
         477146.08    3774224.36        5.11577                      477166.08    
3774224.36        4.88238                         
         475526.08    3774244.36        1.45510                      475546.08    
3774244.36        1.50747                         
         475566.08    3774244.36        1.56491                      475586.08    
3774244.36        1.62333                         
         475606.08    3774244.36        1.68473                      475626.08    
3774244.36        1.74992                         
         475646.08    3774244.36        1.81920                      475666.08    
3774244.36        1.89296                         
         475686.08    3774244.36        1.97158                      475706.08    
3774244.36        2.05905                         
         475726.08    3774244.36        2.15213                      475746.08    
3774244.36        2.24878                         
         475766.08    3774244.36        2.35249                      475786.08    
3774244.36        2.46396                         
         475806.08    3774244.36        2.58402                      475826.08    
3774244.36        2.71358                         
         475846.08    3774244.36        2.85368                      475866.08    
3774244.36        3.00550                         
         475886.08    3774244.36        3.17707                      475906.08    
3774244.36        3.36316                         
         475926.08    3774244.36        3.56057                      475946.08    
3774244.36        3.77674                         
         475966.08    3774244.36        4.01412                      475986.08    
3774244.36        4.27560                         
         476006.08    3774244.36        4.57538                      476026.08    
3774244.36        4.90672                         
         476046.08    3774244.36        5.26613                      476066.08    
3774244.36        5.66782                         
         476086.08    3774244.36        6.11860                      476106.08    
3774244.36        6.62668                         
         476126.08    3774244.36        7.20199                      476146.08    
3774244.36        7.86594                         
         476166.08    3774244.36        8.64835                      476186.08    
3774244.36        9.52321                         



� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 137
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476206.08    3774244.36       10.52939                      476226.08    
3774244.36       11.70049                         
         476246.08    3774244.36       13.07168                      476266.08    
3774244.36       14.68661                         
         476286.08    3774244.36       16.59928                      476306.08    
3774244.36       18.92909                         
         476326.08    3774244.36       21.72848                      476346.08    
3774244.36       25.07880                         
         476366.08    3774244.36       29.04317                      476386.08    
3774244.36       33.73413                         
         476406.08    3774244.36       39.19688                      476426.08    
3774244.36       45.32437                         
         476446.08    3774244.36       51.86909                      476466.08    
3774244.36       58.19948                         
         476486.08    3774244.36       62.26310                      476506.08    
3774244.36       63.20098                         
         476526.08    3774244.36       61.06574                      476546.08    
3774244.36       56.58445                         
         477046.08    3774244.36        6.85868                      477066.08    
3774244.36        6.49220                         
         477086.08    3774244.36        6.15519                      477106.08    
3774244.36        5.84360                         
         477126.08    3774244.36        5.55376                      477146.08    
3774244.36        5.28640                         
         477166.08    3774244.36        5.03772                      475526.08    
3774264.36        1.44127                         
         475546.08    3774264.36        1.49320                      475566.08    



3774264.36        1.54909                         
         475586.08    3774264.36        1.60657                      475606.08    
3774264.36        1.66712                         
         475626.08    3774264.36        1.73140                      475646.08    
3774264.36        1.79971                         
         475666.08    3774264.36        1.87277                      475686.08    
3774264.36        1.95134                         
         475706.08    3774264.36        2.03697                      475726.08    
3774264.36        2.12792                         
         475746.08    3774264.36        2.22321                      475766.08    
3774264.36        2.32546                         
         475786.08    3774264.36        2.43538                      475806.08    
3774264.36        2.55378                         
         475826.08    3774264.36        2.68157                      475846.08    
3774264.36        2.81979                         
         475866.08    3774264.36        2.96962                      475886.08    
3774264.36        3.13895                         
         475906.08    3774264.36        3.32269                      475926.08    
3774264.36        3.51776                         
         475946.08    3774264.36        3.73149                      475966.08    
3774264.36        3.96638                         
         475986.08    3774264.36        4.22536                      476006.08    
3774264.36        4.52251                         
         476026.08    3774264.36        4.85140                      476046.08    
3774264.36        5.20881                         
         476066.08    3774264.36        5.60904                      476086.08    
3774264.36        6.05924                         
         476106.08    3774264.36        6.56809                      476126.08    
3774264.36        7.14620                         
         476146.08    3774264.36        7.81596                      476166.08    
3774264.36        8.60872                         
         476186.08    3774264.36        9.50102                      476206.08    
3774264.36       10.53495                         
         476226.08    3774264.36       11.74922                      476246.08    
3774264.36       13.18674                         
         476266.08    3774264.36       14.90312                      476286.08    
3774264.36       16.97079                         
         476306.08    3774264.36       19.57497                      476326.08    
3774264.36       22.77314                         
         476346.08    3774264.36       26.65389                      476366.08    
3774264.36       31.50120                         
         476386.08    3774264.36       37.58129                      476406.08    
3774264.36       45.18972                         
         476426.08    3774264.36       54.56435                      476446.08    
3774264.36       65.86173                         
         476466.08    3774264.36       78.60311                      476486.08    
3774264.36       88.97179                         
         476506.08    3774264.36       93.28562                      476526.08    
3774264.36       90.03391                         
         476546.08    3774264.36       81.28946                      477046.08    



3774264.36        7.11143                         
         477066.08    3774264.36        6.71456                      477086.08    
3774264.36        6.35021                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 138
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477106.08    3774264.36        6.01502                      477126.08    
3774264.36        5.70486                         
         477146.08    3774264.36        5.42235                      477166.08    
3774264.36        5.16039                         
         475526.08    3774284.36        1.42766                      475546.08    
3774284.36        1.47952                         
         475566.08    3774284.36        1.53279                      475586.08    
3774284.36        1.58907                         
         475606.08    3774284.36        1.64869                      475626.08    
3774284.36        1.71196                         
         475646.08    3774284.36        1.77920                      475666.08    
3774284.36        1.85188                         
         475686.08    3774284.36        1.93177                      475706.08    
3774284.36        2.01442                         
         475726.08    3774284.36        2.10210                      475746.08    
3774284.36        2.19582                         
         475766.08    3774284.36        2.29638                      475786.08    
3774284.36        2.40448                         
         475806.08    3774284.36        2.52090                      475826.08    
3774284.36        2.64655                         
         475846.08    3774284.36        2.78245                      475866.08    
3774284.36        2.92977                         
         475886.08    3774284.36        3.09625                      475906.08    
3774284.36        3.27690                         



         475926.08    3774284.36        3.46875                      475946.08    
3774284.36        3.67901                         
         475966.08    3774284.36        3.91015                      475986.08    
3774284.36        4.16509                         
         476006.08    3774284.36        4.45769                      476026.08    
3774284.36        4.78177                         
         476046.08    3774284.36        5.13433                      476066.08    
3774284.36        5.52954                         
         476086.08    3774284.36        5.97468                      476106.08    
3774284.36        6.47865                         
         476126.08    3774284.36        7.05240                      476146.08    
3774284.36        7.71869                         
         476166.08    3774284.36        8.50951                      476186.08    
3774284.36        9.40356                         
         476206.08    3774284.36       10.44478                      476226.08    
3774284.36       11.67526                         
         476246.08    3774284.36       13.14345                      476266.08    
3774284.36       14.91398                         
         476286.08    3774284.36       17.07418                      476306.08    
3774284.36       19.83675                         
         476326.08    3774284.36       23.30323                      476346.08    
3774284.36       27.63384                         
         476366.08    3774284.36       33.24733                      476386.08    
3774284.36       40.64715                         
         476406.08    3774284.36       50.55334                      476426.08    
3774284.36       63.95181                         
         476446.08    3774284.36       82.32610                      476466.08    
3774284.36      107.21613                         
         476486.08    3774284.36      134.27755                      476506.08    
3774284.36      152.38809                         
         476526.08    3774284.36      148.33730                      476546.08    
3774284.36      127.85827                         
         477046.08    3774284.36        7.29903                      477066.08    
3774284.36        6.87782                         
         477086.08    3774284.36        6.48960                      477106.08    
3774284.36        6.13513                         
         477126.08    3774284.36        5.81396                      477146.08    
3774284.36        5.51907                         
         477166.08    3774284.36        5.24579                      475526.08    
3774304.36        1.41229                         
         475546.08    3774304.36        1.46338                      475566.08    
3774304.36        1.51564                         
         475586.08    3774304.36        1.57094                      475606.08    
3774304.36        1.62956                         
         475626.08    3774304.36        1.69175                      475646.08    
3774304.36        1.75783                         
         475666.08    3774304.36        1.82929                      475686.08    
3774304.36        1.90802                         
         475706.08    3774304.36        1.98902                      475726.08    
3774304.36        2.07493                         



         475746.08    3774304.36        2.16692                      475766.08    
3774304.36        2.26559                         
         475786.08    3774304.36        2.37163                      475806.08    
3774304.36        2.48581                         
         475826.08    3774304.36        2.60901                      475846.08    
3774304.36        2.74223                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 139
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475866.08    3774304.36        2.88661                      475886.08    
3774304.36        3.04970                         
         475906.08    3774304.36        3.22664                      475926.08    
3774304.36        3.41455                         
         475946.08    3774304.36        3.62045                      475966.08    
3774304.36        3.84678                         
         475986.08    3774304.36        4.09640                      476006.08    
3774304.36        4.38282                         
         476026.08    3774304.36        4.70008                      476046.08    
3774304.36        5.04532                         
         476066.08    3774304.36        5.43244                      476086.08    
3774304.36        5.86866                         
         476106.08    3774304.36        6.36280                      476126.08    
3774304.36        6.92584                         
         476146.08    3774304.36        7.58031                      476166.08    
3774304.36        8.35800                         
         476186.08    3774304.36        9.23922                      476206.08    
3774304.36       10.26824                         
         476226.08    3774304.36       11.48844                      476246.08    
3774304.36       12.95088                         
         476266.08    3774304.36       14.72491                      476286.08    



3774304.36       16.90641                         
         476306.08    3774304.36       19.72322                      476326.08    
3774304.36       23.30851                         
         476346.08    3774304.36       27.87872                      476366.08    
3774304.36       33.96385                         
         476386.08    3774304.36       42.29422                      477046.08    
3774304.36        7.40947                         
         477066.08    3774304.36        6.96813                      477086.08    
3774304.36        6.56812                         
         477106.08    3774304.36        6.20459                      477126.08    
3774304.36        5.87392                         
         477146.08    3774304.36        5.56782                      477166.08    
3774304.36        5.28612                         
         475526.08    3774324.36        1.39641                      475546.08    
3774324.36        1.44663                         
         475566.08    3774324.36        1.49797                      475586.08    
3774324.36        1.55230                         
         475606.08    3774324.36        1.60986                      475626.08    
3774324.36        1.67091                         
         475646.08    3774324.36        1.73576                      475666.08    
3774324.36        1.80586                         
         475686.08    3774324.36        1.88306                      475706.08    
3774324.36        1.96247                         
         475726.08    3774324.36        2.04666                      475746.08    
3774324.36        2.13677                         
         475766.08    3774324.36        2.23339                      475786.08    
3774324.36        2.33719                         
         475806.08    3774324.36        2.44891                      475826.08    
3774324.36        2.56941                         
         475846.08    3774324.36        2.70023                      475866.08    
3774324.36        2.84325                         
         475886.08    3774324.36        3.00143                      475906.08    
3774324.36        3.17277                         
         475926.08    3774324.36        3.35614                      475946.08    
3774324.36        3.55697                         
         475966.08    3774324.36        3.77763                      475986.08    
3774324.36        4.02088                         
         476006.08    3774324.36        4.29982                      476026.08    
3774324.36        4.60863                         
         476046.08    3774324.36        4.94457                      476066.08    
3774324.36        5.32111                         
         476086.08    3774324.36        5.74522                      476106.08    
3774324.36        6.22550                         
         476126.08    3774324.36        6.77260                      476146.08    
3774324.36        7.40836                         
         476166.08    3774324.36        8.16358                      476186.08    
3774324.36        9.01964                         
         476206.08    3774324.36       10.01975                      476226.08    
3774324.36       11.20655                         
         476246.08    3774324.36       12.63075                      476266.08    



3774324.36       14.36172                         
         476286.08    3774324.36       16.49642                      476306.08    
3774324.36       19.26287                         
         476326.08    3774324.36       22.80608                      476346.08    
3774324.36       27.36665                         
         476366.08    3774324.36       33.52258                      476386.08    
3774324.36       42.12564                         
         477046.08    3774324.36        7.43546                      477066.08    
3774324.36        6.98579                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 140
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477086.08    3774324.36        6.58219                      477106.08    
3774324.36        6.21518                         
         477126.08    3774324.36        5.87895                      477146.08    
3774324.36        5.56880                         
         477166.08    3774324.36        5.28468                      477466.08    
3774324.36        3.98839                         
         477486.08    3774324.36        3.85768                      477506.08    
3774324.36        3.73379                         
         477526.08    3774324.36        3.61625                      475526.08    
3774344.36        1.38023                         
         475546.08    3774344.36        1.42953                      475566.08    
3774344.36        1.47993                         
         475586.08    3774344.36        1.53324                      475606.08    
3774344.36        1.58970                         
         475626.08    3774344.36        1.64956                      475646.08    
3774344.36        1.71312                         
         475666.08    3774344.36        1.78180                      475686.08    
3774344.36        1.85741                         



         475706.08    3774344.36        1.93513                      475726.08    
3774344.36        2.01751                         
         475746.08    3774344.36        2.10564                      475766.08    
3774344.36        2.20009                         
         475786.08    3774344.36        2.30150                      475806.08    
3774344.36        2.41060                         
         475826.08    3774344.36        2.52820                      475846.08    
3774344.36        2.65710                         
         475866.08    3774344.36        2.80079                      475886.08    
3774344.36        2.95232                         
         475906.08    3774344.36        3.11607                      475926.08    
3774344.36        3.29445                         
         475946.08    3774344.36        3.48968                      475966.08    
3774344.36        3.70401                         
         475986.08    3774344.36        3.94009                      476006.08    
3774344.36        4.21054                         
         476026.08    3774344.36        4.50967                      476046.08    
3774344.36        4.83480                         
         476066.08    3774344.36        5.19885                      476086.08    
3774344.36        5.60848                         
         476106.08    3774344.36        6.07183                      476126.08    
3774344.36        6.59902                         
         476146.08    3774344.36        7.21084                      476166.08    
3774344.36        7.93649                         
         476186.08    3774344.36        8.75801                      476206.08    
3774344.36        9.71643                         
         476226.08    3774344.36       10.85206                      476246.08    
3774344.36       12.21278                         
         476266.08    3774344.36       13.86407                      476286.08    
3774344.36       15.89751                         
         476306.08    3774344.36       18.52794                      476326.08    
3774344.36       21.89283                         
         476346.08    3774344.36       26.22232                      476366.08    
3774344.36       32.06821                         
         476386.08    3774344.36       40.25439                      476406.08    
3774344.36       52.26135                         
         477046.08    3774344.36        7.37330                      477066.08    
3774344.36        6.93162                         
         477086.08    3774344.36        6.53147                      477106.08    
3774344.36        6.16554                         
         477126.08    3774344.36        5.82698                      477146.08    
3774344.36        5.52187                         
         477166.08    3774344.36        5.24291                      477466.08    
3774344.36        3.92485                         
         477486.08    3774344.36        3.79675                      477506.08    
3774344.36        3.67533                         
         477526.08    3774344.36        3.56011                      475526.08    
3774364.36        1.36380                         
         475546.08    3774364.36        1.41217                      475566.08    
3774364.36        1.46160                         



         475586.08    3774364.36        1.51386                      475606.08    
3774364.36        1.56918                         
         475626.08    3774364.36        1.62782                      475646.08    
3774364.36        1.69006                         
         475666.08    3774364.36        1.75727                      475686.08    
3774364.36        1.83121                         
         475706.08    3774364.36        1.90720                      475726.08    
3774364.36        1.98769                         
         475746.08    3774364.36        2.07375                      475766.08    
3774364.36        2.16594                         
         475786.08    3774364.36        2.26486                      475806.08    
3774364.36        2.37121                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 141
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475826.08    3774364.36        2.48849                      475846.08    
3774364.36        2.61540                         
         475866.08    3774364.36        2.75215                      475886.08    
3774364.36        2.89855                         
         475906.08    3774364.36        3.05728                      475926.08    
3774364.36        3.23034                         
         475946.08    3774364.36        3.41957                      475966.08    
3774364.36        3.62710                         
         475986.08    3774364.36        3.85545                      476006.08    
3774364.36        4.11669                         
         476026.08    3774364.36        4.40526                      476046.08    
3774364.36        4.71852                         
         476066.08    3774364.36        5.06877                      476086.08    
3774364.36        5.46223                         
         476106.08    3774364.36        5.90653                      476126.08    



3774364.36        6.41109                         
         476146.08    3774364.36        6.99539                      476166.08    
3774364.36        7.68665                         
         476186.08    3774364.36        8.46730                      476206.08    
3774364.36        9.37543                         
         476226.08    3774364.36       10.44801                      476246.08    
3774364.36       11.72849                         
         476266.08    3774364.36       13.27591                      476286.08    
3774364.36       15.17222                         
         476306.08    3774364.36       17.61046                      476326.08    
3774364.36       20.70761                         
         476346.08    3774364.36       24.65997                      476366.08    
3774364.36       29.94184                         
         476386.08    3774364.36       37.24137                      477046.08    
3774364.36        7.23510                         
         477066.08    3774364.36        6.80603                      477086.08    
3774364.36        6.41661                         
         477106.08    3774364.36        6.05981                      477126.08    
3774364.36        5.72920                         
         477146.08    3774364.36        5.43171                      477166.08    
3774364.36        5.15965                         
         477466.08    3774364.36        3.83537                      477486.08    
3774364.36        3.71157                         
         477506.08    3774364.36        3.59416                      477526.08    
3774364.36        3.49415                         
         475526.08    3774384.36        1.34720                      475546.08    
3774384.36        1.39462                         
         475566.08    3774384.36        1.44305                      475586.08    
3774384.36        1.49425                         
         475606.08    3774384.36        1.54842                      475626.08    
3774384.36        1.60580                         
         475646.08    3774384.36        1.66668                      475666.08    
3774384.36        1.73238                         
         475686.08    3774384.36        1.80463                      475706.08    
3774384.36        1.87884                         
         475726.08    3774384.36        1.95739                      475746.08    
3774384.36        2.04134                         
         475766.08    3774384.36        2.13120                      475786.08    
3774384.36        2.22797                         
         475806.08    3774384.36        2.33284                      475826.08    
3774384.36        2.44772                         
         475846.08    3774384.36        2.57098                      475866.08    
3774384.36        2.70164                         
         475886.08    3774384.36        2.84322                      475906.08    
3774384.36        2.99704                         
         475926.08    3774384.36        3.16456                      475946.08    
3774384.36        3.34753                         
         475966.08    3774384.36        3.54795                      475986.08    
3774384.36        3.76820                         
         476006.08    3774384.36        4.01978                      476026.08    



3774384.36        4.29724                         
         476046.08    3774384.36        4.59796                      476066.08    
3774384.36        4.93356                         
         476086.08    3774384.36        5.30982                      476106.08    
3774384.36        5.73376                         
         476126.08    3774384.36        6.21404                      476146.08    
3774384.36        6.76867                         
         476166.08    3774384.36        7.42273                      476186.08    
3774384.36        8.15884                         
         476206.08    3774384.36        9.01182                      476226.08    
3774384.36       10.01475                         
         476246.08    3774384.36       11.20587                      476266.08    
3774384.36       12.63658                         
         476286.08    3774384.36       14.37729                      476306.08    
3774384.36       16.59547                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 142
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476326.08    3774384.36       19.38232                      476346.08    
3774384.36       22.89108                         
         476366.08    3774384.36       27.49965                      476386.08    
3774384.36       33.72418                         
         476417.86    3774377.82       51.78238                      477046.08    
3774384.36        7.02386                         
         477066.08    3774384.36        6.61524                      477086.08    
3774384.36        6.24358                         
         477106.08    3774384.36        5.90229                      477126.08    
3774384.36        5.58531                         
         477146.08    3774384.36        5.29984                      477166.08    
3774384.36        5.03843                         



         477466.08    3774384.36        3.72237                      477486.08    
3774384.36        3.60436                         
         477506.08    3774384.36        3.49233                      477526.08    
3774384.36        3.40285                         
         475526.08    3774404.36        1.33048                      475546.08    
3774404.36        1.37693                         
         475566.08    3774404.36        1.42437                      475586.08    
3774404.36        1.47448                         
         475606.08    3774404.36        1.52747                      475626.08    
3774404.36        1.58359                         
         475646.08    3774404.36        1.64309                      475666.08    
3774404.36        1.70727                         
         475686.08    3774404.36        1.77780                      475706.08    
3774404.36        1.85019                         
         475726.08    3774404.36        1.92678                      475746.08    
3774404.36        2.00858                         
         475766.08    3774404.36        2.09606                      475786.08    
3774404.36        2.19114                         
         475806.08    3774404.36        2.29611                      475826.08    
3774404.36        2.40586                         
         475846.08    3774404.36        2.52333                      475866.08    
3774404.36        2.64999                         
         475886.08    3774404.36        2.78711                      475906.08    
3774404.36        2.93590                         
         475926.08    3774404.36        3.09776                      475946.08    
3774404.36        3.27432                         
         475966.08    3774404.36        3.46746                      475986.08    
3774404.36        3.67939                         
         476006.08    3774404.36        3.92106                      476026.08    
3774404.36        4.18711                         
         476046.08    3774404.36        4.47492                      476066.08    
3774404.36        4.79545                         
         476086.08    3774404.36        5.15398                      476106.08    
3774404.36        5.55692                         
         476126.08    3774404.36        6.01210                      476146.08    
3774404.36        6.53606                         
         476166.08    3774404.36        7.15162                      476186.08    
3774404.36        7.84157                         
         476206.08    3774404.36        8.63734                      476226.08    
3774404.36        9.56796                         
         476246.08    3774404.36       10.66628                      476266.08    
3774404.36       11.97580                         
         476286.08    3774404.36       13.55501                      476306.08    
3774404.36       15.54545                         
         476326.08    3774404.36       18.01232                      477046.08    
3774404.36        6.75097                         
         477066.08    3774404.36        6.36938                      477086.08    
3774404.36        6.02118                         
         477106.08    3774404.36        5.70036                      477126.08    
3774404.36        5.40136                         



         477146.08    3774404.36        5.13171                      477166.08    
3774404.36        4.88429                         
         477186.08    3774404.36        4.65551                      477206.08    
3774404.36        4.44350                         
         477226.08    3774404.36        5.33313                      477246.08    
3774404.36        5.19583                         
         477266.08    3774404.36        5.00479                      477286.08    
3774404.36        4.81153                         
         477306.08    3774404.36        4.63006                      477326.08    
3774404.36        4.45942                         
         477346.08    3774404.36        4.31994                      477366.08    
3774404.36        4.22966                         
         477386.08    3774404.36        4.09609                      477406.08    
3774404.36        3.95886                         
         477426.08    3774404.36        3.82893                      477446.08    
3774404.36        3.70578                         
         477466.08    3774404.36        3.58894                      477486.08    
3774404.36        3.47796                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 143
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774404.36        3.37245                      477526.08    
3774404.36        3.28739                         
         475946.08    3774424.36        3.20056                      475966.08    
3774424.36        3.38635                         
         475986.08    3774424.36        3.58988                      476006.08    
3774424.36        3.82154                         
         476026.08    3774424.36        4.07608                      476046.08    
3774424.36        4.35086                         
         476066.08    3774424.36        4.65617                      476086.08    



3774424.36        4.99680                         
         476106.08    3774424.36        5.37855                      476126.08    
3774424.36        5.80843                         
         476146.08    3774424.36        6.30148                      476166.08    
3774424.36        6.87833                         
         476186.08    3774424.36        7.52190                      476206.08    
3774424.36        8.26026                         
         476226.08    3774424.36        9.11847                      476246.08    
3774424.36       10.12411                         
         476266.08    3774424.36       11.31304                      476286.08    
3774424.36       12.73233                         
         476306.08    3774424.36       14.49900                      476326.08    
3774424.36       16.65442                         
         476346.08    3774424.36       19.27034                      476366.08    
3774424.36       22.54824                         
         476386.08    3774424.36       26.70735                      476406.08    
3774424.36       32.03882                         
         476426.08    3774424.36       39.12451                      476446.08    
3774424.36       48.18530                         
         476466.08    3774424.36       59.08835                      476486.08    
3774424.36       71.02669                         
         476506.08    3774424.36       80.97183                      476526.08    
3774424.36       84.42502                         
         476546.08    3774424.36       79.46074                      476566.08    
3774424.36       69.15080                         
         476586.08    3774424.36       58.76705                      476606.08    
3774424.36       50.12841                         
         476626.08    3774424.36       43.26765                      476646.08    
3774424.36       37.70101                         
         476666.08    3774424.36       32.97106                      476686.08    
3774424.36       29.03554                         
         476706.08    3774424.36       25.78353                      476726.08    
3774424.36       23.01556                         
         476746.08    3774424.36       20.64995                      476766.08    
3774424.36       18.61943                         
         476786.08    3774424.36       16.85650                      476806.08    
3774424.36       15.32706                         
         476826.08    3774424.36       13.99250                      476846.08    
3774424.36       12.83921                         
         476866.08    3774424.36       11.82775                      476886.08    
3774424.36       10.93368                         
         476906.08    3774424.36       10.13985                      476926.08    
3774424.36        9.43201                         
         476946.08    3774424.36        8.79829                      476966.08    
3774424.36        8.21909                         
         476986.08    3774424.36        7.69825                      477006.08    
3774424.36        7.23510                         
         477026.08    3774424.36        6.81444                      477046.08    
3774424.36        6.43120                         
         477066.08    3774424.36        6.08104                      477086.08    



3774424.36        5.75644                         
         477106.08    3774424.36        5.45808                      477126.08    
3774424.36        5.18457                         
         477146.08    3774424.36        4.93437                      477166.08    
3774424.36        4.70339                         
         477186.08    3774424.36        4.48923                      477206.08    
3774424.36        4.29026                         
         477226.08    3774424.36        5.04994                      477246.08    
3774424.36        4.91901                         
         477266.08    3774424.36        4.74446                      477286.08    
3774424.36        4.56857                         
         477306.08    3774424.36        4.40292                      477326.08    
3774424.36        4.27542                         
         477346.08    3774424.36        4.15687                      477366.08    
3774424.36        4.03646                         
         477386.08    3774424.36        3.90696                      477406.08    
3774424.36        3.78064                         
         477426.08    3774424.36        3.66078                      477446.08    
3774424.36        3.54693                         
         477466.08    3774424.36        3.43868                      477486.08    
3774424.36        3.33567                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 144
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774424.36        3.23756                      477526.08    
3774424.36        3.15757                         
         475946.08    3774444.36        3.12672                      475966.08    
3774444.36        3.30588                         
         475986.08    3774444.36        3.50343                      476006.08    
3774444.36        3.72372                         



         476026.08    3774444.36        3.96503                      476046.08    
3774444.36        4.22681                         
         476066.08    3774444.36        4.51696                      476086.08    
3774444.36        4.83979                         
         476106.08    3774444.36        5.20046                      476126.08    
3774444.36        5.60521                         
         476146.08    3774444.36        6.06763                      476166.08    
3774444.36        6.60618                         
         476186.08    3774444.36        7.20397                      476206.08    
3774444.36        7.88580                         
         476226.08    3774444.36        8.67297                      476246.08    
3774444.36        9.58805                         
         476266.08    3774444.36       10.66352                      476286.08    
3774444.36       11.94260                         
         476306.08    3774444.36       13.48817                      476326.08    
3774444.36       15.33940                         
         476346.08    3774444.36       17.54982                      476366.08    
3774444.36       20.24392                         
         476386.08    3774444.36       23.54156                      476406.08    
3774444.36       27.57378                         
         476426.08    3774444.36       32.61256                      476446.08    
3774444.36       38.54082                         
         476466.08    3774444.36       44.95092                      476486.08    
3774444.36       51.16322                         
         476506.08    3774444.36       55.77104                      476526.08    
3774444.36       57.26587                         
         476546.08    3774444.36       55.08235                      476566.08    
3774444.36       50.07280                         
         476586.08    3774444.36       44.25476                      476606.08    
3774444.36       38.70574                         
         476626.08    3774444.36       33.98220                      476646.08    
3774444.36       30.08406                         
         476666.08    3774444.36       26.77565                      476686.08    
3774444.36       23.98421                         
         476706.08    3774444.36       21.61856                      476726.08    
3774444.36       19.58397                         
         476746.08    3774444.36       17.81033                      476766.08    
3774444.36       16.25485                         
         476786.08    3774444.36       14.88591                      476806.08    
3774444.36       13.66783                         
         476826.08    3774444.36       12.57092                      476846.08    
3774444.36       11.62025                         
         476866.08    3774444.36       10.77697                      476886.08    
3774444.36       10.02229                         
         476906.08    3774444.36        9.34474                      476926.08    
3774444.36        8.73451                         
         476946.08    3774444.36        8.18324                      476966.08    
3774444.36        7.67409                         
         476986.08    3774444.36        7.21321                      477006.08    
3774444.36        6.80145                         



         477026.08    3774444.36        6.42517                      477046.08    
3774444.36        6.08044                         
         477066.08    3774444.36        5.76385                      477086.08    
3774444.36        5.46622                         
         477106.08    3774444.36        5.19268                      477126.08    
3774444.36        4.94503                         
         477146.08    3774444.36        4.71557                      477166.08    
3774444.36        4.50252                         
         477186.08    3774444.36        4.30437                      477206.08    
3774444.36        4.11972                         
         477226.08    3774444.36        4.74418                      477246.08    
3774444.36        4.62043                         
         477266.08    3774444.36        4.46339                      477286.08    
3774444.36        4.30591                         
         477306.08    3774444.36        4.15707                      477326.08    
3774444.36        4.05394                         
         477346.08    3774444.36        3.94963                      477366.08    
3774444.36        3.82268                         
         477386.08    3774444.36        3.70210                      477406.08    
3774444.36        3.58746                         
         477426.08    3774444.36        3.47839                      477446.08    
3774444.36        3.37452                         
         477466.08    3774444.36        3.27552                      477486.08    
3774444.36        3.18110                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 145
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774444.36        3.09943                      477526.08    
3774444.36        3.02778                         
         475946.08    3774464.36        3.05315                      475966.08    



3774464.36        3.22656                         
         475986.08    3774464.36        3.42089                      476006.08    
3774464.36        3.62826                         
         476026.08    3774464.36        3.85458                      476046.08    
3774464.36        4.10351                         
         476066.08    3774464.36        4.37868                      476086.08    
3774464.36        4.68392                         
         476106.08    3774464.36        5.02382                      476126.08    
3774464.36        5.40384                         
         476146.08    3774464.36        5.83616                      476166.08    
3774464.36        6.33721                         
         476186.08    3774464.36        6.89026                      476206.08    
3774464.36        7.51705                         
         476226.08    3774464.36        8.23531                      476246.08    
3774464.36        9.06305                         
         476266.08    3774464.36       10.03353                      476286.08    
3774464.36       11.19140                         
         476306.08    3774464.36       12.52281                      476326.08    
3774464.36       14.08486                         
         476346.08    3774464.36       15.93025                      476366.08    
3774464.36       18.11538                         
         476386.08    3774464.36       20.69469                      476406.08    
3774464.36       23.70810                         
         476426.08    3774464.36       27.27145                      476446.08    
3774464.36       31.18209                         
         476466.08    3774464.36       35.08113                      476486.08    
3774464.36       38.56518                         
         476506.08    3774464.36       40.97800                      476526.08    
3774464.36       41.73213                         
         476546.08    3774464.36       40.61816                      476566.08    
3774464.36       37.91758                         
         476586.08    3774464.36       34.52535                      476606.08    
3774464.36       30.94858                         
         476626.08    3774464.36       27.62345                      476646.08    
3774464.36       24.73173                         
         476666.08    3774464.36       22.27063                      476686.08    
3774464.36       20.15912                         
         476706.08    3774464.36       18.31005                      476726.08    
3774464.36       16.74548                         
         476746.08    3774464.36       15.37915                      476766.08    
3774464.36       14.16895                         
         476786.08    3774464.36       13.09131                      476806.08    
3774464.36       12.11909                         
         476826.08    3774464.36       11.23018                      476846.08    
3774464.36       10.45296                         
         476866.08    3774464.36        9.75602                      476886.08    
3774464.36        9.12548                         
         476906.08    3774464.36        8.55362                      476926.08    
3774464.36        8.03373                         
         476946.08    3774464.36        7.55999                      476966.08    



3774464.36        7.11788                         
         476986.08    3774464.36        6.71500                      477006.08    
3774464.36        6.35333                         
         477026.08    3774464.36        6.02074                      477046.08    
3774464.36        5.71427                         
         477066.08    3774464.36        5.43130                      477086.08    
3774464.36        5.16349                         
         477106.08    3774464.36        4.91632                      477126.08    
3774464.36        4.69194                         
         477146.08    3774464.36        4.48318                      477166.08    
3774464.36        4.28865                         
         477186.08    3774464.36        4.10708                      477206.08    
3774464.36        3.93734                         
         477226.08    3774464.36        4.42668                      477246.08    
3774464.36        4.31046                         
         477266.08    3774464.36        4.17103                      477286.08    
3774464.36        4.03208                         
         477306.08    3774464.36        3.90023                      477326.08    
3774464.36        3.80412                         
         477346.08    3774464.36        3.70791                      477366.08    
3774464.36        3.59494                         
         477386.08    3774464.36        3.48728                      477406.08    
3774464.36        3.38459                         
         477426.08    3774464.36        3.28659                      477446.08    
3774464.36        3.19299                         
         477466.08    3774464.36        3.10353                      477486.08    
3774464.36        3.01797                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 146
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -



         477506.08    3774464.36        2.95920                      477526.08    
3774464.36        2.89899                         
         475946.08    3774484.36        2.98009                      475966.08    
3774484.36        3.14630                         
         475986.08    3774484.36        3.33259                      476006.08    
3774484.36        3.53010                         
         476026.08    3774484.36        3.74513                      476046.08    
3774484.36        3.98141                         
         476066.08    3774484.36        4.24183                      476086.08    
3774484.36        4.52980                         
         476106.08    3774484.36        4.84932                      476126.08    
3774484.36        5.20512                         
         476146.08    3774484.36        5.60805                      476166.08    
3774484.36        6.07259                         
         476186.08    3774484.36        6.58221                      476206.08    
3774484.36        7.15578                         
         476226.08    3774484.36        7.80778                      476246.08    
3774484.36        8.55209                         
         476266.08    3774484.36        9.41558                      476286.08    
3774484.36       10.43409                         
         476306.08    3774484.36       11.58212                      476326.08    
3774484.36       12.90273                         
         476346.08    3774484.36       14.42843                      476366.08    
3774484.36       16.18410                         
         476386.08    3774484.36       18.18601                      476406.08    
3774484.36       20.43008                         
         476426.08    3774484.36       22.96242                      476446.08    
3774484.36       25.59152                         
         476466.08    3774484.36       28.05969                      476486.08    
3774484.36       30.14732                         
         476506.08    3774484.36       31.53195                      476526.08    
3774484.36       31.95487                         
         476546.08    3774484.36       31.32430                      476566.08    
3774484.36       29.74234                         
         476586.08    3774484.36       27.66069                      476606.08    
3774484.36       25.31861                         
         476626.08    3774484.36       22.98223                      476646.08    
3774484.36       20.82196                         
         476666.08    3774484.36       18.90977                      476686.08    
3774484.36       17.23296                         
         476706.08    3774484.36       15.74958                      476726.08    
3774484.36       14.49279                         
         476746.08    3774484.36       13.39456                      476766.08    
3774484.36       12.42032                         
         476786.08    3774484.36       11.54981                      476806.08    
3774484.36       10.75976                         
         476826.08    3774484.36       10.03131                      476846.08    
3774484.36        9.39090                         
         476866.08    3774484.36        8.81251                      476886.08    
3774484.36        8.28513                         



         476906.08    3774484.36        7.80310                      476926.08    
3774484.36        7.36154                         
         476946.08    3774484.36        6.95623                      476966.08    
3774484.36        6.57451                         
         476986.08    3774484.36        6.22454                      477006.08    
3774484.36        5.90898                         
         477026.08    3774484.36        5.61710                      477046.08    
3774484.36        5.34665                         
         477066.08    3774484.36        5.09565                      477086.08    
3774484.36        4.85653                         
         477106.08    3774484.36        4.63491                      477126.08    
3774484.36        4.43316                         
         477146.08    3774484.36        4.24471                      477166.08    
3774484.36        4.06843                         
         477186.08    3774484.36        3.90331                      477206.08    
3774484.36        4.25466                         
         477226.08    3774484.36        4.12631                      477246.08    
3774484.36        4.00165                         
         477266.08    3774484.36        3.87626                      477286.08    
3774484.36        3.75515                         
         477306.08    3774484.36        3.63974                      477326.08    
3774484.36        3.55061                         
         477346.08    3774484.36        3.46240                      477366.08    
3774484.36        3.36308                         
         477386.08    3774484.36        3.26808                      477406.08    
3774484.36        3.17716                         
         477426.08    3774484.36        3.09009                      477446.08    
3774484.36        3.00667                         
         477466.08    3774484.36        2.92670                      477486.08    
3774484.36        2.84999                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 147
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   



Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774484.36        2.79574                      477526.08    
3774484.36        2.74017                         
         475946.08    3774504.36        2.90769                      475966.08    
3774504.36        3.06608                         
         475986.08    3774504.36        3.24207                      476006.08    
3774504.36        3.43132                         
         476026.08    3774504.36        3.63691                      476046.08    
3774504.36        3.86075                         
         476066.08    3774504.36        4.10671                      476086.08    
3774504.36        4.37776                         
         476106.08    3774504.36        4.67735                      476126.08    
3774504.36        5.00951                         
         476146.08    3774504.36        5.38384                      476166.08    
3774504.36        5.81300                         
         476186.08    3774504.36        6.28069                      476206.08    
3774504.36        6.80315                         
         476226.08    3774504.36        7.39197                      476246.08    
3774504.36        8.05742                         
         476266.08    3774504.36        8.81787                      476286.08    
3774504.36        9.69776                         
         476306.08    3774504.36       10.68613                      476326.08    
3774504.36       11.80165                         
         476346.08    3774504.36       13.05443                      476366.08    
3774504.36       14.45755                         
         476386.08    3774504.36       16.00781                      476406.08    
3774504.36       17.68405                         
         476426.08    3774504.36       19.50460                      476446.08    
3774504.36       21.31426                         
         476466.08    3774504.36       22.93864                      476486.08    
3774504.36       24.26108                         
         476506.08    3774504.36       25.11324                      476526.08    
3774504.36       25.36947                         
         476546.08    3774504.36       24.98408                      476566.08    
3774504.36       23.99484                         
         476586.08    3774504.36       22.65429                      476606.08    
3774504.36       21.07907                         
         476626.08    3774504.36       19.42698                      476646.08    
3774504.36       17.81854                         
         476666.08    3774504.36       16.32912                      476686.08    
3774504.36       14.98012                         
         476706.08    3774504.36       13.76403                      476726.08    
3774504.36       12.72095                         
         476746.08    3774504.36       11.80557                      476766.08    
3774504.36       10.99282                         
         476786.08    3774504.36       10.26645                      476806.08    
3774504.36        9.60665                         
         476826.08    3774504.36        8.99671                      476846.08    



3774504.36        8.45919                         
         476866.08    3774504.36        7.97211                      476886.08    
3774504.36        7.52612                         
         476906.08    3774504.36        7.11658                      476926.08    
3774504.36        6.73955                         
         476946.08    3774504.36        6.39168                      476966.08    
3774504.36        6.06177                         
         476986.08    3774504.36        5.75782                      477006.08    
3774504.36        5.48277                         
         477026.08    3774504.36        5.22711                      477046.08    
3774504.36        4.98911                         
         477066.08    3774504.36        4.76721                      477086.08    
3774504.36        4.55456                         
         477106.08    3774504.36        4.35670                      477126.08    
3774504.36        4.17611                         
         477146.08    3774504.36        4.00679                      477166.08    
3774504.36        3.84784                         
         477186.08    3774504.36        3.69843                      477206.08    
3774504.36        3.92387                         
         477226.08    3774504.36        3.81063                      477246.08    
3774504.36        3.69626                         
         477266.08    3774504.36        3.58692                      477286.08    
3774504.36        3.48232                         
         477306.08    3774504.36        3.38223                      477326.08    
3774504.36        3.29975                         
         477346.08    3774504.36        3.21914                      477366.08    
3774504.36        3.13267                         
         477386.08    3774504.36        3.04965                      477406.08    
3774504.36        2.96991                         
         477426.08    3774504.36        2.89329                      477446.08    
3774504.36        2.81964                         
         477466.08    3774504.36        2.74881                      477486.08    
3774504.36        2.68067                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      



                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774504.36        2.62961                      477526.08    
3774504.36        2.57792                         
         475946.08    3774524.36        2.83604                      475966.08    
3774524.36        2.98597                         
         475986.08    3774524.36        3.14907                      476006.08    
3774524.36        3.33173                         
         476026.08    3774524.36        3.53004                      476046.08    
3774524.36        3.74168                         
         476066.08    3774524.36        3.97348                      476086.08    
3774524.36        4.22798                         
         476106.08    3774524.36        4.50813                      476126.08    
3774524.36        4.81730                         
         476146.08    3774524.36        5.16392                      476166.08    
3774524.36        5.55897                         
         476186.08    3774524.36        5.98643                      476206.08    
3774524.36        6.46019                         
         476226.08    3774524.36        6.98931                      476246.08    
3774524.36        7.58109                         
         476266.08    3774524.36        8.24374                      476286.08    
3774524.36        8.98692                         
         476306.08    3774524.36        9.84013                      476326.08    
3774524.36       10.78687                         
         476346.08    3774524.36       11.81162                      476366.08    
3774524.36       12.93120                         
         476386.08    3774524.36       14.13421                      476406.08    
3774524.36       15.39574                         
         476426.08    3774524.36       16.72445                      476446.08    
3774524.36       18.00106                         
         476466.08    3774524.36       19.10860                      476486.08    
3774524.36       19.98583                         
         476506.08    3774524.36       20.53977                      476526.08    
3774524.36       20.70439                         
         476546.08    3774524.36       20.45462                      476566.08    
3774524.36       19.80315                         
         476586.08    3774524.36       18.90297                      476606.08    
3774524.36       17.81206                         
         476626.08    3774524.36       16.62621                      476646.08    
3774524.36       15.42570                         
         476666.08    3774524.36       14.26983                      476686.08    
3774524.36       13.18645                         
         476706.08    3774524.36       12.18421                      476726.08    
3774524.36       11.30738                         
         476746.08    3774524.36       10.52899                      476766.08    
3774524.36        9.83391                         



         476786.08    3774524.36        9.21123                      476806.08    
3774524.36        8.64541                         
         476826.08    3774524.36        8.12228                      476846.08    
3774524.36        7.66070                         
         476866.08    3774524.36        7.24212                      476886.08    
3774524.36        6.85835                         
         476906.08    3774524.36        6.50529                      476926.08    
3774524.36        6.17948                         
         476946.08    3774524.36        5.87803                      476966.08    
3774524.36        5.59091                         
         476986.08    3774524.36        5.32549                      477006.08    
3774524.36        5.08471                         
         477026.08    3774524.36        4.86011                      477046.08    
3774524.36        4.65026                         
         477066.08    3774524.36        4.45392                      477086.08    
3774524.36        4.26483                         
         477106.08    3774524.36        4.08832                      477126.08    
3774524.36        3.92686                         
         477146.08    3774524.36        3.77498                      477166.08    
3774524.36        3.63194                         
         477186.08    3774524.36        3.49709                      477206.08    
3774524.36        3.60308                         
         477226.08    3774524.36        3.50057                      477246.08    
3774524.36        3.40307                         
         477266.08    3774524.36        3.30948                      477286.08    
3774524.36        3.21962                         
         477306.08    3774524.36        3.13331                      477326.08    
3774524.36        3.05693                         
         477346.08    3774524.36        2.98330                      477366.08    
3774524.36        2.90853                         
         477386.08    3774524.36        2.83648                      477406.08    
3774524.36        2.76704                         
         477426.08    3774524.36        2.70009                      477446.08    
3774524.36        2.63554                         
         477466.08    3774524.36        2.57326                      477486.08    
3774524.36        2.51316                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 



***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774524.36        2.46518                      477526.08    
3774524.36        2.41720                         
         475946.08    3774544.36        2.76518                      475966.08    
3774544.36        2.90812                         
         475986.08    3774544.36        3.06282                      476006.08    
3774544.36        3.23654                         
         476026.08    3774544.36        3.42458                      476046.08    
3774544.36        3.62428                         
         476066.08    3774544.36        3.84223                      476086.08    
3774544.36        4.08060                         
         476106.08    3774544.36        4.34185                      476126.08    
3774544.36        4.62875                         
         476146.08    3774544.36        4.94863                      476166.08    
3774544.36        5.31098                         
         476186.08    3774544.36        5.70014                      476206.08    
3774544.36        6.12791                         
         476226.08    3774544.36        6.60124                      476246.08    
3774544.36        7.12503                         
         476266.08    3774544.36        7.70413                      476286.08    
3774544.36        8.34300                         
         476306.08    3774544.36        9.06904                      476326.08    
3774544.36        9.86010                         
         476346.08    3774544.36       10.69734                      476366.08    
3774544.36       11.59200                         
         476386.08    3774544.36       12.53039                      476406.08    
3774544.36       13.48949                         
         476426.08    3774544.36       14.47529                      476446.08    
3774544.36       15.39745                         
         476466.08    3774544.36       16.17665                      476486.08    
3774544.36       16.78135                         
         476506.08    3774544.36       17.15755                      476526.08    
3774544.36       17.26832                         
         476546.08    3774544.36       17.09876                      476566.08    
3774544.36       16.65132                         
         476586.08    3774544.36       16.02486                      476606.08    
3774544.36       15.24812                         
         476626.08    3774544.36       14.38105                      476646.08    
3774544.36       13.47714                         
         476666.08    3774544.36       12.57950                      476686.08    
3774544.36       11.71225                         
         476706.08    3774544.36       10.88822                      476726.08    



3774544.36       10.15065                         
         476746.08    3774544.36        9.48478                      476766.08    
3774544.36        8.88344                         
         476786.08    3774544.36        8.34103                      476806.08    
3774544.36        7.84652                         
         476826.08    3774544.36        7.38887                      476846.08    
3774544.36        6.98421                         
         476866.08    3774544.36        6.61710                      476886.08    
3774544.36        6.28053                         
         476906.08    3774544.36        5.97082                      476926.08    
3774544.36        5.68485                         
         476946.08    3774544.36        5.42001                      476966.08    
3774544.36        5.16731                         
         476986.08    3774544.36        4.93329                      477006.08    
3774544.36        4.72066                         
         477026.08    3774544.36        4.52191                      477046.08    
3774544.36        4.33579                         
         477066.08    3774544.36        4.16122                      477086.08    
3774544.36        3.99252                         
         477106.08    3774544.36        3.83465                      477126.08    
3774544.36        3.68998                         
         477146.08    3774544.36        3.55355                      477166.08    
3774544.36        3.42474                         
         477186.08    3774544.36        3.30299                      477206.08    
3774544.36        3.30560                         
         477226.08    3774544.36        3.21223                      477246.08    
3774544.36        3.12901                         
         477266.08    3774544.36        3.04889                      477286.08    
3774544.36        2.97173                         
         477306.08    3774544.36        2.89739                      477326.08    
3774544.36        2.82646                         
         477346.08    3774544.36        2.75903                      477366.08    
3774544.36        2.69456                         
         477386.08    3774544.36        2.63226                      477406.08    
3774544.36        2.57204                         
         477426.08    3774544.36        2.51380                      477446.08    
3774544.36        2.45747                         
         477466.08    3774544.36        2.40297                      477486.08    
3774544.36        2.35024                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   



, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774544.36        2.30512                      477526.08    
3774544.36        2.26061                         
         475946.08    3774564.36        2.69511                      475966.08    
3774564.36        2.83127                         
         475986.08    3774564.36        2.97827                      476006.08    
3774564.36        3.14292                         
         476026.08    3774564.36        3.32058                      476046.08    
3774564.36        3.50861                         
         476066.08    3774564.36        3.71306                      476086.08    
3774564.36        3.93575                         
         476106.08    3774564.36        4.17869                      476126.08    
3774564.36        4.44412                         
         476146.08    3774564.36        4.73838                      476166.08    
3774564.36        5.06960                         
         476186.08    3774564.36        5.42258                      476206.08    
3774564.36        5.80734                         
         476226.08    3774564.36        6.22912                      476246.08    
3774564.36        6.69093                         
         476266.08    3774564.36        7.19550                      476286.08    
3774564.36        7.74477                         
         476306.08    3774564.36        8.36029                      476326.08    
3774564.36        9.01974                         
         476346.08    3774564.36        9.70454                      476366.08    
3774564.36       10.42213                         
         476386.08    3774564.36       11.15938                      476406.08    
3774564.36       11.89694                         
         476426.08    3774564.36       12.64047                      476446.08    
3774564.36       13.32136                         
         476466.08    3774564.36       13.88482                      476486.08    
3774564.36       14.31533                         
         476506.08    3774564.36       14.58014                      476526.08    
3774564.36       14.65750                         
         476546.08    3774564.36       14.53798                      476566.08    
3774564.36       14.21983                         
         476586.08    3774564.36       13.77041                      476606.08    
3774564.36       13.20338                         
         476626.08    3774564.36       12.55731                      476646.08    
3774564.36       11.86842                         



         476666.08    3774564.36       11.16758                      476686.08    
3774564.36       10.47332                         
         476706.08    3774564.36        9.79757                      476726.08    
3774564.36        9.17919                         
         476746.08    3774564.36        8.61035                      476766.08    
3774564.36        8.08900                         
         476786.08    3774564.36        7.61361                      476806.08    
3774564.36        7.17716                         
         476826.08    3774564.36        6.77173                      476846.08    
3774564.36        6.41169                         
         476866.08    3774564.36        6.08451                      476886.08    
3774564.36        5.78440                         
         476906.08    3774564.36        5.50820                      476926.08    
3774564.36        5.25320                         
         476946.08    3774564.36        5.01703                      476966.08    
3774564.36        4.79168                         
         476986.08    3774564.36        4.58283                      477006.08    
3774564.36        4.39292                         
         477026.08    3774564.36        4.21525                      477046.08    
3774564.36        4.04870                         
         477066.08    3774564.36        3.89228                      477086.08    
3774564.36        3.74082                         
         477106.08    3774564.36        3.59884                      477126.08    
3774564.36        3.46858                         
         477146.08    3774564.36        3.34552                      477166.08    
3774564.36        3.22912                         
         477186.08    3774564.36        3.11888                      477206.08    
3774564.36        3.03484                         
         477226.08    3774564.36        2.94904                      477246.08    
3774564.36        2.87747                         
         477266.08    3774564.36        2.80848                      477286.08    
3774564.36        2.74192                         
         477306.08    3774564.36        2.67767                      477326.08    
3774564.36        2.61145                         
         477346.08    3774564.36        2.54938                      477366.08    
3774564.36        2.49374                         
         477386.08    3774564.36        2.43985                      477406.08    
3774564.36        2.38763                         
         477426.08    3774564.36        2.33701                      477446.08    
3774564.36        2.28793                         
         477466.08    3774564.36        2.24033                      477486.08    
3774564.36        2.19417                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 151
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774564.36        2.15166                      477526.08    
3774564.36        2.11029                         
         475946.08    3774584.36        2.62584                      475966.08    
3774584.36        2.75535                         
         475986.08    3774584.36        2.89480                      476006.08    
3774584.36        3.05055                         
         476026.08    3774584.36        3.21808                      476046.08    
3774584.36        3.39473                         
         476066.08    3774584.36        3.58607                      476086.08    
3774584.36        3.79358                         
         476106.08    3774584.36        4.01888                      476126.08    
3774584.36        4.26372                         
         476146.08    3774584.36        4.53359                      476166.08    
3774584.36        4.83542                         
         476186.08    3774584.36        5.15453                      476206.08    
3774584.36        5.49946                         
         476226.08    3774584.36        5.87409                      476246.08    
3774584.36        6.28009                         
         476266.08    3774584.36        6.71861                      476286.08    
3774584.36        7.19003                         
         476306.08    3774584.36        7.71153                      476326.08    
3774584.36        8.26175                         
         476346.08    3774584.36        8.82342                      476366.08    
3774584.36        9.40204                         
         476386.08    3774584.36        9.98611                      476406.08    
3774584.36       10.56008                         
         476426.08    3774584.36       11.12980                      476446.08    
3774584.36       11.64267                         
         476466.08    3774584.36       12.05997                      476486.08    
3774584.36       12.37496                         
         476506.08    3774584.36       12.56701                      476526.08    
3774584.36       12.62272                         
         476546.08    3774584.36       12.53582                      476566.08    
3774584.36       12.30297                         
         476586.08    3774584.36       11.97205                      476606.08    



3774584.36       11.54882                         
         476626.08    3774584.36       11.05874                      476646.08    
3774584.36       10.52674                         
         476666.08    3774584.36        9.97504                      476686.08    
3774584.36        9.41733                         
         476706.08    3774584.36        8.86323                      476726.08    
3774584.36        8.34617                         
         476746.08    3774584.36        7.86182                      476766.08    
3774584.36        7.41084                         
         476786.08    3774584.36        6.99419                      476806.08    
3774584.36        6.60792                         
         476826.08    3774584.36        6.24667                      476846.08    
3774584.36        5.92374                         
         476866.08    3774584.36        5.62917                      476886.08    
3774584.36        5.35838                         
         476906.08    3774584.36        5.10889                      476926.08    
3774584.36        4.87843                         
         476946.08    3774584.36        4.66497                      476966.08    
3774584.36        4.46142                         
         476986.08    3774584.36        4.27272                      477006.08    
3774584.36        4.10104                         
         477026.08    3774584.36        3.94041                      477046.08    
3774584.36        3.78979                         
         477066.08    3774584.36        3.64828                      477086.08    
3774584.36        3.51117                         
         477106.08    3774584.36        3.38252                      477126.08    
3774584.36        3.26440                         
         477146.08    3774584.36        3.15269                      477166.08    
3774584.36        3.04692                         
         477186.08    3774584.36        2.94663                      477206.08    
3774584.36        2.79224                         
         477226.08    3774584.36        2.71256                      477246.08    
3774584.36        2.65021                         
         477266.08    3774584.36        2.59012                      477286.08    
3774584.36        2.53214                         
         477306.08    3774584.36        2.47615                      477326.08    
3774584.36        2.41391                         
         477346.08    3774584.36        2.35636                      477366.08    
3774584.36        2.30806                         
         477386.08    3774584.36        2.26121                      477406.08    
3774584.36        2.21576                         
         477426.08    3774584.36        2.17163                      477446.08    
3774584.36        2.12878                         
         477466.08    3774584.36        2.08715                      477486.08    
3774584.36        2.04669                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    



                                  PAGE 152
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774584.36        2.00652                      477526.08    
3774584.36        1.96795                         
         475946.08    3774604.36        2.55739                      475966.08    
3774604.36        2.68036                         
         475986.08    3774604.36        2.81242                      476006.08    
3774604.36        2.95949                         
         476026.08    3774604.36        3.11714                      476046.08    
3774604.36        3.28275                         
         476066.08    3774604.36        3.46140                      476086.08    
3774604.36        3.65429                         
         476106.08    3774604.36        3.86269                      476126.08    
3774604.36        4.08793                         
         476146.08    3774604.36        4.33474                      476166.08    
3774604.36        4.60901                         
         476186.08    3774604.36        4.89670                      476206.08    
3774604.36        5.20510                         
         476226.08    3774604.36        5.53705                      476246.08    
3774604.36        5.89325                         
         476266.08    3774604.36        6.27385                      476286.08    
3774604.36        6.67822                         
         476306.08    3774604.36        7.12037                      476326.08    
3774604.36        7.58045                         
         476346.08    3774604.36        8.04298                      476366.08    
3774604.36        8.51247                         
         476386.08    3774604.36        8.97930                      476406.08    
3774604.36        9.43125                         
         476426.08    3774604.36        9.87432                      476446.08    
3774604.36       10.26762                         
         476466.08    3774604.36       10.58321                      476486.08    
3774604.36       10.81913                         
         476506.08    3774604.36       10.96194                      476526.08    
3774604.36       11.00312                         



         476546.08    3774604.36       10.93826                      476566.08    
3774604.36       10.76362                         
         476586.08    3774604.36       10.51443                      476606.08    
3774604.36       10.19226                         
         476626.08    3774604.36        9.81434                      476646.08    
3774604.36        9.39807                         
         476666.08    3774604.36        8.95963                      476686.08    
3774604.36        8.50901                         
         476706.08    3774604.36        8.05352                      476726.08    
3774604.36        7.62142                         
         476746.08    3774604.36        7.21001                      476766.08    
3774604.36        6.82108                         
         476786.08    3774604.36        6.45687                      476806.08    
3774604.36        6.11536                         
         476826.08    3774604.36        5.79318                      476846.08    
3774604.36        5.50274                         
         476866.08    3774604.36        5.23625                      476886.08    
3774604.36        4.99029                         
         476906.08    3774604.36        4.76305                      476926.08    
3774604.36        4.55277                         
         476946.08    3774604.36        4.35781                      476966.08    
3774604.36        4.17198                         
         476986.08    3774604.36        3.99962                      477006.08    
3774604.36        3.84268                         
         477026.08    3774604.36        3.69586                      477046.08    
3774604.36        3.55821                         
         477066.08    3774604.36        3.42889                      477086.08    
3774604.36        3.30362                         
         477106.08    3774604.36        3.18604                      477126.08    
3774604.36        3.07803                         
         477146.08    3774604.36        2.97586                      477166.08    
3774604.36        2.87906                         
         477186.08    3774604.36        2.78723                      477206.08    
3774604.36        2.57765                         
         477226.08    3774604.36        2.50282                      477246.08    
3774604.36        2.44756                         
         477266.08    3774604.36        2.39439                      477286.08    
3774604.36        2.34317                         
         477306.08    3774604.36        2.29374                      477326.08    
3774604.36        2.23481                         
         477346.08    3774604.36        2.18097                      477366.08    
3774604.36        2.13860                         
         477386.08    3774604.36        2.09751                      477406.08    
3774604.36        2.05763                         
         477426.08    3774604.36        2.01889                      477446.08    
3774604.36        1.98125                         
         477466.08    3774604.36        1.94353                      477486.08    
3774604.36        1.90485                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22



 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 153
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774604.36        1.86867                      477526.08    
3774604.36        1.83478                         
         475946.08    3774624.36        2.48976                      475966.08    
3774624.36        2.60634                         
         475986.08    3774624.36        2.73118                      476006.08    
3774624.36        2.86980                         
         476026.08    3774624.36        3.01787                      476046.08    
3774624.36        3.17278                         
         476066.08    3774624.36        3.33922                      476086.08    
3774624.36        3.51810                         
         476106.08    3774624.36        3.71040                      476126.08    
3774624.36        3.91710                         
         476146.08    3774624.36        4.14227                      476166.08    
3774624.36        4.39093                         
         476186.08    3774624.36        4.64971                      476206.08    
3774624.36        4.92488                         
         476226.08    3774624.36        5.21852                      476246.08    
3774624.36        5.53068                         
         476266.08    3774624.36        5.86086                      476286.08    
3774624.36        6.20789                         
         476306.08    3774624.36        6.58341                      476326.08    
3774624.36        6.96932                         
         476346.08    3774624.36        7.35205                      476366.08    
3774624.36        7.73559                         
         476386.08    3774624.36        8.11208                      476406.08    
3774624.36        8.47199                         
         476426.08    3774624.36        8.82133                      476446.08    
3774624.36        9.12786                         
         476466.08    3774624.36        9.37096                      476486.08    



3774624.36        9.55126                         
         476506.08    3774624.36        9.65976                      476526.08    
3774624.36        9.69086                         
         476546.08    3774624.36        9.64263                      476566.08    
3774624.36        9.51233                         
         476586.08    3774624.36        9.31690                      476606.08    
3774624.36        9.06672                         
         476626.08    3774624.36        8.77087                      476646.08    
3774624.36        8.44108                         
         476666.08    3774624.36        8.08921                      476686.08    
3774624.36        7.72253                         
         476706.08    3774624.36        7.34649                      476726.08    
3774624.36        6.98482                         
         476746.08    3774624.36        6.63559                      476766.08    
3774624.36        6.30088                         
         476786.08    3774624.36        5.98337                      476806.08    
3774624.36        5.68220                         
         476826.08    3774624.36        5.39528                      476846.08    
3774624.36        5.13421                         
         476866.08    3774624.36        4.89290                      476886.08    
3774624.36        4.66892                         
         476906.08    3774624.36        4.46109                      476926.08    
3774624.36        4.26766                         
         476946.08    3774624.36        4.08697                      476966.08    
3774624.36        3.91697                         
         476986.08    3774624.36        3.75917                      477006.08    
3774624.36        3.61441                         
         477026.08    3774624.36        3.47896                      477046.08    
3774624.36        3.35157                         
         477066.08    3774624.36        3.23119                      477086.08    
3774624.36        3.11646                         
         477106.08    3774624.36        3.00881                      477126.08    
3774624.36        2.90920                         
         477146.08    3774624.36        2.81496                      477166.08    
3774624.36        2.72569                         
         477186.08    3774624.36        2.64099                      477206.08    
3774624.36        2.38968                         
         477226.08    3774624.36        2.31869                      477246.08    
3774624.36        2.26874                         
         477266.08    3774624.36        2.22082                      477286.08    
3774624.36        2.17477                         
         477306.08    3774624.36        2.13044                      477326.08    
3774624.36        2.07421                         
         477346.08    3774624.36        2.02339                      477366.08    
3774624.36        1.98569                         
         477386.08    3774624.36        1.94917                      477406.08    
3774624.36        1.91376                         
         477426.08    3774624.36        1.87940                      477446.08    
3774624.36        1.84602                         
         477466.08    3774624.36        1.81086                      477486.08    



3774624.36        1.77115                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 154
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774624.36        1.74010                      477526.08    
3774624.36        1.71156                         
         475946.08    3774644.36        2.42299                      475966.08    
3774644.36        2.53333                         
         475986.08    3774644.36        2.65113                      476006.08    
3774644.36        2.78155                         
         476026.08    3774644.36        2.92035                      476046.08    
3774644.36        3.06498                         
         476066.08    3774644.36        3.21971                      476086.08    
3774644.36        3.38524                         
         476106.08    3774644.36        3.56230                      476126.08    
3774644.36        3.75158                         
         476146.08    3774644.36        3.95659                      476166.08    
3774644.36        4.18160                         
         476186.08    3774644.36        4.41398                      476206.08    
3774644.36        4.65918                         
         476226.08    3774644.36        4.91868                      476246.08    
3774644.36        5.19214                         
         476266.08    3774644.36        5.47870                      476286.08    
3774644.36        5.77692                         
         476306.08    3774644.36        6.09663                      476326.08    
3774644.36        6.42157                         
         476346.08    3774644.36        6.73996                      476366.08    
3774644.36        7.05549                         
         476386.08    3774644.36        7.36181                      476406.08    
3774644.36        7.65153                         



         476426.08    3774644.36        7.93047                      476446.08    
3774644.36        8.17285                         
         476466.08    3774644.36        8.36318                      476486.08    
3774644.36        8.50342                         
         476506.08    3774644.36        8.58740                      476526.08    
3774644.36        8.61133                         
         476546.08    3774644.36        8.57430                      476566.08    
3774644.36        8.47827                         
         476586.08    3774644.36        8.32115                      476606.08    
3774644.36        8.12274                         
         476626.08    3774644.36        7.88796                      476646.08    
3774644.36        7.62361                         
         476666.08    3774644.36        7.33849                      476686.08    
3774644.36        7.03786                         
         476706.08    3774644.36        6.72574                      476726.08    
3774644.36        6.42208                         
         476746.08    3774644.36        6.12530                      476766.08    
3774644.36        5.83743                         
         476786.08    3774644.36        5.56114                      476806.08    
3774644.36        5.29615                         
         476826.08    3774644.36        5.04119                      476846.08    
3774644.36        4.80700                         
         476866.08    3774644.36        4.58878                      476886.08    
3774644.36        4.38486                         
         476906.08    3774644.36        4.19460                      476926.08    
3774644.36        4.01575                         
         476946.08    3774644.36        3.84570                      476966.08    
3774644.36        3.69063                         
         476986.08    3774644.36        3.54670                      477006.08    
3774644.36        3.41232                         
         477026.08    3774644.36        3.28647                      477046.08    
3774644.36        3.16731                         
         477066.08    3774644.36        3.05278                      477086.08    
3774644.36        2.94780                         
         477106.08    3774644.36        2.84955                      477126.08    
3774644.36        2.75693                         
         477146.08    3774644.36        2.66934                      477166.08    
3774644.36        2.58637                         
         477186.08    3774644.36        2.50767                      477206.08    
3774644.36        2.22612                         
         477226.08    3774644.36        2.15819                      477246.08    
3774644.36        2.11216                         
         477266.08    3774644.36        2.06815                      477286.08    
3774644.36        2.02599                         
         477306.08    3774644.36        1.98553                      477326.08    
3774644.36        1.93150                         
         477346.08    3774644.36        1.88310                      477366.08    
3774644.36        1.84900                         
         477386.08    3774644.36        1.81603                      477406.08    
3774644.36        1.78414                         



         477426.08    3774644.36        1.75323                      477446.08    
3774644.36        1.72325                         
         477466.08    3774644.36        1.69076                      477486.08    
3774644.36        1.65235                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 155
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774644.36        1.62409                      477526.08    
3774644.36        1.59865                         
         475946.08    3774664.36        2.35711                      475966.08    
3774664.36        2.46137                         
         475986.08    3774664.36        2.57235                      476006.08    
3774664.36        2.69484                         
         476026.08    3774664.36        2.82473                      476046.08    
3774664.36        2.95950                         
         476066.08    3774664.36        3.10307                      476086.08    
3774664.36        3.25596                         
         476106.08    3774664.36        3.41868                      476126.08    
3774664.36        3.59170                         
         476146.08    3774664.36        3.77643                      476166.08    
3774664.36        3.97485                         
         476186.08    3774664.36        4.18623                      476206.08    
3774664.36        4.40811                         
         476226.08    3774664.36        4.63739                      476246.08    
3774664.36        4.87702                         
         476266.08    3774664.36        5.12599                      476286.08    
3774664.36        5.38278                         
         476306.08    3774664.36        5.64973                      476326.08    
3774664.36        5.92167                         
         476346.08    3774664.36        6.19540                      476366.08    



3774664.36        6.45831                         
         476386.08    3774664.36        6.70968                      476406.08    
3774664.36        6.94526                         
         476426.08    3774664.36        7.16388                      476446.08    
3774664.36        7.35580                         
         476466.08    3774664.36        7.51453                      476486.08    
3774664.36        7.62672                         
         476506.08    3774664.36        7.69278                      476526.08    
3774664.36        7.71149                         
         476546.08    3774664.36        7.68226                      476566.08    
3774664.36        7.60645                         
         476586.08    3774664.36        7.48159                      476606.08    
3774664.36        7.32326                         
         476626.08    3774664.36        7.13462                      476646.08    
3774664.36        6.92042                         
         476666.08    3774664.36        6.68725                      476686.08    
3774664.36        6.43892                         
         476706.08    3774664.36        6.17833                      476726.08    
3774664.36        5.92232                         
         476746.08    3774664.36        5.66953                      476766.08    
3774664.36        5.42174                         
         476786.08    3774664.36        5.17832                      476806.08    
3774664.36        4.94421                         
         476826.08    3774664.36        4.72187                      476846.08    
3774664.36        4.51291                         
         476866.08    3774664.36        4.31599                      476886.08    
3774664.36        4.13065                         
         476906.08    3774664.36        3.95662                      476926.08    
3774664.36        3.79206                         
         476946.08    3774664.36        3.63485                      476966.08    
3774664.36        3.49134                         
         476986.08    3774664.36        3.35772                      477006.08    
3774664.36        3.23250                         
         477026.08    3774664.36        3.11504                      477046.08    
3774664.36        3.00362                         
         477066.08    3774664.36        2.89646                      477086.08    
3774664.36        2.79837                         
         477106.08    3774664.36        2.70657                      477126.08    
3774664.36        2.61988                         
         477146.08    3774664.36        2.53790                      477166.08    
3774664.36        2.46025                         
         477186.08    3774664.36        2.38661                      477206.08    
3774664.36        2.08430                         
         477226.08    3774664.36        2.01886                      477246.08    
3774664.36        1.97572                         
         477266.08    3774664.36        1.93460                      477286.08    
3774664.36        1.89533                         
         477306.08    3774664.36        1.85776                      477326.08    
3774664.36        1.80556                         
         477346.08    3774664.36        1.75910                      477366.08    



3774664.36        1.72770                         
         477386.08    3774664.36        1.69744                      477406.08    
3774664.36        1.66824                         
         477426.08    3774664.36        1.64001                      477446.08    
3774664.36        1.61269                         
         477466.08    3774664.36        1.58234                      477486.08    
3774664.36        1.54505                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 156
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774664.36        1.51903                      477526.08    
3774664.36        1.49605                         
         475946.08    3774684.36        2.29218                      475966.08    
3774684.36        2.39055                         
         475986.08    3774684.36        2.49493                      476006.08    
3774684.36        2.60979                         
         476026.08    3774684.36        2.73113                      476046.08    
3774684.36        2.85650                         
         476066.08    3774684.36        2.98949                      476086.08    
3774684.36        3.13047                         
         476106.08    3774684.36        3.27978                      476126.08    
3774684.36        3.43770                         
         476146.08    3774684.36        3.60445                      476166.08    
3774684.36        3.78012                         
         476186.08    3774684.36        3.97180                      476206.08    
3774684.36        4.17158                         
         476226.08    3774684.36        4.37420                      476246.08    
3774684.36        4.58439                         
         476266.08    3774684.36        4.80105                      476286.08    
3774684.36        5.02270                         



         476306.08    3774684.36        5.24738                      476326.08    
3774684.36        5.47667                         
         476346.08    3774684.36        5.71213                      476366.08    
3774684.36        5.93215                         
         476386.08    3774684.36        6.14012                      476406.08    
3774684.36        6.33349                         
         476426.08    3774684.36        6.50749                      476446.08    
3774684.36        6.66159                         
         476466.08    3774684.36        6.79472                      476486.08    
3774684.36        6.88522                         
         476506.08    3774684.36        6.93793                      476526.08    
3774684.36        6.95277                         
         476546.08    3774684.36        6.92934                      476566.08    
3774684.36        6.86861                         
         476586.08    3774684.36        6.76807                      476606.08    
3774684.36        6.64015                         
         476626.08    3774684.36        6.48686                      476646.08    
3774684.36        6.31155                         
         476666.08    3774684.36        6.11765                      476686.08    
3774684.36        5.91043                         
         476706.08    3774684.36        5.69339                      476726.08    
3774684.36        5.47687                         
         476746.08    3774684.36        5.26085                      476766.08    
3774684.36        5.04716                         
         476786.08    3774684.36        4.83345                      476806.08    
3774684.36        4.62697                         
         476826.08    3774684.36        4.43230                      476846.08    
3774684.36        4.24603                         
         476866.08    3774684.36        4.06872                      476886.08    
3774684.36        3.90060                         
         476906.08    3774684.36        3.74170                      476926.08    
3774684.36        3.59061                         
         476946.08    3774684.36        3.44559                      476966.08    
3774684.36        3.31255                         
         476986.08    3774684.36        3.18821                      477006.08    
3774684.36        3.07133                         
         477026.08    3774684.36        2.96144                      477046.08    
3774684.36        2.85703                         
         477066.08    3774684.36        2.75654                      477086.08    
3774684.36        2.66438                         
         477106.08    3774684.36        2.57803                      477126.08    
3774684.36        2.49646                         
         477146.08    3774684.36        2.41929                      477166.08    
3774684.36        2.34620                         
         477186.08    3774684.36        2.27688                      477206.08    
3774684.36        1.96134                         
         477226.08    3774684.36        1.89804                      477246.08    
3774684.36        1.85705                         
         477266.08    3774684.36        1.81810                      477286.08    
3774684.36        1.77889                         



         477306.08    3774684.36        1.73766                      477326.08    
3774684.36        1.69116                         
         477346.08    3774684.36        1.65002                      477366.08    
3774684.36        1.62064                         
         477386.08    3774684.36        1.59242                      477406.08    
3774684.36        1.56525                         
         477426.08    3774684.36        1.53907                      477446.08    
3774684.36        1.51379                         
         477466.08    3774684.36        1.48512                      477486.08    
3774684.36        1.44880                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 157
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774684.36        1.42453                      477526.08    
3774684.36        1.40347                         
         475946.08    3774704.36        2.22825                      475966.08    
3774704.36        2.32092                         
         475986.08    3774704.36        2.41895                      476006.08    
3774704.36        2.52649                         
         476026.08    3774704.36        2.63968                      476046.08    
3774704.36        2.75613                         
         476066.08    3774704.36        2.87914                      476086.08    
3774704.36        3.00896                         
         476106.08    3774704.36        3.14579                      476126.08    
3774704.36        3.28979                         
         476146.08    3774704.36        3.44100                      476166.08    
3774704.36        3.59939                         
         476186.08    3774704.36        3.77130                      476206.08    
3774704.36        3.94930                         
         476226.08    3774704.36        4.12850                      476246.08    



3774704.36        4.31311                         
         476266.08    3774704.36        4.50204                      476286.08    
3774704.36        4.69390                         
         476306.08    3774704.36        4.88693                      476326.08    
3774704.36        5.08253                         
         476346.08    3774704.36        5.28210                      476366.08    
3774704.36        5.46692                         
         476386.08    3774704.36        5.64030                      476406.08    
3774704.36        5.80042                         
         476426.08    3774704.36        5.94359                      476446.08    
3774704.36        6.06980                         
         476466.08    3774704.36        6.17857                      476486.08    
3774704.36        6.25200                         
         476506.08    3774704.36        6.29459                      476526.08    
3774704.36        6.30652                         
         476546.08    3774704.36        6.28749                      476566.08    
3774704.36        6.23821                         
         476586.08    3774704.36        6.15628                      476606.08    
3774704.36        6.05176                         
         476626.08    3774704.36        5.92591                      476646.08    
3774704.36        5.78111                         
         476666.08    3774704.36        5.61649                      476686.08    
3774704.36        5.44124                         
         476706.08    3774704.36        5.26207                      476726.08    
3774704.36        5.07853                         
         476746.08    3774704.36        4.89324                      476766.08    
3774704.36        4.70848                         
         476786.08    3774704.36        4.52216                      476806.08    
3774704.36        4.34071                         
         476826.08    3774704.36        4.16831                      476846.08    
3774704.36        4.00210                         
         476866.08    3774704.36        3.84269                      476886.08    
3774704.36        3.69049                         
         476906.08    3774704.36        3.54571                      476926.08    
3774704.36        3.40721                         
         476946.08    3774704.36        3.27362                      476966.08    
3774704.36        3.15042                         
         476986.08    3774704.36        3.03476                      477006.08    
3774704.36        2.92566                         
         477026.08    3774704.36        2.82276                      477046.08    
3774704.36        2.72478                         
         477066.08    3774704.36        2.63034                      477086.08    
3774704.36        2.54351                         
         477106.08    3774704.36        2.46205                      477126.08    
3774704.36        2.38500                         
         477146.08    3774704.36        2.31207                      477166.08    
3774704.36        2.24296                         
         477186.08    3774704.36        2.17740                      477206.08    
3774704.36        1.85445                         
         477226.08    3774704.36        1.79306                      477246.08    



3774704.36        1.75376                         
         477266.08    3774704.36        1.71647                      477286.08    
3774704.36        1.67430                         
         477306.08    3774704.36        1.61989                      477326.08    
3774704.36        1.58441                         
         477346.08    3774704.36        1.55433                      477366.08    
3774704.36        1.52646                         
         477386.08    3774704.36        1.49975                      477406.08    
3774704.36        1.47411                         
         477426.08    3774704.36        1.44947                      477446.08    
3774704.36        1.42574                         
         477466.08    3774704.36        1.39839                      477486.08    
3774704.36        1.36292                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 158
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774704.36        1.34000                      477526.08    
3774704.36        1.32043                         
         475946.08    3774724.36        2.16539                      475966.08    
3774724.36        2.25258                         
         475986.08    3774724.36        2.34451                      476006.08    
3774724.36        2.44294                         
         476026.08    3774724.36        2.54730                      476046.08    
3774724.36        2.65805                         
         476066.08    3774724.36        2.77218                      476086.08    
3774724.36        2.89159                         
         476106.08    3774724.36        3.01687                      476126.08    
3774724.36        3.14806                         
         476146.08    3774724.36        3.28512                      476166.08    
3774724.36        3.42791                         



         476186.08    3774724.36        3.58213                      476206.08    
3774724.36        3.74083                         
         476226.08    3774724.36        3.89950                      476246.08    
3774724.36        4.06191                         
         476266.08    3774724.36        4.22704                      476286.08    
3774724.36        4.39362                         
         476306.08    3774724.36        4.56009                      476326.08    
3774724.36        4.72773                         
         476346.08    3774724.36        4.89780                      476366.08    
3774724.36        5.05404                         
         476386.08    3774724.36        5.19964                      476406.08    
3774724.36        5.33331                         
         476426.08    3774724.36        5.45217                      476446.08    
3774724.36        5.55655                         
         476466.08    3774724.36        5.64634                      476486.08    
3774724.36        5.70657                         
         476506.08    3774724.36        5.74138                      476526.08    
3774724.36        5.75107                         
         476546.08    3774724.36        5.73544                      476566.08    
3774724.36        5.69499                         
         476586.08    3774724.36        5.62751                      476606.08    
3774724.36        5.54124                         
         476626.08    3774724.36        5.43695                      476646.08    
3774724.36        5.31631                         
         476666.08    3774724.36        5.17800                      476686.08    
3774724.36        5.02992                         
         476706.08    3774724.36        4.87810                      476726.08    
3774724.36        4.72123                         
         476746.08    3774724.36        4.56167                      476766.08    
3774724.36        4.40144                         
         476786.08    3774724.36        4.23865                      476806.08    
3774724.36        4.07898                         
         476826.08    3774724.36        3.92626                      476846.08    
3774724.36        3.77799                         
         476866.08    3774724.36        3.63482                      476886.08    
3774724.36        3.49724                         
         476906.08    3774724.36        3.36553                      476926.08    
3774724.36        3.23881                         
         476946.08    3774724.36        3.11594                      476966.08    
3774724.36        3.00202                         
         476986.08    3774724.36        2.89458                      477006.08    
3774724.36        2.79283                         
         477026.08    3774724.36        2.69651                      477046.08    
3774724.36        2.60455                         
         477066.08    3774724.36        2.51573                      477086.08    
3774724.36        2.43383                         
         477106.08    3774724.36        2.35684                      477126.08    
3774724.36        2.28391                         
         477146.08    3774724.36        2.21480                      477166.08    
3774724.36        1.86942                         



         477186.08    3774724.36        1.80464                      477206.08    
3774724.36        1.74902                         
         477226.08    3774724.36        1.70141                      477246.08    
3774724.36        1.66353                         
         477266.08    3774724.36        1.62759                      477286.08    
3774724.36        1.58607                         
         477306.08    3774724.36        1.53203                      477326.08    
3774724.36        1.49842                         
         477346.08    3774724.36        1.47041                      477366.08    
3774724.36        1.44368                         
         477386.08    3774724.36        1.41811                      477406.08    
3774724.36        1.39363                         
         477426.08    3774724.36        1.37015                      477446.08    
3774724.36        1.34760                         
         477466.08    3774724.36        1.32128                      477486.08    
3774724.36        1.28657                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 159
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774724.36        1.26469                      477526.08    
3774724.36        1.24624                         
         475946.08    3774744.36        2.10368                      475966.08    
3774744.36        2.18559                         
         475986.08    3774744.36        2.27170                      476006.08    
3774744.36        2.36217                         
         476026.08    3774744.36        2.45863                      476046.08    
3774744.36        2.56305                         
         476066.08    3774744.36        2.66873                      476086.08    
3774744.36        2.77847                         
         476106.08    3774744.36        2.89310                      476126.08    



3774744.36        3.01258                         
         476146.08    3774744.36        3.13680                      476166.08    
3774744.36        3.26555                         
         476186.08    3774744.36        3.40396                      476206.08    
3774744.36        3.54559                         
         476226.08    3774744.36        3.68628                      476246.08    
3774744.36        3.82945                         
         476266.08    3774744.36        3.97416                      476286.08    
3774744.36        4.11925                         
         476306.08    3774744.36        4.26337                      476326.08    
3774744.36        4.40770                         
         476346.08    3774744.36        4.55340                      476366.08    
3774744.36        4.68629                         
         476386.08    3774744.36        4.80939                      476406.08    
3774744.36        4.92182                         
         476426.08    3774744.36        5.02132                      476446.08    
3774744.36        5.10841                         
         476466.08    3774744.36        5.18323                      476486.08    
3774744.36        5.23313                         
         476506.08    3774744.36        5.26186                      476526.08    
3774744.36        5.26981                         
         476546.08    3774744.36        5.25683                      476566.08    
3774744.36        5.22330                         
         476586.08    3774744.36        5.16718                      476606.08    
3774744.36        5.09532                         
         476626.08    3774744.36        5.00814                      476646.08    
3774744.36        4.90685                         
         476666.08    3774744.36        4.79002                      476686.08    
3774744.36        4.66424                         
         476706.08    3774744.36        4.53459                      476726.08    
3774744.36        4.39981                         
         476746.08    3774744.36        4.26184                      476766.08    
3774744.36        4.12243                         
         476786.08    3774744.36        3.97983                      476806.08    
3774744.36        3.83909                         
         476826.08    3774744.36        3.70365                      476846.08    
3774744.36        3.57134                         
         476866.08    3774744.36        3.44281                      476886.08    
3774744.36        3.31854                         
         476906.08    3774744.36        3.19887                      476926.08    
3774744.36        3.08311                         
         476946.08    3774744.36        2.97027                      476966.08    
3774744.36        2.86510                         
         476986.08    3774744.36        2.76546                      477006.08    
3774744.36        2.67068                         
         477026.08    3774744.36        2.58006                      477046.08    
3774744.36        2.49359                         
         477066.08    3774744.36        2.41071                      477086.08    
3774744.36        2.33361                         
         477106.08    3774744.36        2.26079                      477126.08    



3774744.36        2.19170                         
         477146.08    3774744.36        2.12612                      477166.08    
3774744.36        1.77964                         
         477186.08    3774744.36        1.70586                      477206.08    
3774744.36        1.65945                         
         477226.08    3774744.36        1.62084                      477246.08    
3774744.36        1.58423                         
         477266.08    3774744.36        1.54949                      477286.08    
3774744.36        1.50917                         
         477306.08    3774744.36        1.45640                      477326.08    
3774744.36        1.42378                         
         477346.08    3774744.36        1.39669                      477366.08    
3774744.36        1.37085                         
         477386.08    3774744.36        1.34618                      477406.08    
3774744.36        1.32259                         
         477426.08    3774744.36        1.30000                      477446.08    
3774744.36        1.27835                         
         477466.08    3774744.36        1.25286                      477486.08    
3774744.36        1.21883                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 160
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774744.36        1.19777                      477526.08    
3774744.36        1.18017                         
         475946.08    3774764.36        2.04317                      475966.08    
3774764.36        2.12005                         
         475986.08    3774764.36        2.20062                      476006.08    
3774764.36        2.28499                         
         476026.08    3774764.36        2.37465                      476046.08    
3774764.36        2.47140                         



         476066.08    3774764.36        2.56887                      476086.08    
3774764.36        2.66968                         
         476106.08    3774764.36        2.77453                      476126.08    
3774764.36        2.88333                         
         476146.08    3774764.36        2.99592                      476166.08    
3774764.36        3.11206                         
         476186.08    3774764.36        3.23641                      476206.08    
3774764.36        3.36296                         
         476226.08    3774764.36        3.48792                      476246.08    
3774764.36        3.61440                         
         476266.08    3774764.36        3.74154                      476286.08    
3774764.36        3.86833                         
         476306.08    3774764.36        3.99358                      476326.08    
3774764.36        4.11840                         
         476346.08    3774764.36        4.24386                      476366.08    
3774764.36        4.35754                         
         476386.08    3774764.36        4.46229                      476406.08    
3774764.36        4.55752                         
         476426.08    3774764.36        4.64145                      476446.08    
3774764.36        4.71470                         
         476466.08    3774764.36        4.77758                      476486.08    
3774764.36        4.81929                         
         476506.08    3774764.36        4.84323                      476526.08    
3774764.36        4.84982                         
         476546.08    3774764.36        4.83894                      476566.08    
3774764.36        4.81088                         
         476586.08    3774764.36        4.76380                      476606.08    
3774764.36        4.70343                         
         476626.08    3774764.36        4.62998                      476646.08    
3774764.36        4.54430                         
         476666.08    3774764.36        4.44496                      476686.08    
3774764.36        4.33748                         
         476706.08    3774764.36        4.22617                      476726.08    
3774764.36        4.10983                         
         476746.08    3774764.36        3.99006                      476766.08    
3774764.36        3.86834                         
         476786.08    3774764.36        3.74309                      476806.08    
3774764.36        3.61877                         
         476826.08    3774764.36        3.49848                      476846.08    
3774764.36        3.38031                         
         476866.08    3774764.36        3.26488                      476886.08    
3774764.36        3.15266                         
         476906.08    3774764.36        3.04402                      476926.08    
3774764.36        2.93837                         
         476946.08    3774764.36        2.83487                      476966.08    
3774764.36        2.73793                         
         476986.08    3774764.36        2.64567                      477006.08    
3774764.36        2.55753                         
         477026.08    3774764.36        2.47159                      477046.08    
3774764.36        2.38996                         



         477066.08    3774764.36        2.31375                      477086.08    
3774764.36        2.24135                         
         477106.08    3774764.36        2.17251                      477126.08    
3774764.36        2.10705                         
         477146.08    3774764.36        2.04479                      477166.08    
3774764.36        1.70284                         
         477186.08    3774764.36        1.63146                      477206.08    
3774764.36        1.58667                         
         477226.08    3774764.36        1.54940                      477246.08    
3774764.36        1.51401                         
         477266.08    3774764.36        1.48040                      477286.08    
3774764.36        1.44121                         
         477306.08    3774764.36        1.38969                      477326.08    
3774764.36        1.35796                         
         477346.08    3774764.36        1.33166                      477366.08    
3774764.36        1.30658                         
         477386.08    3774764.36        1.28264                      477406.08    
3774764.36        1.25978                         
         477426.08    3774764.36        1.23790                      477446.08    
3774764.36        1.21696                         
         477466.08    3774764.36        1.19215                      477486.08    
3774764.36        1.15876                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 161
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774764.36        1.13834                      477526.08    
3774764.36        1.12138                         
         475946.08    3774784.36        1.98393                      475966.08    
3774784.36        2.05602                         
         475986.08    3774784.36        2.13133                      476006.08    



3774784.36        2.20994                         
         476026.08    3774784.36        2.29322                      476046.08    
3774784.36        2.38281                         
         476066.08    3774784.36        2.47268                      476086.08    
3774784.36        2.56525                         
         476106.08    3774784.36        2.66114                      476126.08    
3774784.36        2.76023                         
         476146.08    3774784.36        2.86232                      476166.08    
3774784.36        2.96717                         
         476186.08    3774784.36        3.07634                      476206.08    
3774784.36        3.18834                         
         476226.08    3774784.36        3.30277                      476246.08    
3774784.36        3.41543                         
         476266.08    3774784.36        3.52745                      476286.08    
3774784.36        3.63861                         
         476306.08    3774784.36        3.74787                      476326.08    
3774784.36        3.85628                         
         476346.08    3774784.36        3.96485                      476366.08    
3774784.36        4.06262                         
         476386.08    3774784.36        4.15230                      476406.08    
3774784.36        4.23349                         
         476426.08    3774784.36        4.30477                      476446.08    
3774784.36        4.36685                         
         476466.08    3774784.36        4.42011                      476486.08    
3774784.36        4.45526                         
         476506.08    3774784.36        4.47537                      476526.08    
3774784.36        4.48087                         
         476546.08    3774784.36        4.47168                      476566.08    
3774784.36        4.44801                         
         476586.08    3774784.36        4.40819                      476606.08    
3774784.36        4.35708                         
         476626.08    3774784.36        4.29475                      476646.08    
3774784.36        4.22179                         
         476666.08    3774784.36        4.13677                      476686.08    
3774784.36        4.04441                         
         476706.08    3774784.36        3.94837                      476726.08    
3774784.36        3.84749                         
         476746.08    3774784.36        3.74246                      476766.08    
3774784.36        3.63383                         
         476786.08    3774784.36        3.52471                      476806.08    
3774784.36        3.41607                         
         476826.08    3774784.36        3.30905                      476846.08    
3774784.36        3.20338                         
         476866.08    3774784.36        3.09964                      476886.08    
3774784.36        2.99828                         
         476906.08    3774784.36        2.89967                      476926.08    
3774784.36        2.80330                         
         476946.08    3774784.36        2.70845                      476966.08    
3774784.36        2.61920                         
         476986.08    3774784.36        2.53388                      477006.08    



3774784.36        2.45204                         
         477026.08    3774784.36        2.37183                      477046.08    
3774784.36        2.29539                         
         477066.08    3774784.36        2.22398                      477086.08    
3774784.36        2.15582                         
         477106.08    3774784.36        2.09080                      477126.08    
3774784.36        2.02881                         
         477146.08    3774784.36        1.96972                      477166.08    
3774784.36        1.63346                         
         477186.08    3774784.36        1.56450                      477206.08    
3774784.36        1.52136                         
         477226.08    3774784.36        1.48544                      477246.08    
3774784.36        1.45128                         
         477266.08    3774784.36        1.41876                      477286.08    
3774784.36        1.38070                         
         477306.08    3774784.36        1.33044                      477326.08    
3774784.36        1.29956                         
         477346.08    3774784.36        1.27399                      477366.08    
3774784.36        1.24959                         
         477386.08    3774784.36        1.22630                      477406.08    
3774784.36        1.20405                         
         477426.08    3774784.36        1.18278                      477446.08    
3774784.36        1.15470                         
         477466.08    3774784.36        1.12740                      477486.08    
3774784.36        1.10372                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 162
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774784.36        1.08553                      477526.08    
3774784.36        1.06908                         



         475946.08    3774804.36        1.92603                      475966.08    
3774804.36        1.99356                         
         475986.08    3774804.36        2.06390                      476006.08    
3774804.36        2.13710                         
         476026.08    3774804.36        2.21441                      476046.08    
3774804.36        2.29733                         
         476066.08    3774804.36        2.38017                      476086.08    
3774804.36        2.46517                         
         476106.08    3774804.36        2.55288                      476126.08    
3774804.36        2.64315                         
         476146.08    3774804.36        2.73579                      476166.08    
3774804.36        2.83052                         
         476186.08    3774804.36        2.92702                      476206.08    
3774804.36        3.02664                         
         476226.08    3774804.36        3.13095                      476246.08    
3774804.36        3.23126                         
         476266.08    3774804.36        3.33024                      476286.08    
3774804.36        3.42801                         
         476306.08    3774804.36        3.52368                      476326.08    
3774804.36        3.61824                         
         476346.08    3774804.36        3.71263                      476366.08    
3774804.36        3.79715                         
         476386.08    3774804.36        3.87436                      476406.08    
3774804.36        3.94400                         
         476426.08    3774804.36        4.00494                      476446.08    
3774804.36        4.05791                         
         476466.08    3774804.36        4.10335                      476486.08    
3774804.36        4.13319                         
         476506.08    3774804.36        4.15021                      476526.08    
3774804.36        4.15484                         
         476546.08    3774804.36        4.14701                      476566.08    
3774804.36        4.12689                         
         476586.08    3774804.36        4.09296                      476606.08    
3774804.36        4.04939                         
         476626.08    3774804.36        3.99613                      476646.08    
3774804.36        3.93360                         
         476666.08    3774804.36        3.86044                      476686.08    
3774804.36        3.78064                         
         476706.08    3774804.36        3.69738                      476726.08    
3774804.36        3.60952                         
         476746.08    3774804.36        3.51725                      476766.08    
3774804.36        3.42040                         
         476786.08    3774804.36        3.32484                      476806.08    
3774804.36        3.22929                         
         476826.08    3774804.36        3.13389                      476846.08    
3774804.36        3.03925                         
         476866.08    3774804.36        2.94591                      476886.08    
3774804.36        2.85430                         
         476906.08    3774804.36        2.76477                      476926.08    
3774804.36        2.67688                         



         476946.08    3774804.36        2.58999                      476966.08    
3774804.36        2.50790                         
         476986.08    3774804.36        2.42908                      477006.08    
3774804.36        2.35318                         
         477026.08    3774804.36        2.27852                      477046.08    
3774804.36        2.20710                         
         477066.08    3774804.36        2.14014                      477086.08    
3774804.36        2.07602                         
         477106.08    3774804.36        2.01468                      477126.08    
3774804.36        1.95604                         
         477146.08    3774804.36        1.61407                      477166.08    
3774804.36        1.56102                         
         477186.08    3774804.36        1.50200                      477206.08    
3774804.36        1.46215                         
         477226.08    3774804.36        1.42762                      477246.08    
3774804.36        1.39469                         
         477266.08    3774804.36        1.35809                      477286.08    
3774804.36        1.31943                         
         477306.08    3774804.36        1.27615                      477326.08    
3774804.36        1.24735                         
         477346.08    3774804.36        1.22248                      477366.08    
3774804.36        1.19874                         
         477386.08    3774804.36        1.17606                      477406.08    
3774804.36        1.15438                         
         477426.08    3774804.36        1.13365                      477446.08    
3774804.36        1.10130                         
         477466.08    3774804.36        1.07263                      477486.08    
3774804.36        1.05521                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 163
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -



- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774804.36        1.03849                      477526.08    
3774804.36        1.02245                         
         475946.08    3774824.36        1.86951                      475966.08    
3774824.36        1.93273                         
         475986.08    3774824.36        1.99840                      476006.08    
3774824.36        2.06652                         
         476026.08    3774824.36        2.13826                      476046.08    
3774824.36        2.21499                         
         476066.08    3774824.36        2.29134                      476086.08    
3774824.36        2.36939                         
         476106.08    3774824.36        2.44965                      476126.08    
3774824.36        2.53194                         
         476146.08    3774824.36        2.61607                      476166.08    
3774824.36        2.70176                         
         476186.08    3774824.36        2.78869                      476206.08    
3774824.36        2.87812                         
         476226.08    3774824.36        2.97142                      476246.08    
3774824.36        3.06070                         
         476266.08    3774824.36        3.14840                      476286.08    
3774824.36        3.23467                         
         476306.08    3774824.36        3.31874                      476326.08    
3774824.36        3.40156                         
         476346.08    3774824.36        3.48398                      476366.08    
3774824.36        3.55741                         
         476386.08    3774824.36        3.62423                      476406.08    
3774824.36        3.68430                         
         476426.08    3774824.36        3.73672                      476446.08    
3774824.36        3.78220                         
         476466.08    3774824.36        3.82122                      476486.08    
3774824.36        3.84673                         
         476506.08    3774824.36        3.86124                      476526.08    
3774824.36        3.86517                         
         476546.08    3774824.36        3.85845                      476566.08    
3774824.36        3.84122                         
         476586.08    3774824.36        3.81212                      476606.08    
3774824.36        3.77472                         
         476626.08    3774824.36        3.72894                      476646.08    
3774824.36        3.67504                         
         476666.08    3774824.36        3.61173                      476686.08    
3774824.36        3.54244                         
         476706.08    3774824.36        3.46992                      476726.08    
3774824.36        3.39309                         
         476746.08    3774824.36        3.31205                      476766.08    
3774824.36        3.22658                         
         476786.08    3774824.36        3.14193                      476806.08    
3774824.36        3.05694                         
         476826.08    3774824.36        2.97170                      476846.08    
3774824.36        2.88679                         
         476866.08    3774824.36        2.80270                      476886.08    



3774824.36        2.71982                         
         476906.08    3774824.36        2.63849                      476926.08    
3774824.36        2.55832                         
         476946.08    3774824.36        2.47874                      476966.08    
3774824.36        2.40325                         
         476986.08    3774824.36        2.33050                      477006.08    
3774824.36        2.26017                         
         477026.08    3774824.36        2.19074                      477046.08    
3774824.36        2.12409                         
         477066.08    3774824.36        2.06138                      477086.08    
3774824.36        2.00114                         
         477106.08    3774824.36        1.94335                      477126.08    
3774824.36        1.88793                         
         477146.08    3774824.36        1.53778                      477166.08    
3774824.36        1.48086                         
         477186.08    3774824.36        1.44298                      477206.08    
3774824.36        1.40794                         
         477226.08    3774824.36        1.37482                      477246.08    
3774824.36        1.34316                         
         477266.08    3774824.36        1.29569                      477286.08    
3774824.36        1.25353                         
         477306.08    3774824.36        1.22583                      477326.08    
3774824.36        1.20027                         
         477346.08    3774824.36        1.17612                      477366.08    
3774824.36        1.15303                         
         477386.08    3774824.36        1.13095                      477406.08    
3774824.36        1.10983                         
         477426.08    3774824.36        1.08961                      477446.08    
3774824.36        1.05790                         
         477466.08    3774824.36        1.02983                      477486.08    
3774824.36        1.01279                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 164
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774824.36        0.99645                      477526.08    
3774824.36        0.98077                         
         475946.08    3774844.36        1.81443                      475966.08    
3774844.36        1.87358                         
         475986.08    3774844.36        1.93485                      476006.08    
3774844.36        1.99823                         
         476026.08    3774844.36        2.06479                      476046.08    
3774844.36        2.13579                         
         476066.08    3774844.36        2.20616                      476086.08    
3774844.36        2.27786                         
         476106.08    3774844.36        2.35133                      476126.08    
3774844.36        2.42640                         
         476146.08    3774844.36        2.50287                      476166.08    
3774844.36        2.58047                         
         476186.08    3774844.36        2.65891                      476206.08    
3774844.36        2.73933                         
         476226.08    3774844.36        2.82297                      476246.08    
3774844.36        2.90262                         
         476266.08    3774844.36        2.98054                      476286.08    
3774844.36        3.05690                         
         476306.08    3774844.36        3.13340                      476326.08    
3774844.36        3.20716                         
         476346.08    3774844.36        3.27657                      476366.08    
3774844.36        3.34022                         
         476386.08    3774844.36        3.39833                      476406.08    
3774844.36        3.45043                         
         476426.08    3774844.36        3.49576                      476446.08    
3774844.36        3.53505                         
         476466.08    3774844.36        3.56876                      476486.08    
3774844.36        3.59070                         
         476506.08    3774844.36        3.60316                      476526.08    
3774844.36        3.60650                         
         476546.08    3774844.36        3.60071                      476566.08    
3774844.36        3.58587                         
         476586.08    3774844.36        3.56074                      476606.08    
3774844.36        3.52846                         
         476626.08    3774844.36        3.48839                      476646.08    
3774844.36        3.44018                         
         476666.08    3774844.36        3.38599                      476686.08    
3774844.36        3.32664                         
         476706.08    3774844.36        3.26319                      476726.08    
3774844.36        3.19574                         
         476746.08    3774844.36        3.12431                      476766.08    
3774844.36        3.04865                         
         476786.08    3774844.36        2.97345                      476806.08    
3774844.36        2.89765                         



         476826.08    3774844.36        2.82133                      476846.08    
3774844.36        2.74501                         
         476866.08    3774844.36        2.66913                      476886.08    
3774844.36        2.59407                         
         476906.08    3774844.36        2.52012                      476926.08    
3774844.36        2.44696                         
         476946.08    3774844.36        2.37404                      476966.08    
3774844.36        2.30464                         
         476986.08    3774844.36        2.23751                      477006.08    
3774844.36        2.17239                         
         477026.08    3774844.36        2.10787                      477046.08    
3774844.36        2.04573                         
         477066.08    3774844.36        1.98707                      477086.08    
3774844.36        1.93055                         
         477106.08    3774844.36        1.87615                      477126.08    
3774844.36        1.82385                         
         477146.08    3774844.36        1.48066                      477166.08    
3774844.36        1.42542                         
         477186.08    3774844.36        1.39095                      477206.08    
3774844.36        1.35788                         
         477226.08    3774844.36        1.32619                      477246.08    
3774844.36        1.29581                         
         477266.08    3774844.36        1.24886                      477286.08    
3774844.36        1.20744                         
         477306.08    3774844.36        1.18190                      477326.08    
3774844.36        1.15745                         
         477346.08    3774844.36        1.13404                      477366.08    
3774844.36        1.11163                         
         477386.08    3774844.36        1.09016                      477406.08    
3774844.36        1.06959                         
         477426.08    3774844.36        1.04989                      477446.08    
3774844.36        1.01882                         
         477466.08    3774844.36        0.99133                      477486.08    
3774844.36        0.97467                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 165
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774844.36        0.95869                      477526.08    
3774844.36        0.94334                         
         475946.08    3774864.36        1.76081                      475966.08    
3774864.36        1.81614                         
         475986.08    3774864.36        1.87329                      476006.08    
3774864.36        1.93224                         
         476026.08    3774864.36        1.99399                      476046.08    
3774864.36        2.05969                         
         476066.08    3774864.36        2.12458                      476086.08    
3774864.36        2.19046                         
         476106.08    3774864.36        2.25776                      476126.08    
3774864.36        2.32631                         
         476146.08    3774864.36        2.39589                      476166.08    
3774864.36        2.46627                         
         476186.08    3774864.36        2.53716                      476206.08    
3774864.36        2.60960                         
         476226.08    3774864.36        2.68475                      476246.08    
3774864.36        2.75597                         
         476266.08    3774864.36        2.82540                      476286.08    
3774864.36        2.89320                         
         476306.08    3774864.36        2.96220                      476326.08    
3774864.36        3.02775                         
         476346.08    3774864.36        3.08735                      476366.08    
3774864.36        3.14287                         
         476386.08    3774864.36        3.19365                      476406.08    
3774864.36        3.23905                         
         476426.08    3774864.36        3.27846                      476446.08    
3774864.36        3.31258                         
         476466.08    3774864.36        3.34187                      476486.08    
3774864.36        3.36085                         
         476506.08    3774864.36        3.37160                      476526.08    
3774864.36        3.37447                         
         476546.08    3774864.36        3.36944                      476566.08    
3774864.36        3.35658                         
         476586.08    3774864.36        3.33477                      476606.08    
3774864.36        3.30674                         
         476626.08    3774864.36        3.27162                      476646.08    
3774864.36        3.22861                         
         476666.08    3774864.36        3.18187                      476686.08    
3774864.36        3.13053                         
         476706.08    3774864.36        3.07480                      476726.08    
3774864.36        3.01536                         
         476746.08    3774864.36        2.95217                      476766.08    



3774864.36        2.88498                         
         476786.08    3774864.36        2.81799                      476806.08    
3774864.36        2.75022                         
         476826.08    3774864.36        2.68174                      476846.08    
3774864.36        2.61302                         
         476866.08    3774864.36        2.54444                      476886.08    
3774864.36        2.47635                         
         476906.08    3774864.36        2.40906                      476926.08    
3774864.36        2.34223                         
         476946.08    3774864.36        2.27539                      476966.08    
3774864.36        2.21157                         
         476986.08    3774864.36        2.14964                      477006.08    
3774864.36        2.08935                         
         477026.08    3774864.36        2.02943                      477046.08    
3774864.36        1.97153                         
         477066.08    3774864.36        1.91671                      477086.08    
3774864.36        1.86373                         
         477106.08    3774864.36        1.52351                      477126.08    
3774864.36        1.47745                         
         477146.08    3774864.36        1.42344                      477166.08    
3774864.36        1.37554                         
         477186.08    3774864.36        1.34279                      477206.08    
3774864.36        1.31130                         
         477226.08    3774864.36        1.28103                      477246.08    
3774864.36        1.25196                         
         477266.08    3774864.36        1.20652                      477286.08    
3774864.36        1.16642                         
         477306.08    3774864.36        1.14180                      477326.08    
3774864.36        1.11819                         
         477346.08    3774864.36        1.09554                      477366.08    
3774864.36        1.07382                         
         477386.08    3774864.36        1.05298                      477406.08    
3774864.36        1.03299                         
         477426.08    3774864.36        1.01380                      477446.08    
3774864.36        0.98339                         
         477466.08    3774864.36        0.95649                      477486.08    
3774864.36        0.94021                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774864.36        0.92457                      477526.08    
3774864.36        0.90955                         
         475946.08    3774884.36        1.70870                      475966.08    
3774884.36        1.76043                         
         475986.08    3774884.36        1.81373                      476006.08    
3774884.36        1.86856                         
         476026.08    3774884.36        1.92585                      476046.08    
3774884.36        1.98667                         
         476066.08    3774884.36        2.04651                      476086.08    
3774884.36        2.10710                         
         476106.08    3774884.36        2.16879                      476126.08    
3774884.36        2.23143                         
         476146.08    3774884.36        2.29482                      476166.08    
3774884.36        2.35874                         
         476186.08    3774884.36        2.42290                      476206.08    
3774884.36        2.48829                         
         476226.08    3774884.36        2.55595                      476246.08    
3774884.36        2.61980                         
         476266.08    3774884.36        2.68182                      476286.08    
3774884.36        2.74220                         
         476306.08    3774884.36        2.80353                      476326.08    
3774884.36        2.86159                         
         476346.08    3774884.36        2.91418                      476366.08    
3774884.36        2.96303                         
         476386.08    3774884.36        3.00759                      476406.08    
3774884.36        3.04734                         
         476426.08    3774884.36        3.08178                      476446.08    
3774884.36        3.11156                         
         476466.08    3774884.36        3.13713                      476486.08    
3774884.36        3.15365                         
         476506.08    3774884.36        3.16298                      476526.08    
3774884.36        3.16545                         
         476546.08    3774884.36        3.16106                      476566.08    
3774884.36        3.14985                         
         476586.08    3774884.36        3.13082                      476606.08    
3774884.36        3.10635                         
         476626.08    3774884.36        3.07566                      476646.08    
3774884.36        3.03796                         
         476666.08    3774884.36        2.99695                      476686.08    
3774884.36        2.95180                         



         476706.08    3774884.36        2.90266                      476726.08    
3774884.36        2.85008                         
         476746.08    3774884.36        2.79401                      476766.08    
3774884.36        2.73416                         
         476786.08    3774884.36        2.67431                      476806.08    
3774884.36        2.61358                         
         476826.08    3774884.36        2.55200                      476846.08    
3774884.36        2.48999                         
         476866.08    3774884.36        2.42790                      476886.08    
3774884.36        2.36606                         
         476906.08    3774884.36        2.30475                      476926.08    
3774884.36        2.24365                         
         476946.08    3774884.36        2.18234                      476966.08    
3774884.36        2.12363                         
         476986.08    3774884.36        2.06648                      477006.08    
3774884.36        2.01068                         
         477026.08    3774884.36        1.95504                      477046.08    
3774884.36        1.90112                         
         477066.08    3774884.36        1.84991                      477086.08    
3774884.36        1.80029                         
         477106.08    3774884.36        1.46369                      477126.08    
3774884.36        1.40158                         
         477146.08    3774884.36        1.36204                      477166.08    
3774884.36        1.32867                         
         477186.08    3774884.36        1.29761                      477206.08    
3774884.36        1.26767                         
         477226.08    3774884.36        1.23882                      477246.08    
3774884.36        1.21104                         
         477266.08    3774884.36        1.16713                      477286.08    
3774884.36        1.12833                         
         477306.08    3774884.36        1.10466                      477326.08    
3774884.36        1.08190                         
         477346.08    3774884.36        1.06004                      477366.08    
3774884.36        1.03902                         
         477386.08    3774884.36        1.01883                      477406.08    
3774884.36        0.99943                         
         477426.08    3774884.36        0.98078                      477446.08    
3774884.36        0.95104                         
         477466.08    3774884.36        0.92473                      477486.08    
3774884.36        0.90884                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 167
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***



                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774884.36        0.89356                      477526.08    
3774884.36        0.87887                         
         475946.08    3774904.36        1.65810                      475966.08    
3774904.36        1.70646                         
         475986.08    3774904.36        1.75617                      476006.08    
3774904.36        1.80718                         
         476026.08    3774904.36        1.86035                      476046.08    
3774904.36        1.91666                         
         476066.08    3774904.36        1.97189                      476086.08    
3774904.36        2.02763                         
         476106.08    3774904.36        2.08423                      476126.08    
3774904.36        2.14154                         
         476146.08    3774904.36        2.19936                      476166.08    
3774904.36        2.25748                         
         476186.08    3774904.36        2.31567                      476206.08    
3774904.36        2.37480                         
         476226.08    3774904.36        2.43584                      476246.08    
3774904.36        2.49321                         
         476266.08    3774904.36        2.54877                      476286.08    
3774904.36        2.60269                         
         476306.08    3774904.36        2.65737                      476326.08    
3774904.36        2.70897                         
         476346.08    3774904.36        2.75554                      476366.08    
3774904.36        2.79869                         
         476386.08    3774904.36        2.83797                      476406.08    
3774904.36        2.87292                         
         476426.08    3774904.36        2.90467                      476446.08    
3774904.36        2.93129                         
         476466.08    3774904.36        2.95195                      476486.08    
3774904.36        2.96614                         
         476506.08    3774904.36        2.97428                      476526.08    
3774904.36        2.97643                         
         476546.08    3774904.36        2.97257                      476566.08    
3774904.36        2.96276                         
         476586.08    3774904.36        2.94606                      476606.08    
3774904.36        2.92461                         
         476626.08    3774904.36        2.89766                      476646.08    



3774904.36        2.86447                         
         476666.08    3774904.36        2.82833                      476686.08    
3774904.36        2.78846                         
         476706.08    3774904.36        2.74496                      476726.08    
3774904.36        2.69830                         
         476746.08    3774904.36        2.64838                      476766.08    
3774904.36        2.59491                         
         476786.08    3774904.36        2.54131                      476806.08    
3774904.36        2.48675                         
         476826.08    3774904.36        2.43125                      476846.08    
3774904.36        2.37519                         
         476866.08    3774904.36        2.31889                      476886.08    
3774904.36        2.26264                         
         476906.08    3774904.36        2.20589                      476926.08    
3774904.36        2.14962                         
         476946.08    3774904.36        2.09433                      476966.08    
3774904.36        2.04045                         
         476986.08    3774904.36        1.98739                      477006.08    
3774904.36        1.93481                         
         477026.08    3774904.36        1.88371                      477046.08    
3774904.36        1.83417                         
         477066.08    3774904.36        1.78636                      477086.08    
3774904.36        1.73991                         
         477106.08    3774904.36        1.41184                      477126.08    
3774904.36        1.35144                         
         477146.08    3774904.36        1.31484                      477166.08    
3774904.36        1.28443                         
         477186.08    3774904.36        1.25502                      477206.08    
3774904.36        1.21513                         
         477226.08    3774904.36        1.17911                      477246.08    
3774904.36        1.15329                         
         477266.08    3774904.36        1.12172                      477286.08    
3774904.36        1.09274                         
         477306.08    3774904.36        1.07002                      477326.08    
3774904.36        1.04813                         
         477346.08    3774904.36        1.02705                      477366.08    
3774904.36        1.00676                         
         477386.08    3774904.36        0.98723                      477406.08    
3774904.36        0.96844                         
         477426.08    3774904.36        0.95035                      477446.08    
3774904.36        0.92127                         
         477466.08    3774904.36        0.89557                      477486.08    
3774904.36        0.88009                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 168
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774904.36        0.86519                      477526.08    
3774904.36        0.85084                         
         475946.08    3774924.36        1.60904                      475966.08    
3774924.36        1.65425                         
         475986.08    3774924.36        1.70060                      476006.08    
3774924.36        1.74806                         
         476026.08    3774924.36        1.79742                      476046.08    
3774924.36        1.84959                         
         476066.08    3774924.36        1.90058                      476086.08    
3774924.36        1.95191                         
         476106.08    3774924.36        2.00390                      476126.08    
3774924.36        2.05638                         
         476146.08    3774924.36        2.10919                      476166.08    
3774924.36        2.16213                         
         476186.08    3774924.36        2.21497                      476206.08    
3774924.36        2.26854                         
         476226.08    3774924.36        2.32373                      476246.08    
3774924.36        2.37541                         
         476266.08    3774924.36        2.42530                      476286.08    
3774924.36        2.47359                         
         476306.08    3774924.36        2.52248                      476326.08    
3774924.36        2.56850                         
         476346.08    3774924.36        2.60988                      476366.08    
3774924.36        2.64814                         
         476386.08    3774924.36        2.68289                      476406.08    
3774924.36        2.71375                         
         476426.08    3774924.36        2.74256                      476446.08    
3774924.36        2.76622                         
         476466.08    3774924.36        2.78355                      476486.08    
3774924.36        2.79586                         
         476506.08    3774924.36        2.80299                      476526.08    
3774924.36        2.80486                         
         476546.08    3774924.36        2.80145                      476566.08    
3774924.36        2.79277                         



         476586.08    3774924.36        2.77804                      476606.08    
3774924.36        2.75922                         
         476626.08    3774924.36        2.73545                      476646.08    
3774924.36        2.70611                         
         476666.08    3774924.36        2.67413                      476686.08    
3774924.36        2.63880                         
         476706.08    3774924.36        2.60015                      476726.08    
3774924.36        2.55860                         
         476746.08    3774924.36        2.51402                      476766.08    
3774924.36        2.46612                         
         476786.08    3774924.36        2.41799                      476806.08    
3774924.36        2.36886                         
         476826.08    3774924.36        2.31874                      476846.08    
3774924.36        2.26796                         
         476866.08    3774924.36        2.21682                      476886.08    
3774924.36        2.16558                         
         476906.08    3774924.36        2.11323                      476926.08    
3774924.36        2.06141                         
         476946.08    3774924.36        2.01124                      476966.08    
3774924.36        1.96172                         
         476986.08    3774924.36        1.91253                      477006.08    
3774924.36        1.86323                         
         477026.08    3774924.36        1.81615                      477046.08    
3774924.36        1.77043                         
         477066.08    3774924.36        1.72581                      477086.08    
3774924.36        1.68234                         
         477106.08    3774924.36        1.36351                      477126.08    
3774924.36        1.30586                         
         477146.08    3774924.36        1.27124                      477166.08    
3774924.36        1.24253                         
         477186.08    3774924.36        1.21470                      477206.08    
3774924.36        1.16949                         
         477226.08    3774924.36        1.12943                      477246.08    
3774924.36        1.10524                         
         477266.08    3774924.36        1.08187                      477286.08    
3774924.36        1.05930                         
         477306.08    3774924.36        1.03751                      477326.08    
3774924.36        1.01649                         
         477346.08    3774924.36        0.99621                      477366.08    
3774924.36        0.97666                         
         477386.08    3774924.36        0.95780                      477406.08    
3774924.36        0.93824                         
         477426.08    3774924.36        0.91678                      477446.08    
3774924.36        0.89120                         
         477466.08    3774924.36        0.86861                      477486.08    
3774924.36        0.85356                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48



                                                                                    
                                  PAGE 169
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774924.36        0.83904                      477526.08    
3774924.36        0.82505                         
         475946.08    3774944.36        1.56150                      475966.08    
3774944.36        1.60377                         
         475986.08    3774944.36        1.64701                      476006.08    
3774944.36        1.69118                         
         476026.08    3774944.36        1.73702                      476046.08    
3774944.36        1.78538                         
         476066.08    3774944.36        1.83250                      476086.08    
3774944.36        1.87980                         
         476106.08    3774944.36        1.92759                      476126.08    
3774944.36        1.97571                         
         476146.08    3774944.36        2.02400                      476166.08    
3774944.36        2.07229                         
         476186.08    3774944.36        2.12036                      476206.08    
3774944.36        2.16899                         
         476226.08    3774944.36        2.21899                      476246.08    
3774944.36        2.26564                         
         476266.08    3774944.36        2.31055                      476286.08    
3774944.36        2.35392                         
         476306.08    3774944.36        2.39777                      476326.08    
3774944.36        2.43893                         
         476346.08    3774944.36        2.47583                      476366.08    
3774944.36        2.50987                         
         476386.08    3774944.36        2.54072                      476406.08    
3774944.36        2.56807                         
         476426.08    3774944.36        2.59362                      476446.08    
3774944.36        2.61455                         
         476466.08    3774944.36        2.62985                      476486.08    
3774944.36        2.64070                         
         476506.08    3774944.36        2.64698                      476526.08    



3774944.36        2.64862                         
         476546.08    3774944.36        2.64549                      476566.08    
3774944.36        2.63691                         
         476586.08    3774944.36        2.62471                      476606.08    
3774944.36        2.60824                         
         476626.08    3774944.36        2.58718                      476646.08    
3774944.36        2.56114                         
         476666.08    3774944.36        2.53275                      476686.08    
3774944.36        2.50132                         
         476706.08    3774944.36        2.46687                      476726.08    
3774944.36        2.42975                         
         476746.08    3774944.36        2.38982                      476766.08    
3774944.36        2.34680                         
         476786.08    3774944.36        2.30347                      476806.08    
3774944.36        2.25912                         
         476826.08    3774944.36        2.21377                      476846.08    
3774944.36        2.16769                         
         476866.08    3774944.36        2.12115                      476886.08    
3774944.36        2.07440                         
         476906.08    3774944.36        2.02650                      476926.08    
3774944.36        1.97895                         
         476946.08    3774944.36        1.93281                      476966.08    
3774944.36        1.88716                         
         476986.08    3774944.36        1.84169                      477006.08    
3774944.36        1.79599                         
         477026.08    3774944.36        1.75226                      477046.08    
3774944.36        1.70969                         
         477066.08    3774944.36        1.66804                      477086.08    
3774944.36        1.62737                         
         477106.08    3774944.36        1.31758                      477126.08    
3774944.36        1.26257                         
         477146.08    3774944.36        1.22982                      477166.08    
3774944.36        1.20274                         
         477186.08    3774944.36        1.17643                      477206.08    
3774944.36        1.13306                         
         477226.08    3774944.36        1.09461                      477246.08    
3774944.36        1.07158                         
         477266.08    3774944.36        1.04929                      477286.08    
3774944.36        1.02772                         
         477306.08    3774944.36        1.00686                      477326.08    
3774944.36        0.98670                         
         477346.08    3774944.36        0.96722                      477366.08    
3774944.36        0.94840                         
         477386.08    3774944.36        0.93022                      477406.08    
3774944.36        0.90837                         
         477426.08    3774944.36        0.87810                      477446.08    
3774944.36        0.85928                         
         477466.08    3774944.36        0.84353                      477486.08    
3774944.36        0.82891                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           



                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774944.36        0.81480                      477526.08    
3774944.36        0.80118                         
         475946.08    3774964.36        1.51550                      475966.08    
3774964.36        1.55502                         
         475986.08    3774964.36        1.59537                      476006.08    
3774964.36        1.63649                         
         476026.08    3774964.36        1.67908                      476046.08    
3774964.36        1.72393                         
         476066.08    3774964.36        1.76750                      476086.08    
3774964.36        1.81114                         
         476106.08    3774964.36        1.85511                      476126.08    
3774964.36        1.89928                         
         476146.08    3774964.36        1.94351                      476166.08    
3774964.36        1.98762                         
         476186.08    3774964.36        2.03143                      476206.08    
3774964.36        2.07565                         
         476226.08    3774964.36        2.12104                      476246.08    
3774964.36        2.16325                         
         476266.08    3774964.36        2.20378                      476286.08    
3774964.36        2.24282                         
         476306.08    3774964.36        2.28225                      476326.08    
3774964.36        2.31917                         
         476346.08    3774964.36        2.35218                      476366.08    
3774964.36        2.38256                         
         476386.08    3774964.36        2.41006                      476406.08    
3774964.36        2.43439                         
         476426.08    3774964.36        2.45712                      476446.08    
3774964.36        2.47573                         



         476466.08    3774964.36        2.48928                      476486.08    
3774964.36        2.49888                         
         476506.08    3774964.36        2.50443                      476526.08    
3774964.36        2.50587                         
         476546.08    3774964.36        2.50303                      476566.08    
3774964.36        2.49536                         
         476586.08    3774964.36        2.48461                      476606.08    
3774964.36        2.47000                         
         476626.08    3774964.36        2.45128                      476646.08    
3774964.36        2.42809                         
         476666.08    3774964.36        2.40278                      476686.08    
3774964.36        2.37473                         
         476706.08    3774964.36        2.34393                      476726.08    
3774964.36        2.31067                         
         476746.08    3774964.36        2.27480                      476766.08    
3774964.36        2.23605                         
         476786.08    3774964.36        2.19695                      476806.08    
3774964.36        2.15684                         
         476826.08    3774964.36        2.11571                      476846.08    
3774964.36        2.07382                         
         476866.08    3774964.36        2.03140                      476886.08    
3774964.36        1.98868                         
         476906.08    3774964.36        1.94478                      476926.08    
3774964.36        1.90111                         
         476946.08    3774964.36        1.85863                      476966.08    
3774964.36        1.81584                         
         476986.08    3774964.36        1.77347                      477006.08    
3774964.36        1.73189                         
         477026.08    3774964.36        1.69142                      477046.08    
3774964.36        1.65176                         
         477066.08    3774964.36        1.61289                      477086.08    
3774964.36        1.29739                         
         477106.08    3774964.36        1.25522                      477126.08    
3774964.36        1.21842                         
         477146.08    3774964.36        1.19040                      477166.08    
3774964.36        1.16486                         
         477186.08    3774964.36        1.14000                      477206.08    
3774964.36        1.09842                         
         477226.08    3774964.36        1.06152                      477246.08    
3774964.36        1.03963                         
         477266.08    3774964.36        1.01838                      477286.08    
3774964.36        0.99779                         
         477306.08    3774964.36        0.97784                      477326.08    
3774964.36        0.95852                         
         477346.08    3774964.36        0.93983                      477366.08    
3774964.36        0.92174                         
         477386.08    3774964.36        0.90424                      477406.08    
3774964.36        0.88263                         
         477426.08    3774964.36        0.85255                      477446.08    
3774964.36        0.83473                         



         477466.08    3774964.36        0.82007                      477486.08    
3774964.36        0.80589                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774964.36        0.79219                      477526.08    
3774964.36        0.77894                         
         475946.08    3774984.36        1.47101                      475966.08    
3774984.36        1.50797                         
         475986.08    3774984.36        1.54563                      476006.08    
3774984.36        1.58393                         
         476026.08    3774984.36        1.62352                      476046.08    
3774984.36        1.66515                         
         476066.08    3774984.36        1.70548                      476086.08    
3774984.36        1.74577                         
         476106.08    3774984.36        1.78627                      476126.08    
3774984.36        1.82687                         
         476146.08    3774984.36        1.86743                      476166.08    
3774984.36        1.90778                         
         476186.08    3774984.36        1.94836                      476206.08    
3774984.36        1.98888                         
         476226.08    3774984.36        2.02945                      476246.08    
3774984.36        2.06761                         
         476266.08    3774984.36        2.10449                      476286.08    
3774984.36        2.14040                         
         476306.08    3774984.36        2.17550                      476326.08    
3774984.36        2.20828                         
         476346.08    3774984.36        2.23789                      476366.08    
3774984.36        2.26510                         
         476386.08    3774984.36        2.28987                      476406.08    



3774984.36        2.31216                         
         476426.08    3774984.36        2.33205                      476446.08    
3774984.36        2.34829                         
         476466.08    3774984.36        2.36035                      476486.08    
3774984.36        2.36888                         
         476506.08    3774984.36        2.37380                      476526.08    
3774984.36        2.37505                         
         476546.08    3774984.36        2.37230                      476566.08    
3774984.36        2.36568                         
         476586.08    3774984.36        2.35611                      476606.08    
3774984.36        2.34282                         
         476626.08    3774984.36        2.32600                      476646.08    
3774984.36        2.30559                         
         476666.08    3774984.36        2.28302                      476686.08    
3774984.36        2.25790                         
         476706.08    3774984.36        2.23027                      476726.08    
3774984.36        2.20010                         
         476746.08    3774984.36        2.16768                      476766.08    
3774984.36        2.13304                         
         476786.08    3774984.36        2.09774                      476806.08    
3774984.36        2.06138                         
         476826.08    3774984.36        2.02401                      476846.08    
3774984.36        1.98585                         
         476866.08    3774984.36        1.94661                      476886.08    
3774984.36        1.90753                         
         476906.08    3774984.36        1.86751                      476926.08    
3774984.36        1.82758                         
         476946.08    3774984.36        1.78843                      476966.08    
3774984.36        1.74848                         
         476986.08    3774984.36        1.70904                      477006.08    
3774984.36        1.67098                         
         477026.08    3774984.36        1.63344                      477046.08    
3774984.36        1.59649                         
         477066.08    3774984.36        1.56019                      477086.08    
3774984.36        1.24593                         
         477106.08    3774984.36        1.20263                      477126.08    
3774984.36        1.17744                         
         477146.08    3774984.36        1.15281                      477166.08    
3774984.36        1.12874                         
         477186.08    3774984.36        1.10526                      477206.08    
3774984.36        1.06539                         
         477226.08    3774984.36        1.03001                      477246.08    
3774984.36        1.00920                         
         477266.08    3774984.36        0.98897                      477286.08    
3774984.36        0.96933                         
         477306.08    3774984.36        0.95026                      477326.08    
3774984.36        0.93177                         
         477346.08    3774984.36        0.91385                      477366.08    
3774984.36        0.89648                         
         477386.08    3774984.36        0.87965                      477406.08    



3774984.36        0.85873                         
         477426.08    3774984.36        0.82944                      477446.08    
3774984.36        0.81217                         
         477466.08    3774984.36        0.79799                      477486.08    
3774984.36        0.78426                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 172
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774984.36        0.77097                      477526.08    
3774984.36        0.75811                         
         475946.08    3775004.36        1.42801                      475966.08    
3775004.36        1.46259                         
         475986.08    3775004.36        1.49776                      476006.08    
3775004.36        1.53345                         
         476026.08    3775004.36        1.57028                      476046.08    
3775004.36        1.60895                         
         476066.08    3775004.36        1.64630                      476086.08    
3775004.36        1.68353                         
         476106.08    3775004.36        1.72089                      476126.08    
3775004.36        1.75825                         
         476146.08    3775004.36        1.79549                      476166.08    
3775004.36        1.83246                         
         476186.08    3775004.36        1.87083                      476206.08    
3775004.36        1.90833                         
         476226.08    3775004.36        1.94378                      476246.08    
3775004.36        1.97819                         
         476266.08    3775004.36        2.01209                      476286.08    
3775004.36        2.04589                         
         476306.08    3775004.36        2.07670                      476326.08    
3775004.36        2.10541                         



         476346.08    3775004.36        2.13204                      476366.08    
3775004.36        2.15648                         
         476386.08    3775004.36        2.17910                      476406.08    
3775004.36        2.20010                         
         476426.08    3775004.36        2.21714                      476446.08    
3775004.36        2.23101                         
         476466.08    3775004.36        2.24177                      476486.08    
3775004.36        2.24938                         
         476506.08    3775004.36        2.25375                      476526.08    
3775004.36        2.25429                         
         476546.08    3775004.36        2.25190                      476566.08    
3775004.36        2.24647                         
         476586.08    3775004.36        2.23791                      476606.08    
3775004.36        2.22541                         
         476626.08    3775004.36        2.21000                      476646.08    
3775004.36        2.19251                         
         476666.08    3775004.36        2.17241                      476686.08    
3775004.36        2.14985                         
         476706.08    3775004.36        2.12500                      476726.08    
3775004.36        2.09714                         
         476746.08    3775004.36        2.06750                      476766.08    
3775004.36        2.03703                         
         476786.08    3775004.36        2.00518                      476806.08    
3775004.36        1.97216                         
         476826.08    3775004.36        1.93813                      476846.08    
3775004.36        1.90332                         
         476866.08    3775004.36        1.86614                      476886.08    
3775004.36        1.83036                         
         476906.08    3775004.36        1.79427                      476926.08    
3775004.36        1.75807                         
         476946.08    3775004.36        1.72195                      476966.08    
3775004.36        1.68500                         
         476986.08    3775004.36        1.64844                      477006.08    
3775004.36        1.61310                         
         477026.08    3775004.36        1.57817                      477046.08    
3775004.36        1.54372                         
         477066.08    3775004.36        1.50981                      477086.08    
3775004.36        1.20491                         
         477106.08    3775004.36        1.16374                      477126.08    
3775004.36        1.14010                         
         477146.08    3775004.36        1.11693                      477166.08    
3775004.36        1.09425                         
         477186.08    3775004.36        1.07208                      477206.08    
3775004.36        1.03386                         
         477226.08    3775004.36        0.99994                      477246.08    
3775004.36        0.98017                         
         477266.08    3775004.36        0.96091                      477286.08    
3775004.36        0.94219                         
         477306.08    3775004.36        0.92398                      477326.08    
3775004.36        0.90630                         



         477346.08    3775004.36        0.88912                      477366.08    
3775004.36        0.87246                         
         477386.08    3775004.36        0.85629                      477406.08    
3775004.36        0.83605                         
         477426.08    3775004.36        0.80754                      477446.08    
3775004.36        0.79083                         
         477466.08    3775004.36        0.77712                      477486.08    
3775004.36        0.76384                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 173
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3775004.36        0.75097                      477526.08    
3775004.36        0.73851                         
         475946.08    3775024.36        1.38649                      475966.08    
3775024.36        1.41886                         
         475986.08    3775024.36        1.45171                      476006.08    
3775024.36        1.48594                         
         476026.08    3775024.36        1.52065                      476046.08    
3775024.36        1.55541                         
         476066.08    3775024.36        1.58984                      476086.08    
3775024.36        1.62428                         
         476106.08    3775024.36        1.65877                      476126.08    
3775024.36        1.69319                         
         476146.08    3775024.36        1.72743                      476166.08    
3775024.36        1.76136                         
         476186.08    3775024.36        1.79662                      476206.08    
3775024.36        1.83096                         
         476226.08    3775024.36        1.86318                      476246.08    
3775024.36        1.89447                         
         476266.08    3775024.36        1.92531                      476286.08    



3775024.36        1.95612                         
         476306.08    3775024.36        1.98393                      476326.08    
3775024.36        2.00980                         
         476346.08    3775024.36        2.03382                      476366.08    
3775024.36        2.05584                         
         476386.08    3775024.36        2.07621                      476406.08    
3775024.36        2.09520                         
         476426.08    3775024.36        2.11044                                     
                                               
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476426.08    3773784.36        3.02710                      476446.08    
3773784.36        3.02507                         
         476466.08    3773784.36        3.01915                      476486.08    
3773784.36        3.00928                         
         476506.08    3773784.36        2.99641                      476526.08    
3773784.36        2.98124                         
         476546.08    3773784.36        2.96001                      475526.08    
3773804.36        1.43942                         
         475546.08    3773804.36        1.47989                      475566.08    
3773804.36        1.51976                         
         475586.08    3773804.36        1.56308                      475606.08    
3773804.36        1.60717                         
         475626.08    3773804.36        1.65045                      475646.08    
3773804.36        1.69503                         
         475666.08    3773804.36        1.74066                      475686.08    
3773804.36        1.78716                         
         475706.08    3773804.36        1.83465                      475726.08    
3773804.36        1.88306                         



         475746.08    3773804.36        1.93232                      475766.08    
3773804.36        1.98233                         
         475786.08    3773804.36        2.03448                      475806.08    
3773804.36        2.09049                         
         475826.08    3773804.36        2.14322                      475846.08    
3773804.36        2.19539                         
         475866.08    3773804.36        2.24765                      475886.08    
3773804.36        2.29982                         
         475906.08    3773804.36        2.35171                      475926.08    
3773804.36        2.40312                         
         475946.08    3773804.36        2.45385                      475966.08    
3773804.36        2.50397                         
         475986.08    3773804.36        2.55351                      476006.08    
3773804.36        2.61070                         
         476426.08    3773804.36        3.21617                      476446.08    
3773804.36        3.21451                         
         476466.08    3773804.36        3.20846                      476486.08    
3773804.36        3.19792                         
         476506.08    3773804.36        3.18396                      476526.08    
3773804.36        3.16733                         
         476546.08    3773804.36        3.14384                      476566.08    
3773804.36        3.11573                         
         476586.08    3773804.36        3.08362                      476606.08    
3773804.36        3.04770                         
         476626.08    3773804.36        3.00883                      476646.08    
3773804.36        2.96532                         
         476666.08    3773804.36        2.91908                      476686.08    
3773804.36        2.87040                         
         476706.08    3773804.36        2.81920                      476726.08    
3773804.36        2.76579                         
         476746.08    3773804.36        2.71047                      476766.08    
3773804.36        2.65351                         
         476786.08    3773804.36        2.59427                      476846.08    
3773804.36        2.41563                         
         476866.08    3773804.36        2.35629                      476886.08    
3773804.36        2.29736                         
         476906.08    3773804.36        2.23912                      476926.08    
3773804.36        2.18138                         
         476946.08    3773804.36        2.12382                      476966.08    
3773804.36        2.06875                         
         476986.08    3773804.36        2.01538                      477006.08    
3773804.36        1.96358                         
         477026.08    3773804.36        1.91344                      477046.08    
3773804.36        1.86504                         
         475526.08    3773824.36        1.45521                      475546.08    
3773824.36        1.49670                         
         475566.08    3773824.36        1.53997                      475586.08    
3773824.36        1.58413                         
         475606.08    3773824.36        1.62915                      475626.08    
3773824.36        1.67465                         



         475646.08    3773824.36        1.72144                      475666.08    
3773824.36        1.76950                         
         475686.08    3773824.36        1.81882                      475706.08    
3773824.36        1.86936                         
         475726.08    3773824.36        1.92106                      475746.08    
3773824.36        1.97385                         
         475766.08    3773824.36        2.02998                      475786.08    
3773824.36        2.08732                         
         475806.08    3773824.36        2.14505                      475826.08    
3773824.36        2.20200                         
         475846.08    3773824.36        2.25913                      475866.08    
3773824.36        2.31663                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475886.08    3773824.36        2.37707                      475906.08    
3773824.36        2.43614                         
         475926.08    3773824.36        2.49008                      475946.08    
3773824.36        2.54640                         
         475966.08    3773824.36        2.60267                      475986.08    
3773824.36        2.65798                         
         476006.08    3773824.36        2.72000                      476426.08    
3773824.36        3.42473                         
         476446.08    3773824.36        3.42357                      476466.08    
3773824.36        3.41744                         
         476486.08    3773824.36        3.40619                      476506.08    
3773824.36        3.39100                         
         476526.08    3773824.36        3.37271                      476546.08    
3773824.36        3.34664                         
         476566.08    3773824.36        3.31528                      476586.08    



3773824.36        3.27934                         
         476606.08    3773824.36        3.23908                      476626.08    
3773824.36        3.19545                         
         476646.08    3773824.36        3.14661                      476666.08    
3773824.36        3.09469                         
         476686.08    3773824.36        3.04006                      476706.08    
3773824.36        2.98267                         
         476726.08    3773824.36        2.92287                      476746.08    
3773824.36        2.86108                         
         476766.08    3773824.36        2.79769                      476786.08    
3773824.36        2.73255                         
         476846.08    3773824.36        2.53405                      476866.08    
3773824.36        2.46883                         
         476886.08    3773824.36        2.40431                      476906.08    
3773824.36        2.34076                         
         476926.08    3773824.36        2.27828                      476946.08    
3773824.36        2.21687                         
         476966.08    3773824.36        2.15689                      476986.08    
3773824.36        2.09892                         
         477006.08    3773824.36        2.04348                      477026.08    
3773824.36        1.99002                         
         477046.08    3773824.36        1.93860                      477066.08    
3773824.36        1.88924                         
         477086.08    3773824.36        1.84092                      475526.08    
3773844.36        1.46913                         
         475546.08    3773844.36        1.51170                      475566.08    
3773844.36        1.55789                         
         475586.08    3773844.36        1.60313                      475606.08    
3773844.36        1.64930                         
         475626.08    3773844.36        1.69696                      475646.08    
3773844.36        1.74612                         
         475666.08    3773844.36        1.79677                      475686.08    
3773844.36        1.84890                         
         475706.08    3773844.36        1.90344                      475726.08    
3773844.36        1.95929                         
         475746.08    3773844.36        2.01578                      475766.08    
3773844.36        2.07640                         
         475786.08    3773844.36        2.13794                      475806.08    
3773844.36        2.19839                         
         475826.08    3773844.36        2.25986                      475846.08    
3773844.36        2.32270                         
         475866.08    3773844.36        2.38721                      475886.08    
3773844.36        2.45462                         
         475906.08    3773844.36        2.52034                      475926.08    
3773844.36        2.58018                         
         475946.08    3773844.36        2.64325                      475966.08    
3773844.36        2.70673                         
         475986.08    3773844.36        2.76948                      476006.08    
3773844.36        2.83714                         
         476426.08    3773844.36        3.65562                      476446.08    



3773844.36        3.65513                         
         476466.08    3773844.36        3.64898                      476486.08    
3773844.36        3.63698                         
         476506.08    3773844.36        3.62042                      476526.08    
3773844.36        3.60023                         
         476546.08    3773844.36        3.57117                      476566.08    
3773844.36        3.53604                         
         476586.08    3773844.36        3.49565                      476606.08    
3773844.36        3.45032                         
         476626.08    3773844.36        3.40112                      476646.08    
3773844.36        3.34604                         
         476666.08    3773844.36        3.28751                      476686.08    
3773844.36        3.22596                         
         476706.08    3773844.36        3.16136                      476726.08    
3773844.36        3.09418                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476746.08    3773844.36        3.02488                      476766.08    
3773844.36        2.95398                         
         476786.08    3773844.36        2.88195                      476846.08    
3773844.36        2.66135                         
         476866.08    3773844.36        2.58960                      476886.08    
3773844.36        2.51889                         
         476906.08    3773844.36        2.44953                      476926.08    
3773844.36        2.38180                         
         476946.08    3773844.36        2.31593                      476966.08    
3773844.36        2.25090                         
         476986.08    3773844.36        2.18823                      477006.08    
3773844.36        2.12895                         



         477026.08    3773844.36        2.07203                      477046.08    
3773844.36        2.01749                         
         477066.08    3773844.36        1.96532                      477086.08    
3773844.36        1.91469                         
         477106.08    3773844.36        1.86640                      475526.08    
3773864.36        1.48089                         
         475546.08    3773864.36        1.52491                      475566.08    
3773864.36        1.57273                         
         475586.08    3773864.36        1.61973                      475606.08    
3773864.36        1.66783                         
         475626.08    3773864.36        1.71760                      475646.08    
3773864.36        1.76908                         
         475666.08    3773864.36        1.82228                      475686.08    
3773864.36        1.87720                         
         475706.08    3773864.36        1.93708                      475726.08    
3773864.36        1.99829                         
         475746.08    3773864.36        2.05865                      475766.08    
3773864.36        2.12093                         
         475786.08    3773864.36        2.18476                      475806.08    
3773864.36        2.24989                         
         475826.08    3773864.36        2.31641                      475846.08    
3773864.36        2.38588                         
         475866.08    3773864.36        2.46009                      475886.08    
3773864.36        2.53155                         
         475906.08    3773864.36        2.60271                      475926.08    
3773864.36        2.67372                         
         475946.08    3773864.36        2.74530                      475966.08    
3773864.36        2.81689                         
         475986.08    3773864.36        2.88809                      476006.08    
3773864.36        2.96451                         
         476026.08    3773864.36        3.03913                      476426.08    
3773864.36        3.91223                         
         476446.08    3773864.36        3.91264                      476466.08    
3773864.36        3.90657                         
         476486.08    3773864.36        3.89377                      476506.08    
3773864.36        3.87567                         
         476526.08    3773864.36        3.85332                      476546.08    
3773864.36        3.82078                         
         476566.08    3773864.36        3.78124                      476586.08    
3773864.36        3.73563                         
         476606.08    3773864.36        3.68433                      476626.08    
3773864.36        3.62859                         
         476646.08    3773864.36        3.56619                      476666.08    
3773864.36        3.49989                         
         476686.08    3773864.36        3.43024                      476706.08    
3773864.36        3.35724                         
         476726.08    3773864.36        3.28146                      476746.08    
3773864.36        3.20349                         
         476766.08    3773864.36        3.12393                      476786.08    
3773864.36        3.04337                         



         476846.08    3773864.36        2.79846                      476866.08    
3773864.36        2.71944                         
         476886.08    3773864.36        2.64191                      476906.08    
3773864.36        2.56620                         
         476926.08    3773864.36        2.49260                      476946.08    
3773864.36        2.42134                         
         476966.08    3773864.36        2.35128                      476986.08    
3773864.36        2.28407                         
         477006.08    3773864.36        2.22079                      477026.08    
3773864.36        2.16027                         
         477046.08    3773864.36        2.10251                      477066.08    
3773864.36        2.04747                         
         477086.08    3773864.36        1.99500                      477106.08    
3773864.36        1.94472                         
         475526.08    3773884.36        1.49269                      475546.08    
3773884.36        1.53877                         
         475566.08    3773884.36        1.58631                      475586.08    
3773884.36        1.63467                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475606.08    3773884.36        1.68462                      475626.08    
3773884.36        1.73644                         
         475646.08    3773884.36        1.79017                      475666.08    
3773884.36        1.84586                         
         475686.08    3773884.36        1.90352                      475706.08    
3773884.36        1.96668                         
         475726.08    3773884.36        2.03154                      475746.08    
3773884.36        2.09558                         
         475766.08    3773884.36        2.16161                      475786.08    



3773884.36        2.22961                         
         475806.08    3773884.36        2.29950                      475826.08    
3773884.36        2.37392                         
         475846.08    3773884.36        2.45040                      475866.08    
3773884.36        2.52800                         
         475886.08    3773884.36        2.60528                      475906.08    
3773884.36        2.68336                         
         475926.08    3773884.36        2.76242                      475946.08    
3773884.36        2.84218                         
         475966.08    3773884.36        2.92372                      475986.08    
3773884.36        3.00834                         
         476006.08    3773884.36        3.09166                      476026.08    
3773884.36        3.17325                         
         476046.08    3773884.36        3.25183                      476426.08    
3773884.36        4.19608                         
         476446.08    3773884.36        4.20023                      476466.08    
3773884.36        4.19437                         
         476486.08    3773884.36        4.18074                      476506.08    
3773884.36        4.16092                         
         476526.08    3773884.36        4.13607                      476546.08    
3773884.36        4.09946                         
         476566.08    3773884.36        4.05473                      476586.08    
3773884.36        4.00296                         
         476606.08    3773884.36        3.94460                      476626.08    
3773884.36        3.88057                         
         476646.08    3773884.36        3.81113                      476666.08    
3773884.36        3.73618                         
         476686.08    3773884.36        3.65692                      476706.08    
3773884.36        3.57400                         
         476726.08    3773884.36        3.48791                      476746.08    
3773884.36        3.39871                         
         476766.08    3773884.36        3.30916                      476786.08    
3773884.36        3.21881                         
         476846.08    3773884.36        2.94737                      476866.08    
3773884.36        2.85937                         
         476886.08    3773884.36        2.77434                      476906.08    
3773884.36        2.69171                         
         476926.08    3773884.36        2.61178                      476946.08    
3773884.36        2.53477                         
         476966.08    3773884.36        2.46027                      476986.08    
3773884.36        2.38875                         
         477006.08    3773884.36        2.32019                      477026.08    
3773884.36        2.25574                         
         477046.08    3773884.36        2.19467                      477066.08    
3773884.36        2.13668                         
         477086.08    3773884.36        2.08166                      477106.08    
3773884.36        2.02899                         
         475526.08    3773904.36        1.50248                      475546.08    
3773904.36        1.55037                         
         475566.08    3773904.36        1.59815                      475586.08    



3773904.36        1.64786                         
         475606.08    3773904.36        1.69958                      475626.08    
3773904.36        1.75336                         
         475646.08    3773904.36        1.80926                      475666.08    
3773904.36        1.86771                         
         475686.08    3773904.36        1.92914                      475706.08    
3773904.36        1.99470                         
         475726.08    3773904.36        2.06207                      475746.08    
3773904.36        2.12972                         
         475766.08    3773904.36        2.19974                      475786.08    
3773904.36        2.27257                         
         475806.08    3773904.36        2.34868                      475826.08    
3773904.36        2.42940                         
         475846.08    3773904.36        2.51166                      475866.08    
3773904.36        2.59342                         
         475886.08    3773904.36        2.67715                      475906.08    
3773904.36        2.76267                         
         475926.08    3773904.36        2.84974                      475946.08    
3773904.36        2.93811                         
         475966.08    3773904.36        3.02983                      475986.08    
3773904.36        3.12746                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476006.08    3773904.36        3.21953                      476026.08    
3773904.36        3.31014                         
         476046.08    3773904.36        3.40007                      476066.08    
3773904.36        3.48883                         
         476426.08    3773904.36        4.51617                      476446.08    
3773904.36        4.52290                         



         476466.08    3773904.36        4.51745                      476486.08    
3773904.36        4.50296                         
         476506.08    3773904.36        4.48120                      476526.08    
3773904.36        4.45346                         
         476546.08    3773904.36        4.41207                      476566.08    
3773904.36        4.36119                         
         476586.08    3773904.36        4.30208                      476606.08    
3773904.36        4.23532                         
         476626.08    3773904.36        4.16155                      476646.08    
3773904.36        4.08144                         
         476666.08    3773904.36        3.99573                      476686.08    
3773904.36        3.90520                         
         476706.08    3773904.36        3.81069                      476726.08    
3773904.36        3.71390                         
         476746.08    3773904.36        3.61262                      476766.08    
3773904.36        3.51151                         
         476786.08    3773904.36        3.40993                      476798.66    
3773910.67        3.40766                         
         476846.08    3773904.36        3.10824                      476866.08    
3773904.36        3.01059                         
         476886.08    3773904.36        2.91735                      476906.08    
3773904.36        2.82723                         
         476926.08    3773904.36        2.74051                      476946.08    
3773904.36        2.65740                         
         476966.08    3773904.36        2.57802                      476986.08    
3773904.36        2.50182                         
         477006.08    3773904.36        2.42807                      477026.08    
3773904.36        2.35965                         
         477046.08    3773904.36        2.29518                      477066.08    
3773904.36        2.23415                         
         477086.08    3773904.36        2.17642                      477106.08    
3773904.36        2.12125                         
         475526.08    3773924.36        1.50983                      475546.08    
3773924.36        1.55893                         
         475566.08    3773924.36        1.60804                      475586.08    
3773924.36        1.65924                         
         475606.08    3773924.36        1.71262                      475626.08    
3773924.36        1.76825                         
         475646.08    3773924.36        1.82621                      475666.08    
3773924.36        1.88784                         
         475686.08    3773924.36        1.95468                      475706.08    
3773924.36        2.02140                         
         475726.08    3773924.36        2.09007                      475746.08    
3773924.36        2.16126                         
         475766.08    3773924.36        2.23520                      475786.08    
3773924.36        2.31350                         
         475806.08    3773924.36        2.39806                      475826.08    
3773924.36        2.48197                         
         475846.08    3773924.36        2.56774                      475866.08    
3773924.36        2.65596                         



         475886.08    3773924.36        2.74677                      475906.08    
3773924.36        2.84000                         
         475926.08    3773924.36        2.93548                      475946.08    
3773924.36        3.03295                         
         475966.08    3773924.36        3.13463                      475986.08    
3773924.36        3.24330                         
         476006.08    3773924.36        3.34679                      476026.08    
3773924.36        3.44941                         
         476046.08    3773924.36        3.55201                      476066.08    
3773924.36        3.65400                         
         476086.08    3773924.36        3.75481                      476426.08    
3773924.36        4.88118                         
         476446.08    3773924.36        4.88677                      476466.08    
3773924.36        4.88199                         
         476486.08    3773924.36        4.86664                      476506.08    
3773924.36        4.84269                         
         476526.08    3773924.36        4.81159                      476546.08    
3773924.36        4.76453                         
         476566.08    3773924.36        4.70630                      476586.08    
3773924.36        4.63840                         
         476606.08    3773924.36        4.56155                      476626.08    
3773924.36        4.47656                         
         476646.08    3773924.36        4.38428                      476666.08    
3773924.36        4.28565                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476686.08    3773924.36        4.18167                      476706.08    
3773924.36        4.07341                         
         476726.08    3773924.36        3.96285                      476746.08    



3773924.36        3.84767                         
         476766.08    3773924.36        3.73315                      476786.08    
3773924.36        3.61866                         
         476846.08    3773924.36        3.28223                      476866.08    
3773924.36        3.17457                         
         476886.08    3773924.36        3.07238                      476906.08    
3773924.36        2.97419                         
         476926.08    3773924.36        2.88025                      476946.08    
3773924.36        2.79071                         
         476966.08    3773924.36        2.70563                      476986.08    
3773924.36        2.62432                         
         477006.08    3773924.36        2.54589                      477026.08    
3773924.36        2.47349                         
         477046.08    3773924.36        2.40552                      477066.08    
3773924.36        2.34135                         
         477086.08    3773924.36        2.28076                      477106.08    
3773924.36        2.22293                         
         475526.08    3773944.36        1.51563                      475546.08    
3773944.36        1.56584                         
         475566.08    3773944.36        1.61617                      475586.08    
3773944.36        1.66875                         
         475606.08    3773944.36        1.72366                      475626.08    
3773944.36        1.78102                         
         475646.08    3773944.36        1.84093                      475666.08    
3773944.36        1.90481                         
         475686.08    3773944.36        1.97447                      475706.08    
3773944.36        2.04377                         
         475726.08    3773944.36        2.11532                      475746.08    
3773944.36        2.18993                         
         475766.08    3773944.36        2.26770                      475786.08    
3773944.36        2.35038                         
         475806.08    3773944.36        2.44024                      475826.08    
3773944.36        2.52927                         
         475846.08    3773944.36        2.62069                      475866.08    
3773944.36        2.71544                         
         475886.08    3773944.36        2.81667                      475906.08    
3773944.36        2.92076                         
         475926.08    3773944.36        3.02534                      475946.08    
3773944.36        3.13276                         
         475966.08    3773944.36        3.24370                      475986.08    
3773944.36        3.35929                         
         476006.08    3773944.36        3.47426                      476026.08    
3773944.36        3.59001                         
         476046.08    3773944.36        3.70660                      476066.08    
3773944.36        3.82340                         
         476086.08    3773944.36        3.93972                      476106.08    
3773944.36        4.05485                         
         476126.08    3773944.36        4.16802                      476426.08    
3773944.36        5.29128                         
         476446.08    3773944.36        5.29933                      476466.08    



3773944.36        5.29561                         
         476486.08    3773944.36        5.27944                      476506.08    
3773944.36        5.25142                         
         476526.08    3773944.36        5.21262                      476546.08    
3773944.36        5.16167                         
         476566.08    3773944.36        5.09707                      476586.08    
3773944.36        5.01854                         
         476606.08    3773944.36        4.92947                      476626.08    
3773944.36        4.83089                         
         476646.08    3773944.36        4.72392                      476666.08    
3773944.36        4.60974                         
         476686.08    3773944.36        4.49048                      476706.08    
3773944.36        4.36608                         
         476726.08    3773944.36        4.23734                      476746.08    
3773944.36        4.10668                         
         476766.08    3773944.36        3.97661                      476786.08    
3773944.36        3.84727                         
         476846.08    3773944.36        3.47054                      476866.08    
3773944.36        3.35313                         
         476886.08    3773944.36        3.24127                      476906.08    
3773944.36        3.13445                         
         476926.08    3773944.36        3.03286                      476946.08    
3773944.36        2.93658                         
         476966.08    3773944.36        2.84555                      476986.08    
3773944.36        2.75938                         
         477006.08    3773944.36        2.67754                      477026.08    
3773944.36        2.60010                         
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                         ***        12/02/22
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -



         477046.08    3773944.36        2.52746                      477066.08    
3773944.36        2.45996                         
         477086.08    3773944.36        2.39632                      477106.08    
3773944.36        2.33600                         
         475526.08    3773964.36        1.51988                      475546.08    
3773964.36        1.57107                         
         475566.08    3773964.36        1.62251                      475586.08    
3773964.36        1.67634                         
         475606.08    3773964.36        1.73267                      475626.08    
3773964.36        1.79162                         
         475646.08    3773964.36        1.85422                      475666.08    
3773964.36        1.92055                         
         475686.08    3773964.36        1.99144                      475706.08    
3773964.36        2.06315                         
         475726.08    3773964.36        2.13761                      475746.08    
3773964.36        2.21550                         
         475766.08    3773964.36        2.29812                      475786.08    
3773964.36        2.38551                         
         475806.08    3773964.36        2.47870                      475826.08    
3773964.36        2.57272                         
         475846.08    3773964.36        2.66998                      475866.08    
3773964.36        2.77124                         
         475886.08    3773964.36        2.88192                      475906.08    
3773964.36        2.99611                         
         475926.08    3773964.36        3.10994                      475946.08    
3773964.36        3.22755                         
         475966.08    3773964.36        3.34876                      475986.08    
3773964.36        3.47326                         
         476006.08    3773964.36        3.60071                      476026.08    
3773964.36        3.73065                         
         476046.08    3773964.36        3.86254                      476066.08    
3773964.36        3.99572                         
         476086.08    3773964.36        4.12946                      476106.08    
3773964.36        4.26294                         
         476126.08    3773964.36        4.39525                      476146.08    
3773964.36        4.52547                         
         476406.08    3773964.36        5.73144                      476426.08    
3773964.36        5.75805                         
         476446.08    3773964.36        5.76989                      476466.08    
3773964.36        5.76779                         
         476486.08    3773964.36        5.75090                      476506.08    
3773964.36        5.71863                         
         476526.08    3773964.36        5.67086                      476546.08    
3773964.36        5.61334                         
         476566.08    3773964.36        5.54010                      476586.08    
3773964.36        5.45040                         
         476606.08    3773964.36        5.34667                      476626.08    
3773964.36        5.23151                         
         476646.08    3773964.36        5.10663                      476666.08    
3773964.36        4.97360                         



         476686.08    3773964.36        4.83550                      476706.08    
3773964.36        4.68959                         
         476726.08    3773964.36        4.54153                      476746.08    
3773964.36        4.39303                         
         476766.08    3773964.36        4.24486                      476786.08    
3773964.36        4.09848                         
         476846.08    3773964.36        3.67753                      476866.08    
3773964.36        3.54861                         
         476886.08    3773964.36        3.42634                      476906.08    
3773964.36        3.31035                         
         476926.08    3773964.36        3.20071                      476946.08    
3773964.36        3.09738                         
         476966.08    3773964.36        3.00016                      476986.08    
3773964.36        2.90882                         
         477006.08    3773964.36        2.82304                      477026.08    
3773964.36        2.74101                         
         477046.08    3773964.36        2.66390                      477066.08    
3773964.36        2.59208                         
         477086.08    3773964.36        2.52494                      477106.08    
3773964.36        2.46165                         
         475526.08    3773984.36        1.52255                      475546.08    
3773984.36        1.57462                         
         475566.08    3773984.36        1.62704                      475586.08    
3773984.36        1.68198                         
         475606.08    3773984.36        1.73958                      475626.08    
3773984.36        1.79997                         
         475646.08    3773984.36        1.86635                      475666.08    
3773984.36        1.93565                         
         475686.08    3773984.36        2.00598                      475706.08    
3773984.36        2.07960                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   



Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475726.08    3773984.36        2.15679                      475746.08    
3773984.36        2.23776                         
         475766.08    3773984.36        2.32669                      475786.08    
3773984.36        2.41950                         
         475806.08    3773984.36        2.51369                      475826.08    
3773984.36        2.61214                         
         475846.08    3773984.36        2.71510                      475866.08    
3773984.36        2.82278                         
         475886.08    3773984.36        2.94085                      475906.08    
3773984.36        3.06333                         
         475926.08    3773984.36        3.18626                      475946.08    
3773984.36        3.31402                         
         475966.08    3773984.36        3.44651                      475986.08    
3773984.36        3.58352                         
         476006.08    3773984.36        3.72476                      476026.08    
3773984.36        3.86984                         
         476046.08    3773984.36        4.01825                      476066.08    
3773984.36        4.16937                         
         476086.08    3773984.36        4.32243                      476106.08    
3773984.36        4.47655                         
         476126.08    3773984.36        4.63073                      476146.08    
3773984.36        4.78387                         
         476166.08    3773984.36        4.93476                      476406.08    
3773984.36        6.25838                         
         476426.08    3773984.36        6.29308                      476446.08    
3773984.36        6.31011                         
         476466.08    3773984.36        6.31045                      476486.08    
3773984.36        6.29303                         
         476506.08    3773984.36        6.25711                      476526.08    
3773984.36        6.20243                         
         476546.08    3773984.36        6.13000                      476566.08    
3773984.36        6.04276                         
         476586.08    3773984.36        5.94368                      476606.08    
3773984.36        5.82257                         
         476626.08    3773984.36        5.68696                      476646.08    
3773984.36        5.54009                         
         476666.08    3773984.36        5.38402                      476686.08    
3773984.36        5.22254                         
         476706.08    3773984.36        5.05279                      476726.08    
3773984.36        4.88147                         
         476746.08    3773984.36        4.71072                      476775.68    
3773975.63        4.33247                         
         476793.06    3773974.32        4.17949                      476846.08    
3773984.36        3.90745                         
         476866.08    3773984.36        3.76398                      476886.08    
3773984.36        3.63061                         
         476906.08    3773984.36        3.50493                      476926.08    



3773984.36        3.38684                         
         476946.08    3773984.36        3.27612                      476966.08    
3773984.36        3.17242                         
         476986.08    3773984.36        3.07531                      477006.08    
3773984.36        2.98434                         
         477026.08    3773984.36        2.89887                      477046.08    
3773984.36        2.81790                         
         477066.08    3773984.36        2.74010                      477086.08    
3773984.36        2.66866                         
         477106.08    3773984.36        2.60160                      475526.08    
3774004.36        1.52492                         
         475546.08    3774004.36        1.57649                      475566.08    
3774004.36        1.62976                         
         475586.08    3774004.36        1.68568                      475606.08    
3774004.36        1.74439                         
         475626.08    3774004.36        1.80606                      475646.08    
3774004.36        1.87411                         
         475666.08    3774004.36        1.94522                      475686.08    
3774004.36        2.01725                         
         475706.08    3774004.36        2.09300                      475726.08    
3774004.36        2.17269                         
         475746.08    3774004.36        2.25652                      475766.08    
3774004.36        2.34901                         
         475786.08    3774004.36        2.44577                      475806.08    
3774004.36        2.54391                         
         475826.08    3774004.36        2.64711                      475846.08    
3774004.36        2.75557                         
         475866.08    3774004.36        2.86947                      475886.08    
3774004.36        2.99478                         
         475906.08    3774004.36        3.12544                      475926.08    
3774004.36        3.25744                         
         475946.08    3774004.36        3.39543                      475966.08    
3774004.36        3.53940                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      



                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475986.08    3774004.36        3.68927                      476006.08    
3774004.36        3.84486                         
         476026.08    3774004.36        4.00589                      476046.08    
3774004.36        4.17193                         
         476066.08    3774004.36        4.34841                      476086.08    
3774004.36        4.52810                         
         476106.08    3774004.36        4.70599                      476126.08    
3774004.36        4.88571                         
         476146.08    3774004.36        5.06601                      476166.08    
3774004.36        5.24549                         
         476186.08    3774004.36        5.42809                      476366.08    
3774004.36        6.69808                         
         476386.08    3774004.36        6.78817                      476406.08    
3774004.36        6.86482                         
         476426.08    3774004.36        6.91048                      476446.08    
3774004.36        6.93473                         
         476466.08    3774004.36        6.93872                      476486.08    
3774004.36        6.92115                         
         476506.08    3774004.36        6.88106                      476526.08    
3774004.36        6.81808                         
         476546.08    3774004.36        6.73254                      476566.08    
3774004.36        6.62703                         
         476586.08    3774004.36        6.50482                      476606.08    
3774004.36        6.36532                         
         476626.08    3774004.36        6.20789                      476646.08    
3774004.36        6.03375                         
         476666.08    3774004.36        5.84929                      476686.08    
3774004.36        5.65817                         
         476706.08    3774004.36        5.46271                      476726.08    
3774004.36        5.26454                         
         476746.08    3774004.36        5.06739                      476766.08    
3774004.36        4.87364                         
         476786.08    3774004.36        4.68527                      476846.08    
3774004.36        4.16080                         
         476866.08    3774004.36        4.00319                      476886.08    
3774004.36        3.85802                         
         476906.08    3774004.36        3.72211                      476926.08    
3774004.36        3.59512                         
         476946.08    3774004.36        3.47658                      476966.08    
3774004.36        3.36593                         
         476986.08    3774004.36        3.26256                      477006.08    
3774004.36        3.16584                         
         477026.08    3774004.36        3.07516                      477046.08    
3774004.36        2.98904                         



         477066.08    3774004.36        2.90588                      477086.08    
3774004.36        2.82968                         
         477106.08    3774004.36        2.75800                      475526.08    
3774024.36        1.52530                         
         475546.08    3774024.36        1.57669                      475566.08    
3774024.36        1.63068                         
         475586.08    3774024.36        1.68742                      475606.08    
3774024.36        1.74709                         
         475626.08    3774024.36        1.80987                      475646.08    
3774024.36        1.87921                         
         475666.08    3774024.36        1.95183                      475686.08    
3774024.36        2.02556                         
         475706.08    3774024.36        2.10328                      475726.08    
3774024.36        2.18522                         
         475746.08    3774024.36        2.27165                      475766.08    
3774024.36        2.36719                         
         475786.08    3774024.36        2.46745                      475806.08    
3774024.36        2.56955                         
         475826.08    3774024.36        2.67728                      475846.08    
3774024.36        2.79152                         
         475866.08    3774024.36        2.91318                      475886.08    
3774024.36        3.04442                         
         475906.08    3774024.36        3.18166                      475926.08    
3774024.36        3.32257                         
         475946.08    3774024.36        3.47070                      475966.08    
3774024.36        3.62617                         
         475986.08    3774024.36        3.78907                      476006.08    
3774024.36        3.95937                         
         476026.08    3774024.36        4.13795                      476046.08    
3774024.36        4.32565                         
         476066.08    3774024.36        4.52527                      476086.08    
3774024.36        4.72956                         
         476106.08    3774024.36        4.93336                      476126.08    
3774024.36        5.14135                         
         476146.08    3774024.36        5.35224                      476166.08    
3774024.36        5.56450                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 183
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 



***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476186.08    3774024.36        5.77636                      476206.08    
3774024.36        5.98586                         
         476226.08    3774024.36        6.19089                      476366.08    
3774024.36        7.34186                         
         476386.08    3774024.36        7.45999                      476406.08    
3774024.36        7.55997                         
         476426.08    3774024.36        7.62507                      476446.08    
3774024.36        7.66260                         
         476466.08    3774024.36        7.67207                      476486.08    
3774024.36        7.65501                         
         476506.08    3774024.36        7.61022                      476526.08    
3774024.36        7.53714                         
         476546.08    3774024.36        7.43614                      476566.08    
3774024.36        7.30853                         
         476586.08    3774024.36        7.15646                      476606.08    
3774024.36        6.99345                         
         476626.08    3774024.36        6.80768                      476646.08    
3774024.36        6.59936                         
         476666.08    3774024.36        6.37962                      476686.08    
3774024.36        6.15232                         
         476706.08    3774024.36        5.92129                      476726.08    
3774024.36        5.69018                         
         476746.08    3774024.36        5.46229                      476766.08    
3774024.36        5.24042                         
         476786.08    3774024.36        5.02681                      476846.08    
3774024.36        4.44502                         
         476866.08    3774024.36        4.27138                      476886.08    
3774024.36        4.11368                         
         476906.08    3774024.36        3.96691                      476926.08    
3774024.36        3.83039                         
         476946.08    3774024.36        3.70337                      476966.08    
3774024.36        3.58504                         
         476986.08    3774024.36        3.47457                      477006.08    
3774024.36        3.37119                         
         477026.08    3774024.36        3.27415                      477046.08    
3774024.36        3.18178                         
         477066.08    3774024.36        3.09229                      477086.08    
3774024.36        3.01018                         
         477106.08    3774024.36        2.93275                      475526.08    
3774044.36        1.52338                         
         475546.08    3774044.36        1.57526                      475566.08    



3774044.36        1.62982                         
         475586.08    3774044.36        1.68724                      475606.08    
3774044.36        1.74770                         
         475626.08    3774044.36        1.81141                      475646.08    
3774044.36        1.88184                         
         475666.08    3774044.36        1.95574                      475686.08    
3774044.36        2.03094                         
         475706.08    3774044.36        2.11038                      475726.08    
3774044.36        2.19431                         
         475746.08    3774044.36        2.28305                      475766.08    
3774044.36        2.38131                         
         475786.08    3774044.36        2.48472                      475806.08    
3774044.36        2.59043                         
         475826.08    3774044.36        2.70234                      475846.08    
3774044.36        2.82280                         
         475866.08    3774044.36        2.95464                      475886.08    
3774044.36        3.08962                         
         475906.08    3774044.36        3.23127                      475926.08    
3774044.36        3.38076                         
         475946.08    3774044.36        3.53876                      475966.08    
3774044.36        3.70557                         
         475986.08    3774044.36        3.88144                      476006.08    
3774044.36        4.06656                         
         476026.08    3774044.36        4.26452                      476046.08    
3774044.36        4.47966                         
         476066.08    3774044.36        4.69646                      476086.08    
3774044.36        4.92009                         
         476106.08    3774044.36        5.15131                      476126.08    
3774044.36        5.38976                         
         476146.08    3774044.36        5.63419                      476166.08    
3774044.36        5.88306                         
         476186.08    3774044.36        6.13446                      476206.08    
3774044.36        6.38612                         
         476226.08    3774044.36        6.63551                      476246.08    
3774044.36        6.87983                         
         476266.08    3774044.36        7.11609                      476286.08    
3774044.36        7.34131                         
         476366.08    3774044.36        8.07766                      476386.08    
3774044.36        8.21862                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 184
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   



, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476406.08    3774044.36        8.35288                      476426.08    
3774044.36        8.45494                         
         476446.08    3774044.36        8.51811                      476466.08    
3774044.36        8.53590                         
         476486.08    3774044.36        8.52051                      476506.08    
3774044.36        8.47045                         
         476526.08    3774044.36        8.38497                      476546.08    
3774044.36        8.26448                         
         476566.08    3774044.36        8.11070                      476586.08    
3774044.36        7.92651                         
         476606.08    3774044.36        7.72856                      476626.08    
3774044.36        7.50328                         
         476646.08    3774044.36        7.25168                      476666.08    
3774044.36        6.98772                         
         476686.08    3774044.36        6.71661                      476706.08    
3774044.36        6.44340                         
         476726.08    3774044.36        6.17273                      476746.08    
3774044.36        5.90861                         
         476766.08    3774044.36        5.65428                      476786.08    
3774044.36        5.41210                         
         476846.08    3774044.36        4.76832                      476866.08    
3774044.36        4.57534                         
         476886.08    3774044.36        4.40420                      476906.08    
3774044.36        4.24564                         
         476926.08    3774044.36        4.09861                      476946.08    
3774044.36        3.96201                         
         476966.08    3774044.36        3.83476                      476986.08    
3774044.36        3.71586                         
         477006.08    3774044.36        3.60438                      477026.08    
3774044.36        3.49947                         
         477046.08    3774044.36        3.39927                      477066.08    
3774044.36        3.30186                         
         477086.08    3774044.36        3.21227                      477106.08    
3774044.36        3.12753                         
         475526.08    3774064.36        1.52000                      475546.08    
3774064.36        1.57224                         
         475566.08    3774064.36        1.62724                      475586.08    
3774064.36        1.68518                         



         475606.08    3774064.36        1.74697                      475626.08    
3774064.36        1.81373                         
         475646.08    3774064.36        1.88366                      475666.08    
3774064.36        1.95697                         
         475686.08    3774064.36        2.03341                      475706.08    
3774064.36        2.11429                         
         475726.08    3774064.36        2.19993                      475746.08    
3774064.36        2.29065                         
         475766.08    3774064.36        2.39128                      475786.08    
3774064.36        2.49748                         
         475806.08    3774064.36        2.60640                      475826.08    
3774064.36        2.72206                         
         475846.08    3774064.36        2.84702                      475866.08    
3774064.36        2.98458                         
         475886.08    3774064.36        3.12529                      475906.08    
3774064.36        3.27361                         
         475926.08    3774064.36        3.43122                      475946.08    
3774064.36        3.59864                         
         475966.08    3774064.36        3.77638                      475986.08    
3774064.36        3.96492                         
         476006.08    3774064.36        4.16468                      476026.08    
3774064.36        4.37988                         
         476046.08    3774064.36        4.61594                      476066.08    
3774064.36        4.85481                         
         476086.08    3774064.36        5.10352                      476106.08    
3774064.36        5.36385                         
         476126.08    3774064.36        5.63515                      476146.08    
3774064.36        5.91642                         
         476166.08    3774064.36        6.20625                      476186.08    
3774064.36        6.50274                         
         476206.08    3774064.36        6.80352                      476226.08    
3774064.36        7.10569                         
         476246.08    3774064.36        7.40589                      476266.08    
3774064.36        7.70031                         
         476286.08    3774064.36        7.98487                      476306.08    
3774064.36        8.25533                         
         476326.08    3774064.36        8.50746                      476346.08    
3774064.36        8.73723                         
         476366.08    3774064.36        8.94094                      476386.08    
3774064.36        9.12718                         
         476406.08    3774064.36        9.30531                      476426.08    
3774064.36        9.42974                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476446.08    3774064.36        9.51377                      476466.08    
3774064.36        9.56073                         
         476486.08    3774064.36        9.55205                      476506.08    
3774064.36        9.49624                         
         476526.08    3774064.36        9.39539                      476546.08    
3774064.36        9.24997                         
         476566.08    3774064.36        9.06227                      476586.08    
3774064.36        8.83629                         
         476606.08    3774064.36        8.59288                      476626.08    
3774064.36        8.31648                         
         476646.08    3774064.36        8.00945                      476666.08    
3774064.36        7.68959                         
         476686.08    3774064.36        7.36398                      476706.08    
3774064.36        7.03929                         
         476726.08    3774064.36        6.72135                      476746.08    
3774064.36        6.41492                         
         476766.08    3774064.36        6.12353                      476786.08    
3774064.36        5.84942                         
         476846.08    3774064.36        5.13558                      476866.08    
3774064.36        4.92389                         
         476886.08    3774064.36        4.73792                      476906.08    
3774064.36        4.56608                         
         476926.08    3774064.36        4.40686                      476946.08    
3774064.36        4.25883                         
         476966.08    3774064.36        4.12069                      476986.08    
3774064.36        3.99126                         
         477006.08    3774064.36        3.86951                      477026.08    
3774064.36        3.75241                         
         477046.08    3774064.36        3.64137                      477066.08    
3774064.36        3.53636                         
         477086.08    3774064.36        3.43765                      477106.08    
3774064.36        3.34360                         
         475526.08    3774084.36        1.51522                      475546.08    
3774084.36        1.56770                         
         475566.08    3774084.36        1.62299                      475586.08    



3774084.36        1.68129                         
         475606.08    3774084.36        1.74397                      475626.08    
3774084.36        1.81276                         
         475646.08    3774084.36        1.88248                      475666.08    
3774084.36        1.95558                         
         475686.08    3774084.36        2.03300                      475706.08    
3774084.36        2.11505                         
         475726.08    3774084.36        2.20208                      475746.08    
3774084.36        2.29446                         
         475766.08    3774084.36        2.39708                      475786.08    
3774084.36        2.50564                         
         475806.08    3774084.36        2.61733                      475826.08    
3774084.36        2.73626                         
         475846.08    3774084.36        2.86511                      475866.08    
3774084.36        3.00733                         
         475886.08    3774084.36        3.15346                      475906.08    
3774084.36        3.30814                         
         475926.08    3774084.36        3.47322                      475946.08    
3774084.36        3.64943                         
         475966.08    3774084.36        3.83748                      475986.08    
3774084.36        4.03812                         
         476006.08    3774084.36        4.25203                      476026.08    
3774084.36        4.48394                         
         476046.08    3774084.36        4.73991                      476066.08    
3774084.36        5.00149                         
         476086.08    3774084.36        5.27642                      476106.08    
3774084.36        5.56700                         
         476126.08    3774084.36        5.87305                      476146.08    
3774084.36        6.19400                         
         476166.08    3774084.36        6.52880                      476186.08    
3774084.36        6.88104                         
         476206.08    3774084.36        7.24299                      476226.08    
3774084.36        7.60793                         
         476246.08    3774084.36        7.97614                      476266.08    
3774084.36        8.34307                         
         476286.08    3774084.36        8.70350                      476306.08    
3774084.36        9.05162                         
         476326.08    3774084.36        9.38127                      476346.08    
3774084.36        9.68622                         
         476366.08    3774084.36        9.96929                      476386.08    
3774084.36       10.22522                         
         476406.08    3774084.36       10.45205                      476426.08    
3774084.36       10.60940                         
         476446.08    3774084.36       10.71789                      476466.08    
3774084.36       10.78455                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476486.08    3774084.36       10.79054                      476506.08    
3774084.36       10.73447                         
         476526.08    3774084.36       10.61434                      476546.08    
3774084.36       10.43648                         
         476566.08    3774084.36       10.20655                      476586.08    
3774084.36        9.93206                         
         476606.08    3774084.36        9.62277                      476626.08    
3774084.36        9.27559                         
         476646.08    3774084.36        8.89674                      476666.08    
3774084.36        8.50563                         
         476686.08    3774084.36        8.11306                      476706.08    
3774084.36        7.72762                         
         476726.08    3774084.36        7.35317                      476746.08    
3774084.36        6.99744                         
         476766.08    3774084.36        6.66386                      476786.08    
3774084.36        6.35410                         
         476806.08    3774084.36        6.06829                      476846.08    
3774084.36        5.56067                         
         476866.08    3774084.36        5.32818                      476886.08    
3774084.36        5.12507                         
         476906.08    3774084.36        4.93737                      476926.08    
3774084.36        4.76317                         
         476946.08    3774084.36        4.60076                      476966.08    
3774084.36        4.44865                         
         476986.08    3774084.36        4.30558                      477006.08    
3774084.36        4.17045                         
         477026.08    3774084.36        4.03846                      477046.08    
3774084.36        3.91359                         
         477066.08    3774084.36        3.79793                      477086.08    
3774084.36        3.68741                         
         477106.08    3774084.36        3.58160                      475526.08    
3774104.36        1.50910                         



         475546.08    3774104.36        1.56168                      475566.08    
3774104.36        1.61713                         
         475586.08    3774104.36        1.67566                      475606.08    
3774104.36        1.73862                         
         475626.08    3774104.36        1.80776                      475646.08    
3774104.36        1.87795                         
         475666.08    3774104.36        1.95163                      475686.08    
3774104.36        2.02977                         
         475706.08    3774104.36        2.11271                      475726.08    
3774104.36        2.20082                         
         475746.08    3774104.36        2.29451                      475766.08    
3774104.36        2.39872                         
         475786.08    3774104.36        2.50921                      475806.08    
3774104.36        2.62320                         
         475826.08    3774104.36        2.74487                      475846.08    
3774104.36        2.87703                         
         475866.08    3774104.36        3.02327                      475886.08    
3774104.36        3.17413                         
         475906.08    3774104.36        3.33443                      475926.08    
3774104.36        3.50621                         
         475946.08    3774104.36        3.69039                      475966.08    
3774104.36        3.88791                         
         475986.08    3774104.36        4.09979                      476006.08    
3774104.36        4.32704                         
         476026.08    3774104.36        4.57489                      476046.08    
3774104.36        4.85012                         
         476066.08    3774104.36        5.13403                      476086.08    
3774104.36        5.43514                         
         476106.08    3774104.36        5.75645                      476126.08    
3774104.36        6.09843                         
         476146.08    3774104.36        6.46117                      476166.08    
3774104.36        6.84430                         
         476186.08    3774104.36        7.26549                      476206.08    
3774104.36        7.70344                         
         476226.08    3774104.36        8.14233                      476246.08    
3774104.36        8.59268                         
         476266.08    3774104.36        9.04949                      476286.08    
3774104.36        9.50653                         
         476306.08    3774104.36        9.95636                      476326.08    
3774104.36       10.39048                         
         476346.08    3774104.36       10.79964                      476366.08    
3774104.36       11.20646                         
         476386.08    3774104.36       11.56506                      476406.08    
3774104.36       11.84838                         
         476426.08    3774104.36       12.06888                      476446.08    
3774104.36       12.21064                         
         476466.08    3774104.36       12.25311                      476486.08    
3774104.36       12.29033                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476506.08    3774104.36       12.25012                      476526.08    
3774104.36       12.10557                         
         476546.08    3774104.36       11.88468                      476566.08    
3774104.36       11.60223                         
         476586.08    3774104.36       11.27143                      476606.08    
3774104.36       10.86615                         
         476626.08    3774104.36       10.41802                      476646.08    
3774104.36        9.94500                         
         476666.08    3774104.36        9.46244                      476686.08    
3774104.36        8.98766                         
         476706.08    3774104.36        8.51996                      476726.08    
3774104.36        8.07676                         
         476746.08    3774104.36        7.66500                      476766.08    
3774104.36        7.28456                         
         476786.08    3774104.36        6.93568                      476806.08    
3774104.36        6.61682                         
         476846.08    3774104.36        6.05914                      476866.08    
3774104.36        5.80182                         
         476886.08    3774104.36        5.57756                      476906.08    
3774104.36        5.36971                         
         476926.08    3774104.36        5.17607                      476946.08    
3774104.36        4.99473                         
         476966.08    3774104.36        4.82415                      476986.08    
3774104.36        4.66302                         
         477006.08    3774104.36        4.51030                      477026.08    
3774104.36        4.36080                         
         477046.08    3774104.36        4.21907                      477066.08    
3774104.36        4.08751                         
         477086.08    3774104.36        3.96168                      477106.08    



3774104.36        3.84118                         
         475526.08    3774124.36        1.50172                      475546.08    
3774124.36        1.55428                         
         475566.08    3774124.36        1.60976                      475586.08    
3774124.36        1.67001                         
         475606.08    3774124.36        1.73387                      475626.08    
3774124.36        1.80110                         
         475646.08    3774124.36        1.87118                      475666.08    
3774124.36        1.94523                         
         475686.08    3774124.36        2.02383                      475706.08    
3774124.36        2.10737                         
         475726.08    3774124.36        2.19719                      475746.08    
3774124.36        2.29498                         
         475766.08    3774124.36        2.39850                      475786.08    
3774124.36        2.50824                         
         475806.08    3774124.36        2.62403                      475826.08    
3774124.36        2.74790                         
         475846.08    3774124.36        2.88275                      475866.08    
3774124.36        3.03229                         
         475886.08    3774124.36        3.18712                      475906.08    
3774124.36        3.35221                         
         475926.08    3774124.36        3.52978                      475946.08    
3774124.36        3.72094                         
         475966.08    3774124.36        3.92688                      475986.08    
3774124.36        4.14888                         
         476006.08    3774124.36        4.38832                      476026.08    
3774124.36        4.65094                         
         476046.08    3774124.36        4.94426                      476066.08    
3774124.36        5.24951                         
         476086.08    3774124.36        5.57606                      476106.08    
3774124.36        5.92774                         
         476126.08    3774124.36        6.30588                      476146.08    
3774124.36        6.71151                         
         476166.08    3774124.36        7.14526                      476186.08    
3774124.36        7.62860                         
         476206.08    3774124.36        8.13886                      476226.08    
3774124.36        8.65878                         
         476246.08    3774124.36        9.20169                      476266.08    
3774124.36        9.76287                         
         476286.08    3774124.36       10.33566                      476306.08    
3774124.36       10.91140                         
         476326.08    3774124.36       11.48830                      476346.08    
3774124.36       12.06466                         
         476366.08    3774124.36       12.60020                      476386.08    
3774124.36       13.07919                         
         476406.08    3774124.36       13.48115                      476426.08    
3774124.36       13.80411                         
         476446.08    3774124.36       14.03109                      476466.08    
3774124.36       14.14471                         
         476486.08    3774124.36       14.19229                      476506.08    



3774124.36       14.13563                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 188
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476526.08    3774124.36       13.95980                      476546.08    
3774124.36       13.70270                         
         476566.08    3774124.36       13.34543                      476586.08    
3774124.36       12.89573                         
         476606.08    3774124.36       12.36854                      476626.08    
3774124.36       11.79850                         
         476646.08    3774124.36       11.20173                      476666.08    
3774124.36       10.60045                         
         476686.08    3774124.36       10.01449                      476706.08    
3774124.36        9.45069                         
         476726.08    3774124.36        8.92307                      476746.08    
3774124.36        8.44136                         
         476766.08    3774124.36        8.00875                      476786.08    
3774124.36        7.61624                         
         476806.08    3774124.36        7.26010                      476846.08    
3774124.36        6.64474                         
         476866.08    3774124.36        6.36046                      476886.08    
3774124.36        6.10835                         
         476906.08    3774124.36        5.87355                      476926.08    
3774124.36        5.65369                         
         476946.08    3774124.36        5.44686                      476966.08    
3774124.36        5.24793                         
         476986.08    3774124.36        5.06031                      477006.08    
3774124.36        4.88501                         
         477026.08    3774124.36        4.71611                      477046.08    
3774124.36        4.55560                         



         477066.08    3774124.36        4.40403                      477086.08    
3774124.36        4.25922                         
         477106.08    3774124.36        4.12077                      475526.08    
3774144.36        1.49314                         
         475546.08    3774144.36        1.54558                      475566.08    
3774144.36        1.60095                         
         475586.08    3774144.36        1.66214                      475606.08    
3774144.36        1.72652                         
         475626.08    3774144.36        1.79243                      475646.08    
3774144.36        1.86231                         
         475666.08    3774144.36        1.93648                      475686.08    
3774144.36        2.01531                         
         475706.08    3774144.36        2.09916                      475726.08    
3774144.36        2.19001                         
         475746.08    3774144.36        2.29036                      475766.08    
3774144.36        2.39350                         
         475786.08    3774144.36        2.50286                      475806.08    
3774144.36        2.61994                         
         475826.08    3774144.36        2.74544                      475846.08    
3774144.36        2.88171                         
         475866.08    3774144.36        3.03194                      475886.08    
3774144.36        3.19108                         
         475906.08    3774144.36        3.36137                      475926.08    
3774144.36        3.54370                         
         475946.08    3774144.36        3.74071                      475966.08    
3774144.36        3.95383                         
         475986.08    3774144.36        4.18461                      476006.08    
3774144.36        4.43477                         
         476026.08    3774144.36        4.71059                      476046.08    
3774144.36        5.02032                         
         476066.08    3774144.36        5.34527                      476086.08    
3774144.36        5.69573                         
         476106.08    3774144.36        6.07649                      476126.08    
3774144.36        6.48989                         
         476146.08    3774144.36        6.94030                      476166.08    
3774144.36        7.43274                         
         476186.08    3774144.36        7.97535                      476206.08    
3774144.36        8.55625                         
         476226.08    3774144.36        9.16457                      476246.08    
3774144.36        9.81138                         
         476266.08    3774144.36       10.49326                      476286.08    
3774144.36       11.20434                         
         476306.08    3774144.36       11.93575                      476326.08    
3774144.36       12.69223                         
         476346.08    3774144.36       13.47928                      476366.08    
3774144.36       14.19915                         
         476386.08    3774144.36       14.85938                      476406.08    
3774144.36       15.44363                         
         476426.08    3774144.36       15.92741                      476446.08    
3774144.36       16.28950                         



         476466.08    3774144.36       16.51462                      476486.08    
3774144.36       16.59443                         
         476506.08    3774144.36       16.53195                      476526.08    
3774144.36       16.33215                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 189
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476546.08    3774144.36       16.00404                      476566.08    
3774144.36       15.52862                         
         476586.08    3774144.36       14.91661                      476606.08    
3774144.36       14.22724                         
         476626.08    3774144.36       13.48075                      476646.08    
3774144.36       12.70374                         
         476666.08    3774144.36       11.94725                      476686.08    
3774144.36       11.23026                         
         476706.08    3774144.36       10.56401                      476726.08    
3774144.36        9.93892                         
         476746.08    3774144.36        9.37679                      476766.08    
3774144.36        8.88376                         
         476786.08    3774144.36        8.43928                      476806.08    
3774144.36        8.03669                         
         476846.08    3774144.36        7.34028                      476866.08    
3774144.36        7.02046                         
         476886.08    3774144.36        6.73001                      476906.08    
3774144.36        6.45577                         
         476926.08    3774144.36        6.19855                      477066.08    
3774144.36        4.74490                         
         477086.08    3774144.36        4.57711                      477106.08    
3774144.36        4.41722                         
         475526.08    3774164.36        1.48347                      475546.08    



3774164.36        1.53567                         
         475566.08    3774164.36        1.59082                      475586.08    
3774164.36        1.65177                         
         475606.08    3774164.36        1.71595                      475626.08    
3774164.36        1.78169                         
         475646.08    3774164.36        1.85145                      475666.08    
3774164.36        1.92554                         
         475686.08    3774164.36        2.00434                      475706.08    
3774164.36        2.08825                         
         475726.08    3774164.36        2.17922                      475746.08    
3774164.36        2.27980                         
         475766.08    3774164.36        2.38332                      475786.08    
3774164.36        2.49325                         
         475806.08    3774164.36        2.61111                      475826.08    
3774164.36        2.73766                         
         475846.08    3774164.36        2.87385                      475866.08    
3774164.36        3.02099                         
         475886.08    3774164.36        3.18524                      475906.08    
3774164.36        3.36195                         
         475926.08    3774164.36        3.54796                      475946.08    
3774164.36        3.74958                         
         475966.08    3774164.36        3.96847                      475986.08    
3774164.36        4.20647                         
         476006.08    3774164.36        4.46562                      476026.08    
3774164.36        4.75270                         
         476046.08    3774164.36        5.07666                      476066.08    
3774164.36        5.41908                         
         476086.08    3774164.36        5.79113                      476106.08    
3774164.36        6.19864                         
         476126.08    3774164.36        6.64515                      476146.08    
3774164.36        7.14166                         
         476166.08    3774164.36        7.70201                      476186.08    
3774164.36        8.29813                         
         476206.08    3774164.36        8.94441                      476226.08    
3774164.36        9.64628                         
         476246.08    3774164.36       10.40629                      476266.08    
3774164.36       11.22394                         
         476286.08    3774164.36       12.09597                      476306.08    
3774164.36       13.01536                         
         476326.08    3774164.36       13.99034                      476346.08    
3774164.36       15.03024                         
         476366.08    3774164.36       16.01723                      476386.08    
3774164.36       16.95447                         
         476406.08    3774164.36       17.81342                      476426.08    
3774164.36       18.55155                         
         476446.08    3774164.36       19.12784                      476466.08    
3774164.36       19.50948                         
         476486.08    3774164.36       19.67723                      476506.08    
3774164.36       19.65140                         
         476526.08    3774164.36       19.44958                      476546.08    



3774164.36       18.98184                         
         476566.08    3774164.36       18.31044                      476586.08    
3774164.36       17.47946                         
         476606.08    3774164.36       16.55266                      476626.08    
3774164.36       15.54323                         
         476646.08    3774164.36       14.55076                      476666.08    
3774164.36       13.60141                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 190
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476686.08    3774164.36       12.72159                      476706.08    
3774164.36       11.92381                         
         476726.08    3774164.36       11.18807                      476746.08    
3774164.36       10.53492                         
         476766.08    3774164.36        9.96639                      476786.08    
3774164.36        9.45376                         
         476806.08    3774164.36        8.98755                      476846.08    
3774164.36        8.16535                         
         476866.08    3774164.36        7.79645                      476886.08    
3774164.36        7.45227                         
         476906.08    3774164.36        7.12010                      476926.08    
3774164.36        6.80927                         
         477066.08    3774164.36        5.10522                      477086.08    
3774164.36        4.91041                         
         477106.08    3774164.36        4.72564                      475526.08    
3774184.36        1.47278                         
         475546.08    3774184.36        1.52522                      475566.08    
3774184.36        1.58187                         
         475586.08    3774184.36        1.64135                      475606.08    
3774184.36        1.70387                         



         475626.08    3774184.36        1.76930                      475646.08    
3774184.36        1.83875                         
         475666.08    3774184.36        1.91256                      475686.08    
3774184.36        1.99111                         
         475706.08    3774184.36        2.07480                      475726.08    
3774184.36        2.16561                         
         475746.08    3774184.36        2.26606                      475766.08    
3774184.36        2.36959                         
         475786.08    3774184.36        2.47965                      475806.08    
3774184.36        2.59780                         
         475826.08    3774184.36        2.72483                      475846.08    
3774184.36        2.86164                         
         475866.08    3774184.36        3.00923                      475886.08    
3774184.36        3.17521                         
         475906.08    3774184.36        3.35417                      475926.08    
3774184.36        3.54272                         
         475946.08    3774184.36        3.74765                      475966.08    
3774184.36        3.97083                         
         475986.08    3774184.36        4.21433                      476006.08    
3774184.36        4.48052                         
         476026.08    3774184.36        4.77661                      476046.08    
3774184.36        5.11223                         
         476066.08    3774184.36        5.46929                      476086.08    
3774184.36        5.85985                         
         476106.08    3774184.36        6.29081                      476126.08    
3774184.36        6.76697                         
         476146.08    3774184.36        7.29673                      476166.08    
3774184.36        7.89159                         
         476186.08    3774184.36        8.55605                      476206.08    
3774184.36        9.28894                         
         476226.08    3774184.36       10.08584                      476246.08    
3774184.36       10.96444                         
         476266.08    3774184.36       11.92912                      476286.08    
3774184.36       12.98187                         
         476306.08    3774184.36       14.12076                      476326.08    
3774184.36       15.36171                         
         476346.08    3774184.36       16.72320                      476366.08    
3774184.36       18.06855                         
         476386.08    3774184.36       19.39823                      476406.08    
3774184.36       20.66913                         
         476426.08    3774184.36       21.81205                      476446.08    
3774184.36       22.75061                         
         476466.08    3774184.36       23.41426                      476486.08    
3774184.36       23.81336                         
         476506.08    3774184.36       23.86732                      476526.08    
3774184.36       23.56573                         
         476546.08    3774184.36       22.91412                      476566.08    
3774184.36       21.98407                         
         476586.08    3774184.36       20.82249                      476606.08    
3774184.36       19.50970                         



         476626.08    3774184.36       18.15774                      476646.08    
3774184.36       16.86332                         
         476666.08    3774184.36       15.66325                      476686.08    
3774184.36       14.57539                         
         476706.08    3774184.36       13.59700                      476726.08    
3774184.36       12.73849                         
         476746.08    3774184.36       11.98104                      476766.08    
3774184.36       11.30905                         
         476786.08    3774184.36       10.69920                      476806.08    
3774184.36       10.14036                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 191
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476846.08    3774184.36        9.14468                      476866.08    
3774184.36        8.68262                         
         476886.08    3774184.36        8.26554                      476906.08    
3774184.36        7.86984                         
         476926.08    3774184.36        7.49963                      477066.08    
3774184.36        5.47754                         
         477086.08    3774184.36        5.25198                      477106.08    
3774184.36        5.03820                         
         475526.08    3774204.36        1.46117                      475546.08    
3774204.36        1.51352                         
         475566.08    3774204.36        1.57088                      475586.08    
3774204.36        1.62919                         
         475606.08    3774204.36        1.69044                      475626.08    
3774204.36        1.75539                         
         475646.08    3774204.36        1.82437                      475666.08    
3774204.36        1.89771                         
         475686.08    3774204.36        1.97579                      475706.08    



3774204.36        2.06002                         
         475726.08    3774204.36        2.15084                      475746.08    
3774204.36        2.24960                         
         475766.08    3774204.36        2.35256                      475786.08    
3774204.36        2.46234                         
         475806.08    3774204.36        2.58029                      475826.08    
3774204.36        2.70725                         
         475846.08    3774204.36        2.84415                      475866.08    
3774204.36        2.99204                         
         475886.08    3774204.36        3.15856                      475906.08    
3774204.36        3.33842                         
         475926.08    3774204.36        3.52836                      475946.08    
3774204.36        3.73527                         
         475966.08    3774204.36        3.96118                      475986.08    
3774204.36        4.20838                         
         476006.08    3774204.36        4.48245                      476026.08    
3774204.36        4.78660                         
         476046.08    3774204.36        5.12718                      476066.08    
3774204.36        5.49497                         
         476086.08    3774204.36        5.90033                      476106.08    
3774204.36        6.35052                         
         476126.08    3774204.36        6.85166                      476146.08    
3774204.36        7.41310                         
         476166.08    3774204.36        8.04639                      476186.08    
3774204.36        8.76862                         
         476206.08    3774204.36        9.57542                      476226.08    
3774204.36       10.46410                         
         476246.08    3774204.36       11.46097                      476266.08    
3774204.36       12.57749                         
         476286.08    3774204.36       13.82406                      476306.08    
3774204.36       15.20838                         
         476326.08    3774204.36       16.76029                      476346.08    
3774204.36       18.51629                         
         476366.08    3774204.36       20.32768                      476386.08    
3774204.36       22.19995                         
         476406.08    3774204.36       24.07941                      476426.08    
3774204.36       25.86459                         
         476446.08    3774204.36       27.43776                      476466.08    
3774204.36       28.67036                         
         476486.08    3774204.36       29.46444                      476506.08    
3774204.36       29.66616                         
         476526.08    3774204.36       29.24687                      476546.08    
3774204.36       28.31384                         
         477046.08    3774204.36        6.12872                      477066.08    
3774204.36        5.85177                         
         477086.08    3774204.36        5.59248                      477106.08    
3774204.36        5.34828                         
         477126.08    3774204.36        5.11652                      477146.08    
3774204.36        4.89772                         
         477166.08    3774204.36        4.69307                      475526.08    



3774224.36        1.44874                         
         475546.08    3774224.36        1.50057                      475566.08    
3774224.36        1.55735                         
         475586.08    3774224.36        1.61510                      475606.08    
3774224.36        1.67576                         
         475626.08    3774224.36        1.74012                      475646.08    
3774224.36        1.80847                         
         475666.08    3774224.36        1.88116                      475686.08    
3774224.36        1.95858                         
         475706.08    3774224.36        2.04441                      475726.08    
3774224.36        2.13570                         
         475746.08    3774224.36        2.23081                      475766.08    
3774224.36        2.33252                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 192
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475786.08    3774224.36        2.44163                      475806.08    
3774224.36        2.55894                         
         475826.08    3774224.36        2.68532                      475846.08    
3774224.36        2.82171                         
         475866.08    3774224.36        2.96921                      475886.08    
3774224.36        3.13542                         
         475906.08    3774224.36        3.31520                      475926.08    
3774224.36        3.50541                         
         475946.08    3774224.36        3.71299                      475966.08    
3774224.36        3.94009                         
         475986.08    3774224.36        4.18918                      476006.08    
3774224.36        4.47278                         
         476026.08    3774224.36        4.78470                      476046.08    
3774224.36        5.12214                         



         476066.08    3774224.36        5.49603                      476086.08    
3774224.36        5.91200                         
         476106.08    3774224.36        6.37652                      476126.08    
3774224.36        6.89692                         
         476146.08    3774224.36        7.48977                      476166.08    
3774224.36        8.17691                         
         476186.08    3774224.36        8.93535                      476206.08    
3774224.36        9.79087                         
         476226.08    3774224.36       10.76259                      476246.08    
3774224.36       11.87022                         
         476266.08    3774224.36       13.13428                      476286.08    
3774224.36       14.57690                         
         476306.08    3774224.36       16.22057                      476326.08    
3774224.36       18.11709                         
         476346.08    3774224.36       20.33367                      476366.08    
3774224.36       22.72442                         
         476386.08    3774224.36       25.31871                      476406.08    
3774224.36       28.07130                         
         476426.08    3774224.36       30.85881                      476446.08    
3774224.36       33.54660                         
         476466.08    3774224.36       35.93316                      476486.08    
3774224.36       37.43259                         
         476506.08    3774224.36       37.93818                      476526.08    
3774224.36       37.44513                         
         476546.08    3774224.36       36.05682                      477046.08    
3774224.36        6.53238                         
         477066.08    3774224.36        6.21537                      477086.08    
3774224.36        5.92065                         
         477106.08    3774224.36        5.64621                      477126.08    
3774224.36        5.39012                         
         477146.08    3774224.36        5.14739                      477166.08    
3774224.36        4.91957                         
         475526.08    3774244.36        1.43557                      475546.08    
3774244.36        1.48680                         
         475566.08    3774244.36        1.54292                      475586.08    
3774244.36        1.60001                         
         475606.08    3774244.36        1.65999                      475626.08    
3774244.36        1.72362                         
         475646.08    3774244.36        1.79121                      475666.08    
3774244.36        1.86311                         
         475686.08    3774244.36        1.93969                      475706.08    
3774244.36        2.02477                         
         475726.08    3774244.36        2.11523                      475746.08    
3774244.36        2.20913                         
         475766.08    3774244.36        2.30978                      475786.08    
3774244.36        2.41786                         
         475806.08    3774244.36        2.53413                      475826.08    
3774244.36        2.65945                         
         475846.08    3774244.36        2.79478                      475866.08    
3774244.36        2.94124                         



         475886.08    3774244.36        3.10637                      475906.08    
3774244.36        3.28516                         
         475926.08    3774244.36        3.47459                      475946.08    
3774244.36        3.68158                         
         475966.08    3774244.36        3.90839                      475986.08    
3774244.36        4.15760                         
         476006.08    3774244.36        4.44233                      476026.08    
3774244.36        4.75608                         
         476046.08    3774244.36        5.09540                      476066.08    
3774244.36        5.47318                         
         476086.08    3774244.36        5.89533                      476106.08    
3774244.36        6.36885                         
         476126.08    3774244.36        6.90209                      476146.08    
3774244.36        7.51352                         
         476166.08    3774244.36        8.22845                      476186.08    
3774244.36        9.02159                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 193
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476206.08    3774244.36        9.92530                      476226.08    
3774244.36       10.96576                         
         476246.08    3774244.36       12.16875                      476266.08    
3774244.36       13.56510                         
         476286.08    3774244.36       15.19122                      476306.08    
3774244.36       17.13316                         
         476326.08    3774244.36       19.41358                      476346.08    
3774244.36       22.07209                         
         476366.08    3774244.36       25.12694                      476386.08    
3774244.36       28.62828                         
         476406.08    3774244.36       32.57388                      476426.08    



3774244.36       36.87001                         
         476446.08    3774244.36       41.37864                      476466.08    
3774244.36       45.79574                         
         476486.08    3774244.36       48.98653                      476506.08    
3774244.36       50.46025                         
         476526.08    3774244.36       50.00075                      476546.08    
3774244.36       47.80173                         
         477046.08    3774244.36        6.91147                      477066.08    
3774244.36        6.55393                         
         477086.08    3774244.36        6.22377                      477106.08    
3774244.36        5.91729                         
         477126.08    3774244.36        5.63111                      477146.08    
3774244.36        5.36637                         
         477166.08    3774244.36        5.11939                      475526.08    
3774264.36        1.42234                         
         475546.08    3774264.36        1.47317                      475566.08    
3774264.36        1.52784                         
         475586.08    3774264.36        1.58406                      475606.08    
3774264.36        1.64326                         
         475626.08    3774264.36        1.70606                      475646.08    
3774264.36        1.77277                         
         475666.08    3774264.36        1.84406                      475686.08    
3774264.36        1.92066                         
         475706.08    3774264.36        2.00406                      475726.08    
3774264.36        2.09257                         
         475746.08    3774264.36        2.18527                      475766.08    
3774264.36        2.28466                         
         475786.08    3774264.36        2.39140                      475806.08    
3774264.36        2.50626                         
         475826.08    3774264.36        2.63009                      475846.08    
3774264.36        2.76386                         
         475866.08    3774264.36        2.90870                      475886.08    
3774264.36        3.07205                         
         475906.08    3774264.36        3.24902                      475926.08    
3774264.36        3.43669                         
         475946.08    3774264.36        3.64195                      475966.08    
3774264.36        3.86708                         
         475986.08    3774264.36        4.11475                      476006.08    
3774264.36        4.39804                         
         476026.08    3774264.36        4.71073                      476046.08    
3774264.36        5.04968                         
         476066.08    3774264.36        5.42795                      476086.08    
3774264.36        5.85184                         
         476106.08    3774264.36        6.32890                      476126.08    
3774264.36        6.86826                         
         476146.08    3774264.36        7.48949                      476166.08    
3774264.36        8.21960                         
         476186.08    3774264.36        9.03564                      476206.08    
3774264.36        9.97321                         
         476226.08    3774264.36       11.06334                      476246.08    



3774264.36       12.33886                         
         476266.08    3774264.36       13.84095                      476286.08    
3774264.36       15.62127                         
         476306.08    3774264.36       17.81944                      476326.08    
3774264.36       20.45616                         
         476346.08    3774264.36       23.56916                      476366.08    
3774264.36       27.33410                         
         476386.08    3774264.36       31.88273                      476406.08    
3774264.36       37.33809                         
         476426.08    3774264.36       43.76169                      476446.08    
3774264.36       51.18391                         
         476466.08    3774264.36       59.36540                      476486.08    
3774264.36       66.41580                         
         476506.08    3774264.36       70.69618                      476526.08    
3774264.36       70.84218                         
         476546.08    3774264.36       67.04959                      477046.08    
3774264.36        7.24818                         
         477066.08    3774264.36        6.85207                      477086.08    
3774264.36        6.48723                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477106.08    3774264.36        6.15065                      477126.08    
3774264.36        5.83839                         
         477146.08    3774264.36        5.55343                      477166.08    
3774264.36        5.28865                         
         475526.08    3774284.36        1.40930                      475546.08    
3774284.36        1.46008                         
         475566.08    3774284.36        1.51226                      475586.08    
3774284.36        1.56736                         



         475606.08    3774284.36        1.62569                      475626.08    
3774284.36        1.68757                         
         475646.08    3774284.36        1.75329                      475666.08    
3774284.36        1.82427                         
         475686.08    3774284.36        1.90221                      475706.08    
3774284.36        1.98282                         
         475726.08    3774284.36        2.06829                      475746.08    
3774284.36        2.15959                         
         475766.08    3774284.36        2.25747                      475786.08    
3774284.36        2.36260                         
         475806.08    3774284.36        2.47573                      475826.08    
3774284.36        2.59770                         
         475846.08    3774284.36        2.72948                      475866.08    
3774284.36        2.87218                         
         475886.08    3774284.36        3.03313                      475906.08    
3774284.36        3.20754                         
         475926.08    3774284.36        3.39260                      475946.08    
3774284.36        3.59509                         
         475966.08    3774284.36        3.81732                      475986.08    
3774284.36        4.06196                         
         476006.08    3774284.36        4.34194                      476026.08    
3774284.36        4.65130                         
         476046.08    3774284.36        4.98714                      476066.08    
3774284.36        5.36252                         
         476086.08    3774284.36        5.78394                      476106.08    
3774284.36        6.25929                         
         476126.08    3774284.36        6.79819                      476146.08    
3774284.36        7.42081                         
         476166.08    3774284.36        8.15519                      476186.08    
3774284.36        8.98049                         
         476206.08    3774284.36        9.93456                      476226.08    
3774284.36       11.05215                         
         476246.08    3774284.36       12.37186                      476266.08    
3774284.36       13.94376                         
         476286.08    3774284.36       15.83337                      476306.08    
3774284.36       18.20530                         
         476326.08    3774284.36       21.11546                      476346.08    
3774284.36       24.65444                         
         476366.08    3774284.36       29.09221                      476386.08    
3774284.36       34.70855                         
         476406.08    3774284.36       41.86238                      476426.08    
3774284.36       50.97852                         
         476446.08    3774284.36       62.65920                      476466.08    
3774284.36       77.44084                         
         476486.08    3774284.36       93.16034                      476506.08    
3774284.36      106.05409                         
         476526.08    3774284.36      109.76017                      476546.08    
3774284.36      102.37529                         
         477046.08    3774284.36        7.52475                      477066.08    
3774284.36        7.09469                         



         477086.08    3774284.36        6.69749                      477106.08    
3774284.36        6.33426                         
         477126.08    3774284.36        6.00475                      477146.08    
3774284.36        5.70182                         
         477166.08    3774284.36        5.42075                      475526.08    
3774304.36        1.39453                         
         475546.08    3774304.36        1.44460                      475566.08    
3774304.36        1.49583                         
         475586.08    3774304.36        1.55001                      475606.08    
3774304.36        1.60742                         
         475626.08    3774304.36        1.66830                      475646.08    
3774304.36        1.73295                         
         475666.08    3774304.36        1.80280                      475686.08    
3774304.36        1.87969                         
         475706.08    3774304.36        1.95879                      475726.08    
3774304.36        2.04263                         
         475746.08    3774304.36        2.13236                      475766.08    
3774304.36        2.22854                         
         475786.08    3774304.36        2.33182                      475806.08    
3774304.36        2.44294                         
         475826.08    3774304.36        2.56274                      475846.08    
3774304.36        2.69216                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475866.08    3774304.36        2.83230                      475886.08    
3774304.36        2.99030                         
         475906.08    3774304.36        3.16154                      475926.08    
3774304.36        3.34325                         
         475946.08    3774304.36        3.54209                      475966.08    



3774304.36        3.76034                         
         475986.08    3774304.36        4.00066                      476006.08    
3774304.36        4.27572                         
         476026.08    3774304.36        4.57976                      476046.08    
3774304.36        4.91008                         
         476066.08    3774304.36        5.27956                      476086.08    
3774304.36        5.69475                         
         476106.08    3774304.36        6.16363                      476126.08    
3774304.36        6.69601                         
         476146.08    3774304.36        7.31219                      476166.08    
3774304.36        8.04047                         
         476186.08    3774304.36        8.86174                      476206.08    
3774304.36        9.81491                         
         476226.08    3774304.36       10.93692                      476246.08    
3774304.36       12.27007                         
         476266.08    3774304.36       13.87055                      476286.08    
3774304.36       15.81400                         
         476306.08    3774304.36       18.28308                      476326.08    
3774304.36       21.36445                         
         476346.08    3774304.36       25.19884                      476366.08    
3774304.36       30.14925                         
         476386.08    3774304.36       36.66255                      477046.08    
3774304.36        7.72387                         
         477066.08    3774304.36        7.26325                      477086.08    
3774304.36        6.84552                         
         477106.08    3774304.36        6.46572                      477126.08    
3774304.36        6.12012                         
         477146.08    3774304.36        5.80010                      477166.08    
3774304.36        5.50553                         
         475526.08    3774324.36        1.37926                      475546.08    
3774324.36        1.42851                         
         475566.08    3774324.36        1.47887                      475586.08    
3774324.36        1.53214                         
         475606.08    3774324.36        1.58856                      475626.08    
3774324.36        1.64837                         
         475646.08    3774324.36        1.71188                      475666.08    
3774324.36        1.78048                         
         475686.08    3774324.36        1.85595                      475706.08    
3774324.36        1.93357                         
         475726.08    3774324.36        2.01584                      475746.08    
3774324.36        2.10385                         
         475766.08    3774324.36        2.19816                      475786.08    
3774324.36        2.29940                         
         475806.08    3774324.36        2.40830                      475826.08    
3774324.36        2.52566                         
         475846.08    3774324.36        2.65297                      475866.08    
3774324.36        2.79201                         
         475886.08    3774324.36        2.94559                      475906.08    
3774324.36        3.11180                         
         475926.08    3774324.36        3.28955                      475946.08    



3774324.36        3.48402                         
         475966.08    3774324.36        3.69741                      475986.08    
3774324.36        3.93234                         
         476006.08    3774324.36        4.20112                      476026.08    
3774324.36        4.49820                         
         476046.08    3774324.36        4.82097                      476066.08    
3774324.36        5.18202                         
         476086.08    3774324.36        5.58779                      476106.08    
3774324.36        6.04616                         
         476126.08    3774324.36        6.56683                      476146.08    
3774324.36        7.16976                         
         476166.08    3774324.36        7.88284                      476186.08    
3774324.36        8.68821                         
         476206.08    3774324.36        9.62466                      476226.08    
3774324.36       10.72961                         
         476246.08    3774324.36       12.04670                      476266.08    
3774324.36       13.63466                         
         476286.08    3774324.36       15.57402                      476306.08    
3774324.36       18.05521                         
         476326.08    3774324.36       21.18438                      476346.08    
3774324.36       25.13665                         
         476366.08    3774324.36       30.34032                      476386.08    
3774324.36       37.37647                         
         477046.08    3774324.36        7.83261                      477066.08    
3774324.36        7.35358                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 196
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477086.08    3774324.36        6.92379                      477106.08    
3774324.36        6.53322                         



         477126.08    3774324.36        6.17566                      477146.08    
3774324.36        5.84609                         
         477166.08    3774324.36        5.54438                      477466.08    
3774324.36        4.07630                         
         477486.08    3774324.36        3.94085                      477506.08    
3774324.36        3.81254                         
         477526.08    3774324.36        3.69087                      475526.08    
3774344.36        1.36367                         
         475546.08    3774344.36        1.41206                      475566.08    
3774344.36        1.46153                         
         475586.08    3774344.36        1.51385                      475606.08    
3774344.36        1.56923                         
         475626.08    3774344.36        1.62793                      475646.08    
3774344.36        1.69023                         
         475666.08    3774344.36        1.75750                      475686.08    
3774344.36        1.83148                         
         475706.08    3774344.36        1.90755                      475726.08    
3774344.36        1.98813                         
         475746.08    3774344.36        2.07431                      475766.08    
3774344.36        2.16661                         
         475786.08    3774344.36        2.26567                      475806.08    
3774344.36        2.37217                         
         475826.08    3774344.36        2.48689                      475846.08    
3774344.36        2.61252                         
         475866.08    3774344.36        2.75238                      475886.08    
3774344.36        2.89984                         
         475906.08    3774344.36        3.05908                      475926.08    
3774344.36        3.23240                         
         475946.08    3774344.36        3.42191                      475966.08    
3774344.36        3.62975                         
         475986.08    3774344.36        3.85844                      476006.08    
3774344.36        4.11989                         
         476026.08    3774344.36        4.40868                      476046.08    
3774344.36        4.72231                         
         476066.08    3774344.36        5.07293                      476086.08    
3774344.36        5.46675                         
         476106.08    3774344.36        5.91138                      476126.08    
3774344.36        6.41618                         
         476146.08    3774344.36        7.00042                      476166.08    
3774344.36        7.69094                         
         476186.08    3774344.36        8.47076                      476206.08    
3774344.36        9.37744                         
         476226.08    3774344.36       10.44741                      476246.08    
3774344.36       11.72335                         
         476266.08    3774344.36       13.26312                      476286.08    
3774344.36       15.14656                         
         476306.08    3774344.36       17.56097                      476326.08    
3774344.36       20.61755                         
         476346.08    3774344.36       24.50234                      476366.08    
3774344.36       29.66240                         



         476386.08    3774344.36       36.73302                      476406.08    
3774344.36       46.79949                         
         477046.08    3774344.36        7.84185                      477066.08    
3774344.36        7.36206                         
         477086.08    3774344.36        6.92819                      477106.08    
3774344.36        6.53220                         
         477126.08    3774344.36        6.16657                      477146.08    
3774344.36        5.83742                         
         477166.08    3774344.36        5.53690                      477466.08    
3774344.36        4.03477                         
         477486.08    3774344.36        3.90045                      477506.08    
3774344.36        3.77325                         
         477526.08    3774344.36        3.65266                      475526.08    
3774364.36        1.34784                         
         475546.08    3774364.36        1.39534                      475566.08    
3774364.36        1.44389                         
         475586.08    3774364.36        1.49521                      475606.08    
3774364.36        1.54952                         
         475626.08    3774364.36        1.60707                      475646.08    
3774364.36        1.66812                         
         475666.08    3774364.36        1.73401                      475686.08    
3774364.36        1.80644                         
         475706.08    3774364.36        1.88089                      475726.08    
3774364.36        1.95972                         
         475746.08    3774364.36        2.04397                      475766.08    
3774364.36        2.13418                         
         475786.08    3774364.36        2.23093                      475806.08    
3774364.36        2.33489                         
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -



- - - - - - - - - - - - - - - - - - - - - - -
         475826.08    3774364.36        2.44942                      475846.08    
3774364.36        2.57328                         
         475866.08    3774364.36        2.70667                      475886.08    
3774364.36        2.84943                         
         475906.08    3774364.36        3.00410                      475926.08    
3774364.36        3.17262                         
         475946.08    3774364.36        3.35674                      475966.08    
3774364.36        3.55851                         
         475986.08    3774364.36        3.78032                      476006.08    
3774364.36        4.03365                         
         476026.08    3774364.36        4.31319                      476046.08    
3774364.36        4.61649                         
         476066.08    3774364.36        4.95520                      476086.08    
3774364.36        5.33521                         
         476106.08    3774364.36        5.76371                      476126.08    
3774364.36        6.24959                         
         476146.08    3774364.36        6.81111                      476166.08    
3774364.36        7.47366                         
         476186.08    3774364.36        8.22081                      476206.08    
3774364.36        9.08810                         
         476226.08    3774364.36       10.10977                      476246.08    
3774364.36       11.32587                         
         476266.08    3774364.36       12.79060                      476286.08    
3774364.36       14.57868                         
         476306.08    3774364.36       16.86524                      476326.08    
3774364.36       19.75384                         
         476346.08    3774364.36       23.41917                      476366.08    
3774364.36       28.28069                         
         476386.08    3774364.36       34.93808                      477046.08    
3774364.36        7.75948                         
         477066.08    3774364.36        7.28534                      477086.08    
3774364.36        6.85628                         
         477106.08    3774364.36        6.46437                      477126.08    
3774364.36        6.10237                         
         477146.08    3774364.36        5.77714                      477166.08    
3774364.36        5.48031                         
         477466.08    3774364.36        3.96430                      477486.08    
3774364.36        3.83303                         
         477506.08    3774364.36        3.70869                      477526.08    
3774364.36        3.60462                         
         475526.08    3774384.36        1.33181                      475546.08    
3774384.36        1.37841                         
         475566.08    3774384.36        1.42602                      475586.08    
3774384.36        1.47633                         
         475606.08    3774384.36        1.52955                      475626.08    
3774384.36        1.58591                         
         475646.08    3774384.36        1.64568                      475666.08    
3774384.36        1.71016                         
         475686.08    3774384.36        1.78099                      475706.08    



3774384.36        1.85376                         
         475726.08    3774384.36        1.93078                      475746.08    
3774384.36        2.01305                         
         475766.08    3774384.36        2.10109                      475786.08    
3774384.36        2.19585                         
         475806.08    3774384.36        2.29848                      475826.08    
3774384.36        2.41082                         
         475846.08    3774384.36        2.53130                      475866.08    
3774384.36        2.65900                         
         475886.08    3774384.36        2.79731                      475906.08    
3774384.36        2.94748                         
         475926.08    3774384.36        3.11095                      475946.08    
3774384.36        3.28938                         
         475966.08    3774384.36        3.48472                      475986.08    
3774384.36        3.69922                         
         476006.08    3774384.36        3.94388                      476026.08    
3774384.36        4.21351                         
         476046.08    3774384.36        4.50567                      476066.08    
3774384.36        4.83146                         
         476086.08    3774384.36        5.19639                      476106.08    
3774384.36        5.60719                         
         476126.08    3774384.36        6.07210                      476146.08    
3774384.36        6.60823                         
         476166.08    3774384.36        7.23926                      476186.08    
3774384.36        7.94909                         
         476206.08    3774384.36        8.77072                      476226.08    
3774384.36        9.73553                         
         476246.08    3774384.36       10.87980                      476266.08    
3774384.36       12.25236                         
         476286.08    3774384.36       13.92002                      476306.08    
3774384.36       16.04019                         
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476326.08    3774384.36       18.70065                      476346.08    
3774384.36       22.05038                         
         476366.08    3774384.36       26.45097                      476386.08    
3774384.36       32.40565                         
         476417.86    3774377.82       49.20963                      477046.08    
3774384.36        7.58541                         
         477066.08    3774384.36        7.12721                      477086.08    
3774384.36        6.71206                         
         477106.08    3774384.36        6.33237                      477126.08    
3774384.36        5.98116                         
         477146.08    3774384.36        5.66549                      477166.08    
3774384.36        5.37717                         
         477466.08    3774384.36        3.86684                      477486.08    
3774384.36        3.74038                         
         477506.08    3774384.36        3.62053                      477526.08    
3774384.36        3.52764                         
         475526.08    3774404.36        1.31565                      475546.08    
3774404.36        1.36134                         
         475566.08    3774404.36        1.40800                      475586.08    
3774404.36        1.45727                         
         475606.08    3774404.36        1.50938                      475626.08    
3774404.36        1.56454                         
         475646.08    3774404.36        1.62301                      475666.08    
3774404.36        1.68604                         
         475686.08    3774404.36        1.75525                      475706.08    
3774404.36        1.82632                         
         475726.08    3774404.36        1.90149                      475746.08    
3774404.36        1.98174                         
         475766.08    3774404.36        2.06755                      475786.08    
3774404.36        2.16075                         
         475806.08    3774404.36        2.26354                      475826.08    
3774404.36        2.37105                         
         475846.08    3774404.36        2.48609                      475866.08    
3774404.36        2.61008                         
         475886.08    3774404.36        2.74426                      475906.08    
3774404.36        2.88980                         
         475926.08    3774404.36        3.04805                      475946.08    
3774404.36        3.22061                         
         475966.08    3774404.36        3.40928                      475986.08    
3774404.36        3.61620                         
         476006.08    3774404.36        3.85186                      476026.08    
3774404.36        4.11117                         
         476046.08    3774404.36        4.39171                      476066.08    
3774404.36        4.70398                         
         476086.08    3774404.36        5.05309                      476106.08    
3774404.36        5.44524                         



         476126.08    3774404.36        5.88801                      476146.08    
3774404.36        6.39725                         
         476166.08    3774404.36        6.99476                      476186.08    
3774404.36        7.66470                         
         476206.08    3774404.36        8.43729                      476226.08    
3774404.36        9.34066                         
         476246.08    3774404.36       10.40684                      476266.08    
3774404.36       11.67851                         
         476286.08    3774404.36       13.21331                      476306.08    
3774404.36       15.14858                         
         476326.08    3774404.36       17.55301                      477046.08    
3774404.36        7.32996                         
         477066.08    3774404.36        6.89695                      477086.08    
3774404.36        6.50364                         
         477106.08    3774404.36        6.14299                      477126.08    
3774404.36        5.80848                         
         477146.08    3774404.36        5.50752                      477166.08    
3774404.36        5.23220                         
         477186.08    3774404.36        4.97843                      477206.08    
3774404.36        4.74395                         
         477226.08    3774404.36        5.06941                      477246.08    
3774404.36        5.48434                         
         477266.08    3774404.36        5.27626                      477286.08    
3774404.36        5.06296                         
         477306.08    3774404.36        4.86331                      477326.08    
3774404.36        4.67614                         
         477346.08    3774404.36        4.52790                      477366.08    
3774404.36        4.44120                         
         477386.08    3774404.36        4.29716                      477406.08    
3774404.36        4.14731                         
         477426.08    3774404.36        4.00576                      477446.08    
3774404.36        3.87192                         
         477466.08    3774404.36        3.74519                      477486.08    
3774404.36        3.62509                         
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774404.36        3.51113                      477526.08    
3774404.36        3.42203                         
         475946.08    3774424.36        3.15105                      475966.08    
3774424.36        3.33294                         
         475986.08    3774424.36        3.53215                      476006.08    
3774424.36        3.75865                         
         476026.08    3774424.36        4.00744                      476046.08    
3774424.36        4.27613                         
         476066.08    3774424.36        4.57459                      476086.08    
3774424.36        4.90754                         
         476106.08    3774424.36        5.28063                      476126.08    
3774424.36        5.70073                         
         476146.08    3774424.36        6.18242                      476166.08    
3774424.36        6.74561                         
         476186.08    3774424.36        7.37466                      476206.08    
3774424.36        8.09692                         
         476226.08    3774424.36        8.93720                      476246.08    
3774424.36        9.92318                         
         476266.08    3774424.36       11.09119                      476286.08    
3774424.36       12.48956                         
         476306.08    3774424.36       14.23539                      476326.08    
3774424.36       16.37815                         
         476346.08    3774424.36       19.00411                      476366.08    
3774424.36       22.33783                         
         476386.08    3774424.36       26.65224                      476406.08    
3774424.36       32.35520                         
         476426.08    3774424.36       40.29582                      476446.08    
3774424.36       51.30690                         
         476466.08    3774424.36       66.56380                      476486.08    
3774424.36       87.80550                         
         476506.08    3774424.36      114.74694                      476526.08    
3774424.36      138.04884                         
         476546.08    3774424.36      138.49694                      476566.08    
3774424.36      116.27774                         
         476586.08    3774424.36       93.79165                      476606.08    
3774424.36       76.25140                         
         476626.08    3774424.36       62.84672                      476646.08    
3774424.36       52.49529                         
         476666.08    3774424.36       44.26734                      476686.08    
3774424.36       37.79750                         
         476706.08    3774424.36       32.69576                      476726.08    
3774424.36       28.54771                         
         476746.08    3774424.36       25.13913                      476766.08    



3774424.36       22.30961                         
         476786.08    3774424.36       19.92625                      476806.08    
3774424.36       17.90865                         
         476826.08    3774424.36       16.18502                      476846.08    
3774424.36       14.71886                         
         476866.08    3774424.36       13.45272                      476886.08    
3774424.36       12.34913                         
         476906.08    3774424.36       11.38138                      476926.08    
3774424.36       10.52795                         
         476946.08    3774424.36        9.77138                      476966.08    
3774424.36        9.08755                         
         476986.08    3774424.36        8.47708                      477006.08    
3774424.36        7.93712                         
         477026.08    3774424.36        7.44992                      477046.08    
3774424.36        7.00873                         
         477066.08    3774424.36        6.60783                      477086.08    
3774424.36        6.23847                         
         477106.08    3774424.36        5.90052                      477126.08    
3774424.36        5.59194                         
         477146.08    3774424.36        5.31063                      477166.08    
3774424.36        5.05187                         
         477186.08    3774424.36        4.81278                      477206.08    
3774424.36        4.59138                         
         477226.08    3774424.36        4.86694                      477246.08    
3774424.36        5.22300                         
         477266.08    3774424.36        5.03041                      477286.08    
3774424.36        4.83376                         
         477306.08    3774424.36        4.64924                      477326.08    
3774424.36        4.51435                         
         477346.08    3774424.36        4.38929                      477366.08    
3774424.36        4.26014                         
         477386.08    3774424.36        4.11762                      477406.08    
3774424.36        3.97823                         
         477426.08    3774424.36        3.84633                      477446.08    
3774424.36        3.72137                         
         477466.08    3774424.36        3.60286                      477486.08    
3774424.36        3.49036                         
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774424.36        3.38344                      477526.08    
3774424.36        3.29896                         
         475946.08    3774444.36        3.08122                      475966.08    
3774444.36        3.25700                         
         475986.08    3774444.36        3.45076                      476006.08    
3774444.36        3.66672                         
         476026.08    3774444.36        3.90330                      476046.08    
3774444.36        4.16007                         
         476066.08    3774444.36        4.44469                      476086.08    
3774444.36        4.76141                         
         476106.08    3774444.36        5.11537                      476126.08    
3774444.36        5.51275                         
         476146.08    3774444.36        5.96685                      476166.08    
3774444.36        6.49570                         
         476186.08    3774444.36        7.08386                      476206.08    
3774444.36        7.75586                         
         476226.08    3774444.36        8.53326                      476246.08    
3774444.36        9.43946                         
         476266.08    3774444.36       10.50828                      476286.08    
3774444.36       11.78546                         
         476306.08    3774444.36       13.33831                      476326.08    
3774444.36       15.21609                         
         476346.08    3774444.36       17.48987                      476366.08    
3774444.36       20.31390                         
         476386.08    3774444.36       23.86592                      476406.08    
3774444.36       28.38638                         
         476426.08    3774444.36       34.36385                      476446.08    
3774444.36       42.06326                         
         476466.08    3774444.36       51.65753                      476486.08    
3774444.36       63.13025                         
         476506.08    3774444.36       74.91591                      476526.08    
3774444.36       83.02183                         
         476546.08    3774444.36       83.22063                      476566.08    
3774444.36       75.13862                         
         476586.08    3774444.36       64.47122                      476606.08    
3774444.36       54.69369                         
         476626.08    3774444.36       46.74050                      476646.08    
3774444.36       40.34908                         
         476666.08    3774444.36       35.05721                      476686.08    
3774444.36       30.71591                         



         476706.08    3774444.36       27.13964                      476726.08    
3774444.36       24.15117                         
         476746.08    3774444.36       21.61926                      476766.08    
3774444.36       19.45735                         
         476786.08    3774444.36       17.60024                      476806.08    
3774444.36       15.98583                         
         476826.08    3774444.36       14.56386                      476846.08    
3774444.36       13.34772                         
         476866.08    3774444.36       12.28465                      476886.08    
3774444.36       11.34626                         
         476906.08    3774444.36       10.51412                      476926.08    
3774444.36        9.77297                         
         476946.08    3774444.36        9.11008                      476966.08    
3774444.36        8.50480                         
         476986.08    3774444.36        7.96100                      477006.08    
3774444.36        7.47783                         
         477026.08    3774444.36        7.03931                      477046.08    
3774444.36        6.64008                         
         477066.08    3774444.36        6.27554                      477086.08    
3774444.36        5.93524                         
         477106.08    3774444.36        5.62387                      477126.08    
3774444.36        5.34287                         
         477146.08    3774444.36        5.08359                      477166.08    
3774444.36        4.84382                         
         477186.08    3774444.36        4.62163                      477206.08    
3774444.36        4.41529                         
         477226.08    3774444.36        4.63753                      477246.08    
3774444.36        4.93056                         
         477266.08    3774444.36        4.75529                      477286.08    
3774444.36        4.57717                         
         477306.08    3774444.36        4.40951                      477326.08    
3774444.36        4.30377                         
         477346.08    3774444.36        4.19421                      477366.08    
3774444.36        4.05183                         
         477386.08    3774444.36        3.91706                      477406.08    
3774444.36        3.78935                         
         477426.08    3774444.36        3.66822                      477446.08    
3774444.36        3.55319                         
         477466.08    3774444.36        3.44388                      477486.08    
3774444.36        3.33988                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 201
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***



                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774444.36        3.25190                      477526.08    
3774444.36        3.17639                         
         475946.08    3774464.36        3.01151                      475966.08    
3774464.36        3.18200                         
         475986.08    3774464.36        3.37293                      476006.08    
3774464.36        3.57683                         
         476026.08    3774464.36        3.79945                      476046.08    
3774464.36        4.04439                         
         476066.08    3774464.36        4.31525                      476086.08    
3774464.36        4.61587                         
         476106.08    3774464.36        4.95087                      476126.08    
3774464.36        5.32575                         
         476146.08    3774464.36        5.75256                      476166.08    
3774464.36        6.24753                         
         476186.08    3774464.36        6.79539                      476206.08    
3774464.36        7.41798                         
         476226.08    3774464.36        8.13372                      476246.08    
3774464.36        8.96198                         
         476266.08    3774464.36        9.93789                      476286.08    
3774464.36       11.10936                         
         476306.08    3774464.36       12.47058                      476326.08    
3774464.36       14.08854                         
         476346.08    3774464.36       16.03339                      476366.08    
3774464.36       18.39130                         
         476386.08    3774464.36       21.26685                      476406.08    
3774464.36       24.78256                         
         476426.08    3774464.36       29.19566                      476446.08    
3774464.36       34.49174                         
         476466.08    3774464.36       40.50114                      476486.08    
3774464.36       46.89506                         
         476506.08    3774464.36       52.64723                      476526.08    
3774464.36       56.17659                         
         476546.08    3774464.36       56.28058                      476566.08    
3774464.36       52.69167                         
         476586.08    3774464.36       47.28966                      476606.08    
3774464.36       41.50884                         
         476626.08    3774464.36       36.30370                      476646.08    



3774464.36       31.92454                         
         476666.08    3774464.36       28.28130                      476686.08    
3774464.36       25.20907                         
         476706.08    3774464.36       22.56626                      476726.08    
3774464.36       20.36553                         
         476746.08    3774464.36       18.47571                      476766.08    
3774464.36       16.83095                         
         476786.08    3774464.36       15.39153                      476806.08    
3774464.36       14.11597                         
         476826.08    3774464.36       12.97077                      476846.08    
3774464.36       11.98078                         
         476866.08    3774464.36       11.10429                      476886.08    
3774464.36       10.32099                         
         476906.08    3774464.36        9.61854                      476926.08    
3774464.36        8.98650                         
         476946.08    3774464.36        8.41597                      476966.08    
3774464.36        7.88933                         
         476986.08    3774464.36        7.41292                      477006.08    
3774464.36        6.98755                         
         477026.08    3774464.36        6.59901                      477046.08    
3774464.36        6.24318                         
         477066.08    3774464.36        5.91652                      477086.08    
3774464.36        5.60954                         
         477106.08    3774464.36        5.32749                      477126.08    
3774464.36        5.07223                         
         477146.08    3774464.36        4.83578                      477166.08    
3774464.36        4.61632                         
         477186.08    3774464.36        4.41224                      477206.08    
3774464.36        4.22212                         
         477226.08    3774464.36        4.38986                      477246.08    
3774464.36        4.61838                         
         477266.08    3774464.36        4.46122                      477286.08    
3774464.36        4.30246                         
         477306.08    3774464.36        4.15247                      477326.08    
3774464.36        4.05288                         
         477346.08    3774464.36        3.95092                      477366.08    
3774464.36        3.82309                         
         477386.08    3774464.36        3.70170                      477406.08    
3774464.36        3.58633                         
         477426.08    3774464.36        3.47659                      477446.08    
3774464.36        3.37212                         
         477466.08    3774464.36        3.27257                      477486.08    
3774464.36        3.17763                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 202
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774464.36        3.11825                      477526.08    
3774464.36        3.05608                         
         475946.08    3774484.36        2.94220                      475966.08    
3774484.36        3.10598                         
         475986.08    3774484.36        3.28946                      476006.08    
3774484.36        3.48421                         
         476026.08    3774484.36        3.69636                      476046.08    
3774484.36        3.92962                         
         476066.08    3774484.36        4.18690                      476086.08    
3774484.36        4.47166                         
         476106.08    3774484.36        4.78799                      476126.08    
3774484.36        5.14073                         
         476146.08    3774484.36        5.54075                      476166.08    
3774484.36        6.00255                         
         476186.08    3774484.36        6.51103                      476206.08    
3774484.36        7.08545                         
         476226.08    3774484.36        7.74131                      476246.08    
3774484.36        8.49421                         
         476266.08    3774484.36        9.37346                      476286.08    
3774484.36       10.41877                         
         476306.08    3774484.36       11.61271                      476326.08    
3774484.36       13.00807                         
         476346.08    3774484.36       14.65325                      476366.08    
3774484.36       16.59788                         
         476386.08    3774484.36       18.89545                      476406.08    
3774484.36       21.59512                         
         476426.08    3774484.36       24.82290                      476446.08    
3774484.36       28.46207                         
         476466.08    3774484.36       32.28906                      476486.08    
3774484.36       36.03368                         
         476506.08    3774484.36       39.13446                      476526.08    
3774484.36       40.92175                         
         476546.08    3774484.36       40.98178                      476566.08    
3774484.36       39.13998                         



         476586.08    3774484.36       36.17828                      476606.08    
3774484.36       32.68433                         
         476626.08    3774484.36       29.21595                      476646.08    
3774484.36       26.08385                         
         476666.08    3774484.36       23.37922                      476686.08    
3774484.36       21.05271                         
         476706.08    3774484.36       19.02669                      476726.08    
3774484.36       17.33313                         
         476746.08    3774484.36       15.87004                      476766.08    
3774484.36       14.58668                         
         476786.08    3774484.36       13.45301                      476806.08    
3774484.36       12.43678                         
         476826.08    3774484.36       11.51230                      476846.08    
3774484.36       10.70692                         
         476866.08    3774484.36        9.98684                      476886.08    
3774484.36        9.33684                         
         476906.08    3774484.36        8.74835                      476926.08    
3774484.36        8.21406                         
         476946.08    3774484.36        7.72769                      476966.08    
3774484.36        7.27412                         
         476986.08    3774484.36        6.86108                      477006.08    
3774484.36        6.49053                         
         477026.08    3774484.36        6.14990                      477046.08    
3774484.36        5.83613                         
         477066.08    3774484.36        5.54649                      477086.08    
3774484.36        5.27243                         
         477106.08    3774484.36        5.01953                      477126.08    
3774484.36        4.79000                         
         477146.08    3774484.36        4.57649                      477166.08    
3774484.36        4.37755                         
         477186.08    3774484.36        4.19188                      477206.08    
3774484.36        4.58292                         
         477226.08    3774484.36        4.44189                      477246.08    
3774484.36        4.30254                         
         477266.08    3774484.36        4.15834                      477286.08    
3774484.36        4.01877                         
         477306.08    3774484.36        3.88639                      477326.08    
3774484.36        3.79316                         
         477346.08    3774484.36        3.69895                      477366.08    
3774484.36        3.58570                         
         477386.08    3774484.36        3.47778                      477406.08    
3774484.36        3.37488                         
         477426.08    3774484.36        3.27670                      477446.08    
3774484.36        3.18294                         
         477466.08    3774484.36        3.09334                      477486.08    
3774484.36        3.00767                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48



                                                                                    
                                  PAGE 203
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774484.36        2.95284                      477526.08    
3774484.36        2.89536                         
         475946.08    3774504.36        2.87347                      475966.08    
3774504.36        3.02993                         
         475986.08    3774504.36        3.20377                      476006.08    
3774504.36        3.39089                         
         476026.08    3774504.36        3.59433                      476046.08    
3774504.36        3.81609                         
         476066.08    3774504.36        4.06002                      476086.08    
3774504.36        4.32919                         
         476106.08    3774504.36        4.62720                      476126.08    
3774504.36        4.95826                         
         476146.08    3774504.36        5.33209                      476166.08    
3774504.36        5.76155                         
         476186.08    3774504.36        6.23173                      476206.08    
3774504.36        6.75948                         
         476226.08    3774504.36        7.35757                      476246.08    
3774504.36        8.03823                         
         476266.08    3774504.36        8.82251                      476286.08    
3774504.36        9.73898                         
         476306.08    3774504.36       10.78343                      476326.08    
3774504.36       11.98348                         
         476346.08    3774504.36       13.36219                      476366.08    
3774504.36       14.95084                         
         476386.08    3774504.36       16.77077                      476406.08    
3774504.36       18.83123                         
         476426.08    3774504.36       21.19130                      476446.08    
3774504.36       23.71696                         
         476466.08    3774504.36       26.22034                      476486.08    
3774504.36       28.52910                         
         476506.08    3774504.36       30.34134                      476526.08    



3774504.36       31.34745                         
         476546.08    3774504.36       31.38474                      476566.08    
3774504.36       30.33682                         
         476586.08    3774504.36       28.58805                      476606.08    
3774504.36       26.39779                         
         476626.08    3774504.36       24.06764                      476646.08    
3774504.36       21.81841                         
         476666.08    3774504.36       19.77235                      476686.08    
3774504.36       17.95316                         
         476706.08    3774504.36       16.34023                      476726.08    
3774504.36       14.97662                         
         476746.08    3774504.36       13.79328                      476766.08    
3774504.36       12.75263                         
         476786.08    3774504.36       11.83078                      476806.08    
3774504.36       11.00089                         
         476826.08    3774504.36       10.24118                      476846.08    
3774504.36        9.57654                         
         476866.08    3774504.36        8.97893                      476886.08    
3774504.36        8.43602                         
         476906.08    3774504.36        7.94124                      476926.08    
3774504.36        7.48906                         
         476946.08    3774504.36        7.07475                      476966.08    
3774504.36        6.68511                         
         476986.08    3774504.36        6.32826                      477006.08    
3774504.36        6.00681                         
         477026.08    3774504.36        5.70967                      477046.08    
3774504.36        5.43450                         
         477066.08    3774504.36        5.17922                      477086.08    
3774504.36        4.93609                         
         477106.08    3774504.36        4.71080                      477126.08    
3774504.36        4.50576                         
         477146.08    3774504.36        4.31426                      477166.08    
3774504.36        4.13514                         
         477186.08    3774504.36        3.96737                      477206.08    
3774504.36        4.24129                         
         477226.08    3774504.36        4.11748                      477246.08    
3774504.36        3.98344                         
         477266.08    3774504.36        3.85594                      477286.08    
3774504.36        3.73459                         
         477306.08    3774504.36        3.61901                      477326.08    
3774504.36        3.53201                         
         477346.08    3774504.36        3.44535                      477366.08    
3774504.36        3.34614                         
         477386.08    3774504.36        3.25126                      477406.08    
3774504.36        3.16047                         
         477426.08    3774504.36        3.07355                      477446.08    
3774504.36        2.99029                         
         477466.08    3774504.36        2.91048                      477486.08    
3774504.36        2.83395                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           



                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 204
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774504.36        2.78196                      477526.08    
3774504.36        2.72825                         
         475946.08    3774524.36        2.80542                      475966.08    
3774524.36        2.95394                         
         475986.08    3774524.36        3.11561                      476006.08    
3774524.36        3.29670                         
         476026.08    3774524.36        3.49351                      476046.08    
3774524.36        3.70396                         
         476066.08    3774524.36        3.93479                      476086.08    
3774524.36        4.18868                         
         476106.08    3774524.36        4.46874                      476126.08    
3774524.36        4.77862                         
         476146.08    3774524.36        5.12692                      476166.08    
3774524.36        5.52497                         
         476186.08    3774524.36        5.95807                      476206.08    
3774524.36        6.44084                         
         476226.08    3774524.36        6.98362                      476246.08    
3774524.36        7.59563                         
         476266.08    3774524.36        8.28780                      476286.08    
3774524.36        9.07357                         
         476306.08    3774524.36        9.98784                      476326.08    
3774524.36       11.02166                         
         476346.08    3774524.36       12.16890                      476366.08    
3774524.36       13.45873                         
         476386.08    3774524.36       14.89446                      476406.08    
3774524.36       16.46672                         
         476426.08    3774524.36       18.20342                      476446.08    
3774524.36       19.98495                         



         476466.08    3774524.36       21.67230                      476486.08    
3774524.36       23.16415                         
         476506.08    3774524.36       24.29368                      476526.08    
3774524.36       24.90564                         
         476546.08    3774524.36       24.93015                      476566.08    
3774524.36       24.28673                         
         476586.08    3774524.36       23.18883                      476606.08    
3774524.36       21.75845                         
         476626.08    3774524.36       20.16341                      476646.08    
3774524.36       18.54354                         
         476666.08    3774524.36       16.99704                      476686.08    
3774524.36       15.56682                         
         476706.08    3774524.36       14.26329                      476726.08    
3774524.36       13.13881                         
         476746.08    3774524.36       12.15240                      476766.08    
3774524.36       11.28037                         
         476786.08    3774524.36       10.50596                      476806.08    
3774524.36        9.80782                         
         476826.08    3774524.36        9.16754                      476846.08    
3774524.36        8.60625                         
         476866.08    3774524.36        8.10046                      476886.08    
3774524.36        7.63969                         
         476906.08    3774524.36        7.21836                      476926.08    
3774524.36        6.83186                         
         476946.08    3774524.36        6.47629                      476966.08    
3774524.36        6.13997                         
         476986.08    3774524.36        5.83068                      477006.08    
3774524.36        5.55121                         
         477026.08    3774524.36        5.29176                      477046.08    
3774524.36        5.05048                         
         477066.08    3774524.36        4.82571                      477086.08    
3774524.36        4.61045                         
         477106.08    3774524.36        4.41026                      477126.08    
3774524.36        4.22761                         
         477146.08    3774524.36        4.05640                      477166.08    
3774524.36        3.89572                         
         477186.08    3774524.36        3.74471                      477206.08    
3774524.36        3.89916                         
         477226.08    3774524.36        3.78642                      477246.08    
3774524.36        3.67165                         
         477266.08    3774524.36        3.56204                      477286.08    
3774524.36        3.45729                         
         477306.08    3774524.36        3.35714                      477326.08    
3774524.36        3.27597                         
         477346.08    3774524.36        3.19638                      477366.08    
3774524.36        3.11019                         
         477386.08    3774524.36        3.02747                      477406.08    
3774524.36        2.94805                         
         477426.08    3774524.36        2.87176                      477446.08    
3774524.36        2.79844                         



         477466.08    3774524.36        2.72795                      477486.08    
3774524.36        2.66015                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 205
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774524.36        2.61094                      477526.08    
3774524.36        2.56089                         
         475946.08    3774544.36        2.73810                      475966.08    
3774544.36        2.88009                         
         475986.08    3774544.36        3.03391                      476006.08    
3774544.36        3.20668                         
         476026.08    3774544.36        3.39396                      476046.08    
3774544.36        3.59331                         
         476066.08    3774544.36        3.81128                      476086.08    
3774544.36        4.05021                         
         476106.08    3774544.36        4.31275                      476126.08    
3774544.36        4.60197                         
         476146.08    3774544.36        4.92548                      476166.08    
3774544.36        5.29314                         
         476186.08    3774544.36        5.69054                      476206.08    
3774544.36        6.13027                         
         476226.08    3774544.36        6.62052                      476246.08    
3774544.36        7.16797                         
         476266.08    3774544.36        7.77990                      476286.08    
3774544.36        8.46397                         
         476306.08    3774544.36        9.25204                      476326.08    
3774544.36       10.12751                         
         476346.08    3774544.36       11.07779                      476366.08    
3774544.36       12.12199                         
         476386.08    3774544.36       13.25450                      476406.08    



3774544.36       14.45934                         
         476426.08    3774544.36       15.75094                      476446.08    
3774544.36       17.03173                         
         476466.08    3774544.36       18.20296                      476486.08    
3774544.36       19.20706                         
         476506.08    3774544.36       19.94826                      476526.08    
3774544.36       20.34307                         
         476546.08    3774544.36       20.35989                      476566.08    
3774544.36       19.94112                         
         476586.08    3774544.36       19.21669                      476606.08    
3774544.36       18.24644                         
         476626.08    3774544.36       17.12782                      476646.08    
3774544.36       15.94888                         
         476666.08    3774544.36       14.77915                      476686.08    
3774544.36       13.65729                         
         476706.08    3774544.36       12.60308                      476726.08    
3774544.36       11.67049                         
         476746.08    3774544.36       10.83797                      476766.08    
3774544.36       10.09375                         
         476786.08    3774544.36        9.42847                      476806.08    
3774544.36        8.82682                         
         476826.08    3774544.36        8.27428                      476846.08    
3774544.36        7.78882                         
         476866.08    3774544.36        7.35103                      476886.08    
3774544.36        6.95192                         
         476906.08    3774544.36        6.58661                      476926.08    
3774544.36        6.25103                         
         476946.08    3774544.36        5.94177                      476966.08    
3774544.36        5.64838                         
         476986.08    3774544.36        5.37791                      477006.08    
3774544.36        5.13305                         
         477026.08    3774544.36        4.90511                      477046.08    
3774544.36        4.69252                         
         477066.08    3774544.36        4.49389                      477086.08    
3774544.36        4.30287                         
         477106.08    3774544.36        4.12472                      477126.08    
3774544.36        3.96185                         
         477146.08    3774544.36        3.80875                      477166.08    
3774544.36        3.66464                         
         477186.08    3774544.36        3.52883                      477206.08    
3774544.36        3.57832                         
         477226.08    3774544.36        3.47518                      477246.08    
3774544.36        3.37705                         
         477266.08    3774544.36        3.28301                      477286.08    
3774544.36        3.19284                         
         477306.08    3774544.36        3.10634                      477326.08    
3774544.36        3.03045                         
         477346.08    3774544.36        2.95725                      477366.08    
3774544.36        2.88274                         
         477386.08    3774544.36        2.81099                      477406.08    



3774544.36        2.74189                         
         477426.08    3774544.36        2.67531                      477446.08    
3774544.36        2.61113                         
         477466.08    3774544.36        2.54924                      477486.08    
3774544.36        2.48954                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 206
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774544.36        2.44297                      477526.08    
3774544.36        2.39637                         
         475946.08    3774564.36        2.67153                      475966.08    
3774564.36        2.80717                         
         475986.08    3774564.36        2.95380                      476006.08    
3774564.36        3.11810                         
         476026.08    3774564.36        3.29569                      476046.08    
3774564.36        3.48416                         
         476066.08    3774564.36        3.68955                      476086.08    
3774564.36        3.91386                         
         476106.08    3774564.36        4.15932                      476126.08    
3774564.36        4.42847                         
         476146.08    3774564.36        4.72798                      476166.08    
3774564.36        5.06642                         
         476186.08    3774564.36        5.42967                      476206.08    
3774564.36        5.82853                         
         476226.08    3774564.36        6.26939                      476246.08    
3774564.36        6.75684                         
         476266.08    3774564.36        7.29559                      476286.08    
3774564.36        7.89017                         
         476306.08    3774564.36        8.56565                      476326.08    
3774564.36        9.30350                         



         476346.08    3774564.36       10.08897                      476366.08    
3774564.36       10.93426                         
         476386.08    3774564.36       11.83029                      476406.08    
3774564.36       12.76027                         
         476426.08    3774564.36       13.73323                      476446.08    
3774564.36       14.67223                         
         476466.08    3774564.36       15.50767                      476486.08    
3774564.36       16.20756                         
         476506.08    3774564.36       16.71467                      476526.08    
3774564.36       16.98145                         
         476546.08    3774564.36       16.99339                      476566.08    
3774564.36       16.70802                         
         476586.08    3774564.36       16.21015                      476606.08    
3774564.36       15.52973                         
         476626.08    3774564.36       14.72563                      476646.08    
3774564.36       13.85440                         
         476666.08    3774564.36       12.96409                      476686.08    
3774564.36       12.08413                         
         476706.08    3774564.36       11.23352                      476726.08    
3774564.36       10.46177                         
         476746.08    3774564.36        9.75841                      476766.08    
3774564.36        9.11970                         
         476786.08    3774564.36        8.54231                      476806.08    
3774564.36        8.01650                         
         476826.08    3774564.36        7.53177                      476846.08    
3774564.36        7.10408                         
         476866.08    3774564.36        6.71774                      476886.08    
3774564.36        6.36531                         
         476906.08    3774564.36        6.04264                      476926.08    
3774564.36        5.74615                         
         476946.08    3774564.36        5.47281                      476966.08    
3774564.36        5.21331                         
         476986.08    3774564.36        4.97381                      477006.08    
3774564.36        4.75676                         
         477026.08    3774564.36        4.55446                      477046.08    
3774564.36        4.36550                         
         477066.08    3774564.36        4.18865                      477086.08    
3774564.36        4.01814                         
         477106.08    3774564.36        3.85879                      477126.08    
3774564.36        3.71293                         
         477146.08    3774564.36        3.57552                      477166.08    
3774564.36        3.44591                         
         477186.08    3774564.36        3.32349                      477206.08    
3774564.36        3.28382                         
         477226.08    3774564.36        3.18873                      477246.08    
3774564.36        3.10442                         
         477266.08    3774564.36        3.02346                      477286.08    
3774564.36        2.94566                         
         477306.08    3774564.36        2.87086                      477326.08    
3774564.36        2.79958                         



         477346.08    3774564.36        2.73197                      477366.08    
3774564.36        2.66759                         
         477386.08    3774564.36        2.60545                      477406.08    
3774564.36        2.54544                         
         477426.08    3774564.36        2.48746                      477446.08    
3774564.36        2.43144                         
         477466.08    3774564.36        2.37727                      477486.08    
3774564.36        2.32490                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 207
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774564.36        2.28074                      477526.08    
3774564.36        2.23731                         
         475946.08    3774584.36        2.60570                      475966.08    
3774584.36        2.73510                         
         475986.08    3774584.36        2.87465                      476006.08    
3774584.36        3.03062                         
         476026.08    3774584.36        3.19872                      476046.08    
3774584.36        3.37653                         
         476066.08    3774584.36        3.56964                      476086.08    
3774584.36        3.77969                         
         476106.08    3774584.36        4.00857                      476126.08    
3774584.36        4.25831                         
         476146.08    3774584.36        4.53474                      476166.08    
3774584.36        4.84523                         
         476186.08    3774584.36        5.17607                      476206.08    
3774584.36        5.53650                         
         476226.08    3774584.36        5.93139                      476246.08    
3774584.36        6.36372                         
         476266.08    3774584.36        6.83626                      476286.08    



3774584.36        7.35131                         
         476306.08    3774584.36        7.92877                      476326.08    
3774584.36        8.54966                         
         476346.08    3774584.36        9.19889                      476366.08    
3774584.36        9.88469                         
         476386.08    3774584.36       10.59732                      476406.08    
3774584.36       11.32163                         
         476426.08    3774584.36       12.06461                      476446.08    
3774584.36       12.76619                         
         476466.08    3774584.36       13.37691                      476486.08    
3774584.36       13.87958                         
         476506.08    3774584.36       14.23869                      476526.08    
3774584.36       14.42582                         
         476546.08    3774584.36       14.43454                      476566.08    
3774584.36       14.23270                         
         476586.08    3774584.36       13.87877                      476606.08    
3774584.36       13.38767                         
         476626.08    3774584.36       12.79621                      476646.08    
3774584.36       12.14157                         
         476666.08    3774584.36       11.45707                      476686.08    
3774584.36       10.76403                         
         476706.08    3774584.36       10.07779                      476726.08    
3774584.36        9.44096                         
         476746.08    3774584.36        8.84852                      476766.08    
3774584.36        8.30103                         
         476786.08    3774584.36        7.79908                      476806.08    
3774584.36        7.33719                         
         476826.08    3774584.36        6.90843                      476846.08    
3774584.36        6.52753                         
         476866.08    3774584.36        6.18214                      476886.08    
3774584.36        5.86640                         
         476906.08    3774584.36        5.57699                      476926.08    
3774584.36        5.31093                         
         476946.08    3774584.36        5.06559                      476966.08    
3774584.36        4.83277                         
         476986.08    3774584.36        4.61780                      477006.08    
3774584.36        4.42286                         
         477026.08    3774584.36        4.24111                      477046.08    
3774584.36        4.07126                         
         477066.08    3774584.36        3.91221                      477086.08    
3774584.36        3.75869                         
         477106.08    3774584.36        3.61507                      477126.08    
3774584.36        3.48348                         
         477146.08    3774584.36        3.35937                      477166.08    
3774584.36        3.24215                         
         477186.08    3774584.36        3.13129                      477206.08    
3774584.36        3.01837                         
         477226.08    3774584.36        2.92983                      477246.08    
3774584.36        2.85663                         
         477266.08    3774584.36        2.78630                      477286.08    



3774584.36        2.71865                         
         477306.08    3774584.36        2.65354                      477326.08    
3774584.36        2.58621                         
         477346.08    3774584.36        2.52333                      477366.08    
3774584.36        2.46749                         
         477386.08    3774584.36        2.41350                      477406.08    
3774584.36        2.36127                         
         477426.08    3774584.36        2.31072                      477446.08    
3774584.36        2.26177                         
         477466.08    3774584.36        2.21436                      477486.08    
3774584.36        2.16841                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 208
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774584.36        2.12643                      477526.08    
3774584.36        2.08582                         
         475946.08    3774604.36        2.54059                      475966.08    
3774604.36        2.66386                         
         475986.08    3774604.36        2.79645                      476006.08    
3774604.36        2.94426                         
         476026.08    3774604.36        3.10308                      476046.08    
3774604.36        3.27048                         
         476066.08    3774604.36        3.45161                      476086.08    
3774604.36        3.64784                         
         476106.08    3774604.36        3.86067                      476126.08    
3774604.36        4.09175                         
         476146.08    3774604.36        4.34610                      476166.08    
3774604.36        4.63008                         
         476186.08    3774604.36        4.93041                      476206.08    
3774604.36        5.25502                         



         476226.08    3774604.36        5.60758                      476246.08    
3774604.36        5.98984                         
         476266.08    3774604.36        6.40317                      476286.08    
3774604.36        6.84836                         
         476306.08    3774604.36        7.34144                      476326.08    
3774604.36        7.86394                         
         476346.08    3774604.36        8.40146                      476366.08    
3774604.36        8.96003                         
         476386.08    3774604.36        9.53056                      476406.08    
3774604.36       10.10028                         
         476426.08    3774604.36       10.67543                      476446.08    
3774604.36       11.20897                         
         476466.08    3774604.36       11.66528                      476486.08    
3774604.36       12.03568                         
         476506.08    3774604.36       12.29742                      476526.08    
3774604.36       12.43278                         
         476546.08    3774604.36       12.43930                      476566.08    
3774604.36       12.29209                         
         476586.08    3774604.36       12.03325                      476606.08    
3774604.36       11.66987                         
         476626.08    3774604.36       11.22570                      476646.08    
3774604.36       10.72568                         
         476666.08    3774604.36       10.19323                      476686.08    
3774604.36        9.64359                         
         476706.08    3774604.36        9.08835                      476726.08    
3774604.36        8.56319                         
         476746.08    3774604.36        8.06549                      476766.08    
3774604.36        7.59765                         
         476786.08    3774604.36        7.16226                      476806.08    
3774604.36        6.75667                         
         476826.08    3774604.36        6.37661                      476846.08    
3774604.36        6.03595                         
         476866.08    3774604.36        5.72514                      476886.08    
3774604.36        5.43984                         
         476906.08    3774604.36        5.17760                      476926.08    
3774604.36        4.93609                         
         476946.08    3774604.36        4.71318                      476966.08    
3774604.36        4.50171                         
         476986.08    3774604.36        4.30634                      477006.08    
3774604.36        4.12904                         
         477026.08    3774604.36        3.96374                      477046.08    
3774604.36        3.80929                         
         477066.08    3774604.36        3.66465                      477086.08    
3774604.36        3.52505                         
         477106.08    3774604.36        3.39439                      477126.08    
3774604.36        3.27461                         
         477146.08    3774604.36        3.16160                      477166.08    
3774604.36        3.05480                         
         477186.08    3774604.36        2.95371                      477206.08    
3774604.36        2.78265                         



         477226.08    3774604.36        2.69936                      477246.08    
3774604.36        2.63480                         
         477266.08    3774604.36        2.57284                      477286.08    
3774604.36        2.51329                         
         477306.08    3774604.36        2.45598                      477326.08    
3774604.36        2.39192                         
         477346.08    3774604.36        2.33298                      477366.08    
3774604.36        2.28412                         
         477386.08    3774604.36        2.23685                      477406.08    
3774604.36        2.19109                         
         477426.08    3774604.36        2.14677                      477446.08    
3774604.36        2.10381                         
         477466.08    3774604.36        2.06161                      477486.08    
3774604.36        2.02007                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 209
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774604.36        1.98082                      477526.08    
3774604.36        1.94350                         
         475946.08    3774624.36        2.47622                      475966.08    
3774624.36        2.59345                         
         475986.08    3774624.36        2.71922                      476006.08    
3774624.36        2.85905                         
         476026.08    3774624.36        3.00879                      476046.08    
3774624.36        3.16606                         
         476066.08    3774624.36        3.33557                      476086.08    
3774624.36        3.51843                         
         476106.08    3774624.36        3.71585                      476126.08    
3774624.36        3.92907                         
         476146.08    3774624.36        4.16247                      476166.08    



3774624.36        4.42147                         
         476186.08    3774624.36        4.69334                      476206.08    
3774624.36        4.98488                         
         476226.08    3774624.36        5.29883                      476246.08    
3774624.36        5.63606                         
         476266.08    3774624.36        5.99698                      476286.08    
3774624.36        6.38140                         
         476306.08    3774624.36        6.80244                      476326.08    
3774624.36        7.24273                         
         476346.08    3774624.36        7.68910                      476366.08    
3774624.36        8.14633                         
         476386.08    3774624.36        8.60649                      476406.08    
3774624.36        9.05918                         
         476426.08    3774624.36        9.51029                      476446.08    
3774624.36        9.92270                         
         476466.08    3774624.36       10.27030                      476486.08    
3774624.36       10.54935                         
         476506.08    3774624.36       10.74482                      476526.08    
3774624.36       10.84529                         
         476546.08    3774624.36       10.85059                      476566.08    
3774624.36       10.74617                         
         476586.08    3774624.36       10.54702                      476606.08    
3774624.36       10.27145                         
         476626.08    3774624.36        9.93164                      476646.08    
3774624.36        9.54383                         
         476666.08    3774624.36        9.12468                      476686.08    
3774624.36        8.68503                         
         476706.08    3774624.36        8.23349                      476726.08    
3774624.36        7.79960                         
         476746.08    3774624.36        7.38178                      476766.08    
3774624.36        6.98293                         
         476786.08    3774624.36        6.60638                      476806.08    
3774624.36        6.25111                         
         476826.08    3774624.36        5.91465                      476846.08    
3774624.36        5.60999                         
         476866.08    3774624.36        5.32985                      476886.08    
3774624.36        5.07115                         
         476906.08    3774624.36        4.83227                      476926.08    
3774624.36        4.61098                         
         476946.08    3774624.36        4.40521                      476966.08    
3774624.36        4.21247                         
         476986.08    3774624.36        4.03425                      477006.08    
3774624.36        3.87131                         
         477026.08    3774624.36        3.71938                      477046.08    
3774624.36        3.57699                         
         477066.08    3774624.36        3.44287                      477086.08    
3774624.36        3.31547                         
         477106.08    3774624.36        3.19627                      477126.08    
3774624.36        3.08621                         
         477146.08    3774624.36        2.98237                      477166.08    



3774624.36        2.88423                         
         477186.08    3774624.36        2.79133                      477206.08    
3774624.36        2.57579                         
         477226.08    3774624.36        2.49664                      477246.08    
3774624.36        2.43864                         
         477266.08    3774624.36        2.38310                      477286.08    
3774624.36        2.32982                         
         477306.08    3774624.36        2.27864                      477326.08    
3774624.36        2.21728                         
         477346.08    3774624.36        2.16153                      477366.08    
3774624.36        2.11822                         
         477386.08    3774624.36        2.07635                      477406.08    
3774624.36        2.03583                         
         477426.08    3774624.36        1.99660                      477446.08    
3774624.36        1.95857                         
         477466.08    3774624.36        1.91966                      477486.08    
3774624.36        1.87822                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 210
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774624.36        1.84371                      477526.08    
3774624.36        1.81140                         
         475946.08    3774644.36        2.41258                      475966.08    
3774644.36        2.52389                         
         475986.08    3774644.36        2.64299                      476006.08    
3774644.36        2.77502                         
         476026.08    3774644.36        2.91594                      476046.08    
3774644.36        3.06338                         
         476066.08    3774644.36        3.22166                      476086.08    
3774644.36        3.39168                         



         476106.08    3774644.36        3.57435                      476126.08    
3774644.36        3.77062                         
         476146.08    3774644.36        3.98426                      476166.08    
3774644.36        4.21991                         
         476186.08    3774644.36        4.46544                      476206.08    
3774644.36        4.72671                         
         476226.08    3774644.36        5.00575                      476246.08    
3774644.36        5.30282                         
         476266.08    3774644.36        5.61772                      476286.08    
3774644.36        5.94967                         
         476306.08    3774644.36        6.30959                      476326.08    
3774644.36        6.68149                         
         476346.08    3774644.36        7.05361                      476366.08    
3774644.36        7.43003                         
         476386.08    3774644.36        7.80406                      476406.08    
3774644.36        8.16739                         
         476426.08    3774644.36        8.52562                      476446.08    
3774644.36        8.84916                         
         476466.08    3774644.36        9.11855                      476486.08    
3774644.36        9.33287                         
         476506.08    3774644.36        9.48193                      476526.08    
3774644.36        9.55816                         
         476546.08    3774644.36        9.55840                      476566.08    
3774644.36        9.48552                         
         476586.08    3774644.36        9.33210                      476606.08    
3774644.36        9.11776                         
         476626.08    3774644.36        8.85344                      476646.08    
3774644.36        8.54838                         
         476666.08    3774644.36        8.21458                      476686.08    
3774644.36        7.85975                         
         476706.08    3774644.36        7.49017                      476726.08    
3774644.36        7.13035                         
         476746.08    3774644.36        6.77913                      476766.08    
3774644.36        6.43931                         
         476786.08    3774644.36        6.11430                      476806.08    
3774644.36        5.80391                         
         476826.08    3774644.36        5.50673                      476846.08    
3774644.36        5.23485                         
         476866.08    3774644.36        4.98264                      476886.08    
3774644.36        4.74804                         
         476906.08    3774644.36        4.53013                      476926.08    
3774644.36        4.32622                         
         476946.08    3774644.36        4.13325                      476966.08    
3774644.36        3.95790                         
         476986.08    3774644.36        3.79575                      477006.08    
3774644.36        3.64490                         
         477026.08    3774644.36        3.50413                      477046.08    
3774644.36        3.37131                         
         477066.08    3774644.36        3.24412                      477086.08    
3774644.36        3.12784                         



         477106.08    3774644.36        3.01929                      477126.08    
3774644.36        2.91726                         
         477146.08    3774644.36        2.82100                      477166.08    
3774644.36        2.73005                         
         477186.08    3774644.36        2.64397                      477206.08    
3774644.36        2.39575                         
         477226.08    3774644.36        2.31991                      477246.08    
3774644.36        2.26679                         
         477266.08    3774644.36        2.21608                      477286.08    
3774644.36        2.16756                         
         477306.08    3774644.36        2.12106                      477326.08    
3774644.36        2.06191                         
         477346.08    3774644.36        2.00874                      477366.08    
3774644.36        1.96973                         
         477386.08    3774644.36        1.93208                      477406.08    
3774644.36        1.89571                         
         477426.08    3774644.36        1.86054                      477446.08    
3774644.36        1.82648                         
         477466.08    3774644.36        1.79053                      477486.08    
3774644.36        1.75020                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 211
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774644.36        1.71885                      477526.08    
3774644.36        1.69011                         
         475946.08    3774664.36        2.34968                      475966.08    
3774664.36        2.45521                         
         475986.08    3774664.36        2.56779                      476006.08    
3774664.36        2.69224                         
         476026.08    3774664.36        2.82461                      476046.08    



3774664.36        2.96255                         
         476066.08    3774664.36        3.11005                      476086.08    
3774664.36        3.26778                         
         476106.08    3774664.36        3.43644                      476126.08    
3774664.36        3.61670                         
         476146.08    3774664.36        3.81024                      476166.08    
3774664.36        4.01932                         
         476186.08    3774664.36        4.24358                      476206.08    
3774664.36        4.48093                         
         476226.08    3774664.36        4.72867                      476246.08    
3774664.36        4.99019                         
         476266.08    3774664.36        5.26493                      476286.08    
3774664.36        5.55181                         
         476306.08    3774664.36        5.85376                      476326.08    
3774664.36        6.16590                         
         476346.08    3774664.36        6.48522                      476366.08    
3774664.36        6.79859                         
         476386.08    3774664.36        7.10500                      476406.08    
3774664.36        7.39943                         
         476426.08    3774664.36        7.67990                      476446.08    
3774664.36        7.93465                         
         476466.08    3774664.36        8.15493                      476486.08    
3774664.36        8.32389                         
         476506.08    3774664.36        8.43964                      476526.08    
3774664.36        8.49857                         
         476546.08    3774664.36        8.49806                      476566.08    
3774664.36        8.44224                         
         476586.08    3774664.36        8.32260                      476606.08    
3774664.36        8.15461                         
         476626.08    3774664.36        7.94594                      476646.08    
3774664.36        7.70285                         
         476666.08    3774664.36        7.43408                      476686.08    
3774664.36        7.14514                         
         476706.08    3774664.36        6.84054                      476726.08    
3774664.36        6.54070                         
         476746.08    3774664.36        6.24463                      476766.08    
3774664.36        5.95482                         
         476786.08    3774664.36        5.67089                      476806.08    
3774664.36        5.39868                         
         476826.08    3774664.36        5.14103                      476846.08    
3774664.36        4.89973                         
         476866.08    3774664.36        4.67321                      476886.08    
3774664.36        4.46084                         
         476906.08    3774664.36        4.26222                      476926.08    
3774664.36        4.07519                         
         476946.08    3774664.36        3.89729                      476966.08    
3774664.36        3.73541                         
         476986.08    3774664.36        3.58522                      477006.08    
3774664.36        3.44496                         
         477026.08    3774664.36        3.31384                      477046.08    



3774664.36        3.18990                         
         477066.08    3774664.36        3.07113                      477086.08    
3774664.36        2.96268                         
         477106.08    3774664.36        2.86146                      477126.08    
3774664.36        2.76613                         
         477146.08    3774664.36        2.67621                      477166.08    
3774664.36        2.59126                         
         477186.08    3774664.36        2.51087                      477206.08    
3774664.36        2.23982                         
         477226.08    3774664.36        2.16668                      477246.08    
3774664.36        2.11718                         
         477266.08    3774664.36        2.07005                      477286.08    
3774664.36        2.02510                         
         477306.08    3774664.36        1.98214                      477326.08    
3774664.36        1.92482                         
         477346.08    3774664.36        1.87371                      477366.08    
3774664.36        1.83796                         
         477386.08    3774664.36        1.80356                      477406.08    
3774664.36        1.77039                         
         477426.08    3774664.36        1.73839                      477446.08    
3774664.36        1.70745                         
         477466.08    3774664.36        1.67388                      477486.08    
3774664.36        1.63449                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 212
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774664.36        1.60568                      477526.08    
3774664.36        1.57980                         
         475946.08    3774684.36        2.28757                      475966.08    
3774684.36        2.38744                         



         475986.08    3774684.36        2.49369                      476006.08    
3774684.36        2.61079                         
         476026.08    3774684.36        2.73491                      476046.08    
3774684.36        2.86372                         
         476066.08    3774684.36        3.00090                      476086.08    
3774684.36        3.14696                         
         476106.08    3774684.36        3.30238                      476126.08    
3774684.36        3.46763                         
         476146.08    3774684.36        3.64314                      476166.08    
3774684.36        3.82924                         
         476186.08    3774684.36        4.03333                      476206.08    
3774684.36        4.24780                         
         476226.08    3774684.36        4.46761                      476246.08    
3774684.36        4.69784                         
         476266.08    3774684.36        4.93771                      476286.08    
3774684.36        5.18602                         
         476306.08    3774684.36        5.44103                      476326.08    
3774684.36        5.70467                         
         476346.08    3774684.36        5.97881                      476366.08    
3774684.36        6.24074                         
         476386.08    3774684.36        6.49370                      476406.08    
3774684.36        6.73451                         
         476426.08    3774684.36        6.95737                      476446.08    
3774684.36        7.16078                         
         476466.08    3774684.36        7.34247                      476486.08    
3774684.36        7.47715                         
         476506.08    3774684.36        7.56847                      476526.08    
3774684.36        7.61478                         
         476546.08    3774684.36        7.61428                      476566.08    
3774684.36        7.57035                         
         476586.08    3774684.36        7.47556                      476606.08    
3774684.36        7.34197                         
         476626.08    3774684.36        7.17501                      476646.08    
3774684.36        6.97900                         
         476666.08    3774684.36        6.75853                      476686.08    
3774684.36        6.52057                         
         476706.08    3774684.36        6.26987                      476726.08    
3774684.36        6.01902                         
         476746.08    3774684.36        5.76849                      476766.08    
3774684.36        5.52078                         
         476786.08    3774684.36        5.27354                      476806.08    
3774684.36        5.03518                         
         476826.08    3774684.36        4.81095                      476846.08    
3774684.36        4.59705                         
         476866.08    3774684.36        4.39407                      476886.08    
3774684.36        4.20226                         
         476906.08    3774684.36        4.02159                      476926.08    
3774684.36        3.85041                         
         476946.08    3774684.36        3.68678                      476966.08    
3774684.36        3.53708                         



         476986.08    3774684.36        3.39762                      477006.08    
3774684.36        3.26695                         
         477026.08    3774684.36        3.14449                      477046.08    
3774684.36        3.02853                         
         477066.08    3774684.36        2.91732                      477086.08    
3774684.36        2.81557                         
         477106.08    3774684.36        2.72049                      477126.08    
3774684.36        2.63090                         
         477146.08    3774684.36        2.54638                      477166.08    
3774684.36        2.46651                         
         477186.08    3774684.36        2.39095                      477206.08    
3774684.36        2.10495                         
         477226.08    3774684.36        2.03412                      477246.08    
3774684.36        1.98732                         
         477266.08    3774684.36        1.94288                      477286.08    
3774684.36        1.89842                         
         477306.08    3774684.36        1.85211                      477326.08    
3774684.36        1.80071                         
         477346.08    3774684.36        1.75509                      477366.08    
3774684.36        1.72179                         
         477386.08    3774684.36        1.68983                      477406.08    
3774684.36        1.65910                         
         477426.08    3774684.36        1.62952                      477446.08    
3774684.36        1.60100                         
         477466.08    3774684.36        1.56930                      477486.08    
3774684.36        1.53072                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 213
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774684.36        1.50390                      477526.08    



3774684.36        1.48027                         
         475946.08    3774704.36        2.22628                      475966.08    
3774704.36        2.32066                         
         475986.08    3774704.36        2.42077                      476006.08    
3774704.36        2.53078                         
         476026.08    3774704.36        2.64695                      476046.08    
3774704.36        2.76704                         
         476066.08    3774704.36        2.89441                      476086.08    
3774704.36        3.02941                         
         476106.08    3774704.36        3.17240                      476126.08    
3774704.36        3.32366                         
         476146.08    3774704.36        3.48344                      476166.08    
3774704.36        3.65188                         
         476186.08    3774704.36        3.83559                      476206.08    
3774704.36        4.02733                         
         476226.08    3774704.36        4.22237                      476246.08    
3774704.36        4.42517                         
         476266.08    3774704.36        4.63487                      476286.08    
3774704.36        4.85023                         
         476306.08    3774704.36        5.06962                      476326.08    
3774704.36        5.29464                         
         476346.08    3774704.36        5.52688                      476366.08    
3774704.36        5.74661                         
         476386.08    3774704.36        5.95699                      476406.08    
3774704.36        6.15567                         
         476426.08    3774704.36        6.33814                      476446.08    
3774704.36        6.50366                         
         476466.08    3774704.36        6.65087                      476486.08    
3774704.36        6.75914                         
         476506.08    3774704.36        6.83219                      476526.08    
3774704.36        6.86911                         
         476546.08    3774704.36        6.86863                      476566.08    
3774704.36        6.83354                         
         476586.08    3774704.36        6.75740                      476606.08    
3774704.36        6.64975                         
         476626.08    3774704.36        6.51455                      476646.08    
3774704.36        6.35478                         
         476666.08    3774704.36        6.16986                      476686.08    
3774704.36        5.97097                         
         476706.08    3774704.36        5.76628                      476726.08    
3774704.36        5.55579                         
         476746.08    3774704.36        5.34288                      476766.08    
3774704.36        5.13051                         
         476786.08    3774704.36        4.91660                      476806.08    
3774704.36        4.70858                         
         476826.08    3774704.36        4.51125                      476846.08    
3774704.36        4.32144                         
         476866.08    3774704.36        4.13988                      476886.08    
3774704.36        3.96701                         
         476906.08    3774704.36        3.80302                      476926.08    



3774704.36        3.64666                         
         476946.08    3774704.36        3.49638                      476966.08    
3774704.36        3.35810                         
         476986.08    3774704.36        3.22867                      477006.08    
3774704.36        3.10694                         
         477026.08    3774704.36        2.99247                      477046.08    
3774704.36        2.88381                         
         477066.08    3774704.36        2.77945                      477086.08    
3774704.36        2.68369                         
         477106.08    3774704.36        2.59408                      477126.08    
3774704.36        2.50955                         
         477146.08    3774704.36        2.42974                      477166.08    
3774704.36        2.35429                         
         477186.08    3774704.36        2.28289                      477206.08    
3774704.36        1.98804                         
         477226.08    3774704.36        1.91929                      477246.08    
3774704.36        1.87460                         
         477266.08    3774704.36        1.83223                      477286.08    
3774704.36        1.78489                         
         477306.08    3774704.36        1.72498                      477326.08    
3774704.36        1.68519                         
         477346.08    3774704.36        1.65126                      477366.08    
3774704.36        1.61978                         
         477386.08    3774704.36        1.58965                      477406.08    
3774704.36        1.56076                         
         477426.08    3774704.36        1.53302                      477446.08    
3774704.36        1.50633                         
         477466.08    3774704.36        1.47610                      477486.08    
3774704.36        1.43824                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 214
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC



 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774704.36        1.41296                      477526.08    
3774704.36        1.39106                         
         475946.08    3774724.36        2.16587                      475966.08    
3774724.36        2.25493                         
         475986.08    3774724.36        2.34910                      476006.08    
3774724.36        2.45019                         
         476026.08    3774724.36        2.55770                      476046.08    
3774724.36        2.67217                         
         476066.08    3774724.36        2.79072                      476086.08    
3774724.36        2.91533                         
         476106.08    3774724.36        3.04671                      476126.08    
3774724.36        3.18500                         
         476146.08    3774724.36        3.33032                      476166.08    
3774724.36        3.48267                         
         476186.08    3774724.36        3.64797                      476206.08    
3774724.36        3.81940                         
         476226.08    3774724.36        3.99255                      476246.08    
3774724.36        4.17138                         
         476266.08    3774724.36        4.35501                      476286.08    
3774724.36        4.54224                         
         476306.08    3774724.36        4.73158                      476326.08    
3774724.36        4.92445                         
         476346.08    3774724.36        5.12219                      476366.08    
3774724.36        5.30764                         
         476386.08    3774724.36        5.48385                      476406.08    
3774724.36        5.64911                         
         476426.08    3774724.36        5.79988                      476446.08    
3774724.36        5.93594                         
         476466.08    3774724.36        6.05654                      476486.08    
3774724.36        6.14461                         
         476506.08    3774724.36        6.20379                      476526.08    
3774724.36        6.23359                         
         476546.08    3774724.36        6.23313                      476566.08    
3774724.36        6.20474                         
         476586.08    3774724.36        6.14281                      476606.08    
3774724.36        6.05504                         
         476626.08    3774724.36        5.94436                      476646.08    
3774724.36        5.81284                         
         476666.08    3774724.36        5.65922                      476686.08    
3774724.36        5.49295                         
         476706.08    3774724.36        5.32126                      476726.08    
3774724.36        5.14304                         
         476746.08    3774724.36        4.96128                      476766.08    
3774724.36        4.77857                         
         476786.08    3774724.36        4.59303                      476806.08    
3774724.36        4.41121                         
         476826.08    3774724.36        4.23746                      476846.08    
3774724.36        4.06908                         



         476866.08    3774724.36        3.90684                      476886.08    
3774724.36        3.75127                         
         476906.08    3774724.36        3.60270                      476926.08    
3774724.36        3.46017                         
         476946.08    3774724.36        3.32238                      476966.08    
3774724.36        3.19488                         
         476986.08    3774724.36        3.07495                      477006.08    
3774724.36        2.96166                         
         477026.08    3774724.36        2.85471                      477046.08    
3774724.36        2.75289                         
         477066.08    3774724.36        2.65487                      477086.08    
3774724.36        2.56466                         
         477106.08    3774724.36        2.48004                      477126.08    
3774724.36        2.40010                         
         477146.08    3774724.36        2.32453                      477166.08    
3774724.36        2.25255                         
         477186.08    3774724.36        1.93582                      477206.08    
3774724.36        1.87319                         
         477226.08    3774724.36        1.81940                      477246.08    
3774724.36        1.77645                         
         477266.08    3774724.36        1.73576                      477286.08    
3774724.36        1.68923                         
         477306.08    3774724.36        1.62969                      477326.08    
3774724.36        1.59202                         
         477346.08    3774724.36        1.56047                      477366.08    
3774724.36        1.53037                         
         477386.08    3774724.36        1.50162                      477406.08    
3774724.36        1.47412                         
         477426.08    3774724.36        1.44777                      477446.08    
3774724.36        1.42248                         
         477466.08    3774724.36        1.39339                      477486.08    
3774724.36        1.35617                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 215
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774724.36        1.33208                      477526.08    
3774724.36        1.31150                         
         475946.08    3774744.36        2.10639                      475966.08    
3774744.36        2.19031                         
         475986.08    3774744.36        2.27878                      476006.08    
3774744.36        2.37202                         
         476026.08    3774744.36        2.47171                      476046.08    
3774744.36        2.57991                         
         476066.08    3774744.36        2.69000                      476086.08    
3774744.36        2.80489                         
         476106.08    3774744.36        2.92546                      476126.08    
3774744.36        3.05179                         
         476146.08    3774744.36        3.18388                      476166.08    
3774744.36        3.32162                         
         476186.08    3774744.36        3.47037                      476206.08    
3774744.36        3.62372                         
         476226.08    3774744.36        3.77757                      476246.08    
3774744.36        3.93548                         
         476266.08    3774744.36        4.09661                      476286.08    
3774744.36        4.25983                         
         476306.08    3774744.36        4.42380                      476326.08    
3774744.36        4.58979                         
         476346.08    3774744.36        4.75900                      476366.08    
3774744.36        4.91643                         
         476386.08    3774744.36        5.06503                      476406.08    
3774744.36        5.20354                         
         476426.08    3774744.36        5.32917                      476446.08    
3774744.36        5.44206                         
         476466.08    3774744.36        5.54185                      476486.08    
3774744.36        5.61426                         
         476506.08    3774744.36        5.66273                      476526.08    
3774744.36        5.68707                         
         476546.08    3774744.36        5.68662                      476566.08    
3774744.36        5.66339                         
         476586.08    3774744.36        5.61245                      476606.08    
3774744.36        5.54013                         
         476626.08    3774744.36        5.44863                      476646.08    
3774744.36        5.33938                         
         476666.08    3774744.36        5.21094                      476686.08    
3774744.36        5.07110                         
         476706.08    3774744.36        4.92586                      476726.08    
3774744.36        4.77406                         
         476746.08    3774744.36        4.61818                      476766.08    
3774744.36        4.46038                         
         476786.08    3774744.36        4.29898                      476806.08    



3774744.36        4.13973                         
         476826.08    3774744.36        3.98655                      476846.08    
3774744.36        3.83711                         
         476866.08    3774744.36        3.69217                      476886.08    
3774744.36        3.55229                         
         476906.08    3774744.36        3.41788                      476926.08    
3774744.36        3.28814                         
         476946.08    3774744.36        3.16203                      476966.08    
3774744.36        3.04469                         
         476986.08    3774744.36        2.93376                      477006.08    
3774744.36        2.82849                         
         477026.08    3774744.36        2.72808                      477046.08    
3774744.36        2.63252                         
         477066.08    3774744.36        2.54117                      477086.08    
3774744.36        2.45634                         
         477106.08    3774744.36        2.37641                      477126.08    
3774744.36        2.30074                         
         477146.08    3774744.36        2.22908                      477166.08    
3774744.36        2.03581                         
         477186.08    3774744.36        1.82811                      477206.08    
3774744.36        1.77562                         
         477226.08    3774744.36        1.73190                      477246.08    
3774744.36        1.69050                         
         477266.08    3774744.36        1.65126                      477286.08    
3774744.36        1.60612                         
         477306.08    3774744.36        1.54791                      477326.08    
3774744.36        1.51140                         
         477346.08    3774744.36        1.48096                      477366.08    
3774744.36        1.45195                         
         477386.08    3774744.36        1.42428                      477406.08    
3774744.36        1.39785                         
         477426.08    3774744.36        1.37256                      477446.08    
3774744.36        1.34834                         
         477466.08    3774744.36        1.32017                      477486.08    
3774744.36        1.28355                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 216
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774744.36        1.26037                      477526.08    
3774744.36        1.24078                         
         475946.08    3774764.36        2.04791                      475966.08    
3774764.36        2.12689                         
         475986.08    3774764.36        2.20989                      476006.08    
3774764.36        2.29709                         
         476026.08    3774764.36        2.39002                      476046.08    
3774764.36        2.49054                         
         476066.08    3774764.36        2.59238                      476086.08    
3774764.36        2.69820                         
         476106.08    3774764.36        2.80878                      476126.08    
3774764.36        2.92412                         
         476146.08    3774764.36        3.04414                      476166.08    
3774764.36        3.16869                         
         476186.08    3774764.36        3.30259                      476206.08    
3774764.36        3.43987                         
         476226.08    3774764.36        3.57674                      476246.08    
3774764.36        3.71643                         
         476266.08    3774764.36        3.85813                      476286.08    
3774764.36        4.00083                         
         476306.08    3774764.36        4.14333                      476326.08    
3774764.36        4.28678                         
         476346.08    3774764.36        4.43229                      476366.08    
3774764.36        4.56670                         
         476386.08    3774764.36        4.69281                      476406.08    
3774764.36        4.80971                         
         476426.08    3774764.36        4.91523                      476446.08    
3774764.36        5.00969                         
         476466.08    3774764.36        5.09300                      476486.08    
3774764.36        5.15312                         
         476506.08    3774764.36        5.19321                      476526.08    
3774764.36        5.21329                         
         476546.08    3774764.36        5.21287                      476566.08    
3774764.36        5.19365                         
         476586.08    3774764.36        5.15134                      476606.08    
3774764.36        5.09117                         
         476626.08    3774764.36        5.01484                      476646.08    
3774764.36        4.92334                         
         476666.08    3774764.36        4.81515                      476686.08    
3774764.36        4.69673                         
         476706.08    3774764.36        4.57311                      476726.08    
3774764.36        4.44314                         



         476746.08    3774764.36        4.30884                      476766.08    
3774764.36        4.17204                         
         476786.08    3774764.36        4.03119                      476806.08    
3774764.36        3.89136                         
         476826.08    3774764.36        3.75609                      476846.08    
3774764.36        3.62332                         
         476866.08    3774764.36        3.49378                      476886.08    
3774764.36        3.36804                         
         476906.08    3774764.36        3.24651                      476926.08    
3774764.36        3.12855                         
         476946.08    3774764.36        3.01328                      476966.08    
3774764.36        2.90547                         
         476986.08    3774764.36        2.80304                      477006.08    
3774764.36        2.70539                         
         477026.08    3774764.36        2.61043                      477046.08    
3774764.36        2.52042                         
         477066.08    3774764.36        2.43651                      477086.08    
3774764.36        2.35697                         
         477106.08    3774764.36        2.28150                      477126.08    
3774764.36        2.20988                         
         477146.08    3774764.36        2.14190                      477166.08    
3774764.36        1.95212                         
         477186.08    3774764.36        1.74728                      477206.08    
3774764.36        1.69669                         
         477226.08    3774764.36        1.65458                      477246.08    
3774764.36        1.61464                         
         477266.08    3774764.36        1.57674                      477286.08    
3774764.36        1.53291                         
         477306.08    3774764.36        1.47605                      477326.08    
3774764.36        1.44057                         
         477346.08    3774764.36        1.41108                      477366.08    
3774764.36        1.38298                         
         477386.08    3774764.36        1.35619                      477406.08    
3774764.36        1.33062                         
         477426.08    3774764.36        1.30618                      477446.08    
3774764.36        1.28280                         
         477466.08    3774764.36        1.25539                      477486.08    
3774764.36        1.21933                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 217
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774764.36        1.19687                      477526.08    
3774764.36        1.17804                         
         475946.08    3774784.36        1.99050                      475966.08    
3774784.36        2.06473                         
         475986.08    3774784.36        2.14252                      476006.08    
3774784.36        2.22398                         
         476026.08    3774784.36        2.31051                      476046.08    
3774784.36        2.40382                         
         476066.08    3774784.36        2.49795                      476086.08    
3774784.36        2.59536                         
         476106.08    3774784.36        2.69673                      476126.08    
3774784.36        2.80201                         
         476146.08    3774784.36        2.91108                      476166.08    
3774784.36        3.02373                         
         476186.08    3774784.36        3.14165                      476206.08    
3774784.36        3.26339                         
         476226.08    3774784.36        3.38864                      476246.08    
3774784.36        3.51312                         
         476266.08    3774784.36        3.63804                      476286.08    
3774784.36        3.76317                         
         476306.08    3774784.36        3.88744                      476326.08    
3774784.36        4.01193                         
         476346.08    3774784.36        4.13765                      476366.08    
3774784.36        4.25302                         
         476386.08    3774784.36        4.36069                      476406.08    
3774784.36        4.46003                         
         476426.08    3774784.36        4.54929                      476446.08    
3774784.36        4.62894                         
         476466.08    3774784.36        4.69908                      476486.08    
3774784.36        4.74942                         
         476506.08    3774784.36        4.78289                      476526.08    
3774784.36        4.79961                         
         476546.08    3774784.36        4.79922                      476566.08    
3774784.36        4.78317                         
         476586.08    3774784.36        4.74770                      476606.08    
3774784.36        4.69722                         
         476626.08    3774784.36        4.63302                      476646.08    
3774784.36        4.55578                         
         476666.08    3774784.36        4.46400                      476686.08    



3774784.36        4.36309                         
         476706.08    3774784.36        4.25727                      476726.08    
3774784.36        4.14541                         
         476746.08    3774784.36        4.02847                      476766.08    
3774784.36        3.90724                         
         476786.08    3774784.36        3.78526                      476806.08    
3774784.36        3.66374                         
         476826.08    3774784.36        3.54402                      476846.08    
3774784.36        3.42589                         
         476866.08    3774784.36        3.31001                      476886.08    
3774784.36        3.19693                         
         476906.08    3774784.36        3.08707                      476926.08    
3774784.36        2.97989                         
         476946.08    3774784.36        2.87462                      476966.08    
3774784.36        2.77567                         
         476986.08    3774784.36        2.68123                      477006.08    
3774784.36        2.59080                         
         477026.08    3774784.36        2.50240                      477046.08    
3774784.36        2.41829                         
         477066.08    3774784.36        2.33982                      477086.08    
3774784.36        2.26505                         
         477106.08    3774784.36        2.19388                      477126.08    
3774784.36        2.12614                         
         477146.08    3774784.36        2.06169                      477166.08    
3774784.36        1.87597                         
         477186.08    3774784.36        1.67473                      477206.08    
3774784.36        1.62605                         
         477226.08    3774784.36        1.58554                      477246.08    
3774784.36        1.54705                         
         477266.08    3774784.36        1.51046                      477286.08    
3774784.36        1.46791                         
         477306.08    3774784.36        1.41242                      477326.08    
3774784.36        1.37793                         
         477346.08    3774784.36        1.34930                      477366.08    
3774784.36        1.32202                         
         477386.08    3774784.36        1.29600                      477406.08    
3774784.36        1.27117                         
         477426.08    3774784.36        1.24744                      477446.08    
3774784.36        1.21647                         
         477466.08    3774784.36        1.18660                      477486.08    
3774784.36        1.16071                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 218
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   



VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774784.36        1.14061                      477526.08    
3774784.36        1.12237                         
         475946.08    3774804.36        1.93421                      475966.08    
3774804.36        2.00391                         
         475986.08    3774804.36        2.07674                      476006.08    
3774804.36        2.15277                         
         476026.08    3774804.36        2.23328                      476046.08    
3774804.36        2.31984                         
         476066.08    3774804.36        2.40679                      476086.08    
3774804.36        2.49642                         
         476106.08    3774804.36        2.58934                      476126.08    
3774804.36        2.68544                         
         476146.08    3774804.36        2.78457                      476166.08    
3774804.36        2.88652                         
         476186.08    3774804.36        2.99100                      476206.08    
3774804.36        3.09946                         
         476226.08    3774804.36        3.21356                      476246.08    
3774804.36        3.32445                         
         476266.08    3774804.36        3.43486                      476286.08    
3774804.36        3.54491                         
         476306.08    3774804.36        3.65367                      476326.08    
3774804.36        3.76214                         
         476346.08    3774804.36        3.87126                      476366.08    
3774804.36        3.97079                         
         476386.08    3774804.36        4.06324                      476406.08    
3774804.36        4.14818                         
         476426.08    3774804.36        4.22420                      476446.08    
3774804.36        4.29185                         
         476466.08    3774804.36        4.35134                      476486.08    
3774804.36        4.39384                         
         476506.08    3774804.36        4.42201                      476526.08    
3774804.36        4.43605                         
         476546.08    3774804.36        4.43567                      476566.08    
3774804.36        4.42216                         
         476586.08    3774804.36        4.39219                      476606.08    
3774804.36        4.34949                         



         476626.08    3774804.36        4.29508                      476646.08    
3774804.36        4.22943                         
         476666.08    3774804.36        4.15106                      476686.08    
3774804.36        4.06454                         
         476706.08    3774804.36        3.97347                      476726.08    
3774804.36        3.87674                         
         476746.08    3774804.36        3.77469                      476766.08    
3774804.36        3.66729                         
         476786.08    3774804.36        3.56108                      476806.08    
3774804.36        3.45477                         
         476826.08    3774804.36        3.34859                      476846.08    
3774804.36        3.24329                         
         476866.08    3774804.36        3.13949                      476886.08    
3774804.36        3.03772                         
         476906.08    3774804.36        2.93837                      476926.08    
3774804.36        2.84099                         
         476946.08    3774804.36        2.74488                      476966.08    
3774804.36        2.65416                         
         476986.08    3774804.36        2.56718                      477006.08    
3774804.36        2.48354                         
         477026.08    3774804.36        2.40146                      477046.08    
3774804.36        2.32306                         
         477066.08    3774804.36        2.24963                      477086.08    
3774804.36        2.17943                         
         477106.08    3774804.36        2.11239                      477126.08    
3774804.36        2.04840                         
         477146.08    3774804.36        1.98694                      477166.08    
3774804.36        1.67345                         
         477186.08    3774804.36        1.60706                      477206.08    
3774804.36        1.56214                         
         477226.08    3774804.36        1.52326                      477246.08    
3774804.36        1.48622                         
         477266.08    3774804.36        1.44524                      477286.08    
3774804.36        1.40215                         
         477306.08    3774804.36        1.35426                      477326.08    
3774804.36        1.32210                         
         477346.08    3774804.36        1.29430                      477366.08    
3774804.36        1.26779                         
         477386.08    3774804.36        1.24249                      477406.08    
3774804.36        1.21833                         
         477426.08    3774804.36        1.19524                      477446.08    
3774804.36        1.15972                         
         477466.08    3774804.36        1.12849                      477486.08    
3774804.36        1.10917                         
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774804.36        1.09066                      477526.08    
3774804.36        1.07290                         
         475946.08    3774824.36        1.87910                      475966.08    
3774824.36        1.94450                         
         475986.08    3774824.36        2.01263                      476006.08    
3774824.36        2.08353                         
         476026.08    3774824.36        2.15840                      476046.08    
3774824.36        2.23865                         
         476066.08    3774824.36        2.31894                      476086.08    
3774824.36        2.40140                         
         476106.08    3774824.36        2.48657                      476126.08    
3774824.36        2.57431                         
         476146.08    3774824.36        2.66447                      476166.08    
3774824.36        2.75681                         
         476186.08    3774824.36        2.85104                      476206.08    
3774824.36        2.94849                         
         476226.08    3774824.36        3.05062                      476246.08    
3774824.36        3.14934                         
         476266.08    3774824.36        3.24717                      476286.08    
3774824.36        3.34425                         
         476306.08    3774824.36        3.43977                      476326.08    
3774824.36        3.53466                         
         476346.08    3774824.36        3.62978                      476366.08    
3774824.36        3.71608                         
         476386.08    3774824.36        3.79588                      476406.08    
3774824.36        3.86892                         
         476426.08    3774824.36        3.93406                      476446.08    
3774824.36        3.99191                         
         476466.08    3774824.36        4.04273                      476486.08    
3774824.36        4.07886                         
         476506.08    3774824.36        4.10275                      476526.08    
3774824.36        4.11463                         
         476546.08    3774824.36        4.11428                      476566.08    



3774824.36        4.10281                         
         476586.08    3774824.36        4.07729                      476606.08    
3774824.36        4.04091                         
         476626.08    3774824.36        3.99448                      476646.08    
3774824.36        3.93831                         
         476666.08    3774824.36        3.87097                      476686.08    
3774824.36        3.79638                         
         476706.08    3774824.36        3.71760                      476726.08    
3774824.36        3.63357                         
         476746.08    3774824.36        3.54449                      476766.08    
3774824.36        3.45027                         
         476786.08    3774824.36        3.35670                      476806.08    
3774824.36        3.26262                         
         476826.08    3774824.36        3.16822                      476846.08    
3774824.36        3.07417                         
         476866.08    3774824.36        2.98106                      476886.08    
3774824.36        2.88936                         
         476906.08    3774824.36        2.79945                      476926.08    
3774824.36        2.71094                         
         476946.08    3774824.36        2.62321                      476966.08    
3774824.36        2.54005                         
         476986.08    3774824.36        2.46000                      477006.08    
3774824.36        2.38272                         
         477026.08    3774824.36        2.30658                      477046.08    
3774824.36        2.23360                         
         477066.08    3774824.36        2.16498                      477086.08    
3774824.36        2.09917                         
         477106.08    3774824.36        2.03611                      477126.08    
3774824.36        1.97574                         
         477146.08    3774824.36        1.64996                      477166.08    
3774824.36        1.58584                         
         477186.08    3774824.36        1.54315                      477206.08    
3774824.36        1.50372                         
         477226.08    3774824.36        1.46648                      477246.08    
3774824.36        1.43093                         
         477266.08    3774824.36        1.37814                      477286.08    
3774824.36        1.33137                         
         477306.08    3774824.36        1.30042                      477326.08    
3774824.36        1.27187                         
         477346.08    3774824.36        1.24492                      477366.08    
3774824.36        1.21918                         
         477386.08    3774824.36        1.19458                      477406.08    
3774824.36        1.17107                         
         477426.08    3774824.36        1.14858                      477446.08    
3774824.36        1.11373                         
         477466.08    3774824.36        1.08309                      477486.08    
3774824.36        1.06422                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774824.36        1.04614                      477526.08    
3774824.36        1.02881                         
         475946.08    3774844.36        1.82524                      475966.08    
3774844.36        1.88655                         
         475986.08    3774844.36        1.95024                      476006.08    
3774844.36        2.01633                         
         476026.08    3774844.36        2.08591                      476046.08    
3774844.36        2.16029                         
         476066.08    3774844.36        2.23443                      476086.08    
3774844.36        2.31029                         
         476106.08    3774844.36        2.38837                      476126.08    
3774844.36        2.46853                         
         476146.08    3774844.36        2.55058                      476166.08    
3774844.36        2.63429                         
         476186.08    3774844.36        2.71940                      476206.08    
3774844.36        2.80708                         
         476226.08    3774844.36        2.89866                      476246.08    
3774844.36        2.98675                         
         476266.08    3774844.36        3.07367                      476286.08    
3774844.36        3.15957                         
         476306.08    3774844.36        3.24619                      476326.08    
3774844.36        3.33050                         
         476346.08    3774844.36        3.41078                      476366.08    
3774844.36        3.48549                         
         476386.08    3774844.36        3.55473                      476406.08    
3774844.36        3.61788                         
         476426.08    3774844.36        3.67403                      476446.08    
3774844.36        3.72378                         
         476466.08    3774844.36        3.76747                      476486.08    
3774844.36        3.79840                         



         476506.08    3774844.36        3.81880                      476526.08    
3774844.36        3.82892                         
         476546.08    3774844.36        3.82860                      476566.08    
3774844.36        3.81880                         
         476586.08    3774844.36        3.79692                      476606.08    
3774844.36        3.76572                         
         476626.08    3774844.36        3.72530                      476646.08    
3774844.36        3.67531                         
         476666.08    3774844.36        3.61811                      476686.08    
3774844.36        3.55465                         
         476706.08    3774844.36        3.48618                      476726.08    
3774844.36        3.41285                         
         476746.08    3774844.36        3.33479                      476766.08    
3774844.36        3.25184                         
         476786.08    3774844.36        3.16915                      476806.08    
3774844.36        3.08565                         
         476826.08    3774844.36        3.00152                      476846.08    
3774844.36        2.91736                         
         476866.08    3774844.36        2.83368                      476886.08    
3774844.36        2.75094                         
         476906.08    3774844.36        2.66950                      476926.08    
3774844.36        2.58900                         
         476946.08    3774844.36        2.50888                      476966.08    
3774844.36        2.43266                         
         476986.08    3774844.36        2.35902                      477006.08    
3774844.36        2.28766                         
         477026.08    3774844.36        2.21709                      477046.08    
3774844.36        2.14920                         
         477066.08    3774844.36        2.08516                      477086.08    
3774844.36        2.02354                         
         477106.08    3774844.36        1.96430                      477126.08    
3774844.36        1.90743                         
         477146.08    3774844.36        1.58792                      477166.08    
3774844.36        1.52573                         
         477186.08    3774844.36        1.48695                      477206.08    
3774844.36        1.44980                         
         477226.08    3774844.36        1.41422                      477246.08    
3774844.36        1.38017                         
         477266.08    3774844.36        1.32800                      477286.08    
3774844.36        1.28206                         
         477306.08    3774844.36        1.25355                      477326.08    
3774844.36        1.22628                         
         477346.08    3774844.36        1.20019                      477366.08    
3774844.36        1.17523                         
         477386.08    3774844.36        1.15134                      477406.08    
3774844.36        1.12848                         
         477426.08    3774844.36        1.10659                      477446.08    
3774844.36        1.07242                         
         477466.08    3774844.36        1.04237                      477486.08    
3774844.36        1.02395                         
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774844.36        1.00628                      477526.08    
3774844.36        0.98933                         
         475946.08    3774864.36        1.77266                      475966.08    
3774864.36        1.83010                         
         475986.08    3774864.36        1.88961                      476006.08    
3774864.36        1.95119                         
         476026.08    3774864.36        2.01585                      476046.08    
3774864.36        2.08479                         
         476066.08    3774864.36        2.15323                      476086.08    
3774864.36        2.22305                         
         476106.08    3774864.36        2.29466                      476126.08    
3774864.36        2.36792                         
         476146.08    3774864.36        2.44266                      476166.08    
3774864.36        2.51864                         
         476186.08    3774864.36        2.59561                      476206.08    
3774864.36        2.67463                         
         476226.08    3774864.36        2.75693                      476246.08    
3774864.36        2.83571                         
         476266.08    3774864.36        2.91313                      476286.08    
3774864.36        2.98936                         
         476306.08    3774864.36        3.06729                      476326.08    
3774864.36        3.14208                         
         476346.08    3774864.36        3.21108                      476366.08    
3774864.36        3.27614                         
         476386.08    3774864.36        3.33649                      476406.08    
3774864.36        3.39137                         
         476426.08    3774864.36        3.44003                      476446.08    



3774864.36        3.48308                         
         476466.08    3774864.36        3.52086                      476486.08    
3774864.36        3.54750                         
         476506.08    3774864.36        3.56503                      476526.08    
3774864.36        3.57371                         
         476546.08    3774864.36        3.57340                      476566.08    
3774864.36        3.56498                         
         476586.08    3774864.36        3.54610                      476606.08    
3774864.36        3.51918                         
         476626.08    3774864.36        3.48395                      476646.08    
3774864.36        3.43956                         
         476666.08    3774864.36        3.39055                      476686.08    
3774864.36        3.33601                         
         476706.08    3774864.36        3.27622                      476726.08    
3774864.36        3.21196                         
         476746.08    3774864.36        3.14330                      476766.08    
3774864.36        3.07002                         
         476786.08    3774864.36        2.99671                      476806.08    
3774864.36        2.92241                         
         476826.08    3774864.36        2.84725                      476846.08    
3774864.36        2.77177                         
         476866.08    3774864.36        2.69644                      476886.08    
3774864.36        2.62168                         
         476906.08    3774864.36        2.54781                      476926.08    
3774864.36        2.47453                         
         476946.08    3774864.36        2.40132                      476966.08    
3774864.36        2.33144                         
         476986.08    3774864.36        2.26369                      477006.08    
3774864.36        2.19781                         
         477026.08    3774864.36        2.13244                      477046.08    
3774864.36        2.06934                         
         477066.08    3774864.36        2.00963                      477086.08    
3774864.36        1.95198                         
         477106.08    3774864.36        1.89626                      477126.08    
3774864.36        1.58675                         
         477146.08    3774864.36        1.52565                      477166.08    
3774864.36        1.47173                         
         477186.08    3774864.36        1.43496                      477206.08    
3774864.36        1.39964                         
         477226.08    3774864.36        1.36572                      477246.08    
3774864.36        1.33318                         
         477266.08    3774864.36        1.28272                      477286.08    
3774864.36        1.23824                         
         477306.08    3774864.36        1.21081                      477326.08    
3774864.36        1.18452                         
         477346.08    3774864.36        1.15931                      477366.08    
3774864.36        1.13515                         
         477386.08    3774864.36        1.11200                      477406.08    
3774864.36        1.08980                         
         477426.08    3774864.36        1.06852                      477446.08    



3774864.36        1.03505                         
         477466.08    3774864.36        1.00560                      477486.08    
3774864.36        0.98762                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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                                  PAGE 222
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774864.36        0.97036                      477526.08    
3774864.36        0.95378                         
         475946.08    3774884.36        1.72142                      475966.08    
3774884.36        1.77521                         
         475986.08    3774884.36        1.83079                      476006.08    
3774884.36        1.88815                         
         476026.08    3774884.36        1.94823                      476046.08    
3774884.36        2.01212                         
         476066.08    3774884.36        2.07533                      476086.08    
3774884.36        2.13960                         
         476106.08    3774884.36        2.20531                      476126.08    
3774884.36        2.27233                         
         476146.08    3774884.36        2.34047                      476166.08    
3774884.36        2.40952                         
         476186.08    3774884.36        2.47923                      476206.08    
3774884.36        2.55058                         
         476226.08    3774884.36        2.62467                      476246.08    
3774884.36        2.69529                         
         476266.08    3774884.36        2.76443                      476286.08    
3774884.36        2.83227                         
         476306.08    3774884.36        2.90146                      476326.08    
3774884.36        2.96762                         
         476346.08    3774884.36        3.02840                      476366.08    
3774884.36        3.08553                         



         476386.08    3774884.36        3.13838                      476406.08    
3774884.36        3.18630                         
         476426.08    3774884.36        3.22868                      476446.08    
3774884.36        3.26612                         
         476466.08    3774884.36        3.29897                      476486.08    
3774884.36        3.32204                         
         476506.08    3774884.36        3.33720                      476526.08    
3774884.36        3.34469                         
         476546.08    3774884.36        3.34440                      476566.08    
3774884.36        3.33711                         
         476586.08    3774884.36        3.32073                      476606.08    
3774884.36        3.29736                         
         476626.08    3774884.36        3.26675                      476646.08    
3774884.36        3.22806                         
         476666.08    3774884.36        3.18530                      476686.08    
3774884.36        3.13761                         
         476706.08    3774884.36        3.08517                      476726.08    
3774884.36        3.02864                         
         476746.08    3774884.36        2.96802                      476766.08    
3774884.36        2.90306                         
         476786.08    3774884.36        2.83789                      476806.08    
3774884.36        2.77160                         
         476826.08    3774884.36        2.70429                      476846.08    
3774884.36        2.63645                         
         476866.08    3774884.36        2.56851                      476886.08    
3774884.36        2.50084                         
         476906.08    3774884.36        2.43376                      476926.08    
3774884.36        2.36698                         
         476946.08    3774884.36        2.30003                      476966.08    
3774884.36        2.23593                         
         476986.08    3774884.36        2.17358                      477006.08    
3774884.36        2.11276                         
         477026.08    3774884.36        2.05221                      477046.08    
3774884.36        1.99359                         
         477066.08    3774884.36        1.93794                      477086.08    
3774884.36        1.88407                         
         477106.08    3774884.36        1.76811                      477126.08    
3774884.36        1.50291                         
         477146.08    3774884.36        1.45845                      477166.08    
3774884.36        1.42099                         
         477186.08    3774884.36        1.38618                      477206.08    
3774884.36        1.35265                         
         477226.08    3774884.36        1.32038                      477246.08    
3774884.36        1.28934                         
         477266.08    3774884.36        1.24059                      477286.08    
3774884.36        1.19758                         
         477306.08    3774884.36        1.17124                      477326.08    
3774884.36        1.14594                         
         477346.08    3774884.36        1.12164                      477366.08    
3774884.36        1.09830                         



         477386.08    3774884.36        1.07590                      477406.08    
3774884.36        1.05438                         
         477426.08    3774884.36        1.03373                      477446.08    
3774884.36        1.00097                         
         477466.08    3774884.36        0.97214                      477486.08    
3774884.36        0.95461                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 223
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774884.36        0.93777                      477526.08    
3774884.36        0.92158                         
         475946.08    3774904.36        1.67153                      475966.08    
3774904.36        1.72189                         
         475986.08    3774904.36        1.77380                      476006.08    
3774904.36        1.82722                         
         476026.08    3774904.36        1.88304                      476046.08    
3774904.36        1.94227                         
         476066.08    3774904.36        2.00066                      476086.08    
3774904.36        2.05986                         
         476106.08    3774904.36        2.12020                      476126.08    
3774904.36        2.18156                         
         476146.08    3774904.36        2.24376                      476166.08    
3774904.36        2.30659                         
         476186.08    3774904.36        2.36981                      476206.08    
3774904.36        2.43435                         
         476226.08    3774904.36        2.50119                      476246.08    
3774904.36        2.56463                         
         476266.08    3774904.36        2.62653                      476286.08    
3774904.36        2.68708                         
         476306.08    3774904.36        2.74869                      476326.08    



3774904.36        2.80741                         
         476346.08    3774904.36        2.86116                      476366.08    
3774904.36        2.91153                         
         476386.08    3774904.36        2.95800                      476406.08    
3774904.36        3.00003                         
         476426.08    3774904.36        3.03871                      476446.08    
3774904.36        3.07195                         
         476466.08    3774904.36        3.09880                      476486.08    
3774904.36        3.11864                         
         476506.08    3774904.36        3.13181                      476526.08    
3774904.36        3.13830                         
         476546.08    3774904.36        3.13804                      476566.08    
3774904.36        3.13170                         
         476586.08    3774904.36        3.11741                      476606.08    
3774904.36        3.09702                         
         476626.08    3774904.36        3.07027                      476646.08    
3774904.36        3.03639                         
         476666.08    3774904.36        2.99891                      476686.08    
3774904.36        2.95702                         
         476706.08    3774904.36        2.91084                      476726.08    
3774904.36        2.86093                         
         476746.08    3774904.36        2.80722                      476766.08    
3774904.36        2.74946                         
         476786.08    3774904.36        2.69134                      476806.08    
3774904.36        2.63204                         
         476826.08    3774904.36        2.57162                      476846.08    
3774904.36        2.51052                         
         476866.08    3774904.36        2.44913                      476886.08    
3774904.36        2.38779                         
         476906.08    3774904.36        2.32592                      476926.08    
3774904.36        2.26460                         
         476946.08    3774904.36        2.20438                      476966.08    
3774904.36        2.14572                         
         476986.08    3774904.36        2.08799                      477006.08    
3774904.36        2.03086                         
         477026.08    3774904.36        1.97538                      477046.08    
3774904.36        1.92161                         
         477066.08    3774904.36        1.86978                      477086.08    
3774904.36        1.81945                         
         477106.08    3774904.36        1.64321                      477126.08    
3774904.36        1.44824                         
         477146.08    3774904.36        1.40715                      477166.08    
3774904.36        1.37309                         
         477186.08    3774904.36        1.34018                      477206.08    
3774904.36        1.29567                         
         477226.08    3774904.36        1.25563                      477246.08    
3774904.36        1.22685                         
         477266.08    3774904.36        1.19181                      477286.08    
3774904.36        1.15959                         
         477306.08    3774904.36        1.13434                      477326.08    



3774904.36        1.11003                         
         477346.08    3774904.36        1.08665                      477366.08    
3774904.36        1.06415                         
         477386.08    3774904.36        1.04251                      477406.08    
3774904.36        1.02170                         
         477426.08    3774904.36        1.00168                      477446.08    
3774904.36        0.96965                         
         477466.08    3774904.36        0.94146                      477486.08    
3774904.36        0.92441                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 224
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774904.36        0.90799                      477526.08    
3774904.36        0.89219                         
         475946.08    3774924.36        1.62304                      475966.08    
3774924.36        1.67017                         
         475986.08    3774924.36        1.71864                      476006.08    
3774924.36        1.76840                         
         476026.08    3774924.36        1.82027                      476046.08    
3774924.36        1.87519                         
         476066.08    3774924.36        1.92916                      476086.08    
3774924.36        1.98371                         
         476106.08    3774924.36        2.03917                      476126.08    
3774924.36        2.09541                         
         476146.08    3774924.36        2.15224                      476166.08    
3774924.36        2.20949                         
         476186.08    3774924.36        2.26692                      476206.08    
3774924.36        2.32540                         
         476226.08    3774924.36        2.38582                      476246.08    
3774924.36        2.44294                         



         476266.08    3774924.36        2.49851                      476286.08    
3774924.36        2.55268                         
         476306.08    3774924.36        2.60772                      476326.08    
3774924.36        2.66001                         
         476346.08    3774924.36        2.70769                      476366.08    
3774924.36        2.75227                         
         476386.08    3774924.36        2.79329                      476406.08    
3774924.36        2.83031                         
         476426.08    3774924.36        2.86517                      476446.08    
3774924.36        2.89457                         
         476466.08    3774924.36        2.91723                      476486.08    
3774924.36        2.93443                         
         476506.08    3774924.36        2.94594                      476526.08    
3774924.36        2.95160                         
         476546.08    3774924.36        2.95181                      476566.08    
3774924.36        2.94579                         
         476586.08    3774924.36        2.93319                      476606.08    
3774924.36        2.91540                         
         476626.08    3774924.36        2.89193                      476646.08    
3774924.36        2.86212                         
         476666.08    3774924.36        2.82913                      476686.08    
3774924.36        2.79218                         
         476706.08    3774924.36        2.75135                      476726.08    
3774924.36        2.70711                         
         476746.08    3774924.36        2.65937                      476766.08    
3774924.36        2.60785                         
         476786.08    3774924.36        2.55588                      476806.08    
3774924.36        2.50269                         
         476826.08    3774924.36        2.44834                      476846.08    
3774924.36        2.39320                         
         476866.08    3774924.36        2.33762                      476886.08    
3774924.36        2.28191                         
         476906.08    3774924.36        2.22504                      476926.08    
3774924.36        2.16874                         
         476946.08    3774924.36        2.11423                      476966.08    
3774924.36        2.06046                         
         476986.08    3774924.36        2.00709                      477006.08    
3774924.36        1.95366                         
         477026.08    3774924.36        1.90265                      477046.08    
3774924.36        1.85314                         
         477066.08    3774924.36        1.80487                      477086.08    
3774924.36        1.75787                         
         477106.08    3774924.36        1.58761                      477126.08    
3774924.36        1.39862                         
         477146.08    3774924.36        1.35981                      477166.08    
3774924.36        1.32772                         
         477186.08    3774924.36        1.29663                      477206.08    
3774924.36        1.24631                         
         477226.08    3774924.36        1.20178                      477246.08    
3774924.36        1.17489                         



         477266.08    3774924.36        1.14892                      477286.08    
3774924.36        1.12387                         
         477306.08    3774924.36        1.09970                      477326.08    
3774924.36        1.07639                         
         477346.08    3774924.36        1.05393                      477366.08    
3774924.36        1.03228                         
         477386.08    3774924.36        1.01141                      477406.08    
3774924.36        0.98979                         
         477426.08    3774924.36        0.96609                      477446.08    
3774924.36        0.93794                         
         477466.08    3774924.36        0.91312                      477486.08    
3774924.36        0.89655                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 225
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774924.36        0.88058                      477526.08    
3774924.36        0.86519                         
         475946.08    3774944.36        1.57594                      475966.08    
3774944.36        1.62006                         
         475986.08    3774944.36        1.66532                      476006.08    
3774944.36        1.71167                         
         476026.08    3774944.36        1.75989                      476046.08    
3774944.36        1.81084                         
         476066.08    3774944.36        1.86075                      476086.08    
3774944.36        1.91106                         
         476106.08    3774944.36        1.96207                      476126.08    
3774944.36        2.01365                         
         476146.08    3774944.36        2.06565                      476166.08    
3774944.36        2.11788                         
         476186.08    3774944.36        2.17014                      476206.08    



3774944.36        2.22322                         
         476226.08    3774944.36        2.27795                      476246.08    
3774944.36        2.32950                         
         476266.08    3774944.36        2.37949                      476286.08    
3774944.36        2.42810                         
         476306.08    3774944.36        2.47740                      476326.08    
3774944.36        2.52411                         
         476346.08    3774944.36        2.56655                      476366.08    
3774944.36        2.60614                         
         476386.08    3774944.36        2.64249                      476406.08    
3774944.36        2.67522                         
         476426.08    3774944.36        2.70604                      476446.08    
3774944.36        2.73198                         
         476466.08    3774944.36        2.75192                      476486.08    
3774944.36        2.76703                         
         476506.08    3774944.36        2.77713                      476526.08    
3774944.36        2.78208                         
         476546.08    3774944.36        2.78236                      476566.08    
3774944.36        2.77628                         
         476586.08    3774944.36        2.76568                      476606.08    
3774944.36        2.75020                         
         476626.08    3774944.36        2.72950                      476646.08    
3774944.36        2.70317                         
         476666.08    3774944.36        2.67400                      476686.08    
3774944.36        2.64129                         
         476706.08    3774944.36        2.60506                      476726.08    
3774944.36        2.56572                         
         476746.08    3774944.36        2.52314                      476766.08    
3774944.36        2.47705                         
         476786.08    3774944.36        2.43046                      476806.08    
3774944.36        2.38264                         
         476826.08    3774944.36        2.33362                      476846.08    
3774944.36        2.28376                         
         476866.08    3774944.36        2.23335                      476886.08    
3774944.36        2.18268                         
         476906.08    3774944.36        2.13079                      476926.08    
3774944.36        2.07928                         
         476946.08    3774944.36        2.02928                      476966.08    
3774944.36        1.97984                         
         476986.08    3774944.36        1.93062                      477006.08    
3774944.36        1.88122                         
         477026.08    3774944.36        1.83394                      477046.08    
3774944.36        1.78794                         
         477066.08    3774944.36        1.74298                      477086.08    
3774944.36        1.69910                         
         477106.08    3774944.36        1.53463                      477126.08    
3774944.36        1.35147                         
         477146.08    3774944.36        1.31483                      477166.08    
3774944.36        1.28461                         
         477186.08    3774944.36        1.25527                      477206.08    



3774944.36        1.20703                         
         477226.08    3774944.36        1.16431                      477246.08    
3774944.36        1.13875                         
         477266.08    3774944.36        1.11403                      477286.08    
3774944.36        1.09012                         
         477306.08    3774944.36        1.06702                      477326.08    
3774944.36        1.04470                         
         477346.08    3774944.36        1.02315                      477366.08    
3774944.36        1.00234                         
         477386.08    3774944.36        0.98226                      477406.08    
3774944.36        0.95814                         
         477426.08    3774944.36        0.92478                      477446.08    
3774944.36        0.90408                         
         477466.08    3774944.36        0.88676                      477486.08    
3774944.36        0.87069                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 226
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774944.36        0.85518                      477526.08    
3774944.36        0.84022                         
         475946.08    3774964.36        1.53026                      475966.08    
3774964.36        1.57155                         
         475986.08    3774964.36        1.61382                      476006.08    
3774964.36        1.65701                         
         476026.08    3774964.36        1.70185                      476046.08    
3774964.36        1.74914                         
         476066.08    3774964.36        1.79532                      476086.08    
3774964.36        1.84175                         
         476106.08    3774964.36        1.88872                      476126.08    
3774964.36        1.93610                         



         476146.08    3774964.36        1.98373                      476166.08    
3774964.36        2.03145                         
         476186.08    3774964.36        2.07908                      476206.08    
3774964.36        2.12734                         
         476226.08    3774964.36        2.17701                      476246.08    
3774964.36        2.22362                         
         476266.08    3774964.36        2.26871                      476286.08    
3774964.36        2.31244                         
         476306.08    3774964.36        2.35672                      476326.08    
3774964.36        2.39856                         
         476346.08    3774964.36        2.43647                      476366.08    
3774964.36        2.47175                         
         476386.08    3774964.36        2.50407                      476406.08    
3774964.36        2.53312                         
         476426.08    3774964.36        2.56047                      476446.08    
3774964.36        2.58345                         
         476466.08    3774964.36        2.60107                      476486.08    
3774964.36        2.61440                         
         476506.08    3774964.36        2.62330                      476526.08    
3774964.36        2.62766                         
         476546.08    3774964.36        2.62789                      476566.08    
3774964.36        2.62240                         
         476586.08    3774964.36        2.61312                      476606.08    
3774964.36        2.59945                         
         476626.08    3774964.36        2.58113                      476646.08    
3774964.36        2.55777                         
         476666.08    3774964.36        2.53188                      476686.08    
3774964.36        2.50281                         
         476706.08    3774964.36        2.47056                      476726.08    
3774964.36        2.43545                         
         476746.08    3774964.36        2.39736                      476766.08    
3774964.36        2.35602                         
         476786.08    3774964.36        2.31413                      476806.08    
3774964.36        2.27103                         
         476826.08    3774964.36        2.22674                      476846.08    
3774964.36        2.18155                         
         476866.08    3774964.36        2.13575                      476886.08    
3774964.36        2.08959                         
         476906.08    3774964.36        2.04217                      476926.08    
3774964.36        1.99498                         
         476946.08    3774964.36        1.94907                      476966.08    
3774964.36        1.90285                         
         476986.08    3774964.36        1.85711                      477006.08    
3774964.36        1.81224                         
         477026.08    3774964.36        1.76857                      477046.08    
3774964.36        1.72582                         
         477066.08    3774964.36        1.68393                      477086.08    
3774964.36        1.39214                         
         477106.08    3774964.36        1.34452                      477126.08    
3774964.36        1.30328                         



         477146.08    3774964.36        1.27201                      477166.08    
3774964.36        1.24356                         
         477186.08    3774964.36        1.21589                      477206.08    
3774964.36        1.16966                         
         477226.08    3774964.36        1.12870                      477246.08    
3774964.36        1.10443                         
         477266.08    3774964.36        1.08091                      477286.08    
3774964.36        1.05812                         
         477306.08    3774964.36        1.03606                      477326.08    
3774964.36        1.01471                         
         477346.08    3774964.36        0.99405                      477366.08    
3774964.36        0.97408                         
         477386.08    3774964.36        0.95478                      477406.08    
3774964.36        0.93094                         
         477426.08    3774964.36        0.89779                      477446.08    
3774964.36        0.87819                         
         477466.08    3774964.36        0.86208                      477486.08    
3774964.36        0.84652                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 227
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774964.36        0.83148                      477526.08    
3774964.36        0.81695                         
         475946.08    3774984.36        1.48599                      475966.08    
3774984.36        1.52465                         
         475986.08    3774984.36        1.56413                      476006.08    
3774984.36        1.60439                         
         476026.08    3774984.36        1.64610                      476046.08    
3774984.36        1.69002                         
         476066.08    3774984.36        1.73278                      476086.08    



3774984.36        1.77568                         
         476106.08    3774984.36        1.81896                      476126.08    
3774984.36        1.86252                         
         476146.08    3774984.36        1.90620                      476166.08    
3774984.36        1.94987                         
         476186.08    3774984.36        1.99395                      476206.08    
3774984.36        2.03814                         
         476226.08    3774984.36        2.08257                      476246.08    
3774984.36        2.12471                         
         476266.08    3774984.36        2.16569                      476286.08    
3774984.36        2.20581                         
         476306.08    3774984.36        2.24522                      476326.08    
3774984.36        2.28237                         
         476346.08    3774984.36        2.31633                      476366.08    
3774984.36        2.34786                         
         476386.08    3774984.36        2.37690                      476406.08    
3774984.36        2.40336                         
         476426.08    3774984.36        2.42729                      476446.08    
3774984.36        2.44737                         
         476466.08    3774984.36        2.46300                      476486.08    
3774984.36        2.47481                         
         476506.08    3774984.36        2.48282                      476526.08    
3774984.36        2.48698                         
         476546.08    3774984.36        2.48671                      476566.08    
3774984.36        2.48186                         
         476586.08    3774984.36        2.47362                      476606.08    
3774984.36        2.46119                         
         476626.08    3774984.36        2.44479                      476646.08    
3774984.36        2.42433                         
         476666.08    3774984.36        2.40134                      476686.08    
3774984.36        2.37541                         
         476706.08    3774984.36        2.34659                      476726.08    
3774984.36        2.31487                         
         476746.08    3774984.36        2.28057                      476766.08    
3774984.36        2.24374                         
         476786.08    3774984.36        2.20606                      476806.08    
3774984.36        2.16712                         
         476826.08    3774984.36        2.12701                      476846.08    
3774984.36        2.08599                         
         476866.08    3774984.36        2.04375                      476886.08    
3774984.36        2.00165                         
         476906.08    3774984.36        1.95853                      476926.08    
3774984.36        1.91549                         
         476946.08    3774984.36        1.87328                      476966.08    
3774984.36        1.83024                         
         476986.08    3774984.36        1.78776                      477006.08    
3774984.36        1.74677                         
         477026.08    3774984.36        1.70636                      477046.08    
3774984.36        1.66660                         
         477066.08    3774984.36        1.62756                      477086.08    



3774984.36        1.33530                         
         477106.08    3774984.36        1.28667                      477126.08    
3774984.36        1.25861                         
         477146.08    3774984.36        1.23119                      477166.08    
3774984.36        1.20442                         
         477186.08    3774984.36        1.17832                      477206.08    
3774984.36        1.13403                         
         477226.08    3774984.36        1.09477                      477246.08    
3774984.36        1.07174                         
         477266.08    3774984.36        1.04937                      477286.08    
3774984.36        1.02767                         
         477306.08    3774984.36        1.00661                      477326.08    
3774984.36        0.98621                         
         477346.08    3774984.36        0.96644                      477366.08    
3774984.36        0.94729                         
         477386.08    3774984.36        0.92875                      477406.08    
3774984.36        0.90569                         
         477426.08    3774984.36        0.87338                      477446.08    
3774984.36        0.85441                         
         477466.08    3774984.36        0.83885                      477486.08    
3774984.36        0.82380                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 228
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774984.36        0.80924                      477526.08    
3774984.36        0.79516                         
         475946.08    3775004.36        1.44313                      475966.08    
3775004.36        1.47932                         
         475986.08    3775004.36        1.51621                      476006.08    
3775004.36        1.55376                         



         476026.08    3775004.36        1.59259                      476046.08    
3775004.36        1.63340                         
         476066.08    3775004.36        1.67303                      476086.08    
3775004.36        1.71268                         
         476106.08    3775004.36        1.75261                      476126.08    
3775004.36        1.79270                         
         476146.08    3775004.36        1.83283                      476166.08    
3775004.36        1.87284                         
         476186.08    3775004.36        1.91443                      476206.08    
3775004.36        1.95528                         
         476226.08    3775004.36        1.99420                      476246.08    
3775004.36        2.03220                         
         476266.08    3775004.36        2.06979                      476286.08    
3775004.36        2.10741                         
         476306.08    3775004.36        2.14206                      476326.08    
3775004.36        2.17463                         
         476346.08    3775004.36        2.20514                      476366.08    
3775004.36        2.23341                         
         476386.08    3775004.36        2.25982                      476406.08    
3775004.36        2.28454                         
         476426.08    3775004.36        2.30513                      476446.08    
3775004.36        2.32237                         
         476466.08    3775004.36        2.33627                      476486.08    
3775004.36        2.34678                         
         476506.08    3775004.36        2.35417                      476526.08    
3775004.36        2.35731                         
         476546.08    3775004.36        2.35685                      476566.08    
3775004.36        2.35301                         
         476586.08    3775004.36        2.34566                      476606.08    
3775004.36        2.33394                         
         476626.08    3775004.36        2.31894                      476646.08    
3775004.36        2.30152                         
         476666.08    3775004.36        2.28113                      476686.08    
3775004.36        2.25792                         
         476706.08    3775004.36        2.23210                      476726.08    
3775004.36        2.20291                         
         476746.08    3775004.36        2.17167                      476766.08    
3775004.36        2.13938                         
         476786.08    3775004.36        2.10550                      476806.08    
3775004.36        2.07025                         
         476826.08    3775004.36        2.03385                      476846.08    
3775004.36        1.99653                         
         476866.08    3775004.36        1.95666                      476886.08    
3775004.36        1.91822                         
         476906.08    3775004.36        1.87941                      476926.08    
3775004.36        1.84048                         
         476946.08    3775004.36        1.80163                      476966.08    
3775004.36        1.76191                         
         476986.08    3775004.36        1.72262                      477006.08    
3775004.36        1.68464                         



         477026.08    3775004.36        1.64711                      477046.08    
3775004.36        1.61012                         
         477066.08    3775004.36        1.57372                      477086.08    
3775004.36        1.29046                         
         477106.08    3775004.36        1.24427                      477126.08    
3775004.36        1.21798                         
         477146.08    3775004.36        1.19223                      477166.08    
3775004.36        1.16704                         
         477186.08    3775004.36        1.14243                      477206.08    
3775004.36        1.10001                         
         477226.08    3775004.36        1.06238                      477246.08    
3775004.36        1.04053                         
         477266.08    3775004.36        1.01928                      477286.08    
3775004.36        0.99861                         
         477306.08    3775004.36        0.97854                      477326.08    
3775004.36        0.95905                         
         477346.08    3775004.36        0.94014                      477366.08    
3775004.36        0.92179                         
         477386.08    3775004.36        0.90400                      477406.08    
3775004.36        0.88172                         
         477426.08    3775004.36        0.85024                      477446.08    
3775004.36        0.83189                         
         477466.08    3775004.36        0.81689                      477486.08    
3775004.36        0.80235                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 229
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3775004.36        0.78827                      477526.08    
3775004.36        0.77463                         
         475946.08    3775024.36        1.40167                      475966.08    



3775024.36        1.43556                         
         475986.08    3775024.36        1.47004                      476006.08    
3775024.36        1.50603                         
         476026.08    3775024.36        1.54262                      476046.08    
3775024.36        1.57938                         
         476066.08    3775024.36        1.61594                      476086.08    
3775024.36        1.65264                         
         476106.08    3775024.36        1.68951                      476126.08    
3775024.36        1.72646                         
         476146.08    3775024.36        1.76336                      476166.08    
3775024.36        1.80007                         
         476186.08    3775024.36        1.83827                      476206.08    
3775024.36        1.87567                         
         476226.08    3775024.36        1.91104                      476246.08    
3775024.36        1.94557                         
         476266.08    3775024.36        1.97975                      476286.08    
3775024.36        2.01399                         
         476306.08    3775024.36        2.04524                      476326.08    
3775024.36        2.07456                         
         476346.08    3775024.36        2.10204                      476366.08    
3775024.36        2.12747                         
         476386.08    3775024.36        2.15121                      476406.08    
3775024.36        2.17350                         
         476426.08    3775024.36        2.19188                                     
                                               
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476426.08    3773784.36        3.85252                      476446.08    
3773784.36        4.06093                         
         476466.08    3773784.36        4.29028                      476486.08    
3773784.36        4.54397                         
         476506.08    3773784.36        4.83071                      476526.08    
3773784.36        5.16225                         
         476546.08    3773784.36        5.52455                      475526.08    
3773804.36        0.86516                         
         475546.08    3773804.36        0.88725                      475566.08    
3773804.36        0.90922                         
         475586.08    3773804.36        0.93316                      475606.08    
3773804.36        0.95776                         
         475626.08    3773804.36        0.98224                      475646.08    
3773804.36        1.00774                         
         475666.08    3773804.36        1.03417                      475686.08    
3773804.36        1.06151                         
         475706.08    3773804.36        1.08990                      475726.08    
3773804.36        1.11937                         
         475746.08    3773804.36        1.14998                      475766.08    
3773804.36        1.18178                         
         475786.08    3773804.36        1.21558                      475806.08    
3773804.36        1.25243                         
         475826.08    3773804.36        1.28874                      475846.08    
3773804.36        1.32608                         
         475866.08    3773804.36        1.36492                      475886.08    
3773804.36        1.40535                         
         475906.08    3773804.36        1.44745                      475926.08    
3773804.36        1.49131                         
         475946.08    3773804.36        1.53704                      475966.08    
3773804.36        1.58488                         
         475986.08    3773804.36        1.63511                      476006.08    
3773804.36        1.69294                         
         476426.08    3773804.36        3.90332                      476446.08    
3773804.36        4.11670                         
         476466.08    3773804.36        4.35175                      476486.08    
3773804.36        4.61205                         
         476506.08    3773804.36        4.90660                      476526.08    
3773804.36        5.24755                         
         476546.08    3773804.36        5.62087                      476566.08    
3773804.36        6.04391                         
         476586.08    3773804.36        6.53138                      476606.08    
3773804.36        7.09974                         
         476626.08    3773804.36        7.78112                      476646.08    
3773804.36        8.62393                         
         476666.08    3773804.36        9.63390                      476686.08    
3773804.36       10.90234                         



         476706.08    3773804.36       12.55812                      476726.08    
3773804.36       14.81932                         
         476746.08    3773804.36       18.11013                      476766.08    
3773804.36       23.37884                         
         476786.08    3773804.36       33.51675                      476846.08    
3773804.36       56.07565                         
         476866.08    3773804.36       47.99195                      476886.08    
3773804.36       44.72837                         
         476906.08    3773804.36       43.10370                      476926.08    
3773804.36       42.26495                         
         476946.08    3773804.36       42.12470                      476966.08    
3773804.36       42.48421                         
         476986.08    3773804.36       43.90739                      477006.08    
3773804.36       47.58350                         
         477026.08    3773804.36       56.41604                      477046.08    
3773804.36       47.64063                         
         475526.08    3773824.36        0.86392                      475546.08    
3773824.36        0.88582                         
         475566.08    3773824.36        0.90875                      475586.08    
3773824.36        0.93229                         
         475606.08    3773824.36        0.95646                      475626.08    
3773824.36        0.98111                         
         475646.08    3773824.36        1.00669                      475666.08    
3773824.36        1.03324                         
         475686.08    3773824.36        1.06081                      475706.08    
3773824.36        1.08945                         
         475726.08    3773824.36        1.11921                      475746.08    
3773824.36        1.15013                         
         475766.08    3773824.36        1.18341                      475786.08    
3773824.36        1.21811                         
         475806.08    3773824.36        1.25397                      475826.08    
3773824.36        1.29049                         
         475846.08    3773824.36        1.32831                      475866.08    
3773824.36        1.36769                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 



                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475886.08    3773824.36        1.41012                      475906.08    
3773824.36        1.45359                         
         475926.08    3773824.36        1.49631                      475946.08    
3773824.36        1.54241                         
         475966.08    3773824.36        1.59087                      475986.08    
3773824.36        1.64146                         
         476006.08    3773824.36        1.69874                      476426.08    
3773824.36        3.95125                         
         476446.08    3773824.36        4.16905                      476466.08    
3773824.36        4.40914                         
         476486.08    3773824.36        4.67523                      476506.08    
3773824.36        4.97655                         
         476526.08    3773824.36        5.32557                      476546.08    
3773824.36        5.70823                         
         476566.08    3773824.36        6.14238                      476586.08    
3773824.36        6.64328                         
         476606.08    3773824.36        7.22812                      476626.08    
3773824.36        7.93011                         
         476646.08    3773824.36        8.79921                      476666.08    
3773824.36        9.84266                         
         476686.08    3773824.36       11.15505                      476706.08    
3773824.36       12.86943                         
         476726.08    3773824.36       15.20915                      476746.08    
3773824.36       18.59939                         
         476766.08    3773824.36       23.95248                      476786.08    
3773824.36       33.78660                         
         476846.08    3773824.36       50.00771                      476866.08    
3773824.36       39.50957                         
         476886.08    3773824.36       34.84930                      476906.08    
3773824.36       32.44605                         
         476926.08    3773824.36       31.14711                      476946.08    
3773824.36       30.57470                         
         476966.08    3773824.36       30.63030                      476986.08    
3773824.36       31.41623                         
         477006.08    3773824.36       33.25661                      477026.08    
3773824.36       36.94820                         
         477046.08    3773824.36       43.79399                      477066.08    



3773824.36       56.37024                         
         477086.08    3773824.36       48.46442                      475526.08    
3773844.36        0.86207                         
         475546.08    3773844.36        0.88383                      475566.08    
3773844.36        0.90745                         
         475586.08    3773844.36        0.93072                      475606.08    
3773844.36        0.95460                         
         475626.08    3773844.36        0.97939                      475646.08    
3773844.36        1.00513                         
         475666.08    3773844.36        1.03186                      475686.08    
3773844.36        1.05964                         
         475706.08    3773844.36        1.08896                      475726.08    
3773844.36        1.11937                         
         475746.08    3773844.36        1.15062                      475766.08    
3773844.36        1.18448                         
         475786.08    3773844.36        1.21951                      475806.08    
3773844.36        1.25483                         
         475826.08    3773844.36        1.29161                      475846.08    
3773844.36        1.33015                         
         475866.08    3773844.36        1.37076                      475886.08    
3773844.36        1.41425                         
         475906.08    3773844.36        1.45853                      475926.08    
3773844.36        1.50167                         
         475946.08    3773844.36        1.54848                      475966.08    
3773844.36        1.59778                         
         475986.08    3773844.36        1.64928                      476006.08    
3773844.36        1.70623                         
         476426.08    3773844.36        3.99672                      476446.08    
3773844.36        4.21846                         
         476466.08    3773844.36        4.46299                      476486.08    
3773844.36        4.73412                         
         476506.08    3773844.36        5.04128                      476526.08    
3773844.36        5.39717                         
         476546.08    3773844.36        5.78766                      476566.08    
3773844.36        6.23097                         
         476586.08    3773844.36        6.74273                      476606.08    
3773844.36        7.34056                         
         476626.08    3773844.36        8.05833                      476646.08    
3773844.36        8.94664                         
         476666.08    3773844.36       10.01327                      476686.08    
3773844.36       11.35388                         
         476706.08    3773844.36       13.10154                      476726.08    
3773844.36       15.47716                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 232
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476746.08    3773844.36       18.89475                      476766.08    
3773844.36       24.22837                         
         476786.08    3773844.36       33.69014                      476846.08    
3773844.36       47.76255                         
         476866.08    3773844.36       36.14528                      476886.08    
3773844.36       30.74452                         
         476906.08    3773844.36       27.83089                      476926.08    
3773844.36       26.16049                         
         476946.08    3773844.36       25.24239                      476966.08    
3773844.36       24.98692                         
         476986.08    3773844.36       25.28354                      477006.08    
3773844.36       26.21036                         
         477026.08    3773844.36       28.03698                      477046.08    
3773844.36       31.11694                         
         477066.08    3773844.36       36.02081                      477086.08    
3773844.36       44.37737                         
         477106.08    3773844.36       49.26477                      475526.08    
3773864.36        0.85951                         
         475546.08    3773864.36        0.88133                      475566.08    
3773864.36        0.90502                         
         475586.08    3773864.36        0.92837                      475606.08    
3773864.36        0.95235                         
         475626.08    3773864.36        0.97725                      475646.08    
3773864.36        1.00313                         
         475666.08    3773864.36        1.03003                      475686.08    
3773864.36        1.05799                         
         475706.08    3773864.36        1.08858                      475726.08    
3773864.36        1.12017                         



         475746.08    3773864.36        1.15179                      475766.08    
3773864.36        1.18483                         
         475786.08    3773864.36        1.21921                      475806.08    
3773864.36        1.25491                         
         475826.08    3773864.36        1.29210                      475846.08    
3773864.36        1.33165                         
         475866.08    3773864.36        1.37458                      475886.08    
3773864.36        1.41750                         
         475906.08    3773864.36        1.46176                      475926.08    
3773864.36        1.50764                         
         475946.08    3773864.36        1.55571                      475966.08    
3773864.36        1.60597                         
         475986.08    3773864.36        1.65849                      476006.08    
3773864.36        1.71644                         
         476026.08    3773864.36        1.77667                      476426.08    
3773864.36        4.04015                         
         476446.08    3773864.36        4.26540                      476466.08    
3773864.36        4.51383                         
         476486.08    3773864.36        4.78932                      476506.08    
3773864.36        5.10148                         
         476526.08    3773864.36        5.46316                      476546.08    
3773864.36        5.86010                         
         476566.08    3773864.36        6.31081                      476586.08    
3773864.36        6.83112                         
         476606.08    3773864.36        7.43887                      476626.08    
3773864.36        8.16817                         
         476646.08    3773864.36        9.06962                      476666.08    
3773864.36       10.15080                         
         476686.08    3773864.36       11.50692                      476706.08    
3773864.36       13.26878                         
         476726.08    3773864.36       15.65171                      476746.08    
3773864.36       19.05670                         
         476766.08    3773864.36       24.33021                      476786.08    
3773864.36       33.63355                         
         476846.08    3773864.36       46.72521                      476866.08    
3773864.36       34.48104                         
         476886.08    3773864.36       28.63567                      476906.08    
3773864.36       25.39048                         
         476926.08    3773864.36       23.45856                      476946.08    
3773864.36       22.31148                         
         476966.08    3773864.36       21.77763                      476986.08    
3773864.36       21.71103                         
         477006.08    3773864.36       22.10093                      477026.08    
3773864.36       23.03344                         
         477046.08    3773864.36       24.62333                      477066.08    
3773864.36       27.05704                         
         477086.08    3773864.36       30.69041                      477106.08    
3773864.36       36.36146                         
         475526.08    3773884.36        0.85734                      475546.08    
3773884.36        0.87952                         



         475566.08    3773884.36        0.90238                      475586.08    
3773884.36        0.92565                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 233
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475606.08    3773884.36        0.94971                      475626.08    
3773884.36        0.97471                         
         475646.08    3773884.36        1.00070                      475666.08    
3773884.36        1.02774                         
         475686.08    3773884.36        1.05586                      475706.08    
3773884.36        1.08673                         
         475726.08    3773884.36        1.11864                      475746.08    
3773884.36        1.15051                         
         475766.08    3773884.36        1.18371                      475786.08    
3773884.36        1.21831                         
         475806.08    3773884.36        1.25436                      475826.08    
3773884.36        1.29318                         
         475846.08    3773884.36        1.33377                      475866.08    
3773884.36        1.37586                         
         475886.08    3773884.36        1.41894                      475906.08    
3773884.36        1.46371                         
         475926.08    3773884.36        1.51047                      475946.08    
3773884.36        1.55931                         
         475966.08    3773884.36        1.61101                      475986.08    



3773884.36        1.66649                         
         476006.08    3773884.36        1.72403                      476026.08    
3773884.36        1.78372                         
         476046.08    3773884.36        1.84528                      476426.08    
3773884.36        4.07765                         
         476446.08    3773884.36        4.31035                      476466.08    
3773884.36        4.56218                         
         476486.08    3773884.36        4.84144                      476506.08    
3773884.36        5.15780                         
         476526.08    3773884.36        5.52429                      476546.08    
3773884.36        5.92643                         
         476566.08    3773884.36        6.38292                      476586.08    
3773884.36        6.90969                         
         476606.08    3773884.36        7.52458                      476626.08    
3773884.36        8.25577                         
         476646.08    3773884.36        9.14578                      476666.08    
3773884.36       10.22516                         
         476686.08    3773884.36       11.57617                      476706.08    
3773884.36       13.32205                         
         476726.08    3773884.36       15.71811                      476746.08    
3773884.36       19.12963                         
         476766.08    3773884.36       24.33461                      476786.08    
3773884.36       33.53150                         
         476846.08    3773884.36       46.26322                      476866.08    
3773884.36       33.57002                         
         476886.08    3773884.36       27.41126                      476906.08    
3773884.36       23.92435                         
         476926.08    3773884.36       21.79454                      476946.08    
3773884.36       20.46686                         
         476966.08    3773884.36       19.70153                      476986.08    
3773884.36       19.37353                         
         477006.08    3773884.36       19.43854                      477026.08    
3773884.36       19.87277                         
         477046.08    3773884.36       20.71738                      477066.08    
3773884.36       22.04440                         
         477086.08    3773884.36       23.97382                      477106.08    
3773884.36       26.80423                         
         475526.08    3773904.36        0.85460                      475546.08    
3773904.36        0.87703                         
         475566.08    3773904.36        0.89936                      475586.08    
3773904.36        0.92256                         
         475606.08    3773904.36        0.94668                      475626.08    
3773904.36        0.97176                         
         475646.08    3773904.36        0.99785                      475666.08    
3773904.36        1.02516                         
         475686.08    3773904.36        1.05391                      475706.08    
3773904.36        1.08465                         
         475726.08    3773904.36        1.11637                      475746.08    
3773904.36        1.14846                         
         475766.08    3773904.36        1.18191                      475786.08    



3773904.36        1.21699                         
         475806.08    3773904.36        1.25398                      475826.08    
3773904.36        1.29358                         
         475846.08    3773904.36        1.33455                      475866.08    
3773904.36        1.37611                         
         475886.08    3773904.36        1.41952                      475906.08    
3773904.36        1.46487                         
         475926.08    3773904.36        1.51226                      475946.08    
3773904.36        1.56180                         
         475966.08    3773904.36        1.61467                      475986.08    
3773904.36        1.67235                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 234
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476006.08    3773904.36        1.72998                      476026.08    
3773904.36        1.78972                         
         476046.08    3773904.36        1.85233                      476066.08    
3773904.36        1.91799                         
         476426.08    3773904.36        4.11732                      476446.08    
3773904.36        4.35381                         
         476466.08    3773904.36        4.60861                      476486.08    
3773904.36        4.89105                         
         476506.08    3773904.36        5.21092                      476526.08    
3773904.36        5.58129                         



         476546.08    3773904.36        5.98748                      476566.08    
3773904.36        6.44828                         
         476586.08    3773904.36        6.97959                      476606.08    
3773904.36        7.59916                         
         476626.08    3773904.36        8.33114                      476646.08    
3773904.36        9.20934                         
         476666.08    3773904.36       10.28258                      476686.08    
3773904.36       11.62413                         
         476706.08    3773904.36       13.34977                      476726.08    
3773904.36       15.74695                         
         476746.08    3773904.36       19.14283                      476766.08    
3773904.36       24.27213                         
         476786.08    3773904.36       33.34774                      476798.66    
3773910.67       43.78721                         
         476846.08    3773904.36       46.03883                      476866.08    
3773904.36       33.01705                         
         476886.08    3773904.36       26.62652                      476906.08    
3773904.36       22.95744                         
         476926.08    3773904.36       20.67450                      476946.08    
3773904.36       19.20469                         
         476966.08    3773904.36       18.27222                      476986.08    
3773904.36       17.75295                         
         477006.08    3773904.36       17.59331                      477026.08    
3773904.36       17.71237                         
         477046.08    3773904.36       18.12617                      477066.08    
3773904.36       18.85960                         
         477086.08    3773904.36       19.95771                      477106.08    
3773904.36       21.54936                         
         475526.08    3773924.36        0.85113                      475546.08    
3773924.36        0.87355                         
         475566.08    3773924.36        0.89590                      475586.08    
3773924.36        0.91912                         
         475606.08    3773924.36        0.94328                      475626.08    
3773924.36        0.96841                         
         475646.08    3773924.36        0.99456                      475666.08    
3773924.36        1.02234                         
         475686.08    3773924.36        1.05244                      475706.08    
3773924.36        1.08253                         
         475726.08    3773924.36        1.11357                      475746.08    
3773924.36        1.14585                         
         475766.08    3773924.36        1.17951                      475786.08    
3773924.36        1.21532                         
         475806.08    3773924.36        1.25416                      475826.08    
3773924.36        1.29313                         
         475846.08    3773924.36        1.33343                      475866.08    
3773924.36        1.37543                         
         475886.08    3773924.36        1.41933                      475906.08    
3773924.36        1.46523                         
         475926.08    3773924.36        1.51324                      475946.08    
3773924.36        1.56346                         



         475966.08    3773924.36        1.61709                      475986.08    
3773924.36        1.67563                         
         476006.08    3773924.36        1.73417                      476026.08    
3773924.36        1.79491                         
         476046.08    3773924.36        1.85858                      476066.08    
3773924.36        1.92539                         
         476086.08    3773924.36        1.99552                      476426.08    
3773924.36        4.16228                         
         476446.08    3773924.36        4.39632                      476466.08    
3773924.36        4.65368                         
         476486.08    3773924.36        4.93880                      476506.08    
3773924.36        5.26151                         
         476526.08    3773924.36        5.63495                      476546.08    
3773924.36        6.04411                         
         476566.08    3773924.36        6.50786                      476586.08    
3773924.36        7.04201                         
         476606.08    3773924.36        7.66408                      476626.08    
3773924.36        8.39788                         
         476646.08    3773924.36        9.27661                      476666.08    
3773924.36       10.34808                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476686.08    3773924.36       11.68393                      476706.08    



3773924.36       13.39726                         
         476726.08    3773924.36       15.76943                      476746.08    
3773924.36       19.11811                         
         476766.08    3773924.36       24.16528                      476786.08    
3773924.36       33.06753                         
         476846.08    3773924.36       45.96896                      476866.08    
3773924.36       32.62634                         
         476886.08    3773924.36       26.06820                      476906.08    
3773924.36       22.26775                         
         476926.08    3773924.36       19.86875                      476946.08    
3773924.36       18.28750                         
         476966.08    3773924.36       17.23813                      476986.08    
3773924.36       16.58135                         
         477006.08    3773924.36       16.24486                      477026.08    
3773924.36       16.14992                         
         477046.08    3773924.36       16.28961                      477066.08    
3773924.36       16.66529                         
         477086.08    3773924.36       17.29075                      477106.08    
3773924.36       18.22760                         
         475526.08    3773944.36        0.84736                      475546.08    
3773944.36        0.86976                         
         475566.08    3773944.36        0.89210                      475586.08    
3773944.36        0.91533                         
         475606.08    3773944.36        0.93950                      475626.08    
3773944.36        0.96466                         
         475646.08    3773944.36        0.99086                      475666.08    
3773944.36        1.01872                         
         475686.08    3773944.36        1.04903                      475706.08    
3773944.36        1.07914                         
         475726.08    3773944.36        1.11022                      475746.08    
3773944.36        1.14266                         
         475766.08    3773944.36        1.17651                      475786.08    
3773944.36        1.21258                         
         475806.08    3773944.36        1.25184                      475826.08    
3773944.36        1.29103                         
         475846.08    3773944.36        1.33158                      475866.08    
3773944.36        1.37398                         
         475886.08    3773944.36        1.41967                      475906.08    
3773944.36        1.46729                         
         475926.08    3773944.36        1.51604                      475946.08    
3773944.36        1.56709                         
         475966.08    3773944.36        1.62095                      475986.08    
3773944.36        1.67836                         
         476006.08    3773944.36        1.73747                      476026.08    
3773944.36        1.79920                         
         476046.08    3773944.36        1.86397                      476066.08    
3773944.36        1.93195                         
         476086.08    3773944.36        2.00335                      476106.08    
3773944.36        2.07839                         
         476126.08    3773944.36        2.15732                      476426.08    



3773944.36        4.20266                         
         476446.08    3773944.36        4.43844                      476466.08    
3773944.36        4.69803                         
         476486.08    3773944.36        4.98537                      476506.08    
3773944.36        5.30726                         
         476526.08    3773944.36        5.67330                      476546.08    
3773944.36        6.09002                         
         476566.08    3773944.36        6.56277                      476586.08    
3773944.36        7.09825                         
         476606.08    3773944.36        7.72097                      476626.08    
3773944.36        8.45434                         
         476646.08    3773944.36        9.33097                      476666.08    
3773944.36       10.39775                         
         476686.08    3773944.36       11.73689                      476706.08    
3773944.36       13.48506                         
         476726.08    3773944.36       15.80947                      476746.08    
3773944.36       19.07297                         
         476766.08    3773944.36       24.04318                      476786.08    
3773944.36       32.76150                         
         476846.08    3773944.36       45.93290                      476866.08    
3773944.36       32.33682                         
         476886.08    3773944.36       25.65334                      476906.08    
3773944.36       21.75416                         
         476926.08    3773944.36       19.26420                      476946.08    
3773944.36       17.59342                         
         476966.08    3773944.36       16.45041                      476986.08    
3773944.36       15.68128                         
         477006.08    3773944.36       15.20391                      477026.08    
3773944.36       14.96279                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 236
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477046.08    3773944.36       14.92468                      477066.08    
3773944.36       15.06659                         
         477086.08    3773944.36       15.39617                      477106.08    
3773944.36       15.93120                         
         475526.08    3773964.36        0.84331                      475546.08    
3773964.36        0.86567                         
         475566.08    3773964.36        0.88798                      475586.08    
3773964.36        0.91119                         
         475606.08    3773964.36        0.93535                      475626.08    
3773964.36        0.96051                         
         475646.08    3773964.36        0.98712                      475666.08    
3773964.36        1.01518                         
         475686.08    3773964.36        1.04506                      475706.08    
3773964.36        1.07516                         
         475726.08    3773964.36        1.10634                      475746.08    
3773964.36        1.13890                         
         475766.08    3773964.36        1.17339                      475786.08    
3773964.36        1.20985                         
         475806.08    3773964.36        1.24875                      475826.08    
3773964.36        1.28810                         
         475846.08    3773964.36        1.32897                      475866.08    
3773964.36        1.37175                         
         475886.08    3773964.36        1.41869                      475906.08    
3773964.36        1.46757                         
         475926.08    3773964.36        1.51698                      475946.08    
3773964.36        1.56877                         
         475966.08    3773964.36        1.62308                      475986.08    
3773964.36        1.68004                         
         476006.08    3773964.36        1.73981                      476026.08    
3773964.36        1.80254                         
         476046.08    3773964.36        1.86841                      476066.08    
3773964.36        1.93760                         
         476086.08    3773964.36        2.01031                      476106.08    
3773964.36        2.08676                         
         476126.08    3773964.36        2.16721                      476146.08    
3773964.36        2.25192                         
         476406.08    3773964.36        4.02397                      476426.08    
3773964.36        4.24303                         
         476446.08    3773964.36        4.48084                      476466.08    
3773964.36        4.74238                         
         476486.08    3773964.36        5.03156                      476506.08    
3773964.36        5.35320                         



         476526.08    3773964.36        5.71331                      476546.08    
3773964.36        6.13170                         
         476566.08    3773964.36        6.60798                      476586.08    
3773964.36        7.14875                         
         476606.08    3773964.36        7.77159                      476626.08    
3773964.36        8.50275                         
         476646.08    3773964.36        9.37527                      476666.08    
3773964.36       10.43529                         
         476686.08    3773964.36       11.77089                      476706.08    
3773964.36       13.52838                         
         476726.08    3773964.36       15.81227                      476746.08    
3773964.36       19.01837                         
         476766.08    3773964.36       23.92806                      476786.08    
3773964.36       32.53175                         
         476846.08    3773964.36       45.99047                      476866.08    
3773964.36       32.17255                         
         476886.08    3773964.36       25.36426                      476906.08    
3773964.36       21.37251                         
         476926.08    3773964.36       18.80204                      476946.08    
3773964.36       17.05468                         
         476966.08    3773964.36       15.83383                      476986.08    
3773964.36       14.97774                         
         477006.08    3773964.36       14.39247                      477026.08    
3773964.36       14.03906                         
         477046.08    3773964.36       13.86717                      477066.08    
3773964.36       13.85236                         
         477086.08    3773964.36       13.98482                      477106.08    
3773964.36       14.26650                         
         475526.08    3773984.36        0.83898                      475546.08    
3773984.36        0.86129                         
         475566.08    3773984.36        0.88355                      475586.08    
3773984.36        0.90672                         
         475606.08    3773984.36        0.93085                      475626.08    
3773984.36        0.95599                         
         475646.08    3773984.36        0.98348                      475666.08    
3773984.36        1.01200                         
         475686.08    3773984.36        1.04075                      475706.08    
3773984.36        1.07068                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 237
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 



                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475726.08    3773984.36        1.10192                      475746.08    
3773984.36        1.13457                         
         475766.08    3773984.36        1.17030                      475786.08    
3773984.36        1.20747                         
         475806.08    3773984.36        1.24512                      475826.08    
3773984.36        1.28444                         
         475846.08    3773984.36        1.32559                      475866.08    
3773984.36        1.36869                         
         475886.08    3773984.36        1.41602                      475906.08    
3773984.36        1.46537                         
         475926.08    3773984.36        1.51530                      475946.08    
3773984.36        1.56771                         
         475966.08    3773984.36        1.62271                      475986.08    
3773984.36        1.68046                         
         476006.08    3773984.36        1.74112                      476026.08    
3773984.36        1.80485                         
         476046.08    3773984.36        1.87183                      476066.08    
3773984.36        1.94224                         
         476086.08    3773984.36        2.01630                      476106.08    
3773984.36        2.09422                         
         476126.08    3773984.36        2.17625                      476146.08    
3773984.36        2.26266                         
         476166.08    3773984.36        2.35375                      476406.08    
3773984.36        4.06338                         
         476426.08    3773984.36        4.28453                      476446.08    
3773984.36        4.52427                         
         476466.08    3773984.36        4.78757                      476486.08    
3773984.36        5.07830                         
         476506.08    3773984.36        5.40121                      476526.08    
3773984.36        5.76223                         
         476546.08    3773984.36        6.17009                      476566.08    
3773984.36        6.63987                         
         476586.08    3773984.36        7.19410                      476606.08    



3773984.36        7.81793                         
         476626.08    3773984.36        8.54543                      476646.08    
3773984.36        9.41232                         
         476666.08    3773984.36       10.46404                      476686.08    
3773984.36       11.78775                         
         476706.08    3773984.36       13.52757                      476726.08    
3773984.36       15.78629                         
         476746.08    3773984.36       18.95778                      476775.68    
3773975.63       27.29716                         
         476793.06    3773974.32       37.22300                      476846.08    
3773984.36       46.18344                         
         476866.08    3773984.36       32.10396                      476886.08    
3773984.36       25.16916                         
         476906.08    3773984.36       21.08678                      476926.08    
3773984.36       18.44217                         
         476946.08    3773984.36       16.62743                      476966.08    
3773984.36       15.34039                         
         476986.08    3773984.36       14.41534                      477006.08    
3773984.36       13.75487                         
         477026.08    3773984.36       13.30050                      477046.08    
3773984.36       13.02108                         
         477066.08    3773984.36       12.90103                      477086.08    
3773984.36       12.89601                         
         477106.08    3773984.36       13.00929                      475526.08    
3774004.36        0.83495                         
         475546.08    3774004.36        0.85662                      475566.08    
3774004.36        0.87881                         
         475586.08    3774004.36        0.90192                      475606.08    
3774004.36        0.92599                         
         475626.08    3774004.36        0.95109                      475646.08    
3774004.36        0.97861                         
         475666.08    3774004.36        1.00715                      475686.08    
3774004.36        1.03579                         
         475706.08    3774004.36        1.06570                      475726.08    
3774004.36        1.09697                         
         475746.08    3774004.36        1.12967                      475766.08    
3774004.36        1.16556                         
         475786.08    3774004.36        1.20290                      475806.08    
3774004.36        1.24057                         
         475826.08    3774004.36        1.28004                      475846.08    
3774004.36        1.32142                         
         475866.08    3774004.36        1.36481                      475886.08    
3774004.36        1.41248                         
         475906.08    3774004.36        1.46223                      475926.08    
3774004.36        1.51265                         
         475946.08    3774004.36        1.56562                      475966.08    
3774004.36        1.62128                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              



                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475986.08    3774004.36        1.67979                      476006.08    
3774004.36        1.74132                         
         476026.08    3774004.36        1.80603                      476046.08    
3774004.36        1.87411                         
         476066.08    3774004.36        1.94786                      476086.08    
3774004.36        2.02520                         
         476106.08    3774004.36        2.10492                      476126.08    
3774004.36        2.18892                         
         476146.08    3774004.36        2.27747                      476166.08    
3774004.36        2.37086                         
         476186.08    3774004.36        2.47143                      476366.08    
3774004.36        3.69587                         
         476386.08    3774004.36        3.89077                      476406.08    
3774004.36        4.10461                         
         476426.08    3774004.36        4.32793                      476446.08    
3774004.36        4.56959                         
         476466.08    3774004.36        4.83458                      476486.08    
3774004.36        5.12668                         
         476506.08    3774004.36        5.45058                      476526.08    
3774004.36        5.81210                         
         476546.08    3774004.36        6.21856                      476566.08    
3774004.36        6.68231                         
         476586.08    3774004.36        7.22126                      476606.08    
3774004.36        7.85040                         



         476626.08    3774004.36        8.58490                      476646.08    
3774004.36        9.44494                         
         476666.08    3774004.36       10.48718                      476686.08    
3774004.36       11.78654                         
         476706.08    3774004.36       13.46915                      476726.08    
3774004.36       15.68252                         
         476746.08    3774004.36       18.78667                      476766.08    
3774004.36       23.52961                         
         476786.08    3774004.36       31.81409                      476846.08    
3774004.36       46.34558                         
         476866.08    3774004.36       32.04601                      476886.08    
3774004.36       25.01546                         
         476906.08    3774004.36       20.85900                      476926.08    
3774004.36       18.15158                         
         476946.08    3774004.36       16.27945                      476966.08    
3774004.36       14.93659                         
         476986.08    3774004.36       13.95442                      477006.08    
3774004.36       13.23307                         
         477026.08    3774004.36       12.71025                      477046.08    
3774004.36       12.35306                         
         477066.08    3774004.36       12.14173                      477086.08    
3774004.36       12.03322                         
         477106.08    3774004.36       12.02613                      475526.08    
3774024.36        0.83046                         
         475546.08    3774024.36        0.85169                      475566.08    
3774024.36        0.87379                         
         475586.08    3774024.36        0.89681                      475606.08    
3774024.36        0.92080                         
         475626.08    3774024.36        0.94583                      475646.08    
3774024.36        0.97328                         
         475666.08    3774024.36        1.00175                      475686.08    
3774024.36        1.03035                         
         475706.08    3774024.36        1.06024                      475726.08    
3774024.36        1.09150                         
         475746.08    3774024.36        1.12420                      475766.08    
3774024.36        1.16012                         
         475786.08    3774024.36        1.19752                      475806.08    
3774024.36        1.23529                         
         475826.08    3774024.36        1.27490                      475846.08    
3774024.36        1.31667                         
         475866.08    3774024.36        1.36095                      475886.08    
3774024.36        1.40852                         
         475906.08    3774024.36        1.45813                      475926.08    
3774024.36        1.50898                         
         475946.08    3774024.36        1.56247                      475966.08    
3774024.36        1.61874                         
         475986.08    3774024.36        1.67796                      476006.08    
3774024.36        1.74031                         
         476026.08    3774024.36        1.80632                      476046.08    
3774024.36        1.87653                         



         476066.08    3774024.36        1.95224                      476086.08    
3774024.36        2.03145                         
         476106.08    3774024.36        2.11292                      476126.08    
3774024.36        2.19885                         
         476146.08    3774024.36        2.28952                      476166.08    
3774024.36        2.38523                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476186.08    3774024.36        2.48630                      476206.08    
3774024.36        2.59313                         
         476226.08    3774024.36        2.70612                      476366.08    
3774024.36        3.72870                         
         476386.08    3774024.36        3.92724                      476406.08    
3774024.36        4.14398                         
         476426.08    3774024.36        4.37202                      476446.08    
3774024.36        4.61784                         
         476466.08    3774024.36        4.88458                      476486.08    
3774024.36        5.17803                         
         476506.08    3774024.36        5.50279                      476526.08    
3774024.36        5.86455                         
         476546.08    3774024.36        6.27051                      476566.08    
3774024.36        6.72986                         
         476586.08    3774024.36        7.25454                      476606.08    



3774024.36        7.88676                         
         476626.08    3774024.36        8.62389                      476646.08    
3774024.36        9.47612                         
         476666.08    3774024.36       10.50787                      476686.08    
3774024.36       11.78609                         
         476706.08    3774024.36       13.41737                      476726.08    
3774024.36       15.58358                         
         476746.08    3774024.36       18.62432                      476766.08    
3774024.36       23.25821                         
         476786.08    3774024.36       31.30508                      476846.08    
3774024.36       46.55350                         
         476866.08    3774024.36       32.00158                      476886.08    
3774024.36       24.88476                         
         476906.08    3774024.36       20.66726                      476926.08    
3774024.36       17.90808                         
         476946.08    3774024.36       15.98815                      476966.08    
3774024.36       14.59874                         
         476986.08    3774024.36       13.56933                      477006.08    
3774024.36       12.79838                         
         477026.08    3774024.36       12.22198                      477046.08    
3774024.36       11.80425                         
         477066.08    3774024.36       11.52139                      477086.08    
3774024.36       11.33492                         
         477106.08    3774024.36       11.23895                      475526.08    
3774044.36        0.82537                         
         475546.08    3774044.36        0.84649                      475566.08    
3774044.36        0.86848                         
         475586.08    3774044.36        0.89140                      475606.08    
3774044.36        0.91529                         
         475626.08    3774044.36        0.94022                      475646.08    
3774044.36        0.96756                         
         475666.08    3774044.36        0.99594                      475686.08    
3774044.36        1.02447                         
         475706.08    3774044.36        1.05430                      475726.08    
3774044.36        1.08551                         
         475746.08    3774044.36        1.11818                      475766.08    
3774044.36        1.15408                         
         475786.08    3774044.36        1.19149                      475806.08    
3774044.36        1.22931                         
         475826.08    3774044.36        1.26900                      475846.08    
3774044.36        1.31139                         
         475866.08    3774044.36        1.35748                      475886.08    
3774044.36        1.40426                         
         475906.08    3774044.36        1.45304                      475926.08    
3774044.36        1.50426                         
         475946.08    3774044.36        1.55820                      475966.08    
3774044.36        1.61501                         
         475986.08    3774044.36        1.67489                      476006.08    
3774044.36        1.73802                         
         476026.08    3774044.36        1.80573                      476046.08    



3774044.36        1.87962                         
         476066.08    3774044.36        1.95495                      476086.08    
3774044.36        2.03380                         
         476106.08    3774044.36        2.11686                      476126.08    
3774044.36        2.20459                         
         476146.08    3774044.36        2.29726                      476166.08    
3774044.36        2.39518                         
         476186.08    3774044.36        2.49868                      476206.08    
3774044.36        2.60813                         
         476226.08    3774044.36        2.72393                      476246.08    
3774044.36        2.84654                         
         476266.08    3774044.36        2.97650                      476286.08    
3774044.36        3.11442                         
         476366.08    3774044.36        3.76274                      476386.08    
3774044.36        3.95870                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 240
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476406.08    3774044.36        4.17885                      476426.08    
3774044.36        4.41621                         
         476446.08    3774044.36        4.67023                      476466.08    
3774044.36        4.93896                         
         476486.08    3774044.36        5.23391                      476506.08    
3774044.36        5.55958                         



         476526.08    3774044.36        5.92153                      476546.08    
3774044.36        6.32681                         
         476566.08    3774044.36        6.78444                      476586.08    
3774044.36        7.30616                         
         476606.08    3774044.36        7.93428                      476626.08    
3774044.36        8.66545                         
         476646.08    3774044.36        9.50914                      476666.08    
3774044.36       10.52956                         
         476686.08    3774044.36       11.79291                      476706.08    
3774044.36       13.40473                         
         476726.08    3774044.36       15.54519                      476746.08    
3774044.36       18.55069                         
         476766.08    3774044.36       23.13226                      476786.08    
3774044.36       31.08440                         
         476846.08    3774044.36       46.77707                      476866.08    
3774044.36       31.98822                         
         476886.08    3774044.36       24.78086                      476906.08    
3774044.36       20.50523                         
         476926.08    3774044.36       17.70005                      476946.08    
3774044.36       15.73913                         
         476966.08    3774044.36       14.31058                      476986.08    
3774044.36       13.24200                         
         477006.08    3774044.36       12.43044                      477026.08    
3774044.36       11.81078                         
         477046.08    3774044.36       11.34495                      477066.08    
3774044.36       11.00638                         
         477086.08    3774044.36       10.75991                      477106.08    
3774044.36       10.59667                         
         475526.08    3774064.36        0.82006                      475546.08    
3774064.36        0.84105                         
         475566.08    3774064.36        0.86291                      475586.08    
3774064.36        0.88570                         
         475606.08    3774064.36        0.90976                      475626.08    
3774064.36        0.93550                         
         475646.08    3774064.36        0.96214                      475666.08    
3774064.36        0.98974                         
         475686.08    3774064.36        1.01816                      475706.08    
3774064.36        1.04789                         
         475726.08    3774064.36        1.07902                      475746.08    
3774064.36        1.11162                         
         475766.08    3774064.36        1.14746                      475786.08    
3774064.36        1.18482                         
         475806.08    3774064.36        1.22263                      475826.08    
3774064.36        1.26235                         
         475846.08    3774064.36        1.30484                      475866.08    
3774064.36        1.35120                         
         475886.08    3774064.36        1.39804                      475906.08    
3774064.36        1.44694                         
         475926.08    3774064.36        1.49845                      475946.08    
3774064.36        1.55277                         



         475966.08    3774064.36        1.61006                      475986.08    
3774064.36        1.67052                         
         476006.08    3774064.36        1.73436                      476026.08    
3774064.36        1.80297                         
         476046.08    3774064.36        1.87816                      476066.08    
3774064.36        1.95453                         
         476086.08    3774064.36        2.03459                      476106.08    
3774064.36        2.11926                         
         476126.08    3774064.36        2.20882                      476146.08    
3774064.36        2.30356                         
         476166.08    3774064.36        2.40381                      476186.08    
3774064.36        2.50990                         
         476206.08    3774064.36        2.62220                      476226.08    
3774064.36        2.74110                         
         476246.08    3774064.36        2.86704                      476266.08    
3774064.36        3.00054                         
         476286.08    3774064.36        3.14217                      476306.08    
3774064.36        3.29259                         
         476326.08    3774064.36        3.45260                      476346.08    
3774064.36        3.62312                         
         476366.08    3774064.36        3.80527                      476386.08    
3774064.36        4.00464                         
         476406.08    3774064.36        4.22874                      476426.08    
3774064.36        4.46387                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 241
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   



Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476446.08    3774064.36        4.71813                      476466.08    
3774064.36        4.99758                         
         476486.08    3774064.36        5.29621                      476506.08    
3774064.36        5.62306                         
         476526.08    3774064.36        5.98537                      476546.08    
3774064.36        6.39003                         
         476566.08    3774064.36        6.84588                      476586.08    
3774064.36        7.36442                         
         476606.08    3774064.36        7.98824                      476626.08    
3774064.36        8.71313                         
         476646.08    3774064.36        9.54776                      476666.08    
3774064.36       10.55617                         
         476686.08    3774064.36       11.80372                      476706.08    
3774064.36       13.39463                         
         476726.08    3774064.36       15.50677                      476746.08    
3774064.36       18.47205                         
         476766.08    3774064.36       22.99098                      476786.08    
3774064.36       30.82662                         
         476846.08    3774064.36       46.98641                      476866.08    
3774064.36       32.00701                         
         476886.08    3774064.36       24.70237                      476906.08    
3774064.36       20.36805                         
         476926.08    3774064.36       17.51974                      476946.08    
3774064.36       15.52264                         
         476966.08    3774064.36       14.06080                      476986.08    
3774064.36       12.95959                         
         477006.08    3774064.36       12.11465                      477026.08    
3774064.36       11.46499                         
         477046.08    3774064.36       10.96129                      477066.08    
3774064.36       10.57348                         
         477086.08    3774064.36       10.27955                      477106.08    
3774064.36       10.06439                         
         475526.08    3774084.36        0.81453                      475546.08    
3774084.36        0.83537                         
         475566.08    3774084.36        0.85709                      475586.08    
3774084.36        0.87973                         
         475606.08    3774084.36        0.90381                      475626.08    
3774084.36        0.93000                         
         475646.08    3774084.36        0.95612                      475666.08    
3774084.36        0.98316                         
         475686.08    3774084.36        1.01144                      475706.08    
3774084.36        1.04104                         
         475726.08    3774084.36        1.07204                      475746.08    
3774084.36        1.10453                         
         475766.08    3774084.36        1.14025                      475786.08    
3774084.36        1.17753                         
         475806.08    3774084.36        1.21528                      475826.08    



3774084.36        1.25496                         
         475846.08    3774084.36        1.29745                      475866.08    
3774084.36        1.34384                         
         475886.08    3774084.36        1.39077                      475906.08    
3774084.36        1.43981                         
         475926.08    3774084.36        1.49154                      475946.08    
3774084.36        1.54614                         
         475966.08    3774084.36        1.60382                      475986.08    
3774084.36        1.66478                         
         476006.08    3774084.36        1.72924                      476026.08    
3774084.36        1.79862                         
         476046.08    3774084.36        1.87475                      476066.08    
3774084.36        1.95226                         
         476086.08    3774084.36        2.03366                      476106.08    
3774084.36        2.11990                         
         476126.08    3774084.36        2.21130                      476146.08    
3774084.36        2.30817                         
         476166.08    3774084.36        2.41084                      476186.08    
3774084.36        2.52105                         
         476206.08    3774084.36        2.63770                      476226.08    
3774084.36        2.76022                         
         476246.08    3774084.36        2.89013                      476266.08    
3774084.36        3.02791                         
         476286.08    3774084.36        3.17410                      476306.08    
3774084.36        3.32933                         
         476326.08    3774084.36        3.49433                      476346.08    
3774084.36        3.66995                         
         476366.08    3774084.36        3.85985                      476386.08    
3774084.36        4.06582                         
         476406.08    3774084.36        4.29122                      476426.08    
3774084.36        4.52575                         
         476446.08    3774084.36        4.77949                      476466.08    
3774084.36        5.05997                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 242
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   



, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476486.08    3774084.36        5.36410                      476506.08    
3774084.36        5.69580                         
         476526.08    3774084.36        6.05894                      476546.08    
3774084.36        6.46330                         
         476566.08    3774084.36        6.91997                      476586.08    
3774084.36        7.44396                         
         476606.08    3774084.36        8.05833                      476626.08    
3774084.36        8.77110                         
         476646.08    3774084.36        9.59639                      476666.08    
3774084.36       10.59237                         
         476686.08    3774084.36       11.82918                      476706.08    
3774084.36       13.42160                         
         476726.08    3774084.36       15.51879                      476746.08    
3774084.36       18.45975                         
         476766.08    3774084.36       22.94580                      476786.08    
3774084.36       30.73969                         
         476806.08    3774084.36       48.08267                      476846.08    
3774084.36       47.16323                         
         476866.08    3774084.36       32.04579                      476886.08    
3774084.36       24.63777                         
         476906.08    3774084.36       20.24639                      476926.08    
3774084.36       17.35914                         
         476946.08    3774084.36       15.33084                      476966.08    
3774084.36       13.84098                         
         476986.08    3774084.36       12.71269                      477006.08    
3774084.36       11.84032                         
         477026.08    3774084.36       11.16290                      477046.08    
3774084.36       10.62702                         
         477066.08    3774084.36       10.20446                      477086.08    
3774084.36        9.87327                         
         477106.08    3774084.36        9.61739                      475526.08    
3774104.36        0.80880                         
         475546.08    3774104.36        0.82948                      475566.08    
3774104.36        0.85103                         
         475586.08    3774104.36        0.87350                      475606.08    
3774104.36        0.89741                         
         475626.08    3774104.36        0.92341                      475646.08    
3774104.36        0.94936                         



         475666.08    3774104.36        0.97622                      475686.08    
3774104.36        1.00432                         
         475706.08    3774104.36        1.03375                      475726.08    
3774104.36        1.06459                         
         475746.08    3774104.36        1.09693                      475766.08    
3774104.36        1.13249                         
         475786.08    3774104.36        1.16962                      475806.08    
3774104.36        1.20726                         
         475826.08    3774104.36        1.24685                      475846.08    
3774104.36        1.28926                         
         475866.08    3774104.36        1.33560                      475886.08    
3774104.36        1.38254                         
         475906.08    3774104.36        1.43164                      475926.08    
3774104.36        1.48349                         
         475946.08    3774104.36        1.53830                      475966.08    
3774104.36        1.59627                         
         475986.08    3774104.36        1.65762                      476006.08    
3774104.36        1.72259                         
         476026.08    3774104.36        1.79263                      476046.08    
3774104.36        1.86960                         
         476066.08    3774104.36        1.94814                      476086.08    
3774104.36        2.03081                         
         476106.08    3774104.36        2.11857                      476126.08    
3774104.36        2.21177                         
         476146.08    3774104.36        2.31077                      476166.08    
3774104.36        2.41593                         
         476186.08    3774104.36        2.53226                      476206.08    
3774104.36        2.65526                         
         476226.08    3774104.36        2.78204                      476246.08    
3774104.36        2.91668                         
         476266.08    3774104.36        3.05967                      476286.08    
3774104.36        3.21152                         
         476306.08    3774104.36        3.37283                      476326.08    
3774104.36        3.54426                         
         476346.08    3774104.36        3.72659                      476366.08    
3774104.36        3.92932                         
         476386.08    3774104.36        4.14486                      476406.08    
3774104.36        4.36888                         
         476426.08    3774104.36        4.60849                      476446.08    
3774104.36        4.86208                         
         476466.08    3774104.36        5.12521                      476486.08    
3774104.36        5.43778                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 243
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476506.08    3774104.36        5.78092                      476526.08    
3774104.36        6.14570                         
         476546.08    3774104.36        6.55043                      476566.08    
3774104.36        7.01182                         
         476586.08    3774104.36        7.55267                      476606.08    
3774104.36        8.15250                         
         476626.08    3774104.36        8.84436                      476646.08    
3774104.36        9.66035                         
         476666.08    3774104.36       10.64383                      476686.08    
3774104.36       11.87750                         
         476706.08    3774104.36       13.49914                      476726.08    
3774104.36       15.59782                         
         476746.08    3774104.36       18.53584                      476766.08    
3774104.36       23.02770                         
         476786.08    3774104.36       30.86494                      476806.08    
3774104.36       48.19379                         
         476846.08    3774104.36       47.12509                      476866.08    
3774104.36       32.07787                         
         476886.08    3774104.36       24.57092                      476906.08    
3774104.36       20.13101                         
         476926.08    3774104.36       17.21179                      476946.08    
3774104.36       15.15785                         
         476966.08    3774104.36       13.64489                      476986.08    
3774104.36       12.49428                         
         477006.08    3774104.36       11.59939                      477026.08    
3774104.36       10.89762                         
         477046.08    3774104.36       10.33657                      477066.08    
3774104.36        9.88668                         
         477086.08    3774104.36        9.52586                      477106.08    



3774104.36        9.23763                         
         475526.08    3774124.36        0.80289                      475546.08    
3774124.36        0.82339                         
         475566.08    3774124.36        0.84475                      475586.08    
3774124.36        0.86772                         
         475606.08    3774124.36        0.89174                      475626.08    
3774124.36        0.91668                         
         475646.08    3774124.36        0.94228                      475666.08    
3774124.36        0.96894                         
         475686.08    3774124.36        0.99684                      475706.08    
3774124.36        1.02606                         
         475726.08    3774124.36        1.05705                      475746.08    
3774124.36        1.09033                         
         475766.08    3774124.36        1.12499                      475786.08    
3774124.36        1.16112                         
         475806.08    3774124.36        1.19858                      475826.08    
3774124.36        1.23802                         
         475846.08    3774124.36        1.28029                      475866.08    
3774124.36        1.32651                         
         475886.08    3774124.36        1.37337                      475906.08    
3774124.36        1.42244                         
         475926.08    3774124.36        1.47432                      475946.08    
3774124.36        1.52922                         
         475966.08    3774124.36        1.58737                      475986.08    
3774124.36        1.64899                         
         476006.08    3774124.36        1.71435                      476026.08    
3774124.36        1.78493                         
         476046.08    3774124.36        1.86260                      476066.08    
3774124.36        1.94205                         
         476086.08    3774124.36        2.02586                      476106.08    
3774124.36        2.11504                         
         476126.08    3774124.36        2.20997                      476146.08    
3774124.36        2.31106                         
         476166.08    3774124.36        2.41871                      476186.08    
3774124.36        2.53832                         
         476206.08    3774124.36        2.66512                      476226.08    
3774124.36        2.79594                         
         476246.08    3774124.36        2.93520                      476266.08    
3774124.36        3.08338                         
         476286.08    3774124.36        3.24100                      476306.08    
3774124.36        3.40860                         
         476326.08    3774124.36        3.58877                      476346.08    
3774124.36        3.78480                         
         476366.08    3774124.36        3.99195                      476386.08    
3774124.36        4.21107                         
         476406.08    3774124.36        4.44185                      476426.08    
3774124.36        4.68862                         
         476446.08    3774124.36        4.95150                      476466.08    
3774124.36        5.22934                         
         476486.08    3774124.36        5.54166                      476506.08    



3774124.36        5.88229                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 244
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476526.08    3774124.36        6.25001                      476546.08    
3774124.36        6.66851                         
         476566.08    3774124.36        7.13689                      476586.08    
3774124.36        7.66288                         
         476606.08    3774124.36        8.25491                      476626.08    
3774124.36        8.94610                         
         476646.08    3774124.36        9.77867                      476666.08    
3774124.36       10.76231                         
         476686.08    3774124.36       11.97913                      476706.08    
3774124.36       13.54982                         
         476726.08    3774124.36       15.64755                      476746.08    
3774124.36       18.58493                         
         476766.08    3774124.36       23.04672                      476786.08    
3774124.36       30.82606                         
         476806.08    3774124.36       47.96784                      476846.08    
3774124.36       47.10614                         
         476866.08    3774124.36       32.09376                      476886.08    
3774124.36       24.50193                         
         476906.08    3774124.36       20.02141                      476926.08    
3774124.36       17.07529                         



         476946.08    3774124.36       14.99981                      476966.08    
3774124.36       13.46856                         
         476986.08    3774124.36       12.30075                      477006.08    
3774124.36       11.38886                         
         477026.08    3774124.36       10.66485                      477046.08    
3774124.36       10.08256                         
         477066.08    3774124.36        9.61048                      477086.08    
3774124.36        9.22570                         
         477106.08    3774124.36        8.91148                      475526.08    
3774144.36        0.79680                         
         475546.08    3774144.36        0.81711                      475566.08    
3774144.36        0.83827                         
         475586.08    3774144.36        0.86144                      475606.08    
3774144.36        0.88547                         
         475626.08    3774144.36        0.90964                      475646.08    
3774144.36        0.93490                         
         475666.08    3774144.36        0.96133                      475686.08    
3774144.36        0.98900                         
         475706.08    3774144.36        1.01799                      475726.08    
3774144.36        1.04895                         
         475746.08    3774144.36        1.08270                      475766.08    
3774144.36        1.11667                         
         475786.08    3774144.36        1.15206                      475806.08    
3774144.36        1.18929                         
         475826.08    3774144.36        1.22851                      475846.08    
3774144.36        1.27037                         
         475866.08    3774144.36        1.31576                      475886.08    
3774144.36        1.36285                         
         475906.08    3774144.36        1.41222                      475926.08    
3774144.36        1.46403                         
         475946.08    3774144.36        1.51891                      475966.08    
3774144.36        1.57710                         
         475986.08    3774144.36        1.63887                      476006.08    
3774144.36        1.70448                         
         476026.08    3774144.36        1.77544                      476046.08    
3774144.36        1.85365                         
         476066.08    3774144.36        1.93385                      476086.08    
3774144.36        2.01864                         
         476106.08    3774144.36        2.10909                      476126.08    
3774144.36        2.20563                         
         476146.08    3774144.36        2.30919                      476166.08    
3774144.36        2.42088                         
         476186.08    3774144.36        2.54257                      476206.08    
3774144.36        2.67183                         
         476226.08    3774144.36        2.80688                      476246.08    
3774144.36        2.95106                         
         476266.08    3774144.36        3.10493                      476286.08    
3774144.36        3.26900                         
         476306.08    3774144.36        3.44383                      476326.08    
3774144.36        3.63326                         



         476346.08    3774144.36        3.84235                      476366.08    
3774144.36        4.05644                         
         476386.08    3774144.36        4.28235                      476406.08    
3774144.36        4.52286                         
         476426.08    3774144.36        4.77925                      476446.08    
3774144.36        5.05317                         
         476466.08    3774144.36        5.34675                      476486.08    
3774144.36        5.66276                         
         476506.08    3774144.36        6.00668                      476526.08    
3774144.36        6.38583                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 245
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476546.08    3774144.36        6.81173                      476566.08    
3774144.36        7.28219                         
         476586.08    3774144.36        7.79766                      476606.08    
3774144.36        8.39162                         
         476626.08    3774144.36        9.08570                      476646.08    
3774144.36        9.91635                         
         476666.08    3774144.36       10.89404                      476686.08    
3774144.36       12.09633                         
         476706.08    3774144.36       13.62856                      476726.08    
3774144.36       15.71898                         
         476746.08    3774144.36       18.64445                      476766.08    



3774144.36       23.07167                         
         476786.08    3774144.36       30.79069                      476806.08    
3774144.36       47.79542                         
         476846.08    3774144.36       47.41450                      476866.08    
3774144.36       32.13320                         
         476886.08    3774144.36       24.44363                      476906.08    
3774144.36       19.91643                         
         476926.08    3774144.36       16.94436                      477066.08    
3774144.36        9.36784                         
         477086.08    3774144.36        8.96358                      477106.08    
3774144.36        8.62827                         
         475526.08    3774164.36        0.79056                      475546.08    
3774164.36        0.81065                         
         475566.08    3774164.36        0.83160                      475586.08    
3774164.36        0.85453                         
         475606.08    3774164.36        0.87832                      475626.08    
3774164.36        0.90224                         
         475646.08    3774164.36        0.92726                      475666.08    
3774164.36        0.95343                         
         475686.08    3774164.36        0.98084                      475706.08    
3774164.36        1.00956                         
         475726.08    3774164.36        1.04023                      475746.08    
3774164.36        1.07368                         
         475766.08    3774164.36        1.10736                      475786.08    
3774164.36        1.14246                         
         475806.08    3774164.36        1.17941                      475826.08    
3774164.36        1.21834                         
         475846.08    3774164.36        1.25944                      475866.08    
3774164.36        1.30298                         
         475886.08    3774164.36        1.35074                      475906.08    
3774164.36        1.40101                         
         475926.08    3774164.36        1.45263                      475946.08    
3774164.36        1.50737                         
         475966.08    3774164.36        1.56549                      475986.08    
3774164.36        1.62725                         
         476006.08    3774164.36        1.69296                      476026.08    
3774164.36        1.76412                         
         476046.08    3774164.36        1.84267                      476066.08    
3774164.36        1.92343                         
         476086.08    3774164.36        2.00901                      476106.08    
3774164.36        2.10052                         
         476126.08    3774164.36        2.19847                      476146.08    
3774164.36        2.30497                         
         476166.08    3774164.36        2.42267                      476186.08    
3774164.36        2.54507                         
         476206.08    3774164.36        2.67533                      476226.08    
3774164.36        2.81472                         
         476246.08    3774164.36        2.96412                      476266.08    
3774164.36        3.12415                         
         476286.08    3774164.36        3.29543                      476306.08    



3774164.36        3.47854                         
         476326.08    3774164.36        3.67748                      476346.08    
3774164.36        3.89748                         
         476366.08    3774164.36        4.12313                      476386.08    
3774164.36        4.36126                         
         476406.08    3774164.36        4.61447                      476426.08    
3774164.36        4.88372                         
         476446.08    3774164.36        5.17029                      476466.08    
3774164.36        5.47590                         
         476486.08    3774164.36        5.80292                      476506.08    
3774164.36        6.16127                         
         476526.08    3774164.36        6.56389                      476546.08    
3774164.36        6.98775                         
         476566.08    3774164.36        7.45118                      476586.08    
3774164.36        7.96744                         
         476606.08    3774164.36        8.57668                      476626.08    
3774164.36        9.27565                         
         476646.08    3774164.36       10.07865                      476666.08    
3774164.36       11.04301                         
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                       ***        16:12:48
                                                                                    
                                  PAGE 246
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476686.08    3774164.36       12.23318                      476706.08    
3774164.36       13.75045                         



         476726.08    3774164.36       15.82900                      476746.08    
3774164.36       18.74355                         
         476766.08    3774164.36       23.13669                      476786.08    
3774164.36       30.76490                         
         476806.08    3774164.36       47.46353                      476846.08    
3774164.36       48.18510                         
         476866.08    3774164.36       32.13953                      476886.08    
3774164.36       24.36727                         
         476906.08    3774164.36       19.79515                      476926.08    
3774164.36       16.80906                         
         477066.08    3774164.36        9.15198                      477086.08    
3774164.36        8.73183                         
         477106.08    3774164.36        8.37928                      475526.08    
3774184.36        0.78417                         
         475546.08    3774184.36        0.80428                      475566.08    
3774184.36        0.82576                         
         475586.08    3774184.36        0.84797                      475606.08    
3774184.36        0.87096                         
         475626.08    3774184.36        0.89462                      475646.08    
3774184.36        0.91937                         
         475666.08    3774184.36        0.94526                      475686.08    
3774184.36        0.97237                         
         475706.08    3774184.36        1.00079                      475726.08    
3774184.36        1.03115                         
         475746.08    3774184.36        1.06425                      475766.08    
3774184.36        1.09760                         
         475786.08    3774184.36        1.13236                      475806.08    
3774184.36        1.16897                         
         475826.08    3774184.36        1.20756                      475846.08    
3774184.36        1.24828                         
         475866.08    3774184.36        1.29129                      475886.08    
3774184.36        1.33881                         
         475906.08    3774184.36        1.38885                      475926.08    
3774184.36        1.44017                         
         475946.08    3774184.36        1.49465                      475966.08    
3774184.36        1.55254                         
         475986.08    3774184.36        1.61414                      476006.08    
3774184.36        1.67977                         
         476026.08    3774184.36        1.75095                      476046.08    
3774184.36        1.82964                         
         476066.08    3774184.36        1.91071                      476086.08    
3774184.36        1.99684                         
         476106.08    3774184.36        2.08917                      476126.08    
3774184.36        2.18826                         
         476146.08    3774184.36        2.29537                      476166.08    
3774184.36        2.41224                         
         476186.08    3774184.36        2.53906                      476206.08    
3774184.36        2.67495                         
         476226.08    3774184.36        2.81868                      476246.08    
3774184.36        2.97344                         



         476266.08    3774184.36        3.14002                      476286.08    
3774184.36        3.31917                         
         476306.08    3774184.36        3.51161                      476326.08    
3774184.36        3.72156                         
         476346.08    3774184.36        3.95458                      476366.08    
3774184.36        4.19445                         
         476386.08    3774184.36        4.44808                      476406.08    
3774184.36        4.71787                         
         476426.08    3774184.36        5.00435                      476446.08    
3774184.36        5.30829                         
         476466.08    3774184.36        5.63083                      476486.08    
3774184.36        5.98443                         
         476506.08    3774184.36        6.36322                      476526.08    
3774184.36        6.76786                         
         476546.08    3774184.36        7.19848                      476566.08    
3774184.36        7.67276                         
         476586.08    3774184.36        8.21026                      476606.08    
3774184.36        8.81135                         
         476626.08    3774184.36        9.49666                      476646.08    
3774184.36       10.29199                         
         476666.08    3774184.36       11.24745                      476686.08    
3774184.36       12.43787                         
         476706.08    3774184.36       13.98439                      476726.08    
3774184.36       16.03935                         
         476746.08    3774184.36       18.93462                      476766.08    
3774184.36       23.33830                         
         476786.08    3774184.36       30.96943                      476806.08    
3774184.36       47.44461                         
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476846.08    3774184.36       48.26056                      476866.08    
3774184.36       31.97469                         
         476886.08    3774184.36       24.19788                      476906.08    
3774184.36       19.64480                         
         476926.08    3774184.36       16.65688                      477066.08    
3774184.36        8.95685                         
         477086.08    3774184.36        8.52371                      477106.08    
3774184.36        8.15720                         
         475526.08    3774204.36        0.77765                      475546.08    
3774204.36        0.79767                         
         475566.08    3774204.36        0.81938                      475586.08    
3774204.36        0.84103                         
         475606.08    3774204.36        0.86341                      475626.08    
3774204.36        0.88680                         
         475646.08    3774204.36        0.91125                      475666.08    
3774204.36        0.93684                         
         475686.08    3774204.36        0.96363                      475706.08    
3774204.36        0.99209                         
         475726.08    3774204.36        1.02226                      475746.08    
3774204.36        1.05452                         
         475766.08    3774204.36        1.08742                      475786.08    
3774204.36        1.12180                         
         475806.08    3774204.36        1.15801                      475826.08    
3774204.36        1.19620                         
         475846.08    3774204.36        1.23650                      475866.08    
3774204.36        1.27910                         
         475886.08    3774204.36        1.32617                      475906.08    
3774204.36        1.37577                         
         475926.08    3774204.36        1.42669                      475946.08    
3774204.36        1.48077                         
         475966.08    3774204.36        1.53831                      475986.08    
3774204.36        1.59959                         
         476006.08    3774204.36        1.66572                      476026.08    
3774204.36        1.73707                         
         476046.08    3774204.36        1.81469                      476066.08    
3774204.36        1.89567                         
         476086.08    3774204.36        1.98206                      476106.08    
3774204.36        2.07491                         
         476126.08    3774204.36        2.17482                      476146.08    
3774204.36        2.28299                         
         476166.08    3774204.36        2.40081                      476186.08    
3774204.36        2.53051                         
         476206.08    3774204.36        2.67004                      476226.08    



3774204.36        2.81791                         
         476246.08    3774204.36        2.97799                      476266.08    
3774204.36        3.15128                         
         476286.08    3774204.36        3.33880                      476306.08    
3774204.36        3.54148                         
         476326.08    3774204.36        3.76394                      476346.08    
3774204.36        4.01222                         
         476366.08    3774204.36        4.26940                      476386.08    
3774204.36        4.54254                         
         476406.08    3774204.36        4.83386                      476426.08    
3774204.36        5.14341                         
         476446.08    3774204.36        5.47303                      476466.08    
3774204.36        5.82547                         
         476486.08    3774204.36        6.20663                      476506.08    
3774204.36        6.60752                         
         476526.08    3774204.36        7.02289                      476546.08    
3774204.36        7.46730                         
         477046.08    3774204.36        9.30223                      477066.08    
3774204.36        8.77671                         
         477086.08    3774204.36        8.33298                      477106.08    
3774204.36        7.95463                         
         477126.08    3774204.36        7.62897                      477146.08    
3774204.36        7.34516                         
         477166.08    3774204.36        7.09672                      475526.08    
3774224.36        0.77102                         
         475546.08    3774224.36        0.79079                      475566.08    
3774224.36        0.81222                         
         475586.08    3774224.36        0.83360                      475606.08    
3774224.36        0.85570                         
         475626.08    3774224.36        0.87879                      475646.08    
3774224.36        0.90293                         
         475666.08    3774224.36        0.92819                      475686.08    
3774224.36        0.95464                         
         475706.08    3774224.36        0.98358                      475726.08    
3774224.36        1.01379                         
         475746.08    3774224.36        1.04457                      475766.08    
3774224.36        1.07686                         
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                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 248
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   



, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475786.08    3774224.36        1.11081                      475806.08    
3774224.36        1.14658                         
         475826.08    3774224.36        1.18430                      475846.08    
3774224.36        1.22414                         
         475866.08    3774224.36        1.26625                      475886.08    
3774224.36        1.31278                         
         475906.08    3774224.36        1.36185                      475926.08    
3774224.36        1.41225                         
         475946.08    3774224.36        1.46582                      475966.08    
3774224.36        1.52285                         
         475986.08    3774224.36        1.58364                      476006.08    
3774224.36        1.65109                         
         476026.08    3774224.36        1.72295                      476046.08    
3774224.36        1.79796                         
         476066.08    3774224.36        1.87831                      476086.08    
3774224.36        1.96466                         
         476106.08    3774224.36        2.05767                      476126.08    
3774224.36        2.15802                         
         476146.08    3774224.36        2.26812                      476166.08    
3774224.36        2.39093                         
         476186.08    3774224.36        2.52034                      476206.08    
3774224.36        2.65996                         
         476226.08    3774224.36        2.81156                      476246.08    
3774224.36        2.97665                         
         476266.08    3774224.36        3.15655                      476286.08    
3774224.36        3.35261                         
         476306.08    3774224.36        3.56620                      476326.08    
3774224.36        3.80246                         
         476346.08    3774224.36        4.06821                      476366.08    
3774224.36        4.34605                         
         476386.08    3774224.36        4.64340                      476406.08    
3774224.36        4.96247                         
         476426.08    3774224.36        5.30285                      476446.08    
3774224.36        5.67013                         



         476466.08    3774224.36        6.07172                      476486.08    
3774224.36        6.47954                         
         476506.08    3774224.36        6.90361                      476526.08    
3774224.36        7.34785                         
         476546.08    3774224.36        7.81653                      477046.08    
3774224.36        9.13853                         
         477066.08    3774224.36        8.60578                      477086.08    
3774224.36        8.15345                         
         477106.08    3774224.36        7.76546                      477126.08    
3774224.36        7.42961                         
         477146.08    3774224.36        7.13657                      477166.08    
3774224.36        6.87743                         
         475526.08    3774244.36        0.76429                      475546.08    
3774244.36        0.78380                         
         475566.08    3774244.36        0.80495                      475586.08    
3774244.36        0.82604                         
         475606.08    3774244.36        0.84784                      475626.08    
3774244.36        0.87062                         
         475646.08    3774244.36        0.89443                      475666.08    
3774244.36        0.91934                         
         475686.08    3774244.36        0.94544                      475706.08    
3774244.36        0.97404                         
         475726.08    3774244.36        1.00388                      475746.08    
3774244.36        1.03414                         
         475766.08    3774244.36        1.06596                      475786.08    
3774244.36        1.09944                         
         475806.08    3774244.36        1.13472                      475826.08    
3774244.36        1.17193                         
         475846.08    3774244.36        1.21123                      475866.08    
3774244.36        1.25278                         
         475886.08    3774244.36        1.29870                      475906.08    
3774244.36        1.34714                         
         475926.08    3774244.36        1.39692                      475946.08    
3774244.36        1.44985                         
         475966.08    3774244.36        1.50624                      475986.08    
3774244.36        1.56639                         
         476006.08    3774244.36        1.63331                      476026.08    
3774244.36        1.70463                         
         476046.08    3774244.36        1.77888                      476066.08    
3774244.36        1.85870                         
         476086.08    3774244.36        1.94466                      476106.08    
3774244.36        2.03745                         
         476126.08    3774244.36        2.13782                      476146.08    
3774244.36        2.24829                         
         476166.08    3774244.36        2.37220                      476186.08    
3774244.36        2.50271                         
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                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476206.08    3774244.36        2.64414                      476226.08    
3774244.36        2.79883                         
         476246.08    3774244.36        2.96833                      476266.08    
3774244.36        3.15434                         
         476286.08    3774244.36        3.35870                      476306.08    
3774244.36        3.58885                         
         476326.08    3774244.36        3.84275                      476346.08    
3774244.36        4.12069                         
         476366.08    3774244.36        4.42120                      476386.08    
3774244.36        4.74800                         
         476406.08    3774244.36        5.10237                      476426.08    
3774244.36        5.48368                         
         476446.08    3774244.36        5.89773                      476466.08    
3774244.36        6.35256                         
         476486.08    3774244.36        6.81033                      476506.08    
3774244.36        7.28200                         
         476526.08    3774244.36        7.77065                      476546.08    
3774244.36        8.27738                         
         477046.08    3774244.36        8.97607                      477066.08    
3774244.36        8.43780                         
         477086.08    3774244.36        7.97870                      477106.08    
3774244.36        7.58295                         
         477126.08    3774244.36        7.23863                      477146.08    
3774244.36        6.93695                         
         477166.08    3774244.36        6.66965                      475526.08    



3774264.36        0.75773                         
         475546.08    3774264.36        0.77707                      475566.08    
3774264.36        0.79762                         
         475586.08    3774264.36        0.81836                      475606.08    
3774264.36        0.83985                         
         475626.08    3774264.36        0.86231                      475646.08    
3774264.36        0.88577                         
         475666.08    3774264.36        0.91045                      475686.08    
3774264.36        0.93654                         
         475706.08    3774264.36        0.96450                      475726.08    
3774264.36        0.99361                         
         475746.08    3774264.36        1.02342                      475766.08    
3774264.36        1.05476                         
         475786.08    3774264.36        1.08774                      475806.08    
3774264.36        1.12248                         
         475826.08    3774264.36        1.15913                      475846.08    
3774264.36        1.19784                         
         475866.08    3774264.36        1.23877                      475886.08    
3774264.36        1.28401                         
         475906.08    3774264.36        1.33172                      475926.08    
3774264.36        1.38078                         
         475946.08    3774264.36        1.43297                      475966.08    
3774264.36        1.48858                         
         475986.08    3774264.36        1.54794                      476006.08    
3774264.36        1.61400                         
         476026.08    3774264.36        1.68446                      476046.08    
3774264.36        1.75790                         
         476066.08    3774264.36        1.83693                      476086.08    
3774264.36        1.92218                         
         476106.08    3774264.36        2.01435                      476126.08    
3774264.36        2.11425                         
         476146.08    3774264.36        2.22447                      476166.08    
3774264.36        2.34843                         
         476186.08    3774264.36        2.47952                      476206.08    
3774264.36        2.62221                         
         476226.08    3774264.36        2.77908                      476246.08    
3774264.36        2.95202                         
         476266.08    3774264.36        3.14320                      476286.08    
3774264.36        3.35504                         
         476306.08    3774264.36        3.59930                      476326.08    
3774264.36        3.87019                         
         476346.08    3774264.36        4.16377                      476366.08    
3774264.36        4.49005                         
         476386.08    3774264.36        4.85155                      476406.08    
3774264.36        5.24984                         
         476426.08    3774264.36        5.68490                      476446.08    
3774264.36        6.16305                         
         476466.08    3774264.36        6.69233                      476486.08    
3774264.36        7.22614                         
         476506.08    3774264.36        7.77247                      476526.08    



3774264.36        8.33057                         
         476546.08    3774264.36        8.89766                      477046.08    
3774264.36        8.80762                         
         477066.08    3774264.36        8.26567                      477086.08    
3774264.36        7.80133                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 250
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477106.08    3774264.36        7.39985                      477126.08    
3774264.36        7.04928                         
         477146.08    3774264.36        6.74212                      477166.08    
3774264.36        6.46924                         
         475526.08    3774284.36        0.75141                      475546.08    
3774284.36        0.77075                         
         475566.08    3774284.36        0.79028                      475586.08    
3774284.36        0.81058                         
         475606.08    3774284.36        0.83176                      475626.08    
3774284.36        0.85387                         
         475646.08    3774284.36        0.87698                      475666.08    
3774284.36        0.90157                         
         475686.08    3774284.36        0.92820                      475706.08    
3774284.36        0.95513                         
         475726.08    3774284.36        0.98312                      475746.08    
3774284.36        1.01246                         



         475766.08    3774284.36        1.04329                      475786.08    
3774284.36        1.07573                         
         475806.08    3774284.36        1.10991                      475826.08    
3774284.36        1.14596                         
         475846.08    3774284.36        1.18403                      475866.08    
3774284.36        1.22428                         
         475886.08    3774284.36        1.26876                      475906.08    
3774284.36        1.31568                         
         475926.08    3774284.36        1.36393                      475946.08    
3774284.36        1.41527                         
         475966.08    3774284.36        1.46998                      475986.08    
3774284.36        1.52839                         
         476006.08    3774284.36        1.59342                      476026.08    
3774284.36        1.66282                         
         476046.08    3774284.36        1.73520                      476066.08    
3774284.36        1.81317                         
         476086.08    3774284.36        1.89736                      476106.08    
3774284.36        1.98851                         
         476126.08    3774284.36        2.08746                      476146.08    
3774284.36        2.19685                         
         476166.08    3774284.36        2.32016                      476186.08    
3774284.36        2.45100                         
         476206.08    3774284.36        2.59398                      476226.08    
3774284.36        2.75190                         
         476246.08    3774284.36        2.92701                      476266.08    
3774284.36        3.12193                         
         476286.08    3774284.36        3.33976                      476306.08    
3774284.36        3.59331                         
         476326.08    3774284.36        3.87807                      476346.08    
3774284.36        4.19153                         
         476366.08    3774284.36        4.54595                      476386.08    
3774284.36        4.94646                         
         476406.08    3774284.36        5.39747                      476426.08    
3774284.36        5.90153                         
         476446.08    3774284.36        6.46749                      476466.08    
3774284.36        7.10495                         
         476486.08    3774284.36        7.75519                      476506.08    
3774284.36        8.41968                         
         476526.08    3774284.36        9.08963                      476546.08    
3774284.36        9.75467                         
         477046.08    3774284.36        8.62449                      477066.08    
3774284.36        8.08148                         
         477086.08    3774284.36        7.61354                      477106.08    
3774284.36        7.20900                         
         477126.08    3774284.36        6.85700                      477146.08    
3774284.36        6.54687                         
         477166.08    3774284.36        6.27054                      475526.08    
3774304.36        0.74449                         
         475546.08    3774304.36        0.76358                      475566.08    
3774304.36        0.78275                         



         475586.08    3774304.36        0.80273                      475606.08    
3774304.36        0.82357                         
         475626.08    3774304.36        0.84533                      475646.08    
3774304.36        0.86808                         
         475666.08    3774304.36        0.89228                      475686.08    
3774304.36        0.91857                         
         475706.08    3774304.36        0.94500                      475726.08    
3774304.36        0.97247                         
         475746.08    3774304.36        1.00130                      475766.08    
3774304.36        1.03160                         
         475786.08    3774304.36        1.06348                      475806.08    
3774304.36        1.09706                         
         475826.08    3774304.36        1.13246                      475846.08    
3774304.36        1.16985                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 251
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475866.08    3774304.36        1.20937                      475886.08    
3774304.36        1.25304                         
         475906.08    3774304.36        1.29910                      475926.08    
3774304.36        1.34646                         
         475946.08    3774304.36        1.39685                      475966.08    
3774304.36        1.45055                         
         475986.08    3774304.36        1.50789                      476006.08    



3774304.36        1.57173                         
         476026.08    3774304.36        1.63987                      476046.08    
3774304.36        1.71099                         
         476066.08    3774304.36        1.78763                      476086.08    
3774304.36        1.87044                         
         476106.08    3774304.36        1.96017                      476126.08    
3774304.36        2.05771                         
         476146.08    3774304.36        2.16568                      476166.08    
3774304.36        2.28759                         
         476186.08    3774304.36        2.41732                      476206.08    
3774304.36        2.55952                         
         476226.08    3774304.36        2.71721                      476246.08    
3774304.36        2.89292                         
         476266.08    3774304.36        3.08973                      476286.08    
3774304.36        3.31138                         
         476306.08    3774304.36        3.57174                      476326.08    
3774304.36        3.86779                         
         476346.08    3774304.36        4.19897                      476366.08    
3774304.36        4.58057                         
         476386.08    3774304.36        5.02181                      477046.08    
3774304.36        8.41610                         
         477066.08    3774304.36        7.87412                      477086.08    
3774304.36        7.40968                         
         477106.08    3774304.36        7.00702                      477126.08    
3774304.36        6.65549                         
         477146.08    3774304.36        6.34377                      477166.08    
3774304.36        6.06614                         
         475526.08    3774324.36        0.73748                      475546.08    
3774324.36        0.75627                         
         475566.08    3774324.36        0.77514                      475586.08    
3774324.36        0.79480                         
         475606.08    3774324.36        0.81531                      475626.08    
3774324.36        0.83671                         
         475646.08    3774324.36        0.85908                      475666.08    
3774324.36        0.88288                         
         475686.08    3774324.36        0.90871                      475706.08    
3774324.36        0.93468                         
         475726.08    3774324.36        0.96166                      475746.08    
3774324.36        0.98998                         
         475766.08    3774324.36        1.01973                      475786.08    
3774324.36        1.05102                         
         475806.08    3774324.36        1.08396                      475826.08    
3774324.36        1.11870                         
         475846.08    3774324.36        1.15554                      475866.08    
3774324.36        1.19487                         
         475886.08    3774324.36        1.23733                      475906.08    
3774324.36        1.28205                         
         475926.08    3774324.36        1.32846                      475946.08    
3774324.36        1.37782                         
         475966.08    3774324.36        1.43042                      475986.08    



3774324.36        1.48658                         
         476006.08    3774324.36        1.54909                      476026.08    
3774324.36        1.61581                         
         476046.08    3774324.36        1.68546                      476066.08    
3774324.36        1.76052                         
         476086.08    3774324.36        1.84166                      476106.08    
3774324.36        1.92962                         
         476126.08    3774324.36        2.02530                      476146.08    
3774324.36        2.13130                         
         476166.08    3774324.36        2.25112                      476186.08    
3774324.36        2.37886                         
         476206.08    3774324.36        2.51921                      476226.08    
3774324.36        2.67529                         
         476246.08    3774324.36        2.84988                      476266.08    
3774324.36        3.04640                         
         476286.08    3774324.36        3.26917                      476306.08    
3774324.36        3.53289                         
         476326.08    3774324.36        3.83611                      476346.08    
3774324.36        4.18048                         
         476366.08    3774324.36        4.58477                      476386.08    
3774324.36        5.06374                         
         477046.08    3774324.36        8.17300                      477066.08    
3774324.36        7.63990                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 252
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC



 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477086.08    3774324.36        7.18305                      477106.08    
3774324.36        6.78646                         
         477126.08    3774324.36        6.43839                      477146.08    
3774324.36        6.12948                         
         477166.08    3774324.36        5.85472                      477466.08    
3774324.36        3.55556                         
         477486.08    3774324.36        3.44118                      477506.08    
3774324.36        3.32939                         
         477526.08    3774324.36        3.22040                      475526.08    
3774344.36        0.73043                         
         475546.08    3774344.36        0.74892                      475566.08    
3774344.36        0.76748                         
         475586.08    3774344.36        0.78682                      475606.08    
3774344.36        0.80699                         
         475626.08    3774344.36        0.82803                      475646.08    
3774344.36        0.85000                         
         475666.08    3774344.36        0.87339                      475686.08    
3774344.36        0.89876                         
         475706.08    3774344.36        0.92425                      475726.08    
3774344.36        0.95074                         
         475746.08    3774344.36        0.97852                      475766.08    
3774344.36        1.00770                         
         475786.08    3774344.36        1.03838                      475806.08    
3774344.36        1.07068                         
         475826.08    3774344.36        1.10471                      475846.08    
3774344.36        1.14121                         
         475866.08    3774344.36        1.18103                      475886.08    
3774344.36        1.22179                         
         475906.08    3774344.36        1.26464                      475926.08    
3774344.36        1.31003                         
         475946.08    3774344.36        1.35829                      475966.08    
3774344.36        1.40971                         
         475986.08    3774344.36        1.46459                      476006.08    
3774344.36        1.52566                         
         476026.08    3774344.36        1.59082                      476046.08    
3774344.36        1.65882                         
         476066.08    3774344.36        1.73211                      476086.08    
3774344.36        1.81132                         
         476106.08    3774344.36        1.89720                      476126.08    
3774344.36        1.99062                         
         476146.08    3774344.36        2.09417                      476166.08    
3774344.36        2.21125                         
         476186.08    3774344.36        2.33620                      476206.08    
3774344.36        2.47367                         
         476226.08    3774344.36        2.62681                      476246.08    
3774344.36        2.79854                         
         476266.08    3774344.36        2.99249                      476286.08    
3774344.36        3.21336                         



         476306.08    3774344.36        3.47634                      476326.08    
3774344.36        3.78135                         
         476346.08    3774344.36        4.13204                      476366.08    
3774344.36        4.55050                         
         476386.08    3774344.36        5.05753                      476406.08    
3774344.36        5.68211                         
         477046.08    3774344.36        7.88761                      477066.08    
3774344.36        7.37280                         
         477086.08    3774344.36        6.92948                      477106.08    
3774344.36        6.54290                         
         477126.08    3774344.36        6.20065                      477146.08    
3774344.36        5.90118                         
         477166.08    3774344.36        5.63513                      477466.08    
3774344.36        3.40916                         
         477486.08    3774344.36        3.30138                      477506.08    
3774344.36        3.19636                         
         477526.08    3774344.36        3.09416                      475526.08    
3774364.36        0.72335                         
         475546.08    3774364.36        0.74154                      475566.08    
3774364.36        0.75979                         
         475586.08    3774364.36        0.77880                      475606.08    
3774364.36        0.79862                         
         475626.08    3774364.36        0.81929                      475646.08    
3774364.36        0.84088                         
         475666.08    3774364.36        0.86383                      475686.08    
3774364.36        0.88874                         
         475706.08    3774364.36        0.91375                      475726.08    
3774364.36        0.93972                         
         475746.08    3774364.36        0.96696                      475766.08    
3774364.36        0.99556                         
         475786.08    3774364.36        1.02562                      475806.08    
3774364.36        1.05724                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 253
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475826.08    3774364.36        1.09144                      475846.08    
3774364.36        1.12758                         
         475866.08    3774364.36        1.16557                      475886.08    
3774364.36        1.20515                         
         475906.08    3774364.36        1.24693                      475926.08    
3774364.36        1.29126                         
         475946.08    3774364.36        1.33837                      475966.08    
3774364.36        1.38854                         
         475986.08    3774364.36        1.44207                      476006.08    
3774364.36        1.50159                         
         476026.08    3774364.36        1.56508                      476046.08    
3774364.36        1.63131                         
         476066.08    3774364.36        1.70265                      476086.08    
3774364.36        1.77973                         
         476106.08    3774364.36        1.86326                      476126.08    
3774364.36        1.95411                         
         476146.08    3774364.36        2.05477                      476166.08    
3774364.36        2.16858                         
         476186.08    3774364.36        2.29005                      476206.08    
3774364.36        2.42373                         
         476226.08    3774364.36        2.57275                      476246.08    
3774364.36        2.74002                         
         476266.08    3774364.36        2.92925                      476286.08    
3774364.36        3.14526                         
         476306.08    3774364.36        3.40327                      476326.08    
3774364.36        3.70409                         
         476346.08    3774364.36        4.05278                      476366.08    
3774364.36        4.47360                         
         476386.08    3774364.36        4.99217                      477046.08    
3774364.36        7.55895                         
         477066.08    3774364.36        7.06883                      477086.08    
3774364.36        6.64562                         
         477106.08    3774364.36        6.27562                      477126.08    
3774364.36        5.94719                         
         477146.08    3774364.36        5.65975                      477166.08    
3774364.36        5.40404                         
         477466.08    3774364.36        3.26831                      477486.08    
3774364.36        3.16681                         
         477506.08    3774364.36        3.06813                      477526.08    



3774364.36        3.03896                         
         475526.08    3774384.36        0.71626                      475546.08    
3774384.36        0.73414                         
         475566.08    3774384.36        0.75208                      475586.08    
3774384.36        0.77076                         
         475606.08    3774384.36        0.79022                      475626.08    
3774384.36        0.81052                         
         475646.08    3774384.36        0.83171                      475666.08    
3774384.36        0.85424                         
         475686.08    3774384.36        0.87866                      475706.08    
3774384.36        0.90319                         
         475726.08    3774384.36        0.92864                      475746.08    
3774384.36        0.95533                         
         475766.08    3774384.36        0.98334                      475786.08    
3774384.36        1.01290                         
         475806.08    3774384.36        1.04429                      475826.08    
3774384.36        1.07799                         
         475846.08    3774384.36        1.11329                      475866.08    
3774384.36        1.14971                         
         475886.08    3774384.36        1.18822                      475906.08    
3774384.36        1.22899                         
         475926.08    3774384.36        1.27223                      475946.08    
3774384.36        1.31816                         
         475966.08    3774384.36        1.36703                      475986.08    
3774384.36        1.41914                         
         476006.08    3774384.36        1.47706                      476026.08    
3774384.36        1.53878                         
         476046.08    3774384.36        1.60313                      476066.08    
3774384.36        1.67240                         
         476086.08    3774384.36        1.74718                      476106.08    
3774384.36        1.82817                         
         476126.08    3774384.36        1.91620                      476146.08    
3774384.36        2.01365                         
         476166.08    3774384.36        2.12375                      476186.08    
3774384.36        2.24119                         
         476206.08    3774384.36        2.37037                      476226.08    
3774384.36        2.51430                         
         476246.08    3774384.36        2.67580                      476266.08    
3774384.36        2.85848                         
         476286.08    3774384.36        3.06706                      476306.08    
3774384.36        3.31633                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 254
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   



VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476326.08    3774384.36        3.60741                      476346.08    
3774384.36        3.94583                         
         476366.08    3774384.36        4.35623                      476386.08    
3774384.36        4.86609                         
         476417.86    3774377.82        6.06596                      477046.08    
3774384.36        7.18567                         
         477066.08    3774384.36        6.72861                      477086.08    
3774384.36        6.33253                         
         477106.08    3774384.36        5.98500                      477126.08    
3774384.36        5.67547                         
         477146.08    3774384.36        5.40394                      477166.08    
3774384.36        5.16178                         
         477466.08    3774384.36        3.13158                      477486.08    
3774384.36        3.03619                         
         477506.08    3774384.36        2.94359                      477526.08    
3774384.36        2.91386                         
         475526.08    3774404.36        0.70915                      475546.08    
3774404.36        0.72673                         
         475566.08    3774404.36        0.74435                      475586.08    
3774404.36        0.76270                         
         475606.08    3774404.36        0.78181                      475626.08    
3774404.36        0.80173                         
         475646.08    3774404.36        0.82252                      475666.08    
3774404.36        0.84461                         
         475686.08    3774404.36        0.86856                      475706.08    
3774404.36        0.89259                         
         475726.08    3774404.36        0.91752                      475746.08    
3774404.36        0.94365                         
         475766.08    3774404.36        0.97106                      475786.08    
3774404.36        1.00029                         



         475806.08    3774404.36        1.03200                      475826.08    
3774404.36        1.06430                         
         475846.08    3774404.36        1.09806                      475866.08    
3774404.36        1.13361                         
         475886.08    3774404.36        1.17117                      475906.08    
3774404.36        1.21092                         
         475926.08    3774404.36        1.25304                      475946.08    
3774404.36        1.29775                         
         475966.08    3774404.36        1.34529                      475986.08    
3774404.36        1.39594                         
         476006.08    3774404.36        1.45219                      476026.08    
3774404.36        1.51210                         
         476046.08    3774404.36        1.57449                      476066.08    
3774404.36        1.64159                         
         476086.08    3774404.36        1.71397                      476106.08    
3774404.36        1.79228                         
         476126.08    3774404.36        1.87729                      476146.08    
3774404.36        1.97131                         
         476166.08    3774404.36        2.07740                      476186.08    
3774404.36        2.19042                         
         476206.08    3774404.36        2.31457                      476226.08    
3774404.36        2.45270                         
         476246.08    3774404.36        2.60747                      476266.08    
3774404.36        2.78227                         
         476286.08    3774404.36        2.98152                      476306.08    
3774404.36        3.21919                         
         476326.08    3774404.36        3.49621                      477046.08    
3774404.36        6.77409                         
         477066.08    3774404.36        6.35766                      477086.08    
3774404.36        5.99480                         
         477106.08    3774404.36        5.67471                      477126.08    
3774404.36        5.38817                         
         477146.08    3774404.36        5.13600                      477166.08    
3774404.36        4.91031                         
         477186.08    3774404.36        4.70613                      477206.08    
3774404.36        4.52017                         
         477226.08    3774404.36        4.35989                      477246.08    
3774404.36        4.20294                         
         477266.08    3774404.36        4.04185                      477286.08    
3774404.36        3.90643                         
         477306.08    3774404.36        3.77918                      477326.08    
3774404.36        3.65893                         
         477346.08    3774404.36        3.60584                      477366.08    
3774404.36        3.48329                         
         477386.08    3774404.36        3.38621                      477406.08    
3774404.36        3.28406                         
         477426.08    3774404.36        3.18554                      477446.08    
3774404.36        3.09031                         
         477466.08    3774404.36        2.99809                      477486.08    
3774404.36        2.90871                         
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774404.36        2.82203                      477526.08    
3774404.36        2.79021                         
         475946.08    3774424.36        1.27721                      475966.08    
3774424.36        1.32341                         
         475986.08    3774424.36        1.37258                      476006.08    
3774424.36        1.42714                         
         476026.08    3774424.36        1.48518                      476046.08    
3774424.36        1.54557                         
         476066.08    3774424.36        1.61045                      476086.08    
3774424.36        1.68035                         
         476106.08    3774424.36        1.75588                      476126.08    
3774424.36        1.83778                         
         476146.08    3774424.36        1.92822                      476166.08    
3774424.36        2.03010                         
         476186.08    3774424.36        2.13845                      476206.08    
3774424.36        2.25725                         
         476226.08    3774424.36        2.38915                      476246.08    
3774424.36        2.53658                         
         476266.08    3774424.36        2.70266                      476286.08    
3774424.36        2.89139                         
         476306.08    3774424.36        3.11568                      476326.08    



3774424.36        3.37595                         
         476346.08    3774424.36        3.67647                      476366.08    
3774424.36        4.03796                         
         476386.08    3774424.36        4.48276                      476406.08    
3774424.36        5.04608                         
         476426.08    3774424.36        5.81121                      476446.08    
3774424.36        6.87399                         
         476466.08    3774424.36        8.43592                      476486.08    
3774424.36       11.03484                         
         476506.08    3774424.36       16.00595                      476526.08    
3774424.36       24.94921                         
         476546.08    3774424.36       33.02712                      476566.08    
3774424.36       38.19135                         
         476586.08    3774424.36       41.36358                      476606.08    
3774424.36       43.50970                         
         476626.08    3774424.36       45.05944                      476646.08    
3774424.36       46.08419                         
         476666.08    3774424.36       47.15838                      476686.08    
3774424.36       48.23542                         
         476706.08    3774424.36       48.90461                      476726.08    
3774424.36       49.26123                         
         476746.08    3774424.36       49.00282                      476766.08    
3774424.36       46.22093                         
         476786.08    3774424.36       37.25919                      476806.08    
3774424.36       28.26930                         
         476826.08    3774424.36       22.22505                      476846.08    
3774424.36       18.16403                         
         476866.08    3774424.36       15.31009                      476886.08    
3774424.36       13.21259                         
         476906.08    3774424.36       11.61415                      476926.08    
3774424.36       10.36011                         
         476946.08    3774424.36        9.35289                      476966.08    
3774424.36        8.52490                         
         476986.08    3774424.36        7.83284                      477006.08    
3774424.36        7.25517                         
         477026.08    3774424.36        6.76186                      477046.08    
3774424.36        6.33622                         
         477066.08    3774424.36        5.96559                      477086.08    
3774424.36        5.63779                         
         477106.08    3774424.36        5.34757                      477126.08    
3774424.36        5.08975                         
         477146.08    3774424.36        4.86002                      477166.08    
3774424.36        4.65292                         
         477186.08    3774424.36        4.46473                      477206.08    
3774424.36        4.29267                         
         477226.08    3774424.36        4.14392                      477246.08    
3774424.36        3.99707                         
         477266.08    3774424.36        3.84612                      477286.08    
3774424.36        3.71953                         
         477306.08    3774424.36        3.60040                      477326.08    



3774424.36        3.53934                         
         477346.08    3774424.36        3.43153                      477366.08    
3774424.36        3.32972                         
         477386.08    3774424.36        3.23030                      477406.08    
3774424.36        3.13471                         
         477426.08    3774424.36        3.04256                      477446.08    
3774424.36        2.95355                         
         477466.08    3774424.36        2.86742                      477486.08    
3774424.36        2.78398                         
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774424.36        2.70309                      477526.08    
3774424.36        2.66886                         
         475946.08    3774444.36        1.25663                      475966.08    
3774444.36        1.30167                         
         475986.08    3774444.36        1.35001                      476006.08    
3774444.36        1.40247                         
         476026.08    3774444.36        1.45816                      476046.08    
3774444.36        1.51653                         
         476066.08    3774444.36        1.57916                      476086.08    
3774444.36        1.64655                         
         476106.08    3774444.36        1.71927                      476126.08    
3774444.36        1.79799                         



         476146.08    3774444.36        1.88478                      476166.08    
3774444.36        1.98236                         
         476186.08    3774444.36        2.08592                      476206.08    
3774444.36        2.19920                         
         476226.08    3774444.36        2.32465                      476246.08    
3774444.36        2.46446                         
         476266.08    3774444.36        2.62202                      476286.08    
3774444.36        2.80182                         
         476306.08    3774444.36        3.01072                      476326.08    
3774444.36        3.25142                         
         476346.08    3774444.36        3.52911                      476366.08    
3774444.36        3.85997                         
         476386.08    3774444.36        4.26200                      476406.08    
3774444.36        4.76236                         
         476426.08    3774444.36        5.42473                      476446.08    
3774444.36        6.30801                         
         476466.08    3774444.36        7.51920                      476486.08    
3774444.36        9.28763                         
         476506.08    3774444.36       11.88383                      476526.08    
3774444.36       15.18685                         
         476546.08    3774444.36       18.41402                      476566.08    
3774444.36       20.90824                         
         476586.08    3774444.36       22.75318                      476606.08    
3774444.36       24.17003                         
         476626.08    3774444.36       25.25550                      476646.08    
3774444.36       26.06875                         
         476666.08    3774444.36       26.78608                      476686.08    
3774444.36       27.35288                         
         476706.08    3774444.36       27.72798                      476726.08    
3774444.36       27.78277                         
         476746.08    3774444.36       27.27656                      476766.08    
3774444.36       25.68959                         
         476786.08    3774444.36       22.78484                      476806.08    
3774444.36       19.55657                         
         476826.08    3774444.36       16.76472                      476846.08    
3774444.36       14.52180                         
         476866.08    3774444.36       12.73711                      476886.08    
3774444.36       11.30563                         
         476906.08    3774444.36       10.14523                      476926.08    
3774444.36        9.19271                         
         476946.08    3774444.36        8.40097                      476966.08    
3774444.36        7.73022                         
         476986.08    3774444.36        7.15849                      477006.08    
3774444.36        6.67413                         
         477026.08    3774444.36        6.25431                      477046.08    
3774444.36        5.88749                         
         477066.08    3774444.36        5.56458                      477086.08    
3774444.36        5.27426                         
         477106.08    3774444.36        5.01578                      477126.08    
3774444.36        4.78743                         



         477146.08    3774444.36        4.58118                      477166.08    
3774444.36        4.39380                         
         477186.08    3774444.36        4.22262                      477206.08    
3774444.36        4.06537                         
         477226.08    3774444.36        3.92875                      477246.08    
3774444.36        3.79230                         
         477266.08    3774444.36        3.65216                      477286.08    
3774444.36        3.53497                         
         477306.08    3774444.36        3.42445                      477326.08    
3774444.36        3.37608                         
         477346.08    3774444.36        3.26561                      477366.08    
3774444.36        3.16922                         
         477386.08    3774444.36        3.07682                      477406.08    
3774444.36        2.98798                         
         477426.08    3774444.36        2.90233                      477446.08    
3774444.36        2.81958                         
         477466.08    3774444.36        2.73950                      477486.08    
3774444.36        2.66192                         
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774444.36        2.62257                      477526.08    
3774444.36        2.55868                         
         475946.08    3774464.36        1.23607                      475966.08    



3774464.36        1.28020                         
         475986.08    3774464.36        1.32848                      476006.08    
3774464.36        1.37835                         
         476026.08    3774464.36        1.43115                      476046.08    
3774464.36        1.48750                         
         476066.08    3774464.36        1.54788                      476086.08    
3774464.36        1.61275                         
         476106.08    3774464.36        1.68264                      476126.08    
3774464.36        1.75818                         
         476146.08    3774464.36        1.84130                      476166.08    
3774464.36        1.93457                         
         476186.08    3774464.36        2.03331                      476206.08    
3774464.36        2.14104                         
         476226.08    3774464.36        2.25999                      476246.08    
3774464.36        2.39210                         
         476266.08    3774464.36        2.54172                      476286.08    
3774464.36        2.71466                         
         476306.08    3774464.36        2.90670                      476326.08    
3774464.36        3.12605                         
         476346.08    3774464.36        3.38062                      476366.08    
3774464.36        3.68056                         
         476386.08    3774464.36        4.03961                      476406.08    
3774464.36        4.47743                         
         476426.08    3774464.36        5.04018                      476446.08    
3774464.36        5.75746                         
         476466.08    3774464.36        6.67356                      476486.08    
3774464.36        7.87049                         
         476506.08    3774464.36        9.37740                      476526.08    
3774464.36       11.08028                         
         476546.08    3774464.36       12.79678                      476566.08    
3774464.36       14.25319                         
         476586.08    3774464.36       15.39768                      476606.08    
3774464.36       16.32382                         
         476626.08    3774464.36       17.07191                      476646.08    
3774464.36       17.66318                         
         476666.08    3774464.36       18.11633                      476686.08    
3774464.36       18.46596                         
         476706.08    3774464.36       18.71674                      476726.08    
3774464.36       18.67732                         
         476746.08    3774464.36       18.27699                      476766.08    
3774464.36       17.39752                         
         476786.08    3774464.36       16.05446                      476806.08    
3774464.36       14.51024                         
         476826.08    3774464.36       13.01318                      476846.08    
3774464.36       11.70311                         
         476866.08    3774464.36       10.58142                      476886.08    
3774464.36        9.62191                         
         476906.08    3774464.36        8.80146                      476926.08    
3774464.36        8.09821                         
         476946.08    3774464.36        7.49285                      476966.08    



3774464.36        6.96312                         
         476986.08    3774464.36        6.50184                      477006.08    
3774464.36        6.10451                         
         477026.08    3774464.36        5.75437                      477046.08    
3774464.36        5.44404                         
         477066.08    3774464.36        5.16747                      477086.08    
3774464.36        4.91564                         
         477106.08    3774464.36        4.68944                      477126.08    
3774464.36        4.48821                         
         477146.08    3774464.36        4.30506                      477166.08    
3774464.36        4.13754                         
         477186.08    3774464.36        3.98356                      477206.08    
3774464.36        3.84133                         
         477226.08    3774464.36        3.71693                      477246.08    
3774464.36        3.59079                         
         477266.08    3774464.36        3.46171                      477286.08    
3774464.36        3.35414                         
         477306.08    3774464.36        3.25242                      477326.08    
3774464.36        3.20408                         
         477346.08    3774464.36        3.10038                      477366.08    
3774464.36        3.01160                         
         477386.08    3774464.36        2.92639                      477406.08    
3774464.36        2.84436                         
         477426.08    3774464.36        2.76520                      477446.08    
3774464.36        2.68867                         
         477466.08    3774464.36        2.61456                      477486.08    
3774464.36        2.54273                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 258
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      



                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774464.36        2.51508                      477526.08    
3774464.36        2.46705                         
         475946.08    3774484.36        1.21558                      475966.08    
3774484.36        1.25836                         
         475986.08    3774484.36        1.30525                      476006.08    
3774484.36        1.35337                         
         476026.08    3774484.36        1.40426                      476046.08    
3774484.36        1.45859                         
         476066.08    3774484.36        1.51673                      476086.08    
3774484.36        1.57910                         
         476106.08    3774484.36        1.64619                      476126.08    
3774484.36        1.71856                         
         476146.08    3774484.36        1.79805                      476166.08    
3774484.36        1.88703                         
         476186.08    3774484.36        1.98100                      476206.08    
3774484.36        2.08322                         
         476226.08    3774484.36        2.19573                      476246.08    
3774484.36        2.32022                         
         476266.08    3774484.36        2.46069                      476286.08    
3774484.36        2.62254                         
         476306.08    3774484.36        2.80040                      476326.08    
3774484.36        3.00195                         
         476346.08    3774484.36        3.23396                      476366.08    
3774484.36        3.50395                         
         476386.08    3774484.36        3.82195                      476406.08    
3774484.36        4.20129                         
         476426.08    3774484.36        4.67436                      476446.08    
3774484.36        5.25157                         
         476466.08    3774484.36        5.94490                      476486.08    
3774484.36        6.78210                         
         476506.08    3774484.36        7.75137                      476526.08    
3774484.36        8.79163                         
         476546.08    3774484.36        9.85111                      476566.08    
3774484.36       10.79783                         
         476586.08    3774484.36       11.57828                      476606.08    
3774484.36       12.22315                         
         476626.08    3774484.36       12.75052                      476646.08    
3774484.36       13.17200                         
         476666.08    3774484.36       13.49034                      476686.08    
3774484.36       13.72053                         
         476706.08    3774484.36       13.85640                      476726.08    
3774484.36       13.79141                         
         476746.08    3774484.36       13.50876                      476766.08    
3774484.36       12.98314                         



         476786.08    3774484.36       12.24003                      476806.08    
3774484.36       11.37521                         
         476826.08    3774484.36       10.48113                      476846.08    
3774484.36        9.65012                         
         476866.08    3774484.36        8.90445                      476886.08    
3774484.36        8.24122                         
         476906.08    3774484.36        7.65379                      476926.08    
3774484.36        7.13393                         
         476946.08    3774484.36        6.67354                      476966.08    
3774484.36        6.25899                         
         476986.08    3774484.36        5.89069                      477006.08    
3774484.36        5.56837                         
         477026.08    3774484.36        5.27964                      477046.08    
3774484.36        5.02007                         
         477066.08    3774484.36        4.78580                      477086.08    
3774484.36        4.56967                         
         477106.08    3774484.36        4.37371                      477126.08    
3774484.36        4.19810                         
         477146.08    3774484.36        4.03699                      477166.08    
3774484.36        3.88854                         
         477186.08    3774484.36        3.75120                      477206.08    
3774484.36        3.62972                         
         477226.08    3774484.36        3.51679                      477246.08    
3774484.36        3.38751                         
         477266.08    3774484.36        3.27661                      477286.08    
3774484.36        3.17855                         
         477306.08    3774484.36        3.08553                      477326.08    
3774484.36        3.03629                         
         477346.08    3774484.36        2.93915                      477366.08    
3774484.36        2.85794                         
         477386.08    3774484.36        2.77984                      477406.08    
3774484.36        2.70453                         
         477426.08    3774484.36        2.63175                      477446.08    
3774484.36        2.56131                         
         477466.08    3774484.36        2.49301                      477486.08    
3774484.36        2.42674                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 259
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 



                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774484.36        2.39283                      477526.08    
3774484.36        2.34586                         
         475946.08    3774504.36        1.19520                      475966.08    
3774504.36        1.23643                         
         475986.08    3774504.36        1.28124                      476006.08    
3774504.36        1.32807                         
         476026.08    3774504.36        1.37753                      476046.08    
3774504.36        1.42987                         
         476066.08    3774504.36        1.48580                      476086.08    
3774504.36        1.54570                         
         476106.08    3774504.36        1.61002                      476126.08    
3774504.36        1.67928                         
         476146.08    3774504.36        1.75518                      476166.08    
3774504.36        1.83995                         
         476186.08    3774504.36        1.92922                      476206.08    
3774504.36        2.02603                         
         476226.08    3774504.36        2.13222                      476246.08    
3774504.36        2.24925                         
         476266.08    3774504.36        2.38019                      476286.08    
3774504.36        2.52929                         
         476306.08    3774504.36        2.69453                      476326.08    
3774504.36        2.88032                         
         476346.08    3774504.36        3.09072                      476366.08    
3774504.36        3.33239                         
         476386.08    3774504.36        3.61226                      476406.08    
3774504.36        3.93882                         
         476426.08    3774504.36        4.33460                      476446.08    
3774504.36        4.79931                         
         476466.08    3774504.36        5.33120                      476486.08    
3774504.36        5.94022                         
         476506.08    3774504.36        6.61200                      476526.08    
3774504.36        7.31347                         
         476546.08    3774504.36        8.02986                      476566.08    
3774504.36        8.68700                         
         476586.08    3774504.36        9.24731                      476606.08    



3774504.36        9.72012                         
         476626.08    3774504.36       10.10813                      476646.08    
3774504.36       10.41551                         
         476666.08    3774504.36       10.64258                      476686.08    
3774504.36       10.79658                         
         476706.08    3774504.36       10.87150                      476726.08    
3774504.36       10.80938                         
         476746.08    3774504.36       10.61094                      476766.08    
3774504.36       10.27363                         
         476786.08    3774504.36        9.81502                      476806.08    
3774504.36        9.27828                         
         476826.08    3774504.36        8.70275                      476846.08    
3774504.36        8.14389                         
         476866.08    3774504.36        7.62234                      476886.08    
3774504.36        7.14415                         
         476906.08    3774504.36        6.71011                      476926.08    
3774504.36        6.31753                         
         476946.08    3774504.36        5.96277                      476966.08    
3774504.36        5.63637                         
         476986.08    3774504.36        5.34156                      477006.08    
3774504.36        5.08001                         
         477026.08    3774504.36        4.84237                      477046.08    
3774504.36        4.62595                         
         477066.08    3774504.36        4.42834                      477086.08    
3774504.36        4.24376                         
         477106.08    3774504.36        4.07486                      477126.08    
3774504.36        3.92241                         
         477146.08    3774504.36        3.78143                      477166.08    
3774504.36        3.65060                         
         477186.08    3774504.36        3.52876                      477206.08    
3774504.36        3.42524                         
         477226.08    3774504.36        3.29155                      477246.08    
3774504.36        3.19235                         
         477266.08    3774504.36        3.09860                      477286.08    
3774504.36        3.00967                         
         477306.08    3774504.36        2.92501                      477326.08    
3774504.36        2.87416                         
         477346.08    3774504.36        2.78323                      477366.08    
3774504.36        2.70935                         
         477386.08    3774504.36        2.63812                      477406.08    
3774504.36        2.56930                         
         477426.08    3774504.36        2.50267                      477446.08    
3774504.36        2.43807                         
         477466.08    3774504.36        2.37536                      477486.08    
3774504.36        2.31442                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    



                                  PAGE 260
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774504.36        2.27420                      477526.08    
3774504.36        2.22648                         
         475946.08    3774524.36        1.17495                      475966.08    
3774524.36        1.21444                         
         475986.08    3774524.36        1.25637                      476006.08    
3774524.36        1.30238                         
         476026.08    3774524.36        1.35103                      476046.08    
3774524.36        1.40141                         
         476066.08    3774524.36        1.45516                      476086.08    
3774524.36        1.51264                         
         476106.08    3774524.36        1.57424                      476126.08    
3774524.36        1.64043                         
         476146.08    3774524.36        1.71281                      476166.08    
3774524.36        1.79346                         
         476186.08    3774524.36        1.87813                      476206.08    
3774524.36        1.96966                         
         476226.08    3774524.36        2.06968                      476246.08    
3774524.36        2.17946                         
         476266.08    3774524.36        2.30056                      476286.08    
3774524.36        2.43510                         
         476306.08    3774524.36        2.58943                      476326.08    
3774524.36        2.76179                         
         476346.08    3774524.36        2.95180                      476366.08    
3774524.36        3.16714                         
         476386.08    3774524.36        3.41237                      476406.08    
3774524.36        3.69257                         



         476426.08    3774524.36        4.02364                      476446.08    
3774524.36        4.40016                         
         476466.08    3774524.36        4.81559                      476486.08    
3774524.36        5.27433                         
         476506.08    3774524.36        5.76519                      476526.08    
3774524.36        6.26898                         
         476546.08    3774524.36        6.78322                      476566.08    
3774524.36        7.26104                         
         476586.08    3774524.36        7.67669                      476606.08    
3774524.36        8.03359                         
         476626.08    3774524.36        8.32828                      476646.08    
3774524.36        8.55990                         
         476666.08    3774524.36        8.72710                      476686.08    
3774524.36        8.83464                         
         476706.08    3774524.36        8.87938                      476726.08    
3774524.36        8.82776                         
         476746.08    3774524.36        8.68608                      476766.08    
3774524.36        8.45718                         
         476786.08    3774524.36        8.15254                      476806.08    
3774524.36        7.79470                         
         476826.08    3774524.36        7.40229                      476846.08    
3774524.36        7.00944                         
         476866.08    3774524.36        6.63092                      476886.08    
3774524.36        6.27426                         
         476906.08    3774524.36        5.94344                      476926.08    
3774524.36        5.63896                         
         476946.08    3774524.36        5.35961                      476966.08    
3774524.36        5.09858                         
         476986.08    3774524.36        4.85976                      477006.08    
3774524.36        4.64556                         
         477026.08    3774524.36        4.44873                      477046.08    
3774524.36        4.26754                         
         477066.08    3774524.36        4.10046                      477086.08    
3774524.36        3.94271                         
         477106.08    3774524.36        3.79716                      477126.08    
3774524.36        3.66490                         
         477146.08    3774524.36        3.54169                      477166.08    
3774524.36        3.42657                         
         477186.08    3774524.36        3.31870                      477206.08    
3774524.36        3.22516                         
         477226.08    3774524.36        3.10259                      477246.08    
3774524.36        3.01362                         
         477266.08    3774524.36        2.92917                      477286.08    
3774524.36        2.84875                         
         477306.08    3774524.36        2.77193                      477326.08    
3774524.36        2.71901                         
         477346.08    3774524.36        2.63386                      477366.08    
3774524.36        2.56689                         
         477386.08    3774524.36        2.50216                      477406.08    
3774524.36        2.43947                         



         477426.08    3774524.36        2.37866                      477446.08    
3774524.36        2.31958                         
         477466.08    3774524.36        2.26214                      477486.08    
3774524.36        2.20624                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 261
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774524.36        2.15999                      477526.08    
3774524.36        2.11180                         
         475946.08    3774544.36        1.15487                      475966.08    
3774544.36        1.19302                         
         475986.08    3774544.36        1.23337                      476006.08    
3774544.36        1.27784                         
         476026.08    3774544.36        1.32479                      476046.08    
3774544.36        1.37324                         
         476066.08    3774544.36        1.42486                      476086.08    
3774544.36        1.47995                         
         476106.08    3774544.36        1.53888                      476126.08    
3774544.36        1.60207                         
         476146.08    3774544.36        1.67102                      476166.08    
3774544.36        1.74764                         
         476186.08    3774544.36        1.82782                      476206.08    
3774544.36        1.91420                         
         476226.08    3774544.36        2.00824                      476246.08    



3774544.36        2.11097                         
         476266.08    3774544.36        2.22363                      476286.08    
3774544.36        2.34768                         
         476306.08    3774544.36        2.48967                      476326.08    
3774544.36        2.64679                         
         476346.08    3774544.36        2.81779                      476366.08    
3774544.36        3.00905                         
         476386.08    3774544.36        3.22339                      476406.08    
3774544.36        3.46368                         
         476426.08    3774544.36        3.74147                      476446.08    
3774544.36        4.04935                         
         476466.08    3774544.36        4.37969                      476486.08    
3774544.36        4.73523                         
         476506.08    3774544.36        5.10784                      476526.08    
3774544.36        5.48559                         
         476546.08    3774544.36        5.87036                      476566.08    
3774544.36        6.22995                         
         476586.08    3774544.36        6.54618                      476606.08    
3774544.36        6.82092                         
         476626.08    3774544.36        7.04938                      476646.08    
3774544.36        7.22865                         
         476666.08    3774544.36        7.35645                      476686.08    
3774544.36        7.43614                         
         476706.08    3774544.36        7.46642                      476726.08    
3774544.36        7.42651                         
         476746.08    3774544.36        7.32378                      476766.08    
3774544.36        7.16205                         
         476786.08    3774544.36        6.94900                      476806.08    
3774544.36        6.69781                         
         476826.08    3774544.36        6.41809                      476846.08    
3774544.36        6.13183                         
         476866.08    3774544.36        5.84909                      476886.08    
3774544.36        5.57627                         
         476906.08    3774544.36        5.31803                      476926.08    
3774544.36        5.07637                         
         476946.08    3774544.36        4.85165                      476966.08    
3774544.36        4.63907                         
         476986.08    3774544.36        4.44253                      477006.08    
3774544.36        4.26465                         
         477026.08    3774544.36        4.09973                      477046.08    
3774544.36        3.94663                         
         477066.08    3774544.36        3.80431                      477086.08    
3774544.36        3.66878                         
         477106.08    3774544.36        3.54282                      477126.08    
3774544.36        3.42768                         
         477146.08    3774544.36        3.31973                      477166.08    
3774544.36        3.21828                         
         477186.08    3774544.36        3.12267                      477206.08    
3774544.36        3.03783                         
         477226.08    3774544.36        2.92522                      477246.08    



3774544.36        2.84546                         
         477266.08    3774544.36        2.76943                      477286.08    
3774544.36        2.69677                         
         477306.08    3774544.36        2.62712                      477326.08    
3774544.36        2.57194                         
         477346.08    3774544.36        2.49209                      477366.08    
3774544.36        2.43149                         
         477386.08    3774544.36        2.37276                      477406.08    
3774544.36        2.31575                         
         477426.08    3774544.36        2.26034                      477446.08    
3774544.36        2.20641                         
         477466.08    3774544.36        2.15387                      477486.08    
3774544.36        2.10266                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 262
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774544.36        2.05081                      477526.08    
3774544.36        2.00245                         
         475946.08    3774564.36        1.13497                      475966.08    
3774564.36        1.17183                         
         475986.08    3774564.36        1.21077                      476006.08    
3774564.36        1.25364                         
         476026.08    3774564.36        1.29883                      476046.08    
3774564.36        1.34539                         



         476066.08    3774564.36        1.39491                      476086.08    
3774564.36        1.44766                         
         476106.08    3774564.36        1.50398                      476126.08    
3774564.36        1.56424                         
         476146.08    3774564.36        1.62983                      476166.08    
3774564.36        1.70252                         
         476186.08    3774564.36        1.77833                      476206.08    
3774564.36        1.85971                         
         476226.08    3774564.36        1.94794                      476246.08    
3774564.36        2.04388                         
         476266.08    3774564.36        2.14851                      476286.08    
3774564.36        2.26297                         
         476306.08    3774564.36        2.39304                      476326.08    
3774564.36        2.53565                         
         476346.08    3774564.36        2.68914                      476366.08    
3774564.36        2.85866                         
         476386.08    3774564.36        3.04588                      476406.08    
3774564.36        3.25223                         
         476426.08    3774564.36        3.48649                      476446.08    
3774564.36        3.74076                         
         476466.08    3774564.36        4.00774                      476486.08    
3774564.36        4.28968                         
         476506.08    3774564.36        4.58070                      476526.08    
3774564.36        4.87291                         
         476546.08    3774564.36        5.16968                      476566.08    
3774564.36        5.44754                         
         476586.08    3774564.36        5.69321                      476606.08    
3774564.36        5.90824                         
         476626.08    3774564.36        6.08815                      476646.08    
3774564.36        6.22972                         
         476666.08    3774564.36        6.33052                      476686.08    
3774564.36        6.39293                         
         476706.08    3774564.36        6.41648                      476726.08    
3774564.36        6.38728                         
         476746.08    3774564.36        6.31219                      476766.08    
3774564.36        6.19474                         
         476786.08    3774564.36        6.04031                      476806.08    
3774564.36        5.85730                         
         476826.08    3774564.36        5.65100                      476846.08    
3774564.36        5.43628                         
         476866.08    3774564.36        5.22002                      476886.08    
3774564.36        5.00716                         
         476906.08    3774564.36        4.80192                      476926.08    
3774564.36        4.60677                         
         476946.08    3774564.36        4.42286                      476966.08    
3774564.36        4.24694                         
         476986.08    3774564.36        4.08269                      477006.08    
3774564.36        3.93280                         
         477026.08    3774564.36        3.79279                      477046.08    
3774564.36        3.66192                         



         477066.08    3774564.36        3.53946                      477086.08    
3774564.36        3.42205                         
         477106.08    3774564.36        3.31228                      477126.08    
3774564.36        3.21140                         
         477146.08    3774564.36        3.11632                      477166.08    
3774564.36        3.02651                         
         477186.08    3774564.36        2.94146                      477206.08    
3774564.36        2.86409                         
         477226.08    3774564.36        2.76027                      477246.08    
3774564.36        2.68862                         
         477266.08    3774564.36        2.62008                      477286.08    
3774564.36        2.55435                         
         477306.08    3774564.36        2.49117                      477326.08    
3774564.36        2.43374                         
         477346.08    3774564.36        2.35869                      477366.08    
3774564.36        2.30384                         
         477386.08    3774564.36        2.25056                      477406.08    
3774564.36        2.19872                         
         477426.08    3774564.36        2.14824                      477446.08    
3774564.36        2.09902                         
         477466.08    3774564.36        2.05098                      477486.08    
3774564.36        2.00408                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 263
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -



- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774564.36        1.94719                      477526.08    
3774564.36        1.89895                         
         475946.08    3774584.36        1.11526                      475966.08    
3774584.36        1.15085                         
         475986.08    3774584.36        1.18841                      476006.08    
3774584.36        1.22970                         
         476026.08    3774584.36        1.27316                      476046.08    
3774584.36        1.31787                         
         476066.08    3774584.36        1.36533                      476086.08    
3774584.36        1.41580                         
         476106.08    3774584.36        1.46956                      476126.08    
3774584.36        1.52695                         
         476146.08    3774584.36        1.58926                      476166.08    
3774584.36        1.65812                         
         476186.08    3774584.36        1.72970                      476206.08    
3774584.36        1.80623                         
         476226.08    3774584.36        1.88886                      476246.08    
3774584.36        1.97825                         
         476266.08    3774584.36        2.07521                      476286.08    
3774584.36        2.18059                         
         476306.08    3774584.36        2.29946                      476326.08    
3774584.36        2.42864                         
         476346.08    3774584.36        2.56618                      476366.08    
3774584.36        2.71632                         
         476386.08    3774584.36        2.87995                      476406.08    
3774584.36        3.05765                         
         476426.08    3774584.36        3.25636                      476446.08    
3774584.36        3.46841                         
         476466.08    3774584.36        3.68727                      476486.08    
3774584.36        3.91504                         
         476506.08    3774584.36        4.14737                      476526.08    
3774584.36        4.37880                         
         476546.08    3774584.36        4.61309                      476566.08    
3774584.36        4.83238                         
         476586.08    3774584.36        5.02670                      476606.08    
3774584.36        5.19757                         
         476626.08    3774584.36        5.34127                      476646.08    
3774584.36        5.45491                         
         476666.08    3774584.36        5.53634                      476686.08    
3774584.36        5.58732                         
         476706.08    3774584.36        5.60765                      476726.08    
3774584.36        5.58739                         
         476746.08    3774584.36        5.53238                      476766.08    
3774584.36        5.44557                         
         476786.08    3774584.36        5.33084                      476806.08    
3774584.36        5.19388                         
         476826.08    3774584.36        5.03776                      476846.08    
3774584.36        4.87297                         
         476866.08    3774584.36        4.70432                      476886.08    



3774584.36        4.53554                         
         476906.08    3774584.36        4.37012                      476926.08    
3774584.36        4.21046                         
         476946.08    3774584.36        4.05802                      476966.08    
3774584.36        3.91060                         
         476986.08    3774584.36        3.77162                      477006.08    
3774584.36        3.64371                         
         477026.08    3774584.36        3.52340                      477046.08    
3774584.36        3.41024                         
         477066.08    3774584.36        3.30374                      477086.08    
3774584.36        3.20108                         
         477106.08    3774584.36        3.10460                      477126.08    
3774584.36        3.01553                         
         477146.08    3774584.36        2.93119                      477166.08    
3774584.36        2.85119                         
         477186.08    3774584.36        2.77514                      477206.08    
3774584.36        2.70413                         
         477226.08    3774584.36        2.60800                      477246.08    
3774584.36        2.54340                         
         477266.08    3774584.36        2.48141                      477286.08    
3774584.36        2.42179                         
         477306.08    3774584.36        2.36432                      477326.08    
3774584.36        2.30487                         
         477346.08    3774584.36        2.23415                      477366.08    
3774584.36        2.18440                         
         477386.08    3774584.36        2.13597                      477406.08    
3774584.36        2.08877                         
         477426.08    3774584.36        2.04272                      477446.08    
3774584.36        1.99774                         
         477466.08    3774584.36        1.95378                      477486.08    
3774584.36        1.91079                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 264
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774584.36        1.84952                      477526.08    
3774584.36        1.80166                         
         475946.08    3774604.36        1.09573                      475966.08    
3774604.36        1.13008                         
         475986.08    3774604.36        1.16628                      476006.08    
3774604.36        1.20602                         
         476026.08    3774604.36        1.24780                      476046.08    
3774604.36        1.29068                         
         476066.08    3774604.36        1.33613                      476086.08    
3774604.36        1.38436                         
         476106.08    3774604.36        1.43563                      476126.08    
3774604.36        1.49022                         
         476146.08    3774604.36        1.54934                      476166.08    
3774604.36        1.61448                         
         476186.08    3774604.36        1.68194                      476206.08    
3774604.36        1.75380                         
         476226.08    3774604.36        1.83103                      476246.08    
3774604.36        1.91418                         
         476266.08    3774604.36        2.00384                      476286.08    
3774604.36        2.10066                         
         476306.08    3774604.36        2.20912                      476326.08    
3774604.36        2.32596                         
         476346.08    3774604.36        2.44912                      476366.08    
3774604.36        2.58212                         
         476386.08    3774604.36        2.72535                      476406.08    
3774604.36        2.87893                         
         476426.08    3774604.36        3.04852                      476446.08    
3774604.36        3.22699                         
         476466.08    3774604.36        3.40863                      476486.08    
3774604.36        3.59545                         
         476506.08    3774604.36        3.78421                      476526.08    
3774604.36        3.97095                         
         476546.08    3774604.36        4.15939                      476566.08    
3774604.36        4.33552                         
         476586.08    3774604.36        4.49166                      476606.08    
3774604.36        4.62938                         
         476626.08    3774604.36        4.74571                      476646.08    
3774604.36        4.83827                         
         476666.08    3774604.36        4.90528                      476686.08    
3774604.36        4.94813                         



         476706.08    3774604.36        4.96672                      476726.08    
3774604.36        4.95349                         
         476746.08    3774604.36        4.91326                      476766.08    
3774604.36        4.84838                         
         476786.08    3774604.36        4.76167                      476806.08    
3774604.36        4.65716                         
         476826.08    3774604.36        4.53670                      476846.08    
3774604.36        4.40795                         
         476866.08    3774604.36        4.27437                      476886.08    
3774604.36        4.13874                         
         476906.08    3774604.36        4.00390                      476926.08    
3774604.36        3.87197                         
         476946.08    3774604.36        3.74442                      476966.08    
3774604.36        3.61973                         
         476986.08    3774604.36        3.50101                      477006.08    
3774604.36        3.39081                         
         477026.08    3774604.36        3.28640                      477046.08    
3774604.36        3.18759                         
         477066.08    3774604.36        3.09409                      477086.08    
3774604.36        3.00353                         
         477106.08    3774604.36        2.91802                      477126.08    
3774604.36        2.83873                         
         477146.08    3774604.36        2.76337                      477166.08    
3774604.36        2.69161                         
         477186.08    3774604.36        2.62317                      477206.08    
3774604.36        2.55760                         
         477226.08    3774604.36        2.46818                      477246.08    
3774604.36        2.40964                         
         477266.08    3774604.36        2.35333                      477286.08    
3774604.36        2.29903                         
         477306.08    3774604.36        2.24658                      477326.08    
3774604.36        2.18549                         
         477346.08    3774604.36        2.11863                      477366.08    
3774604.36        2.07334                         
         477386.08    3774604.36        2.02919                      477406.08    
3774604.36        1.98609                         
         477426.08    3774604.36        1.94397                      477446.08    
3774604.36        1.90277                         
         477466.08    3774604.36        1.83898                      477486.08    
3774604.36        1.79424                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 265
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***



                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774604.36        1.74954                      477526.08    
3774604.36        1.71080                         
         475946.08    3774624.36        1.07641                      475966.08    
3774624.36        1.10954                         
         475986.08    3774624.36        1.14439                      476006.08    
3774624.36        1.18262                         
         476026.08    3774624.36        1.22273                      476046.08    
3774624.36        1.26383                         
         476066.08    3774624.36        1.30731                      476086.08    
3774624.36        1.35335                         
         476106.08    3774624.36        1.40219                      476126.08    
3774624.36        1.45405                         
         476146.08    3774624.36        1.51007                      476166.08    
3774624.36        1.57161                         
         476186.08    3774624.36        1.63510                      476206.08    
3774624.36        1.70245                         
         476226.08    3774624.36        1.77452                      476246.08    
3774624.36        1.85172                         
         476266.08    3774624.36        1.93450                      476286.08    
3774624.36        2.02332                         
         476306.08    3774624.36        2.12217                      476326.08    
3774624.36        2.22777                         
         476346.08    3774624.36        2.33804                      476366.08    
3774624.36        2.45596                         
         476386.08    3774624.36        2.58163                      476406.08    
3774624.36        2.71490                         
         476426.08    3774624.36        2.86051                      476446.08    
3774624.36        3.01197                         
         476466.08    3774624.36        3.16434                      476486.08    
3774624.36        3.31955                         
         476506.08    3774624.36        3.47512                      476526.08    



3774624.36        3.62813                         
         476546.08    3774624.36        3.78050                      476566.08    
3774624.36        3.92366                         
         476586.08    3774624.36        4.05260                      476606.08    
3774624.36        4.16536                         
         476626.08    3774624.36        4.26074                      476646.08    
3774624.36        4.33713                         
         476666.08    3774624.36        4.39313                      476686.08    
3774624.36        4.42984                         
         476706.08    3774624.36        4.44725                      476726.08    
3774624.36        4.43934                         
         476746.08    3774624.36        4.41004                      476766.08    
3774624.36        4.36118                         
         476786.08    3774624.36        4.29484                      476806.08    
3774624.36        4.21395                         
         476826.08    3774624.36        4.11964                      476846.08    
3774624.36        4.01764                         
         476866.08    3774624.36        3.91050                      476886.08    
3774624.36        3.80033                         
         476906.08    3774624.36        3.68938                      476926.08    
3774624.36        3.57925                         
         476946.08    3774624.36        3.47109                      476966.08    
3774624.36        3.36523                         
         476986.08    3774624.36        3.26369                      477006.08    
3774624.36        3.16807                         
         477026.08    3774624.36        3.07681                      477046.08    
3774624.36        2.98966                         
         477066.08    3774624.36        2.90634                      477086.08    
3774624.36        2.82625                         
         477106.08    3774624.36        2.75033                      477126.08    
3774624.36        2.67923                         
         477146.08    3774624.36        2.61141                      477166.08    
3774624.36        2.54663                         
         477186.08    3774624.36        2.48464                      477206.08    
3774624.36        2.42377                         
         477226.08    3774624.36        2.34023                      477246.08    
3774624.36        2.28689                         
         477266.08    3774624.36        2.23547                      477286.08    
3774624.36        2.18579                         
         477306.08    3774624.36        2.13771                      477326.08    
3774624.36        2.07544                         
         477346.08    3774624.36        2.01205                      477366.08    
3774624.36        1.97063                         
         477386.08    3774624.36        1.93019                      477406.08    
3774624.36        1.89067                         
         477426.08    3774624.36        1.85201                      477446.08    
3774624.36        1.81415                         
         477466.08    3774624.36        1.74811                      477486.08    
3774624.36        1.69422                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           



                         ***        12/02/22
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774624.36        1.65760                      477526.08    
3774624.36        1.62640                         
         475946.08    3774644.36        1.05728                      475966.08    
3774644.36        1.08920                         
         475986.08    3774644.36        1.12275                      476006.08    
3774644.36        1.15949                         
         476026.08    3774644.36        1.19797                      476046.08    
3774644.36        1.23733                         
         476066.08    3774644.36        1.27888                      476086.08    
3774644.36        1.32278                         
         476106.08    3774644.36        1.36924                      476126.08    
3774644.36        1.41846                         
         476146.08    3774644.36        1.47147                      476166.08    
3774644.36        1.52953                         
         476186.08    3774644.36        1.58919                      476206.08    
3774644.36        1.65223                         
         476226.08    3774644.36        1.71938                      476246.08    
3774644.36        1.79096                         
         476266.08    3774644.36        1.86729                      476286.08    
3774644.36        1.94868                         
         476306.08    3774644.36        2.03870                      476326.08    
3774644.36        2.13413                         



         476346.08    3774644.36        2.23291                      476366.08    
3774644.36        2.33762                         
         476386.08    3774644.36        2.44818                      476406.08    
3774644.36        2.56430                         
         476426.08    3774644.36        2.69007                      476446.08    
3774644.36        2.81959                         
         476466.08    3774644.36        2.94860                      476486.08    
3774644.36        3.07897                         
         476506.08    3774644.36        3.20875                      476526.08    
3774644.36        3.33574                         
         476546.08    3774644.36        3.45788                      476566.08    
3774644.36        3.57480                         
         476586.08    3774644.36        3.68577                      476606.08    
3774644.36        3.77975                         
         476626.08    3774644.36        3.85889                      476646.08    
3774644.36        3.92271                         
         476666.08    3774644.36        3.97010                      476686.08    
3774644.36        4.00200                         
         476706.08    3774644.36        4.01841                      476726.08    
3774644.36        4.01441                         
         476746.08    3774644.36        3.99321                      476766.08    
3774644.36        3.95624                         
         476786.08    3774644.36        3.90502                      476806.08    
3774644.36        3.84172                         
         476826.08    3774644.36        3.76703                      476846.08    
3774644.36        3.68533                         
         476866.08    3774644.36        3.59852                      476886.08    
3774644.36        3.50822                         
         476906.08    3774644.36        3.41623                      476926.08    
3774644.36        3.32343                         
         476946.08    3774644.36        3.22983                      476966.08    
3774644.36        3.14024                         
         476986.08    3774644.36        3.05377                      477006.08    
3774644.36        2.97039                         
         477026.08    3774644.36        2.89020                      477046.08    
3774644.36        2.81271                         
         477066.08    3774644.36        2.73707                      477086.08    
3774644.36        2.66639                         
         477106.08    3774644.36        2.59922                      477126.08    
3774644.36        2.53508                         
         477146.08    3774644.36        2.47368                      477166.08    
3774644.36        2.41485                         
         477186.08    3774644.36        2.35840                      477206.08    
3774644.36        2.30164                         
         477226.08    3774644.36        2.22331                      477246.08    
3774644.36        2.17444                         
         477266.08    3774644.36        2.12723                      477286.08    
3774644.36        2.08156                         
         477306.08    3774644.36        2.03728                      477326.08    
3774644.36        1.97434                         



         477346.08    3774644.36        1.91409                      477366.08    
3774644.36        1.87599                         
         477386.08    3774644.36        1.83877                      477406.08    
3774644.36        1.80236                         
         477426.08    3774644.36        1.76671                      477446.08    
3774644.36        1.73178                         
         477466.08    3774644.36        1.66502                      477486.08    
3774644.36        1.61149                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774644.36        1.57700                      477526.08    
3774644.36        1.54836                         
         475946.08    3774664.36        1.03835                      475966.08    
3774664.36        1.06909                         
         475986.08    3774664.36        1.10135                      476006.08    
3774664.36        1.13663                         
         476026.08    3774664.36        1.17352                      476046.08    
3774664.36        1.21117                         
         476066.08    3774664.36        1.25084                      476086.08    
3774664.36        1.29266                         
         476106.08    3774664.36        1.33682                      476126.08    
3774664.36        1.38347                         
         476146.08    3774664.36        1.43309                      476166.08    



3774664.36        1.48636                         
         476186.08    3774664.36        1.54322                      476206.08    
3774664.36        1.60319                         
         476226.08    3774664.36        1.66568                      476246.08    
3774664.36        1.73197                         
         476266.08    3774664.36        1.80228                      476286.08    
3774664.36        1.87682                         
         476306.08    3774664.36        1.95702                      476326.08    
3774664.36        2.04239                         
         476346.08    3774664.36        2.13315                      476366.08    
3774664.36        2.22677                         
         476386.08    3774664.36        2.32433                      476406.08    
3774664.36        2.42594                         
         476426.08    3774664.36        2.53278                      476446.08    
3774664.36        2.64318                         
         476466.08    3774664.36        2.75624                      476486.08    
3774664.36        2.86739                         
         476506.08    3774664.36        2.97681                      476526.08    
3774664.36        3.08338                         
         476546.08    3774664.36        3.18528                      476566.08    
3774664.36        3.28278                         
         476586.08    3774664.36        3.37598                      476606.08    
3774664.36        3.45457                         
         476626.08    3774664.36        3.52098                      476646.08    
3774664.36        3.57490                         
         476666.08    3774664.36        3.61544                      476686.08    
3774664.36        3.64345                         
         476706.08    3774664.36        3.65892                      476726.08    
3774664.36        3.65773                         
         476746.08    3774664.36        3.64256                      476766.08    
3774664.36        3.61448                         
         476786.08    3774664.36        3.57484                      476806.08    
3774664.36        3.52424                         
         476826.08    3774664.36        3.46475                      476846.08    
3774664.36        3.39893                         
         476866.08    3774664.36        3.32801                      476886.08    
3774664.36        3.25344                         
         476906.08    3774664.36        3.17666                      476926.08    
3774664.36        3.09834                         
         476946.08    3774664.36        3.01843                      476966.08    
3774664.36        2.94150                         
         476986.08    3774664.36        2.86656                      477006.08    
3774664.36        2.79359                         
         477026.08    3774664.36        2.72289                      477046.08    
3774664.36        2.65404                         
         477066.08    3774664.36        2.58641                      477086.08    
3774664.36        2.52300                         
         477106.08    3774664.36        2.46249                      477126.08    
3774664.36        2.40437                         
         477146.08    3774664.36        2.34853                      477166.08    



3774664.36        2.29484                         
         477186.08    3774664.36        2.24318                      477206.08    
3774664.36        2.19012                         
         477226.08    3774664.36        2.11644                      477246.08    
3774664.36        2.07144                         
         477266.08    3774664.36        2.02790                      477286.08    
3774664.36        1.98570                         
         477306.08    3774664.36        1.94475                      477326.08    
3774664.36        1.88164                         
         477346.08    3774664.36        1.82423                      477366.08    
3774664.36        1.78900                         
         477386.08    3774664.36        1.75456                      477406.08    
3774664.36        1.72085                         
         477426.08    3774664.36        1.68782                      477446.08    
3774664.36        1.65544                         
         477466.08    3774664.36        1.58840                      477486.08    
3774664.36        1.53549                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774664.36        1.50292                      477526.08    
3774664.36        1.47647                         
         475946.08    3774684.36        1.01962                      475966.08    
3774684.36        1.04920                         



         475986.08    3774684.36        1.08020                      476006.08    
3774684.36        1.11405                         
         476026.08    3774684.36        1.14938                      476046.08    
3774684.36        1.18537                         
         476066.08    3774684.36        1.22320                      476086.08    
3774684.36        1.26300                         
         476106.08    3774684.36        1.30492                      476126.08    
3774684.36        1.34908                         
         476146.08    3774684.36        1.39565                      476166.08    
3774684.36        1.44477                         
         476186.08    3774684.36        1.49871                      476206.08    
3774684.36        1.55538                         
         476226.08    3774684.36        1.61347                      476246.08    
3774684.36        1.67481                         
         476266.08    3774684.36        1.73954                      476286.08    
3774684.36        1.80777                         
         476306.08    3774684.36        1.87961                      476326.08    
3774684.36        1.95630                         
         476346.08    3774684.36        2.03933                      476366.08    
3774684.36        2.12303                         
         476386.08    3774684.36        2.20938                      476406.08    
3774684.36        2.29865                         
         476426.08    3774684.36        2.39033                      476446.08    
3774684.36        2.48532                         
         476466.08    3774684.36        2.58462                      476486.08    
3774684.36        2.67996                         
         476506.08    3774684.36        2.77306                      476526.08    
3774684.36        2.86338                         
         476546.08    3774684.36        2.94951                      476566.08    
3774684.36        3.03182                         
         476586.08    3774684.36        3.11052                      476606.08    
3774684.36        3.17692                         
         476626.08    3774684.36        3.23322                      476646.08    
3774684.36        3.27923                         
         476666.08    3774684.36        3.31509                      476686.08    
3774684.36        3.34011                         
         476706.08    3774684.36        3.35367                      476726.08    
3774684.36        3.35442                         
         476746.08    3774684.36        3.34372                      476766.08    
3774684.36        3.32236                         
         476786.08    3774684.36        3.29123                      476806.08    
3774684.36        3.25028                         
         476826.08    3774684.36        3.20302                      476846.08    
3774684.36        3.14956                         
         476866.08    3774684.36        3.09120                      476886.08    
3774684.36        3.02921                         
         476906.08    3774684.36        2.96477                      476926.08    
3774684.36        2.89839                         
         476946.08    3774684.36        2.83002                      476966.08    
3774684.36        2.76361                         



         476986.08    3774684.36        2.69837                      477006.08    
3774684.36        2.63434                         
         477026.08    3774684.36        2.57184                      477046.08    
3774684.36        2.51057                         
         477066.08    3774684.36        2.45002                      477086.08    
3774684.36        2.39292                         
         477106.08    3774684.36        2.33815                      477126.08    
3774684.36        2.28532                         
         477146.08    3774684.36        2.23436                      477166.08    
3774684.36        2.18520                         
         477186.08    3774684.36        2.13776                      477206.08    
3774684.36        2.08805                         
         477226.08    3774684.36        2.01859                      477246.08    
3774684.36        1.97698                         
         477266.08    3774684.36        1.93665                      477286.08    
3774684.36        1.88306                         
         477306.08    3774684.36        1.84214                      477326.08    
3774684.36        1.78753                         
         477346.08    3774684.36        1.74189                      477366.08    
3774684.36        1.70913                         
         477386.08    3774684.36        1.67710                      477406.08    
3774684.36        1.64573                         
         477426.08    3774684.36        1.61498                      477446.08    
3774684.36        1.58483                         
         477466.08    3774684.36        1.51791                      477486.08    
3774684.36        1.46584                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774684.36        1.43496                      477526.08    
3774684.36        1.41040                         
         475946.08    3774704.36        1.00109                      475966.08    
3774704.36        1.02954                         
         475986.08    3774704.36        1.05930                      476006.08    
3774704.36        1.09175                         
         476026.08    3774704.36        1.12556                      476046.08    
3774704.36        1.15992                         
         476066.08    3774704.36        1.19597                      476086.08    
3774704.36        1.23382                         
         476106.08    3774704.36        1.27356                      476126.08    
3774704.36        1.31533                         
         476146.08    3774704.36        1.35924                      476166.08    
3774704.36        1.40541                         
         476186.08    3774704.36        1.45595                      476206.08    
3774704.36        1.50884                         
         476226.08    3774704.36        1.56281                      476246.08    
3774704.36        1.61953                         
         476266.08    3774704.36        1.67910                      476286.08    
3774704.36        1.74157                         
         476306.08    3774704.36        1.80697                      476326.08    
3774704.36        1.87640                         
         476346.08    3774704.36        1.95116                      476366.08    
3774704.36        2.02597                         
         476386.08    3774704.36        2.10264                      476406.08    
3774704.36        2.18140                         
         476426.08    3774704.36        2.26177                      476446.08    
3774704.36        2.34456                         
         476466.08    3774704.36        2.43068                      476486.08    
3774704.36        2.51285                         
         476506.08    3774704.36        2.59273                      476526.08    
3774704.36        2.66996                         
         476546.08    3774704.36        2.74342                      476566.08    
3774704.36        2.81356                         
         476586.08    3774704.36        2.88065                      476606.08    
3774704.36        2.93728                         
         476626.08    3774704.36        2.98546                      476646.08    
3774704.36        3.02509                         
         476666.08    3774704.36        3.05777                      476686.08    
3774704.36        3.07990                         
         476706.08    3774704.36        3.09157                      476726.08    
3774704.36        3.09358                         
         476746.08    3774704.36        3.08622                      476766.08    
3774704.36        3.06996                         
         476786.08    3774704.36        3.04551                      476806.08    



3774704.36        3.01268                         
         476826.08    3774704.36        2.97435                      476846.08    
3774704.36        2.93051                         
         476866.08    3774704.36        2.88218                      476886.08    
3774704.36        2.83036                         
         476906.08    3774704.36        2.77599                      476926.08    
3774704.36        2.71948                         
         476946.08    3774704.36        2.66076                      476966.08    
3774704.36        2.60324                         
         476986.08    3774704.36        2.54630                      477006.08    
3774704.36        2.48999                         
         477026.08    3774704.36        2.43463                      477046.08    
3774704.36        2.37999                         
         477066.08    3774704.36        2.32568                      477086.08    
3774704.36        2.27416                         
         477106.08    3774704.36        2.22450                      477126.08    
3774704.36        2.17637                         
         477146.08    3774704.36        2.12976                      477166.08    
3774704.36        2.08463                         
         477186.08    3774704.36        2.04094                      477206.08    
3774704.36        1.99435                         
         477226.08    3774704.36        1.92876                      477246.08    
3774704.36        1.89016                         
         477266.08    3774704.36        1.85268                      477286.08    
3774704.36        1.79649                         
         477306.08    3774704.36        1.73552                      477326.08    
3774704.36        1.69807                         
         477346.08    3774704.36        1.66637                      477366.08    
3774704.36        1.63577                         
         477386.08    3774704.36        1.60583                      477406.08    
3774704.36        1.57651                         
         477426.08    3774704.36        1.54777                      477446.08    
3774704.36        1.51957                         
         477466.08    3774704.36        1.45312                      477486.08    
3774704.36        1.40205                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 270
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   



, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774704.36        1.37269                      477526.08    
3774704.36        1.34975                         
         475946.08    3774724.36        0.98276                      475966.08    
3774724.36        1.01010                         
         475986.08    3774724.36        1.03865                      476006.08    
3774724.36        1.06901                         
         476026.08    3774724.36        1.10097                      476046.08    
3774724.36        1.13469                         
         476066.08    3774724.36        1.16917                      476086.08    
3774724.36        1.20512                         
         476106.08    3774724.36        1.24277                      476126.08    
3774724.36        1.28224                         
         476146.08    3774724.36        1.32360                      476166.08    
3774724.36        1.36696                         
         476186.08    3774724.36        1.41428                      476206.08    
3774724.36        1.46361                         
         476226.08    3774724.36        1.51372                      476246.08    
3774724.36        1.56616                         
         476266.08    3774724.36        1.62098                      476286.08    
3774724.36        1.67819                         
         476306.08    3774724.36        1.73777                      476326.08    
3774724.36        1.80071                         
         476346.08    3774724.36        1.86814                      476366.08    
3774724.36        1.93518                         
         476386.08    3774724.36        2.00347                      476406.08    
3774724.36        2.07322                         
         476426.08    3774724.36        2.14401                      476446.08    
3774724.36        2.21657                         
         476466.08    3774724.36        2.29172                      476486.08    
3774724.36        2.36303                         
         476506.08    3774724.36        2.43208                      476526.08    
3774724.36        2.49863                         
         476546.08    3774724.36        2.56181                      476566.08    
3774724.36        2.62209                         
         476586.08    3774724.36        2.67978                      476606.08    
3774724.36        2.72850                         



         476626.08    3774724.36        2.77009                      476646.08    
3774724.36        2.80451                         
         476666.08    3774724.36        2.83325                      476686.08    
3774724.36        2.85309                         
         476706.08    3774724.36        2.86409                      476726.08    
3774724.36        2.86707                         
         476746.08    3774724.36        2.86221                      476766.08    
3774724.36        2.84985                         
         476786.08    3774724.36        2.83057                      476806.08    
3774724.36        2.80411                         
         476826.08    3774724.36        2.77283                      476846.08    
3774724.36        2.73666                         
         476866.08    3774724.36        2.69640                      476886.08    
3774724.36        2.65284                         
         476906.08    3774724.36        2.60675                      476926.08    
3774724.36        2.55844                         
         476946.08    3774724.36        2.50782                      476966.08    
3774724.36        2.45787                         
         476986.08    3774724.36        2.40804                      477006.08    
3774724.36        2.35841                         
         477026.08    3774724.36        2.30929                      477046.08    
3774724.36        2.26050                         
         477066.08    3774724.36        2.21172                      477086.08    
3774724.36        2.16518                         
         477106.08    3774724.36        2.12008                      477126.08    
3774724.36        2.07617                         
         477146.08    3774724.36        2.03348                      477166.08    
3774724.36        1.98979                         
         477186.08    3774724.36        1.94683                      477206.08    
3774724.36        1.89536                         
         477226.08    3774724.36        1.84601                      477246.08    
3774724.36        1.81012                         
         477266.08    3774724.36        1.77519                      477286.08    
3774724.36        1.72027                         
         477306.08    3774724.36        1.66154                      477326.08    
3774724.36        1.62631                         
         477346.08    3774724.36        1.59698                      477366.08    
3774724.36        1.56829                         
         477386.08    3774724.36        1.54021                      477406.08    
3774724.36        1.51270                         
         477426.08    3774724.36        1.48571                      477446.08    
3774724.36        1.45924                         
         477466.08    3774724.36        1.39356                      477486.08    
3774724.36        1.34362                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 271



 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774724.36        1.31562                      477526.08    
3774724.36        1.29408                         
         475946.08    3774744.36        0.96464                      475966.08    
3774744.36        0.99089                         
         475986.08    3774744.36        1.01826                      476006.08    
3774744.36        1.04682                         
         476026.08    3774744.36        1.07713                      476046.08    
3774744.36        1.10989                         
         476066.08    3774744.36        1.14281                      476086.08    
3774744.36        1.17692                         
         476106.08    3774744.36        1.21257                      476126.08    
3774744.36        1.24983                         
         476146.08    3774744.36        1.28877                      476166.08    
3774744.36        1.32946                         
         476186.08    3774744.36        1.37374                      476206.08    
3774744.36        1.41972                         
         476226.08    3774744.36        1.46623                      476246.08    
3774744.36        1.51471                         
         476266.08    3774744.36        1.56517                      476286.08    
3774744.36        1.61759                         
         476306.08    3774744.36        1.67193                      476326.08    
3774744.36        1.72906                         
         476346.08    3774744.36        1.79000                      476366.08    
3774744.36        1.85022                         
         476386.08    3774744.36        1.91124                      476406.08    
3774744.36        1.97326                         
         476426.08    3774744.36        2.03587                      476446.08    



3774744.36        2.09979                         
         476466.08    3774744.36        2.16575                      476486.08    
3774744.36        2.22803                         
         476506.08    3774744.36        2.28812                      476526.08    
3774744.36        2.34589                         
         476546.08    3774744.36        2.40064                      476566.08    
3774744.36        2.45284                         
         476586.08    3774744.36        2.50284                      476606.08    
3774744.36        2.54509                         
         476626.08    3774744.36        2.58126                      476646.08    
3774744.36        2.61138                         
         476666.08    3774744.36        2.63678                      476686.08    
3774744.36        2.65466                         
         476706.08    3774744.36        2.66505                      476726.08    
3774744.36        2.66869                         
         476746.08    3774744.36        2.66569                      476766.08    
3774744.36        2.65635                         
         476786.08    3774744.36        2.64110                      476806.08    
3774744.36        2.61966                         
         476826.08    3774744.36        2.59398                      476846.08    
3774744.36        2.56397                         
         476866.08    3774744.36        2.53025                      476886.08    
3774744.36        2.49346                         
         476906.08    3774744.36        2.45421                      476926.08    
3774744.36        2.41275                         
         476946.08    3774744.36        2.36896                      476966.08    
3774744.36        2.32545                         
         476986.08    3774744.36        2.28175                      477006.08    
3774744.36        2.23792                         
         477026.08    3774744.36        2.19398                      477046.08    
3774744.36        2.15025                         
         477066.08    3774744.36        2.10669                      477086.08    
3774744.36        2.06468                         
         477106.08    3774744.36        2.02370                      477126.08    
3774744.36        1.98362                         
         477146.08    3774744.36        1.94448                      477166.08    
3774744.36        1.90384                         
         477186.08    3774744.36        1.84926                      477206.08    
3774744.36        1.80380                         
         477226.08    3774744.36        1.76949                      477246.08    
3774744.36        1.73605                         
         477266.08    3774744.36        1.70346                      477286.08    
3774744.36        1.65019                         
         477306.08    3774744.36        1.59401                      477326.08    
3774744.36        1.56061                         
         477346.08    3774744.36        1.53305                      477366.08    
3774744.36        1.50608                         
         477386.08    3774744.36        1.47965                      477406.08    
3774744.36        1.45375                         
         477426.08    3774744.36        1.42834                      477446.08    



3774744.36        1.40341                         
         477466.08    3774744.36        1.33874                      477486.08    
3774744.36        1.29000                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774744.36        1.26325                      477526.08    
3774744.36        1.24294                         
         475946.08    3774764.36        0.94674                      475966.08    
3774764.36        0.97192                         
         475986.08    3774764.36        0.99814                      476006.08    
3774764.36        1.02545                         
         476026.08    3774764.36        1.05439                      476046.08    
3774764.36        1.08561                         
         476066.08    3774764.36        1.11690                      476086.08    
3774764.36        1.14925                         
         476106.08    3774764.36        1.18297                      476126.08    
3774764.36        1.21812                         
         476146.08    3774764.36        1.25476                      476166.08    
3774764.36        1.29292                         
         476186.08    3774764.36        1.33434                      476206.08    
3774764.36        1.37719                         
         476226.08    3774764.36        1.42036                      476246.08    
3774764.36        1.46519                         



         476266.08    3774764.36        1.51165                      476286.08    
3774764.36        1.55972                         
         476306.08    3774764.36        1.60933                      476326.08    
3774764.36        1.66128                         
         476346.08    3774764.36        1.71646                      476366.08    
3774764.36        1.77069                         
         476386.08    3774764.36        1.82539                      476406.08    
3774764.36        1.88072                         
         476426.08    3774764.36        1.93635                      476446.08    
3774764.36        1.99292                         
         476466.08    3774764.36        2.05111                      476486.08    
3774764.36        2.10582                         
         476506.08    3774764.36        2.15844                      476526.08    
3774764.36        2.20893                         
         476546.08    3774764.36        2.25669                      476566.08    
3774764.36        2.30222                         
         476586.08    3774764.36        2.34586                      476606.08    
3774764.36        2.38277                         
         476626.08    3774764.36        2.41446                      476646.08    
3774764.36        2.44100                         
         476666.08    3774764.36        2.46359                      476686.08    
3774764.36        2.47976                         
         476706.08    3774764.36        2.48956                      476726.08    
3774764.36        2.49360                         
         476746.08    3774764.36        2.49201                      476766.08    
3774764.36        2.48499                         
         476786.08    3774764.36        2.47292                      476806.08    
3774764.36        2.45547                         
         476826.08    3774764.36        2.43429                      476846.08    
3774764.36        2.40926                         
         476866.08    3774764.36        2.38087                      476886.08    
3774764.36        2.34965                         
         476906.08    3774764.36        2.31608                      476926.08    
3774764.36        2.28036                         
         476946.08    3774764.36        2.24236                      476966.08    
3774764.36        2.20435                         
         476986.08    3774764.36        2.16592                      477006.08    
3774764.36        2.12715                         
         477026.08    3774764.36        2.08739                      477046.08    
3774764.36        2.04788                         
         477066.08    3774764.36        2.00950                      477086.08    
3774764.36        1.97164                         
         477106.08    3774764.36        1.93437                      477126.08    
3774764.36        1.89776                         
         477146.08    3774764.36        1.86185                      477166.08    
3774764.36        1.82422                         
         477186.08    3774764.36        1.77287                      477206.08    
3774764.36        1.73034                         
         477226.08    3774764.36        1.69844                      477246.08    
3774764.36        1.66727                         



         477266.08    3774764.36        1.63682                      477286.08    
3774764.36        1.58532                         
         477306.08    3774764.36        1.53157                      477326.08    
3774764.36        1.49989                         
         477346.08    3774764.36        1.47395                      477366.08    
3774764.36        1.44853                         
         477386.08    3774764.36        1.42361                      477406.08    
3774764.36        1.39917                         
         477426.08    3774764.36        1.37519                      477446.08    
3774764.36        1.35163                         
         477466.08    3774764.36        1.28816                      477486.08    
3774764.36        1.24069                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774764.36        1.21508                      477526.08    
3774764.36        1.19585                         
         475946.08    3774784.36        0.92905                      475966.08    
3774784.36        0.95320                         
         475986.08    3774784.36        0.97830                      476006.08    
3774784.36        1.00440                         
         476026.08    3774784.36        1.03201                      476046.08    
3774784.36        1.06174                         
         476066.08    3774784.36        1.09146                      476086.08    



3774784.36        1.12212                         
         476106.08    3774784.36        1.15400                      476126.08    
3774784.36        1.18714                         
         476146.08    3774784.36        1.22159                      476166.08    
3774784.36        1.25737                         
         476186.08    3774784.36        1.29517                      476206.08    
3774784.36        1.33465                         
         476226.08    3774784.36        1.37587                      476246.08    
3774784.36        1.41757                         
         476266.08    3774784.36        1.46038                      476286.08    
3774784.36        1.50450                         
         476306.08    3774784.36        1.54986                      476326.08    
3774784.36        1.59716                         
         476346.08    3774784.36        1.64724                      476366.08    
3774784.36        1.69620                         
         476386.08    3774784.36        1.74537                      476406.08    
3774784.36        1.79491                         
         476426.08    3774784.36        1.84453                      476446.08    
3774784.36        1.89483                         
         476466.08    3774784.36        1.94642                      476486.08    
3774784.36        1.99474                         
         476506.08    3774784.36        2.04109                      476526.08    
3774784.36        2.08547                         
         476546.08    3774784.36        2.12741                      476566.08    
3774784.36        2.16737                         
         476586.08    3774784.36        2.20572                      476606.08    
3774784.36        2.23816                         
         476626.08    3774784.36        2.26611                      476646.08    
3774784.36        2.28964                         
         476666.08    3774784.36        2.30983                      476686.08    
3774784.36        2.32453                         
         476706.08    3774784.36        2.33374                      476726.08    
3774784.36        2.33804                         
         476746.08    3774784.36        2.33755                      476766.08    
3774784.36        2.33236                         
         476786.08    3774784.36        2.32245                      476806.08    
3774784.36        2.30847                         
         476826.08    3774784.36        2.29092                      476846.08    
3774784.36        2.26993                         
         476866.08    3774784.36        2.24593                      476886.08    
3774784.36        2.21931                         
         476906.08    3774784.36        2.19048                      476926.08    
3774784.36        2.15959                         
         476946.08    3774784.36        2.12650                      476966.08    
3774784.36        2.09320                         
         476986.08    3774784.36        2.05933                      477006.08    
3774784.36        2.02496                         
         477026.08    3774784.36        1.98945                      477046.08    
3774784.36        1.95398                         
         477066.08    3774784.36        1.91947                      477086.08    



3774784.36        1.88519                         
         477106.08    3774784.36        1.85128                      477126.08    
3774784.36        1.81782                         
         477146.08    3774784.36        1.78487                      477166.08    
3774784.36        1.75002                         
         477186.08    3774784.36        1.70171                      477206.08    
3774784.36        1.66189                         
         477226.08    3774784.36        1.63221                      477246.08    
3774784.36        1.60314                         
         477266.08    3774784.36        1.57467                      477286.08    
3774784.36        1.52502                         
         477306.08    3774784.36        1.47360                      477326.08    
3774784.36        1.44354                         
         477346.08    3774784.36        1.41909                      477366.08    
3774784.36        1.39511                         
         477386.08    3774784.36        1.37158                      477406.08    
3774784.36        1.34848                         
         477426.08    3774784.36        1.32579                      477446.08    
3774784.36        1.25650                         
         477466.08    3774784.36        1.22260                      477486.08    
3774784.36        1.19191                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -



         477506.08    3774784.36        1.17063                      477526.08    
3774784.36        1.15239                         
         475946.08    3774804.36        0.91159                      475966.08    
3774804.36        0.93473                         
         475986.08    3774804.36        0.95875                      476006.08    
3774804.36        0.98367                         
         476026.08    3774804.36        1.00999                      476046.08    
3774804.36        1.03829                         
         476066.08    3774804.36        1.06651                      476086.08    
3774804.36        1.09554                         
         476106.08    3774804.36        1.12566                      476126.08    
3774804.36        1.15690                         
         476146.08    3774804.36        1.18928                      476166.08    
3774804.36        1.22282                         
         476186.08    3774804.36        1.25753                      476206.08    
3774804.36        1.29405                         
         476226.08    3774804.36        1.33313                      476246.08    
3774804.36        1.37183                         
         476266.08    3774804.36        1.41131                      476286.08    
3774804.36        1.45185                         
         476306.08    3774804.36        1.49337                      476326.08    
3774804.36        1.53652                         
         476346.08    3774804.36        1.58206                      476366.08    
3774804.36        1.62638                         
         476386.08    3774804.36        1.67071                      476406.08    
3774804.36        1.71522                         
         476426.08    3774804.36        1.75965                      476446.08    
3774804.36        1.80455                         
         476466.08    3774804.36        1.85050                      476486.08    
3774804.36        1.89339                         
         476506.08    3774804.36        1.93443                      476526.08    
3774804.36        1.97366                         
         476546.08    3774804.36        2.01069                      476566.08    
3774804.36        2.04599                         
         476586.08    3774804.36        2.07988                      476606.08    
3774804.36        2.10858                         
         476626.08    3774804.36        2.13337                      476646.08    
3774804.36        2.15434                         
         476666.08    3774804.36        2.17249                      476686.08    
3774804.36        2.18590                         
         476706.08    3774804.36        2.19455                      476726.08    
3774804.36        2.19897                         
         476746.08    3774804.36        2.19929                      476766.08    
3774804.36        2.19518                         
         476786.08    3774804.36        2.18742                      476806.08    
3774804.36        2.17617                         
         476826.08    3774804.36        2.16156                      476846.08    
3774804.36        2.14389                         
         476866.08    3774804.36        2.12350                      476886.08    
3774804.36        2.10071                         



         476906.08    3774804.36        2.07586                      476926.08    
3774804.36        2.04905                         
         476946.08    3774804.36        2.02013                      476966.08    
3774804.36        1.99088                         
         476986.08    3774804.36        1.96095                      477006.08    
3774804.36        1.93041                         
         477026.08    3774804.36        1.89869                      477046.08    
3774804.36        1.86684                         
         477066.08    3774804.36        1.83570                      477086.08    
3774804.36        1.80463                         
         477106.08    3774804.36        1.77376                      477126.08    
3774804.36        1.74316                         
         477146.08    3774804.36        1.71045                      477166.08    
3774804.36        1.67810                         
         477186.08    3774804.36        1.63073                      477206.08    
3774804.36        1.59788                         
         477226.08    3774804.36        1.57027                      477246.08    
3774804.36        1.54315                         
         477266.08    3774804.36        1.49665                      477286.08    
3774804.36        1.46192                         
         477306.08    3774804.36        1.41562                      477326.08    
3774804.36        1.39103                         
         477346.08    3774804.36        1.36798                      477366.08    
3774804.36        1.34534                         
         477386.08    3774804.36        1.32309                      477406.08    
3774804.36        1.30124                         
         477426.08    3774804.36        1.27976                      477446.08    
3774804.36        1.20457                         
         477466.08    3774804.36        1.16493                      477486.08    
3774804.36        1.14708                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 275
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 



***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774804.36        1.12949                      477526.08    
3774804.36        1.11214                         
         475946.08    3774824.36        0.89436                      475966.08    
3774824.36        0.91652                         
         475986.08    3774824.36        0.93948                      476006.08    
3774824.36        0.96327                         
         476026.08    3774824.36        0.98835                      476046.08    
3774824.36        1.01527                         
         476066.08    3774824.36        1.04205                      476086.08    
3774824.36        1.06954                         
         476106.08    3774824.36        1.09799                      476126.08    
3774824.36        1.12742                         
         476146.08    3774824.36        1.15785                      476166.08    
3774824.36        1.18929                         
         476186.08    3774824.36        1.22172                      476206.08    
3774824.36        1.25576                         
         476226.08    3774824.36        1.29210                      476246.08    
3774824.36        1.32794                         
         476266.08    3774824.36        1.36437                      476286.08    
3774824.36        1.40166                         
         476306.08    3774824.36        1.43972                      476326.08    
3774824.36        1.47916                         
         476346.08    3774824.36        1.52066                      476366.08    
3774824.36        1.56088                         
         476386.08    3774824.36        1.60097                      476406.08    
3774824.36        1.64108                         
         476426.08    3774824.36        1.68100                      476446.08    
3774824.36        1.72124                         
         476466.08    3774824.36        1.76235                      476486.08    
3774824.36        1.80059                         
         476506.08    3774824.36        1.83711                      476526.08    
3774824.36        1.87197                         
         476546.08    3774824.36        1.90484                      476566.08    
3774824.36        1.93618                         
         476586.08    3774824.36        1.96630                      476606.08    
3774824.36        1.99183                         
         476626.08    3774824.36        2.01394                      476646.08    
3774824.36        2.03273                         
         476666.08    3774824.36        2.04912                      476686.08    
3774824.36        2.06138                         
         476706.08    3774824.36        2.06950                      476726.08    



3774824.36        2.07396                         
         476746.08    3774824.36        2.07486                      476766.08    
3774824.36        2.07191                         
         476786.08    3774824.36        2.06576                      476806.08    
3774824.36        2.05653                         
         476826.08    3774824.36        2.04432                      476846.08    
3774824.36        2.02939                         
         476866.08    3774824.36        2.01199                      476886.08    
3774824.36        1.99240                         
         476906.08    3774824.36        1.97089                      476926.08    
3774824.36        1.94754                         
         476946.08    3774824.36        1.92219                      476966.08    
3774824.36        1.89642                         
         476986.08    3774824.36        1.86991                      477006.08    
3774824.36        1.84272                         
         477026.08    3774824.36        1.81433                      477046.08    
3774824.36        1.78569                         
         477066.08    3774824.36        1.75755                      477086.08    
3774824.36        1.72937                         
         477106.08    3774824.36        1.70123                      477126.08    
3774824.36        1.67324                         
         477146.08    3774824.36        1.64011                      477166.08    
3774824.36        1.59477                         
         477186.08    3774824.36        1.56395                      477206.08    
3774824.36        1.53783                         
         477226.08    3774824.36        1.51214                      477246.08    
3774824.36        1.48684                         
         477266.08    3774824.36        1.42970                      477286.08    
3774824.36        1.38707                         
         477306.08    3774824.36        1.36411                      477326.08    
3774824.36        1.34190                         
         477346.08    3774824.36        1.32016                      477366.08    
3774824.36        1.29878                         
         477386.08    3774824.36        1.27775                      477406.08    
3774824.36        1.25706                         
         477426.08    3774824.36        1.23670                      477446.08    
3774824.36        1.16332                         
         477466.08    3774824.36        1.12495                      477486.08    
3774824.36        1.10798                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 276
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   



, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774824.36        1.09124                      477526.08    
3774824.36        1.07473                         
         475946.08    3774844.36        0.87737                      475966.08    
3774844.36        0.89858                         
         475986.08    3774844.36        0.92053                      476006.08    
3774844.36        0.94322                         
         476026.08    3774844.36        0.96711                      476046.08    
3774844.36        0.99270                         
         476066.08    3774844.36        1.01810                      476086.08    
3774844.36        1.04412                         
         476106.08    3774844.36        1.07098                      476126.08    
3774844.36        1.09871                         
         476146.08    3774844.36        1.12730                      476166.08    
3774844.36        1.15676                         
         476186.08    3774844.36        1.18709                      476206.08    
3774844.36        1.21882                         
         476226.08    3774844.36        1.25262                      476246.08    
3774844.36        1.28584                         
         476266.08    3774844.36        1.31950                      476286.08    
3774844.36        1.35384                         
         476306.08    3774844.36        1.38976                      476326.08    
3774844.36        1.42630                         
         476346.08    3774844.36        1.46299                      476366.08    
3774844.36        1.49938                         
         476386.08    3774844.36        1.53572                      476406.08    
3774844.36        1.57199                         
         476426.08    3774844.36        1.60798                      476446.08    
3774844.36        1.64419                         
         476466.08    3774844.36        1.68111                      476486.08    
3774844.36        1.71535                         
         476506.08    3774844.36        1.74799                      476526.08    
3774844.36        1.77911                         



         476546.08    3774844.36        1.80844                      476566.08    
3774844.36        1.83640                         
         476586.08    3774844.36        1.86331                      476606.08    
3774844.36        1.88613                         
         476626.08    3774844.36        1.90620                      476646.08    
3774844.36        1.92380                         
         476666.08    3774844.36        1.93802                      476686.08    
3774844.36        1.94897                         
         476706.08    3774844.36        1.95659                      476726.08    
3774844.36        1.96102                         
         476746.08    3774844.36        1.96235                      476766.08    
3774844.36        1.96032                         
         476786.08    3774844.36        1.95545                      476806.08    
3774844.36        1.94787                         
         476826.08    3774844.36        1.93764                      476846.08    
3774844.36        1.92497                         
         476866.08    3774844.36        1.91006                      476886.08    
3774844.36        1.89316                         
         476906.08    3774844.36        1.87447                      476926.08    
3774844.36        1.85406                         
         476946.08    3774844.36        1.83177                      476966.08    
3774844.36        1.80900                         
         476986.08    3774844.36        1.78547                      477006.08    
3774844.36        1.76121                         
         477026.08    3774844.36        1.73574                      477046.08    
3774844.36        1.70994                         
         477066.08    3774844.36        1.68450                      477086.08    
3774844.36        1.65890                         
         477106.08    3774844.36        1.63324                      477126.08    
3774844.36        1.60762                         
         477146.08    3774844.36        1.57679                      477166.08    
3774844.36        1.52993                         
         477186.08    3774844.36        1.50550                      477206.08    
3774844.36        1.48132                         
         477226.08    3774844.36        1.45742                      477246.08    
3774844.36        1.43383                         
         477266.08    3774844.36        1.37860                      477286.08    
3774844.36        1.33764                         
         477306.08    3774844.36        1.31654                      477326.08    
3774844.36        1.29575                         
         477346.08    3774844.36        1.27526                      477366.08    
3774844.36        1.25507                         
         477386.08    3774844.36        1.23518                      477406.08    
3774844.36        1.21559                         
         477426.08    3774844.36        1.19629                      477446.08    
3774844.36        1.12475                         
         477466.08    3774844.36        1.08763                      477486.08    
3774844.36        1.07149                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22



 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 277
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774844.36        1.05555                      477526.08    
3774844.36        1.03983                         
         475946.08    3774864.36        0.86063                      475966.08    
3774864.36        0.88092                         
         475986.08    3774864.36        0.90188                      476006.08    
3774864.36        0.92352                         
         476026.08    3774864.36        0.94626                      476046.08    
3774864.36        0.97059                         
         476066.08    3774864.36        0.99468                      476086.08    
3774864.36        1.01929                         
         476106.08    3774864.36        1.04465                      476126.08    
3774864.36        1.07077                         
         476146.08    3774864.36        1.09764                      476166.08    
3774864.36        1.12526                         
         476186.08    3774864.36        1.15361                      476206.08    
3774864.36        1.18321                         
         476226.08    3774864.36        1.21468                      476246.08    
3774864.36        1.24549                         
         476266.08    3774864.36        1.27662                      476286.08    
3774864.36        1.30829                         
         476306.08    3774864.36        1.34187                      476326.08    
3774864.36        1.37563                         
         476346.08    3774864.36        1.40853                      476366.08    



3774864.36        1.44157                         
         476386.08    3774864.36        1.47462                      476406.08    
3774864.36        1.50751                         
         476426.08    3774864.36        1.54006                      476446.08    
3774864.36        1.57275                         
         476466.08    3774864.36        1.60603                      476486.08    
3774864.36        1.63682                         
         476506.08    3774864.36        1.66612                      476526.08    
3774864.36        1.69402                         
         476546.08    3774864.36        1.72030                      476566.08    
3774864.36        1.74537                         
         476586.08    3774864.36        1.76952                      476606.08    
3774864.36        1.79001                         
         476626.08    3774864.36        1.80822                      476646.08    
3774864.36        1.82432                         
         476666.08    3774864.36        1.83708                      476686.08    
3774864.36        1.84702                         
         476706.08    3774864.36        1.85417                      476726.08    
3774864.36        1.85853                         
         476746.08    3774864.36        1.86017                      476766.08    
3774864.36        1.85886                         
         476786.08    3774864.36        1.85503                      476806.08    
3774864.36        1.84880                         
         476826.08    3774864.36        1.84020                      476846.08    
3774864.36        1.82941                         
         476866.08    3774864.36        1.81659                      476886.08    
3774864.36        1.80194                         
         476906.08    3774864.36        1.78565                      476926.08    
3774864.36        1.76776                         
         476946.08    3774864.36        1.74810                      476966.08    
3774864.36        1.72792                         
         476986.08    3774864.36        1.70697                      477006.08    
3774864.36        1.68528                         
         477026.08    3774864.36        1.66240                      477046.08    
3774864.36        1.63912                         
         477066.08    3774864.36        1.61607                      477086.08    
3774864.36        1.59279                         
         477106.08    3774864.36        1.56697                      477126.08    
3774864.36        1.54331                         
         477146.08    3774864.36        1.51700                      477166.08    
3774864.36        1.47306                         
         477186.08    3774864.36        1.45047                      477206.08    
3774864.36        1.42804                         
         477226.08    3774864.36        1.40581                      477246.08    
3774864.36        1.38380                         
         477266.08    3774864.36        1.33071                      477286.08    
3774864.36        1.29163                         
         477306.08    3774864.36        1.27183                      477326.08    
3774864.36        1.25226                         
         477346.08    3774864.36        1.23295                      477366.08    



3774864.36        1.21389                         
         477386.08    3774864.36        1.19508                      477406.08    
3774864.36        1.17654                         
         477426.08    3774864.36        1.15825                      477446.08    
3774864.36        1.08855                         
         477466.08    3774864.36        1.05264                      477486.08    
3774864.36        1.03729                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 278
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774864.36        1.02212                      477526.08    
3774864.36        1.00713                         
         475946.08    3774884.36        0.84414                      475966.08    
3774884.36        0.86355                         
         475986.08    3774884.36        0.88356                      476006.08    
3774884.36        0.90419                         
         476026.08    3774884.36        0.92583                      476046.08    
3774884.36        0.94895                         
         476066.08    3774884.36        0.97178                      476086.08    
3774884.36        0.99506                         
         476106.08    3774884.36        1.01900                      476126.08    
3774884.36        1.04360                         
         476146.08    3774884.36        1.06886                      476166.08    
3774884.36        1.09475                         



         476186.08    3774884.36        1.12128                      476206.08    
3774884.36        1.14891                         
         476226.08    3774884.36        1.17821                      476246.08    
3774884.36        1.20682                         
         476266.08    3774884.36        1.23564                      476286.08    
3774884.36        1.26488                         
         476306.08    3774884.36        1.29584                      476326.08    
3774884.36        1.32687                         
         476346.08    3774884.36        1.35700                      476366.08    
3774884.36        1.38720                         
         476386.08    3774884.36        1.41732                      476406.08    
3774884.36        1.44722                         
         476426.08    3774884.36        1.47676                      476446.08    
3774884.36        1.50636                         
         476466.08    3774884.36        1.53647                      476486.08    
3774884.36        1.56426                         
         476506.08    3774884.36        1.59066                      476526.08    
3774884.36        1.61578                         
         476546.08    3774884.36        1.63944                      476566.08    
3774884.36        1.66200                         
         476586.08    3774884.36        1.68377                      476606.08    
3774884.36        1.70225                         
         476626.08    3774884.36        1.71871                      476646.08    
3774884.36        1.73334                         
         476666.08    3774884.36        1.74500                      476686.08    
3774884.36        1.75416                         
         476706.08    3774884.36        1.76087                      476726.08    
3774884.36        1.76512                         
         476746.08    3774884.36        1.76699                      476766.08    
3774884.36        1.76624                         
         476786.08    3774884.36        1.76326                      476806.08    
3774884.36        1.75813                         
         476826.08    3774884.36        1.75089                      476846.08    
3774884.36        1.74166                         
         476866.08    3774884.36        1.73061                      476886.08    
3774884.36        1.71788                         
         476906.08    3774884.36        1.70363                      476926.08    
3774884.36        1.68788                         
         476946.08    3774884.36        1.67049                      476966.08    
3774884.36        1.65256                         
         476986.08    3774884.36        1.63387                      477006.08    
3774884.36        1.61443                         
         477026.08    3774884.36        1.59383                      477046.08    
3774884.36        1.57278                         
         477066.08    3774884.36        1.55188                      477086.08    
3774884.36        1.53068                         
         477106.08    3774884.36        1.50673                      477126.08    
3774884.36        1.47222                         
         477146.08    3774884.36        1.44225                      477166.08    
3774884.36        1.41940                         



         477186.08    3774884.36        1.39850                      477206.08    
3774884.36        1.37769                         
         477226.08    3774884.36        1.35700                      477246.08    
3774884.36        1.33647                         
         477266.08    3774884.36        1.28545                      477286.08    
3774884.36        1.24815                         
         477306.08    3774884.36        1.22956                      477326.08    
3774884.36        1.21116                         
         477346.08    3774884.36        1.19297                      477366.08    
3774884.36        1.17498                         
         477386.08    3774884.36        1.15720                      477406.08    
3774884.36        1.13964                         
         477426.08    3774884.36        1.12231                      477446.08    
3774884.36        1.05445                         
         477466.08    3774884.36        1.01972                      477486.08    
3774884.36        1.00511                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 279
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774884.36        0.99067                      477526.08    
3774884.36        0.97639                         
         475946.08    3774904.36        0.82791                      475966.08    
3774904.36        0.84647                         
         475986.08    3774904.36        0.86557                      476006.08    



3774904.36        0.88522                         
         476026.08    3774904.36        0.90581                      476046.08    
3774904.36        0.92778                         
         476066.08    3774904.36        0.94942                      476086.08    
3774904.36        0.97144                         
         476106.08    3774904.36        0.99404                      476126.08    
3774904.36        1.01722                         
         476146.08    3774904.36        1.04096                      476166.08    
3774904.36        1.06525                         
         476186.08    3774904.36        1.09007                      476206.08    
3774904.36        1.11587                         
         476226.08    3774904.36        1.14319                      476246.08    
3774904.36        1.16978                         
         476266.08    3774904.36        1.19649                      476286.08    
3774904.36        1.22353                         
         476306.08    3774904.36        1.25211                      476326.08    
3774904.36        1.28067                         
         476346.08    3774904.36        1.30834                      476366.08    
3774904.36        1.33599                         
         476386.08    3774904.36        1.36351                      476406.08    
3774904.36        1.39077                         
         476426.08    3774904.36        1.41848                      476446.08    
3774904.36        1.44572                         
         476466.08    3774904.36        1.47204                      476486.08    
3774904.36        1.49704                         
         476506.08    3774904.36        1.52092                      476526.08    
3774904.36        1.54362                         
         476546.08    3774904.36        1.56499                      476566.08    
3774904.36        1.58539                         
         476586.08    3774904.36        1.60508                      476606.08    
3774904.36        1.62182                         
         476626.08    3774904.36        1.63677                      476646.08    
3774904.36        1.65010                         
         476666.08    3774904.36        1.66078                      476686.08    
3774904.36        1.66925                         
         476706.08    3774904.36        1.67555                      476726.08    
3774904.36        1.67967                         
         476746.08    3774904.36        1.68169                      476766.08    
3774904.36        1.68139                         
         476786.08    3774904.36        1.67910                      476806.08    
3774904.36        1.67488                         
         476826.08    3774904.36        1.66876                      476846.08    
3774904.36        1.66086                         
         476866.08    3774904.36        1.65129                      476886.08    
3774904.36        1.64019                         
         476906.08    3774904.36        1.62746                      476926.08    
3774904.36        1.61340                         
         476946.08    3774904.36        1.59829                      476966.08    
3774904.36        1.58238                         
         476986.08    3774904.36        1.56554                      477006.08    



3774904.36        1.54770                         
         477026.08    3774904.36        1.52933                      477046.08    
3774904.36        1.51056                         
         477066.08    3774904.36        1.49157                      477086.08    
3774904.36        1.47224                         
         477106.08    3774904.36        1.45015                      477126.08    
3774904.36        1.41543                         
         477146.08    3774904.36        1.38802                      477166.08    
3774904.36        1.36868                         
         477186.08    3774904.36        1.34934                      477206.08    
3774904.36        1.30152                         
         477226.08    3774904.36        1.27673                      477246.08    
3774904.36        1.25859                         
         477266.08    3774904.36        1.22990                      477286.08    
3774904.36        1.20696                         
         477306.08    3774904.36        1.18952                      477326.08    
3774904.36        1.17222                         
         477346.08    3774904.36        1.15508                      477366.08    
3774904.36        1.13811                         
         477386.08    3774904.36        1.12131                      477406.08    
3774904.36        1.10470                         
         477426.08    3774904.36        1.08827                      477446.08    
3774904.36        1.02222                         
         477466.08    3774904.36        0.98863                      477486.08    
3774904.36        0.97474                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 280
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774904.36        0.96100                      477526.08    
3774904.36        0.94739                         
         475946.08    3774924.36        0.81195                      475966.08    
3774924.36        0.82968                         
         475986.08    3774924.36        0.84791                      476006.08    
3774924.36        0.86663                         
         476026.08    3774924.36        0.88622                      476046.08    
3774924.36        0.90708                         
         476066.08    3774924.36        0.92759                      476086.08    
3774924.36        0.94843                         
         476106.08    3774924.36        0.96976                      476126.08    
3774924.36        0.99160                         
         476146.08    3774924.36        1.01393                      476166.08    
3774924.36        1.03672                         
         476186.08    3774924.36        1.05996                      476206.08    
3774924.36        1.08408                         
         476226.08    3774924.36        1.10957                      476246.08    
3774924.36        1.13430                         
         476266.08    3774924.36        1.15909                      476286.08    
3774924.36        1.18413                         
         476306.08    3774924.36        1.21055                      476326.08    
3774924.36        1.23690                         
         476346.08    3774924.36        1.26234                      476366.08    
3774924.36        1.28771                         
         476386.08    3774924.36        1.31292                      476406.08    
3774924.36        1.33784                         
         476426.08    3774924.36        1.36360                      476446.08    
3774924.36        1.38860                         
         476466.08    3774924.36        1.41201                      476486.08    
3774924.36        1.43462                         
         476506.08    3774924.36        1.45629                      476526.08    
3774924.36        1.47688                         
         476546.08    3774924.36        1.49659                      476566.08    
3774924.36        1.51520                         
         476586.08    3774924.36        1.53270                      476606.08    
3774924.36        1.54786                         
         476626.08    3774924.36        1.56147                      476646.08    
3774924.36        1.57366                         
         476666.08    3774924.36        1.58347                      476686.08    
3774924.36        1.59132                         
         476706.08    3774924.36        1.59724                      476726.08    
3774924.36        1.60123                         
         476746.08    3774924.36        1.60334                      476766.08    
3774924.36        1.60340                         
         476786.08    3774924.36        1.60166                      476806.08    
3774924.36        1.59820                         



         476826.08    3774924.36        1.59302                      476846.08    
3774924.36        1.58623                         
         476866.08    3774924.36        1.57792                      476886.08    
3774924.36        1.56821                         
         476906.08    3774924.36        1.55685                      476926.08    
3774924.36        1.54429                         
         476946.08    3774924.36        1.53107                      476966.08    
3774924.36        1.51691                         
         476986.08    3774924.36        1.50173                      477006.08    
3774924.36        1.48540                         
         477026.08    3774924.36        1.46895                      477046.08    
3774924.36        1.45211                         
         477066.08    3774924.36        1.43483                      477086.08    
3774924.36        1.41719                         
         477106.08    3774924.36        1.39680                      477126.08    
3774924.36        1.36415                         
         477146.08    3774924.36        1.33854                      477166.08    
3774924.36        1.32069                         
         477186.08    3774924.36        1.30277                      477206.08    
3774924.36        1.25270                         
         477226.08    3774924.36        1.21742                      477246.08    
3774924.36        1.20085                         
         477266.08    3774924.36        1.18433                      477286.08    
3774924.36        1.16787                         
         477306.08    3774924.36        1.15151                      477326.08    
3774924.36        1.13525                         
         477346.08    3774924.36        1.11911                      477366.08    
3774924.36        1.10309                         
         477386.08    3774924.36        1.08722                      477406.08    
3774924.36        1.03602                         
         477426.08    3774924.36        1.01696                      477446.08    
3774924.36        0.98628                         
         477466.08    3774924.36        0.95918                      477486.08    
3774924.36        0.94598                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 281
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 



                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774924.36        0.93290                      477526.08    
3774924.36        0.91995                         
         475946.08    3774944.36        0.79627                      475966.08    
3774944.36        0.81321                         
         475986.08    3774944.36        0.83059                      476006.08    
3774944.36        0.84843                         
         476026.08    3774944.36        0.86706                      476046.08    
3774944.36        0.88688                         
         476066.08    3774944.36        0.90632                      476086.08    
3774944.36        0.92602                         
         476106.08    3774944.36        0.94617                      476126.08    
3774944.36        0.96675                         
         476146.08    3774944.36        0.98775                      476166.08    
3774944.36        1.00915                         
         476186.08    3774944.36        1.03093                      476206.08    
3774944.36        1.05349                         
         476226.08    3774944.36        1.07729                      476246.08    
3774944.36        1.10032                         
         476266.08    3774944.36        1.12336                      476286.08    
3774944.36        1.14658                         
         476306.08    3774944.36        1.17104                      476326.08    
3774944.36        1.19538                         
         476346.08    3774944.36        1.21882                      476366.08    
3774944.36        1.24216                         
         476386.08    3774944.36        1.26529                      476406.08    
3774944.36        1.28813                         
         476426.08    3774944.36        1.31171                      476446.08    
3774944.36        1.33456                         
         476466.08    3774944.36        1.35592                      476486.08    
3774944.36        1.37652                         
         476506.08    3774944.36        1.39625                      476526.08    
3774944.36        1.41498                         
         476546.08    3774944.36        1.43359                      476566.08    
3774944.36        1.45074                         
         476586.08    3774944.36        1.46592                      476606.08    
3774944.36        1.47962                         
         476626.08    3774944.36        1.49207                      476646.08    



3774944.36        1.50325                         
         476666.08    3774944.36        1.51229                      476686.08    
3774944.36        1.51957                         
         476706.08    3774944.36        1.52514                      476726.08    
3774944.36        1.52898                         
         476746.08    3774944.36        1.53115                      476766.08    
3774944.36        1.53149                         
         476786.08    3774944.36        1.53020                      476806.08    
3774944.36        1.52736                         
         476826.08    3774944.36        1.52298                      476846.08    
3774944.36        1.51713                         
         476866.08    3774944.36        1.50990                      476886.08    
3774944.36        1.50137                         
         476906.08    3774944.36        1.49134                      476926.08    
3774944.36        1.48018                         
         476946.08    3774944.36        1.46840                      476966.08    
3774944.36        1.45572                         
         476986.08    3774944.36        1.44207                      477006.08    
3774944.36        1.42732                         
         477026.08    3774944.36        1.41243                      477046.08    
3774944.36        1.39713                         
         477066.08    3774944.36        1.38138                      477086.08    
3774944.36        1.36525                         
         477106.08    3774944.36        1.34642                      477126.08    
3774944.36        1.31567                         
         477146.08    3774944.36        1.29171                      477166.08    
3774944.36        1.27521                         
         477186.08    3774944.36        1.25861                      477206.08    
3774944.36        1.21061                         
         477226.08    3774944.36        1.17701                      477246.08    
3774944.36        1.16156                         
         477266.08    3774944.36        1.14612                      477286.08    
3774944.36        1.13071                         
         477306.08    3774944.36        1.11536                      477326.08    
3774944.36        1.10007                         
         477346.08    3774944.36        1.08487                      477366.08    
3774944.36        1.06977                         
         477386.08    3774944.36        1.05478                      477406.08    
3774944.36        1.00145                         
         477426.08    3774944.36        0.96322                      477446.08    
3774944.36        0.94606                         
         477466.08    3774944.36        0.93121                      477486.08    
3774944.36        0.91867                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 282
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774944.36        0.90623                      477526.08    
3774944.36        0.89389                         
         475946.08    3774964.36        0.78086                      475966.08    
3774964.36        0.79704                         
         475986.08    3774964.36        0.81363                      476006.08    
3774964.36        0.83061                         
         476026.08    3774964.36        0.84833                      476046.08    
3774964.36        0.86716                         
         476066.08    3774964.36        0.88558                      476086.08    
3774964.36        0.90423                         
         476106.08    3774964.36        0.92326                      476126.08    
3774964.36        0.94266                         
         476146.08    3774964.36        0.96242                      476166.08    
3774964.36        0.98253                         
         476186.08    3774964.36        1.00294                      476206.08    
3774964.36        1.02406                         
         476226.08    3774964.36        1.04631                      476246.08    
3774964.36        1.06778                         
         476266.08    3774964.36        1.08921                      476286.08    
3774964.36        1.11077                         
         476306.08    3774964.36        1.13345                      476326.08    
3774964.36        1.15598                         
         476346.08    3774964.36        1.17762                      476366.08    
3774964.36        1.19912                         
         476386.08    3774964.36        1.22041                      476406.08    
3774964.36        1.24139                         
         476426.08    3774964.36        1.26303                      476446.08    
3774964.36        1.28397                         



         476466.08    3774964.36        1.30350                      476486.08    
3774964.36        1.32232                         
         476506.08    3774964.36        1.34034                      476526.08    
3774964.36        1.35744                         
         476546.08    3774964.36        1.37448                      476566.08    
3774964.36        1.39016                         
         476586.08    3774964.36        1.40397                      476606.08    
3774964.36        1.41649                         
         476626.08    3774964.36        1.42790                      476646.08    
3774964.36        1.43819                         
         476666.08    3774964.36        1.44654                      476686.08    
3774964.36        1.45331                         
         476706.08    3774964.36        1.45855                      476726.08    
3774964.36        1.46224                         
         476746.08    3774964.36        1.46443                      476766.08    
3774964.36        1.46498                         
         476786.08    3774964.36        1.46407                      476806.08    
3774964.36        1.46175                         
         476826.08    3774964.36        1.45804                      476846.08    
3774964.36        1.45299                         
         476866.08    3774964.36        1.44667                      476886.08    
3774964.36        1.43917                         
         476906.08    3774964.36        1.43028                      476926.08    
3774964.36        1.42034                         
         476946.08    3774964.36        1.40981                      476966.08    
3774964.36        1.39818                         
         476986.08    3774964.36        1.38575                      477006.08    
3774964.36        1.37272                         
         477026.08    3774964.36        1.35927                      477046.08    
3774964.36        1.34535                         
         477066.08    3774964.36        1.33097                      477086.08    
3774964.36        1.31363                         
         477106.08    3774964.36        1.29591                      477126.08    
3774964.36        1.26606                         
         477146.08    3774964.36        1.24734                      477166.08    
3774964.36        1.23208                         
         477186.08    3774964.36        1.21668                      477206.08    
3774964.36        1.17063                         
         477226.08    3774964.36        1.13861                      477246.08    
3774964.36        1.12420                         
         477266.08    3774964.36        1.10977                      477286.08    
3774964.36        1.09534                         
         477306.08    3774964.36        1.08093                      477326.08    
3774964.36        1.06657                         
         477346.08    3774964.36        1.05225                      477366.08    
3774964.36        1.03801                         
         477386.08    3774964.36        1.02385                      477406.08    
3774964.36        0.97183                         
         477426.08    3774964.36        0.93432                      477446.08    
3774964.36        0.91659                         



         477466.08    3774964.36        0.90459                      477486.08    
3774964.36        0.89267                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 283
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774964.36        0.88084                      477526.08    
3774964.36        0.86910                         
         475946.08    3774984.36        0.76574                      475966.08    
3774984.36        0.78119                         
         475986.08    3774984.36        0.79701                      476006.08    
3774984.36        0.81318                         
         476026.08    3774984.36        0.83003                      476046.08    
3774984.36        0.84792                         
         476066.08    3774984.36        0.86539                      476086.08    
3774984.36        0.88303                         
         476106.08    3774984.36        0.90101                      476126.08    
3774984.36        0.91931                         
         476146.08    3774984.36        0.93792                      476166.08    
3774984.36        0.95681                         
         476186.08    3774984.36        0.97624                      476206.08    
3774984.36        0.99613                         
         476226.08    3774984.36        1.01662                      476246.08    
3774984.36        1.03661                         
         476266.08    3774984.36        1.05668                      476286.08    



3774984.36        1.07705                         
         476306.08    3774984.36        1.09791                      476326.08    
3774984.36        1.11856                         
         476346.08    3774984.36        1.13858                      476366.08    
3774984.36        1.15843                         
         476386.08    3774984.36        1.17816                      476406.08    
3774984.36        1.19780                         
         476426.08    3774984.36        1.21749                      476446.08    
3774984.36        1.23650                         
         476466.08    3774984.36        1.25442                      476486.08    
3774984.36        1.27167                         
         476506.08    3774984.36        1.28826                      476526.08    
3774984.36        1.30422                         
         476546.08    3774984.36        1.31961                      476566.08    
3774984.36        1.33379                         
         476586.08    3774984.36        1.34644                      476606.08    
3774984.36        1.35809                         
         476626.08    3774984.36        1.36861                      476646.08    
3774984.36        1.37792                         
         476666.08    3774984.36        1.38563                      476686.08    
3774984.36        1.39194                         
         476706.08    3774984.36        1.39687                      476726.08    
3774984.36        1.40044                         
         476746.08    3774984.36        1.40263                      476766.08    
3774984.36        1.40331                         
         476786.08    3774984.36        1.40271                      476806.08    
3774984.36        1.40083                         
         476826.08    3774984.36        1.39768                      476846.08    
3774984.36        1.39331                         
         476866.08    3774984.36        1.38766                      476886.08    
3774984.36        1.38105                         
         476906.08    3774984.36        1.37319                      476926.08    
3774984.36        1.36439                         
         476946.08    3774984.36        1.35495                      476966.08    
3774984.36        1.34432                         
         476986.08    3774984.36        1.33299                      477006.08    
3774984.36        1.32140                         
         477026.08    3774984.36        1.30922                      477046.08    
3774984.36        1.29653                         
         477066.08    3774984.36        1.28338                      477086.08    
3774984.36        1.26486                         
         477106.08    3774984.36        1.23291                      477126.08    
3774984.36        1.21920                         
         477146.08    3774984.36        1.20526                      477166.08    
3774984.36        1.19113                         
         477186.08    3774984.36        1.17684                      477206.08    
3774984.36        1.13263                         
         477226.08    3774984.36        1.10209                      477246.08    
3774984.36        1.08864                         
         477266.08    3774984.36        1.07515                      477286.08    



3774984.36        1.06163                         
         477306.08    3774984.36        1.04811                      477326.08    
3774984.36        1.03460                         
         477346.08    3774984.36        1.02113                      477366.08    
3774984.36        1.00769                         
         477386.08    3774984.36        0.99432                      477406.08    
3774984.36        0.94386                         
         477426.08    3774984.36        0.90757                      477446.08    
3774984.36        0.89059                         
         477466.08    3774984.36        0.87920                      477486.08    
3774984.36        0.86788                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 284
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774984.36        0.85663                      477526.08    
3774984.36        0.84545                         
         475946.08    3775004.36        0.75091                      475966.08    
3775004.36        0.76566                         
         475986.08    3775004.36        0.78074                      476006.08    
3775004.36        0.79615                         
         476026.08    3775004.36        0.81217                      476046.08    
3775004.36        0.82917                         
         476066.08    3775004.36        0.84573                      476086.08    
3775004.36        0.86243                         



         476106.08    3775004.36        0.87943                      476126.08    
3775004.36        0.89670                         
         476146.08    3775004.36        0.91423                      476166.08    
3775004.36        0.93200                         
         476186.08    3775004.36        0.95083                      476206.08    
3775004.36        0.96974                         
         476226.08    3775004.36        0.98820                      476246.08    
3775004.36        1.00675                         
         476266.08    3775004.36        1.02570                      476286.08    
3775004.36        1.04537                         
         476306.08    3775004.36        1.06430                      476326.08    
3775004.36        1.08300                         
         476346.08    3775004.36        1.10154                      476366.08    
3775004.36        1.11991                         
         476386.08    3775004.36        1.13837                      476406.08    
3775004.36        1.15718                         
         476426.08    3775004.36        1.17486                      476446.08    
3775004.36        1.19191                         
         476466.08    3775004.36        1.20838                      476486.08    
3775004.36        1.22423                         
         476506.08    3775004.36        1.23968                      476526.08    
3775004.36        1.25490                         
         476546.08    3775004.36        1.26862                      476566.08    
3775004.36        1.28127                         
         476586.08    3775004.36        1.29289                      476606.08    
3775004.36        1.30391                         
         476626.08    3775004.36        1.31361                      476646.08    
3775004.36        1.32194                         
         476666.08    3775004.36        1.32906                      476686.08    
3775004.36        1.33495                         
         476706.08    3775004.36        1.33959                      476726.08    
3775004.36        1.34305                         
         476746.08    3775004.36        1.34509                      476766.08    
3775004.36        1.34597                         
         476786.08    3775004.36        1.34565                      476806.08    
3775004.36        1.34413                         
         476826.08    3775004.36        1.34145                      476846.08    
3775004.36        1.33767                         
         476866.08    3775004.36        1.33231                      476886.08    
3775004.36        1.32647                         
         476906.08    3775004.36        1.31967                      476926.08    
3775004.36        1.31199                         
         476946.08    3775004.36        1.30351                      476966.08    
3775004.36        1.29391                         
         476986.08    3775004.36        1.28365                      477006.08    
3775004.36        1.27313                         
         477026.08    3775004.36        1.26204                      477046.08    
3775004.36        1.25045                         
         477066.08    3775004.36        1.23841                      477086.08    
3775004.36        1.22114                         



         477106.08    3775004.36        1.19085                      477126.08    
3775004.36        1.17821                         
         477146.08    3775004.36        1.16531                      477166.08    
3775004.36        1.15222                         
         477186.08    3775004.36        1.13895                      477206.08    
3775004.36        1.09649                         
         477226.08    3775004.36        1.06733                      477246.08    
3775004.36        1.05477                         
         477266.08    3775004.36        1.04215                      477286.08    
3775004.36        1.02948                         
         477306.08    3775004.36        1.01678                      477326.08    
3775004.36        1.00408                         
         477346.08    3775004.36        0.99139                      477366.08    
3775004.36        0.97872                         
         477386.08    3775004.36        0.96609                      477406.08    
3775004.36        0.91713                         
         477426.08    3775004.36        0.88201                      477446.08    
3775004.36        0.86575                         
         477466.08    3775004.36        0.85495                      477486.08    
3775004.36        0.84419                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 285
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3775004.36        0.83349                      477526.08    



3775004.36        0.82285                         
         475946.08    3775024.36        0.73636                      475966.08    
3775024.36        0.75045                         
         475986.08    3775024.36        0.76484                      476006.08    
3775024.36        0.77994                         
         476026.08    3775024.36        0.79539                      476046.08    
3775024.36        0.81099                         
         476066.08    3775024.36        0.82661                      476086.08    
3775024.36        0.84242                         
         476106.08    3775024.36        0.85849                      476126.08    
3775024.36        0.87479                         
         476146.08    3775024.36        0.89132                      476166.08    
3775024.36        0.90804                         
         476186.08    3775024.36        0.92579                      476206.08    
3775024.36        0.94357                         
         476226.08    3775024.36        0.96081                      476246.08    
3775024.36        0.97813                         
         476266.08    3775024.36        0.99585                      476286.08    
3775024.36        1.01427                         
         476306.08    3775024.36        1.03185                      476326.08    
3775024.36        1.04919                         
         476346.08    3775024.36        1.06639                      476366.08    
3775024.36        1.08341                         
         476386.08    3775024.36        1.10052                      476406.08    
3775024.36        1.11798                         
         476426.08    3775024.36        1.13427                                     
                                               
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 286
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      



                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476426.08    3773784.36       13.24180                      476446.08    
3773784.36       13.44178                         
         476466.08    3773784.36       13.65033                      476486.08    
3773784.36       13.87059                         
         476506.08    3773784.36       14.11440                      476526.08    
3773784.36       14.39575                         
         476546.08    3773784.36       14.68843                      475526.08    
3773804.36        5.22029                         
         475546.08    3773804.36        5.36667                      475566.08    
3773804.36        5.51123                         
         475586.08    3773804.36        5.66851                      475606.08    
3773804.36        5.82902                         
         475626.08    3773804.36        5.98713                      475646.08    
3773804.36        6.15050                         
         475666.08    3773804.36        6.31824                      475686.08    
3773804.36        6.48987                         
         475706.08    3773804.36        6.66585                      475726.08    
3773804.36        6.84608                         
         475746.08    3773804.36        7.03038                      475766.08    
3773804.36        7.21857                         
         475786.08    3773804.36        7.41575                      475806.08    
3773804.36        7.62836                         
         475826.08    3773804.36        7.83072                      475846.08    
3773804.36        8.03280                         
         475866.08    3773804.36        8.23713                      475886.08    
3773804.36        8.44324                         
         475906.08    3773804.36        8.65063                      475926.08    
3773804.36        8.85877                         
         475946.08    3773804.36        9.06710                      475966.08    
3773804.36        9.27610                         
         475986.08    3773804.36        9.48607                      476006.08    
3773804.36        9.72812                         
         476426.08    3773804.36       13.89142                      476446.08    
3773804.36       14.09729                         
         476466.08    3773804.36       14.31081                      476486.08    
3773804.36       14.53521                         
         476506.08    3773804.36       14.78295                      476526.08    
3773804.36       15.06865                         
         476546.08    3773804.36       15.36472                      476566.08    
3773804.36       15.69572                         
         476586.08    3773804.36       16.07836                      476606.08    
3773804.36       16.52983                         
         476626.08    3773804.36       17.08421                      476646.08    
3773804.36       17.78559                         



         476666.08    3773804.36       18.64611                      476686.08    
3773804.36       19.75758                         
         476706.08    3773804.36       21.24864                      476726.08    
3773804.36       23.33842                         
         476746.08    3773804.36       26.45215                      476766.08    
3773804.36       31.53899                         
         476786.08    3773804.36       41.48830                      476846.08    
3773804.36       63.48171                         
         476866.08    3773804.36       55.21127                      476886.08    
3773804.36       51.76284                         
         476906.08    3773804.36       49.95602                      476926.08    
3773804.36       48.93722                         
         476946.08    3773804.36       48.61798                      476966.08    
3773804.36       48.80679                         
         476986.08    3773804.36       50.06507                      477006.08    
3773804.36       53.58159                         
         477026.08    3773804.36       62.26008                      477046.08    
3773804.36       53.33635                         
         475526.08    3773824.36        5.26536                      475546.08    
3773824.36        5.41454                         
         475566.08    3773824.36        5.57035                      475586.08    
3773824.36        5.72968                         
         475606.08    3773824.36        5.89249                      475626.08    
3773824.36        6.05743                         
         475646.08    3773824.36        6.22750                      475666.08    
3773824.36        6.40273                         
         475686.08    3773824.36        6.58309                      475706.08    
3773824.36        6.76856                         
         475726.08    3773824.36        6.95905                      475746.08    
3773824.36        7.15445                         
         475766.08    3773824.36        7.36285                      475786.08    
3773824.36        7.57686                         
         475806.08    3773824.36        7.79371                      475826.08    
3773824.36        8.00924                         
         475846.08    3773824.36        8.22715                      475866.08    
3773824.36        8.44829                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 287
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 



                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475886.08    3773824.36        8.68215                      475906.08    
3773824.36        8.91334                         
         475926.08    3773824.36        9.12833                      475946.08    
3773824.36        9.35469                         
         475966.08    3773824.36        9.58376                      475986.08    
3773824.36        9.81252                         
         476006.08    3773824.36       10.06955                      476426.08    
3773824.36       14.60124                         
         476446.08    3773824.36       14.81283                      476466.08    
3773824.36       15.03075                         
         476486.08    3773824.36       15.25826                      476506.08    
3773824.36       15.50841                         
         476526.08    3773824.36       15.79641                      476546.08    
3773824.36       16.09302                         
         476566.08    3773824.36       16.42419                      476586.08    
3773824.36       16.80749                         
         476606.08    3773824.36       17.26094                      476626.08    
3773824.36       17.82005                         
         476646.08    3773824.36       18.53001                      476666.08    
3773824.36       19.40535                         
         476686.08    3773824.36       20.54127                      476706.08    
3773824.36       22.07068                         
         476726.08    3773824.36       24.21822                      476746.08    
3773824.36       27.41040                         
         476766.08    3773824.36       32.56091                      476786.08    
3773824.36       42.18752                         
         476846.08    3773824.36       57.78015                      476866.08    
3773824.36       47.07687                         
         476886.08    3773824.36       42.21430                      476906.08    
3773824.36       39.61249                         
         476926.08    3773824.36       38.11895                      476946.08    
3773824.36       37.35584                         
         476966.08    3773824.36       37.22578                      476986.08    
3773824.36       37.83282                         
         477006.08    3773824.36       39.50267                      477026.08    



3773824.36       43.03031                         
         477046.08    3773824.36       49.71880                      477066.08    
3773824.36       62.14443                         
         477086.08    3773824.36       54.09135                      475526.08    
3773844.36        5.30408                         
         475546.08    3773844.36        5.45631                      475566.08    
3773844.36        5.62160                         
         475586.08    3773844.36        5.78383                      475606.08    
3773844.36        5.94972                         
         475626.08    3773844.36        6.12129                      475646.08    
3773844.36        6.29863                         
         475666.08    3773844.36        6.48180                      475686.08    
3773844.36        6.67085                         
         475706.08    3773844.36        6.86914                      475726.08    
3773844.36        7.07292                         
         475746.08    3773844.36        7.27987                      475766.08    
3773844.36        7.50257                         
         475786.08    3773844.36        7.72972                      475806.08    
3773844.36        7.95429                         
         475826.08    3773844.36        8.18397                      475846.08    
3773844.36        8.42017                         
         475866.08    3773844.36        8.66423                      475886.08    
3773844.36        8.92081                         
         475906.08    3773844.36        9.17355                      475926.08    
3773844.36        9.40746                         
         475946.08    3773844.36        9.65572                      475966.08    
3773844.36        9.90842                         
         475986.08    3773844.36       10.16168                      476006.08    
3773844.36       10.43644                         
         476426.08    3773844.36       15.38109                      476446.08    
3773844.36       15.59840                         
         476466.08    3773844.36       15.82028                      476486.08    
3773844.36       16.04993                         
         476506.08    3773844.36       16.30101                      476526.08    
3773844.36       16.58926                         
         476546.08    3773844.36       16.88348                      476566.08    
3773844.36       17.21105                         
         476586.08    3773844.36       17.59025                      476606.08    
3773844.36       18.03973                         
         476626.08    3773844.36       18.59600                      476646.08    
3773844.36       19.30443                         
         476666.08    3773844.36       20.18112                      476686.08    
3773844.36       21.32250                         
         476706.08    3773844.36       22.86164                      476726.08    
3773844.36       25.02102                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    



                                  PAGE 288
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476746.08    3773844.36       28.21626                      476766.08    
3773844.36       33.32308                         
         476786.08    3773844.36       42.55523                      476846.08    
3773844.36       55.92920                         
         476866.08    3773844.36       44.08637                      476886.08    
3773844.36       38.46411                         
         476906.08    3773844.36       35.33398                      476926.08    
3773844.36       33.45293                         
         476946.08    3773844.36       32.33064                      476966.08    
3773844.36       31.87416                         
         476986.08    3773844.36       31.97769                      477006.08    
3773844.36       32.72254                         
         477026.08    3773844.36       34.37489                      477046.08    
3773844.36       37.28830                         
         477066.08    3773844.36       42.03325                      477086.08    
3773844.36       50.23576                         
         477106.08    3773844.36       54.97647                      475526.08    
3773864.36        5.33546                         
         475546.08    3773864.36        5.49204                      475566.08    
3773864.36        5.66226                         
         475586.08    3773864.36        5.82981                      475606.08    
3773864.36        6.00154                         
         475626.08    3773864.36        6.17954                      475646.08    
3773864.36        6.36396                         
         475666.08    3773864.36        6.55492                      475686.08    
3773864.36        6.75254                         



         475706.08    3773864.36        6.96834                      475726.08    
3773864.36        7.18958                         
         475746.08    3773864.36        7.40863                      475766.08    
3773864.36        7.63546                         
         475786.08    3773864.36        7.86885                      475806.08    
3773864.36        8.10806                         
         475826.08    3773864.36        8.35362                      475846.08    
3773864.36        8.61123                         
         475866.08    3773864.36        8.88761                      475886.08    
3773864.36        9.15611                         
         475906.08    3773864.36        9.42572                      475926.08    
3773864.36        9.69722                         
         475946.08    3773864.36        9.97343                      475966.08    
3773864.36       10.25264                         
         475986.08    3773864.36       10.53366                      476006.08    
3773864.36       10.83732                         
         476026.08    3773864.36       11.13842                      476426.08    
3773864.36       16.24264                         
         476446.08    3773864.36       16.46591                      476466.08    
3773864.36       16.69143                         
         476486.08    3773864.36       16.92231                      476506.08    
3773864.36       17.17283                         
         476526.08    3773864.36       17.45924                      476546.08    
3773864.36       17.74799                         
         476566.08    3773864.36       18.06798                      476586.08    
3773864.36       18.43812                         
         476606.08    3773864.36       18.87750                      476626.08    
3773864.36       19.42335                         
         476646.08    3773864.36       20.12050                      476666.08    
3773864.36       20.98606                         
         476686.08    3773864.36       22.11626                      476706.08    
3773864.36       23.64208                         
         476726.08    3773864.36       25.78077                      476746.08    
3773864.36       28.93530                         
         476766.08    3773864.36       33.95413                      476786.08    
3773864.36       43.00053                         
         476846.08    3773864.36       55.31692                      476866.08    
3773864.36       42.82457                         
         476886.08    3773864.36       36.73659                      476906.08    
3773864.36       33.25541                         
         476926.08    3773864.36       31.09493                      476946.08    
3773864.36       29.72737                         
         476966.08    3773864.36       28.97736                      476986.08    
3773864.36       28.70406                         
         477006.08    3773864.36       28.90008                      477026.08    
3773864.36       29.64766                         
         477046.08    3773864.36       31.06147                      477066.08    
3773864.36       33.32773                         
         477086.08    3773864.36       36.80174                      477106.08    
3773864.36       42.32025                         



         475526.08    3773884.36        5.36736                      475546.08    
3773884.36        5.53045                         
         475566.08    3773884.36        5.69884                      475586.08    
3773884.36        5.87030                         
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475606.08    3773884.36        6.04761                      475626.08    
3773884.36        6.23180                         
         475646.08    3773884.36        6.42306                      475666.08    
3773884.36        6.62159                         
         475686.08    3773884.36        6.82756                      475706.08    
3773884.36        7.05351                         
         475726.08    3773884.36        7.28609                      475746.08    
3773884.36        7.51649                         
         475766.08    3773884.36        7.75479                      475786.08    
3773884.36        8.00101                         
         475806.08    3773884.36        8.25506                      475826.08    
3773884.36        8.52645                         
         475846.08    3773884.36        8.80668                      475866.08    
3773884.36        9.09253                         
         475886.08    3773884.36        9.37912                      475906.08    
3773884.36        9.67066                         
         475926.08    3773884.36        9.96804                      475946.08    



3773884.36       10.27056                         
         475966.08    3773884.36       10.58241                      475986.08    
3773884.36       10.90864                         
         476006.08    3773884.36       11.23381                      476026.08    
3773884.36       11.55666                         
         476046.08    3773884.36       11.87278                      476426.08    
3773884.36       17.18719                         
         476446.08    3773884.36       17.42962                      476466.08    
3773884.36       17.65865                         
         476486.08    3773884.36       17.88990                      476506.08    
3773884.36       18.13832                         
         476526.08    3773884.36       18.42069                      476546.08    
3773884.36       18.70064                         
         476566.08    3773884.36       19.00870                      476586.08    
3773884.36       19.36441                         
         476606.08    3773884.36       19.78719                      476626.08    
3773884.36       20.30776                         
         476646.08    3773884.36       20.96993                      476666.08    
3773884.36       21.80488                         
         476686.08    3773884.36       22.89824                      476706.08    
3773884.36       24.37549                         
         476726.08    3773884.36       26.49282                      476746.08    
3773884.36       29.61764                         
         476766.08    3773884.36       34.53578                      476786.08    
3773884.36       43.44444                         
         476846.08    3773884.36       55.31729                      476866.08    
3773884.36       42.34797                         
         476886.08    3773884.36       35.92352                      476906.08    
3773884.36       32.17949                         
         476926.08    3773884.36       29.80195                      476946.08    
3773884.36       28.23647                         
         476966.08    3773884.36       27.24181                      476986.08    
3773884.36       26.69434                         
         477006.08    3773884.36       26.54955                      477026.08    
3773884.36       26.78714                         
         477046.08    3773884.36       27.44586                      477066.08    
3773884.36       28.59666                         
         477086.08    3773884.36       30.35911                      477106.08    
3773884.36       33.02977                         
         475526.08    3773904.36        5.39253                      475546.08    
3773904.36        5.56126                         
         475566.08    3773904.36        5.72970                      475586.08    
3773904.36        5.90508                         
         475606.08    3773904.36        6.08766                      475626.08    
3773904.36        6.27772                         
         475646.08    3773904.36        6.47552                      475666.08    
3773904.36        6.68261                         
         475686.08    3773904.36        6.90054                      475706.08    
3773904.36        7.13349                         
         475726.08    3773904.36        7.37333                      475746.08    



3773904.36        7.61480                         
         475766.08    3773904.36        7.86535                      475786.08    
3773904.36        8.12672                         
         475806.08    3773904.36        8.40061                      475826.08    
3773904.36        8.69200                         
         475846.08    3773904.36        8.99020                      475866.08    
3773904.36        9.28819                         
         475886.08    3773904.36        9.59490                      475906.08    
3773904.36        9.90994                         
         475926.08    3773904.36       10.23278                      475946.08    
3773904.36       10.56276                         
         475966.08    3773904.36       10.90757                      475986.08    
3773904.36       11.27685                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476006.08    3773904.36       11.62978                      476026.08    
3773904.36       11.98131                         
         476046.08    3773904.36       12.33471                      476066.08    
3773904.36       12.68856                         
         476426.08    3773904.36       18.25262                      476446.08    
3773904.36       18.50677                         
         476466.08    3773904.36       18.73938                      476486.08    
3773904.36       18.97022                         



         476506.08    3773904.36       19.21495                      476526.08    
3773904.36       19.49090                         
         476546.08    3773904.36       19.75831                      476566.08    
3773904.36       20.04960                         
         476586.08    3773904.36       20.38491                      476606.08    
3773904.36       20.78395                         
         476626.08    3773904.36       21.27305                      476646.08    
3773904.36       21.88842                         
         476666.08    3773904.36       22.68140                      476686.08    
3773904.36       23.72801                         
         476706.08    3773904.36       25.14690                      476726.08    
3773904.36       27.22991                         
         476746.08    3773904.36       30.29927                      476766.08    
3773904.36       35.10455                         
         476786.08    3773904.36       43.85607                      476798.66    
3773910.67       54.28447                         
         476846.08    3773904.36       55.59328                      476866.08    
3773904.36       42.26549                         
         476886.08    3773904.36       35.58414                      476906.08    
3773904.36       31.63519                         
         476926.08    3773904.36       29.08405                      476946.08    
3773904.36       27.35817                         
         476966.08    3773904.36       26.18195                      476986.08    
3773904.36       25.42935                         
         477006.08    3773904.36       25.04425                      477026.08    
3773904.36       24.95485                         
         477046.08    3773904.36       25.17261                      477066.08    
3773904.36       25.72072                         
         477086.08    3773904.36       26.64361                      477106.08    
3773904.36       28.06780                         
         475526.08    3773924.36        5.40955                      475546.08    
3773924.36        5.58181                         
         475566.08    3773924.36        5.75416                      475586.08    
3773924.36        5.93393                         
         475606.08    3773924.36        6.12144                      475626.08    
3773924.36        6.31702                         
         475646.08    3773924.36        6.52099                      475666.08    
3773924.36        6.73802                         
         475686.08    3773924.36        6.97367                      475706.08    
3773924.36        7.20925                         
         475726.08    3773924.36        7.45212                      475746.08    
3773924.36        7.70437                         
         475766.08    3773924.36        7.96692                      475786.08    
3773924.36        8.24553                         
         475806.08    3773924.36        8.54707                      475826.08    
3773924.36        8.84734                         
         475846.08    3773924.36        9.15541                      475866.08    
3773924.36        9.47351                         
         475886.08    3773924.36        9.80235                      475906.08    
3773924.36       10.14166                         



         475926.08    3773924.36       10.49102                      475946.08    
3773924.36       10.84988                         
         475966.08    3773924.36       11.22644                      475986.08    
3773924.36       11.63106                         
         476006.08    3773924.36       12.02079                      476026.08    
3773924.36       12.41131                         
         476046.08    3773924.36       12.80603                      476066.08    
3773924.36       13.20335                         
         476086.08    3773924.36       13.60153                      476426.08    
3773924.36       19.47109                         
         476446.08    3773924.36       19.71840                      476466.08    
3773924.36       19.95496                         
         476486.08    3773924.36       20.18470                      476506.08    
3773924.36       20.42407                         
         476526.08    3773924.36       20.69098                      476546.08    
3773924.36       20.94159                         
         476566.08    3773924.36       21.21052                      476586.08    
3773924.36       21.51862                         
         476606.08    3773924.36       21.88590                      476626.08    
3773924.36       22.33895                         
         476646.08    3773924.36       22.91402                      476666.08    
3773924.36       23.66216                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 291
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -



- - - - - - - - - - - - - - - - - - - - - - -
         476686.08    3773924.36       24.65852                      476706.08    
3773924.36       26.01982                         
         476726.08    3773924.36       28.03275                      476746.08    
3773924.36       31.00978                         
         476766.08    3773924.36       35.68988                      476786.08    
3773924.36       44.22694                         
         476846.08    3773924.36       56.06579                      476866.08    
3773924.36       42.38636                         
         476886.08    3773924.36       35.51020                      476906.08    
3773924.36       31.40552                         
         476926.08    3773924.36       28.71665                      476946.08    
3773924.36       26.86013                         
         476966.08    3773924.36       25.55004                      476986.08    
3773924.36       24.64470                         
         477006.08    3773924.36       24.06878                      477026.08    
3773924.36       23.75344                         
         477046.08    3773924.36       23.68649                      477066.08    
3773924.36       23.86723                         
         477086.08    3773924.36       24.30864                      477106.08    
3773924.36       25.06966                         
         475526.08    3773944.36        5.42157                      475546.08    
3773944.36        5.59701                         
         475566.08    3773944.36        5.77293                      475586.08    
3773944.36        5.95672                         
         475606.08    3773944.36        6.14875                      475626.08    
3773944.36        6.34943                         
         475646.08    3773944.36        6.55916                      475666.08    
3773944.36        6.78293                         
         475686.08    3773944.36        7.02714                      475706.08    
3773944.36        7.27038                         
         475726.08    3773944.36        7.52182                      475746.08    
3773944.36        7.78444                         
         475766.08    3773944.36        8.05859                      475786.08    
3773944.36        8.35061                         
         475806.08    3773944.36        8.66852                      475826.08    
3773944.36        8.98441                         
         475846.08    3773944.36        9.30980                      475866.08    
3773944.36        9.64812                         
         475886.08    3773944.36       10.01071                      475906.08    
3773944.36       10.38506                         
         475926.08    3773944.36       10.76318                      475946.08    
3773944.36       11.15359                         
         475966.08    3773944.36       11.55906                      475986.08    
3773944.36       11.98403                         
         476006.08    3773944.36       12.41026                      476026.08    
3773944.36       12.84310                         
         476046.08    3773944.36       13.28320                      476066.08    
3773944.36       13.72884                         
         476086.08    3773944.36       14.17805                      476106.08    



3773944.36       14.62872                         
         476126.08    3773944.36       15.07858                      476426.08    
3773944.36       20.83399                         
         476446.08    3773944.36       21.09044                      476466.08    
3773944.36       21.33175                         
         476486.08    3773944.36       21.55984                      476506.08    
3773944.36       21.78368                         
         476526.08    3773944.36       22.01650                      476546.08    
3773944.36       22.26036                         
         476566.08    3773944.36       22.51582                      476586.08    
3773944.36       22.78873                         
         476606.08    3773944.36       23.11500                      476626.08    
3773944.36       23.52162                         
         476646.08    3773944.36       24.04511                      476666.08    
3773944.36       24.73659                         
         476686.08    3773944.36       25.68450                      476706.08    
3773944.36       27.02687                         
         476726.08    3773944.36       28.93335                      476746.08    
3773944.36       31.77583                         
         476766.08    3773944.36       36.32910                      476786.08    
3773944.36       44.63512                         
         476846.08    3773944.36       56.61833                      476866.08    
3773944.36       42.65588                         
         476886.08    3773944.36       35.62510                      476906.08    
3773944.36       31.39576                         
         476926.08    3773944.36       28.59309                      476946.08    
3773944.36       26.62693                         
         476966.08    3773944.36       25.20550                      476986.08    
3773944.36       24.17338                         
         477006.08    3773944.36       23.44651                      477026.08    
3773944.36       22.96947                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 292
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477046.08    3773944.36       22.71019                      477066.08    
3773944.36       22.64673                         
         477086.08    3773944.36       22.78254                      477106.08    
3773944.36       23.13364                         
         475526.08    3773964.36        5.42857                      475546.08    
3773964.36        5.60683                         
         475566.08    3773964.36        5.78593                      475586.08    
3773964.36        5.97332                         
         475606.08    3773964.36        6.16945                      475626.08    
3773964.36        6.37478                         
         475646.08    3773964.36        6.59291                      475666.08    
3773964.36        6.82413                         
         475686.08    3773964.36        7.07139                      475706.08    
3773964.36        7.32170                         
         475726.08    3773964.36        7.58185                      475746.08    
3773964.36        7.85429                         
         475766.08    3773964.36        8.14362                      475786.08    
3773964.36        8.45011                         
         475806.08    3773964.36        8.77746                      475826.08    
3773964.36        9.10850                         
         475846.08    3773964.36        9.45178                      475866.08    
3773964.36        9.81013                         
         475886.08    3773964.36       10.20272                      475906.08    
3773964.36       10.60924                         
         475926.08    3773964.36       11.01629                      475946.08    
3773964.36       11.43879                         
         475966.08    3773964.36       11.87636                      475986.08    
3773964.36       12.32844                         
         476006.08    3773964.36       12.79418                      476026.08    
3773964.36       13.27246                         
         476046.08    3773964.36       13.76187                      476066.08    
3773964.36       14.26066                         
         476086.08    3773964.36       14.76677                      476106.08    
3773964.36       15.27784                         
         476126.08    3773964.36       15.79121                      476146.08    
3773964.36       16.30405                         
         476406.08    3773964.36       22.08366                      476426.08    
3773964.36       22.38488                         
         476446.08    3773964.36       22.65514                      476466.08    
3773964.36       22.90262                         



         476486.08    3773964.36       23.12873                      476506.08    
3773964.36       23.33668                         
         476526.08    3773964.36       23.53215                      476546.08    
3773964.36       23.75410                         
         476566.08    3773964.36       23.98261                      476586.08    
3773964.36       24.22197                         
         476606.08    3773964.36       24.49811                      476626.08    
3773964.36       24.84609                         
         476646.08    3773964.36       25.30503                      476666.08    
3773964.36       25.92657                         
         476686.08    3773964.36       26.80750                      476706.08    
3773964.36       28.08800                         
         476726.08    3773964.36       29.89189                      476746.08    
3773964.36       32.61932                         
         476766.08    3773964.36       37.05428                      476786.08    
3773964.36       45.19181                         
         476846.08    3773964.36       57.32538                      476866.08    
3773964.36       43.10620                         
         476886.08    3773964.36       35.91932                      476906.08    
3773964.36       31.56997                         
         476926.08    3773964.36       28.66276                      476946.08    
3773964.36       26.59896                         
         476966.08    3773964.36       25.08111                      476986.08    
3773964.36       23.94638                         
         477006.08    3773964.36       23.09964                      477026.08    
3773964.36       22.49598                         
         477046.08    3773964.36       22.08872                      477066.08    
3773964.36       21.85459                         
         477086.08    3773964.36       21.78179                      477106.08    
3773964.36       21.86960                         
         475526.08    3773984.36        5.43057                      475546.08    
3773984.36        5.61126                         
         475566.08    3773984.36        5.79312                      475586.08    
3773984.36        5.98368                         
         475606.08    3773984.36        6.18345                      475626.08    
3773984.36        6.39293                         
         475646.08    3773984.36        6.62324                      475666.08    
3773984.36        6.86369                         
         475686.08    3773984.36        7.10783                      475706.08    
3773984.36        7.36350                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 293
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***



                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475726.08    3773984.36        7.63170                      475746.08    
3773984.36        7.91331                         
         475766.08    3773984.36        8.22285                      475786.08    
3773984.36        8.54628                         
         475806.08    3773984.36        8.87502                      475826.08    
3773984.36        9.21915                         
         475846.08    3773984.36        9.57977                      475866.08    
3773984.36        9.95772                         
         475886.08    3773984.36       10.37300                      475906.08    
3773984.36       10.80507                         
         475926.08    3773984.36       11.24031                      475946.08    
3773984.36       11.69440                         
         475966.08    3773984.36       12.16729                      475986.08    
3773984.36       12.65869                         
         476006.08    3773984.36       13.16806                      476026.08    
3773984.36       13.69453                         
         476046.08    3773984.36       14.23688                      476066.08    
3773984.36       14.79349                         
         476086.08    3773984.36       15.36232                      476106.08    
3773984.36       15.94089                         
         476126.08    3773984.36       16.52633                      476146.08    
3773984.36       17.11531                         
         476166.08    3773984.36       17.70422                      476406.08    
3773984.36       23.83427                         
         476426.08    3773984.36       24.16437                      476446.08    
3773984.36       24.45304                         
         476466.08    3773984.36       24.70907                      476486.08    
3773984.36       24.93324                         
         476506.08    3773984.36       25.12826                      476526.08    
3773984.36       25.29947                         
         476546.08    3773984.36       25.45909                      476566.08    



3773984.36       25.63220                         
         476586.08    3773984.36       25.85136                      476606.08    
3773984.36       26.06846                         
         476626.08    3773984.36       26.34293                      476646.08    
3773984.36       26.72171                         
         476666.08    3773984.36       27.25758                      476686.08    
3773984.36       28.04860                         
         476706.08    3773984.36       29.23273                      476726.08    
3773984.36       30.93571                         
         476746.08    3773984.36       33.55691                      476775.68    
3773975.63       40.69448                         
         476793.06    3773974.32       50.13543                      476846.08    
3773984.36       58.24326                         
         476866.08    3773984.36       43.71829                      476886.08    
3773984.36       36.37160                         
         476906.08    3773984.36       31.90263                      476926.08    
3773984.36       28.89595                         
         476946.08    3773984.36       26.74248                      476966.08    
3773984.36       25.13862                         
         476986.08    3773984.36       23.91705                      477006.08    
3773984.36       22.97873                         
         477026.08    3773984.36       22.26305                      477046.08    
3773984.36       21.73557                         
         477066.08    3773984.36       21.37651                      477086.08    
3773984.36       21.15176                         
         477106.08    3773984.36       21.05826                      475526.08    
3774004.36        5.43196                         
         475546.08    3774004.36        5.61033                      475566.08    
3774004.36        5.79453                         
         475586.08    3774004.36        5.98781                      475606.08    
3774004.36        6.19071                         
         475626.08    3774004.36        6.40381                      475646.08    
3774004.36        6.63896                         
         475666.08    3774004.36        6.88473                      475686.08    
3774004.36        7.13362                         
         475706.08    3774004.36        7.39546                      475726.08    
3774004.36        7.67099                         
         475746.08    3774004.36        7.96101                      475766.08    
3774004.36        8.28117                         
         475786.08    3774004.36        8.61641                      475806.08    
3774004.36        8.95680                         
         475826.08    3774004.36        9.31516                      475846.08    
3774004.36        9.69233                         
         475866.08    3774004.36       10.08916                      475886.08    
3774004.36       10.52645                         
         475906.08    3774004.36       10.98355                      475926.08    
3774004.36       11.44670                         
         475946.08    3774004.36       11.93238                      475966.08    
3774004.36       12.44095                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           



                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 294
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475986.08    3774004.36       12.97254                      476006.08    
3774004.36       13.52700                         
         476026.08    3774004.36       14.10387                      476046.08    
3774004.36       14.70229                         
         476066.08    3774004.36       15.34196                      476086.08    
3774004.36       15.99831                         
         476106.08    3774004.36       16.65446                      476126.08    
3774004.36       17.32385                         
         476146.08    3774004.36       18.00290                      476166.08    
3774004.36       18.68743                         
         476186.08    3774004.36       19.39230                      476366.08    
3774004.36       24.89229                         
         476386.08    3774004.36       25.38676                      476406.08    
3774004.36       25.85251                         
         476426.08    3774004.36       26.22171                      476446.08    
3774004.36       26.53570                         
         476466.08    3774004.36       26.80409                      476486.08    
3774004.36       27.02701                         
         476506.08    3774004.36       27.20651                      476526.08    
3774004.36       27.34756                         
         476546.08    3774004.36       27.45892                      476566.08    
3774004.36       27.56191                         



         476586.08    3774004.36       27.68564                      476606.08    
3774004.36       27.84373                         
         476626.08    3774004.36       28.04986                      476646.08    
3774004.36       28.32905                         
         476666.08    3774004.36       28.75987                      476686.08    
3774004.36       29.42903                         
         476706.08    3774004.36       30.47142                      476726.08    
3774004.36       32.04164                         
         476746.08    3774004.36       34.51081                      476766.08    
3774004.36       38.63437                         
         476786.08    3774004.36       46.32113                      476846.08    
3774004.36       59.20860                         
         476866.08    3774004.36       44.42088                      476886.08    
3774004.36       36.94305                         
         476906.08    3774004.36       32.36919                      476926.08    
3774004.36       29.27266                         
         476946.08    3774004.36       27.03771                      476966.08    
3774004.36       25.35624                         
         476986.08    3774004.36       24.05750                      477006.08    
3774004.36       23.03953                         
         477026.08    3774004.36       22.23806                      477046.08    
3774004.36       21.61543                         
         477066.08    3774004.36       21.14682                      477086.08    
3774004.36       20.80214                         
         477106.08    3774004.36       20.57227                      475526.08    
3774024.36        5.42688                         
         475546.08    3774024.36        5.60413                      475566.08    
3774024.36        5.79023                         
         475586.08    3774024.36        5.98574                      475606.08    
3774024.36        6.19127                         
         475626.08    3774024.36        6.40743                      475646.08    
3774024.36        6.64620                         
         475666.08    3774024.36        6.89617                      475686.08    
3774024.36        7.14991                         
         475706.08    3774024.36        7.41738                      475726.08    
3774024.36        7.69943                         
         475746.08    3774024.36        7.99699                      475766.08    
3774024.36        8.32604                         
         475786.08    3774024.36        8.67155                      475806.08    
3774024.36        9.02363                         
         475826.08    3774024.36        9.39546                      475846.08    
3774024.36        9.79019                         
         475866.08    3774024.36       10.21111                      475886.08    
3774024.36       10.66585                         
         475906.08    3774024.36       11.14231                      475926.08    
3774024.36       11.63263                         
         475946.08    3774024.36       12.14940                      475966.08    
3774024.36       12.69344                         
         475986.08    3774024.36       13.26542                      476006.08    
3774024.36       13.86574                         



         476026.08    3774024.36       14.49804                      476046.08    
3774024.36       15.16587                         
         476066.08    3774024.36       15.87978                      476086.08    
3774024.36       16.61536                         
         476106.08    3774024.36       17.35531                      476126.08    
3774024.36       18.11689                         
         476146.08    3774024.36       18.89653                      476166.08    
3774024.36       19.68977                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 295
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476186.08    3774024.36       20.49131                      476206.08    
3774024.36       21.29503                         
         476226.08    3774024.36       22.09415                      476366.08    
3774024.36       27.02185                         
         476386.08    3774024.36       27.61755                      476406.08    
3774024.36       28.16698                         
         476426.08    3774024.36       28.60709                      476446.08    
3774024.36       28.96941                         
         476466.08    3774024.36       29.25627                      476486.08    
3774024.36       29.47964                         
         476506.08    3774024.36       29.64084                      476526.08    
3774024.36       29.74441                         
         476546.08    3774024.36       29.79926                      476566.08    



3774024.36       29.81952                         
         476586.08    3774024.36       29.82494                      476606.08    
3774024.36       29.90336                         
         476626.08    3774024.36       30.01397                      476646.08    
3774024.36       30.16878                         
         476666.08    3774024.36       30.47018                      476686.08    
3774024.36       30.99867                         
         476706.08    3774024.36       31.87408                      476726.08    
3774024.36       33.29045                         
         476746.08    3774024.36       35.59802                      476766.08    
3774024.36       39.52406                         
         476786.08    3774024.36       46.89491                      476846.08    
3774024.36       60.32352                         
         476866.08    3774024.36       45.23480                      476886.08    
3774024.36       37.63277                         
         476906.08    3774024.36       32.96460                      476926.08    
3774024.36       29.78663                         
         476946.08    3774024.36       27.47692                      476966.08    
3774024.36       25.72393                         
         476986.08    3774024.36       24.35443                      477006.08    
3774024.36       23.26433                         
         477026.08    3774024.36       22.38748                      477046.08    
3774024.36       21.68268                         
         477066.08    3774024.36       21.12062                      477086.08    
3774024.36       20.67736                         
         477106.08    3774024.36       20.33848                      475526.08    
3774044.36        5.41431                         
         475546.08    3774044.36        5.59276                      475566.08    
3774044.36        5.78033                         
         475586.08    3774044.36        5.97759                      475606.08    
3774044.36        6.18521                         
         475626.08    3774044.36        6.40386                      475646.08    
3774044.36        6.64558                         
         475666.08    3774044.36        6.89906                      475686.08    
3774044.36        7.15690                         
         475706.08    3774044.36        7.42917                      475726.08    
3774044.36        7.71686                         
         475746.08    3774044.36        8.02101                      475766.08    
3774044.36        8.35788                         
         475786.08    3774044.36        8.71253                      475806.08    
3774044.36        9.07513                         
         475826.08    3774044.36        9.45921                      475846.08    
3774044.36        9.87295                         
         475866.08    3774044.36       10.32628                      475886.08    
3774044.36       10.79090                         
         475906.08    3774044.36       11.27920                      475926.08    
3774044.36       11.79546                         
         475946.08    3774044.36       12.34222                      475966.08    
3774044.36       12.92088                         
         475986.08    3774044.36       13.53274                      476006.08    



3774044.36       14.17888                         
         476026.08    3774044.36       14.87233                      476046.08    
3774044.36       15.62881                         
         476066.08    3774044.36       16.39537                      476086.08    
3774044.36       17.19074                         
         476106.08    3774044.36       18.01850                      476126.08    
3774044.36       18.87839                         
         476146.08    3774044.36       19.76724                      476166.08    
3774044.36       20.68078                         
         476186.08    3774044.36       21.61345                      476206.08    
3774044.36       22.55846                         
         476226.08    3774044.36       23.50782                      476246.08    
3774044.36       24.45239                         
         476266.08    3774044.36       25.38223                      476286.08    
3774044.36       26.28689                         
         476366.08    3774044.36       29.45897                      476386.08    
3774044.36       30.13455                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 296
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476406.08    3774044.36       30.80686                      476426.08    
3774044.36       31.38313                         
         476446.08    3774044.36       31.84041                      476466.08    
3774044.36       32.15558                         



         476486.08    3774044.36       32.38284                      476506.08    
3774044.36       32.52285                         
         476526.08    3774044.36       32.57967                      476546.08    
3774044.36       32.56249                         
         476566.08    3774044.36       32.48694                      476586.08    
3774044.36       32.37550                         
         476606.08    3774044.36       32.32716                      476626.08    
3774044.36       32.29482                         
         476646.08    3774044.36       32.29303                      476666.08    
3774044.36       32.43385                         
         476686.08    3774044.36       32.80180                      476706.08    
3774044.36       33.51967                         
         476726.08    3774044.36       34.78291                      476746.08    
3774044.36       36.94054                         
         476766.08    3774044.36       40.71308                      476786.08    
3774044.36       47.90140                         
         476846.08    3774044.36       61.58632                      476866.08    
3774044.36       46.20085                         
         476886.08    3774044.36       38.46671                      476906.08    
3774044.36       33.70325                         
         476926.08    3774044.36       30.44532                      476946.08    
3774044.36       28.06294                         
         476966.08    3774044.36       26.24074                      476986.08    
3774044.36       24.80311                         
         477006.08    3774044.36       23.64426                      477026.08    
3774044.36       22.69659                         
         477046.08    3774044.36       21.91628                      477066.08    
3774044.36       21.27082                         
         477086.08    3774044.36       20.74137                      477106.08    
3774044.36       20.30974                         
         475526.08    3774064.36        5.39715                      475546.08    
3774064.36        5.57641                         
         475566.08    3774064.36        5.76498                      475586.08    
3774064.36        5.96351                         
         475606.08    3774064.36        6.17513                      475626.08    
3774064.36        6.40365                         
         475646.08    3774064.36        6.64286                      475666.08    
3774064.36        6.89348                         
         475686.08    3774064.36        7.15463                      475706.08    
3774064.36        7.43086                         
         475726.08    3774064.36        7.72324                      475746.08    
3774064.36        8.03295                         
         475766.08    3774064.36        8.37649                      475786.08    
3774064.36        8.73902                         
         475806.08    3774064.36        9.11083                      475826.08    
3774064.36        9.50574                         
         475846.08    3774064.36        9.93264                      475866.08    
3774064.36       10.40295                         
         475886.08    3774064.36       10.88435                      475906.08    
3774064.36       11.39230                         



         475926.08    3774064.36       11.93279                      475946.08    
3774064.36       12.50787                         
         475966.08    3774064.36       13.11960                      475986.08    
3774064.36       13.77001                         
         476006.08    3774064.36       14.46100                      476026.08    
3774064.36       15.20764                         
         476046.08    3774064.36       16.02935                      476066.08    
3774064.36       16.86476                         
         476086.08    3774064.36       17.73896                      476106.08    
3774064.36       18.65911                         
         476126.08    3774064.36       19.62418                      476146.08    
3774064.36       20.63201                         
         476166.08    3774064.36       21.67907                      476186.08    
3774064.36       22.76022                         
         476206.08    3774064.36       23.86862                      476226.08    
3774064.36       24.99550                         
         476246.08    3774064.36       26.13018                      476266.08    
3774064.36       27.26020                         
         476286.08    3774064.36       28.37163                      476306.08    
3774064.36       29.44947                         
         476326.08    3774064.36       30.47834                      476346.08    
3774064.36       31.44313                         
         476366.08    3774064.36       32.32975                      476386.08    
3774064.36       33.17024                         
         476406.08    3774064.36       34.00205                      476426.08    
3774064.36       34.65643                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476446.08    3774064.36       35.18615                      476466.08    
3774064.36       35.60967                         
         476486.08    3774064.36       35.85950                      476506.08    
3774064.36       35.97550                         
         476526.08    3774064.36       35.97353                      476546.08    
3774064.36       35.86337                         
         476566.08    3774064.36       35.66291                      476586.08    
3774064.36       35.39888                         
         476606.08    3774064.36       35.18553                      476626.08    
3774064.36       34.96885                         
         476646.08    3774064.36       34.76787                      476666.08    
3774064.36       34.70800                         
         476686.08    3774064.36       34.87940                      476706.08    
3774064.36       35.40871                         
         476726.08    3774064.36       36.49257                      476746.08    
3774064.36       38.47717                         
         476766.08    3774064.36       42.07254                      476786.08    
3774064.36       49.04681                         
         476846.08    3774064.36       62.98448                      476866.08    
3774064.36       47.34961                         
         476886.08    3774064.36       39.47071                      476906.08    
3774064.36       34.60488                         
         476926.08    3774064.36       31.26278                      476946.08    
3774064.36       28.80500                         
         476966.08    3774064.36       26.91154                      476986.08    
3774064.36       25.40427                         
         477006.08    3774064.36       24.17580                      477026.08    
3774064.36       23.15583                         
         477046.08    3774064.36       22.29981                      477066.08    
3774064.36       21.57790                         
         477086.08    3774064.36       20.96913                      477106.08    
3774064.36       20.45343                         
         475526.08    3774084.36        5.37559                      475546.08    
3774084.36        5.55525                         
         475566.08    3774084.36        5.74440                      475586.08    
3774084.36        5.94371                         
         475606.08    3774084.36        6.15782                      475626.08    
3774084.36        6.39270                         
         475646.08    3774084.36        6.63050                      475666.08    
3774084.36        6.87963                         
         475686.08    3774084.36        7.14329                      475706.08    
3774084.36        7.42257                         
         475726.08    3774084.36        7.71867                      475746.08    
3774084.36        8.03286                         
         475766.08    3774084.36        8.38184                      475786.08    



3774084.36        8.75092                         
         475806.08    3774084.36        9.13049                      475826.08    
3774084.36        9.53467                         
         475846.08    3774084.36        9.97267                      475866.08    
3774084.36       10.45638                         
         475886.08    3774084.36       10.95351                      475906.08    
3774084.36       11.48005                         
         475926.08    3774084.36       12.04257                      475946.08    
3774084.36       12.64372                         
         475966.08    3774084.36       13.28627                      475986.08    
3774084.36       13.97304                         
         476006.08    3774084.36       14.70691                      476026.08    
3774084.36       15.50447                         
         476046.08    3774084.36       16.38731                      476066.08    
3774084.36       17.29300                         
         476086.08    3774084.36       18.24895                      476106.08    
3774084.36       19.26424                         
         476126.08    3774084.36       20.33954                      476146.08    
3774084.36       21.47436                         
         476166.08    3774084.36       22.66675                      476186.08    
3774084.36       23.93100                         
         476206.08    3774084.36       25.24230                      476226.08    
3774084.36       26.57901                         
         476246.08    3774084.36       27.94381                      476266.08    
3774084.36       29.32226                         
         476286.08    3774084.36       30.69696                      476306.08    
3774084.36       32.04785                         
         476326.08    3774084.36       33.35280                      476346.08    
3774084.36       34.58858                         
         476366.08    3774084.36       35.76465                      476386.08    
3774084.36       36.86129                         
         476406.08    3774084.36       37.87197                      476426.08    
3774084.36       38.64598                         
         476446.08    3774084.36       39.26239                      476466.08    
3774084.36       39.75380                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   



, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476486.08    3774084.36       40.05478                      476506.08    
3774084.36       40.16719                         
         476526.08    3774084.36       40.09053                      476546.08    
3774084.36       39.85829                         
         476566.08    3774084.36       39.50298                      476586.08    
3774084.36       39.06762                         
         476606.08    3774084.36       38.61143                      476626.08    
3774084.36       38.13550                         
         476646.08    3774084.36       37.67841                      476666.08    
3774084.36       37.36596                         
         476686.08    3774084.36       37.30424                      476706.08    
3774084.36       37.63635                         
         476726.08    3774084.36       38.52666                      476746.08    
3774084.36       40.33381                         
         476766.08    3774084.36       43.76698                      476786.08    
3774084.36       50.59075                         
         476806.08    3774084.36       67.04348                      476846.08    
3774084.36       64.54584                         
         476866.08    3774084.36       48.70506                      476886.08    
3774084.36       40.66530                         
         476906.08    3774084.36       35.68799                      476926.08    
3774084.36       32.25460                         
         476946.08    3774084.36       29.71481                      476966.08    
3774084.36       27.74373                         
         476986.08    3774084.36       26.16090                      477006.08    
3774084.36       24.85766                         
         477026.08    3774084.36       23.75816                      477046.08    
3774084.36       22.82203                         
         477066.08    3774084.36       22.02795                      477086.08    
3774084.36       21.34125                         
         477106.08    3774084.36       20.74474                      475526.08    
3774104.36        5.34985                         
         475546.08    3774104.36        5.52952                      475566.08    
3774104.36        5.71882                         
         475586.08    3774104.36        5.91843                      475606.08    
3774104.36        6.13301                         



         475626.08    3774104.36        6.36855                      475646.08    
3774104.36        6.60732                         
         475666.08    3774104.36        6.85776                      475686.08    
3774104.36        7.12312                         
         475706.08    3774104.36        7.40457                      475726.08    
3774104.36        7.70338                         
         475746.08    3774104.36        8.02093                      475766.08    
3774104.36        8.37407                         
         475786.08    3774104.36        8.74828                      475806.08    
3774104.36        9.13409                         
         475826.08    3774104.36        9.54584                      475846.08    
3774104.36        9.99305                         
         475866.08    3774104.36       10.48803                      475886.08    
3774104.36       10.99862                         
         475906.08    3774104.36       11.54131                      475926.08    
3774104.36       12.12322                         
         475946.08    3774104.36       12.74763                      475966.08    
3774104.36       13.41804                         
         475986.08    3774104.36       14.13816                      476006.08    
3774104.36       14.91187                         
         476026.08    3774104.36       15.75741                      476046.08    
3774104.36       16.69863                         
         476066.08    3774104.36       17.67260                      476086.08    
3774104.36       18.70929                         
         476106.08    3774104.36       19.82015                      476126.08    
3774104.36       21.00816                         
         476146.08    3774104.36       22.27533                      476166.08    
3774104.36       23.62231                         
         476186.08    3774104.36       25.11242                      476206.08    
3774104.36       26.67504                         
         476226.08    3774104.36       28.25731                      476246.08    
3774104.36       29.89829                         
         476266.08    3774104.36       31.58297                      476286.08    
3774104.36       33.29144                         
         476306.08    3774104.36       34.99874                      476326.08    
3774104.36       36.67506                         
         476346.08    3774104.36       38.28656                      476366.08    
3774104.36       39.91503                         
         476386.08    3774104.36       41.39204                      476406.08    
3774104.36       42.61337                         
         476426.08    3774104.36       43.62305                      476446.08    
3774104.36       44.36128                         
         476466.08    3774104.36       44.75291                      476486.08    
3774104.36       45.16513                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476506.08    3774104.36       45.33385                      476526.08    
3774104.36       45.16106                         
         476546.08    3774104.36       44.76521                      476566.08    
3774104.36       44.21712                         
         476586.08    3774104.36       43.58895                      476606.08    
3774104.36       42.77654                         
         476626.08    3774104.36       41.92647                      476646.08    
3774104.36       41.13636                         
         476666.08    3774104.36       40.50423                      476686.08    
3774104.36       40.16613                         
         476706.08    3774104.36       40.26193                      476726.08    
3774104.36       40.93808                         
         476746.08    3774104.36       42.56958                      476766.08    
3774104.36       45.86488                         
         476786.08    3774104.36       52.61135                      476806.08    
3774104.36       68.94620                         
         476846.08    3774104.36       66.13777                      476866.08    
3774104.36       50.28264                         
         476886.08    3774104.36       42.06988                      476906.08    
3774104.36       36.97250                         
         476926.08    3774104.36       33.43761                      476946.08    
3774104.36       30.80446                         
         476966.08    3774104.36       28.74440                      476986.08    
3774104.36       27.07531                         
         477006.08    3774104.36       25.68775                      477026.08    
3774104.36       24.50323                         
         477046.08    3774104.36       23.48404                      477066.08    



3774104.36       22.60833                         
         477086.08    3774104.36       21.84027                      477106.08    
3774104.36       21.16224                         
         475526.08    3774124.36        5.32017                      475546.08    
3774124.36        5.49949                         
         475566.08    3774124.36        5.68851                      475586.08    
3774124.36        5.89367                         
         475606.08    3774124.36        6.11091                      475626.08    
3774124.36        6.33936                         
         475646.08    3774124.36        6.57719                      475666.08    
3774124.36        6.82822                         
         475686.08    3774124.36        7.09448                      475706.08    
3774124.36        7.37719                         
         475726.08    3774124.36        7.68096                      475746.08    
3774124.36        8.01146                         
         475766.08    3774124.36        8.36109                      475786.08    
3774124.36        8.73139                         
         475806.08    3774124.36        9.12185                      475826.08    
3774124.36        9.53940                         
         475846.08    3774124.36        9.99381                      475866.08    
3774124.36       10.49776                         
         475886.08    3774124.36       11.01931                      475906.08    
3774124.36       11.57541                         
         475926.08    3774124.36       12.17369                      475946.08    
3774124.36       12.81805                         
         475966.08    3774124.36       13.51274                      475986.08    
3774124.36       14.26235                         
         476006.08    3774124.36       15.07186                      476026.08    
3774124.36       15.96115                         
         476046.08    3774124.36       16.95639                      476066.08    
3774124.36       17.99467                         
         476086.08    3774124.36       19.10872                      476106.08    
3774124.36       20.31279                         
         476126.08    3774124.36       21.61280                      476146.08    
3774124.36       23.01411                         
         476166.08    3774124.36       24.52111                      476186.08    
3774124.36       26.21005                         
         476206.08    3774124.36       28.00678                      476226.08    
3774124.36       29.85457                         
         476246.08    3774124.36       31.80300                      476266.08    
3774124.36       33.83920                         
         476286.08    3774124.36       35.94344                      476306.08    
3774124.36       38.08802                         
         476326.08    3774124.36       40.26873                      476346.08    
3774124.36       42.48107                         
         476366.08    3774124.36       44.57890                      476386.08    
3774124.36       46.50070                         
         476406.08    3774124.36       48.16510                      476426.08    
3774124.36       49.55958                         
         476446.08    3774124.36       50.61768                      476466.08    



3774124.36       51.27489                         
         476486.08    3774124.36       51.71856                      476506.08    
3774124.36       51.81472                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 300
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476526.08    3774124.36       51.51642                      476546.08    
3774124.36       50.98468                         
         476566.08    3774124.36       50.15891                      476586.08    
3774124.36       49.08169                         
         476606.08    3774124.36       47.82249                      476626.08    
3774124.36       46.53659                         
         476646.08    3774124.36       45.33476                      476666.08    
3774124.36       44.30470                         
         476686.08    3774124.36       43.59132                      476706.08    
3774124.36       43.33638                         
         476726.08    3774124.36       43.74734                      476746.08    
3774124.36       45.16039                         
         476766.08    3774124.36       48.26298                      476786.08    
3774124.36       54.81232                         
         476806.08    3774124.36       70.83722                      476846.08    
3774124.36       68.03535                         
         476866.08    3774124.36       52.11830                      476886.08    
3774124.36       43.72034                         



         476906.08    3774124.36       38.48508                      476926.08    
3774124.36       34.82906                         
         476946.08    3774124.36       32.08340                      476966.08    
3774124.36       29.90629                         
         476986.08    3774124.36       28.12838                      477006.08    
3774124.36       26.64573                         
         477026.08    3774124.36       25.37203                      477046.08    
3774124.36       24.26760                         
         477066.08    3774124.36       23.30278                      477086.08    
3774124.36       22.44788                         
         477106.08    3774124.36       21.68491                      475526.08    
3774144.36        5.28683                         
         475546.08    3774144.36        5.46543                      475566.08    
3774144.36        5.65379                         
         475586.08    3774144.36        5.86180                      475606.08    
3774144.36        6.08041                         
         475626.08    3774144.36        6.30385                      475646.08    
3774144.36        6.54050                         
         475666.08    3774144.36        6.79143                      475686.08    
3774144.36        7.05781                         
         475706.08    3774144.36        7.34090                      475726.08    
3774144.36        7.64734                         
         475746.08    3774144.36        7.98567                      475766.08    
3774144.36        8.33289                         
         475786.08    3774144.36        8.70073                      475806.08    
3774144.36        9.09422                         
         475826.08    3774144.36        9.51574                      475846.08    
3774144.36        9.97320                         
         475866.08    3774144.36       10.47740                      475886.08    
3774144.36       11.01120                         
         475906.08    3774144.36       11.58220                      475926.08    
3774144.36       12.19352                         
         475946.08    3774144.36       12.85412                      475966.08    
3774144.36       13.56895                         
         475986.08    3774144.36       14.34350                      476006.08    
3774144.36       15.18382                         
         476026.08    3774144.36       16.11140                      476046.08    
3774144.36       17.15467                         
         476066.08    3774144.36       18.25130                      476086.08    
3774144.36       19.43684                         
         476106.08    3774144.36       20.72866                      476126.08    
3774144.36       22.13621                         
         476146.08    3774144.36       23.67617                      476166.08    
3774144.36       25.36811                         
         476186.08    3774144.36       27.24290                      476206.08    
3774144.36       29.26386                         
         476226.08    3774144.36       31.39765                      476246.08    
3774144.36       33.68695                         
         476266.08    3774144.36       36.12525                      476286.08    
3774144.36       38.69763                         



         476306.08    3774144.36       41.37824                      476326.08    
3774144.36       44.18857                         
         476346.08    3774144.36       47.15369                      476366.08    
3774144.36       49.92210                         
         476386.08    3774144.36       52.51452                      476406.08    
3774144.36       54.86309                         
         476426.08    3774144.36       56.86725                      476446.08    
3774144.36       58.43890                         
         476466.08    3774144.36       59.51688                      476486.08    
3774144.36       60.07433                         
         476506.08    3774144.36       60.13528                      476526.08    
3774144.36       59.73474                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 301
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476546.08    3774144.36       58.92537                      476566.08    
3774144.36       57.64914                         
         476586.08    3774144.36       55.95939                      476606.08    
3774144.36       54.10326                         
         476626.08    3774144.36       52.20206                      476646.08    
3774144.36       50.37860                         
         476666.08    3774144.36       48.83256                      476686.08    
3774144.36       47.68767                         
         476706.08    3774144.36       47.07351                      476726.08    



3774144.36       47.17077                         
         476746.08    3774144.36       48.31630                      476766.08    
3774144.36       51.18772                         
         476786.08    3774144.36       57.50118                      476806.08    
3774144.36       73.22658                         
         476846.08    3774144.36       70.61173                      476866.08    
3774144.36       54.29481                         
         476886.08    3774144.36       45.65989                      476906.08    
3774144.36       40.23701                         
         476926.08    3774144.36       36.42279                      477066.08    
3774144.36       24.09167                         
         477086.08    3774144.36       23.14283                      477106.08    
3774144.36       22.28992                         
         475526.08    3774164.36        5.25009                      475546.08    
3774164.36        5.42764                         
         475566.08    3774164.36        5.61496                      475586.08    
3774164.36        5.82186                         
         475606.08    3774164.36        6.03941                      475626.08    
3774164.36        6.26191                         
         475646.08    3774164.36        6.49770                      475666.08    
3774164.36        6.74786                         
         475686.08    3774164.36        7.01359                      475706.08    
3774164.36        7.29623                         
         475726.08    3774164.36        7.60238                      475746.08    
3774164.36        7.94063                         
         475766.08    3774164.36        8.28823                      475786.08    
3774164.36        8.65693                         
         475806.08    3774164.36        9.05186                      475826.08    
3774164.36        9.47554                         
         475846.08    3774164.36        9.93112                      475866.08    
3774164.36       10.42297                         
         475886.08    3774164.36       10.97186                      475906.08    
3774164.36       11.56206                         
         475926.08    3774164.36       12.18290                      475946.08    
3774164.36       12.85572                         
         475966.08    3774164.36       13.58615                      475986.08    
3774164.36       14.38049                         
         476006.08    3774164.36       15.24583                      476026.08    
3774164.36       16.20515                         
         476046.08    3774164.36       17.28904                      476066.08    
3774164.36       18.43613                         
         476086.08    3774164.36       19.68480                      476106.08    
3774164.36       21.05572                         
         476126.08    3774164.36       22.56226                      476146.08    
3774164.36       24.24342                         
         476166.08    3774164.36       26.14879                      476186.08    
3774164.36       28.18666                         
         476206.08    3774164.36       30.40974                      476226.08    
3774164.36       32.84148                         
         476246.08    3774164.36       35.49681                      476266.08    



3774164.36       38.38123                         
         476286.08    3774164.36       41.49172                      476306.08    
3774164.36       44.81250                         
         476326.08    3774164.36       48.38148                      476346.08    
3774164.36       52.24227                         
         476366.08    3774164.36       55.97800                      476386.08    
3774164.36       59.59469                         
         476406.08    3774164.36       62.97838                      476426.08    
3774164.36       65.95558                         
         476446.08    3774164.36       68.35329                      476466.08    
3774164.36       70.03233                         
         476486.08    3774164.36       70.91721                      476506.08    
3774164.36       71.09938                         
         476526.08    3774164.36       70.67153                      476546.08    
3774164.36       69.30542                         
         476566.08    3774164.36       67.26493                      476586.08    
3774164.36       64.74868                         
         476606.08    3774164.36       62.03253                      476626.08    
3774164.36       59.20394                         
         476646.08    3774164.36       56.63325                      476666.08    
3774164.36       54.44455                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 302
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -



         476686.08    3774164.36       52.76944                      476706.08    
3774164.36       51.72422                         
         476726.08    3774164.36       51.45251                      476746.08    
3774164.36       52.28332                         
         476766.08    3774164.36       54.85812                      476786.08    
3774164.36       60.83567                         
         476806.08    3774164.36       76.02167                      476846.08    
3774164.36       74.04927                         
         476866.08    3774164.36       56.78668                      476886.08    
3774164.36       47.87624                         
         476906.08    3774164.36       42.20636                      476926.08    
3774164.36       38.19339                         
         477066.08    3774164.36       24.94967                      477086.08    
3774164.36       23.89942                         
         477106.08    3774164.36       22.95121                      475526.08    
3774184.36        5.21024                         
         475546.08    3774184.36        5.38839                      475566.08    
3774184.36        5.58066                         
         475586.08    3774184.36        5.78224                      475606.08    
3774184.36        5.99381                         
         475626.08    3774184.36        6.21488                      475646.08    
3774184.36        6.44924                         
         475666.08    3774184.36        6.69801                      475686.08    
3774184.36        6.96240                         
         475706.08    3774184.36        7.24377                      475726.08    
3774184.36        7.54873                         
         475746.08    3774184.36        7.88582                      475766.08    
3774184.36        8.23261                         
         475786.08    3774184.36        8.60081                      475806.08    
3774184.36        8.99563                         
         475826.08    3774184.36        9.41968                      475846.08    
3774184.36        9.87592                         
         475866.08    3774184.36       10.36764                      475886.08    
3774184.36       10.92040                         
         475906.08    3774184.36       11.51588                      475926.08    
3774184.36       12.14262                         
         475946.08    3774184.36       12.82349                      475966.08    
3774184.36       13.56470                         
         475986.08    3774184.36       14.37329                      476006.08    
3774184.36       15.25728                         
         476026.08    3774184.36       16.24097                      476046.08    
3774184.36       17.35681                         
         476066.08    3774184.36       18.54481                      476086.08    
3774184.36       19.84598                         
         476106.08    3774184.36       21.28430                      476126.08    
3774184.36       22.87724                         
         476146.08    3774184.36       24.65469                      476166.08    
3774184.36       26.65787                         
         476186.08    3774184.36       28.90549                      476206.08    
3774184.36       31.39819                         



         476226.08    3774184.36       34.12670                      476246.08    
3774184.36       37.15832                         
         476266.08    3774184.36       40.51745                      476286.08    
3774184.36       44.22233                         
         476306.08    3774184.36       48.27975                      476326.08    
3774184.36       52.76057                         
         476346.08    3774184.36       57.74912                      476366.08    
3774184.36       62.77360                         
         476386.08    3774184.36       67.83698                      476406.08    
3774184.36       72.77597                         
         476426.08    3774184.36       77.31381                      476446.08    
3774184.36       81.12870                         
         476466.08    3774184.36       83.91390                      476486.08    
3774184.36       85.68759                         
         476506.08    3774184.36       86.15078                      476526.08    
3774184.36       85.29331                         
         476546.08    3774184.36       83.17042                      476566.08    
3774184.36       80.08800                         
         476586.08    3774184.36       76.31557                      476606.08    
3774184.36       72.18443                         
         476626.08    3774184.36       68.15771                      476646.08    
3774184.36       64.56987                         
         476666.08    3774184.36       61.56097                      476686.08    
3774184.36       59.21622                         
         476706.08    3774184.36       57.60379                      476726.08    
3774184.36       56.88608                         
         476746.08    3774184.36       57.32081                      476766.08    
3774184.36       59.52336                         
         476786.08    3774184.36       65.14003                      476806.08    
3774184.36       79.75698                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 303
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 



***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476846.08    3774184.36       77.24469                      476866.08    
3774184.36       59.41581                         
         476886.08    3774184.36       50.24546                      476906.08    
3774184.36       44.37476                         
         476926.08    3774184.36       40.15805                      477066.08    
3774184.36       25.84480                         
         477086.08    3774184.36       24.68665                      477106.08    
3774184.36       23.63572                         
         475526.08    3774204.36        5.16759                      475546.08    
3774204.36        5.34525                         
         475566.08    3774204.36        5.53974                      475586.08    
3774204.36        5.73709                         
         475606.08    3774204.36        5.94403                      475626.08    
3774204.36        6.16321                         
         475646.08    3774204.36        6.39565                      475666.08    
3774204.36        6.64245                         
         475686.08    3774204.36        6.90484                      475706.08    
3774204.36        7.18757                         
         475726.08    3774204.36        7.49203                      475746.08    
3774204.36        7.82273                         
         475766.08    3774204.36        8.16688                      475786.08    
3774204.36        8.53331                         
         475806.08    3774204.36        8.92654                      475826.08    
3774204.36        9.34927                         
         475846.08    3774204.36        9.80455                      475866.08    
3774204.36       10.29582                         
         475886.08    3774204.36       10.84861                      475906.08    
3774204.36       11.44505                         
         475926.08    3774204.36       12.07409                      475946.08    
3774204.36       12.75881                         
         475966.08    3774204.36       13.50589                      475986.08    
3774204.36       14.32300                         
         476006.08    3774204.36       15.22868                      476026.08    
3774204.36       16.23376                         
         476046.08    3774204.36       17.35949                      476066.08    
3774204.36       18.57545                         
         476086.08    3774204.36       19.91666                      476106.08    
3774204.36       21.40805                         
         476126.08    3774204.36       23.07108                      476146.08    
3774204.36       24.93854                         
         476166.08    3774204.36       27.05129                      476186.08    



3774204.36       29.46987                         
         476206.08    3774204.36       32.18452                      476226.08    
3774204.36       35.19224                         
         476246.08    3774204.36       38.59003                      476266.08    
3774204.36       42.42810                         
         476286.08    3774204.36       46.75680                      476306.08    
3774204.36       51.62155                         
         476326.08    3774204.36       57.14963                      476346.08    
3774204.36       63.50119                         
         476366.08    3774204.36       70.18235                      476386.08    
3774204.36       77.23190                         
         476406.08    3774204.36       84.46510                      476426.08    
3774204.36       91.49263                         
         476446.08    3774204.36       97.82171                      476466.08    
3774204.36      102.88222                         
         476486.08    3774204.36      106.22372                      476506.08    
3774204.36      107.22802                         
         476526.08    3774204.36      105.82279                      476546.08    
3774204.36      102.49856                         
         477046.08    3774204.36       28.14982                      477066.08    
3774204.36       26.73824                         
         477086.08    3774204.36       25.46822                      477106.08    
3774204.36       24.31475                         
         477126.08    3774204.36       23.25642                      477146.08    
3774204.36       22.28324                         
         477166.08    3774204.36       21.39175                      475526.08    
3774224.36        5.12243                         
         475546.08    3774224.36        5.29816                      475566.08    
3774224.36        5.49052                         
         475586.08    3774224.36        5.68574                      475606.08    
3774224.36        5.89050                         
         475626.08    3774224.36        6.10739                      475646.08    
3774224.36        6.33743                         
         475666.08    3774224.36        6.58173                      475686.08    
3774224.36        6.84154                         
         475706.08    3774224.36        7.12928                      475726.08    
3774224.36        7.43490                         
         475746.08    3774224.36        7.75266                      475766.08    
3774224.36        8.09200                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 304
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   



, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475786.08    3774224.36        8.45546                      475806.08    
3774224.36        8.84574                         
         475826.08    3774224.36        9.26556                      475846.08    
3774224.36        9.71805                         
         475866.08    3774224.36       10.20673                      475886.08    
3774224.36       10.75698                         
         475906.08    3774224.36       11.35137                      475926.08    
3774224.36       11.97923                         
         475946.08    3774224.36       12.66372                      475966.08    
3774224.36       13.41185                         
         475986.08    3774224.36       14.23176                      476006.08    
3774224.36       15.16494                         
         476026.08    3774224.36       16.19077                      476046.08    
3774224.36       17.29990                         
         476066.08    3774224.36       18.52876                      476086.08    
3774224.36       19.89635                         
         476106.08    3774224.36       21.42456                      476126.08    
3774224.36       23.13849                         
         476146.08    3774224.36       25.09433                      476166.08    
3774224.36       27.36666                         
         476186.08    3774224.36       29.88209                      476206.08    
3774224.36       32.73050                         
         476226.08    3774224.36       35.98189                      476246.08    
3774224.36       39.71120                         
         476266.08    3774224.36       44.00009                      476286.08    
3774224.36       48.94116                         
         476306.08    3774224.36       54.63564                      476326.08    
3774224.36       61.29525                         
         476346.08    3774224.36       69.20296                      476366.08    
3774224.36       77.90600                         
         476386.08    3774224.36       87.56296                      476406.08    
3774224.36       98.06451                         



         476426.08    3774224.36      108.98231                      476446.08    
3774224.36      119.77432                         
         476466.08    3774224.36      129.55027                      476486.08    
3774224.36      135.81082                         
         476506.08    3774224.36      137.98751                      476526.08    
3774224.36      136.11199                         
         476546.08    3774224.36      130.74641                      477046.08    
3774224.36       29.12145                         
         477066.08    3774224.36       27.58512                      477086.08    
3774224.36       26.20324                         
         477106.08    3774224.36       24.95266                      477126.08    
3774224.36       23.81449                         
         477146.08    3774224.36       22.76380                      477166.08    
3774224.36       21.79552                         
         475526.08    3774244.36        5.07504                      475546.08    
3774244.36        5.24861                         
         475566.08    3774244.36        5.43858                      475586.08    
3774244.36        5.63141                         
         475606.08    3774244.36        5.83364                      475626.08    
3774244.36        6.04788                         
         475646.08    3774244.36        6.27512                      475666.08    
3774244.36        6.51646                         
         475686.08    3774244.36        6.77313                      475706.08    
3774244.36        7.05803                         
         475726.08    3774244.36        7.36045                      475746.08    
3774244.36        7.67368                         
         475766.08    3774244.36        8.00894                      475786.08    
3774244.36        8.36837                         
         475806.08    3774244.36        8.75445                      475826.08    
3774244.36        9.16993                         
         475846.08    3774244.36        9.61795                      475866.08    
3774244.36       10.10207                         
         475886.08    3774244.36       10.64740                      475906.08    
3774244.36       11.23695                         
         475926.08    3774244.36       11.86041                      475946.08    
3774244.36       12.54082                         
         475966.08    3774244.36       13.28543                      475986.08    
3774244.36       14.10267                         
         476006.08    3774244.36       15.03587                      476026.08    
3774244.36       16.06317                         
         476046.08    3774244.36       17.17302                      476066.08    
3774244.36       18.40810                         
         476086.08    3774244.36       19.78790                      476106.08    
3774244.36       21.33574                         
         476126.08    3774244.36       23.07963                      476146.08    
3774244.36       25.08123                         
         476166.08    3774244.36       27.42563                      476186.08    
3774244.36       30.03158                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22



 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 305
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476206.08    3774244.36       33.00956                      476226.08    
3774244.36       36.45184                         
         476246.08    3774244.36       40.45256                      476266.08    
3774244.36       45.12733                         
         476286.08    3774244.36       50.61744                      476306.08    
3774244.36       57.24249                         
         476326.08    3774244.36       65.12588                      476346.08    
3774244.36       74.46816                         
         476366.08    3774244.36       85.42058                      476386.08    
3774244.36       98.27581                         
         476406.08    3774244.36      113.17008                      476426.08    
3774244.36      129.90477                         
         476446.08    3774244.36      148.04572                      476466.08    
3774244.36      166.34058                         
         476486.08    3774244.36      179.84289                      476506.08    
3774244.36      186.01417                         
         476526.08    3774244.36      183.90345                      476546.08    
3774244.36      174.66701                         
         477046.08    3774244.36       29.99290                      477066.08    
3774244.36       28.33627                         
         477086.08    3774244.36       26.84787                      477106.08    
3774244.36       25.49967                         
         477126.08    3774244.36       24.26879                      477146.08    



3774244.36       23.14883                         
         477166.08    3774244.36       22.12000                      475526.08    
3774264.36        5.02772                         
         475546.08    3774264.36        5.19983                      475566.08    
3774264.36        5.38470                         
         475586.08    3774264.36        5.57445                      475606.08    
3774264.36        5.77390                         
         475626.08    3774264.36        5.98516                      475646.08    
3774264.36        6.20923                         
         475666.08    3774264.36        6.44832                      475686.08    
3774264.36        6.70485                         
         475706.08    3774264.36        6.98377                      475726.08    
3774264.36        7.27929                         
         475746.08    3774264.36        7.58814                      475766.08    
3774264.36        7.91872                         
         475786.08    3774264.36        8.27318                      475806.08    
3774264.36        8.65397                         
         475826.08    3774264.36        9.06382                      475846.08    
3774264.36        9.50587                         
         475866.08    3774264.36        9.98368                      475886.08    
3774264.36       10.52197                         
         475906.08    3774264.36       11.10417                      475926.08    
3774264.36       11.72030                         
         475946.08    3774264.36       12.39313                      475966.08    
3774264.36       13.13003                         
         475986.08    3774264.36       13.93957                      476006.08    
3774264.36       14.86472                         
         476026.08    3774264.36       15.88456                      476046.08    
3774264.36       16.98840                         
         476066.08    3774264.36       18.21917                      476086.08    
3774264.36       19.59736                         
         476106.08    3774264.36       21.14768                      476126.08    
3774264.36       22.90020                         
         476146.08    3774264.36       24.91935                      476166.08    
3774264.36       27.29464                         
         476186.08    3774264.36       29.95206                      476206.08    
3774264.36       33.01106                         
         476226.08    3774264.36       36.57797                      476246.08    
3774264.36       40.76802                         
         476266.08    3774264.36       45.72866                      476286.08    
3774264.36       51.64964                         
         476306.08    3774264.36       59.02734                      476326.08    
3774264.36       67.98459                         
         476346.08    3774264.36       78.72538                      476366.08    
3774264.36       91.97084                         
         476386.08    3774264.36      108.36978                      476406.08    
3774264.36      128.64367                         
         476426.08    3774264.36      153.40992                      476446.08    
3774264.36      183.25633                         
         476466.08    3774264.36      217.63147                      476486.08    



3774264.36      248.38698                         
         476506.08    3774264.36      266.98445                      476526.08    
3774264.36      266.63442                         
         476546.08    3774264.36      249.10240                      477046.08    
3774264.36       30.70592                         
         477066.08    3774264.36       28.94097                      477086.08    
3774264.36       27.35343                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 306
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477106.08    3774264.36       25.91842                      477126.08    
3774264.36       24.61129                         
         477146.08    3774264.36       23.43262                      477166.08    
3774264.36       22.35154                         
         475526.08    3774284.36        4.98132                      475546.08    
3774284.36        5.15321                         
         475566.08    3774284.36        5.32945                      475586.08    
3774284.36        5.51526                         
         475606.08    3774284.36        5.71167                      475626.08    
3774284.36        5.91968                         
         475646.08    3774284.36        6.14027                      475666.08    
3774284.36        6.37817                         
         475686.08    3774284.36        6.63909                      475706.08    
3774284.36        6.90833                         



         475726.08    3774284.36        7.19329                      475746.08    
3774284.36        7.49715                         
         475766.08    3774284.36        7.82236                      475786.08    
3774284.36        8.17103                         
         475806.08    3774284.36        8.54557                      475826.08    
3774284.36        8.94869                         
         475846.08    3774284.36        9.38348                      475866.08    
3774284.36        9.85346                         
         475886.08    3774284.36       10.38286                      475906.08    
3774284.36       10.95553                         
         475926.08    3774284.36       11.56175                      475946.08    
3774284.36       12.22396                         
         475966.08    3774284.36       12.94945                      475986.08    
3774284.36       13.74681                         
         476006.08    3774284.36       14.65832                      476026.08    
3774284.36       15.66386                         
         476046.08    3774284.36       16.75342                      476066.08    
3774284.36       17.96963                         
         476086.08    3774284.36       19.33339                      476106.08    
3774284.36       20.87011                         
         476126.08    3774284.36       22.61093                      476146.08    
3774284.36       24.62148                         
         476166.08    3774284.36       26.99334                      476186.08    
3774284.36       29.65873                         
         476206.08    3774284.36       32.74255                      476226.08    
3774284.36       36.36077                         
         476246.08    3774284.36       40.64419                      476266.08    
3774284.36       45.76511                         
         476286.08    3774284.36       51.95332                      476306.08    
3774284.36       59.77779                         
         476326.08    3774284.36       69.47374                      476346.08    
3774284.36       81.42279                         
         476366.08    3774284.36       96.67326                      476386.08    
3774284.36      116.43150                         
         476406.08    3774284.36      142.38893                      476426.08    
3774284.36      176.83105                         
         476446.08    3774284.36      223.28782                      476466.08    
3774284.36      285.87383                         
         476486.08    3774284.36      357.04996                      476506.08    
3774284.36      417.15887                         
         476526.08    3774284.36      431.21939                      476546.08    
3774284.36      392.52529                         
         477046.08    3774284.36       31.20363                      477066.08    
3774284.36       29.35069                         
         477086.08    3774284.36       27.67580                      477106.08    
3774284.36       26.16943                         
         477126.08    3774284.36       24.81919                      477146.08    
3774284.36       23.59270                         
         477166.08    3774284.36       22.46743                      475526.08    
3774304.36        4.92919                         



         475546.08    3774304.36        5.09861                      475566.08    
3774304.36        5.27153                         
         475586.08    3774304.36        5.45418                      475606.08    
3774304.36        5.64735                         
         475626.08    3774304.36        5.85189                      475646.08    
3774304.36        6.06874                         
         475666.08    3774304.36        6.30272                      475686.08    
3774304.36        6.55995                         
         475706.08    3774304.36        6.82393                      475726.08    
3774304.36        7.10324                         
         475746.08    3774304.36        7.40159                      475766.08    
3774304.36        7.72083                         
         475786.08    3774304.36        8.06303                      475806.08    
3774304.36        8.43054                         
         475826.08    3774304.36        8.82600                      475846.08    
3774304.36        9.25244                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 307
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475866.08    3774304.36        9.71331                      475886.08    
3774304.36       10.23227                         
         475906.08    3774304.36       10.79355                      475926.08    
3774304.36       11.38772                         
         475946.08    3774304.36       12.03669                      475966.08    



3774304.36       12.74765                         
         475986.08    3774304.36       13.52903                      476006.08    
3774304.36       14.42214                         
         476026.08    3774304.36       15.40752                      476046.08    
3774304.36       16.47565                         
         476066.08    3774304.36       17.66839                      476086.08    
3774304.36       19.00654                         
         476106.08    3774304.36       20.51547                      476126.08    
3774304.36       22.22646                         
         476146.08    3774304.36       24.20479                      476166.08    
3774304.36       26.54172                         
         476186.08    3774304.36       29.17437                      476206.08    
3774304.36       32.22906                         
         476226.08    3774304.36       35.82609                      476246.08    
3774304.36       40.10441                         
         476266.08    3774304.36       45.25050                      476286.08    
3774304.36       51.51885                         
         476306.08    3774304.36       59.52157                      476326.08    
3774304.36       69.57870                         
         476346.08    3774304.36       82.21709                      476366.08    
3774304.36       98.76301                         
         476386.08    3774304.36      120.96522                      477046.08    
3774304.36       31.43134                         
         477066.08    3774304.36       29.50571                      477086.08    
3774304.36       27.78793                         
         477106.08    3774304.36       26.24691                      477126.08    
3774304.36       24.86052                         
         477146.08    3774304.36       23.59153                      477166.08    
3774304.36       22.43344                         
         475526.08    3774324.36        4.87554                      475546.08    
3774324.36        5.04210                         
         475566.08    3774324.36        5.21207                      475586.08    
3774324.36        5.39155                         
         475606.08    3774324.36        5.58131                      475626.08    
3774324.36        5.78219                         
         475646.08    3774324.36        5.99510                      475666.08    
3774324.36        6.22474                         
         475686.08    3774324.36        6.47709                      475706.08    
3774324.36        6.73601                         
         475726.08    3774324.36        7.00987                      475746.08    
3774324.36        7.30230                         
         475766.08    3774324.36        7.61509                      475786.08    
3774324.36        7.95026                         
         475806.08    3774324.36        8.31009                      475826.08    
3774324.36        8.69714                         
         475846.08    3774324.36        9.11620                      475866.08    
3774324.36        9.57304                         
         475886.08    3774324.36       10.07676                      475906.08    
3774324.36       10.62073                         
         475926.08    3774324.36       11.20109                      475946.08    



3774324.36       11.83472                         
         475966.08    3774324.36       12.52859                      475986.08    
3774324.36       13.29090                         
         476006.08    3774324.36       14.16174                      476026.08    
3774324.36       15.12217                         
         476046.08    3774324.36       16.16306                      476066.08    
3774324.36       17.32503                         
         476086.08    3774324.36       18.62834                      476106.08    
3774324.36       20.09776                         
         476126.08    3774324.36       21.76383                      476146.08    
3774324.36       23.69013                         
         476166.08    3774324.36       25.96550                      476186.08    
3774324.36       28.53054                         
         476206.08    3774324.36       31.50924                      476226.08    
3774324.36       35.02090                         
         476246.08    3774324.36       39.20490                      476266.08    
3774324.36       44.25003                         
         476286.08    3774324.36       50.41705                      476306.08    
3774324.36       58.32463                         
         476326.08    3774324.36       68.33193                      476346.08    
3774324.36       81.03952                         
         476366.08    3774324.36       97.91398                      476386.08    
3774324.36      121.02927                         
         477046.08    3774324.36       31.35033                      477066.08    
3774324.36       29.39745                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 308
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477086.08    3774324.36       27.66735                      477106.08    
3774324.36       26.11418                         
         477126.08    3774324.36       24.70766                      477146.08    
3774324.36       23.42346                         
         477166.08    3774324.36       22.25604                      477466.08    
3774324.36       15.67728                         
         477486.08    3774324.36       15.16124                      477506.08    
3774324.36       14.66899                         
         477526.08    3774324.36       14.19918                      475526.08    
3774344.36        4.82096                         
         475546.08    3774344.36        4.98457                      475566.08    
3774344.36        5.15148                         
         475586.08    3774344.36        5.32769                      475606.08    
3774344.36        5.51391                         
         475626.08    3774344.36        5.71098                      475646.08    
3774344.36        5.91977                         
         475666.08    3774344.36        6.14487                      475686.08    
3774344.36        6.39214                         
         475706.08    3774344.36        6.64574                      475726.08    
3774344.36        6.91386                         
         475746.08    3774344.36        7.20005                      475766.08    
3774344.36        7.50602                         
         475786.08    3774344.36        7.83373                      475806.08    
3774344.36        8.18536                         
         475826.08    3774344.36        8.56341                      475846.08    
3774344.36        8.97666                         
         475866.08    3774344.36        9.43599                      475886.08    
3774344.36        9.91900                         
         475906.08    3774344.36       10.43942                      475926.08    
3774344.36       11.00460                         
         475946.08    3774344.36       11.62126                      475966.08    
3774344.36       12.29608                         
         475986.08    3774344.36       13.03694                      476006.08    
3774344.36       13.88251                         
         476026.08    3774344.36       14.81433                      476046.08    
3774344.36       15.82346                         
         476066.08    3774344.36       16.94905                      476086.08    
3774344.36       18.21044                         
         476106.08    3774344.36       19.63131                      476126.08    
3774344.36       21.24084                         
         476146.08    3774344.36       23.09982                      476166.08    
3774344.36       25.29300                         
         476186.08    3774344.36       27.76332                      476206.08    
3774344.36       30.62933                         
         476226.08    3774344.36       34.00498                      476246.08    
3774344.36       38.02349                         



         476266.08    3774344.36       42.86560                      476286.08    
3774344.36       48.78160                         
         476306.08    3774344.36       56.36276                      476326.08    
3774344.36       65.96018                         
         476346.08    3774344.36       78.16669                      476366.08    
3774344.36       94.41963                         
         476386.08    3774344.36      116.79432                      476406.08    
3774344.36      148.91330                         
         477046.08    3774344.36       30.93605                      477066.08    
3774344.36       29.01786                         
         477086.08    3774344.36       27.30508                      477106.08    
3774344.36       25.75943                         
         477126.08    3774344.36       24.34653                      477146.08    
3774344.36       23.08309                         
         477166.08    3774344.36       21.93669                      477466.08    
3774344.36       15.35870                         
         477486.08    3774344.36       14.85584                      477506.08    
3774344.36       14.37657                         
         477526.08    3774344.36       13.91948                      475526.08    
3774364.36        4.76567                         
         475546.08    3774364.36        4.92626                      475566.08    
3774364.36        5.09004                         
         475586.08    3774364.36        5.26287                      475606.08    
3774364.36        5.44546                         
         475626.08    3774364.36        5.63860                      475646.08    
3774364.36        5.84315                         
         475666.08    3774364.36        6.06358                      475686.08    
3774364.36        6.30558                         
         475706.08    3774364.36        6.55367                      475726.08    
3774364.36        6.81585                         
         475746.08    3774364.36        7.09555                      475766.08    
3774364.36        7.39442                         
         475786.08    3774364.36        7.71433                      475806.08    
3774364.36        8.05741                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 309
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 



                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         475826.08    3774364.36        8.43475                      475846.08    
3774364.36        8.84197                         
         475866.08    3774364.36        9.27957                      475886.08    
3774364.36        9.74673                         
         475906.08    3774364.36       10.25176                      475926.08    
3774364.36       10.80078                         
         475946.08    3774364.36       11.39928                      475966.08    
3774364.36       12.05363                         
         475986.08    3774364.36       12.77130                      476006.08    
3774364.36       13.58945                         
         476026.08    3774364.36       14.49001                      476046.08    
3774364.36       15.46418                         
         476066.08    3774364.36       16.54937                      476086.08    
3774364.36       17.76380                         
         476106.08    3774364.36       19.12972                      476126.08    
3774364.36       20.67449                         
         476146.08    3774364.36       22.45540                      476166.08    
3774364.36       24.55198                         
         476186.08    3774364.36       26.90863                      476206.08    
3774364.36       29.63642                         
         476226.08    3774364.36       32.84088                      476246.08    
3774364.36       36.64454                         
         476266.08    3774364.36       41.21288                      476286.08    
3774364.36       46.77387                         
         476306.08    3774364.36       53.86760                      476326.08    
3774364.36       62.80259                         
         476346.08    3774364.36       74.10296                      476366.08    
3774364.36       89.04665                         
         476386.08    3774364.36      109.44815                      477046.08    
3774364.36       30.22112                         
         477066.08    3774364.36       28.36140                      477086.08    
3774364.36       26.69745                         
         477106.08    3774364.36       25.19285                      477126.08    
3774364.36       23.81514                         
         477146.08    3774364.36       22.58452                      477166.08    
3774364.36       21.46738                         
         477466.08    3774364.36       14.96320                      477486.08    



3774364.36       14.47861                         
         477506.08    3774364.36       14.01689                      477526.08    
3774364.36       13.68173                         
         475526.08    3774384.36        4.70986                      475546.08    
3774384.36        4.86739                         
         475566.08    3774384.36        5.02797                      475586.08    
3774384.36        5.19736                         
         475606.08    3774384.36        5.37625                      475626.08    
3774384.36        5.56539                         
         475646.08    3774384.36        5.76560                      475666.08    
3774384.36        5.98125                         
         475686.08    3774384.36        6.21787                      475706.08    
3774384.36        6.46033                         
         475726.08    3774384.36        6.71641                      475746.08    
3774384.36        6.98944                         
         475766.08    3774384.36        7.28101                      475786.08    
3774384.36        7.59426                         
         475806.08    3774384.36        7.93290                      475826.08    
3774384.36        8.30289                         
         475846.08    3774384.36        8.69879                      475866.08    
3774384.36        9.11735                         
         475886.08    3774384.36        9.56968                      475906.08    
3774384.36       10.05970                         
         475926.08    3774384.36       10.59188                      475946.08    
3774384.36       11.17142                         
         475966.08    3774384.36       11.80433                      475986.08    
3774384.36       12.49767                         
         476006.08    3774384.36       13.28699                      476026.08    
3774384.36       14.15455                         
         476046.08    3774384.36       15.09168                      476066.08    
3774384.36       16.13387                         
         476086.08    3774384.36       17.29812                      476106.08    
3774384.36       18.60503                         
         476126.08    3774384.36       20.07988                      476146.08    
3774384.36       21.77601                         
         476166.08    3774384.36       23.76712                      476186.08    
3774384.36       25.99860                         
         476206.08    3774384.36       28.57281                      476226.08    
3774384.36       31.58522                         
         476246.08    3774384.36       35.14516                      476266.08    
3774384.36       39.39899                         
         476286.08    3774384.36       44.54614                      476306.08    
3774384.36       51.06332                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         476326.08    3774384.36       59.19919                      476346.08    
3774384.36       69.37898                         
         476366.08    3774384.36       82.65909                      476386.08    
3774384.36      100.47219                         
         476417.86    3774377.82      150.84201                      477046.08    
3774384.36       29.21257                         
         477066.08    3774384.36       27.44703                      477086.08    
3774384.36       25.86332                         
         477106.08    3774384.36       24.42758                      477126.08    
3774384.36       23.10955                         
         477146.08    3774384.36       21.93084                      477166.08    
3774384.36       20.85913                         
         477466.08    3774384.36       14.49644                      477486.08    
3774384.36       14.03481                         
         477506.08    3774384.36       13.59482                      477526.08    
3774384.36       13.29253                         
         475526.08    3774404.36        4.65371                      475546.08    
3774404.36        4.80813                         
         475566.08    3774404.36        4.96549                      475586.08    
3774404.36        5.13140                         
         475606.08    3774404.36        5.30654                      475626.08    
3774404.36        5.49162                         
         475646.08    3774404.36        5.68744                      475666.08    
3774404.36        5.89825                         
         475686.08    3774404.36        6.12941                      475706.08    
3774404.36        6.36615                         
         475726.08    3774404.36        6.61604                      475746.08    
3774404.36        6.88230                         



         475766.08    3774404.36        7.16645                      475786.08    
3774404.36        7.47451                         
         475806.08    3774404.36        7.81378                      475826.08    
3774404.36        8.16760                         
         475846.08    3774404.36        8.54536                      475866.08    
3774404.36        8.95161                         
         475886.08    3774404.36        9.39022                      475906.08    
3774404.36        9.86488                         
         475926.08    3774404.36       10.37983                      475946.08    
3774404.36       10.93993                         
         475966.08    3774404.36       11.55086                      475986.08    
3774404.36       12.21921                         
         476006.08    3774404.36       12.97887                      476026.08    
3774404.36       13.81248                         
         476046.08    3774404.36       14.71138                      476066.08    
3774404.36       15.70916                         
         476086.08    3774404.36       16.82147                      476106.08    
3774404.36       18.06720                         
         476126.08    3774404.36       19.46941                      476146.08    
3774404.36       21.07733                         
         476166.08    3774404.36       22.95854                      476186.08    
3774404.36       25.05922                         
         476206.08    3774404.36       27.47251                      476226.08    
3774404.36       30.28323                         
         476246.08    3774404.36       33.58658                      476266.08    
3774404.36       37.50845                         
         476286.08    3774404.36       42.21781                      476306.08    
3774404.36       48.12466                         
         476326.08    3774404.36       55.41366                      477046.08    
3774404.36       27.95334                         
         477066.08    3774404.36       26.31285                      477086.08    
3774404.36       24.83556                         
         477106.08    3774404.36       23.49104                      477126.08    
3774404.36       22.25195                         
         477146.08    3774404.36       21.14181                      477166.08    
3774404.36       20.13005                         
         477186.08    3774404.36       19.20016                      477206.08    
3774404.36       18.34267                         
         477226.08    3774404.36       19.65621                      477246.08    
3774404.36       20.16543                         
         477266.08    3774404.36       19.40904                      477286.08    
3774404.36       18.66666                         
         477306.08    3774404.36       17.97036                      477326.08    
3774404.36       17.31579                         
         477346.08    3774404.36       16.83373                      477366.08    
3774404.36       16.44864                         
         477386.08    3774404.36       15.93725                      477406.08    
3774404.36       15.40627                         
         477426.08    3774404.36       14.90222                      477446.08    
3774404.36       14.42303                         



         477466.08    3774404.36       13.96690                      477486.08    
3774404.36       13.53221                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774404.36       13.11755                      477526.08    
3774404.36       12.82597                         
         475946.08    3774424.36       10.70669                      475966.08    
3774424.36       11.29538                         
         475986.08    3774424.36       11.93845                      476006.08    
3774424.36       12.66813                         
         476026.08    3774424.36       13.46739                      476046.08    
3774424.36       14.32761                         
         476066.08    3774424.36       15.28044                      476086.08    
3774424.36       16.34015                         
         476106.08    3774424.36       17.52393                      476126.08    
3774424.36       18.85259                         
         476146.08    3774424.36       20.37121                      476166.08    
3774424.36       22.14126                         
         476186.08    3774424.36       24.10961                      476206.08    
3774424.36       26.36023                         
         476226.08    3774424.36       28.96721                      476246.08    
3774424.36       32.01175                         
         476266.08    3774424.36       35.59945                      476286.08    



3774424.36       39.86934                         
         476306.08    3774424.36       45.16674                      476326.08    
3774424.36       51.61540                         
         476346.08    3774424.36       59.43650                      476366.08    
3774424.36       69.24337                         
         476386.08    3774424.36       81.73172                      476406.08    
3774424.36       97.88181                         
         476426.08    3774424.36      119.70492                      476446.08    
3774424.36      148.62238                         
         476466.08    3774424.36      186.04609                      476486.08    
3774424.36      233.40216                         
         476506.08    3774424.36      287.14278                      476526.08    
3774424.36      331.23824                         
         476546.08    3774424.36      335.71720                      476566.08    
3774424.36      300.87921                         
         476586.08    3774424.36      260.44866                      476606.08    
3774424.36      226.19806                         
         476626.08    3774424.36      199.20561                      476646.08    
3774424.36      177.74551                         
         476666.08    3774424.36      160.40669                      476686.08    
3774424.36      146.61511                         
         476706.08    3774424.36      135.28372                      476726.08    
3774424.36      125.64123                         
         476746.08    3774424.36      116.98713                      476766.08    
3774424.36      107.10457                         
         476786.08    3774424.36       92.05833                      476806.08    
3774424.36       77.84579                         
         476826.08    3774424.36       67.28600                      476846.08    
3774424.36       59.35001                         
         476866.08    3774424.36       53.12041                      476886.08    
3774424.36       48.05714                         
         476906.08    3774424.36       43.83967                      476926.08    
3774424.36       40.26156                         
         476946.08    3774424.36       37.18259                      476966.08    
3774424.36       34.47019                         
         476986.08    3774424.36       32.08908                      477006.08    
3774424.36       30.01315                         
         477026.08    3774424.36       28.16300                      477046.08    
3774424.36       26.50453                         
         477066.08    3774424.36       25.01025                      477086.08    
3774424.36       23.64368                         
         477106.08    3774424.36       22.40062                      477126.08    
3774424.36       21.27088                         
         477146.08    3774424.36       20.24484                      477166.08    
3774424.36       19.30379                         
         477186.08    3774424.36       18.43617                      477206.08    
3774424.36       17.63384                         
         477226.08    3774424.36       18.72247                      477246.08    
3774424.36       19.12900                         
         477266.08    3774424.36       18.43218                      477286.08    



3774424.36       17.75132                         
         477306.08    3774424.36       17.11105                      477326.08    
3774424.36       16.66003                         
         477346.08    3774424.36       16.19006                      477366.08    
3774424.36       15.71705                         
         477386.08    3774424.36       15.21266                      477406.08    
3774424.36       14.72134                         
         477426.08    3774424.36       14.25416                      477446.08    
3774424.36       13.80934                         
         477466.08    3774424.36       13.38530                      477486.08    
3774424.36       12.98064                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 312
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774424.36       12.59412                      477526.08    
3774424.36       12.31508                         
         475946.08    3774444.36       10.47314                      475966.08    
3774444.36       11.04186                         
         475986.08    3774444.36       11.66724                      476006.08    
3774444.36       12.36256                         
         476026.08    3774444.36       13.12202                      476046.08    
3774444.36       13.94360                         
         476066.08    3774444.36       14.85154                      476086.08    
3774444.36       15.85877                         



         476106.08    3774444.36       16.98077                      476126.08    
3774444.36       18.23614                         
         476146.08    3774444.36       19.66589                      476166.08    
3774444.36       21.32553                         
         476186.08    3774444.36       23.16263                      476206.08    
3774444.36       25.25217                         
         476226.08    3774444.36       27.65794                      476246.08    
3774444.36       30.44767                         
         476266.08    3774444.36       33.71893                      476286.08    
3774444.36       37.60222                         
         476306.08    3774444.36       42.28813                      476326.08    
3774444.36       47.90096                         
         476346.08    3774444.36       54.61707                      476366.08    
3774444.36       62.83923                         
         476386.08    3774444.36       72.99074                      476406.08    
3774444.36       85.59706                         
         476426.08    3774444.36      101.74568                      476446.08    
3774444.36      121.63252                         
         476466.08    3774444.36      144.95935                      476486.08    
3774444.36      170.93042                         
         476506.08    3774444.36      195.83162                      476526.08    
3774444.36      212.49776                         
         476546.08    3774444.36      214.15288                      476566.08    
3774444.36      200.19366                         
         476586.08    3774444.36      180.17195                      476606.08    
3774444.36      160.30953                         
         476626.08    3774444.36      143.27972                      476646.08    
3774444.36      129.24057                         
         476666.08    3774444.36      117.52911                      476686.08    
3774444.36      107.79186                         
         476706.08    3774444.36       99.58071                      476726.08    
3774444.36       92.36622                         
         476746.08    3774444.36       85.61345                      476766.08    
3774444.36       78.61745                         
         476786.08    3774444.36       71.00467                      476806.08    
3774444.36       63.62987                         
         476826.08    3774444.36       57.13927                      476846.08    
3774444.36       51.70983                         
         476866.08    3774444.36       47.11630                      476886.08    
3774444.36       43.18565                         
         476906.08    3774444.36       39.79317                      476926.08    
3774444.36       36.83973                         
         476946.08    3774444.36       34.24797                      476966.08    
3774444.36       31.92256                         
         476986.08    3774444.36       29.85780                      477006.08    
3774444.36       28.04274                         
         477026.08    3774444.36       26.41038                      477046.08    
3774444.36       24.93562                         
         477066.08    3774444.36       23.59768                      477086.08    
3774444.36       22.35593                         



         477106.08    3774444.36       21.22466                      477126.08    
3774444.36       20.20727                         
         477146.08    3774444.36       19.27120                      477166.08    
3774444.36       18.40740                         
         477186.08    3774444.36       17.60803                      477206.08    
3774444.36       16.86630                         
         477226.08    3774444.36       17.72184                      477246.08    
3774444.36       18.01949                         
         477266.08    3774444.36       17.38668                      477286.08    
3774444.36       16.77178                         
         477306.08    3774444.36       16.19167                      477326.08    
3774444.36       15.83348                         
         477346.08    3774444.36       15.40563                      477366.08    
3774444.36       14.90952                         
         477386.08    3774444.36       14.43803                      477406.08    
3774444.36       13.98929                         
         477426.08    3774444.36       13.56165                      477446.08    
3774444.36       13.15363                         
         477466.08    3774444.36       12.76392                      477486.08    
3774444.36       12.39134                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 313
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774444.36       12.09987                      477526.08    



3774444.36       11.81746                         
         475946.08    3774464.36       10.24038                      475966.08    
3774464.36       10.79192                         
         475986.08    3774464.36       11.40828                      476006.08    
3774464.36       12.06427                         
         476026.08    3774464.36       12.77831                      476046.08    
3774464.36       13.56159                         
         476066.08    3774464.36       14.42509                      476086.08    
3774464.36       15.38042                         
         476106.08    3774464.36       16.44138                      476126.08    
3774464.36       17.62443                         
         476146.08    3774464.36       18.96665                      476166.08    
3774464.36       20.51779                         
         476186.08    3774464.36       22.22612                      476206.08    
3774464.36       24.15807                         
         476226.08    3774464.36       26.36766                      476246.08    
3774464.36       28.91001                         
         476266.08    3774464.36       31.88695                      476286.08    
3774464.36       35.43566                         
         476306.08    3774464.36       39.52071                      476326.08    
3774464.36       44.32502                         
         476346.08    3774464.36       50.02698                      476366.08    
3774464.36       56.83235                         
         476386.08    3774464.36       64.96972                      476406.08    
3774464.36       74.67318                         
         476426.08    3774464.36       86.49193                      476446.08    
3774464.36      100.12352                         
         476466.08    3774464.36      114.85992                      476486.08    
3774464.36      129.78283                         
         476506.08    3774464.36      142.68076                      476526.08    
3774464.36      150.60129                         
         476546.08    3774464.36      151.52305                      476566.08    
3774464.36      144.95180                         
         476586.08    3774464.36      134.35795                      476606.08    
3774464.36      122.36648                         
         476626.08    3774464.36      110.99526                      476646.08    
3774464.36      101.05418                         
         476666.08    3774464.36       92.58674                      476686.08    
3774464.36       85.34716                         
         476706.08    3774464.36       79.02658                      476726.08    
3774464.36       73.48478                         
         476746.08    3774464.36       68.32968                      476766.08    
3774464.36       63.28091                         
         476786.08    3774464.36       58.25932                      476806.08    
3774464.36       53.42552                         
         476826.08    3774464.36       48.94613                      476846.08    
3774464.36       45.04273                         
         476866.08    3774464.36       41.60893                      476886.08    
3774464.36       38.56881                         
         476906.08    3774464.36       35.87051                      476926.08    



3774464.36       33.46753                         
         476946.08    3774464.36       31.31942                      476966.08    
3774464.36       29.35637                         
         476986.08    3774464.36       27.59293                      477006.08    
3774464.36       26.02936                         
         477026.08    3774464.36       24.60970                      477046.08    
3774464.36       23.31633                         
         477066.08    3774464.36       22.13423                      477086.08    
3774464.36       21.02782                         
         477106.08    3774464.36       20.01433                      477126.08    
3774464.36       19.09934                         
         477146.08    3774464.36       18.25332                      477166.08    
3774464.36       17.46910                         
         477186.08    3774464.36       16.74037                      477206.08    
3774464.36       16.06161                         
         477226.08    3774464.36       16.68519                      477246.08    
3774464.36       16.87216                         
         477266.08    3774464.36       16.30443                      477286.08    
3774464.36       15.75658                         
         477306.08    3774464.36       15.23784                      477326.08    
3774464.36       14.89933                         
         477346.08    3774464.36       14.50181                      477366.08    
3774464.36       14.05666                         
         477386.08    3774464.36       13.63232                      477406.08    
3774464.36       13.22732                         
         477426.08    3774464.36       12.84034                      477446.08    
3774464.36       12.47021                         
         477466.08    3774464.36       12.11585                      477486.08    
3774464.36       11.77631                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 314
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774464.36       11.57358                      477526.08    
3774464.36       11.34418                         
         475946.08    3774484.36       10.00917                      475966.08    
3774484.36       10.53889                         
         475986.08    3774484.36       11.13105                      476006.08    
3774484.36       11.75734                         
         476026.08    3774484.36       12.43750                      476046.08    
3774484.36       13.18303                         
         476066.08    3774484.36       14.00275                      476086.08    
3774484.36       14.90700                         
         476106.08    3774484.36       15.90796                      476126.08    
3774484.36       17.02005                         
         476146.08    3774484.36       18.27654                      476166.08    
3774484.36       19.72172                         
         476186.08    3774484.36       21.30458                      476206.08    
3774484.36       23.08350                         
         476226.08    3774484.36       25.10340                      476246.08    
3774484.36       27.40788                         
         476266.08    3774484.36       30.08102                      476286.08    
3774484.36       33.23550                         
         476306.08    3774484.36       36.80179                      476326.08    
3774484.36       40.92277                         
         476346.08    3774484.36       45.71737                      476366.08    
3774484.36       51.29440                         
         476386.08    3774484.36       57.75656                      476406.08    
3774484.36       65.17324                         
         476426.08    3774484.36       73.81056                      476446.08    
3774484.36       83.23718                         
         476466.08    3774484.36       92.79535                      476486.08    
3774484.36      101.85123                         
         476506.08    3774484.36      109.20559                      476526.08    
3774484.36      113.55369                         
         476546.08    3774484.36      114.16691                      476566.08    
3774484.36      110.69708                         
         476586.08    3774484.36      104.69710                      476606.08    
3774484.36       97.28577                         
         476626.08    3774484.36       89.61668                      476646.08    
3774484.36       82.41907                         
         476666.08    3774484.36       75.99798                      476686.08    
3774484.36       70.34022                         
         476706.08    3774484.36       65.30163                      476726.08    
3774484.36       60.88372                         



         476746.08    3774484.36       56.82620                      476766.08    
3774484.36       52.97781                         
         476786.08    3774484.36       49.28787                      476806.08    
3774484.36       45.76837                         
         476826.08    3774484.36       42.44460                      476846.08    
3774484.36       39.48834                         
         476866.08    3774484.36       36.83321                      476886.08    
3774484.36       34.43743                         
         476906.08    3774484.36       32.27352                      476926.08    
3774484.36       30.31543                         
         476946.08    3774484.36       28.53974                      476966.08    
3774484.36       26.89159                         
         476986.08    3774484.36       25.39560                      477006.08    
3774484.36       24.05873                         
         477026.08    3774484.36       22.83401                      477046.08    
3774484.36       21.70926                         
         477066.08    3774484.36       20.67380                      477086.08    
3774484.36       19.69648                         
         477106.08    3774484.36       18.79626                      477126.08    
3774484.36       17.98034                         
         477146.08    3774484.36       17.22213                      477166.08    
3774484.36       16.51602                         
         477186.08    3774484.36       15.85707                      477206.08    
3774484.36       16.75546                         
         477226.08    3774484.36       16.24401                      477246.08    
3774484.36       15.72454                         
         477266.08    3774484.36       15.21589                      477286.08    
3774484.36       14.73322                         
         477306.08    3774484.36       14.27440                      477326.08    
3774484.36       13.95466                         
         477346.08    3774484.36       13.58715                      477366.08    
3774484.36       13.19211                         
         477386.08    3774484.36       12.81430                      477406.08    
3774484.36       12.45257                         
         477426.08    3774484.36       12.10592                      477446.08    
3774484.36       11.77344                         
         477466.08    3774484.36       11.45427                      477486.08    
3774484.36       11.14768                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 315
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 



                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774484.36       10.95213                      477526.08    
3774484.36       10.73771                         
         475946.08    3774504.36        9.77998                      475966.08    
3774504.36       10.28587                         
         475986.08    3774504.36       10.84664                      476006.08    
3774504.36       11.44827                         
         476026.08    3774504.36       12.10034                      476046.08    
3774504.36       12.80874                         
         476066.08    3774504.36       13.58545                      476086.08    
3774504.36       14.43958                         
         476106.08    3774504.36       15.38176                      476126.08    
3774504.36       16.42443                         
         476146.08    3774504.36       17.59728                      476166.08    
3774504.36       18.93943                         
         476186.08    3774504.36       20.40066                      476206.08    
3774504.36       22.03185                         
         476226.08    3774504.36       23.86967                      476246.08    
3774504.36       25.94753                         
         476266.08    3774504.36       28.32458                      476286.08    
3774504.36       31.08036                         
         476306.08    3774504.36       34.18910                      476326.08    
3774504.36       37.71990                         
         476346.08    3774504.36       41.72196                      476366.08    
3774504.36       46.26234                         
         476386.08    3774504.36       51.37043                      476406.08    
3774504.36       57.03439                         
         476426.08    3774504.36       63.38367                      476446.08    
3774504.36       70.00893                         
         476466.08    3774504.36       76.40612                      476486.08    
3774504.36       82.19451                         
         476506.08    3774504.36       86.72017                      476526.08    
3774504.36       89.35457                         
         476546.08    3774504.36       89.80011                      476566.08    



3774504.36       87.80932                         
         476586.08    3774504.36       84.19060                      476606.08    
3774504.36       79.45241                         
         476626.08    3774504.36       74.22934                      476646.08    
3774504.36       69.01342                         
         476666.08    3774504.36       64.10821                      476686.08    
3774504.36       59.61537                         
         476706.08    3774504.36       55.51520                      476726.08    
3774504.36       51.88783                         
         476746.08    3774504.36       48.57719                      476766.08    
3774504.36       45.49276                         
         476786.08    3774504.36       42.59381                      476806.08    
3774504.36       39.85415                         
         476826.08    3774504.36       37.25527                      476846.08    
3774504.36       34.92156                         
         476866.08    3774504.36       32.79938                      476886.08    
3774504.36       30.86229                         
         476906.08    3774504.36       29.09415                      476926.08    
3774504.36       27.47811                         
         476946.08    3774504.36       25.99847                      476966.08    
3774504.36       24.60942                         
         476986.08    3774504.36       23.33835                      477006.08    
3774504.36       22.19530                         
         477026.08    3774504.36       21.14031                      477046.08    
3774504.36       20.16473                         
         477066.08    3774504.36       19.26083                      477086.08    
3774504.36       18.40113                         
         477106.08    3774504.36       17.60515                      477126.08    
3774504.36       16.88105                         
         477146.08    3774504.36       16.20493                      477166.08    
3774504.36       15.57248                         
         477186.08    3774504.36       14.97980                      477206.08    
3774504.36       15.54073                         
         477226.08    3774504.36       15.05558                      477246.08    
3774504.36       14.59078                         
         477266.08    3774504.36       14.14827                      477286.08    
3774504.36       13.72647                         
         477306.08    3774504.36       13.32394                      477326.08    
3774504.36       13.02143                         
         477346.08    3774504.36       12.68253                      477366.08    
3774504.36       12.33502                         
         477386.08    3774504.36       12.00151                      477406.08    
3774504.36       11.68117                         
         477426.08    3774504.36       11.37323                      477446.08    
3774504.36       11.07699                         
         477466.08    3774504.36       10.79182                      477486.08    
3774504.36       10.51714                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              



                       ***        16:12:48
                                                                                    
                                  PAGE 316
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774504.36       10.32415                      477526.08    
3774504.36       10.12035                         
         475946.08    3774524.36        9.55308                      475966.08    
3774524.36       10.03309                         
         475986.08    3774524.36       10.55413                      476006.08    
3774524.36       11.13641                         
         476026.08    3774524.36       11.76722                      476046.08    
3774524.36       12.43916                         
         476066.08    3774524.36       13.17368                      476086.08    
3774524.36       13.97873                         
         476106.08    3774524.36       14.86345                      476126.08    
3774524.36       15.83841                         
         476146.08    3774524.36       16.92992                      476166.08    
3774524.36       18.17231                         
         476186.08    3774524.36       19.51623                      476206.08    
3774524.36       21.00575                         
         476226.08    3774524.36       22.67025                      476246.08    
3774524.36       24.53436                         
         476266.08    3774524.36       26.62670                      476286.08    
3774524.36       28.98182                         
         476306.08    3774524.36       31.69781                      476326.08    
3774524.36       34.73451                         
         476346.08    3774524.36       38.05896                      476366.08    
3774524.36       41.74340                         



         476386.08    3774524.36       45.77925                      476406.08    
3774524.36       50.12185                         
         476426.08    3774524.36       54.83907                      476446.08    
3774524.36       59.58848                         
         476466.08    3774524.36       64.00764                      476486.08    
3774524.36       67.88017                         
         476506.08    3774524.36       70.83713                      476526.08    
3774524.36       72.55118                         
         476546.08    3774524.36       72.89091                      476566.08    
3774524.36       71.67602                         
         476586.08    3774524.36       69.37525                      476606.08    
3774524.36       66.23256                         
         476626.08    3774524.36       62.60792                      476646.08    
3774524.36       58.81212                         
         476666.08    3774524.36       55.07454                      476686.08    
3774524.36       51.51266                         
         476706.08    3774524.36       48.16508                      476726.08    
3774524.36       45.15164                         
         476746.08    3774524.36       42.38920                      476766.08    
3774524.36       39.82963                         
         476786.08    3774524.36       37.44674                      476806.08    
3774524.36       35.20998                         
         476826.08    3774524.36       33.09013                      476846.08    
3774524.36       31.17939                         
         476866.08    3774524.36       29.43041                      476886.08    
3774524.36       27.82268                         
         476906.08    3774524.36       26.34548                      476926.08    
3774524.36       24.98702                         
         476946.08    3774524.36       23.73580                      476966.08    
3774524.36       22.55259                         
         476986.08    3774524.36       21.46371                      477006.08    
3774524.36       20.48000                         
         477026.08    3774524.36       19.56709                      477046.08    
3774524.36       18.71840                         
         477066.08    3774524.36       17.92804                      477086.08    
3774524.36       17.17157                         
         477106.08    3774524.36       16.46806                      477126.08    
3774524.36       15.82601                         
         477146.08    3774524.36       15.22399                      477166.08    
3774524.36       14.65861                         
         477186.08    3774524.36       14.12679                      477206.08    
3774524.36       14.35142                         
         477226.08    3774524.36       13.90906                      477246.08    
3774524.36       13.50775                         
         477266.08    3774524.36       13.12421                      477286.08    
3774524.36       12.75724                         
         477306.08    3774524.36       12.40576                      477326.08    
3774524.36       12.11855                         
         477346.08    3774524.36       11.80601                      477366.08    
3774524.36       11.50210                         



         477386.08    3774524.36       11.20946                      477406.08    
3774524.36       10.92748                         
         477426.08    3774524.36       10.65558                      477446.08    
3774524.36       10.39324                         
         477466.08    3774524.36       10.13999                      477486.08    
3774524.36        9.89540                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 317
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774524.36        9.70491                      477526.08    
3774524.36        9.51154                         
         475946.08    3774544.36        9.32861                      475966.08    
3774544.36        9.78737                         
         475986.08    3774544.36       10.28293                      476006.08    
3774544.36       10.83831                         
         476026.08    3774544.36       11.43832                      476046.08    
3774544.36       12.07449                         
         476066.08    3774544.36       12.76771                      476086.08    
3774544.36       13.52477                         
         476106.08    3774544.36       14.35345                      476126.08    
3774544.36       15.26258                         
         476146.08    3774544.36       16.27532                      476166.08    
3774544.36       17.42158                         
         476186.08    3774544.36       18.65309                      476206.08    



3774544.36       20.00781                         
         476226.08    3774544.36       21.50885                      476246.08    
3774544.36       23.17359                         
         476266.08    3774544.36       25.02032                      476286.08    
3774544.36       27.06737                         
         476306.08    3774544.36       29.40608                      476326.08    
3774544.36       31.97657                         
         476346.08    3774544.36       34.73163                      476366.08    
3774544.36       37.72064                         
         476386.08    3774544.36       40.91840                      476406.08    
3774544.36       44.27215                         
         476426.08    3774544.36       47.82359                      476446.08    
3774544.36       51.29969                         
         476466.08    3774544.36       54.44409                      476486.08    
3774544.36       57.13784                         
         476506.08    3774544.36       59.16414                      476526.08    
3774544.36       60.34088                         
         476546.08    3774544.36       60.60774                      476566.08    
3774544.36       59.82996                         
         476586.08    3774544.36       58.30214                      476606.08    
3774544.36       56.14513                         
         476626.08    3774544.36       53.57163                      476646.08    
3774544.36       50.77883                         
         476666.08    3774544.36       47.92728                      476686.08    
3774544.36       45.11428                         
         476706.08    3774544.36       42.39192                      476726.08    
3774544.36       39.88834                         
         476746.08    3774544.36       37.56455                      476766.08    
3774544.36       35.40187                         
         476786.08    3774544.36       33.38962                      476806.08    
3774544.36       31.50451                         
         476826.08    3774544.36       29.71958                      476846.08    
3774544.36       28.10702                         
         476866.08    3774544.36       26.62578                      476886.08    
3774544.36       25.25851                         
         476906.08    3774544.36       23.99694                      476926.08    
3774544.36       22.83221                         
         476946.08    3774544.36       21.75547                      476966.08    
3774544.36       20.73297                         
         476986.08    3774544.36       19.78847                      477006.08    
3774544.36       18.93250                         
         477026.08    3774544.36       18.13527                      477046.08    
3774544.36       17.39143                         
         477066.08    3774544.36       16.69619                      477086.08    
3774544.36       16.02766                         
         477106.08    3774544.36       15.40378                      477126.08    
3774544.36       14.83291                         
         477146.08    3774544.36       14.29583                      477166.08    
3774544.36       13.78979                         
         477186.08    3774544.36       13.31229                      477206.08    



3774544.36       13.24591                         
         477226.08    3774544.36       12.84055                      477246.08    
3774544.36       12.49360                         
         477266.08    3774544.36       12.16100                      477286.08    
3774544.36       11.84180                         
         477306.08    3774544.36       11.53515                      477326.08    
3774544.36       11.26113                         
         477346.08    3774544.36       10.97221                      477366.08    
3774544.36       10.70707                         
         477386.08    3774544.36       10.45101                      477406.08    
3774544.36       10.20356                         
         477426.08    3774544.36        9.96429                      477446.08    
3774544.36        9.73281                         
         477466.08    3774544.36        9.50875                      477486.08    
3774544.36        9.29180                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774544.36        9.10368                      477526.08    
3774544.36        8.92028                         
         475946.08    3774564.36        9.10659                      475966.08    
3774564.36        9.54475                         
         475986.08    3774564.36       10.01699                      476006.08    
3774564.36       10.54494                         



         476026.08    3774564.36       11.11372                      476046.08    
3774564.36       11.71487                         
         476066.08    3774564.36       12.36770                      476086.08    
3774564.36       13.07799                         
         476106.08    3774564.36       13.85221                      476126.08    
3774564.36       14.69759                         
         476146.08    3774564.36       15.63441                      476166.08    
3774564.36       16.68860                         
         476186.08    3774564.36       17.81317                      476206.08    
3774564.36       19.04074                         
         476226.08    3774564.36       20.38918                      476246.08    
3774564.36       21.87011                         
         476266.08    3774564.36       23.49485                      476286.08    
3774564.36       25.27352                         
         476306.08    3774564.36       27.27876                      476326.08    
3774564.36       29.44779                         
         476346.08    3774564.36       31.73060                      476366.08    
3774564.36       34.16057                         
         476386.08    3774564.36       36.70752                      476406.08    
3774564.36       39.32168                         
         476426.08    3774564.36       42.03395                      476446.08    
3774564.36       44.63006                         
         476466.08    3774564.36       46.92793                      476486.08    
3774564.36       48.86467                         
         476506.08    3774564.36       50.30770                      476526.08    
3774564.36       51.14996                         
         476546.08    3774564.36       51.36392                      476566.08    
3774564.36       50.84649                         
         476586.08    3774564.36       49.79468                      476606.08    
3774564.36       48.26884                         
         476626.08    3774564.36       46.39945                      476646.08    
3774564.36       44.31435                         
         476666.08    3774564.36       42.12473                      476686.08    
3774564.36       39.90327                         
         476706.08    3774564.36       37.69682                      476726.08    
3774564.36       35.62411                         
         476746.08    3774564.36       33.66898                      476766.08    
3774564.36       31.83012                         
         476786.08    3774564.36       30.10878                      476806.08    
3774564.36       28.49102                         
         476826.08    3774564.36       26.95655                      476846.08    
3774564.36       25.56550                         
         476866.08    3774564.36       24.28376                      476886.08    
3774564.36       23.09694                         
         476906.08    3774564.36       21.99844                      476926.08    
3774564.36       20.98133                         
         476946.08    3774564.36       20.03864                      476966.08    
3774564.36       19.14138                         
         476986.08    3774564.36       18.31048                      477006.08    
3774564.36       17.55573                         



         477026.08    3774564.36       16.85126                      477046.08    
3774564.36       16.19248                         
         477066.08    3774564.36       15.57532                      477086.08    
3774564.36       14.98013                         
         477106.08    3774564.36       14.42328                      477126.08    
3774564.36       13.91275                         
         477146.08    3774564.36       13.43127                      477166.08    
3774564.36       12.97651                         
         477186.08    3774564.36       12.54634                      477206.08    
3774564.36       12.23644                         
         477226.08    3774564.36       11.86224                      477246.08    
3774564.36       11.56034                         
         477266.08    3774564.36       11.27038                      477286.08    
3774564.36       10.99155                         
         477306.08    3774564.36       10.72313                      477326.08    
3774564.36       10.46023                         
         477346.08    3774564.36       10.19192                      477366.08    
3774564.36        9.96027                         
         477386.08    3774564.36        9.73604                      477406.08    
3774564.36        9.51885                         
         477426.08    3774564.36        9.30836                      477446.08    
3774564.36        9.10424                         
         477466.08    3774564.36        8.90623                      477486.08    
3774564.36        8.71406                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   



Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774564.36        8.52816                      477526.08    
3774564.36        8.35408                         
         475946.08    3774584.36        8.88703                      475966.08    
3774584.36        9.30493                         
         475986.08    3774584.36        9.75425                      476006.08    
3774584.36       10.25531                         
         476026.08    3774584.36       10.79351                      476046.08    
3774584.36       11.36043                         
         476066.08    3774584.36       11.97391                      476086.08    
3774584.36       12.63875                         
         476106.08    3774584.36       13.36024                      476126.08    
3774584.36       14.14420                         
         476146.08    3774584.36       15.00830                      476166.08    
3774584.36       15.97491                         
         476186.08    3774584.36       16.99856                      476206.08    
3774584.36       18.10727                         
         476226.08    3774584.36       19.31470                      476246.08    
3774584.36       20.62802                         
         476266.08    3774584.36       22.05349                      476286.08    
3774584.36       23.59551                         
         476306.08    3774584.36       25.31261                      476326.08    
3774584.36       27.14277                         
         476346.08    3774584.36       29.03734                      476366.08    
3774584.36       31.02051                         
         476386.08    3774584.36       33.06287                      476406.08    
3774584.36       35.12157                         
         476426.08    3774584.36       37.22290                      476446.08    
3774584.36       39.19881                         
         476466.08    3774584.36       40.91821                      476486.08    
3774584.36       42.35026                         
         476506.08    3774584.36       43.41089                      476526.08    
3774584.36       44.03413                         
         476546.08    3774584.36       44.20836                      476566.08    
3774584.36       43.85314                         
         476586.08    3774584.36       43.10679                      476606.08    
3774584.36       41.99878                         
         476626.08    3774584.36       40.61182                      476646.08    
3774584.36       39.03075                         
         476666.08    3774584.36       37.33322                      476686.08    
3774584.36       35.57190                         
         476706.08    3774584.36       33.78386                      476726.08    
3774584.36       32.07202                         
         476746.08    3774584.36       30.43045                      476766.08    
3774584.36       28.86608                         
         476786.08    3774584.36       27.38714                      476806.08    
3774584.36       25.98724                         
         476826.08    3774584.36       24.65289                      476846.08    



3774584.36       23.43665                         
         476866.08    3774584.36       22.31124                      476886.08    
3774584.36       21.26543                         
         476906.08    3774584.36       20.29433                      476926.08    
3774584.36       19.39267                         
         476946.08    3774584.36       18.55500                      476966.08    
3774584.36       17.75650                         
         476986.08    3774584.36       17.01557                      477006.08    
3774584.36       16.34117                         
         477026.08    3774584.36       15.71083                      477046.08    
3774584.36       15.12059                         
         477066.08    3774584.36       14.56687                      477086.08    
3774584.36       14.03204                         
         477106.08    3774584.36       13.53083                      477126.08    
3774584.36       13.07064                         
         477146.08    3774584.36       12.63594                      477166.08    
3774584.36       12.22470                         
         477186.08    3774584.36       11.83505                      477206.08    
3774584.36       11.32820                         
         477226.08    3774584.36       10.97974                      477246.08    
3774584.36       10.71414                         
         477266.08    3774584.36       10.45889                      477286.08    
3774584.36       10.21324                         
         477306.08    3774584.36        9.97653                      477326.08    
3774584.36        9.72289                         
         477346.08    3774584.36        9.47220                      477366.08    
3774584.36        9.26870                         
         477386.08    3774584.36        9.07144                      477406.08    
3774584.36        8.88009                         
         477426.08    3774584.36        8.69433                      477446.08    
3774584.36        8.51391                         
         477466.08    3774584.36        8.33859                      477486.08    
3774584.36        8.16814                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 320
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   



, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774584.36        7.98430                      477526.08    
3774584.36        7.81876                         
         475946.08    3774604.36        8.66992                      475966.08    
3774604.36        9.06791                         
         475986.08    3774604.36        9.49475                      476006.08    
3774604.36        9.96948                         
         476026.08    3774604.36       10.47781                      476046.08    
3774604.36       11.01138                         
         476066.08    3774604.36       11.58664                      476086.08    
3774604.36       12.20750                         
         476106.08    3774604.36       12.87821                      476126.08    
3774604.36       13.60332                         
         476146.08    3774604.36       14.39822                      476166.08    
3774604.36       15.28213                         
         476186.08    3774604.36       16.21131                      476206.08    
3774604.36       17.20992                         
         476226.08    3774604.36       18.28829                      476246.08    
3774604.36       19.45035                         
         476266.08    3774604.36       20.69874                      476286.08    
3774604.36       22.03415                         
         476306.08    3774604.36       23.50448                      476326.08    
3774604.36       25.05073                         
         476346.08    3774604.36       26.62775                      476366.08    
3774604.36       28.25455                         
         476386.08    3774604.36       29.90487                      476406.08    
3774604.36       31.54340                         
         476426.08    3774604.36       33.19412                      476446.08    
3774604.36       34.72428                         
         476466.08    3774604.36       36.03790                      476486.08    
3774604.36       37.12240                         
         476506.08    3774604.36       37.92269                      476526.08    
3774604.36       38.39652                         
         476546.08    3774604.36       38.54023                      476566.08    
3774604.36       38.28991                         
         476586.08    3774604.36       37.74656                      476606.08    
3774604.36       36.92350                         
         476626.08    3774604.36       35.87468                      476646.08    
3774604.36       34.65760                         



         476666.08    3774604.36       33.32724                      476686.08    
3774604.36       31.92151                         
         476706.08    3774604.36       30.46829                      476726.08    
3774604.36       29.05438                         
         476746.08    3774604.36       27.67782                      476766.08    
3774604.36       26.34829                         
         476786.08    3774604.36       25.07700                      476806.08    
3774604.36       23.86234                         
         476826.08    3774604.36       22.69609                      476846.08    
3774604.36       21.62541                         
         476866.08    3774604.36       20.62897                      476886.08    
3774604.36       19.69862                         
         476906.08    3774604.36       18.83125                      476926.08    
3774604.36       18.02316                         
         476946.08    3774604.36       17.27030                      476966.08    
3774604.36       16.55155                         
         476986.08    3774604.36       15.88320                      477006.08    
3774604.36       15.27351                         
         477026.08    3774604.36       14.70298                      477046.08    
3774604.36       14.16819                         
         477066.08    3774604.36       13.66605                      477086.08    
3774604.36       13.18073                         
         477106.08    3774604.36       12.72543                      477126.08    
3774604.36       12.30689                         
         477146.08    3774604.36       11.91118                      477166.08    
3774604.36       11.53645                         
         477186.08    3774604.36       11.18103                      477206.08    
3774604.36       10.52057                         
         477226.08    3774604.36       10.19316                      477246.08    
3774604.36        9.95610                         
         477266.08    3774604.36        9.72843                      477286.08    
3774604.36        9.50941                         
         477306.08    3774604.36        9.29838                      477326.08    
3774604.36        9.05245                         
         477346.08    3774604.36        8.81656                      477366.08    
3774604.36        8.63615                         
         477386.08    3774604.36        8.46119                      477406.08    
3774604.36        8.29137                         
         477426.08    3774604.36        8.12640                      477446.08    
3774604.36        7.96603                         
         477466.08    3774604.36        7.78372                      477486.08    
3774604.36        7.61938                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 321
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774604.36        7.46264                      477526.08    
3774604.36        7.31845                         
         475946.08    3774624.36        8.45528                      475966.08    
3774624.36        8.83374                         
         475986.08    3774624.36        9.23856                      476006.08    
3774624.36        9.68758                         
         476026.08    3774624.36       10.16682                      476046.08    
3774624.36       10.66802                         
         476066.08    3774624.36       11.20630                      476086.08    
3774624.36       11.78480                         
         476106.08    3774624.36       12.40687                      476126.08    
3774624.36       13.07596                         
         476146.08    3774624.36       13.80543                      476166.08    
3774624.36       14.61183                         
         476186.08    3774624.36       15.45330                      476206.08    
3774624.36       16.35081                         
         476226.08    3774624.36       17.31209                      476246.08    
3774624.36       18.33879                         
         476266.08    3774624.36       19.43117                      476286.08    
3774624.36       20.58759                         
         476306.08    3774624.36       21.84791                      476326.08    
3774624.36       23.15736                         
         476346.08    3774624.36       24.47526                      476366.08    
3774624.36       25.81757                         
         476386.08    3774624.36       27.16186                      476406.08    
3774624.36       28.47971                         
         476426.08    3774624.36       29.79349                      476446.08    
3774624.36       30.99727                         
         476466.08    3774624.36       32.01945                      476486.08    



3774624.36       32.85779                         
         476506.08    3774624.36       33.47516                      476526.08    
3774624.36       33.84358                         
         476546.08    3774624.36       33.96369                      476566.08    
3774624.36       33.79687                         
         476586.08    3774624.36       33.38065                      476606.08    
3774624.36       32.75519                         
         476626.08    3774624.36       31.94845                      476646.08    
3774624.36       30.99831                         
         476666.08    3774624.36       29.94418                      476686.08    
3774624.36       28.81335                         
         476706.08    3774624.36       27.62638                      476726.08    
3774624.36       26.45579                         
         476746.08    3774624.36       25.30086                      476766.08    
3774624.36       24.17142                         
         476786.08    3774624.36       23.07913                      476806.08    
3774624.36       22.02490                         
         476826.08    3774624.36       21.00396                      476846.08    
3774624.36       20.05895                         
         476866.08    3774624.36       19.17333                      476886.08    
3774624.36       18.34157                         
         476906.08    3774624.36       17.56220                      476926.08    
3774624.36       16.83115                         
         476946.08    3774624.36       16.14427                      476966.08    
3774624.36       15.49529                         
         476986.08    3774624.36       14.89069                      477006.08    
3774624.36       14.33440                         
         477026.08    3774624.36       13.81309                      477046.08    
3774624.36       13.32246                         
         477066.08    3774624.36       12.85871                      477086.08    
3774624.36       12.41696                         
         477106.08    3774624.36       12.00235                      477126.08    
3774624.36       11.61830                         
         477146.08    3774624.36       11.25500                      477166.08    
3774624.36       10.91077                         
         477186.08    3774624.36       10.58410                      477206.08    
3774624.36        9.80851                         
         477226.08    3774624.36        9.49833                      477246.08    
3774624.36        9.28337                         
         477266.08    3774624.36        9.07722                      477286.08    
3774624.36        8.87916                         
         477306.08    3774624.36        8.68853                      477326.08    
3774624.36        8.44907                         
         477346.08    3774624.36        8.22551                      477366.08    
3774624.36        8.06361                         
         477386.08    3774624.36        7.90669                      477406.08    
3774624.36        7.75444                         
         477426.08    3774624.36        7.60656                      477446.08    
3774624.36        7.46280                         
         477466.08    3774624.36        7.28638                      477486.08    



3774624.36        7.11075                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 322
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774624.36        6.97684                      477526.08    
3774624.36        6.85567                         
         475946.08    3774644.36        8.24315                      475966.08    
3774644.36        8.60250                         
         475986.08    3774644.36        8.98582                      476006.08    
3774644.36        9.40981                         
         476026.08    3774644.36        9.86083                      476046.08    
3774644.36       10.33070                         
         476066.08    3774644.36       10.83337                      476086.08    
3774644.36       11.37130                         
         476106.08    3774644.36       11.94703                      476126.08    
3774644.36       12.56312                         
         476146.08    3774644.36       13.23116                      476166.08    
3774644.36       13.96542                         
         476186.08    3774644.36       14.72608                      476206.08    
3774644.36       15.53144                         
         476226.08    3774644.36       16.38732                      476246.08    
3774644.36       17.29378                         
         476266.08    3774644.36       18.24960                      476286.08    
3774644.36       19.25183                         



         476306.08    3774644.36       20.33417                      476326.08    
3774644.36       21.44657                         
         476346.08    3774644.36       22.55298                      476366.08    
3774644.36       23.66750                         
         476386.08    3774644.36       24.77144                      476406.08    
3774644.36       25.84213                         
         476426.08    3774644.36       26.90051                      476446.08    
3774644.36       27.86109                         
         476466.08    3774644.36       28.66946                      476486.08    
3774644.36       29.32917                         
         476506.08    3774644.36       29.81453                      476526.08    
3774644.36       30.10646                         
         476546.08    3774644.36       30.19662                      476566.08    
3774644.36       30.09181                         
         476586.08    3774644.36       29.77447                      476606.08    
3774644.36       29.28776                         
         476626.08    3774644.36       28.65772                      476646.08    
3774644.36       27.90630                         
         476666.08    3774644.36       27.06212                      476686.08    
3774644.36       26.14484                         
         476706.08    3774644.36       25.16945                      476726.08    
3774644.36       24.19646                         
         476746.08    3774644.36       23.22542                      476766.08    
3774644.36       22.26517                         
         476786.08    3774644.36       21.32667                      476806.08    
3774644.36       20.41186                         
         476826.08    3774644.36       19.51795                      476846.08    
3774644.36       18.68348                         
         476866.08    3774644.36       17.89549                      476886.08    
3774644.36       17.15046                         
         476906.08    3774644.36       16.44822                      476926.08    
3774644.36       15.78268                         
         476946.08    3774644.36       15.14564                      476966.08    
3774644.36       14.56104                         
         476986.08    3774644.36       14.01586                      477006.08    
3774644.36       13.50503                         
         477026.08    3774644.36       13.02535                      477046.08    
3774644.36       12.57043                         
         477066.08    3774644.36       12.13298                      477086.08    
3774644.36       11.73113                         
         477106.08    3774644.36       11.35456                      477126.08    
3774644.36       10.99932                         
         477146.08    3774644.36       10.66313                      477166.08    
3774644.36       10.34445                         
         477186.08    3774644.36       10.04194                      477206.08    
3774644.36        9.18406                         
         477226.08    3774644.36        8.88819                      477246.08    
3774644.36        8.69019                         
         477266.08    3774644.36        8.50067                      477286.08    
3774644.36        8.31892                         



         477306.08    3774644.36        8.14429                      477326.08    
3774644.36        7.91043                         
         477346.08    3774644.36        7.69710                      477366.08    
3774644.36        7.54978                         
         477386.08    3774644.36        7.40719                      477406.08    
3774644.36        7.26900                         
         477426.08    3774644.36        7.13491                      477446.08    
3774644.36        7.00465                         
         477466.08    3774644.36        6.83558                      477486.08    
3774644.36        6.66368                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 323
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774644.36        6.54048                      477526.08    
3774644.36        6.43147                         
         475946.08    3774664.36        8.03363                      475966.08    
3774664.36        8.37431                         
         475986.08    3774664.36        8.73670                      476006.08    
3774664.36        9.13641                         
         476026.08    3774664.36        9.56013                      476046.08    
3774664.36        9.99985                         
         476066.08    3774664.36       10.46841                      476086.08    
3774664.36       10.96767                         
         476106.08    3774664.36       11.49952                      476126.08    



3774664.36       12.06576                         
         476146.08    3774664.36       12.67133                      476166.08    
3774664.36       13.32307                         
         476186.08    3774664.36       14.01928                      476206.08    
3774664.36       14.75271                         
         476226.08    3774664.36       15.51430                      476246.08    
3774664.36       16.31459                         
         476266.08    3774664.36       17.15147                      476286.08    
3774664.36       18.02137                         
         476306.08    3774664.36       18.93345                      476326.08    
3774664.36       19.87263                         
         476346.08    3774664.36       20.83020                      476366.08    
3774664.36       21.76648                         
         476386.08    3774664.36       22.68029                      476406.08    
3774664.36       23.55856                         
         476426.08    3774664.36       24.39817                      476446.08    
3774664.36       25.16652                         
         476466.08    3774664.36       25.84089                      476486.08    
3774664.36       26.37304                         
         476506.08    3774664.36       26.76090                      476526.08    
3774664.36       26.99602                         
         476546.08    3774664.36       27.07135                      476566.08    
3774664.36       26.99583                         
         476586.08    3774664.36       26.75167                      476606.08    
3774664.36       26.37053                         
         476626.08    3774664.36       25.87174                      476646.08    
3774664.36       25.27040                         
         476666.08    3774664.36       24.58752                      476686.08    
3774664.36       23.83729                         
         476706.08    3774664.36       23.03054                      476726.08    
3774664.36       22.21787                         
         476746.08    3774664.36       21.39872                      476766.08    
3774664.36       20.58070                         
         476786.08    3774664.36       19.76392                      476806.08    
3774664.36       18.96513                         
         476826.08    3774664.36       18.19457                      476846.08    
3774664.36       17.46015                         
         476866.08    3774664.36       16.75913                      476886.08    
3774664.36       16.09163                         
         476906.08    3774664.36       15.45845                      476926.08    
3774664.36       14.85454                         
         476946.08    3774664.36       14.27329                      476966.08    
3774664.36       13.73897                         
         476986.08    3774664.36       13.23871                      477006.08    
3774664.36       12.76776                         
         477026.08    3774664.36       12.32437                      477046.08    
3774664.36       11.90269                         
         477066.08    3774664.36       11.49652                      477086.08    
3774664.36       11.12359                         
         477106.08    3774664.36       10.77385                      477126.08    



3774664.36       10.44310                         
         477146.08    3774664.36       10.12988                      477166.08    
3774664.36        9.83286                         
         477186.08    3774664.36        9.55080                      477206.08    
3774664.36        8.63758                         
         477226.08    3774664.36        8.35391                      477246.08    
3774664.36        8.16903                         
         477266.08    3774664.36        7.99240                      477286.08    
3774664.36        7.82332                         
         477306.08    3774664.36        7.66117                      477326.08    
3774664.36        7.43236                         
         477346.08    3774664.36        7.22758                      477366.08    
3774664.36        7.09160                         
         477386.08    3774664.36        6.96024                      477406.08    
3774664.36        6.83315                         
         477426.08    3774664.36        6.71002                      477446.08    
3774664.36        6.59058                         
         477466.08    3774664.36        6.42766                      477486.08    
3774664.36        6.25927                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 324
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774664.36        6.14479                      477526.08    
3774664.36        6.04561                         



         475946.08    3774684.36        7.82684                      475966.08    
3774684.36        8.14935                         
         475986.08    3774684.36        8.49142                      476006.08    
3774684.36        8.86765                         
         476026.08    3774684.36        9.26510                      476046.08    
3774684.36        9.67592                         
         476066.08    3774684.36       10.11195                      476086.08    
3774684.36       10.57456                         
         476106.08    3774684.36       11.06508                      476126.08    
3774684.36       11.58473                         
         476146.08    3774684.36       12.13454                      476166.08    
3774684.36       12.71527                         
         476186.08    3774684.36       13.35033                      476206.08    
3774684.36       14.01487                         
         476226.08    3774684.36       14.69255                      476246.08    
3774684.36       15.39949                         
         476266.08    3774684.36       16.13315                      476286.08    
3774684.36       16.88972                         
         476306.08    3774684.36       17.66398                      476326.08    
3774684.36       18.46234                         
         476346.08    3774684.36       19.29139                      476366.08    
3774684.36       20.08114                         
         476386.08    3774684.36       20.84341                      476406.08    
3774684.36       21.57038                         
         476426.08    3774684.36       22.24633                      476446.08    
3774684.36       22.86940                         
         476466.08    3774684.36       23.43584                      476486.08    
3774684.36       23.86930                         
         476506.08    3774684.36       24.18371                      476526.08    
3774684.36       24.37575                         
         476546.08    3774684.36       24.44039                      476566.08    
3774684.36       24.38499                         
         476586.08    3774684.36       24.19386                      476606.08    
3774684.36       23.89134                         
         476626.08    3774684.36       23.49159                      476646.08    
3774684.36       23.00510                         
         476666.08    3774684.36       22.44331                      476686.08    
3774684.36       21.82329                         
         476706.08    3774684.36       21.15639                      476726.08    
3774684.36       20.47497                         
         476746.08    3774684.36       19.78115                      476766.08    
3774684.36       19.08228                         
         476786.08    3774684.36       18.37247                      476806.08    
3774684.36       17.67492                         
         476826.08    3774684.36       17.00790                      476846.08    
3774684.36       16.36108                         
         476866.08    3774684.36       15.73768                      476886.08    
3774684.36       15.13992                         
         476906.08    3774684.36       14.56918                      476926.08    
3774684.36       14.02164                         



         476946.08    3774684.36       13.49197                      476966.08    
3774684.36       13.00244                         
         476986.08    3774684.36       12.54208                      477006.08    
3774684.36       12.10706                         
         477026.08    3774684.36       11.69617                      477046.08    
3774684.36       11.30446                         
         477066.08    3774684.36       10.92653                      477086.08    
3774684.36       10.57860                         
         477106.08    3774684.36       10.25174                      477126.08    
3774684.36        9.94226                         
         477146.08    3774684.36        9.64891                      477166.08    
3774684.36        9.37054                         
         477186.08    3774684.36        9.10606                      477206.08    
3774684.36        8.15889                         
         477226.08    3774684.36        7.88597                      477246.08    
3774684.36        7.71149                         
         477266.08    3774684.36        7.54501                      477286.08    
3774684.36        7.36490                         
         477306.08    3774684.36        7.19158                      477326.08    
3774684.36        6.98881                         
         477346.08    3774684.36        6.81199                      477366.08    
3774684.36        6.68482                         
         477386.08    3774684.36        6.56221                      477406.08    
3774684.36        6.44381                         
         477426.08    3774684.36        6.32932                      477446.08    
3774684.36        6.21845                         
         477466.08    3774684.36        6.06070                      477486.08    
3774684.36        5.89566                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 325
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774684.36        5.78820                      477526.08    
3774684.36        5.69686                         
         475946.08    3774704.36        7.62294                      475966.08    
3774704.36        7.92781                         
         475986.08    3774704.36        8.25024                      476006.08    
3774704.36        8.60386                         
         476026.08    3774704.36        8.97612                      476046.08    
3774704.36        9.35937                         
         476066.08    3774704.36        9.76453                      476086.08    
3774704.36       10.19257                         
         476106.08    3774704.36       10.64439                      476126.08    
3774704.36       11.12072                         
         476146.08    3774704.36       11.62210                      476166.08    
3774704.36       12.14878                         
         476186.08    3774704.36       12.72179                      476206.08    
3774704.36       13.31761                         
         476226.08    3774704.36       13.92090                      476246.08    
3774704.36       14.54603                         
         476266.08    3774704.36       15.19027                      476286.08    
3774704.36       15.84988                         
         476306.08    3774704.36       16.51997                      476326.08    
3774704.36       17.20613                         
         476346.08    3774704.36       17.91401                      476366.08    
3774704.36       18.58254                         
         476386.08    3774704.36       19.22307                      476406.08    
3774704.36       19.82990                         
         476426.08    3774704.36       20.39076                      476446.08    
3774704.36       20.90548                         
         476466.08    3774704.36       21.37232                      476486.08    
3774704.36       21.72804                         
         476506.08    3774704.36       21.98613                      476526.08    
3774704.36       22.14495                         
         476546.08    3774704.36       22.20080                      476566.08    
3774704.36       22.15985                         
         476586.08    3774704.36       22.00832                      476606.08    
3774704.36       21.76529                         
         476626.08    3774704.36       21.44136                      476646.08    
3774704.36       21.04387                         
         476666.08    3774704.36       20.57198                      476686.08    
3774704.36       20.05173                         
         476706.08    3774704.36       19.50500                      476726.08    
3774704.36       18.93192                         
         476746.08    3774704.36       18.34167                      476766.08    



3774704.36       17.74252                         
         476786.08    3774704.36       17.12916                      476806.08    
3774704.36       16.52194                         
         476826.08    3774704.36       15.93717                      476846.08    
3774704.36       15.36605                         
         476866.08    3774704.36       14.81177                      476886.08    
3774704.36       14.27673                         
         476906.08    3774704.36       13.76259                      476926.08    
3774704.36       13.26643                         
         476946.08    3774704.36       12.78392                      476966.08    
3774704.36       12.33551                         
         476986.08    3774704.36       11.91181                      477006.08    
3774704.36       11.50978                         
         477026.08    3774704.36       11.12865                      477046.08    
3774704.36       10.76423                         
         477066.08    3774704.36       10.41186                      477086.08    
3774704.36       10.08645                         
         477106.08    3774704.36        9.78009                      477126.08    
3774704.36        9.48954                         
         477146.08    3774704.36        9.21378                      477166.08    
3774704.36        8.95182                         
         477186.08    3774704.36        8.70273                      477206.08    
3774704.36        7.73799                         
         477226.08    3774704.36        7.47491                      477246.08    
3774704.36        7.30898                         
         477266.08    3774704.36        7.15079                      477286.08    
3774704.36        6.95893                         
         477306.08    3774704.36        6.72466                      477326.08    
3774704.36        6.57321                         
         477346.08    3774704.36        6.44471                      477366.08    
3774704.36        6.32443                         
         477386.08    3774704.36        6.20867                      477406.08    
3774704.36        6.09710                         
         477426.08    3774704.36        5.98941                      477446.08    
3774704.36        5.88532                         
         477466.08    3774704.36        5.73200                      477486.08    
3774704.36        5.57016                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 326
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   



, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774704.36        5.46834                      477526.08    
3774704.36        5.38317                         
         475946.08    3774724.36        7.42210                      475966.08    
3774724.36        7.70993                         
         475986.08    3774724.36        8.01343                      476006.08    
3774724.36        8.33841                         
         476026.08    3774724.36        8.68307                      476046.08    
3774724.36        9.04904                         
         476066.08    3774724.36        9.42663                      476086.08    
3774724.36        9.82224                         
         476106.08    3774724.36       10.23798                      476126.08    
3774724.36       10.67424                         
         476146.08    3774724.36       11.13117                      476166.08    
3774724.36       11.60867                         
         476186.08    3774724.36       12.12570                      476206.08    
3774724.36       12.66012                         
         476226.08    3774724.36       13.19766                      476246.08    
3774724.36       13.75123                         
         476266.08    3774724.36       14.31809                      476286.08    
3774724.36       14.89472                         
         476306.08    3774724.36       15.47666                      476326.08    
3774724.36       16.06889                         
         476346.08    3774724.36       16.67642                      476366.08    
3774724.36       17.24574                         
         476386.08    3774724.36       17.78773                      476406.08    
3774724.36       18.29827                         
         476426.08    3774724.36       18.76772                      476446.08    
3774724.36       19.19701                         
         476466.08    3774724.36       19.58573                      476486.08    
3774724.36       19.88085                         
         476506.08    3774724.36       20.09510                      476526.08    
3774724.36       20.22788                         
         476546.08    3774724.36       20.27645                      476566.08    
3774724.36       20.24603                         



         476586.08    3774724.36       20.12455                      476606.08    
3774724.36       19.92720                         
         476626.08    3774724.36       19.66208                      476646.08    
3774724.36       19.33434                         
         476666.08    3774724.36       18.94143                      476686.08    
3774724.36       18.50541                         
         476706.08    3774724.36       18.04572                      476726.08    
3774724.36       17.55962                         
         476746.08    3774724.36       17.05518                      476766.08    
3774724.36       16.53960                         
         476786.08    3774724.36       16.00799                      476806.08    
3774724.36       15.47821                         
         476826.08    3774724.36       14.96478                      476846.08    
3774724.36       14.46007                         
         476866.08    3774724.36       13.96712                      476886.08    
3774724.36       13.48829                         
         476906.08    3774724.36       13.02538                      476926.08    
3774724.36       12.57607                         
         476946.08    3774724.36       12.13678                      476966.08    
3774724.36       11.72634                         
         476986.08    3774724.36       11.33662                      477006.08    
3774724.36       10.96520                         
         477026.08    3774724.36       10.61169                      477046.08    
3774724.36       10.27254                         
         477066.08    3774724.36        9.94372                      477086.08    
3774724.36        9.63904                         
         477106.08    3774724.36        9.35146                      477126.08    
3774724.36        9.07816                         
         477146.08    3774724.36        8.81833                      477166.08    
3774724.36        8.28822                         
         477186.08    3774724.36        7.54596                      477206.08    
3774724.36        7.31511                         
         477226.08    3774724.36        7.11187                      477246.08    
3774724.36        6.95336                         
         477266.08    3774724.36        6.80222                      477286.08    
3774724.36        6.61371                         
         477306.08    3774724.36        6.38276                      477326.08    
3774724.36        6.23946                         
         477346.08    3774724.36        6.11989                      477366.08    
3774724.36        6.00514                         
         477386.08    3774724.36        5.89487                      477406.08    
3774724.36        5.78873                         
         477426.08    3774724.36        5.68644                      477446.08    
3774724.36        5.58773                         
         477466.08    3774724.36        5.43829                      477486.08    
3774724.36        5.27957                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48



                                                                                    
                                  PAGE 327
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774724.36        5.18228                      477526.08    
3774724.36        5.10198                         
         475946.08    3774744.36        7.22452                      475966.08    
3774744.36        7.49591                         
         475986.08    3774744.36        7.78125                      476006.08    
3774744.36        8.08115                         
         476026.08    3774744.36        8.40103                      476046.08    
3774744.36        8.74752                         
         476066.08    3774744.36        9.09869                      476086.08    
3774744.36        9.46399                         
         476106.08    3774744.36        9.84625                      476126.08    
3774744.36       10.24559                         
         476146.08    3774744.36       10.66189                      476166.08    
3774744.36       11.09480                         
         476186.08    3774744.36       11.56148                      476206.08    
3774744.36       12.04120                         
         476226.08    3774744.36       12.52074                      476246.08    
3774744.36       13.01177                         
         476266.08    3774744.36       13.51168                      476286.08    
3774744.36       14.01722                         
         476306.08    3774744.36       14.52440                      476326.08    
3774744.36       15.03775                         
         476346.08    3774744.36       15.56176                      476366.08    
3774744.36       16.04941                         
         476386.08    3774744.36       16.51102                      476406.08    



3774744.36       16.94370                         
         476426.08    3774744.36       17.33981                      476446.08    
3774744.36       17.70099                         
         476466.08    3774744.36       18.02767                      476486.08    
3774744.36       18.27492                         
         476506.08    3774744.36       18.45457                      476526.08    
3774744.36       18.56668                         
         476546.08    3774744.36       18.60918                      476566.08    
3774744.36       18.58654                         
         476586.08    3774744.36       18.48818                      476606.08    
3774744.36       18.32637                         
         476626.08    3774744.36       18.10740                      476646.08    
3774744.36       17.83492                         
         476666.08    3774744.36       17.50588                      476686.08    
3774744.36       17.13841                         
         476706.08    3774744.36       16.74876                      476726.08    
3774744.36       16.33407                         
         476746.08    3774744.36       15.90101                      476766.08    
3774744.36       15.45562                         
         476786.08    3774744.36       14.99337                      476806.08    
3774744.36       14.52995                         
         476826.08    3774744.36       14.07827                      476846.08    
3774744.36       13.63166                         
         476866.08    3774744.36       13.19291                      476886.08    
3774744.36       12.76428                         
         476906.08    3774744.36       12.34757                      476926.08    
3774744.36       11.94088                         
         476946.08    3774744.36       11.54117                      476966.08    
3774744.36       11.16578                         
         476986.08    3774744.36       10.80762                      477006.08    
3774744.36       10.46476                         
         477026.08    3774744.36       10.13501                      477046.08    
3774744.36        9.81874                         
         477066.08    3774744.36        9.51418                      477086.08    
3774744.36        9.22942                         
         477106.08    3774744.36        8.95934                      477126.08    
3774744.36        8.70205                         
         477146.08    3774744.36        8.45694                      477166.08    
3774744.36        7.68478                         
         477186.08    3774744.36        7.14354                      477206.08    
3774744.36        6.94810                         
         477226.08    3774744.36        6.78892                      477246.08    
3774744.36        6.63716                         
         477266.08    3774744.36        6.49234                      477286.08    
3774744.36        6.30939                         
         477306.08    3774744.36        6.08495                      477326.08    
3774744.36        5.94666                         
         477346.08    3774744.36        5.83184                      477366.08    
3774744.36        5.72171                         
         477386.08    3774744.36        5.61595                      477406.08    



3774744.36        5.51426                         
         477426.08    3774744.36        5.41637                      477446.08    
3774744.36        5.32201                         
         477466.08    3774744.36        5.17609                      477486.08    
3774744.36        5.02042                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 328
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774744.36        4.92683                      477526.08    
3774744.36        4.85036                         
         475946.08    3774764.36        7.03040                      475966.08    
3774764.36        7.28601                         
         475986.08    3774764.36        7.55398                      476006.08    
3774764.36        7.83475                         
         476026.08    3774764.36        8.13330                      476046.08    
3774764.36        8.45567                         
         476066.08    3774764.36        8.78104                      476086.08    
3774764.36        9.11813                         
         476106.08    3774764.36        9.46945                      476126.08    
3774764.36        9.83490                         
         476146.08    3774764.36       10.21419                      476166.08    
3774764.36       10.60678                         
         476186.08    3774764.36       11.02831                      476206.08    
3774764.36       11.45937                         



         476226.08    3774764.36       11.88777                      476246.08    
3774764.36       12.32417                         
         476266.08    3774764.36       12.76613                      476286.08    
3774764.36       13.21067                         
         476306.08    3774764.36       13.65428                      476326.08    
3774764.36       14.10111                         
         476346.08    3774764.36       14.55528                      476366.08    
3774764.36       14.97528                         
         476386.08    3774764.36       15.37088                      476406.08    
3774764.36       15.74008                         
         476426.08    3774764.36       16.07679                      476446.08    
3774764.36       16.38309                         
         476466.08    3774764.36       16.65996                      476486.08    
3774764.36       16.86893                         
         476506.08    3774764.36       17.02094                      476526.08    
3774764.36       17.11644                         
         476546.08    3774764.36       17.15384                      476566.08    
3774764.36       17.13701                         
         476586.08    3774764.36       17.05666                      476606.08    
3774764.36       16.92283                         
         476626.08    3774764.36       16.74048                      476646.08    
3774764.36       16.51220                         
         476666.08    3774764.36       16.23470                      476686.08    
3774764.36       15.92304                         
         476706.08    3774764.36       15.59087                      476726.08    
3774764.36       15.23532                         
         476746.08    3774764.36       14.86188                      476766.08    
3774764.36       14.47562                         
         476786.08    3774764.36       14.07235                      476806.08    
3774764.36       13.66582                         
         476826.08    3774764.36       13.26758                      476846.08    
3774764.36       12.87170                         
         476866.08    3774764.36       12.48073                      476886.08    
3774764.36       12.09678                         
         476906.08    3774764.36       11.72157                      476926.08    
3774764.36       11.35349                         
         476946.08    3774764.36       10.98994                      476966.08    
3774764.36       10.64683                         
         476986.08    3774764.36       10.31796                      477006.08    
3774764.36       10.00175                         
         477026.08    3774764.36        9.69164                      477046.08    
3774764.36        9.39539                         
         477066.08    3774764.36        9.11728                      477086.08    
3774764.36        8.85176                         
         477106.08    3774764.36        8.59817                      477126.08    
3774764.36        8.35596                         
         477146.08    3774764.36        8.12465                      477166.08    
3774764.36        7.36794                         
         477186.08    3774764.36        6.83849                      477206.08    
3774764.36        6.65142                         



         477226.08    3774764.36        6.49921                      477246.08    
3774764.36        6.35385                         
         477266.08    3774764.36        6.21495                      477286.08    
3774764.36        6.03751                         
         477306.08    3774764.36        5.81947                      477326.08    
3774764.36        5.68583                         
         477346.08    3774764.36        5.57522                      477366.08    
3774764.36        5.46912                         
         477386.08    3774764.36        5.36726                      477406.08    
3774764.36        5.26936                         
         477426.08    3774764.36        5.17517                      477446.08    
3774764.36        5.08444                         
         477466.08    3774764.36        4.94180                      477486.08    
3774764.36        4.78917                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 329
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774764.36        4.69866                      477526.08    
3774764.36        4.62529                         
         475946.08    3774784.36        6.83994                      475966.08    
3774784.36        7.08045                         
         475986.08    3774784.36        7.33186                      476006.08    
3774784.36        7.59449                         
         476026.08    3774784.36        7.87291                      476046.08    



3774784.36        8.17265                         
         476066.08    3774784.36        8.47392                      476086.08    
3774784.36        8.78487                         
         476106.08    3774784.36        9.10768                      476126.08    
3774784.36        9.44212                         
         476146.08    3774784.36        9.78778                      476166.08    
3774784.36       10.14402                         
         476186.08    3774784.36       10.51631                      476206.08    
3774784.36       10.89999                         
         476226.08    3774784.36       11.29409                      476246.08    
3774784.36       11.68493                         
         476266.08    3774784.36       12.07663                      476286.08    
3774784.36       12.46873                         
         476306.08    3774784.36       12.85812                      476326.08    
3774784.36       13.24866                         
         476346.08    3774784.36       13.64413                      476366.08    
3774784.36       14.00777                         
         476386.08    3774784.36       14.34876                      476406.08    
3774784.36       14.66579                         
         476426.08    3774784.36       14.95399                      476446.08    
3774784.36       15.21566                         
         476466.08    3774784.36       15.45212                      476486.08    
3774784.36       15.63017                         
         476506.08    3774784.36       15.75985                      476526.08    
3774784.36       15.84185                         
         476546.08    3774784.36       15.87494                      476566.08    
3774784.36       15.86250                         
         476586.08    3774784.36       15.79634                      476606.08    
3774784.36       15.68476                         
         476626.08    3774784.36       15.53175                      476646.08    
3774784.36       15.33914                         
         476666.08    3774784.36       15.10358                      476686.08    
3774784.36       14.83767                         
         476706.08    3774784.36       14.55297                      476726.08    
3774784.36       14.24664                         
         476746.08    3774784.36       13.92124                      476766.08    
3774784.36       13.57883                         
         476786.08    3774784.36       13.22922                      476806.08    
3774784.36       12.87630                         
         476826.08    3774784.36       12.52432                      476846.08    
3774784.36       12.17271                         
         476866.08    3774784.36       11.82380                      476886.08    
3774784.36       11.47950                         
         476906.08    3774784.36       11.14144                      476926.08    
3774784.36       10.80824                         
         476946.08    3774784.36       10.47758                      476966.08    
3774784.36       10.16412                         
         476986.08    3774784.36        9.86234                      477006.08    
3774784.36        9.57094                         
         477026.08    3774784.36        9.28367                      477046.08    



3774784.36        9.00827                         
         477066.08    3774784.36        8.74953                      477086.08    
3774784.36        8.50129                         
         477106.08    3774784.36        8.26336                      477126.08    
3774784.36        8.03545                         
         477146.08    3774784.36        7.81724                      477166.08    
3774784.36        7.07772                         
         477186.08    3774784.36        6.56122                      477206.08    
3774784.36        6.38238                         
         477226.08    3774784.36        6.23698                      477246.08    
3774784.36        6.09785                         
         477266.08    3774784.36        5.96467                      477286.08    
3774784.36        5.79279                         
         477306.08    3774784.36        5.58110                      477326.08    
3774784.36        5.45190                         
         477346.08    3774784.36        5.34522                      477366.08    
3774784.36        5.24283                         
         477386.08    3774784.36        5.14449                      477406.08    
3774784.36        5.04996                         
         477426.08    3774784.36        4.95902                      477446.08    
3774784.36        4.80013                         
         477466.08    3774784.36        4.67960                      477486.08    
3774784.36        4.57383                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 330
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC



 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774784.36        4.49451                      477526.08    
3774784.36        4.42370                         
         475946.08    3774804.36        6.65332                      475966.08    
3774804.36        6.87943                         
         475986.08    3774804.36        7.11512                      476006.08    
3774804.36        7.36060                         
         476026.08    3774804.36        7.62008                      476046.08    
3774804.36        7.89864                         
         476066.08    3774804.36        8.17752                      476086.08    
3774804.36        8.46430                         
         476106.08    3774804.36        8.76092                      476126.08    
3774804.36        9.06706                         
         476146.08    3774804.36        9.38221                      476166.08    
3774804.36        9.70571                         
         476186.08    3774804.36       10.03664                      476206.08    
3774804.36       10.37980                         
         476226.08    3774804.36       10.74066                      476246.08    
3774804.36       11.09057                         
         476266.08    3774804.36       11.43865                      476286.08    
3774804.36       11.78553                         
         476306.08    3774804.36       12.12853                      476326.08    
3774804.36       12.47124                         
         476346.08    3774804.36       12.81713                      476366.08    
3774804.36       13.13353                         
         476386.08    3774804.36       13.42906                      476406.08    
3774804.36       13.70292                         
         476426.08    3774804.36       13.95116                      476446.08    
3774804.36       14.17622                         
         476466.08    3774804.36       14.37959                      476486.08    
3774804.36       14.53242                         
         476506.08    3774804.36       14.64387                      476526.08    
3774804.36       14.71480                         
         476546.08    3774804.36       14.74423                      476566.08    
3774804.36       14.73511                         
         476586.08    3774804.36       14.68025                      476606.08    
3774804.36       14.58654                         
         476626.08    3774804.36       14.45726                      476646.08    
3774804.36       14.29367                         
         476666.08    3774804.36       14.09248                      476686.08    
3774804.36       13.86434                         
         476706.08    3774804.36       13.61908                      476726.08    
3774804.36       13.35394                         
         476746.08    3774804.36       13.06979                      476766.08    
3774804.36       12.76602                         
         476786.08    3774804.36       12.46169                      476806.08    
3774804.36       12.15323                         
         476826.08    3774804.36       11.84134                      476846.08    
3774804.36       11.52839                         



         476866.08    3774804.36       11.21646                      476886.08    
3774804.36       10.90731                         
         476906.08    3774804.36       10.60244                      476926.08    
3774804.36       10.30063                         
         476946.08    3774804.36        9.99981                      476966.08    
3774804.36        9.71346                         
         476986.08    3774804.36        9.43665                      477006.08    
3774804.36        9.16829                         
         477026.08    3774804.36        8.90270                      477046.08    
3774804.36        8.64714                         
         477066.08    3774804.36        8.40615                      477086.08    
3774804.36        8.17417                         
         477106.08    3774804.36        7.95112                      477126.08    
3774804.36        7.73684                         
         477146.08    3774804.36        7.17897                      477166.08    
3774804.36        6.53444                         
         477186.08    3774804.36        6.29723                      477206.08    
3774804.36        6.13617                         
         477226.08    3774804.36        5.99751                      477246.08    
3774804.36        5.86452                         
         477266.08    3774804.36        5.70053                      477286.08    
3774804.36        5.54194                         
         477306.08    3774804.36        5.35752                      477326.08    
3774804.36        5.24052                         
         477346.08    3774804.36        5.13762                      477366.08    
3774804.36        5.03877                         
         477386.08    3774804.36        4.94375                      477406.08    
3774804.36        4.85236                         
         477426.08    3774804.36        4.76441                      477446.08    
3774804.36        4.58628                         
         477466.08    3774804.36        4.45589                      477486.08    
3774804.36        4.38230                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 331
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774804.36        4.31128                      477526.08    
3774804.36        4.24269                         
         475946.08    3774824.36        6.47073                      475966.08    
3774824.36        6.68315                         
         475986.08    3774824.36        6.90396                      476006.08    
3774824.36        7.13327                         
         476026.08    3774824.36        7.37500                      476046.08    
3774824.36        7.63380                         
         476066.08    3774824.36        7.89190                      476086.08    
3774824.36        8.15639                         
         476106.08    3774824.36        8.42900                      476126.08    
3774824.36        8.70936                         
         476146.08    3774824.36        8.99690                      476166.08    
3774824.36        9.29095                         
         476186.08    3774824.36        9.59059                      476206.08    
3774824.36        9.90019                         
         476226.08    3774824.36       10.22467                      476246.08    
3774824.36       10.53775                         
         476266.08    3774824.36       10.84787                      476286.08    
3774824.36       11.15569                         
         476306.08    3774824.36       11.45886                      476326.08    
3774824.36       11.76074                         
         476346.08    3774824.36       12.06457                      476366.08    
3774824.36       12.34118                         
         476386.08    3774824.36       12.59862                      476406.08    
3774824.36       12.83649                         
         476426.08    3774824.36       13.05158                      476446.08    
3774824.36       13.24635                         
         476466.08    3774824.36       13.42240                      476486.08    
3774824.36       13.55446                         
         476506.08    3774824.36       13.65091                      476526.08    
3774824.36       13.71267                         
         476546.08    3774824.36       13.73896                      476566.08    
3774824.36       13.73240                         
         476586.08    3774824.36       13.68660                      476606.08    
3774824.36       13.60738                         
         476626.08    3774824.36       13.49744                      476646.08    
3774824.36       13.35765                         
         476666.08    3774824.36       13.18485                      476686.08    



3774824.36       12.98807                         
         476706.08    3774824.36       12.77578                      476726.08    
3774824.36       12.54527                         
         476746.08    3774824.36       12.29711                      476766.08    
3774824.36       12.03052                         
         476786.08    3774824.36       11.76242                      476806.08    
3774824.36       11.48955                         
         476826.08    3774824.36       11.21247                      476846.08    
3774824.36       10.93330                         
         476866.08    3774824.36       10.65391                      476886.08    
3774824.36       10.37589                         
         476906.08    3774824.36       10.10061                      476926.08    
3774824.36        9.82701                         
         476946.08    3774824.36        9.55318                      476966.08    
3774824.36        9.29155                         
         476986.08    3774824.36        9.03767                      477006.08    
3774824.36        8.79060                         
         477026.08    3774824.36        8.54519                      477046.08    
3774824.36        8.30819                         
         477066.08    3774824.36        8.08392                      477086.08    
3774824.36        7.86734                         
         477106.08    3774824.36        7.65843                      477126.08    
3774824.36        7.45714                         
         477146.08    3774824.36        6.42836                      477166.08    
3774824.36        6.20002                         
         477186.08    3774824.36        6.04759                      477206.08    
3774824.36        5.90900                         
         477226.08    3774824.36        5.77700                      477246.08    
3774824.36        5.65009                         
         477266.08    3774824.36        5.44116                      477286.08    
3774824.36        5.26390                         
         477306.08    3774824.36        5.15216                      477326.08    
3774824.36        5.04798                         
         477346.08    3774824.36        4.94883                      477366.08    
3774824.36        4.85345                         
         477386.08    3774824.36        4.76166                      477406.08    
3774824.36        4.67329                         
         477426.08    3774824.36        4.58817                      477446.08    
3774824.36        4.41383                         
         477466.08    3774824.36        4.28650                      477486.08    
3774824.36        4.21507                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 332
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   



VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774824.36        4.14613                      477526.08    
3774824.36        4.07953                         
         475946.08    3774844.36        6.29231                      475966.08    
3774844.36        6.49175                         
         475986.08    3774844.36        6.69852                      476006.08    
3774844.36        6.91266                         
         476026.08    3774844.36        7.13779                      476046.08    
3774844.36        7.37820                         
         476066.08    3774844.36        7.61707                      476086.08    
3774844.36        7.86104                         
         476106.08    3774844.36        8.11169                      476126.08    
3774844.36        8.36858                         
         476146.08    3774844.36        8.63116                      476166.08    
3774844.36        8.89872                         
         476186.08    3774844.36        9.17040                      476206.08    
3774844.36        9.45018                         
         476226.08    3774844.36        9.74252                      476246.08    
3774844.36       10.02329                         
         476266.08    3774844.36       10.30031                      476286.08    
3774844.36       10.57428                         
         476306.08    3774844.36       10.85116                      476326.08    
3774844.36       11.12136                         
         476346.08    3774844.36       11.37952                      476366.08    
3774844.36       11.62091                         
         476386.08    3774844.36       11.84626                      476406.08    
3774844.36       12.05394                         
         476426.08    3774844.36       12.24133                      476446.08    
3774844.36       12.41086                         
         476466.08    3774844.36       12.56417                      476486.08    
3774844.36       12.67899                         



         476506.08    3774844.36       12.76298                      476526.08    
3774844.36       12.81708                         
         476546.08    3774844.36       12.84067                      476566.08    
3774844.36       12.83609                         
         476586.08    3774844.36       12.79763                      476606.08    
3774844.36       12.73025                         
         476626.08    3774844.36       12.63495                      476646.08    
3774844.36       12.51090                         
         476666.08    3774844.36       12.36381                      476686.08    
3774844.36       12.19630                         
         476706.08    3774844.36       12.01169                      476726.08    
3774844.36       11.81045                         
         476746.08    3774844.36       11.59288                      476766.08    
3774844.36       11.35812                         
         476786.08    3774844.36       11.12118                      476806.08    
3774844.36       10.87909                         
         476826.08    3774844.36       10.63231                      476846.08    
3774844.36       10.38271                         
         476866.08    3774844.36       10.13196                      476886.08    
3774844.36        9.88151                         
         476906.08    3774844.36        9.63263                      476926.08    
3774844.36        9.38432                         
         476946.08    3774844.36        9.13487                      476966.08    
3774844.36        8.89571                         
         476986.08    3774844.36        8.66281                      477006.08    
3774844.36        8.43537                         
         477026.08    3774844.36        8.20865                      477046.08    
3774844.36        7.98897                         
         477066.08    3774844.36        7.78040                      477086.08    
3774844.36        7.57834                         
         477106.08    3774844.36        7.38285                      477126.08    
3774844.36        7.19394                         
         477146.08    3774844.36        6.18714                      477166.08    
3774844.36        5.96280                         
         477186.08    3774844.36        5.82794                      477206.08    
3774844.36        5.69785                         
         477226.08    3774844.36        5.57241                      477246.08    
3774844.36        5.45151                         
         477266.08    3774844.36        5.24628                      477286.08    
3774844.36        5.07311                         
         477306.08    3774844.36        4.97029                      477326.08    
3774844.36        4.87123                         
         477346.08    3774844.36        4.77582                      477366.08    
3774844.36        4.68388                         
         477386.08    3774844.36        4.59529                      477406.08    
3774844.36        4.50990                         
         477426.08    3774844.36        4.42756                      477446.08    
3774844.36        4.25709                         
         477466.08    3774844.36        4.13278                      477486.08    
3774844.36        4.06344                         



� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 333
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774844.36        3.99647                      477526.08    
3774844.36        3.93176                         
         475946.08    3774864.36        6.11821                      475966.08    
3774864.36        6.30539                         
         475986.08    3774864.36        6.49893                      476006.08    
3774864.36        6.69884                         
         476026.08    3774864.36        6.90848                      476046.08    
3774864.36        7.13182                         
         476066.08    3774864.36        7.35294                      476086.08    
3774864.36        7.57806                         
         476106.08    3774864.36        7.80863                      476126.08    
3774864.36        8.04420                         
         476146.08    3774864.36        8.28421                      476166.08    
3774864.36        8.52797                         
         476186.08    3774864.36        8.77465                      476206.08    
3774864.36        9.02792                         
         476226.08    3774864.36        9.29183                      476246.08    
3774864.36        9.54419                         
         476266.08    3774864.36        9.79230                      476286.08    
3774864.36       10.03685                         
         476306.08    3774864.36       10.28766                      476326.08    



3774864.36       10.52904                         
         476346.08    3774864.36       10.75243                      476366.08    
3774864.36       10.96431                         
         476386.08    3774864.36       11.16246                      476406.08    
3774864.36       11.34467                         
         476426.08    3774864.36       11.50876                      476446.08    
3774864.36       11.65711                         
         476466.08    3774864.36       11.79136                      476486.08    
3774864.36       11.89176                         
         476506.08    3774864.36       11.96532                      476526.08    
3774864.36       12.01298                         
         476546.08    3774864.36       12.03424                      476566.08    
3774864.36       12.03118                         
         476586.08    3774864.36       11.99871                      476606.08    
3774864.36       11.94108                         
         476626.08    3774864.36       11.85839                      476646.08    
3774864.36       11.74830                         
         476666.08    3774864.36       11.62236                      476686.08    
3774864.36       11.47840                         
         476706.08    3774864.36       11.31717                      476726.08    
3774864.36       11.14077                         
         476746.08    3774864.36       10.94933                      476766.08    
3774864.36       10.74188                         
         476786.08    3774864.36       10.53184                      476806.08    
3774864.36       10.31647                         
         476826.08    3774864.36       10.09612                      476846.08    
3774864.36        9.87245                         
         476866.08    3774864.36        9.64695                      476886.08    
3774864.36        9.42094                         
         476906.08    3774864.36        9.19557                      476926.08    
3774864.36        8.96995                         
         476946.08    3774864.36        8.74248                      476966.08    
3774864.36        8.52370                         
         476986.08    3774864.36        8.30997                      477006.08    
3774864.36        8.10056                         
         477026.08    3774864.36        7.89112                      477046.08    
3774864.36        7.68753                         
         477066.08    3774864.36        7.49365                      477086.08    
3774864.36        7.30525                         
         477106.08    3774864.36        6.83067                      477126.08    
3774864.36        6.27442                         
         477146.08    3774864.36        5.94845                      477166.08    
3774864.36        5.75080                         
         477186.08    3774864.36        5.62350                      477206.08    
3774864.36        5.50037                         
         477226.08    3774864.36        5.38135                      477246.08    
3774864.36        5.26637                         
         477266.08    3774864.36        5.06823                      477286.08    
3774864.36        4.90121                         
         477306.08    3774864.36        4.80277                      477326.08    



3774864.36        4.70776                         
         477346.08    3774864.36        4.61608                      477366.08    
3774864.36        4.52760                         
         477386.08    3774864.36        4.44221                      477406.08    
3774864.36        4.35978                         
         477426.08    3774864.36        4.28020                      477446.08    
3774864.36        4.11364                         
         477466.08    3774864.36        3.99237                      477486.08    
3774864.36        3.92509                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 334
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774864.36        3.86006                      477526.08    
3774864.36        3.79717                         
         475946.08    3774884.36        5.94854                      475966.08    
3774884.36        6.12414                         
         475986.08    3774884.36        6.30527                      476006.08    
3774884.36        6.49188                         
         476026.08    3774884.36        6.68711                      476046.08    
3774884.36        6.89461                         
         476066.08    3774884.36        7.09936                      476086.08    
3774884.36        7.30719                         
         476106.08    3774884.36        7.51943                      476126.08    
3774884.36        7.73563                         



         476146.08    3774884.36        7.95524                      476166.08    
3774884.36        8.17759                         
         476186.08    3774884.36        8.40192                      476206.08    
3774884.36        8.63159                         
         476226.08    3774884.36        8.87032                      476246.08    
3774884.36        9.09767                         
         476266.08    3774884.36        9.32044                      476286.08    
3774884.36        9.53935                         
         476306.08    3774884.36        9.76341                      476326.08    
3774884.36        9.97837                         
         476346.08    3774884.36       10.17660                      476366.08    
3774884.36       10.36413                         
         476386.08    3774884.36       10.53911                      476406.08    
3774884.36       10.69969                         
         476426.08    3774884.36       10.84407                      476446.08    
3774884.36       10.97453                         
         476466.08    3774884.36       11.09269                      476486.08    
3774884.36       11.18095                         
         476506.08    3774884.36       11.24572                      476526.08    
3774884.36       11.28792                         
         476546.08    3774884.36       11.30715                      476566.08    
3774884.36       11.30527                         
         476586.08    3774884.36       11.27773                      476606.08    
3774884.36       11.22818                         
         476626.08    3774884.36       11.15665                      476646.08    
3774884.36       11.06094                         
         476666.08    3774884.36       10.95120                      476686.08    
3774884.36       10.82537                         
         476706.08    3774884.36       10.68397                      476726.08    
3774884.36       10.52876                         
         476746.08    3774884.36       10.35971                      476766.08    
3774884.36       10.17581                         
         476786.08    3774884.36        9.98906                      476806.08    
3774884.36        9.79693                         
         476826.08    3774884.36        9.59968                      476846.08    
3774884.36        9.39880                         
         476866.08    3774884.36        9.19560                      476886.08    
3774884.36        8.99127                         
         476906.08    3774884.36        8.78688                      476926.08    
3774884.36        8.58159                         
         476946.08    3774884.36        8.37393                      476966.08    
3774884.36        8.17364                         
         476986.08    3774884.36        7.97737                      477006.08    
3774884.36        7.78449                         
         477026.08    3774884.36        7.59096                      477046.08    
3774884.36        7.40229                         
         477066.08    3774884.36        7.22211                      477086.08    
3774884.36        7.04652                         
         477106.08    3774884.36        6.45679                      477126.08    
3774884.36        5.83704                         



         477146.08    3774884.36        5.68058                      477166.08    
3774884.36        5.55116                         
         477186.08    3774884.36        5.43112                      477206.08    
3774884.36        5.31473                         
         477226.08    3774884.36        5.20195                      477246.08    
3774884.36        5.09275                         
         477266.08    3774884.36        4.90161                      477286.08    
3774884.36        4.74063                         
         477306.08    3774884.36        4.64654                      477326.08    
3774884.36        4.55555                         
         477346.08    3774884.36        4.46759                      477366.08    
3774884.36        4.38256                         
         477386.08    3774884.36        4.30037                      477406.08    
3774884.36        4.22091                         
         477426.08    3774884.36        4.14409                      477446.08    
3774884.36        3.98148                         
         477466.08    3774884.36        3.86324                      477486.08    
3774884.36        3.79803                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 335
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774884.36        3.73493                      477526.08    
3774884.36        3.67386                         
         475946.08    3774904.36        5.78338                      475966.08    



3774904.36        5.94809                         
         475986.08    3774904.36        6.11759                      476006.08    
3774904.36        6.29178                         
         476026.08    3774904.36        6.47361                      476046.08    
3774904.36        6.66646                         
         476066.08    3774904.36        6.85613                      476086.08    
3774904.36        7.04811                         
         476106.08    3774904.36        7.24363                      476126.08    
3774904.36        7.44224                         
         476146.08    3774904.36        7.64341                      476166.08    
3774904.36        7.84651                         
         476186.08    3774904.36        8.05081                      476206.08    
3774904.36        8.25946                         
         476226.08    3774904.36        8.47584                      476246.08    
3774904.36        8.68112                         
         476266.08    3774904.36        8.88164                      476286.08    
3774904.36        9.07814                         
         476306.08    3774904.36        9.27891                      476326.08    
3774904.36        9.47097                         
         476346.08    3774904.36        9.64749                      476366.08    
3774904.36        9.81411                         
         476386.08    3774904.36        9.96925                      476406.08    
3774904.36       10.11136                         
         476426.08    3774904.36       10.24438                      476446.08    
3774904.36       10.36148                         
         476466.08    3774904.36       10.45961                      476486.08    
3774904.36       10.53668                         
         476506.08    3774904.36       10.59399                      476526.08    
3774904.36       10.63154                         
         476546.08    3774904.36       10.64899                      476566.08    
3774904.36       10.64803                         
         476586.08    3774904.36       10.62457                      476606.08    
3774904.36       10.58176                         
         476626.08    3774904.36       10.51960                      476646.08    
3774904.36       10.43601                         
         476666.08    3774904.36       10.33996                      476686.08    
3774904.36       10.22952                         
         476706.08    3774904.36       10.10503                      476726.08    
3774904.36        9.96797                         
         476746.08    3774904.36        9.81818                      476766.08    
3774904.36        9.65464                         
         476786.08    3774904.36        9.48812                      476806.08    
3774904.36        9.31627                         
         476826.08    3774904.36        9.13929                      476846.08    
3774904.36        8.95846                         
         476866.08    3774904.36        8.77499                      476886.08    
3774904.36        8.58994                         
         476906.08    3774904.36        8.40160                      476926.08    
3774904.36        8.21325                         
         476946.08    3774904.36        8.02681                      476966.08    



3774904.36        7.84385                         
         476986.08    3774904.36        7.66242                      477006.08    
3774904.36        7.48147                         
         477026.08    3774904.36        7.30453                      477046.08    
3774904.36        7.13195                         
         477066.08    3774904.36        6.96451                      477086.08    
3774904.36        6.80090                         
         477106.08    3774904.36        6.10359                      477126.08    
3774904.36        5.62303                         
         477146.08    3774904.36        5.47872                      477166.08    
3774904.36        5.36249                         
         477186.08    3774904.36        5.24940                      477206.08    
3774904.36        5.07424                         
         477226.08    3774904.36        4.93475                      477246.08    
3774904.36        4.83437                         
         477266.08    3774904.36        4.70514                      477286.08    
3774904.36        4.58981                         
         477306.08    3774904.36        4.49999                      477326.08    
3774904.36        4.41298                         
         477346.08    3774904.36        4.32872                      477366.08    
3774904.36        4.24712                         
         477386.08    3774904.36        4.16811                      477406.08    
3774904.36        4.09162                         
         477426.08    3774904.36        4.01756                      477446.08    
3774904.36        3.85892                         
         477466.08    3774904.36        3.74370                      477486.08    
3774904.36        3.68058                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 336
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      



                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774904.36        3.61943                      477526.08    
3774904.36        3.56018                         
         475946.08    3774924.36        5.62280                      475966.08    
3774924.36        5.77728                         
         475986.08    3774924.36        5.93588                      476006.08    
3774924.36        6.09852                         
         476026.08    3774924.36        6.26790                      476046.08    
3774924.36        6.44721                         
         476066.08    3774924.36        6.62300                      476086.08    
3774924.36        6.80046                         
         476106.08    3774924.36        6.98073                      476126.08    
3774924.36        7.16336                         
         476146.08    3774924.36        7.34786                      476166.08    
3774924.36        7.53363                         
         476186.08    3774924.36        7.72000                      476206.08    
3774924.36        7.90987                         
         476226.08    3774924.36        8.10639                      476246.08    
3774924.36        8.29215                         
         476266.08    3774924.36        8.47309                      476286.08    
3774924.36        8.64994                         
         476306.08    3774924.36        8.83036                      476326.08    
3774924.36        9.00249                         
         476346.08    3774924.36        9.16022                      476366.08    
3774924.36        9.30878                         
         476386.08    3774924.36        9.44685                      476406.08    
3774924.36        9.57314                         
         476426.08    3774924.36        9.69412                      476446.08    
3774924.36        9.79884                         
         476466.08    3774924.36        9.88284                      476486.08    
3774924.36        9.95066                         
         476506.08    3774924.36       10.00160                      476526.08    
3774924.36       10.03516                         
         476546.08    3774924.36       10.05223                      476566.08    
3774924.36       10.05122                         
         476586.08    3774924.36       10.03056                      476606.08    
3774924.36        9.99359                         
         476626.08    3774924.36        9.93932                      476646.08    
3774924.36        9.86601                         
         476666.08    3774924.36        9.78159                      476686.08    
3774924.36        9.68427                         
         476706.08    3774924.36        9.57427                      476726.08    
3774924.36        9.45281                         
         476746.08    3774924.36        9.31966                      476766.08    
3774924.36        9.17379                         



         476786.08    3774924.36        9.02489                      476806.08    
3774924.36        8.87079                         
         476826.08    3774924.36        8.71161                      476846.08    
3774924.36        8.54850                         
         476866.08    3774924.36        8.38251                      476886.08    
3774924.36        8.21461                         
         476906.08    3774924.36        8.04155                      476926.08    
3774924.36        7.86877                         
         476946.08    3774924.36        7.70032                      476966.08    
3774924.36        7.53287                         
         476986.08    3774924.36        7.36536                      477006.08    
3774924.36        7.19633                         
         477026.08    3774924.36        7.03400                      477046.08    
3774924.36        6.87543                         
         477066.08    3774924.36        6.71980                      477086.08    
3774924.36        6.56733                         
         477106.08    3774924.36        5.89283                      477126.08    
3774924.36        5.42896                         
         477146.08    3774924.36        5.29289                      477166.08    
3774924.36        5.18370                         
         477186.08    3774924.36        5.07722                      477206.08    
3774924.36        4.88297                         
         477226.08    3774924.36        4.72000                      477246.08    
3774924.36        4.62655                         
         477266.08    3774924.36        4.53573                      477286.08    
3774924.36        4.44751                         
         477306.08    3774924.36        4.36187                      477326.08    
3774924.36        4.27876                         
         477346.08    3774924.36        4.19813                      477366.08    
3774924.36        4.11992                         
         477386.08    3774924.36        4.04408                      477406.08    
3774924.36        3.93064                         
         477426.08    3774924.36        3.84325                      477446.08    
3774924.36        3.73121                         
         477466.08    3774924.36        3.63235                      477486.08    
3774924.36        3.57133                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 337
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 



                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774924.36        3.51214                      477526.08    
3774924.36        3.45473                         
         475946.08    3774944.36        5.46682                      475966.08    
3774944.36        5.61171                         
         475986.08    3774944.36        5.76015                      476006.08    
3774944.36        5.91201                         
         476026.08    3774944.36        6.06987                      476046.08    
3774944.36        6.23666                         
         476066.08    3774944.36        6.39970                      476086.08    
3774944.36        6.56386                         
         476106.08    3774944.36        6.73021                      476126.08    
3774944.36        6.89833                         
         476146.08    3774944.36        7.06775                      476166.08    
3774944.36        7.23790                         
         476186.08    3774944.36        7.40818                      476206.08    
3774944.36        7.58128                         
         476226.08    3774944.36        7.76010                      476246.08    
3774944.36        7.92856                         
         476266.08    3774944.36        8.09222                      476286.08    
3774944.36        8.25180                         
         476306.08    3774944.36        8.41438                      476326.08    
3774944.36        8.56912                         
         476346.08    3774944.36        8.71050                      476366.08    
3774944.36        8.84342                         
         476386.08    3774944.36        8.96675                      476406.08    
3774944.36        9.07938                         
         476426.08    3774944.36        9.18732                      476446.08    
3774944.36        9.28066                         
         476466.08    3774944.36        9.35543                      476486.08    
3774944.36        9.41585                         
         476506.08    3774944.36        9.46132                      476526.08    
3774944.36        9.49143                         
         476546.08    3774944.36        9.50782                      476566.08    
3774944.36        9.50522                         
         476586.08    3774944.36        9.48844                      476606.08    



3774944.36        9.45665                         
         476626.08    3774944.36        9.40909                      476646.08    
3774944.36        9.34452                         
         476666.08    3774944.36        9.27004                      476686.08    
3774944.36        9.18397                         
         476706.08    3774944.36        9.08643                      476726.08    
3774944.36        8.97844                         
         476746.08    3774944.36        8.85971                      476766.08    
3774944.36        8.72922                         
         476786.08    3774944.36        8.59573                      476806.08    
3774944.36        8.45720                         
         476826.08    3774944.36        8.31370                      476846.08    
3774944.36        8.16625                         
         476866.08    3774944.36        8.01579                      476886.08    
3774944.36        7.86318                         
         476906.08    3774944.36        7.70541                      476926.08    
3774944.36        7.54749                         
         476946.08    3774944.36        7.39316                      476966.08    
3774944.36        7.23937                         
         476986.08    3774944.36        7.08513                      477006.08    
3774944.36        6.92905                         
         477026.08    3774944.36        6.77884                      477046.08    
3774944.36        6.63176                         
         477066.08    3774944.36        6.48706                      477086.08    
3774944.36        6.34498                         
         477106.08    3774944.36        5.69253                      477126.08    
3774944.36        5.24474                         
         477146.08    3774944.36        5.11643                      477166.08    
3774944.36        5.01390                         
         477186.08    3774944.36        4.91368                      477206.08    
3774944.36        4.72745                         
         477226.08    3774944.36        4.57137                      477246.08    
3774944.36        4.48284                         
         477266.08    3774944.36        4.39663                      477286.08    
3774944.36        4.31275                         
         477306.08    3774944.36        4.23116                      477326.08    
3774944.36        4.15185                         
         477346.08    3774944.36        4.07478                      477366.08    
3774944.36        3.99991                         
         477386.08    3774944.36        3.92719                      477406.08    
3774944.36        3.80435                         
         477426.08    3774944.36        3.66976                      477446.08    
3774944.36        3.59285                         
         477466.08    3774944.36        3.52806                      477486.08    
3774944.36        3.46914                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    



                                  PAGE 338
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774944.36        3.41192                      477526.08    
3774944.36        3.35636                         
         475946.08    3774964.36        5.31547                      475966.08    
3774964.36        5.45137                         
         475986.08    3774964.36        5.59032                      476006.08    
3774964.36        5.73218                         
         476026.08    3774964.36        5.87935                      476046.08    
3774964.36        6.03459                         
         476066.08    3774964.36        6.18590                      476086.08    
3774964.36        6.33788                         
         476106.08    3774964.36        6.49154                      476126.08    
3774964.36        6.64648                         
         476146.08    3774964.36        6.80224                      476166.08    
3774964.36        6.95831                         
         476186.08    3774964.36        7.11413                      476206.08    
3774964.36        7.27221                         
         476226.08    3774964.36        7.43525                      476246.08    
3774964.36        7.58834                         
         476266.08    3774964.36        7.73671                      476286.08    
3774964.36        7.88106                         
         476306.08    3774964.36        8.02796                      476326.08    
3774964.36        8.16746                         
         476346.08    3774964.36        8.29458                      476366.08    
3774964.36        8.41388                         
         476386.08    3774964.36        8.52441                      476406.08    
3774964.36        8.62524                         



         476426.08    3774964.36        8.72189                      476446.08    
3774964.36        8.80540                         
         476466.08    3774964.36        8.87223                      476486.08    
3774964.36        8.92626                         
         476506.08    3774964.36        8.96701                      476526.08    
3774964.36        8.99413                         
         476546.08    3774964.36        9.00912                      476566.08    
3774964.36        9.00702                         
         476586.08    3774964.36        8.99275                      476606.08    
3774964.36        8.96500                         
         476626.08    3774964.36        8.92314                      476646.08    
3774964.36        8.86606                         
         476666.08    3774964.36        8.80011                      476686.08    
3774964.36        8.72372                         
         476706.08    3774964.36        8.63693                      476726.08    
3774964.36        8.54061                         
         476746.08    3774964.36        8.43443                      476766.08    
3774964.36        8.31738                         
         476786.08    3774964.36        8.19739                      476806.08    
3774964.36        8.07256                         
         476826.08    3774964.36        7.94292                      476846.08    
3774964.36        7.80935                         
         476866.08    3774964.36        7.67270                      476886.08    
3774964.36        7.53375                         
         476906.08    3774964.36        7.38970                      476926.08    
3774964.36        7.24515                         
         476946.08    3774964.36        7.10357                      476966.08    
3774964.36        6.95987                         
         476986.08    3774964.36        6.81661                      477006.08    
3774964.36        6.67515                         
         477026.08    3774964.36        6.53663                      477046.08    
3774964.36        6.40012                         
         477066.08    3774964.36        6.26553                      477086.08    
3774964.36        5.35675                         
         477106.08    3774964.36        5.20365                      477126.08    
3774964.36        5.05638                         
         477146.08    3774964.36        4.94862                      477166.08    
3774964.36        4.85234                         
         477186.08    3774964.36        4.75804                      477206.08    
3774964.36        4.57951                         
         477226.08    3774964.36        4.43005                      477246.08    
3774964.36        4.34622                         
         477266.08    3774964.36        4.26444                      477286.08    
3774964.36        4.18472                         
         477306.08    3774964.36        4.10706                      477326.08    
3774964.36        4.03144                         
         477346.08    3774964.36        3.95783                      477366.08    
3774964.36        3.88621                         
         477386.08    3774964.36        3.81655                      477406.08    
3774964.36        3.69584                         



         477426.08    3774964.36        3.56258                      477446.08    
3774964.36        3.48832                         
         477466.08    3774964.36        3.42987                      477486.08    
3774964.36        3.37304                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 339
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774964.36        3.31780                      477526.08    
3774964.36        3.26409                         
         475946.08    3774984.36        5.16872                      475966.08    
3774984.36        5.29622                         
         475986.08    3774984.36        5.42632                      476006.08    
3774984.36        5.55889                         
         476026.08    3774984.36        5.69617                      476046.08    
3774984.36        5.84075                         
         476066.08    3774984.36        5.98127                      476086.08    
3774984.36        6.12211                         
         476106.08    3774984.36        6.26418                      476126.08    
3774984.36        6.40713                         
         476146.08    3774984.36        6.55052                      476166.08    
3774984.36        6.69388                         
         476186.08    3774984.36        6.83872                      476206.08    
3774984.36        6.98412                         
         476226.08    3774984.36        7.13060                      476246.08    



3774984.36        7.26964                         
         476266.08    3774984.36        7.40521                      476286.08    
3774984.36        7.53842                         
         476306.08    3774984.36        7.66992                      476326.08    
3774984.36        7.79452                         
         476346.08    3774984.36        7.90914                      476366.08    
3774984.36        8.01655                         
         476386.08    3774984.36        8.11661                      476406.08    
3774984.36        8.20919                         
         476426.08    3774984.36        8.29459                      476446.08    
3774984.36        8.36832                         
         476466.08    3774984.36        8.42826                      476486.08    
3774984.36        8.47677                         
         476506.08    3774984.36        8.51379                      476526.08    
3774984.36        8.53919                         
         476546.08    3774984.36        8.55158                      476566.08    
3774984.36        8.55020                         
         476586.08    3774984.36        8.53787                      476606.08    
3774984.36        8.51285                         
         476626.08    3774984.36        8.47557                      476646.08    
3774984.36        8.42574                         
         476666.08    3774984.36        8.36731                      476686.08    
3774984.36        8.29928                         
         476706.08    3774984.36        8.22181                      476726.08    
3774984.36        8.13481                         
         476746.08    3774984.36        8.03920                      476766.08    
3774984.36        7.93494                         
         476786.08    3774984.36        7.82702                      476806.08    
3774984.36        7.71428                         
         476826.08    3774984.36        7.59690                      476846.08    
3774984.36        7.47567                         
         476866.08    3774984.36        7.34964                      476886.08    
3774984.36        7.22297                         
         476906.08    3774984.36        7.09208                      476926.08    
3774984.36        6.96035                         
         476946.08    3774984.36        6.83030                      476966.08    
3774984.36        6.69656                         
         476986.08    3774984.36        6.56360                      477006.08    
3774984.36        6.43459                         
         477026.08    3774984.36        6.30655                      477046.08    
3774984.36        6.17977                         
         477066.08    3774984.36        6.05451                      477086.08    
3774984.36        5.14484                         
         477106.08    3774984.36        4.97434                      477126.08    
3774984.36        4.88082                         
         477146.08    3774984.36        4.78881                      477166.08    
3774984.36        4.69840                         
         477186.08    3774984.36        4.60968                      477206.08    
3774984.36        4.43854                         
         477226.08    3774984.36        4.29542                      477246.08    



3774984.36        4.21607                         
         477266.08    3774984.36        4.13852                      477286.08    
3774984.36        4.06280                         
         477306.08    3774984.36        3.98891                      477326.08    
3774984.36        3.91684                         
         477346.08    3774984.36        3.84659                      477366.08    
3774984.36        3.77814                         
         477386.08    3774984.36        3.71146                      477406.08    
3774984.36        3.59456                         
         477426.08    3774984.36        3.46497                      477446.08    
3774984.36        3.39328                         
         477466.08    3774984.36        3.33702                      477486.08    
3774984.36        3.28227                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 340
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3774984.36        3.22898                      477526.08    
3774984.36        3.17712                         
         475946.08    3775004.36        5.02655                      475966.08    
3775004.36        5.14620                         
         475986.08    3775004.36        5.26807                      476006.08    
3775004.36        5.39200                         
         476026.08    3775004.36        5.52013                      476046.08    
3775004.36        5.65487                         



         476066.08    3775004.36        5.78548                      476086.08    
3775004.36        5.91609                         
         476106.08    3775004.36        6.04760                      476126.08    
3775004.36        6.17963                         
         476146.08    3775004.36        6.31180                      476166.08    
3775004.36        6.44367                         
         476186.08    3775004.36        6.58100                      476206.08    
3775004.36        6.71605                         
         476226.08    3775004.36        6.84481                      476246.08    
3775004.36        6.97078                         
         476266.08    3775004.36        7.09585                      476286.08    
3775004.36        7.22155                         
         476306.08    3775004.36        7.33776                      476326.08    
3775004.36        7.44762                         
         476346.08    3775004.36        7.55126                      476366.08    
3775004.36        7.64825                         
         476386.08    3775004.36        7.73992                      476406.08    
3775004.36        7.82712                         
         476426.08    3775004.36        7.90132                      476446.08    
3775004.36        7.96531                         
         476466.08    3775004.36        8.01926                      476486.08    
3775004.36        8.06296                         
         476506.08    3775004.36        8.09708                      476526.08    
3775004.36        8.11913                         
         476546.08    3775004.36        8.12981                      476566.08    
3775004.36        8.12994                         
         476586.08    3775004.36        8.11926                      476606.08    
3775004.36        8.09564                         
         476626.08    3775004.36        8.06157                      476646.08    
3775004.36        8.01940                         
         476666.08    3775004.36        7.96773                      476686.08    
3775004.36        7.90695                         
         476706.08    3775004.36        7.83761                      476726.08    
3775004.36        7.75756                         
         476746.08    3775004.36        7.67033                      476766.08    
3775004.36        7.57904                         
         476786.08    3775004.36        7.48207                      476806.08    
3775004.36        7.38002                         
         476826.08    3775004.36        7.27352                      476846.08    
3775004.36        7.16327                         
         476866.08    3775004.36        7.04407                      476886.08    
3775004.36        6.92847                         
         476906.08    3775004.36        6.81082                      476926.08    
3775004.36        6.69184                         
         476946.08    3775004.36        6.57222                      476966.08    
3775004.36        6.44890                         
         476986.08    3775004.36        6.32606                      477006.08    
3775004.36        6.20663                         
         477026.08    3775004.36        6.08786                      477046.08    
3775004.36        5.97004                         



         477066.08    3775004.36        5.85339                      477086.08    
3775004.36        4.97211                         
         477106.08    3775004.36        4.81018                      477126.08    
3775004.36        4.72270                         
         477146.08    3775004.36        4.63645                      477166.08    
3775004.36        4.55155                         
         477186.08    3775004.36        4.46808                      477206.08    
3775004.36        4.30400                         
         477226.08    3775004.36        4.16696                      477246.08    
3775004.36        4.09186                         
         477266.08    3775004.36        4.01835                      477286.08    
3775004.36        3.94645                         
         477306.08    3775004.36        3.87617                      477326.08    
3775004.36        3.80753                         
         477346.08    3775004.36        3.74051                      477366.08    
3775004.36        3.67511                         
         477386.08    3775004.36        3.61133                      477406.08    
3775004.36        3.49816                         
         477426.08    3775004.36        3.37219                      477446.08    
3775004.36        3.30301                         
         477466.08    3775004.36        3.24891                      477486.08    
3775004.36        3.19620                         
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 341
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE PERIOD ( 43848 HRS) AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP: ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

       X-COORD (M)   Y-COORD (M)        CONC                       X-COORD (M)   
Y-COORD (M)        CONC
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -



- - - - - - - - - - - - - - - - - - - - - - -
         477506.08    3775004.36        3.14484                      477526.08    
3775004.36        3.09480                         
         475946.08    3775024.36        4.88891                      475966.08    
3775024.36        5.00123                         
         475986.08    3775024.36        5.11543                      476006.08    
3775024.36        5.23461                         
         476026.08    3775024.36        5.35572                      476046.08    
3775024.36        5.47732                         
         476066.08    3775024.36        5.59816                      476086.08    
3775024.36        5.71942                         
         476106.08    3775024.36        5.84126                      476126.08    
3775024.36        5.96335                         
         476146.08    3775024.36        6.08534                      476166.08    
3775024.36        6.20681                         
         476186.08    3775024.36        6.33347                      476206.08    
3775024.36        6.45765                         
         476226.08    3775024.36        6.57518                      476246.08    
3775024.36        6.69022                         
         476266.08    3775024.36        6.80448                      476286.08    
3775024.36        6.91951                         
         476306.08    3775024.36        7.02493                      476326.08    
3775024.36        7.12441                         
         476346.08    3775024.36        7.21837                      476366.08    
3775024.36        7.30619                         
         476386.08    3775024.36        7.38922                      476406.08    
3775024.36        7.46846                         
         476426.08    3775024.36        7.53526                                     
                                               
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 342
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)



 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476426.08   3773784.36       32.98065  (14012317)                476446.08  
3773784.36       32.45399  (14012317)          
        476466.08   3773784.36       32.73986  (15103021)                476486.08  
3773784.36       33.00777  (15103021)          
        476506.08   3773784.36       32.71071  (12021703)                476526.08  
3773784.36       32.32608  (12021703)          
        476546.08   3773784.36       32.97882  (12102519)                475526.08  
3773804.36       12.10410  (15101007)          
        475546.08   3773804.36       12.37860  (15101007)                475566.08  
3773804.36       12.61365  (15101007)          
        475586.08   3773804.36       12.86387  (15101007)                475606.08  
3773804.36       13.16027  (13120108)          
        475626.08   3773804.36       13.48908  (13120108)                475646.08  
3773804.36       13.80367  (13120108)          
        475666.08   3773804.36       14.09644  (13120108)                475686.08  
3773804.36       14.36157  (13120108)          
        475706.08   3773804.36       14.59739  (13120108)                475726.08  
3773804.36       15.03343  (14012117)          
        475746.08   3773804.36       15.46572  (14012117)                475766.08  
3773804.36       15.86665  (14012117)          
        475786.08   3773804.36       16.24998  (14012117)                475806.08  
3773804.36       16.66497  (16020908)          
        475826.08   3773804.36       17.19148  (16020908)                475846.08  
3773804.36       17.65823  (16020908)          
        475866.08   3773804.36       18.06863  (16020908)                475886.08  
3773804.36       18.41222  (16020908)          
        475906.08   3773804.36       18.70385  (15120508)                475926.08  
3773804.36       19.22056  (16061906)          
        475946.08   3773804.36       19.96154  (16061906)                475966.08  
3773804.36       20.62267  (16061906)          
        475986.08   3773804.36       21.20423  (12100207)                476006.08  
3773804.36       22.05770  (12100207)          
        476426.08   3773804.36       34.73925  (14012317)                476446.08  
3773804.36       34.31504  (14012317)          
        476466.08   3773804.36       34.36973  (15103021)                476486.08  
3773804.36       34.74246  (15103021)          
        476506.08   3773804.36       34.43510  (12021703)                476526.08  
3773804.36       34.05772  (12021703)          
        476546.08   3773804.36       34.73264  (12102519)                476566.08  
3773804.36       35.01506  (12102519)          
        476586.08   3773804.36       35.08892  (13103118)                476606.08  
3773804.36       34.50484  (13103118)          
        476626.08   3773804.36       33.31726  (16030807)                476646.08  
3773804.36       32.60312  (16030807)          
        476666.08   3773804.36       31.44871  (15030205)                476686.08  
3773804.36       31.19725  (12012408)          
        476706.08   3773804.36       32.06756  (12012408)                476726.08  
3773804.36       32.33355  (12012408)          



        476746.08   3773804.36       32.01018  (12012408)                476766.08  
3773804.36       31.14408  (12012408)          
        476786.08   3773804.36       29.85291  (14100220)                476846.08  
3773804.36       28.62553  (12110517)          
        476866.08   3773804.36       28.07032  (12110517)                476886.08  
3773804.36       27.18450  (12110517)          
        476906.08   3773804.36       26.14247  (16121624)                476926.08  
3773804.36       25.12895  (16121624)          
        476946.08   3773804.36       23.89827  (16121624)                476966.08  
3773804.36       23.57290  (12010717)          
        476986.08   3773804.36       23.41267  (12010717)                477006.08  
3773804.36       23.05472  (12010717)          
        477026.08   3773804.36       22.52320  (12010717)                477046.08  
3773804.36       21.84400  (12010717)          
        475526.08   3773824.36       12.22683  (15101007)                475546.08  
3773824.36       12.53979  (15101007)          
        475566.08   3773824.36       12.84857  (15101007)                475586.08  
3773824.36       13.13764  (15101007)          
        475606.08   3773824.36       13.40386  (15101007)                475626.08  
3773824.36       13.63887  (15101007)          
        475646.08   3773824.36       13.96412  (13120108)                475666.08  
3773824.36       14.31761  (13120108)          
        475686.08   3773824.36       14.65058  (13120108)                475706.08  
3773824.36       14.95871  (13120108)          
        475726.08   3773824.36       15.23735  (13120108)                475746.08  
3773824.36       15.58639  (14012117)          
        475766.08   3773824.36       16.10277  (14012117)                475786.08  
3773824.36       16.59224  (14012117)          
        475806.08   3773824.36       17.03742  (14012117)                475826.08  
3773824.36       17.41544  (14012117)          
        475846.08   3773824.36       17.93023  (16020908)                475866.08  
3773824.36       18.45576  (16020908)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 343
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475886.08   3773824.36       18.96789  (16020908)                475906.08  
3773824.36       19.38682  (16020908)          
        475926.08   3773824.36       19.64137  (16020908)                475946.08  
3773824.36       20.13909  (16061906)          
        475966.08   3773824.36       20.95246  (16061906)                475986.08  
3773824.36       21.67514  (16061906)          
        476006.08   3773824.36       22.41741  (12100207)                476426.08  
3773824.36       36.62640  (14012317)          
        476446.08   3773824.36       36.33243  (14012317)                476466.08  
3773824.36       36.13221  (15103021)          
        476486.08   3773824.36       36.63093  (15103021)                476506.08  
3773824.36       36.33128  (15103021)          
        476526.08   3773824.36       35.95246  (12021703)                476546.08  
3773824.36       36.65134  (12102519)          
        476566.08   3773824.36       36.92288  (12102519)                476586.08  
3773824.36       36.98333  (13103118)          
        476606.08   3773824.36       36.26365  (13103118)                476626.08  
3773824.36       35.06426  (16030807)          
        476646.08   3773824.36       34.15929  (16030807)                476666.08  
3773824.36       33.09934  (15030205)          
        476686.08   3773824.36       33.27330  (12012408)                476706.08  
3773824.36       33.99723  (12012408)          
        476726.08   3773824.36       34.04849  (12012408)                476746.08  
3773824.36       33.45908  (12012408)          
        476766.08   3773824.36       32.29582  (12012408)                476786.08  
3773824.36       31.17294  (14100220)          
        476846.08   3773824.36       29.88557  (12110517)                476866.08  
3773824.36       29.05108  (12110517)          
        476886.08   3773824.36       27.88700  (12110517)                476906.08  
3773824.36       26.84746  (16121624)          
        476926.08   3773824.36       25.59061  (16121624)                476946.08  
3773824.36       24.91101  (12010717)          
        476966.08   3773824.36       24.75409  (12010717)                476986.08  
3773824.36       24.37574  (12010717)          
        477006.08   3773824.36       23.81232  (12010717)                477026.08  
3773824.36       23.08230  (12010717)          
        477046.08   3773824.36       22.56556  (14031818)                477066.08  
3773824.36       22.09751  (14031818)          
        477086.08   3773824.36       21.48338  (14031818)                475526.08  
3773844.36       12.34850  (14100307)          
        475546.08   3773844.36       12.65789  (14100307)                475566.08  
3773844.36       12.99260  (14100307)          
        475586.08   3773844.36       13.32128  (15101007)                475606.08  
3773844.36       13.63189  (15101007)          
        475626.08   3773844.36       13.92702  (15101007)                475646.08  



3773844.36       14.20346  (15101007)          
        475666.08   3773844.36       14.45776  (15101007)                475686.08  
3773844.36       14.84574  (13120108)          
        475706.08   3773844.36       15.24103  (13120108)                475726.08  
3773844.36       15.61028  (13120108)          
        475746.08   3773844.36       15.93850  (13120108)                475766.08  
3773844.36       16.27534  (13120108)          
        475786.08   3773844.36       16.80643  (14012117)                475806.08  
3773844.36       17.32497  (14012117)          
        475826.08   3773844.36       17.80481  (14012117)                475846.08  
3773844.36       18.24349  (14012117)          
        475866.08   3773844.36       18.74874  (16020908)                475886.08  
3773844.36       19.40410  (16020908)          
        475906.08   3773844.36       19.96552  (16020908)                475926.08  
3773844.36       20.35343  (16020908)          
        475946.08   3773844.36       20.70799  (16020908)                475966.08  
3773844.36       21.17317  (16061906)          
        475986.08   3773844.36       22.07148  (16061906)                476006.08  
3773844.36       22.95637  (16061906)          
        476426.08   3773844.36       38.65220  (14012317)                476446.08  
3773844.36       38.52276  (14012317)          
        476466.08   3773844.36       38.04195  (15103021)                476486.08  
3773844.36       38.69251  (15103021)          
        476506.08   3773844.36       38.45223  (15103021)                476526.08  
3773844.36       38.03279  (12021703)          
        476546.08   3773844.36       38.75768  (12102519)                476566.08  
3773844.36       39.01332  (12102519)          
        476586.08   3773844.36       39.05239  (13103118)                476606.08  
3773844.36       38.17085  (13103118)          
        476626.08   3773844.36       36.95169  (16030807)                476646.08  
3773844.36       35.81993  (16030807)          
        476666.08   3773844.36       34.85815  (15030205)                476686.08  
3773844.36       35.50475  (12012408)          
        476706.08   3773844.36       36.03815  (12012408)                476726.08  
3773844.36       35.82588  (12012408)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 344
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476746.08   3773844.36       34.92147  (12012408)                476766.08  
3773844.36       33.41559  (12012408)          
        476786.08   3773844.36       32.46923  (14100220)                476846.08  
3773844.36       31.08375  (12110517)          
        476866.08   3773844.36       29.93543  (12110517)                476886.08  
3773844.36       28.73092  (16121624)          
        476906.08   3773844.36       27.43198  (16121624)                476926.08  
3773844.36       26.36273  (12010717)          
        476946.08   3773844.36       26.24243  (12010717)                476966.08  
3773844.36       25.84826  (12010717)          
        476986.08   3773844.36       25.23122  (12010717)                477006.08  
3773844.36       24.44461  (12010717)          
        477026.08   3773844.36       23.85745  (14031818)                477046.08  
3773844.36       23.33950  (14031818)          
        477066.08   3773844.36       22.68017  (14031818)                477086.08  
3773844.36       21.89079  (14031818)          
        477106.08   3773844.36       21.01028  (14031818)                475526.08  
3773864.36       12.38037  (14100307)          
        475546.08   3773864.36       12.73298  (14100307)                475566.08  
3773864.36       13.11553  (14100307)          
        475586.08   3773864.36       13.45059  (14100307)                475606.08  
3773864.36       13.76935  (15101007)          
        475626.08   3773864.36       14.12346  (15101007)                475646.08  
3773864.36       14.46353  (15101007)          
        475666.08   3773864.36       14.78608  (15101007)                475686.08  
3773864.36       15.08734  (15101007)          
        475706.08   3773864.36       15.44051  (13120108)                475726.08  
3773864.36       15.91853  (13120108)          
        475746.08   3773864.36       16.33350  (13120108)                475766.08  
3773864.36       16.72415  (13120108)          
        475786.08   3773864.36       17.07922  (13120108)                475806.08  
3773864.36       17.48026  (14012117)          
        475826.08   3773864.36       18.06635  (14012117)                475846.08  
3773864.36       18.63699  (14012117)          
        475866.08   3773864.36       19.20875  (14012117)                475886.08  
3773864.36       19.69566  (16020908)          
        475906.08   3773864.36       20.37524  (16020908)                475926.08  
3773864.36       20.98078  (16020908)          
        475946.08   3773864.36       21.51250  (16020908)                475966.08  
3773864.36       21.94969  (16020908)          
        475986.08   3773864.36       22.39466  (15120508)                476006.08  
3773864.36       23.44122  (16061906)          



        476026.08   3773864.36       24.41096  (16061906)                476426.08  
3773864.36       40.82703  (14012317)          
        476446.08   3773864.36       40.90447  (14012317)                476466.08  
3773864.36       40.16997  (14030720)          
        476486.08   3773864.36       40.94969  (15103021)                476506.08  
3773864.36       40.78635  (15103021)          
        476526.08   3773864.36       40.32541  (12021703)                476546.08  
3773864.36       41.07865  (12102519)          
        476566.08   3773864.36       41.34422  (13103118)                476586.08  
3773864.36       41.31911  (13103118)          
        476606.08   3773864.36       40.24354  (13103118)                476626.08  
3773864.36       38.99379  (16030807)          
        476646.08   3773864.36       37.59186  (16030807)                476666.08  
3773864.36       36.75963  (12012408)          
        476686.08   3773864.36       37.89965  (12012408)                476706.08  
3773864.36       38.18871  (12012408)          
        476726.08   3773864.36       37.65539  (12012408)                476746.08  
3773864.36       36.38046  (12012408)          
        476766.08   3773864.36       34.95166  (14100220)                476786.08  
3773864.36       34.05380  (12110517)          
        476846.08   3773864.36       32.18951  (12110517)                476866.08  
3773864.36       30.80813  (16121624)          
        476886.08   3773864.36       29.47125  (16121624)                476906.08  
3773864.36       27.94418  (12010717)          
        476926.08   3773864.36       27.85641  (12010717)                476946.08  
3773864.36       27.47583  (12010717)          
        476966.08   3773864.36       26.81973  (12010717)                476986.08  
3773864.36       25.94918  (12010717)          
        477006.08   3773864.36       25.28142  (14031818)                477026.08  
3773864.36       24.70601  (14031818)          
        477046.08   3773864.36       23.97325  (14031818)                477066.08  
3773864.36       23.11270  (14031818)          
        477086.08   3773864.36       22.15136  (14031818)                477106.08  
3773864.36       21.11118  (14031818)          
        475526.08   3773884.36       12.43853  (14051306)                475546.08  
3773884.36       12.75848  (14100307)          
        475566.08   3773884.36       13.15618  (14100307)                475586.08  
3773884.36       13.53468  (14100307)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475606.08   3773884.36       13.90336  (14100307)                475626.08  
3773884.36       14.26332  (14100307)          
        475646.08   3773884.36       14.62198  (15101007)                475666.08  
3773884.36       15.01157  (15101007)          
        475686.08   3773884.36       15.38533  (15101007)                475706.08  
3773884.36       15.78729  (15101007)          
        475726.08   3773884.36       16.15970  (15101007)                475746.08  
3773884.36       16.55041  (13120108)          
        475766.08   3773884.36       17.02688  (13120108)                475786.08  
3773884.36       17.47595  (13120108)          
        475806.08   3773884.36       17.89077  (13120108)                475826.08  
3773884.36       18.30536  (13120108)          
        475846.08   3773884.36       18.92629  (14012117)                475866.08  
3773884.36       19.58699  (14012117)          
        475886.08   3773884.36       20.17576  (14012117)                475906.08  
3773884.36       20.69774  (14012117)          
        475926.08   3773884.36       21.37413  (16020908)                475946.08  
3773884.36       22.07379  (16020908)          
        475966.08   3773884.36       22.71254  (16020908)                475986.08  
3773884.36       23.29796  (16020908)          
        476006.08   3773884.36       23.81091  (15120508)                476026.08  
3773884.36       24.83397  (16061906)          
        476046.08   3773884.36       25.83955  (16061906)                476426.08  
3773884.36       43.07867  (14012317)          
        476446.08   3773884.36       43.49801  (14012317)                476466.08  
3773884.36       42.69075  (14012317)          
        476486.08   3773884.36       43.42872  (15103021)                476506.08  
3773884.36       43.36469  (15103021)          
        476526.08   3773884.36       42.86214  (12021703)                476546.08  
3773884.36       43.64644  (12102519)          
        476566.08   3773884.36       43.94029  (13103118)                476586.08  
3773884.36       43.81041  (13103118)          
        476606.08   3773884.36       42.50119  (13103118)                476626.08  
3773884.36       41.18980  (16030807)          
        476646.08   3773884.36       39.49038  (16030807)                476666.08  
3773884.36       39.53813  (12012408)          
        476686.08   3773884.36       40.47672  (12012408)                476706.08  
3773884.36       40.45587  (12012408)          
        476726.08   3773884.36       39.52912  (12012408)                476746.08  



3773884.36       37.81382  (12012408)          
        476766.08   3773884.36       36.54318  (14100220)                476786.08  
3773884.36       36.20176  (12110517)          
        476846.08   3773884.36       33.18080  (12110517)                476866.08  
3773884.36       31.74006  (16121624)          
        476886.08   3773884.36       30.05267  (16121624)                476906.08  
3773884.36       29.84706  (16123116)          
        476926.08   3773884.36       29.26018  (12010717)                476946.08  
3773884.36       28.58417  (12010717)          
        476966.08   3773884.36       27.65288  (12010717)                476986.08  
3773884.36       26.87872  (14031818)          
        477006.08   3773884.36       26.21909  (14031818)                477026.08  
3773884.36       25.39762  (14031818)          
        477046.08   3773884.36       24.43861  (14031818)                477066.08  
3773884.36       23.37151  (14031818)          
        477086.08   3773884.36       22.22687  (14031818)                477106.08  
3773884.36       21.52353  (16032319)          
        475526.08   3773904.36       12.65831  (14051306)                475546.08  
3773904.36       12.95988  (14051306)          
        475566.08   3773904.36       13.22106  (14051306)                475586.08  
3773904.36       13.52370  (14100307)          
        475606.08   3773904.36       13.94203  (14100307)                475626.08  
3773904.36       14.35670  (14100307)          
        475646.08   3773904.36       14.76499  (14100307)                475666.08  
3773904.36       15.16957  (14100307)          
        475686.08   3773904.36       15.58910  (15101007)                475706.08  
3773904.36       16.06033  (15101007)          
        475726.08   3773904.36       16.50602  (15101007)                475746.08  
3773904.36       16.90021  (15101007)          
        475766.08   3773904.36       17.26619  (15101007)                475786.08  
3773904.36       17.74729  (13120108)          
        475806.08   3773904.36       18.28836  (13120108)                475826.08  
3773904.36       18.83235  (13120108)          
        475846.08   3773904.36       19.32410  (13120108)                475866.08  
3773904.36       19.79548  (14012117)          
        475886.08   3773904.36       20.51598  (14012117)                475906.08  
3773904.36       21.18863  (14012117)          
        475926.08   3773904.36       21.79913  (14012117)                475946.08  
3773904.36       22.44718  (16020908)          
        475966.08   3773904.36       23.28490  (16020908)                475986.08  
3773904.36       24.12152  (16020908)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   



VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476006.08   3773904.36       24.75422  (16020908)                476026.08  
3773904.36       25.24441  (15120508)          
        476046.08   3773904.36       26.28377  (16061906)                476066.08  
3773904.36       27.40783  (16061906)          
        476426.08   3773904.36       45.55150  (14012317)                476446.08  
3773904.36       46.32588  (14012317)          
        476466.08   3773904.36       45.69611  (14012317)                476486.08  
3773904.36       46.16036  (15103021)          
        476506.08   3773904.36       46.22431  (15103021)                476526.08  
3773904.36       45.68124  (12021703)          
        476546.08   3773904.36       46.49978  (12102519)                476566.08  
3773904.36       46.82058  (13103118)          
        476586.08   3773904.36       46.55802  (13103118)                476606.08  
3773904.36       44.96596  (13103118)          
        476626.08   3773904.36       43.57321  (16030807)                476646.08  
3773904.36       41.91814  (15030205)          
        476666.08   3773904.36       42.51452  (12012408)                476686.08  
3773904.36       43.18130  (12012408)          
        476706.08   3773904.36       42.77255  (12012408)                476726.08  
3773904.36       41.41559  (12012408)          
        476746.08   3773904.36       39.57975  (14100220)                476766.08  
3773904.36       38.56811  (12110517)          
        476786.08   3773904.36       38.35505  (12110517)                476798.66  
3773910.67       38.43840  (12110517)          
        476846.08   3773904.36       34.29510  (16121624)                476866.08  
3773904.36       32.50192  (16121624)          
        476886.08   3773904.36       32.45469  (16123116)                476906.08  
3773904.36       31.65518  (16123116)          
        476926.08   3773904.36       30.52947  (12010717)                476946.08  
3773904.36       29.52572  (12010717)          
        476966.08   3773904.36       28.65458  (14031818)                476986.08  
3773904.36       27.92515  (14031818)          
        477006.08   3773904.36       26.97864  (14031818)                477026.08  
3773904.36       25.89942  (14031818)          
        477046.08   3773904.36       24.70826  (14031818)                477066.08  
3773904.36       23.43496  (14031818)          



        477086.08   3773904.36       22.84067  (16032319)                477106.08  
3773904.36       22.37367  (16032319)          
        475526.08   3773924.36       12.78038  (14051306)                475546.08  
3773924.36       13.12636  (14051306)          
        475566.08   3773924.36       13.43493  (14051306)                475586.08  
3773924.36       13.73760  (14051306)          
        475606.08   3773924.36       14.03241  (14051306)                475626.08  
3773924.36       14.34280  (14100307)          
        475646.08   3773924.36       14.80710  (14100307)                475666.08  
3773924.36       15.28732  (14100307)          
        475686.08   3773924.36       15.80356  (14100307)                475706.08  
3773924.36       16.26680  (14100307)          
        475726.08   3773924.36       16.72181  (15101007)                475746.08  
3773924.36       17.20486  (15101007)          
        475766.08   3773924.36       17.66749  (15101007)                475786.08  
3773924.36       18.12506  (15101007)          
        475806.08   3773924.36       18.59575  (15101007)                475826.08  
3773924.36       19.20523  (13120108)          
        475846.08   3773924.36       19.78435  (13120108)                475866.08  
3773924.36       20.31966  (13120108)          
        475886.08   3773924.36       20.80452  (13120108)                475906.08  
3773924.36       21.49663  (14012117)          
        475926.08   3773924.36       22.27212  (14012117)                475946.08  
3773924.36       22.98534  (14012117)          
        475966.08   3773924.36       23.65191  (14012117)                475986.08  
3773924.36       24.68876  (16020908)          
        476006.08   3773924.36       25.54691  (16020908)                476026.08  
3773924.36       26.26560  (16020908)          
        476046.08   3773924.36       26.83838  (16020908)                476066.08  
3773924.36       27.88309  (16061906)          
        476086.08   3773924.36       29.14546  (16061906)                476426.08  
3773924.36       48.33476  (14012317)          
        476446.08   3773924.36       49.41261  (14012317)                476466.08  
3773924.36       49.02134  (14012317)          
        476486.08   3773924.36       49.18084  (15103021)                476506.08  
3773924.36       49.40974  (15103021)          
        476526.08   3773924.36       48.82906  (12021703)                476546.08  
3773924.36       49.68559  (12102519)          
        476566.08   3773924.36       50.03051  (13103118)                476586.08  
3773924.36       49.59944  (13103118)          
        476606.08   3773924.36       47.66308  (13103118)                476626.08  
3773924.36       46.17512  (16030807)          
        476646.08   3773924.36       44.57397  (15030205)                476666.08  
3773924.36       45.78286  (12012408)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476686.08   3773924.36       46.08979  (12012408)                476706.08  
3773924.36       45.19740  (12012408)          
        476726.08   3773924.36       43.28620  (12012408)                476746.08  
3773924.36       41.57630  (14100220)          
        476766.08   3773924.36       41.17425  (12110517)                476786.08  
3773924.36       40.47031  (12110517)          
        476846.08   3773924.36       35.28550  (16121624)                476866.08  
3773924.36       35.38185  (16123116)          
        476886.08   3773924.36       34.68091  (16123116)                476906.08  
3773924.36       32.84757  (16123116)          
        476926.08   3773924.36       31.61456  (12010717)                476946.08  
3773924.36       30.61809  (14031818)          
        476966.08   3773924.36       29.80456  (14031818)                476986.08  
3773924.36       28.76009  (14031818)          
        477006.08   3773924.36       27.52127  (14031818)                477026.08  
3773924.36       26.17957  (14031818)          
        477046.08   3773924.36       24.83522  (15122319)                477066.08  
3773924.36       24.27922  (16032319)          
        477086.08   3773924.36       23.72655  (16032319)                477106.08  
3773924.36       23.06629  (16032319)          
        475526.08   3773944.36       12.84663  (13100607)                475546.08  
3773944.36       13.20186  (14051306)          
        475566.08   3773944.36       13.55515  (14051306)                475586.08  
3773944.36       13.90661  (14051306)          
        475606.08   3773944.36       14.25444  (14051306)                475626.08  
3773944.36       14.59662  (14051306)          
        475646.08   3773944.36       14.93084  (14051306)                475666.08  
3773944.36       15.27525  (14051306)          
        475686.08   3773944.36       15.85648  (14100307)                475706.08  
3773944.36       16.38835  (14100307)          
        475726.08   3773944.36       16.90215  (14100307)                475746.08  
3773944.36       17.40509  (14100307)          
        475766.08   3773944.36       17.91995  (15101007)                475786.08  



3773944.36       18.48238  (15101007)          
        475806.08   3773944.36       19.07363  (15101007)                475826.08  
3773944.36       19.57741  (15101007)          
        475846.08   3773944.36       20.07332  (13120108)                475866.08  
3773944.36       20.74262  (13120108)          
        475886.08   3773944.36       21.42336  (13120108)                475906.08  
3773944.36       22.04936  (13120108)          
        475926.08   3773944.36       22.62341  (14012117)                475946.08  
3773944.36       23.52327  (14012117)          
        475966.08   3773944.36       24.37450  (14012117)                475986.08  
3773944.36       25.17611  (14012117)          
        476006.08   3773944.36       26.11346  (16020908)                476026.08  
3773944.36       27.08404  (16020908)          
        476046.08   3773944.36       27.92965  (16020908)                476066.08  
3773944.36       28.61681  (16020908)          
        476086.08   3773944.36       29.65448  (16061906)                476106.08  
3773944.36       31.07938  (16061906)          
        476126.08   3773944.36       32.29681  (16061906)                476426.08  
3773944.36       51.20998  (14012317)          
        476446.08   3773944.36       52.78448  (14012317)                476466.08  
3773944.36       52.71090  (14012317)          
        476486.08   3773944.36       52.53299  (15103021)                476506.08  
3773944.36       52.92267  (15103021)          
        476526.08   3773944.36       52.18908  (12021703)                476546.08  
3773944.36       53.18187  (12102519)          
        476566.08   3773944.36       53.62521  (13103118)                476586.08  
3773944.36       52.97926  (13103118)          
        476606.08   3773944.36       50.75745  (16030807)                476626.08  
3773944.36       49.00202  (16030807)          
        476646.08   3773944.36       48.05207  (12012408)                476666.08  
3773944.36       49.32716  (12012408)          
        476686.08   3773944.36       49.19333  (12012408)                476706.08  
3773944.36       47.71471  (12012408)          
        476726.08   3773944.36       45.36802  (14100220)                476746.08  
3773944.36       44.19546  (12110517)          
        476766.08   3773944.36       43.78639  (12110517)                476786.08  
3773944.36       42.49181  (12110517)          
        476846.08   3773944.36       38.58495  (16123116)                476866.08  
3773944.36       38.13054  (16123116)          
        476886.08   3773944.36       36.21787  (16123116)                476906.08  
3773944.36       33.96701  (12010717)          
        476926.08   3773944.36       32.82381  (14031818)                476946.08  
3773944.36       31.90203  (14031818)          
        476966.08   3773944.36       30.72711  (14031818)                476986.08  
3773944.36       29.35479  (14031818)          
        477006.08   3773944.36       27.83568  (14031818)                477026.08  
3773944.36       26.43043  (15122319)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              



                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477046.08   3773944.36       25.86386  (16032319)                477066.08  
3773944.36       25.19970  (16032319)          
        477086.08   3773944.36       24.43005  (16032319)                477106.08  
3773944.36       23.57515  (16032319)          
        475526.08   3773964.36       12.88694  (16020608)                475546.08  
3773964.36       13.26743  (13100607)          
        475566.08   3773964.36       13.62690  (13100607)                475586.08  
3773964.36       13.98607  (13100607)          
        475606.08   3773964.36       14.37021  (14051306)                475626.08  
3773964.36       14.76690  (14051306)          
        475646.08   3773964.36       15.17524  (14051306)                475666.08  
3773964.36       15.59153  (14051306)          
        475686.08   3773964.36       16.02395  (14051306)                475706.08  
3773964.36       16.40767  (14051306)          
        475726.08   3773964.36       16.95398  (14100307)                475746.08  
3773964.36       17.53862  (14100307)          
        475766.08   3773964.36       18.13474  (14100307)                475786.08  
3773964.36       18.73586  (14100307)          
        475806.08   3773964.36       19.37705  (15101007)                475826.08  
3773964.36       19.99931  (15101007)          
        475846.08   3773964.36       20.58470  (15101007)                475866.08  
3773964.36       21.13415  (15101007)          
        475886.08   3773964.36       21.82945  (13120108)                475906.08  
3773964.36       22.64679  (13120108)          
        475926.08   3773964.36       23.35189  (13120108)                475946.08  
3773964.36       23.99559  (13120108)          
        475966.08   3773964.36       24.83705  (14012117)                475986.08  
3773964.36       25.82070  (14012117)          
        476006.08   3773964.36       26.72253  (14012117)                476026.08  
3773964.36       27.64171  (16020908)          



        476046.08   3773964.36       28.77084  (16020908)                476066.08  
3773964.36       29.76801  (16020908)          
        476086.08   3773964.36       30.59338  (16020908)                476106.08  
3773964.36       31.62501  (16061906)          
        476126.08   3773964.36       33.24231  (16061906)                476146.08  
3773964.36       34.62781  (16061906)          
        476406.08   3773964.36       58.02209  (13041207)                476426.08  
3773964.36       54.25997  (14012317)          
        476446.08   3773964.36       56.46896  (14012317)                476466.08  
3773964.36       56.81618  (14012317)          
        476486.08   3773964.36       56.26765  (15103021)                476506.08  
3773964.36       56.88731  (15103021)          
        476526.08   3773964.36       55.99627  (12021703)                476546.08  
3773964.36       57.08723  (12102519)          
        476566.08   3773964.36       57.60106  (13103118)                476586.08  
3773964.36       56.74124  (13103118)          
        476606.08   3773964.36       54.36205  (16030807)                476626.08  
3773964.36       52.07401  (16030807)          
        476646.08   3773964.36       52.28983  (12012408)                476666.08  
3773964.36       53.15820  (12012408)          
        476686.08   3773964.36       52.43446  (12012408)                476706.08  
3773964.36       50.19931  (12012408)          
        476726.08   3773964.36       47.92201  (14100220)                476746.08  
3773964.36       47.41696  (12110517)          
        476766.08   3773964.36       46.34222  (12110517)                476786.08  
3773964.36       44.34969  (12110517)          
        476846.08   3773964.36       42.01101  (16123116)                476866.08  
3773964.36       40.10913  (16123116)          
        476886.08   3773964.36       36.85800  (16123116)                476906.08  
3773964.36       35.31626  (14031818)          
        476926.08   3773964.36       34.26541  (14031818)                476946.08  
3773964.36       32.92556  (14031818)          
        476966.08   3773964.36       31.36794  (14031818)                476986.08  
3773964.36       29.65799  (14031818)          
        477006.08   3773964.36       28.31780  (16032319)                477026.08  
3773964.36       27.64320  (16032319)          
        477046.08   3773964.36       26.82705  (16032319)                477066.08  
3773964.36       25.90951  (16032319)          
        477086.08   3773964.36       24.91562  (16032319)                477106.08  
3773964.36       23.97823  (13010720)          
        475526.08   3773984.36       13.00312  (16020608)                475546.08  
3773984.36       13.36813  (16020608)          
        475566.08   3773984.36       13.69690  (16020608)                475586.08  
3773984.36       14.04185  (13100607)          
        475606.08   3773984.36       14.44799  (13100607)                475626.08  
3773984.36       14.85525  (13100607)          
        475646.08   3773984.36       15.31883  (14051306)                475666.08  
3773984.36       15.81433  (14051306)          
        475686.08   3773984.36       16.27145  (14051306)                475706.08  
3773984.36       16.72156  (14051306)          



� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 349
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475726.08   3773984.36       17.16334  (14051306)                475746.08  
3773984.36       17.59428  (14051306)          
        475766.08   3773984.36       18.23476  (14100307)                475786.08  
3773984.36       18.95294  (14100307)          
        475806.08   3773984.36       19.61976  (14100307)                475826.08  
3773984.36       20.27096  (14100307)          
        475846.08   3773984.36       20.94107  (15101007)                475866.08  
3773984.36       21.63373  (15101007)          
        475886.08   3773984.36       22.36858  (15101007)                475906.08  
3773984.36       23.05367  (15101007)          
        475926.08   3773984.36       23.83993  (13120108)                475946.08  
3773984.36       24.67824  (13120108)          
        475966.08   3773984.36       25.45778  (13120108)                475986.08  
3773984.36       26.18201  (14012117)          
        476006.08   3773984.36       27.33056  (14012117)                476026.08  
3773984.36       28.39911  (14012117)          
        476046.08   3773984.36       29.35691  (14012117)                476066.08  
3773984.36       30.62708  (16020908)          
        476086.08   3773984.36       31.80626  (16020908)                476106.08  
3773984.36       32.79965  (16020908)          
        476126.08   3773984.36       33.82747  (16061906)                476146.08  
3773984.36       35.67435  (16061906)          
        476166.08   3773984.36       37.26130  (16061906)                476406.08  
3773984.36       65.69622  (13041207)          
        476426.08   3773984.36       60.77736  (13041207)                476446.08  
3773984.36       60.49352  (14012317)          
        476466.08   3773984.36       61.39651  (14012317)                476486.08  



3773984.36       60.44535  (15103021)          
        476506.08   3773984.36       61.40899  (15103021)                476526.08  
3773984.36       60.47025  (12021703)          
        476546.08   3773984.36       61.46295  (12102519)                476566.08  
3773984.36       61.92864  (13103118)          
        476586.08   3773984.36       60.93301  (13103118)                476606.08  
3773984.36       58.36614  (16030807)          
        476626.08   3773984.36       55.71691  (15030205)                476646.08  
3773984.36       56.97339  (12012408)          
        476666.08   3773984.36       57.27918  (12012408)                476686.08  
3773984.36       55.78419  (12012408)          
        476706.08   3773984.36       52.75764  (14100220)                476726.08  
3773984.36       51.36528  (12110517)          
        476746.08   3773984.36       50.64425  (12110517)                476775.68  
3773975.63       46.65965  (12110517)          
        476793.06   3773974.32       44.29331  (16121624)                476846.08  
3773984.36       44.33299  (16123116)          
        476866.08   3773984.36       41.04807  (16123116)                476886.08  
3773984.36       38.15113  (14031818)          
        476906.08   3773984.36       36.94496  (14031818)                476926.08  
3773984.36       35.40670  (14031818)          
        476946.08   3773984.36       33.62344  (14031818)                476966.08  
3773984.36       31.67434  (14031818)          
        476986.08   3773984.36       30.41780  (16032319)                477006.08  
3773984.36       29.60633  (16032319)          
        477026.08   3773984.36       28.64198  (16032319)                477046.08  
3773984.36       27.55585  (16032319)          
        477066.08   3773984.36       26.36992  (16032319)                477086.08  
3773984.36       25.44085  (13010720)          
        477106.08   3773984.36       24.80293  (16102720)                475526.08  
3774004.36       13.04723  (16020608)          
        475546.08   3774004.36       13.42705  (16020608)                475566.08  
3774004.36       13.79681  (16020608)          
        475586.08   3774004.36       14.16990  (16020608)                475606.08  
3774004.36       14.54515  (16020608)          
        475626.08   3774004.36       14.92119  (16020608)                475646.08  
3774004.36       15.40203  (13100607)          
        475666.08   3774004.36       15.91167  (13100607)                475686.08  
3774004.36       16.38172  (13100607)          
        475706.08   3774004.36       16.89063  (14051306)                475726.08  
3774004.36       17.40929  (14051306)          
        475746.08   3774004.36       17.92500  (14051306)                475766.08  
3774004.36       18.50121  (14051306)          
        475786.08   3774004.36       19.06051  (14051306)                475806.08  
3774004.36       19.68546  (14100307)          
        475826.08   3774004.36       20.44627  (14100307)                475846.08  
3774004.36       21.20156  (14100307)          
        475866.08   3774004.36       21.94388  (14100307)                475886.08  
3774004.36       22.79710  (15101007)          
        475906.08   3774004.36       23.65629  (15101007)                475926.08  



3774004.36       24.41727  (15101007)          
        475946.08   3774004.36       25.12711  (15101007)                475966.08  
3774004.36       26.08920  (13120108)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475986.08   3774004.36       27.02849  (13120108)                476006.08  
3774004.36       27.89256  (13120108)          
        476026.08   3774004.36       28.96232  (14012117)                476046.08  
3774004.36       30.22869  (14012117)          
        476066.08   3774004.36       31.46148  (14012117)                476086.08  
3774004.36       32.85236  (16020908)          
        476106.08   3774004.36       34.26551  (16020908)                476126.08  
3774004.36       35.47847  (16020908)          
        476146.08   3774004.36       36.48387  (16061906)                476166.08  
3774004.36       38.62471  (16061906)          
        476186.08   3774004.36       40.54747  (16061906)                476366.08  
3774004.36       68.18507  (13041207)          
        476386.08   3774004.36       73.29395  (13041207)                476406.08  
3774004.36       74.12607  (13041207)          
        476426.08   3774004.36       70.21843  (13041207)                476446.08  
3774004.36       64.88361  (14012317)          
        476466.08   3774004.36       66.51982  (14012317)                476486.08  
3774004.36       65.45189  (14012317)          
        476506.08   3774004.36       66.55420  (15103021)                476526.08  
3774004.36       65.58303  (12021703)          
        476546.08   3774004.36       66.61280  (12102519)                476566.08  
3774004.36       66.98610  (13103118)          
        476586.08   3774004.36       65.42002  (13103118)                476606.08  
3774004.36       62.71219  (16030807)          



        476626.08   3774004.36       60.29012  (12012408)                476646.08  
3774004.36       62.14010  (12012408)          
        476666.08   3774004.36       61.68078  (12012408)                476686.08  
3774004.36       59.17277  (12012408)          
        476706.08   3774004.36       56.14267  (14100220)                476726.08  
3774004.36       55.46062  (12110517)          
        476746.08   3774004.36       53.80551  (12110517)                476766.08  
3774004.36       50.95509  (12110517)          
        476786.08   3774004.36       50.13207  (16123116)                476846.08  
3774004.36       45.65052  (16123116)          
        476866.08   3774004.36       41.39889  (14031818)                476886.08  
3774004.36       40.00395  (14031818)          
        476906.08   3774004.36       38.22460  (14031818)                476926.08  
3774004.36       36.16854  (14031818)          
        476946.08   3774004.36       33.93235  (14031818)                476966.08  
3774004.36       32.77361  (16032319)          
        476986.08   3774004.36       31.77527  (16032319)                477006.08  
3774004.36       30.61553  (16032319)          
        477026.08   3774004.36       29.33752  (16032319)                477046.08  
3774004.36       28.08116  (13010720)          
        477066.08   3774004.36       27.19103  (16102720)                477086.08  
3774004.36       26.45512  (16102720)          
        477106.08   3774004.36       25.64554  (16102720)                475526.08  
3774024.36       13.18745  (13021518)          
        475546.08   3774024.36       13.49821  (13021518)                475566.08  
3774024.36       13.81824  (15112106)          
        475586.08   3774024.36       14.20242  (16020608)                475606.08  
3774024.36       14.62235  (16020608)          
        475626.08   3774024.36       15.04781  (16020608)                475646.08  
3774024.36       15.53482  (16020608)          
        475666.08   3774024.36       16.01958  (16020608)                475686.08  
3774024.36       16.45910  (16020608)          
        475706.08   3774024.36       16.98932  (13100607)                475726.08  
3774024.36       17.52957  (13100607)          
        475746.08   3774024.36       18.08774  (14051306)                475766.08  
3774024.36       18.75327  (14051306)          
        475786.08   3774024.36       19.41211  (14051306)                475806.08  
3774024.36       20.01060  (14051306)          
        475826.08   3774024.36       20.59932  (14051306)                475846.08  
3774024.36       21.28124  (14100307)          
        475866.08   3774024.36       22.18099  (14100307)                475886.08  
3774024.36       23.12253  (14100307)          
        475906.08   3774024.36       24.03877  (14100307)                475926.08  
3774024.36       24.93682  (15101007)          
        475946.08   3774024.36       25.85407  (15101007)                475966.08  
3774024.36       26.72685  (15101007)          
        475986.08   3774024.36       27.58615  (13120108)                476006.08  
3774024.36       28.71334  (13120108)          
        476026.08   3774024.36       29.78571  (13120108)                476046.08  
3774024.36       30.79052  (13120108)          



        476066.08   3774024.36       32.38912  (14012117)                476086.08  
3774024.36       33.87585  (14012117)          
        476106.08   3774024.36       35.26894  (16020908)                476126.08  
3774024.36       36.96364  (16020908)          
        476146.08   3774024.36       38.44450  (16020908)                476166.08  
3774024.36       39.63273  (16020908)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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                       ***        16:12:48
                                                                                    
                                  PAGE 351
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476186.08   3774024.36       41.93201  (16061906)                476206.08  
3774024.36       44.09545  (16061906)          
        476226.08   3774024.36       46.43374  (12100207)                476366.08  
3774024.36       71.95900  (13041207)          
        476386.08   3774024.36       79.89646  (13041207)                476406.08  
3774024.36       83.27238  (13041207)          
        476426.08   3774024.36       81.01836  (13041207)                476446.08  
3774024.36       73.04518  (13041207)          
        476466.08   3774024.36       72.26299  (14012317)                476486.08  
3774024.36       71.70665  (14012317)          
        476506.08   3774024.36       72.44792  (15103021)                476526.08  
3774024.36       71.47046  (12021703)          
        476546.08   3774024.36       72.56749  (12102519)                476566.08  
3774024.36       72.83116  (13103118)          
        476586.08   3774024.36       70.51089  (13103118)                476606.08  
3774024.36       67.57747  (16030807)          
        476626.08   3774024.36       66.61882  (12012408)                476646.08  
3774024.36       67.82045  (12012408)          
        476666.08   3774024.36       66.33396  (12012408)                476686.08  
3774024.36       62.55840  (12012408)          
        476706.08   3774024.36       60.70399  (12110517)                476726.08  



3774024.36       59.47239  (12110517)          
        476746.08   3774024.36       56.67361  (12110517)                476766.08  
3774024.36       55.37627  (16123116)          
        476786.08   3774024.36       56.44423  (16123116)                476846.08  
3774024.36       45.41084  (16123116)          
        476866.08   3774024.36       43.52299  (14031818)                476886.08  
3774024.36       41.44745  (14031818)          
        476906.08   3774024.36       39.05815  (14031818)                476926.08  
3774024.36       36.47412  (14031818)          
        476946.08   3774024.36       35.42917  (16032319)                476966.08  
3774024.36       34.19933  (16032319)          
        476986.08   3774024.36       32.79932  (16032319)                477006.08  
3774024.36       31.28092  (16032319)          
        477026.08   3774024.36       30.01870  (16102720)                477046.08  
3774024.36       29.19605  (16102720)          
        477066.08   3774024.36       28.24982  (16102720)                477086.08  
3774024.36       27.25366  (16102720)          
        477106.08   3774024.36       26.21056  (16102720)                475526.08  
3774044.36       13.33474  (16020920)          
        475546.08   3774044.36       13.65500  (16020920)                475566.08  
3774044.36       13.98654  (13021518)          
        475586.08   3774044.36       14.34427  (13021518)                475606.08  
3774044.36       14.70610  (13021518)          
        475626.08   3774044.36       15.07438  (15112106)                475646.08  
3774044.36       15.58245  (16020608)          
        475666.08   3774044.36       16.12247  (16020608)                475686.08  
3774044.36       16.62286  (16020608)          
        475706.08   3774044.36       17.12924  (16020608)                475726.08  
3774044.36       17.63972  (16020608)          
        475746.08   3774044.36       18.18997  (13100607)                475766.08  
3774044.36       18.88049  (13100607)          
        475786.08   3774044.36       19.56997  (13100607)                475806.08  
3774044.36       20.26589  (14051306)          
        475826.08   3774044.36       20.96808  (14051306)                475846.08  
3774044.36       21.69819  (14051306)          
        475866.08   3774044.36       22.48685  (14051306)                475886.08  
3774044.36       23.24930  (14100307)          
        475906.08   3774044.36       24.27559  (14100307)                475926.08  
3774044.36       25.29543  (14100307)          
        475946.08   3774044.36       26.30201  (14100307)                475966.08  
3774044.36       27.36010  (15101007)          
        475986.08   3774044.36       28.42385  (15101007)                476006.08  
3774044.36       29.43363  (15101007)          
        476026.08   3774044.36       30.56775  (13120108)                476046.08  
3774044.36       32.02254  (13120108)          
        476066.08   3774044.36       33.27547  (13120108)                476086.08  
3774044.36       34.68045  (14012117)          
        476106.08   3774044.36       36.38751  (14012117)                476126.08  
3774044.36       37.93798  (14012117)          
        476146.08   3774044.36       39.86217  (16020908)                476166.08  



3774044.36       41.66553  (16020908)          
        476186.08   3774044.36       43.14582  (16020908)                476206.08  
3774044.36       45.58708  (16061906)          
        476226.08   3774044.36       48.12812  (16061906)                476246.08  
3774044.36       50.82413  (12100207)          
        476266.08   3774044.36       52.91158  (12100207)                476286.08  
3774044.36       54.46418  (16092407)          
        476366.08   3774044.36       74.82537  (13041207)                476386.08  
3774044.36       86.20000  (13041207)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 352
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476406.08   3774044.36       92.97590  (13041207)                476426.08  
3774044.36       93.25295  (13041207)          
        476446.08   3774044.36       86.31049  (13041207)                476466.08  
3774044.36       78.89682  (15022217)          
        476486.08   3774044.36       78.89749  (14012317)                476506.08  
3774044.36       79.24836  (15103021)          
        476526.08   3774044.36       78.30783  (12021703)                476546.08  
3774044.36       79.48425  (12102519)          
        476566.08   3774044.36       79.63953  (13103118)                476586.08  
3774044.36       76.52551  (13103118)          
        476606.08   3774044.36       73.10478  (16030807)                476626.08  
3774044.36       73.78118  (12012408)          
        476646.08   3774044.36       74.03004  (12012408)                476666.08  
3774044.36       71.17939  (12012408)          
        476686.08   3774044.36       67.00121  (14100220)                476706.08  
3774044.36       65.98846  (12110517)          
        476726.08   3774044.36       63.39778  (12110517)                476746.08  
3774044.36       61.31357  (16123116)          



        476766.08   3774044.36       63.34446  (16123116)                476786.08  
3774044.36       61.73593  (16123116)          
        476846.08   3774044.36       47.67187  (14031818)                476866.08  
3774044.36       45.16226  (14031818)          
        476886.08   3774044.36       42.36121  (14031818)                476906.08  
3774044.36       39.70814  (16032319)          
        476926.08   3774044.36       38.43818  (16032319)                476946.08  
3774044.36       36.91943  (16032319)          
        476966.08   3774044.36       35.22427  (16032319)                476986.08  
3774044.36       33.51620  (13010720)          
        477006.08   3774044.36       32.40740  (16102720)                477026.08  
3774044.36       31.36675  (16102720)          
        477046.08   3774044.36       30.21829  (16102720)                477066.08  
3774044.36       28.97937  (16102720)          
        477086.08   3774044.36       27.81226  (16052720)                477106.08  
3774044.36       26.69351  (14090718)          
        475526.08   3774064.36       13.42528  (16020920)                475546.08  
3774064.36       13.78068  (16020920)          
        475566.08   3774064.36       14.14319  (16020920)                475586.08  
3774064.36       14.51236  (16020920)          
        475606.08   3774064.36       14.90102  (16020920)                475626.08  
3774064.36       15.32469  (16020920)          
        475646.08   3774064.36       15.77560  (13021518)                475666.08  
3774064.36       16.22558  (13021518)          
        475686.08   3774064.36       16.66174  (13021518)                475706.08  
3774064.36       17.19727  (16020608)          
        475726.08   3774064.36       17.77517  (16020608)                475746.08  
3774064.36       18.36299  (16020608)          
        475766.08   3774064.36       19.03429  (16020608)                475786.08  
3774064.36       19.70501  (16020608)          
        475806.08   3774064.36       20.39709  (13100607)                475826.08  
3774064.36       21.14076  (13100607)          
        475846.08   3774064.36       21.95304  (14051306)                475866.08  
3774064.36       22.88454  (14051306)          
        475886.08   3774064.36       23.73822  (14051306)                475906.08  
3774064.36       24.56869  (14051306)          
        475926.08   3774064.36       25.38544  (14051306)                475946.08  
3774064.36       26.57823  (14100307)          
        475966.08   3774064.36       27.77350  (14100307)                475986.08  
3774064.36       28.95586  (14100307)          
        476006.08   3774064.36       30.21452  (15101007)                476026.08  
3774064.36       31.50998  (15101007)          
        476046.08   3774064.36       32.85159  (15101007)                476066.08  
3774064.36       34.30117  (13120108)          
        476086.08   3774064.36       35.81054  (13120108)                476106.08  
3774064.36       37.19567  (13120108)          
        476126.08   3774064.36       39.17398  (14012117)                476146.08  
3774064.36       41.08858  (14012117)          
        476166.08   3774064.36       43.13325  (16020908)                476186.08  
3774064.36       45.34157  (16020908)          



        476206.08   3774064.36       47.19505  (16020908)                476226.08  
3774064.36       49.81734  (16061906)          
        476246.08   3774064.36       52.83245  (16061906)                476266.08  
3774064.36       55.97289  (12100207)          
        476286.08   3774064.36       58.38725  (12100207)                476306.08  
3774064.36       60.18394  (16092407)          
        476326.08   3774064.36       62.47831  (15103024)                476346.08  
3774064.36       64.78178  (13121401)          
        476366.08   3774064.36       76.35045  (13041207)                476386.08  
3774064.36       91.65823  (13041207)          
        476406.08   3774064.36      102.78366  (13041207)                476426.08  
3774064.36      106.86541  (13041207)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 353
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476446.08   3774064.36      102.06652  (13041207)                476466.08  
3774064.36       88.94542  (15022217)          
        476486.08   3774064.36       87.21186  (14012317)                476506.08  
3774064.36       87.15791  (15103021)          
        476526.08   3774064.36       86.32480  (12021703)                476546.08  
3774064.36       87.59671  (12102519)          
        476566.08   3774064.36       87.56720  (13103118)                476586.08  
3774064.36       83.38838  (13103118)          
        476606.08   3774064.36       79.33871  (15030205)                476626.08  
3774064.36       81.87801  (12012408)          
        476646.08   3774064.36       80.75653  (12012408)                476666.08  
3774064.36       76.11230  (12012408)          
        476686.08   3774064.36       73.37379  (12110517)                476706.08  
3774064.36       71.26326  (12110517)          
        476726.08   3774064.36       68.02963  (16123116)                476746.08  



3774064.36       71.46449  (16123116)          
        476766.08   3774064.36       70.27393  (16123116)                476786.08  
3774064.36       65.27228  (16123116)          
        476846.08   3774064.36       49.55471  (14031818)                476866.08  
3774064.36       46.16530  (14031818)          
        476886.08   3774064.36       43.48145  (16032319)                476906.08  
3774064.36       41.86664  (16032319)          
        476926.08   3774064.36       39.98441  (16032319)                476946.08  
3774064.36       37.92428  (16032319)          
        476966.08   3774064.36       36.23574  (16102720)                476986.08  
3774064.36       35.04914  (16102720)          
        477006.08   3774064.36       33.73003  (16102720)                477026.08  
3774064.36       32.30461  (16102720)          
        477046.08   3774064.36       30.89387  (16052720)                477066.08  
3774064.36       29.53886  (14090718)          
        477086.08   3774064.36       28.43195  (15062724)                477106.08  
3774064.36       27.51020  (16092618)          
        475526.08   3774084.36       13.47169  (16102004)                475546.08  
3774084.36       13.79714  (16020920)          
        475566.08   3774084.36       14.19320  (16020920)                475586.08  
3774084.36       14.59955  (16020920)          
        475606.08   3774084.36       15.03785  (16020920)                475626.08  
3774084.36       15.53602  (16020920)          
        475646.08   3774084.36       15.98935  (16020920)                475666.08  
3774084.36       16.43941  (16020920)          
        475686.08   3774084.36       16.89765  (16020920)                475706.08  
3774084.36       17.38626  (13021518)          
        475726.08   3774084.36       17.89907  (13021518)                475746.08  
3774084.36       18.41940  (13021518)          
        475766.08   3774084.36       19.13061  (16020608)                475786.08  
3774084.36       19.88745  (16020608)          
        475806.08   3774084.36       20.59617  (16020608)                475826.08  
3774084.36       21.31621  (16020608)          
        475846.08   3774084.36       22.08416  (13100607)                475866.08  
3774084.36       23.06436  (13100607)          
        475886.08   3774084.36       23.98513  (14051306)                475906.08  
3774084.36       24.97195  (14051306)          
        475926.08   3774084.36       25.96657  (14051306)                475946.08  
3774084.36       26.96056  (14051306)          
        475966.08   3774084.36       27.94350  (14051306)                475986.08  
3774084.36       29.28098  (14100307)          
        476006.08   3774084.36       30.69769  (14100307)                476026.08  
3774084.36       32.16040  (14100307)          
        476046.08   3774084.36       33.83861  (15101007)                476066.08  
3774084.36       35.36621  (15101007)          
        476086.08   3774084.36       36.78310  (15101007)                476106.08  
3774084.36       38.57813  (13120108)          
        476126.08   3774084.36       40.33397  (13120108)                476146.08  
3774084.36       42.27039  (14012117)          
        476166.08   3774084.36       44.63956  (14012117)                476186.08  



3774084.36       46.91863  (16020908)          
        476206.08   3774084.36       49.71522  (16020908)                476226.08  
3774084.36       52.06585  (16020908)          
        476246.08   3774084.36       54.91147  (16061906)                476266.08  
3774084.36       58.54877  (16061906)          
        476286.08   3774084.36       62.27714  (12100207)                476306.08  
3774084.36       65.11604  (12100207)          
        476326.08   3774084.36       67.23934  (16092407)                476346.08  
3774084.36       70.12039  (15103024)          
        476366.08   3774084.36       76.08111  (13041207)                476386.08  
3774084.36       95.69589  (13041207)          
        476406.08   3774084.36      112.20294  (13041207)                476426.08  
3774084.36      121.58875  (13041207)          
        476446.08   3774084.36      120.47368  (13041207)                476466.08  
3774084.36      107.86763  (13041207)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 354
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476486.08   3774084.36      100.12996  (15022217)                476506.08  
3774084.36       96.43841  (15103021)          
        476526.08   3774084.36       95.82732  (12021703)                476546.08  
3774084.36       98.88461  (16112816)          
        476566.08   3774084.36       96.96138  (13103118)                476586.08  
3774084.36       92.04824  (16030807)          
        476606.08   3774084.36       88.87829  (12012408)                476626.08  
3774084.36       91.00053  (12012408)          
        476646.08   3774084.36       87.93840  (12012408)                476666.08  
3774084.36       82.10210  (14100220)          
        476686.08   3774084.36       80.51439  (12110517)                476706.08  
3774084.36       76.38911  (12110517)          



        476726.08   3774084.36       81.08290  (16123116)                476746.08  
3774084.36       80.63565  (16123116)          
        476766.08   3774084.36       75.17022  (16123116)                476786.08  
3774084.36       66.30798  (16123116)          
        476806.08   3774084.36       58.17859  (14031818)                476846.08  
3774084.36       50.66103  (14031818)          
        476866.08   3774084.36       47.85757  (16032319)                476886.08  
3774084.36       45.79621  (16032319)          
        476906.08   3774084.36       43.45266  (16032319)                476926.08  
3774084.36       41.02340  (13010720)          
        476946.08   3774084.36       39.51146  (16102720)                476966.08  
3774084.36       37.97161  (16102720)          
        476986.08   3774084.36       36.30908  (16102720)                477006.08  
3774084.36       34.62459  (16052720)          
        477026.08   3774084.36       32.97262  (16052720)                477046.08  
3774084.36       31.60890  (15062724)          
        477066.08   3774084.36       30.53024  (16092618)                477086.08  
3774084.36       29.56205  (16092618)          
        477106.08   3774084.36       28.55936  (16092618)                475526.08  
3774104.36       13.63653  (16102004)          
        475546.08   3774104.36       13.98236  (16102004)                475566.08  
3774104.36       14.33673  (16102004)          
        475586.08   3774104.36       14.69951  (16102004)                475606.08  
3774104.36       15.09273  (16102004)          
        475626.08   3774104.36       15.57344  (16020920)                475646.08  
3774104.36       16.07078  (16020920)          
        475666.08   3774104.36       16.56983  (16020920)                475686.08  
3774104.36       17.08269  (16020920)          
        475706.08   3774104.36       17.60890  (16020920)                475726.08  
3774104.36       18.14784  (16020920)          
        475746.08   3774104.36       18.69863  (16020920)                475766.08  
3774104.36       19.35222  (13021518)          
        475786.08   3774104.36       20.04344  (13021518)                475806.08  
3774104.36       20.68195  (13021518)          
        475826.08   3774104.36       21.45201  (16020608)                475846.08  
3774104.36       22.32498  (16020608)          
        475866.08   3774104.36       23.30063  (16020608)                475886.08  
3774104.36       24.20473  (16020608)          
        475906.08   3774104.36       25.15682  (13100607)                475926.08  
3774104.36       26.23098  (13100607)          
        475946.08   3774104.36       27.37238  (14051306)                475966.08  
3774104.36       28.56830  (14051306)          
        475986.08   3774104.36       29.77116  (14051306)                476006.08  
3774104.36       30.96811  (14051306)          
        476026.08   3774104.36       32.54886  (14100307)                476046.08  
3774104.36       34.45044  (14100307)          
        476066.08   3774104.36       36.20331  (14100307)                476086.08  
3774104.36       38.03960  (15101007)          
        476106.08   3774104.36       39.84527  (15101007)                476126.08  
3774104.36       41.60229  (13120108)          



        476146.08   3774104.36       43.81923  (13120108)                476166.08  
3774104.36       45.87884  (13120108)          
        476186.08   3774104.36       48.88441  (14012117)                476206.08  
3774104.36       51.82418  (14012117)          
        476226.08   3774104.36       55.04229  (16020908)                476246.08  
3774104.36       58.07503  (16020908)          
        476266.08   3774104.36       61.20037  (16061906)                476286.08  
3774104.36       65.68196  (16061906)          
        476306.08   3774104.36       70.22011  (12100207)                476326.08  
3774104.36       73.63377  (12100207)          
        476346.08   3774104.36       76.22250  (16092407)                476366.08  
3774104.36       80.41142  (15103024)          
        476386.08   3774104.36       97.52363  (13041207)                476406.08  
3774104.36      120.40525  (13041207)          
        476426.08   3774104.36      136.88888  (13041207)                476446.08  
3774104.36      141.65431  (13041207)          
        476466.08   3774104.36      131.65072  (13041207)                476486.08  
3774104.36      116.36619  (15022217)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 355
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476506.08   3774104.36      107.43229  (15103021)                476526.08  
3774104.36      107.35961  (15103021)          
        476546.08   3774104.36      113.57409  (16112816)                476566.08  
3774104.36      108.25716  (13103118)          
        476586.08   3774104.36      102.77911  (16030807)                476606.08  
3774104.36      101.15395  (12012408)          
        476626.08   3774104.36      101.20728  (12012408)                476646.08  
3774104.36       95.43133  (12012408)          
        476666.08   3774104.36       91.24436  (12110517)                476686.08  



3774104.36       87.66086  (12110517)          
        476706.08   3774104.36       92.92370  (16123116)                476726.08  
3774104.36       94.22729  (16123116)          
        476746.08   3774104.36       88.24539  (16123116)                476766.08  
3774104.36       77.55596  (16123116)          
        476786.08   3774104.36       64.98343  (14031818)                476806.08  
3774104.36       60.68756  (14031818)          
        476846.08   3774104.36       53.05971  (16032319)                476866.08  
3774104.36       50.32852  (16032319)          
        476886.08   3774104.36       47.39374  (16032319)                476906.08  
3774104.36       45.00180  (16102720)          
        476926.08   3774104.36       43.18828  (16102720)                476946.08  
3774104.36       41.20272  (16102720)          
        476966.08   3774104.36       39.13691  (16052720)                476986.08  
3774104.36       37.18056  (16052720)          
        477006.08   3774104.36       35.51480  (15062724)                477026.08  
3774104.36       34.19552  (16092618)          
        477046.08   3774104.36       32.96325  (16092618)                477066.08  
3774104.36       31.76495  (13090918)          
        477086.08   3774104.36       30.74409  (13090918)                477106.08  
3774104.36       29.69607  (13090918)          
        475526.08   3774124.36       13.69258  (16102004)                475546.08  
3774124.36       14.06782  (16102004)          
        475566.08   3774124.36       14.45465  (16102004)                475586.08  
3774124.36       14.88692  (16102004)          
        475606.08   3774124.36       15.33567  (16102004)                475626.08  
3774124.36       15.79071  (16102004)          
        475646.08   3774124.36       16.23609  (16102004)                475666.08  
3774124.36       16.68830  (16102004)          
        475686.08   3774124.36       17.15241  (16102004)                475706.08  
3774124.36       17.67749  (16020920)          
        475726.08   3774124.36       18.29264  (16020920)                475746.08  
3774124.36       18.96711  (16020920)          
        475766.08   3774124.36       19.64963  (16020920)                475786.08  
3774124.36       20.33843  (16020920)          
        475806.08   3774124.36       21.01964  (16020920)                475826.08  
3774124.36       21.71758  (16020920)          
        475846.08   3774124.36       22.51904  (13021518)                475866.08  
3774124.36       23.42762  (13021518)          
        475886.08   3774124.36       24.39912  (16020608)                475906.08  
3774124.36       25.43875  (16020608)          
        475926.08   3774124.36       26.50615  (16020608)                475946.08  
3774124.36       27.59661  (16020608)          
        475966.08   3774124.36       28.85004  (13100607)                475986.08  
3774124.36       30.18198  (14051306)          
        476006.08   3774124.36       31.63670  (14051306)                476026.08  
3774124.36       33.17279  (14051306)          
        476046.08   3774124.36       34.85835  (14051306)                476066.08  
3774124.36       36.67958  (14100307)          
        476086.08   3774124.36       38.78742  (14100307)                476106.08  



3774124.36       40.89592  (14100307)          
        476126.08   3774124.36       43.17201  (15101007)                476146.08  
3774124.36       45.38170  (15101007)          
        476166.08   3774124.36       47.68501  (13120108)                476186.08  
3774124.36       50.64937  (13120108)          
        476206.08   3774124.36       53.72061  (14012117)                476226.08  
3774124.36       57.25694  (14012117)          
        476246.08   3774124.36       60.89780  (16020908)                476266.08  
3774124.36       64.79833  (16020908)          
        476286.08   3774124.36       68.34792  (16061906)                476306.08  
3774124.36       73.89989  (16061906)          
        476326.08   3774124.36       79.55508  (12100207)                476346.08  
3774124.36       84.07845  (12100207)          
        476366.08   3774124.36       88.00622  (15103024)                476386.08  
3774124.36       96.55047  (13041207)          
        476406.08   3774124.36      126.47589  (13041207)                476426.08  
3774124.36      152.08420  (13041207)          
        476446.08   3774124.36      165.60885  (13041207)                476466.08  
3774124.36      160.78619  (13041207)          
        476486.08   3774124.36      136.63227  (13041207)                476506.08  
3774124.36      127.21475  (15022217)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 356
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476526.08   3774124.36      121.49714  (15103021)                476546.08  
3774124.36      132.13022  (16112816)          
        476566.08   3774124.36      124.14425  (16112816)                476586.08  
3774124.36      114.86940  (16030807)          
        476606.08   3774124.36      115.28453  (12012408)                476626.08  
3774124.36      112.62719  (12012408)          



        476646.08   3774124.36      104.24226  (14100220)                476666.08  
3774124.36      101.39094  (12110517)          
        476686.08   3774124.36      106.24912  (16123116)                476706.08  
3774124.36      110.36715  (16123116)          
        476726.08   3774124.36      105.36861  (16123116)                476746.08  
3774124.36       92.80104  (16123116)          
        476766.08   3774124.36       76.21948  (16123116)                476786.08  
3774124.36       67.88565  (14031818)          
        476806.08   3774124.36       61.99442  (16032319)                476846.08  
3774124.36       55.66437  (16032319)          
        476866.08   3774124.36       51.94654  (13010720)                476886.08  
3774124.36       49.72232  (16102720)          
        476906.08   3774124.36       47.31754  (16102720)                476926.08  
3774124.36       44.76821  (16102720)          
        476946.08   3774124.36       42.34404  (16052720)                476966.08  
3774124.36       40.21547  (15062724)          
        476986.08   3774124.36       38.62724  (16092618)                477006.08  
3774124.36       37.12144  (16092618)          
        477026.08   3774124.36       35.69838  (13090918)                477046.08  
3774124.36       34.39283  (13090918)          
        477066.08   3774124.36       33.07904  (13090918)                477086.08  
3774124.36       31.76078  (13090918)          
        477106.08   3774124.36       30.85692  (12121716)                475526.08  
3774144.36       13.65931  (16102002)          
        475546.08   3774144.36       14.03815  (16102002)                475566.08  
3774144.36       14.44839  (16102004)          
        475586.08   3774144.36       14.93144  (16102004)                475606.08  
3774144.36       15.42508  (16102004)          
        475626.08   3774144.36       15.88994  (16102004)                475646.08  
3774144.36       16.37125  (16102004)          
        475666.08   3774144.36       16.86935  (16102004)                475686.08  
3774144.36       17.38452  (16102004)          
        475706.08   3774144.36       17.91698  (16102004)                475726.08  
3774144.36       18.49619  (16102004)          
        475746.08   3774144.36       19.16030  (16102004)                475766.08  
3774144.36       19.76975  (16102004)          
        475786.08   3774144.36       20.45758  (16020920)                475806.08  
3774144.36       21.21967  (16020920)          
        475826.08   3774144.36       22.00962  (16020920)                475846.08  
3774144.36       22.85478  (16020920)          
        475866.08   3774144.36       23.79442  (16020920)                475886.08  
3774144.36       24.71971  (16020920)          
        475906.08   3774144.36       25.68900  (13021518)                475926.08  
3774144.36       26.68748  (13021518)          
        475946.08   3774144.36       27.87262  (16020608)                475966.08  
3774144.36       29.17252  (16020608)          
        475986.08   3774144.36       30.51239  (16020608)                476006.08  
3774144.36       31.92486  (13100607)          
        476026.08   3774144.36       33.61752  (13100607)                476046.08  
3774144.36       35.57767  (14051306)          



        476066.08   3774144.36       37.47709  (14051306)                476086.08  
3774144.36       39.36383  (14051306)          
        476106.08   3774144.36       41.47805  (14100307)                476126.08  
3774144.36       44.09800  (14100307)          
        476146.08   3774144.36       46.78415  (15101007)                476166.08  
3774144.36       49.71910  (15101007)          
        476186.08   3774144.36       52.69990  (15101007)                476206.08  
3774144.36       56.03803  (13120108)          
        476226.08   3774144.36       59.37218  (13120108)                476246.08  
3774144.36       63.54501  (14012117)          
        476266.08   3774144.36       67.74705  (16020908)                476286.08  
3774144.36       72.81725  (16020908)          
        476306.08   3774144.36       77.05966  (16020908)                476326.08  
3774144.36       84.18849  (16061906)          
        476346.08   3774144.36       91.84027  (12100207)                476366.08  
3774144.36       97.09638  (12100207)          
        476386.08   3774144.36      102.16725  (15103024)                476406.08  
3774144.36      128.88803  (13041207)          
        476426.08   3774144.36      165.57540  (13041207)                476446.08  
3774144.36      191.68644  (13041207)          
        476466.08   3774144.36      196.33009  (13041207)                476486.08  
3774144.36      174.12118  (13041207)          
        476506.08   3774144.36      153.94332  (15022217)                476526.08  
3774144.36      140.80030  (16112816)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 357
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476546.08   3774144.36      155.95215  (16112816)                476566.08  
3774144.36      143.79521  (16112816)          
        476586.08   3774144.36      129.03641  (16030807)                476606.08  



3774144.36      132.00814  (12012408)          
        476626.08   3774144.36      124.91823  (12012408)                476646.08  
3774144.36      118.06864  (12110517)          
        476666.08   3774144.36      123.61116  (16123116)                476686.08  
3774144.36      130.98101  (16123116)          
        476706.08   3774144.36      124.78887  (16123116)                476726.08  
3774144.36      110.79502  (16123116)          
        476746.08   3774144.36       90.63449  (16123116)                476766.08  
3774144.36       76.65957  (14031818)          
        476786.08   3774144.36       70.15466  (16032319)                476806.08  
3774144.36       66.20917  (16032319)          
        476846.08   3774144.36       58.13337  (16102720)                476866.08  
3774144.36       55.12608  (16102720)          
        476886.08   3774144.36       51.95105  (16102720)                476906.08  
3774144.36       48.84161  (16052720)          
        476926.08   3774144.36       46.12606  (15062724)                477066.08  
3774144.36       36.09544  (12121716)          
        477086.08   3774144.36       34.69753  (12121716)                477106.08  
3774144.36       33.19648  (12121716)          
        475526.08   3774164.36       13.73313  (15012905)                475546.08  
3774164.36       14.09782  (15012905)          
        475566.08   3774164.36       14.47537  (15012905)                475586.08  
3774164.36       14.92103  (15012905)          
        475606.08   3774164.36       15.37988  (16102002)                475626.08  
3774164.36       15.85089  (16102002)          
        475646.08   3774164.36       16.34708  (16102004)                475666.08  
3774164.36       16.88198  (16102004)          
        475686.08   3774164.36       17.43874  (16102004)                475706.08  
3774164.36       18.01812  (16102004)          
        475726.08   3774164.36       18.65068  (16102004)                475746.08  
3774164.36       19.37625  (16102004)          
        475766.08   3774164.36       20.05375  (16102004)                475786.08  
3774164.36       20.74052  (16102004)          
        475806.08   3774164.36       21.45360  (16102004)                475826.08  
3774164.36       22.19320  (16102004)          
        475846.08   3774164.36       22.96121  (16102004)                475866.08  
3774164.36       23.88117  (16020920)          
        475886.08   3774164.36       24.97456  (16020920)                475906.08  
3774164.36       26.10201  (16020920)          
        475926.08   3774164.36       27.18514  (16020920)                475946.08  
3774164.36       28.30871  (16020920)          
        475966.08   3774164.36       29.49368  (13021518)                475986.08  
3774164.36       30.77314  (13021518)          
        476006.08   3774164.36       32.28437  (16020608)                476026.08  
3774164.36       34.01840  (16020608)          
        476046.08   3774164.36       35.97843  (16020608)                476066.08  
3774164.36       37.94774  (13100607)          
        476086.08   3774164.36       40.11654  (14051306)                476106.08  
3774164.36       42.47719  (14051306)          
        476126.08   3774164.36       44.89141  (14051306)                476146.08  



3774164.36       47.55353  (14100307)          
        476166.08   3774164.36       51.21493  (14100307)                476186.08  
3774164.36       54.72811  (15101007)          
        476206.08   3774164.36       58.45010  (15101007)                476226.08  
3774164.36       62.04354  (15101007)          
        476246.08   3774164.36       66.32341  (13120108)                476266.08  
3774164.36       70.89666  (14012117)          
        476286.08   3774164.36       76.51873  (14012117)                476306.08  
3774164.36       82.55692  (16020908)          
        476326.08   3774164.36       88.62812  (16020908)                476346.08  
3774164.36       97.72040  (16061906)          
        476366.08   3774164.36      106.81675  (12100207)                476386.08  
3774164.36      113.26343  (16092407)          
        476406.08   3774164.36      125.98350  (13041207)                476426.08  
3774164.36      175.04924  (13041207)          
        476446.08   3774164.36      218.27817  (13041207)                476466.08  
3774164.36      238.93800  (13041207)          
        476486.08   3774164.36      223.68246  (13041207)                476506.08  
3774164.36      188.94079  (15022217)          
        476526.08   3774164.36      168.03896  (16112816)                476546.08  
3774164.36      187.28073  (16112816)          
        476566.08   3774164.36      168.34794  (16112816)                476586.08  
3774164.36      151.69470  (12012408)          
        476606.08   3774164.36      151.29516  (12012408)                476626.08  
3774164.36      138.52996  (14100220)          
        476646.08   3774164.36      142.66205  (16123116)                476666.08  
3774164.36      157.17809  (16123116)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 358
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -



        476686.08   3774164.36      151.93846  (16123116)                476706.08  
3774164.36      132.58720  (16123116)          
        476726.08   3774164.36      107.99831  (16123116)                476746.08  
3774164.36       87.63469  (14031818)          
        476766.08   3774164.36       80.26794  (16032319)                476786.08  
3774164.36       74.87729  (16032319)          
        476806.08   3774164.36       69.06081  (16102720)                476846.08  
3774164.36       61.32295  (16102720)          
        476866.08   3774164.36       57.28075  (16052720)                476886.08  
3774164.36       53.71882  (15062724)          
        476906.08   3774164.36       51.14026  (16092618)                476926.08  
3774164.36       48.73157  (12121716)          
        477066.08   3774164.36       38.44114  (12121716)                477086.08  
3774164.36       36.29506  (12121716)          
        477106.08   3774164.36       34.15598  (12121716)                475526.08  
3774184.36       13.93193  (16102007)          
        475546.08   3774184.36       14.28745  (16102007)                475566.08  
3774184.36       14.68235  (16102007)          
        475586.08   3774184.36       15.08153  (16102007)                475606.08  
3774184.36       15.48813  (15012905)          
        475626.08   3774184.36       15.94555  (15012905)                475646.08  
3774184.36       16.42156  (15012905)          
        475666.08   3774184.36       16.91696  (15012905)                475686.08  
3774184.36       17.43259  (15012905)          
        475706.08   3774184.36       17.97020  (16102002)                475726.08  
3774184.36       18.61393  (16102002)          
        475746.08   3774184.36       19.36966  (16102004)                475766.08  
3774184.36       20.10094  (16102004)          
        475786.08   3774184.36       20.84916  (16102004)                475806.08  
3774184.36       21.63254  (16102004)          
        475826.08   3774184.36       22.45249  (16102004)                475846.08  
3774184.36       23.31035  (16102004)          
        475866.08   3774184.36       24.20734  (16102004)                475886.08  
3774184.36       25.26248  (16102004)          
        475906.08   3774184.36       26.35154  (16102004)                475926.08  
3774184.36       27.38861  (16102004)          
        475946.08   3774184.36       28.64409  (16020920)                475966.08  
3774184.36       29.98009  (16020920)          
        475986.08   3774184.36       31.38049  (16020920)                476006.08  
3774184.36       32.84471  (16020920)          
        476026.08   3774184.36       34.44410  (16020920)                476046.08  
3774184.36       36.37458  (13021518)          
        476066.08   3774184.36       38.42758  (16020608)                476086.08  
3774184.36       40.66419  (16020608)          
        476106.08   3774184.36       42.99749  (16020608)                476126.08  
3774184.36       45.71293  (13100607)          
        476146.08   3774184.36       48.74368  (14051306)                476166.08  
3774184.36       52.06344  (14051306)          
        476186.08   3774184.36       55.53853  (14051306)                476206.08  
3774184.36       60.09929  (14100307)          



        476226.08   3774184.36       64.68342  (15101007)                476246.08  
3774184.36       69.57581  (15101007)          
        476266.08   3774184.36       74.37707  (13120108)                476286.08  
3774184.36       80.16396  (13120108)          
        476306.08   3774184.36       87.12647  (14012117)                476326.08  
3774184.36       94.87929  (16020908)          
        476346.08   3774184.36      104.08672  (16020908)                476366.08  
3774184.36      114.52118  (16061906)          
        476386.08   3774184.36      126.25761  (12100207)                476406.08  
3774184.36      134.66841  (16092407)          
        476426.08   3774184.36      177.32430  (13041207)                476446.08  
3774184.36      242.09860  (13041207)          
        476466.08   3774184.36      288.02546  (13041207)                476486.08  
3774184.36      289.12656  (13041207)          
        476506.08   3774184.36      235.86573  (15022217)                476526.08  
3774184.36      204.22454  (16112816)          
        476546.08   3774184.36      229.55660  (16112816)                476566.08  
3774184.36      199.56485  (16112816)          
        476586.08   3774184.36      181.26999  (12012408)                476606.08  
3774184.36      173.01626  (12012408)          
        476626.08   3774184.36      163.96776  (16123116)                476646.08  
3774184.36      191.36793  (16123116)          
        476666.08   3774184.36      189.03620  (16123116)                476686.08  
3774184.36      165.53593  (16123116)          
        476706.08   3774184.36      132.06114  (16123116)                476726.08  
3774184.36      101.60568  (14031818)          
        476746.08   3774184.36       92.92315  (16032319)                476766.08  
3774184.36       85.43883  (16032319)          
        476786.08   3774184.36       79.21650  (16102720)                476806.08  
3774184.36       73.92273  (16102720)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
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                                  PAGE 359
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  



Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476846.08   3774184.36       63.67999  (14090718)                476866.08  
3774184.36       61.13047  (12121716)          
        476886.08   3774184.36       61.00316  (12121716)                476906.08  
3774184.36       60.07953  (12121716)          
        476926.08   3774184.36       58.44142  (12121716)                477066.08  
3774184.36       38.94692  (12121716)          
        477086.08   3774184.36       36.18190  (12121716)                477106.08  
3774184.36       33.58476  (12121716)          
        475526.08   3774204.36       14.12975  (16102007)                475546.08  
3774204.36       14.51929  (16102007)          
        475566.08   3774204.36       14.96963  (16102007)                475586.08  
3774204.36       15.38502  (16102007)          
        475606.08   3774204.36       15.80535  (16102007)                475626.08  
3774204.36       16.24275  (16102007)          
        475646.08   3774204.36       16.69802  (16102007)                475666.08  
3774204.36       17.17202  (16102007)          
        475686.08   3774204.36       17.66565  (16102007)                475706.08  
3774204.36       18.20021  (16102007)          
        475726.08   3774204.36       18.77520  (16102007)                475746.08  
3774204.36       19.46415  (15012905)          
        475766.08   3774204.36       20.14806  (15012905)                475786.08  
3774204.36       20.85164  (15012905)          
        475806.08   3774204.36       21.58913  (15012905)                475826.08  
3774204.36       22.42013  (16102002)          
        475846.08   3774204.36       23.33850  (16102004)                475866.08  
3774204.36       24.31728  (16102004)          
        475886.08   3774204.36       25.46963  (16102004)                475906.08  
3774204.36       26.67231  (16102004)          
        475926.08   3774204.36       27.83966  (16102004)                475946.08  
3774204.36       29.07079  (16102004)          
        475966.08   3774204.36       30.36827  (16102004)                475986.08  
3774204.36       31.73425  (16102004)          
        476006.08   3774204.36       33.23417  (16020920)                476026.08  
3774204.36       35.09159  (16020920)          
        476046.08   3774204.36       37.14723  (16020920)                476066.08  
3774204.36       39.18277  (16020920)          
        476086.08   3774204.36       41.29481  (16020920)                476106.08  
3774204.36       43.59833  (13021518)          
        476126.08   3774204.36       46.34022  (16020608)                476146.08  
3774204.36       49.44450  (16020608)          
        476166.08   3774204.36       52.89802  (13100607)                476186.08  
3774204.36       57.05821  (14051306)          
        476206.08   3774204.36       61.59926  (14051306)                476226.08  
3774204.36       66.10406  (14051306)          
        476246.08   3774204.36       71.81811  (14100307)                476266.08  
3774204.36       78.14298  (15101007)          
        476286.08   3774204.36       84.84259  (15101007)                476306.08  



3774204.36       91.76156  (13120108)          
        476326.08   3774204.36      100.38658  (14012117)                476346.08  
3774204.36      111.55853  (14012117)          
        476366.08   3774204.36      123.27674  (16020908)                476386.08  
3774204.36      136.62190  (16061906)          
        476406.08   3774204.36      152.54787  (12100207)                476426.08  
3774204.36      169.00967  (14113016)          
        476446.08   3774204.36      257.45711  (13041207)                476466.08  
3774204.36      340.46027  (13041207)          
        476486.08   3774204.36      374.73441  (13041207)                476506.08  
3774204.36      326.45677  (13041207)          
        476526.08   3774204.36      262.14680  (15022217)                476546.08  
3774204.36      288.83484  (16112816)          
        477046.08   3774204.36       40.85100  (12121716)                477066.08  
3774204.36       37.45325  (12121716)          
        477086.08   3774204.36       34.30146  (12121716)                477106.08  
3774204.36       31.68305  (12081020)          
        477126.08   3774204.36       30.19875  (12081020)                477146.08  
3774204.36       28.78424  (12081020)          
        477166.08   3774204.36       27.45646  (12081020)                475526.08  
3774224.36       14.20636  (16102007)          
        475546.08   3774224.36       14.61603  (16102007)                475566.08  
3774224.36       15.08914  (16102007)          
        475586.08   3774224.36       15.52917  (16102007)                475606.08  
3774224.36       15.97663  (16102007)          
        475626.08   3774224.36       16.44403  (16102007)                475646.08  
3774224.36       16.93254  (16102007)          
        475666.08   3774224.36       17.44337  (16102007)                475686.08  
3774224.36       17.97783  (16102007)          
        475706.08   3774224.36       18.60710  (16102007)                475726.08  
3774224.36       19.25830  (16102007)          
        475746.08   3774224.36       19.88663  (16102007)                475766.08  
3774224.36       20.54154  (16102007)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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                                  PAGE 360
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      



                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475786.08   3774224.36       21.22730  (16102007)                475806.08  
3774224.36       21.94725  (16102007)          
        475826.08   3774224.36       22.70340  (16102007)                475846.08  
3774224.36       23.49784  (16102007)          
        475866.08   3774224.36       24.38328  (15012905)                475886.08  
3774224.36       25.48993  (15012905)          
        475906.08   3774224.36       26.64678  (15012905)                475926.08  
3774224.36       27.82911  (16102004)          
        475946.08   3774224.36       29.17370  (16102004)                475966.08  
3774224.36       30.60648  (16102004)          
        475986.08   3774224.36       32.13362  (16102004)                476006.08  
3774224.36       33.93070  (16102004)          
        476026.08   3774224.36       35.83230  (16102004)                476046.08  
3774224.36       37.72873  (16102004)          
        476066.08   3774224.36       39.73894  (16102004)                476086.08  
3774224.36       41.93918  (16020920)          
        476106.08   3774224.36       44.55124  (16020920)                476126.08  
3774224.36       47.34939  (16020920)          
        476146.08   3774224.36       50.45994  (16020920)                476166.08  
3774224.36       54.11453  (13021518)          
        476186.08   3774224.36       58.19163  (16020608)                476206.08  
3774224.36       62.74097  (16020608)          
        476226.08   3774224.36       67.88319  (13100607)                476246.08  
3774224.36       73.84710  (14051306)          
        476266.08   3774224.36       80.25292  (14051306)                476286.08  
3774224.36       88.03098  (14100307)          
        476306.08   3774224.36       97.16369  (15101007)                476326.08  
3774224.36      107.13661  (15101007)          
        476346.08   3774224.36      118.98834  (13120108)                476366.08  
3774224.36      132.91120  (14012117)          
        476386.08   3774224.36      148.59264  (16020908)                476406.08  
3774224.36      166.98480  (16061906)          
        476426.08   3774224.36      189.60846  (12100207)                476446.08  
3774224.36      255.95566  (13041207)          
        476466.08   3774224.36      387.83604  (13041207)                476486.08  
3774224.36      483.31559  (13041207)          
        476506.08   3774224.36      463.44498  (13041207)                476526.08  
3774224.36      356.10027  (15022217)          
        476546.08   3774224.36      375.88887  (16112816)                477046.08  
3774224.36       37.69959  (12121716)          
        477066.08   3774224.36       35.18487  (12081020)                477086.08  
3774224.36       33.46196  (12013017)          
        477106.08   3774224.36       31.95862  (12013017)                477126.08  
3774224.36       30.54128  (12013017)          



        477146.08   3774224.36       29.17159  (12013017)                477166.08  
3774224.36       27.87170  (12013017)          
        475526.08   3774244.36       14.15849  (16102007)                475546.08  
3774244.36       14.58120  (16102007)          
        475566.08   3774244.36       15.06910  (16102007)                475586.08  
3774244.36       15.52575  (16102007)          
        475606.08   3774244.36       15.99184  (16102007)                475626.08  
3774244.36       16.48019  (16102007)          
        475646.08   3774244.36       16.99221  (16102007)                475666.08  
3774244.36       17.52947  (16102007)          
        475686.08   3774244.36       18.09363  (16102007)                475706.08  
3774244.36       18.76114  (16102007)          
        475726.08   3774244.36       19.45370  (16102007)                475746.08  
3774244.36       20.11944  (16102007)          
        475766.08   3774244.36       20.82107  (16102007)                475786.08  
3774244.36       21.56117  (16102007)          
        475806.08   3774244.36       22.34249  (16102007)                475826.08  
3774244.36       23.16806  (16102007)          
        475846.08   3774244.36       24.04113  (16102007)                475866.08  
3774244.36       24.96521  (16102007)          
        475886.08   3774244.36       26.06795  (16102007)                475906.08  
3774244.36       27.22291  (16102007)          
        475926.08   3774244.36       28.34367  (16102007)                475946.08  
3774244.36       29.53458  (16102007)          
        475966.08   3774244.36       30.80091  (16102007)                475986.08  
3774244.36       32.19064  (15012905)          
        476006.08   3774244.36       33.96238  (15012905)                476026.08  
3774244.36       35.91760  (16102004)          
        476046.08   3774244.36       38.00249  (16102004)                476066.08  
3774244.36       40.25658  (16102004)          
        476086.08   3774244.36       42.69521  (16102004)                476106.08  
3774244.36       45.33441  (16102004)          
        476126.08   3774244.36       48.19052  (16102004)                476146.08  
3774244.36       51.41289  (16102004)          
        476166.08   3774244.36       55.37482  (16020920)                476186.08  
3774244.36       59.64552  (16020920)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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                       ***        16:12:48
                                                                                    
                                  PAGE 361
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 



***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476206.08   3774244.36       64.21767  (16020920)                476226.08  
3774244.36       69.19989  (13021518)          
        476246.08   3774244.36       75.29003  (16020608)                476266.08  
3774244.36       82.30635  (16020608)          
        476286.08   3774244.36       90.76918  (14051306)                476306.08  
3774244.36      100.88403  (14051306)          
        476326.08   3774244.36      112.90747  (14100307)                476346.08  
3774244.36      127.58249  (15101007)          
        476366.08   3774244.36      142.92336  (15101007)                476386.08  
3774244.36      160.79068  (14012117)          
        476406.08   3774244.36      188.81198  (15012517)                476426.08  
3774244.36      223.17982  (15012517)          
        476446.08   3774244.36      255.16479  (14113016)                476466.08  
3774244.36      412.37143  (13041207)          
        476486.08   3774244.36      609.63096  (13041207)                476506.08  
3774244.36      673.36969  (13041207)          
        476526.08   3774244.36      507.26947  (15022217)                476546.08  
3774244.36      512.07194  (16112816)          
        477046.08   3774244.36       37.56700  (12013017)                477066.08  
3774244.36       35.64915  (12013017)          
        477086.08   3774244.36       33.86706  (12013017)                477106.08  
3774244.36       32.19915  (12013017)          
        477126.08   3774244.36       30.62500  (12013017)                477146.08  
3774244.36       29.35119  (15020417)          
        477166.08   3774244.36       28.17142  (15020417)                475526.08  
3774264.36       14.02043  (16101924)          
        475546.08   3774264.36       14.43449  (16102007)                475566.08  
3774264.36       14.91155  (16102007)          
        475586.08   3774264.36       15.37332  (16102007)                475606.08  
3774264.36       15.84887  (16102007)          
        475626.08   3774264.36       16.34825  (16102007)                475646.08  
3774264.36       16.87312  (16102007)          
        475666.08   3774264.36       17.43278  (16102007)                475686.08  
3774264.36       18.03701  (16102007)          
        475706.08   3774264.36       18.71146  (16102007)                475726.08  
3774264.36       19.40983  (16102007)          
        475746.08   3774264.36       20.10228  (16102007)                475766.08  
3774264.36       20.83470  (16102007)          
        475786.08   3774264.36       21.61027  (16102007)                475806.08  
3774264.36       22.43247  (16102007)          
        475826.08   3774264.36       23.30515  (16102007)                475846.08  



3774264.36       24.23255  (16102007)          
        475866.08   3774264.36       25.21936  (16102007)                475886.08  
3774264.36       26.39672  (16102007)          
        475906.08   3774264.36       27.63826  (16102007)                475926.08  
3774264.36       28.85743  (16102007)          
        475946.08   3774264.36       30.16265  (16102007)                475966.08  
3774264.36       31.56205  (16102007)          
        475986.08   3774264.36       33.06467  (16102007)                476006.08  
3774264.36       34.86650  (16102007)          
        476026.08   3774264.36       36.78748  (16102007)                476046.08  
3774264.36       38.70228  (16102007)          
        476066.08   3774264.36       40.77267  (16102007)                476086.08  
3774264.36       43.01447  (16102007)          
        476106.08   3774264.36       45.48092  (15012905)                476126.08  
3774264.36       48.46020  (16102004)          
        476146.08   3774264.36       52.08849  (16102004)                476166.08  
3774264.36       56.42490  (16102004)          
        476186.08   3774264.36       60.86263  (16102004)                476206.08  
3774264.36       65.69349  (16102004)          
        476226.08   3774264.36       71.04645  (16102004)                476246.08  
3774264.36       77.33073  (16020920)          
        476266.08   3774264.36       84.70107  (16020920)                476286.08  
3774264.36       92.91491  (16020920)          
        476306.08   3774264.36      104.01137  (16020608)                476326.08  
3774264.36      117.43707  (13100607)          
        476346.08   3774264.36      133.02944  (14051306)                476366.08  
3774264.36      151.37257  (14100307)          
        476386.08   3774264.36      175.34909  (15101007)                476406.08  
3774264.36      201.19761  (15101007)          
        476426.08   3774264.36      252.20157  (15012517)                476446.08  
3774264.36      318.72838  (15012517)          
        476466.08   3774264.36      384.76466  (13041207)                476486.08  
3774264.36      721.88965  (13041207)          
        476506.08   3774264.36      991.53134  (13041207)                476526.08  
3774264.36      820.15229  (13041207)          
        476546.08   3774264.36      742.89401  (16112816)                477046.08  
3774264.36       38.17706  (15020417)          
        477066.08   3774264.36       36.34979  (15020417)                477086.08  
3774264.36       34.64159  (15020417)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 362
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   



, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477106.08   3774264.36       33.04474  (15020417)                477126.08  
3774264.36       31.53906  (15020417)          
        477146.08   3774264.36       30.17185  (15020417)                477166.08  
3774264.36       28.88577  (15020417)          
        475526.08   3774284.36       14.06840  (16101924)                475546.08  
3774284.36       14.49995  (16101924)          
        475566.08   3774284.36       14.91677  (16101924)                475586.08  
3774284.36       15.35103  (16101924)          
        475606.08   3774284.36       15.80571  (16101924)                475626.08  
3774284.36       16.28318  (16101924)          
        475646.08   3774284.36       16.78509  (16101924)                475666.08  
3774284.36       17.33713  (16101924)          
        475686.08   3774284.36       17.97036  (16101924)                475706.08  
3774284.36       18.58190  (16101924)          
        475726.08   3774284.36       19.21310  (16101924)                475746.08  
3774284.36       19.87652  (16101924)          
        475766.08   3774284.36       20.57877  (16101924)                475786.08  
3774284.36       21.36878  (16102007)          
        475806.08   3774284.36       22.20909  (16102007)                475826.08  
3774284.36       23.10384  (16102007)          
        475846.08   3774284.36       24.05799  (16102007)                475866.08  
3774284.36       25.07705  (16102007)          
        475886.08   3774284.36       26.29328  (16102007)                475906.08  
3774284.36       27.58195  (16102007)          
        475926.08   3774284.36       28.85757  (16102007)                475946.08  
3774284.36       30.23046  (16102007)          
        475966.08   3774284.36       31.71099  (16102007)                475986.08  
3774284.36       33.31094  (16102007)          
        476006.08   3774284.36       35.23269  (16102007)                476026.08  
3774284.36       37.29862  (16102007)          
        476046.08   3774284.36       39.38547  (16102007)                476066.08  
3774284.36       41.66409  (16102007)          
        476086.08   3774284.36       44.15878  (16102007)                476106.08  
3774284.36       46.89761  (16102007)          
        476126.08   3774284.36       49.91316  (16102007)                476146.08  
3774284.36       53.38444  (16102007)          
        476166.08   3774284.36       57.56945  (16102007)                476186.08  
3774284.36       61.85045  (16102007)          



        476206.08   3774284.36       66.54014  (16102007)                476226.08  
3774284.36       71.94326  (16102004)          
        476246.08   3774284.36       78.87733  (16102004)                476266.08  
3774284.36       86.80856  (16102004)          
        476286.08   3774284.36       95.90772  (16102004)                476306.08  
3774284.36      107.44562  (16102004)          
        476326.08   3774284.36      121.56735  (16020920)                476346.08  
3774284.36      143.59817  (15090107)          
        476366.08   3774284.36      171.16530  (15090107)                476386.08  
3774284.36      203.26641  (15090107)          
        476406.08   3774284.36      238.70314  (15090107)                476426.08  
3774284.36      273.47821  (15090107)          
        476446.08   3774284.36      350.08980  (15012517)                476466.08  
3774284.36      495.24126  (15012517)          
        476486.08   3774284.36      729.43390  (13041207)                476506.08  
3774284.36     1417.31060  (13041207)          
        476526.08   3774284.36     1515.52521  (13041207)                476546.08  
3774284.36     1171.89275  (16112816)          
        477046.08   3774284.36       39.12681  (15020417)                477066.08  
3774284.36       37.11961  (15020417)          
        477086.08   3774284.36       35.22434  (15020417)                477106.08  
3774284.36       33.48216  (15020417)          
        477126.08   3774284.36       31.91281  (15020417)                477146.08  
3774284.36       30.46198  (15020417)          
        477166.08   3774284.36       29.09813  (15020417)                475526.08  
3774304.36       14.13712  (15012917)          
        475546.08   3774304.36       14.56387  (15012917)                475566.08  
3774304.36       14.96783  (15012917)          
        475586.08   3774304.36       15.39127  (15012917)                475606.08  
3774304.36       15.83555  (15012917)          
        475626.08   3774304.36       16.30214  (15012917)                475646.08  
3774304.36       16.79264  (15012917)          
        475666.08   3774304.36       17.33538  (15012917)                475686.08  
3774304.36       17.96678  (15012917)          
        475706.08   3774304.36       18.56313  (15012917)                475726.08  
3774304.36       19.17750  (15012917)          
        475746.08   3774304.36       19.84738  (16101924)                475766.08  
3774304.36       20.56547  (16101924)          
        475786.08   3774304.36       21.32812  (16101924)                475806.08  
3774304.36       22.13928  (16101924)          
        475826.08   3774304.36       23.00338  (16101924)                475846.08  
3774304.36       23.92538  (16101924)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475866.08   3774304.36       24.91084  (16101924)                475886.08  
3774304.36       26.08729  (16101924)          
        475906.08   3774304.36       27.33493  (16101924)                475926.08  
3774304.36       28.57228  (16101924)          
        475946.08   3774304.36       29.90606  (16101924)                475966.08  
3774304.36       31.34706  (16101924)          
        475986.08   3774304.36       32.90766  (16101924)                476006.08  
3774304.36       34.82092  (16102007)          
        476026.08   3774304.36       36.94134  (16102007)                476046.08  
3774304.36       39.10045  (16102007)          
        476066.08   3774304.36       41.47263  (16102007)                476086.08  
3774304.36       44.08796  (16102007)          
        476106.08   3774304.36       46.98204  (16102007)                476126.08  
3774304.36       50.19730  (16102007)          
        476146.08   3774304.36       53.92841  (16102007)                476166.08  
3774304.36       58.45847  (16102007)          
        476186.08   3774304.36       63.18069  (16102007)                476206.08  
3774304.36       68.44454  (16102007)          
        476226.08   3774304.36       74.44991  (16102007)                476246.08  
3774304.36       81.34432  (16102007)          
        476266.08   3774304.36       89.31232  (16102007)                476286.08  
3774304.36       98.58598  (16102007)          
        476306.08   3774304.36      110.58859  (16102007)                476326.08  
3774304.36      124.77502  (16102007)          
        476346.08   3774304.36      142.20298  (16102004)                476366.08  
3774304.36      170.39284  (15090107)          
        476386.08   3774304.36      215.60760  (15090107)                477046.08  
3774304.36       39.12779  (15020417)          
        477066.08   3774304.36       36.99054  (15020417)                477086.08  
3774304.36       35.04752  (15020417)          
        477106.08   3774304.36       33.27734  (15020417)                477126.08  
3774304.36       31.66739  (15020417)          
        477146.08   3774304.36       30.15087  (15020417)                477166.08  
3774304.36       28.74576  (15020417)          
        475526.08   3774324.36       14.32559  (15012917)                475546.08  



3774324.36       14.76368  (15012917)          
        475566.08   3774324.36       15.17930  (15012917)                475586.08  
3774324.36       15.61534  (15012917)          
        475606.08   3774324.36       16.07325  (15012917)                475626.08  
3774324.36       16.55461  (15012917)          
        475646.08   3774324.36       17.06117  (15012917)                475666.08  
3774324.36       17.62182  (15012917)          
        475686.08   3774324.36       18.27379  (15012917)                475706.08  
3774324.36       18.89143  (15012917)          
        475726.08   3774324.36       19.52883  (15012917)                475746.08  
3774324.36       20.20391  (15012917)          
        475766.08   3774324.36       20.91988  (15012917)                475786.08  
3774324.36       21.68034  (15012917)          
        475806.08   3774324.36       22.48928  (15012917)                475826.08  
3774324.36       23.35120  (15012917)          
        475846.08   3774324.36       24.28383  (15012917)                475866.08  
3774324.36       25.30899  (15012917)          
        475886.08   3774324.36       26.46824  (15012917)                475906.08  
3774324.36       27.69288  (15012917)          
        475926.08   3774324.36       28.93114  (15012917)                475946.08  
3774324.36       30.26696  (15012917)          
        475966.08   3774324.36       31.71153  (15012917)                475986.08  
3774324.36       33.27775  (15012917)          
        476006.08   3774324.36       35.17446  (15012917)                476026.08  
3774324.36       37.22113  (15012917)          
        476046.08   3774324.36       39.29356  (15012917)                476066.08  
3774324.36       41.57044  (15012917)          
        476086.08   3774324.36       44.08129  (15012917)                476106.08  
3774324.36       46.86134  (15012917)          
        476126.08   3774324.36       49.95289  (15012917)                476146.08  
3774324.36       53.55369  (15012917)          
        476166.08   3774324.36       57.95155  (15012917)                476186.08  
3774324.36       62.52958  (15012917)          
        476206.08   3774324.36       67.67445  (16101924)                476226.08  
3774324.36       73.71713  (16101924)          
        476246.08   3774324.36       80.79056  (16102007)                476266.08  
3774324.36       89.24461  (16102007)          
        476286.08   3774324.36       99.25312  (16102007)                476306.08  
3774324.36      113.76993  (12110208)          
        476326.08   3774324.36      132.48665  (12110208)                476346.08  
3774324.36      156.22157  (12110208)          
        476366.08   3774324.36      186.86530  (12110208)                476386.08  
3774324.36      227.34034  (12110208)          
        477046.08   3774324.36       38.88300  (13020617)                477066.08  
3774324.36       36.79811  (13020617)          
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                                  PAGE 364
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477086.08   3774324.36       34.94284  (13020617)                477106.08  
3774324.36       33.24510  (13020617)          
        477126.08   3774324.36       31.67053  (13020617)                477146.08  
3774324.36       30.19292  (13020617)          
        477166.08   3774324.36       28.83488  (13020617)                477466.08  
3774324.36       25.59759  (13013017)          
        477486.08   3774324.36       24.86198  (13013017)                477506.08  
3774324.36       24.16179  (13013017)          
        477526.08   3774324.36       23.49465  (13013017)                475526.08  
3774344.36       14.38531  (15012917)          
        475546.08   3774344.36       14.82701  (15012917)                475566.08  
3774344.36       15.24634  (15012917)          
        475586.08   3774344.36       15.68639  (15012917)                475606.08  
3774344.36       16.14865  (15012917)          
        475626.08   3774344.36       16.63473  (15012917)                475646.08  
3774344.36       17.14642  (15012917)          
        475666.08   3774344.36       17.71278  (15012917)                475686.08  
3774344.36       18.37133  (15012917)          
        475706.08   3774344.36       18.99577  (15012917)                475726.08  
3774344.36       19.64054  (15012917)          
        475746.08   3774344.36       20.32371  (15012917)                475766.08  
3774344.36       21.04860  (15012917)          
        475786.08   3774344.36       21.81889  (15012917)                475806.08  
3774344.36       22.63872  (15012917)          
        475826.08   3774344.36       23.51271  (15012917)                475846.08  
3774344.36       24.48843  (15012917)          
        475866.08   3774344.36       25.62553  (15012917)                475886.08  
3774344.36       26.74437  (15012917)          
        475906.08   3774344.36       27.92061  (15012917)                475926.08  
3774344.36       29.18045  (15012917)          
        475946.08   3774344.36       30.54073  (15012917)                475966.08  
3774344.36       32.01312  (15012917)          



        475986.08   3774344.36       33.61114  (15012917)                476006.08  
3774344.36       35.54644  (15012917)          
        476026.08   3774344.36       37.63753  (15012917)                476046.08  
3774344.36       39.75965  (15012917)          
        476066.08   3774344.36       42.09460  (15012917)                476086.08  
3774344.36       44.67377  (15012917)          
        476106.08   3774344.36       47.53477  (15012917)                476126.08  
3774344.36       50.72298  (15012917)          
        476146.08   3774344.36       54.44267  (15012917)                476166.08  
3774344.36       58.99172  (15012917)          
        476186.08   3774344.36       63.74856  (15012917)                476206.08  
3774344.36       69.08685  (15012917)          
        476226.08   3774344.36       75.23227  (15012917)                476246.08  
3774344.36       82.36718  (15012917)          
        476266.08   3774344.36       90.73031  (15012917)                476286.08  
3774344.36      100.63948  (15012917)          
        476306.08   3774344.36      113.73105  (15012917)                476326.08  
3774344.36      131.46036  (12110208)          
        476346.08   3774344.36      156.29853  (12110208)                476366.08  
3774344.36      188.99758  (12110208)          
        476386.08   3774344.36      233.32475  (12110208)                476406.08  
3774344.36      295.76625  (12110208)          
        477046.08   3774344.36       39.26027  (14012817)                477066.08  
3774344.36       37.19833  (14012817)          
        477086.08   3774344.36       35.31873  (14012817)                477106.08  
3774344.36       33.57525  (14012817)          
        477126.08   3774344.36       31.92155  (14012817)                477146.08  
3774344.36       30.45295  (14012817)          
        477166.08   3774344.36       29.10920  (14012817)                477466.08  
3774344.36       25.46389  (13013017)          
        477486.08   3774344.36       24.72932  (13013017)                477506.08  
3774344.36       24.03033  (13013017)          
        477526.08   3774344.36       23.36454  (13013017)                475526.08  
3774364.36       14.31458  (15012917)          
        475546.08   3774364.36       14.75201  (15012917)                475566.08  
3774364.36       15.16694  (15012917)          
        475586.08   3774364.36       15.60224  (15012917)                475606.08  
3774364.36       16.05935  (15012917)          
        475626.08   3774364.36       16.53985  (15012917)                475646.08  
3774364.36       17.04547  (15012917)          
        475666.08   3774364.36       17.60507  (15012917)                475686.08  
3774364.36       18.25584  (15012917)          
        475706.08   3774364.36       18.87223  (15012917)                475726.08  
3774364.36       19.50828  (15012917)          
        475746.08   3774364.36       20.18187  (15012917)                475766.08  
3774364.36       20.89621  (15012917)          
        475786.08   3774364.36       21.65487  (15012917)                475806.08  
3774364.36       22.46182  (15012917)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475826.08   3774364.36       23.38549  (15012917)                475846.08  
3774364.36       24.37800  (15012917)          
        475866.08   3774364.36       25.42594  (15012917)                475886.08  
3774364.36       26.50419  (15012917)          
        475906.08   3774364.36       27.65114  (15012917)                475926.08  
3774364.36       28.88547  (15012917)          
        475946.08   3774364.36       30.21683  (15012917)                475966.08  
3774364.36       31.65634  (15012917)          
        475986.08   3774364.36       33.21678  (15012917)                476006.08  
3774364.36       35.10651  (15012917)          
        476026.08   3774364.36       37.14516  (15012917)                476046.08  
3774364.36       39.20859  (15012917)          
        476066.08   3774364.36       41.47497  (15012917)                476086.08  
3774364.36       43.97348  (15012917)          
        476106.08   3774364.36       46.73893  (15012917)                476126.08  
3774364.36       49.81309  (15012917)          
        476146.08   3774364.36       53.39256  (15012917)                476166.08  
3774364.36       57.76349  (15012917)          
        476186.08   3774364.36       62.30963  (15012917)                476206.08  
3774364.36       67.38800  (15012917)          
        476226.08   3774364.36       73.20590  (15012917)                476246.08  
3774364.36       79.92207  (15012917)          
        476266.08   3774364.36       87.74096  (15012917)                476286.08  
3774364.36       98.21956  (15090407)          
        476306.08   3774364.36      113.30855  (15090407)                476326.08  
3774364.36      132.12400  (15090407)          
        476346.08   3774364.36      156.01277  (15090407)                476366.08  
3774364.36      186.86029  (15090407)          
        476386.08   3774364.36      227.55732  (15090407)                477046.08  



3774364.36       39.35183  (13062919)          
        477066.08   3774364.36       37.28293  (13062919)                477086.08  
3774364.36       35.39174  (13062919)          
        477106.08   3774364.36       33.63441  (13062919)                477126.08  
3774364.36       31.96812  (13062919)          
        477146.08   3774364.36       30.49096  (13062919)                477166.08  
3774364.36       29.13930  (13062919)          
        477466.08   3774364.36       25.81919  (12101317)                477486.08  
3774364.36       25.06809  (12101317)          
        477506.08   3774364.36       24.35337  (12101317)                477526.08  
3774364.36       23.80146  (12101317)          
        475526.08   3774384.36       14.11541  (15012917)                475546.08  
3774384.36       14.54086  (15012917)          
        475566.08   3774384.36       14.94348  (15012917)                475586.08  
3774384.36       15.36549  (15012917)          
        475606.08   3774384.36       15.80821  (15012917)                475626.08  
3774384.36       16.27310  (15012917)          
        475646.08   3774384.36       16.76177  (15012917)                475666.08  
3774384.36       17.30246  (15012917)          
        475686.08   3774384.36       17.93152  (15012917)                475706.08  
3774384.36       18.52545  (15012917)          
        475726.08   3774384.36       19.13719  (15012917)                475746.08  
3774384.36       19.78411  (15012917)          
        475766.08   3774384.36       20.46911  (15012917)                475786.08  
3774384.36       21.20544  (15012917)          
        475806.08   3774384.36       22.00916  (15012917)                475826.08  
3774384.36       22.91106  (15012917)          
        475846.08   3774384.36       23.87239  (12012506)                475866.08  
3774384.36       24.84894  (12012506)          
        475886.08   3774384.36       25.89455  (12012506)                475906.08  
3774384.36       27.01622  (12012506)          
        475926.08   3774384.36       28.22191  (12012506)                475946.08  
3774384.36       29.52067  (12012506)          
        475966.08   3774384.36       30.92282  (12012506)                475986.08  
3774384.36       32.44020  (12012506)          
        476006.08   3774384.36       34.27036  (15012908)                476026.08  
3774384.36       36.28313  (16100705)          
        476046.08   3774384.36       38.36233  (16100705)                476066.08  
3774384.36       40.64420  (16100705)          
        476086.08   3774384.36       43.15698  (16100705)                476106.08  
3774384.36       45.93410  (16100705)          
        476126.08   3774384.36       49.01525  (16100705)                476146.08  
3774384.36       52.58515  (16100705)          
        476166.08   3774384.36       56.91150  (16100705)                476186.08  
3774384.36       61.41397  (16100705)          
        476206.08   3774384.36       66.42334  (16100705)                476226.08  
3774384.36       72.12612  (16100705)          
        476246.08   3774384.36       78.65729  (16100705)                476266.08  
3774384.36       86.18459  (16100705)          
        476286.08   3774384.36       95.42104  (13112720)                476306.08  



3774384.36      108.08757  (13112720)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 366
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476326.08   3774384.36      123.22883  (13112720)                476346.08  
3774384.36      140.53254  (13112720)          
        476366.08   3774384.36      161.60889  (13112720)                476386.08  
3774384.36      211.56608  (14090307)          
        476417.86   3774377.82      324.96080  (14090307)                477046.08  
3774384.36       39.04084  (13062919)          
        477066.08   3774384.36       37.04688  (13062919)                477086.08  
3774384.36       35.21783  (13062919)          
        477106.08   3774384.36       33.51233  (13062919)                477126.08  
3774384.36       31.88947  (13062919)          
        477146.08   3774384.36       30.44826  (13062919)                477166.08  
3774384.36       29.12664  (13062919)          
        477466.08   3774384.36       25.82537  (12101317)                477486.08  
3774384.36       25.08772  (12101317)          
        477506.08   3774384.36       24.38493  (12101317)                477526.08  
3774384.36       23.92330  (12101317)          
        475526.08   3774404.36       13.92718  (12012506)                475546.08  
3774404.36       14.34798  (12012506)          
        475566.08   3774404.36       14.74994  (12012506)                475586.08  
3774404.36       15.17109  (12012506)          
        475606.08   3774404.36       15.61274  (12012506)                475626.08  
3774404.36       16.07631  (12012506)          
        475646.08   3774404.36       16.56333  (12012506)                475666.08  
3774404.36       17.09939  (12012506)          
        475686.08   3774404.36       17.71728  (12012506)                475706.08  
3774404.36       18.30928  (15012908)          



        475726.08   3774404.36       18.92748  (15012908)                475746.08  
3774404.36       19.58102  (15012908)          
        475766.08   3774404.36       20.27274  (15012908)                475786.08  
3774404.36       21.04653  (16100705)          
        475806.08   3774404.36       21.95507  (16100705)                475826.08  
3774404.36       22.84791  (16100705)          
        475846.08   3774404.36       23.78042  (16100705)                475866.08  
3774404.36       24.77076  (16100705)          
        475886.08   3774404.36       25.82978  (16100705)                475906.08  
3774404.36       26.96415  (16100705)          
        475926.08   3774404.36       28.18139  (16100705)                475946.08  
3774404.36       29.49000  (16100705)          
        475966.08   3774404.36       30.89955  (16100705)                475986.08  
3774404.36       32.42092  (16100705)          
        476006.08   3774404.36       34.24622  (16100705)                476026.08  
3774404.36       36.20552  (16100705)          
        476046.08   3774404.36       38.18137  (16100705)                476066.08  
3774404.36       40.33541  (16100705)          
        476086.08   3774404.36       42.68973  (16100705)                476106.08  
3774404.36       45.26978  (16100705)          
        476126.08   3774404.36       48.10489  (16100705)                476146.08  
3774404.36       51.36205  (16100705)          
        476166.08   3774404.36       55.72893  (13112720)                476186.08  
3774404.36       60.39128  (13112720)          
        476206.08   3774404.36       65.55957  (13112720)                476226.08  
3774404.36       71.40384  (13112720)          
        476246.08   3774404.36       78.03573  (13112720)                476266.08  
3774404.36       85.58450  (13112720)          
        476286.08   3774404.36       94.19607  (13112720)                476306.08  
3774404.36      106.05839  (16111017)          
        476326.08   3774404.36      121.10691  (16111017)                477046.08  
3774404.36       39.33423  (13101617)          
        477066.08   3774404.36       37.28858  (13101617)                477086.08  
3774404.36       35.40726  (13101617)          
        477106.08   3774404.36       33.65106  (13101617)                477126.08  
3774404.36       31.98111  (13101617)          
        477146.08   3774404.36       30.49134  (13101617)                477166.08  
3774404.36       29.12240  (13101617)          
        477186.08   3774404.36       27.84932  (13101617)                477206.08  
3774404.36       26.66316  (13101617)          
        477226.08   3774404.36       30.45112  (13101617)                477246.08  
3774404.36       34.93072  (16051606)          
        477266.08   3774404.36       33.78822  (16051606)                477286.08  
3774404.36       32.55479  (16051606)          
        477306.08   3774404.36       31.39214  (16051606)                477326.08  
3774404.36       30.29485  (16051606)          
        477346.08   3774404.36       29.48472  (16051606)                477366.08  
3774404.36       29.38373  (15061921)          
        477386.08   3774404.36       28.62464  (15061921)                477406.08  
3774404.36       27.73201  (15061921)          



        477426.08   3774404.36       26.91287  (12101317)                477446.08  
3774404.36       26.14294  (12101317)          
        477466.08   3774404.36       25.40895  (12101317)                477486.08  
3774404.36       24.70861  (12101317)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 367
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774404.36       24.03984  (12101317)                477526.08  
3774404.36       23.60398  (12101317)          
        475946.08   3774424.36       29.11365  (16100705)                475966.08  
3774424.36       30.42543  (16100705)          
        475986.08   3774424.36       31.83171  (16100705)                476006.08  
3774424.36       33.51649  (16100705)          
        476026.08   3774424.36       35.35308  (13112720)                476046.08  
3774424.36       37.47637  (13112720)          
        476066.08   3774424.36       39.79096  (13112720)                476086.08  
3774424.36       42.31890  (13112720)          
        476106.08   3774424.36       45.08498  (13112720)                476126.08  
3774424.36       48.11698  (13112720)          
        476146.08   3774424.36       51.57729  (13112720)                476166.08  
3774424.36       55.69915  (13112720)          
        476186.08   3774424.36       59.89626  (13112720)                476206.08  
3774424.36       64.44262  (13112720)          
        476226.08   3774424.36       69.83967  (16111017)                476246.08  
3774424.36       76.77403  (16111017)          
        476266.08   3774424.36       84.57432  (16111017)                476286.08  
3774424.36       93.32042  (16111017)          
        476306.08   3774424.36      104.06206  (16111017)                476326.08  
3774424.36      122.05907  (14090307)          
        476346.08   3774424.36      142.68984  (14090307)                476366.08  



3774424.36      164.76070  (14090307)          
        476386.08   3774424.36      186.29153  (14090307)                476406.08  
3774424.36      203.33183  (14090307)          
        476426.08   3774424.36      234.07348  (16021808)                476446.08  
3774424.36      277.65731  (16021808)          
        476466.08   3774424.36      327.59650  (16092018)                476486.08  
3774424.36      381.33238  (13021808)          
        476506.08   3774424.36      518.49538  (14030117)                476526.08  
3774424.36      651.87472  (13042407)          
        476546.08   3774424.36      644.15062  (15011116)                476566.08  
3774424.36      809.88779  (13112916)          
        476586.08   3774424.36      790.69953  (13112916)                476606.08  
3774424.36      532.18881  (13112916)          
        476626.08   3774424.36      356.95184  (16060806)                476646.08  
3774424.36      354.20961  (14041207)          
        476666.08   3774424.36      334.65054  (14041207)                476686.08  
3774424.36      295.13971  (14041207)          
        476706.08   3774424.36      252.75246  (12041107)                476726.08  
3774424.36      233.94182  (12041107)          
        476746.08   3774424.36      210.68559  (12041107)                476766.08  
3774424.36      186.48627  (12041107)          
        476786.08   3774424.36      164.05257  (12041107)                476806.08  
3774424.36      143.35157  (12041107)          
        476826.08   3774424.36      124.73443  (12041107)                476846.08  
3774424.36      107.65279  (12041107)          
        476866.08   3774424.36       92.72142  (12041107)                476886.08  
3774424.36       79.86941  (12041107)          
        476906.08   3774424.36       68.85218  (12041107)                476926.08  
3774424.36       59.42679  (12041107)          
        476946.08   3774424.36       51.36813  (12041107)                476966.08  
3774424.36       48.28849  (16102817)          
        476986.08   3774424.36       45.52098  (16102817)                477006.08  
3774424.36       43.06428  (16102817)          
        477026.08   3774424.36       40.80019  (16102817)                477046.08  
3774424.36       38.71046  (16102817)          
        477066.08   3774424.36       36.80032  (13101617)                477086.08  
3774424.36       35.01994  (13101617)          
        477106.08   3774424.36       33.36388  (13101617)                477126.08  
3774424.36       31.83573  (13101617)          
        477146.08   3774424.36       30.43556  (13101617)                477166.08  
3774424.36       29.13394  (13101617)          
        477186.08   3774424.36       27.91717  (13101617)                477206.08  
3774424.36       26.77810  (13101617)          
        477226.08   3774424.36       30.62945  (13101617)                477246.08  
3774424.36       34.91474  (13101617)          
        477266.08   3774424.36       33.73971  (13101617)                477286.08  
3774424.36       32.49209  (13101617)          
        477306.08   3774424.36       31.31327  (13101617)                477326.08  
3774424.36       30.51623  (13101617)          
        477346.08   3774424.36       29.96602  (14073022)                477366.08  



3774424.36       29.32680  (14073022)          
        477386.08   3774424.36       28.44097  (14073022)                477406.08  
3774424.36       27.55609  (13090121)          
        477426.08   3774424.36       26.72655  (13090121)                477446.08  
3774424.36       25.93561  (13090121)          
        477466.08   3774424.36       25.18094  (13090121)                477486.08  
3774424.36       24.46034  (13090121)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 368
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774424.36       23.77727  (15061921)                477526.08  
3774424.36       23.37205  (15061921)          
        475946.08   3774444.36       28.81296  (13112720)                475966.08  
3774444.36       30.28812  (13112720)          
        475986.08   3774444.36       31.90861  (13112720)                476006.08  
3774444.36       33.73213  (13112720)          
        476026.08   3774444.36       35.66984  (13112720)                476046.08  
3774444.36       37.65138  (13112720)          
        476066.08   3774444.36       39.78675  (13112720)                476086.08  
3774444.36       42.08876  (13112720)          
        476106.08   3774444.36       44.57052  (13112720)                476126.08  
3774444.36       47.24489  (13112720)          
        476146.08   3774444.36       50.35309  (16111017)                476166.08  
3774444.36       54.79724  (16111017)          
        476186.08   3774444.36       59.34176  (16111017)                476206.08  
3774444.36       64.24351  (16111017)          
        476226.08   3774444.36       69.59715  (16111017)                476246.08  
3774444.36       75.40883  (16111017)          
        476266.08   3774444.36       81.73170  (16111017)                476286.08  
3774444.36       88.61593  (16111017)          



        476306.08   3774444.36      100.03545  (14090307)                476326.08  
3774444.36      111.73852  (14090307)          
        476346.08   3774444.36      123.49311  (15091504)                476366.08  
3774444.36      139.55745  (15091504)          
        476386.08   3774444.36      155.90648  (16021808)                476406.08  
3774444.36      181.43777  (16021808)          
        476426.08   3774444.36      207.13096  (14091624)                476446.08  
3774444.36      239.26477  (16092018)          
        476466.08   3774444.36      270.28873  (16092018)                476486.08  
3774444.36      302.15435  (16121606)          
        476506.08   3774444.36      375.08685  (14030117)                476526.08  
3774444.36      453.00992  (13042407)          
        476546.08   3774444.36      452.41376  (15011116)                476566.08  
3774444.36      483.57009  (13112916)          
        476586.08   3774444.36      581.34885  (13112916)                476606.08  
3774444.36      493.90653  (13112916)          
        476626.08   3774444.36      334.63262  (13112916)                476646.08  
3774444.36      240.24565  (16060806)          
        476666.08   3774444.36      235.39901  (14041207)                476686.08  
3774444.36      235.36624  (14041207)          
        476706.08   3774444.36      219.81424  (14041207)                476726.08  
3774444.36      195.94913  (14041207)          
        476746.08   3774444.36      169.61822  (12041107)                476766.08  
3774444.36      161.91899  (12041107)          
        476786.08   3774444.36      150.88077  (12041107)                476806.08  
3774444.36      138.79593  (12041107)          
        476826.08   3774444.36      127.07115  (12041107)                476846.08  
3774444.36      114.09856  (12041107)          
        476866.08   3774444.36      101.59331  (12041107)                476886.08  
3774444.36       90.05596  (12041107)          
        476906.08   3774444.36       79.58958  (12041107)                476926.08  
3774444.36       70.20176  (12041107)          
        476946.08   3774444.36       61.84698  (12041107)                476966.08  
3774444.36       54.64221  (12041107)          
        476986.08   3774444.36       48.15904  (12041107)                477006.08  
3774444.36       42.35405  (12041107)          
        477026.08   3774444.36       39.37877  (16102817)                477046.08  
3774444.36       37.55362  (16102817)          
        477066.08   3774444.36       35.84460  (16102817)                477086.08  
3774444.36       34.17623  (16102817)          
        477106.08   3774444.36       32.62324  (16102817)                477126.08  
3774444.36       31.22722  (16102817)          
        477146.08   3774444.36       29.91696  (16102817)                477166.08  
3774444.36       28.68623  (16102817)          
        477186.08   3774444.36       27.52924  (16102817)                477206.08  
3774444.36       26.45314  (13101617)          
        477226.08   3774444.36       30.21870  (13101617)                477246.08  
3774444.36       34.60838  (13101617)          
        477266.08   3774444.36       33.53811  (13101617)                477286.08  
3774444.36       32.38302  (13101617)          



        477306.08   3774444.36       31.28446  (13101617)                477326.08  
3774444.36       30.75763  (13101617)          
        477346.08   3774444.36       30.26391  (14072722)                477366.08  
3774444.36       29.28741  (14072722)          
        477386.08   3774444.36       28.35627  (14072722)                477406.08  
3774444.36       27.46792  (14072722)          
        477426.08   3774444.36       26.64401  (14073022)                477446.08  
3774444.36       25.86818  (14073022)          
        477466.08   3774444.36       25.12575  (14073022)                477486.08  
3774444.36       24.41492  (14073022)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 369
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774444.36       23.89840  (14073022)                477526.08  
3774444.36       23.52573  (14073022)          
        475946.08   3774464.36       28.92629  (13112720)                475966.08  
3774464.36       30.33430  (13112720)          
        475986.08   3774464.36       31.95091  (13112720)                476006.08  
3774464.36       33.54442  (13112720)          
        476026.08   3774464.36       35.20548  (13112720)                476046.08  
3774464.36       36.96060  (13112720)          
        476066.08   3774464.36       38.85896  (14011323)                476086.08  
3774464.36       41.37966  (16111017)          
        476106.08   3774464.36       44.18175  (16111017)                476126.08  
3774464.36       47.20186  (16111017)          
        476146.08   3774464.36       50.57585  (16111017)                476166.08  
3774464.36       54.49704  (16111017)          
        476186.08   3774464.36       58.35798  (16111017)                476206.08  
3774464.36       62.36892  (16111017)          
        476226.08   3774464.36       66.56468  (16111017)                476246.08  



3774464.36       71.56001  (13052302)          
        476266.08   3774464.36       77.51065  (13052302)                476286.08  
3774464.36       85.23563  (16100301)          
        476306.08   3774464.36       95.18834  (15091504)                476326.08  
3774464.36      105.78522  (15091504)          
        476346.08   3774464.36      116.27849  (15091504)                476366.08  
3774464.36      130.37445  (16021808)          
        476386.08   3774464.36      147.01931  (16021808)                476406.08  
3774464.36      162.41049  (14091624)          
        476426.08   3774464.36      182.77223  (16092018)                476446.08  
3774464.36      206.99474  (16092018)          
        476466.08   3774464.36      227.39209  (13021808)                476486.08  
3774464.36      250.95773  (14030117)          
        476506.08   3774464.36      277.60648  (13090718)                476526.08  
3774464.36      332.64292  (13042407)          
        476546.08   3774464.36      335.87003  (15011116)                476566.08  
3774464.36      307.73731  (16082607)          
        476586.08   3774464.36      410.25482  (13112916)                476606.08  
3774464.36      411.17470  (13112916)          
        476626.08   3774464.36      330.49440  (13112916)                476646.08  
3774464.36      227.13339  (13112916)          
        476666.08   3774464.36      172.05922  (16060806)                476686.08  
3774464.36      162.35806  (14041207)          
        476706.08   3774464.36      169.39195  (14041207)                476726.08  
3774464.36      165.58450  (14041207)          
        476746.08   3774464.36      154.59172  (14041207)                476766.08  
3774464.36      139.87838  (14041207)          
        476786.08   3774464.36      123.78991  (14041207)                476806.08  
3774464.36      118.62356  (12041107)          
        476826.08   3774464.36      114.28514  (12041107)                476846.08  
3774464.36      107.47799  (12041107)          
        476866.08   3774464.36       99.62818  (12041107)                476886.08  
3774464.36       91.46093  (12041107)          
        476906.08   3774464.36       83.34697  (12041107)                476926.08  
3774464.36       75.52356  (12041107)          
        476946.08   3774464.36       68.13901  (12041107)                476966.08  
3774464.36       61.60345  (12041107)          
        476986.08   3774464.36       55.42676  (12041107)                477006.08  
3774464.36       49.58731  (12041107)          
        477026.08   3774464.36       44.30999  (12041107)                477046.08  
3774464.36       39.56419  (12041107)          
        477066.08   3774464.36       35.31198  (12041107)                477086.08  
3774464.36       32.75958  (16102817)          
        477106.08   3774464.36       31.42025  (16102817)                477126.08  
3774464.36       30.20644  (16102817)          
        477146.08   3774464.36       29.05416  (16102817)                477166.08  
3774464.36       27.96064  (16102817)          
        477186.08   3774464.36       26.92303  (16102817)                477206.08  
3774464.36       25.93841  (16102817)          
        477226.08   3774464.36       29.41094  (16102817)                477246.08  



3774464.36       34.26236  (12092320)          
        477266.08   3774464.36       33.25310  (12092320)                477286.08  
3774464.36       32.09137  (12092320)          
        477306.08   3774464.36       30.98254  (12092320)                477326.08  
3774464.36       30.66193  (12092320)          
        477346.08   3774464.36       30.20919  (12092320)                477366.08  
3774464.36       29.20552  (12092320)          
        477386.08   3774464.36       28.24620  (12092320)                477406.08  
3774464.36       27.32910  (12092320)          
        477426.08   3774464.36       26.48286  (14072722)                477446.08  
3774464.36       25.73028  (14072722)          
        477466.08   3774464.36       25.00737  (14072722)                477486.08  
3774464.36       24.31283  (14072722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 370
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774464.36       24.16772  (12090821)                477526.08  
3774464.36       23.95060  (12090821)          
        475946.08   3774484.36       28.52940  (13112720)                475966.08  
3774484.36       29.78797  (13112720)          
        475986.08   3774484.36       31.27130  (14011323)                476006.08  
3774484.36       32.95519  (16111017)          
        476026.08   3774484.36       34.88388  (16111017)                476046.08  
3774484.36       36.93988  (16111017)          
        476066.08   3774484.36       39.12744  (16111017)                476086.08  
3774484.36       41.44874  (16111017)          
        476106.08   3774484.36       43.90289  (16111017)                476126.08  
3774484.36       46.48438  (16111017)          
        476146.08   3774484.36       49.30291  (16111017)                476166.08  
3774484.36       52.51175  (16111017)          



        476186.08   3774484.36       55.67102  (13052302)                476206.08  
3774484.36       59.56517  (13052302)          
        476226.08   3774484.36       63.56472  (13052302)                476246.08  
3774484.36       68.73008  (16100301)          
        476266.08   3774484.36       75.62353  (15091504)                476286.08  
3774484.36       83.65037  (15091504)          
        476306.08   3774484.36       91.15570  (15091504)                476326.08  
3774484.36       98.51758  (16021808)          
        476346.08   3774484.36      110.70888  (16021808)                476366.08  
3774484.36      121.99102  (16021808)          
        476386.08   3774484.36      133.02502  (14091624)                476406.08  
3774484.36      145.60944  (14091624)          
        476426.08   3774484.36      163.30625  (16092018)                476446.08  
3774484.36      177.26513  (13021808)          
        476466.08   3774484.36      191.49317  (16021806)                476486.08  
3774484.36      204.78340  (14030117)          
        476506.08   3774484.36      232.53428  (13090718)                476526.08  
3774484.36      254.54525  (13042407)          
        476546.08   3774484.36      259.86117  (15011116)                476566.08  
3774484.36      222.55851  (16111019)          
        476586.08   3774484.36      287.43076  (13112916)                476606.08  
3774484.36      324.44255  (13112916)          
        476626.08   3774484.36      297.39149  (13112916)                476646.08  
3774484.36      233.25047  (13112916)          
        476666.08   3774484.36      162.68939  (13112916)                476686.08  
3774484.36      137.88939  (16041118)          
        476706.08   3774484.36      127.73405  (16041118)                476726.08  
3774484.36      124.98274  (14041207)          
        476746.08   3774484.36      126.38180  (14041207)                476766.08  
3774484.36      122.36369  (14041207)          
        476786.08   3774484.36      114.73092  (14041207)                476806.08  
3774484.36      105.31297  (14041207)          
        476826.08   3774484.36       95.34227  (14041207)                476846.08  
3774484.36       90.80262  (12041107)          
        476866.08   3774484.36       88.14738  (12041107)                476886.08  
3774484.36       84.26083  (12041107)          
        476906.08   3774484.36       79.56977  (12041107)                476926.08  
3774484.36       74.40953  (12041107)          
        476946.08   3774484.36       69.04293  (12041107)                476966.08  
3774484.36       64.05465  (12041107)          
        476986.08   3774484.36       59.00489  (12041107)                477006.08  
3774484.36       53.88665  (12041107)          
        477026.08   3774484.36       49.05408  (12041107)                477046.08  
3774484.36       44.54187  (12041107)          
        477066.08   3774484.36       40.36491  (12041107)                477086.08  
3774484.36       36.61504  (12041107)          
        477106.08   3774484.36       33.13125  (12041107)                477126.08  
3774484.36       29.89535  (12041107)          
        477146.08   3774484.36       28.18610  (16102617)                477166.08  
3774484.36       26.90009  (16092920)          



        477186.08   3774484.36       25.90449  (16102817)                477206.08  
3774484.36       35.64933  (13083021)          
        477226.08   3774484.36       34.98455  (13083021)                477246.08  
3774484.36       34.11556  (13083021)          
        477266.08   3774484.36       32.89463  (13083021)                477286.08  
3774484.36       31.64104  (13083021)          
        477306.08   3774484.36       30.55030  (12092320)                477326.08  
3774484.36       30.32963  (12092320)          
        477346.08   3774484.36       29.97503  (12092320)                477366.08  
3774484.36       29.06682  (12092320)          
        477386.08   3774484.36       28.19169  (12092320)                477406.08  
3774484.36       27.34878  (12092320)          
        477426.08   3774484.36       26.53716  (12092320)                477446.08  
3774484.36       25.75582  (12092320)          
        477466.08   3774484.36       25.00374  (12092320)                477486.08  
3774484.36       24.27988  (12092320)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 371
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774484.36       24.10909  (12092320)                477526.08  
3774484.36       23.98566  (15101421)          
        475946.08   3774504.36       28.24093  (16111017)                475966.08  
3774504.36       29.73774  (16111017)          
        475986.08   3774504.36       31.41462  (16111017)                476006.08  
3774504.36       33.11889  (16111017)          
        476026.08   3774504.36       34.87990  (16111017)                476046.08  
3774504.36       36.68838  (16111017)          
        476066.08   3774504.36       38.57324  (16111017)                476086.08  
3774504.36       40.52601  (16111017)          
        476106.08   3774504.36       42.53329  (16111017)                476126.08  



3774504.36       44.57506  (16111017)          
        476146.08   3774504.36       47.33419  (13052302)                476166.08  
3774504.36       50.52498  (13052302)          
        476186.08   3774504.36       53.59039  (16100301)                476206.08  
3774504.36       57.48550  (16100301)          
        476226.08   3774504.36       62.39451  (15091504)                476246.08  
3774504.36       67.71480  (15091504)          
        476266.08   3774504.36       73.17103  (15091504)                476286.08  
3774504.36       78.75832  (15091504)          
        476306.08   3774504.36       86.29712  (16021808)                476326.08  
3774504.36       95.31554  (16021808)          
        476346.08   3774504.36      103.20550  (16021808)                476366.08  
3774504.36      111.59826  (14091624)          
        476386.08   3774504.36      120.73466  (14091624)                476406.08  
3774504.36      132.65788  (16092018)          
        476426.08   3774504.36      141.48665  (14040103)                476446.08  
3774504.36      154.34429  (13021808)          
        476466.08   3774504.36      164.38973  (16021806)                476486.08  
3774504.36      174.39826  (15122518)          
        476506.08   3774504.36      197.19080  (13090718)                476526.08  
3774504.36      203.13162  (15011116)          
        476546.08   3774504.36      207.51177  (15011116)                476566.08  
3774504.36      186.63488  (16111019)          
        476586.08   3774504.36      202.67093  (13112916)                476606.08  
3774504.36      249.61337  (13112916)          
        476626.08   3774504.36      253.32280  (13112916)                476646.08  
3774504.36      221.07550  (13112916)          
        476666.08   3774504.36      171.44667  (13112916)                476686.08  
3774504.36      123.68072  (15101019)          
        476706.08   3774504.36      114.41524  (16041118)                476726.08  
3774504.36      107.76796  (16041118)          
        476746.08   3774504.36       98.97114  (16041118)                476766.08  
3774504.36       97.83312  (14041207)          
        476786.08   3774504.36       97.47221  (14041207)                476806.08  
3774504.36       94.28231  (14041207)          
        476826.08   3774504.36       89.37581  (14041207)                476846.08  
3774504.36       82.62912  (14041207)          
        476866.08   3774504.36       75.14059  (14041207)                476886.08  
3774504.36       70.89091  (12041107)          
        476906.08   3774504.36       69.66708  (12041107)                476926.08  
3774504.36       67.50298  (12041107)          
        476946.08   3774504.36       64.65443  (12041107)                476966.08  
3774504.36       61.70413  (12041107)          
        476986.08   3774504.36       58.34172  (12041107)                477006.08  
3774504.36       54.55829  (12041107)          
        477026.08   3774504.36       50.74272  (12041107)                477046.08  
3774504.36       46.98224  (12041107)          
        477066.08   3774504.36       43.33948  (12041107)                477086.08  
3774504.36       39.99554  (12041107)          
        477106.08   3774504.36       36.76894  (12041107)                477126.08  



3774504.36       33.63943  (12041107)          
        477146.08   3774504.36       30.72370  (12041107)                477166.08  
3774504.36       28.02139  (12041107)          
        477186.08   3774504.36       25.92469  (16102617)                477206.08  
3774504.36       35.82522  (15070506)          
        477226.08   3774504.36       35.15165  (15070506)                477246.08  
3774504.36       33.92993  (13083021)          
        477266.08   3774504.36       32.77320  (13083021)                477286.08  
3774504.36       31.65406  (13083021)          
        477306.08   3774504.36       30.57308  (13083021)                477326.08  
3774504.36       30.36842  (13083021)          
        477346.08   3774504.36       29.99655  (13083021)                477366.08  
3774504.36       28.98120  (13083021)          
        477386.08   3774504.36       28.00326  (13083021)                477406.08  
3774504.36       27.09138  (15062921)          
        477426.08   3774504.36       26.24843  (15062921)                477446.08  
3774504.36       25.49803  (12092320)          
        477466.08   3774504.36       24.81903  (12092320)                477486.08  
3774504.36       24.16071  (12092320)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 372
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774504.36       24.04890  (12092320)                477526.08  
3774504.36       23.84045  (12092320)          
        475946.08   3774524.36       28.35592  (16111017)                475966.08  
3774524.36       29.66513  (16111017)          
        475986.08   3774524.36       31.03611  (16111017)                476006.08  
3774524.36       32.59306  (16111017)          
        476026.08   3774524.36       34.18164  (16111017)                476046.08  
3774524.36       35.68273  (16111017)          



        476066.08   3774524.36       37.20437  (16111017)                476086.08  
3774524.36       39.00713  (13052302)          
        476106.08   3774524.36       41.11032  (13052302)                476126.08  
3774524.36       43.24177  (13052302)          
        476146.08   3774524.36       45.74650  (16100301)                476166.08  
3774524.36       48.99614  (16100301)          
        476186.08   3774524.36       52.77897  (15091504)                476206.08  
3774524.36       56.84454  (15091504)          
        476226.08   3774524.36       60.90176  (15091504)                476246.08  
3774524.36       64.79977  (15091504)          
        476266.08   3774524.36       68.85301  (13050502)                476286.08  
3774524.36       75.52925  (16021808)          
        476306.08   3774524.36       82.59877  (16021808)                476326.08  
3774524.36       88.71885  (16021808)          
        476346.08   3774524.36       95.41685  (14091624)                476366.08  
3774524.36      102.28574  (14091624)          
        476386.08   3774524.36      111.40594  (16092018)                476406.08  
3774524.36      117.64905  (16092018)          
        476426.08   3774524.36      127.24036  (13021808)                476446.08  
3774524.36      135.32955  (16021806)          
        476466.08   3774524.36      140.77690  (15122518)                476486.08  
3774524.36      153.81147  (13090718)          
        476506.08   3774524.36      169.31141  (13090718)                476526.08  
3774524.36      166.83492  (15011116)          
        476546.08   3774524.36      169.87087  (15011116)                476566.08  
3774524.36      158.92560  (16111019)          
        476586.08   3774524.36      149.99246  (16082607)                476606.08  
3774524.36      190.03883  (13112916)          
        476626.08   3774524.36      208.87149  (13112916)                476646.08  
3774524.36      198.77533  (13112916)          
        476666.08   3774524.36      168.46348  (13112916)                476686.08  
3774524.36      130.49486  (13112916)          
        476706.08   3774524.36      103.73488  (15101019)                476726.08  
3774524.36       97.09778  (16041118)          
        476746.08   3774524.36       92.51422  (16041118)                476766.08  
3774524.36       86.14683  (16041118)          
        476786.08   3774524.36       78.83024  (16041118)                476806.08  
3774524.36       78.34808  (14041207)          
        476826.08   3774524.36       77.84181  (14041207)                476846.08  
3774524.36       75.17453  (14041207)          
        476866.08   3774524.36       71.07748  (14041207)                476886.08  
3774524.36       66.11669  (14041207)          
        476906.08   3774524.36       60.70146  (14041207)                476926.08  
3774524.36       56.67491  (12041107)          
        476946.08   3774524.36       56.21429  (12041107)                476966.08  
3774524.36       55.30453  (12041107)          
        476986.08   3774524.36       53.79198  (12041107)                477006.08  
3774524.36       51.65172  (12041107)          
        477026.08   3774524.36       49.20855  (12041107)                477046.08  
3774524.36       46.57177  (12041107)          



        477066.08   3774524.36       43.83077  (12041107)                477086.08  
3774524.36       41.21702  (12041107)          
        477106.08   3774524.36       38.56070  (12041107)                477126.08  
3774524.36       35.83968  (12041107)          
        477146.08   3774524.36       33.21277  (12041107)                477166.08  
3774524.36       30.70123  (12041107)          
        477186.08   3774524.36       28.31959  (12041107)                477206.08  
3774524.36       35.32550  (15070506)          
        477226.08   3774524.36       34.85585  (15070506)                477246.08  
3774524.36       33.65249  (15070506)          
        477266.08   3774524.36       32.47817  (15070506)                477286.08  
3774524.36       31.33570  (15070506)          
        477306.08   3774524.36       30.22703  (15070506)                477326.08  
3774524.36       30.06836  (16062906)          
        477346.08   3774524.36       29.81813  (13083021)                477366.08  
3774524.36       28.91938  (13083021)          
        477386.08   3774524.36       28.04410  (13083021)                477406.08  
3774524.36       27.19305  (13083021)          
        477426.08   3774524.36       26.36673  (13083021)                477446.08  
3774524.36       25.56534  (13083021)          
        477466.08   3774524.36       24.78891  (13083021)                477486.08  
3774524.36       24.03727  (13083021)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 373
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774524.36       23.92541  (15062921)                477526.08  
3774524.36       23.73445  (15062921)          
        475946.08   3774544.36       28.00614  (16111017)                475966.08  
3774544.36       29.12523  (16111017)          
        475986.08   3774544.36       30.26336  (16111017)                476006.08  



3774544.36       31.56827  (16111017)          
        476026.08   3774544.36       32.93702  (13052302)                476046.08  
3774544.36       34.56153  (13052302)          
        476066.08   3774544.36       36.21053  (13052302)                476086.08  
3774544.36       37.86452  (13052302)          
        476106.08   3774544.36       39.87132  (16100301)                476126.08  
3774544.36       42.15487  (16100301)          
        476146.08   3774544.36       45.07024  (15091504)                476166.08  
3774544.36       48.56895  (15091504)          
        476186.08   3774544.36       51.81693  (15091504)                476206.08  
3774544.36       54.90531  (15091504)          
        476226.08   3774544.36       57.76286  (15091504)                476246.08  
3774544.36       62.03313  (16021808)          
        476266.08   3774544.36       67.35831  (16021808)                476286.08  
3774544.36       72.24229  (16021808)          
        476306.08   3774544.36       76.84900  (16021808)                476326.08  
3774544.36       82.84545  (14091624)          
        476346.08   3774544.36       88.15665  (14091624)                476366.08  
3774544.36       95.25045  (16092018)          
        476386.08   3774544.36      100.77718  (16092018)                476406.08  
3774544.36      106.31370  (13021808)          
        476426.08   3774544.36      113.15884  (16121606)                476446.08  
3774544.36      119.96417  (16021806)          
        476466.08   3774544.36      125.39283  (15122518)                476486.08  
3774544.36      137.35041  (13090718)          
        476506.08   3774544.36      147.05538  (13090718)                476526.08  
3774544.36      142.94058  (13090718)          
        476546.08   3774544.36      141.82027  (15011116)                476566.08  
3774544.36      137.15157  (16111019)          
        476586.08   3774544.36      131.99025  (16111019)                476606.08  
3774544.36      144.30145  (13112916)          
        476626.08   3774544.36      168.94235  (13112916)                476646.08  
3774544.36      172.58488  (13112916)          
        476666.08   3774544.36      157.58645  (13112916)                476686.08  
3774544.36      131.82884  (13112916)          
        476706.08   3774544.36      101.97608  (13112916)                476726.08  
3774544.36       88.77227  (15101019)          
        476746.08   3774544.36       83.79427  (16041118)                476766.08  
3774544.36       80.52664  (16041118)          
        476786.08   3774544.36       75.81396  (16041118)                476806.08  
3774544.36       70.18935  (16041118)          
        476826.08   3774544.36       64.05086  (16041118)                476846.08  
3774544.36       64.15445  (14041207)          
        476866.08   3774544.36       63.17599  (14041207)                476886.08  
3774544.36       60.95012  (14041207)          
        476906.08   3774544.36       57.82526  (14041207)                476926.08  
3774544.36       54.11044  (14041207)          
        476946.08   3774544.36       50.06119  (14041207)                476966.08  
3774544.36       46.30985  (12041107)          
        476986.08   3774544.36       46.42511  (12041107)                477006.08  



3774544.36       45.88428  (12041107)          
        477026.08   3774544.36       44.88104  (12041107)                477046.08  
3774544.36       43.51236  (12041107)          
        477066.08   3774544.36       41.86671  (12041107)                477086.08  
3774544.36       40.17533  (12041107)          
        477106.08   3774544.36       38.30575  (12041107)                477126.08  
3774544.36       36.23337  (12041107)          
        477146.08   3774544.36       34.12693  (12041107)                477166.08  
3774544.36       32.02417  (12041107)          
        477186.08   3774544.36       29.95502  (12041107)                477206.08  
3774544.36       34.64820  (13072423)          
        477226.08   3774544.36       34.19085  (12081023)                477246.08  
3774544.36       33.09182  (12081023)          
        477266.08   3774544.36       32.00602  (12081023)                477286.08  
3774544.36       30.94629  (15070506)          
        477306.08   3774544.36       29.99571  (15070506)                477326.08  
3774544.36       29.76210  (15070506)          
        477346.08   3774544.36       29.47616  (16062906)                477366.08  
3774544.36       28.62765  (16062906)          
        477386.08   3774544.36       27.79297  (16062906)                477406.08  
3774544.36       26.97416  (16062906)          
        477426.08   3774544.36       26.17279  (16062906)                477446.08  
3774544.36       25.45281  (13083021)          
        477466.08   3774544.36       24.75954  (13083021)                477486.08  
3774544.36       24.08206  (13083021)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 374
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774544.36       24.02039  (13083021)                477526.08  
3774544.36       23.83969  (13083021)          



        475946.08   3774564.36       27.22750  (16111017)                475966.08  
3774564.36       28.13452  (16111017)          
        475986.08   3774564.36       29.35079  (13052302)                476006.08  
3774564.36       30.78272  (13052302)          
        476026.08   3774564.36       32.21286  (13052302)                476046.08  
3774564.36       33.52064  (13052302)          
        476066.08   3774564.36       35.23787  (16100301)                476086.08  
3774564.36       37.06689  (16100301)          
        476106.08   3774564.36       39.30276  (15091504)                476126.08  
3774564.36       41.83401  (15091504)          
        476146.08   3774564.36       44.45621  (15091504)                476166.08  
3774564.36       47.24415  (15091504)          
        476186.08   3774564.36       49.64249  (15091504)                476206.08  
3774564.36       52.25077  (13050502)          
        476226.08   3774564.36       56.33563  (16021808)                476246.08  
3774564.36       60.53395  (16021808)          
        476266.08   3774564.36       64.28738  (16021808)                476286.08  
3774564.36       67.28505  (16021808)          
        476306.08   3774564.36       72.49810  (14091624)                476326.08  
3774564.36       77.05093  (14091624)          
        476346.08   3774564.36       82.64475  (16092018)                476366.08  
3774564.36       87.48990  (16092018)          
        476386.08   3774564.36       90.63506  (13021808)                476406.08  
3774564.36       96.75929  (13021808)          
        476426.08   3774564.36      101.82951  (16021806)                476446.08  
3774564.36      105.84454  (16021806)          
        476466.08   3774564.36      111.68414  (15122518)                476486.08  
3774564.36      123.10376  (13090718)          
        476506.08   3774564.36      129.04871  (13090718)                476526.08  
3774564.36      124.34931  (13090718)          
        476546.08   3774564.36      121.92118  (14022508)                476566.08  
3774564.36      119.73911  (16111019)          
        476586.08   3774564.36      117.30772  (16111019)                476606.08  
3774564.36      109.76994  (13112916)          
        476626.08   3774564.36      135.18669  (13112916)                476646.08  
3774564.36      146.41702  (13112916)          
        476666.08   3774564.36      142.36835  (13112916)                476686.08  
3774564.36      127.16637  (13112916)          
        476706.08   3774564.36      105.49935  (13112916)                476726.08  
3774564.36       84.44841  (15101019)          
        476746.08   3774564.36       77.12894  (15101019)                476766.08  
3774564.36       73.28185  (16041118)          
        476786.08   3774564.36       70.91050  (16041118)                476806.08  
3774564.36       67.31408  (16041118)          
        476826.08   3774564.36       62.84744  (16041118)                476846.08  
3774564.36       58.10260  (16041118)          
        476866.08   3774564.36       53.27563  (12092019)                476886.08  
3774564.36       53.18499  (14041207)          
        476906.08   3774564.36       52.21127  (14041207)                476926.08  
3774564.36       50.39442  (14041207)          



        476946.08   3774564.36       47.95549  (14041207)                476966.08  
3774564.36       45.23268  (14041207)          
        476986.08   3774564.36       42.19006  (14041207)                477006.08  
3774564.36       38.93066  (14041207)          
        477026.08   3774564.36       38.61653  (12041107)                477046.08  
3774564.36       38.42658  (12041107)          
        477066.08   3774564.36       37.86939  (12041107)                477086.08  
3774564.36       37.13014  (12041107)          
        477106.08   3774564.36       36.12759  (12041107)                477126.08  
3774564.36       34.83470  (12041107)          
        477146.08   3774564.36       33.39785  (12041107)                477166.08  
3774564.36       31.86158  (12041107)          
        477186.08   3774564.36       30.26410  (12041107)                477206.08  
3774564.36       34.14078  (15050121)          
        477226.08   3774564.36       33.71136  (14061006)                477246.08  
3774564.36       32.59371  (14061006)          
        477266.08   3774564.36       31.48101  (14061006)                477286.08  
3774564.36       30.41317  (15072422)          
        477306.08   3774564.36       29.50088  (12081023)                477326.08  
3774564.36       29.41136  (12081023)          
        477346.08   3774564.36       29.15027  (12081023)                477366.08  
3774564.36       28.26550  (12081023)          
        477386.08   3774564.36       27.39416  (12081023)                477406.08  
3774564.36       26.58888  (15062706)          
        477426.08   3774564.36       25.87510  (16062906)                477446.08  
3774564.36       25.19998  (16062906)          
        477466.08   3774564.36       24.53333  (16062906)                477486.08  
3774564.36       23.87674  (16062906)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 375
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -



- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774564.36       23.89587  (16062906)                477526.08  
3774564.36       23.77997  (16062906)          
        475946.08   3774584.36       26.57249  (13052302)                475966.08  
3774584.36       27.62311  (13052302)          
        475986.08   3774584.36       28.67101  (13052302)                476006.08  
3774584.36       29.86081  (16100301)          
        476026.08   3774584.36       31.45319  (16100301)                476046.08  
3774584.36       32.94489  (16100301)          
        476066.08   3774584.36       34.75088  (15091504)                476086.08  
3774584.36       36.83119  (15091504)          
        476106.08   3774584.36       38.90377  (15091504)                476126.08  
3774584.36       40.92419  (15091504)          
        476146.08   3774584.36       42.92987  (15091504)                476166.08  
3774584.36       45.11334  (13050502)          
        476186.08   3774584.36       47.81878  (16021808)                476206.08  
3774584.36       51.39482  (16021808)          
        476226.08   3774584.36       54.73884  (16021808)                476246.08  
3774584.36       57.65790  (16021808)          
        476266.08   3774584.36       59.91727  (16021808)                476286.08  
3774584.36       64.09102  (14091624)          
        476306.08   3774584.36       67.82182  (14091624)                476326.08  
3774584.36       72.59198  (16092018)          
        476346.08   3774584.36       76.83509  (16092018)                476366.08  
3774584.36       79.34482  (14040103)          
        476386.08   3774584.36       84.11270  (13021808)                476406.08  
3774584.36       87.71522  (16121606)          
        476426.08   3774584.36       92.24669  (16021806)                476446.08  
3774584.36       95.29481  (15122518)          
        476466.08   3774584.36      100.22601  (13090718)                476486.08  
3774584.36      110.82753  (13090718)          
        476506.08   3774584.36      114.28704  (13090718)                476526.08  
3774584.36      109.41406  (13090718)          
        476546.08   3774584.36      107.82672  (14022508)                476566.08  
3774584.36      105.59177  (16111019)          
        476586.08   3774584.36      104.88937  (16111019)                476606.08  
3774584.36       97.43498  (16111019)          
        476626.08   3774584.36      107.59949  (13112916)                476646.08  
3774584.36      122.34124  (13112916)          
        476666.08   3774584.36      125.47385  (13112916)                476686.08  
3774584.36      118.54289  (13112916)          
        476706.08   3774584.36      104.41917  (13112916)                476726.08  
3774584.36       84.89132  (13112916)          
        476746.08   3774584.36       73.97374  (15101019)                476766.08  
3774584.36       67.94604  (13102820)          
        476786.08   3774584.36       64.80441  (16041118)                476806.08  
3774584.36       63.02109  (16041118)          
        476826.08   3774584.36       60.16610  (16041118)                476846.08  
3774584.36       56.76948  (16041118)          
        476866.08   3774584.36       52.98979  (16041118)                476886.08  



3774584.36       49.00688  (16041118)          
        476906.08   3774584.36       45.58042  (13031818)                476926.08  
3774584.36       44.73770  (14041207)          
        476946.08   3774584.36       43.83573  (14041207)                476966.08  
3774584.36       42.45559  (14041207)          
        476986.08   3774584.36       40.59120  (14041207)                477006.08  
3774584.36       38.32471  (14041207)          
        477026.08   3774584.36       35.85818  (14041207)                477046.08  
3774584.36       33.29118  (14041207)          
        477066.08   3774584.36       32.51863  (12041107)                477086.08  
3774584.36       32.61416  (12041107)          
        477106.08   3774584.36       32.42169  (12041107)                477126.08  
3774584.36       31.91351  (12041107)          
        477146.08   3774584.36       31.18966  (12041107)                477166.08  
3774584.36       30.29092  (12041107)          
        477186.08   3774584.36       29.25505  (12041107)                477206.08  
3774584.36       34.06037  (16111417)          
        477226.08   3774584.36       33.56389  (16111417)                477246.08  
3774584.36       32.27368  (16111417)          
        477266.08   3774584.36       30.99791  (16111417)                477286.08  
3774584.36       30.01510  (14061006)          
        477306.08   3774584.36       29.10833  (14061006)                477326.08  
3774584.36       29.06660  (14061006)          
        477346.08   3774584.36       28.82495  (14061006)                477366.08  
3774584.36       27.88949  (15072422)          
        477386.08   3774584.36       27.09935  (12081023)                477406.08  
3774584.36       26.36873  (12081023)          
        477426.08   3774584.36       25.64260  (12081023)                477446.08  
3774584.36       24.92366  (12081023)          
        477466.08   3774584.36       24.21414  (12081023)                477486.08  
3774584.36       23.56051  (15070506)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 376
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774584.36       23.62076  (16062906)                477526.08  
3774584.36       23.58994  (16062906)          
        475946.08   3774604.36       25.93166  (13052302)                475966.08  
3774604.36       26.88339  (16100301)          
        475986.08   3774604.36       28.10707  (16100301)                476006.08  
3774604.36       29.45025  (16100301)          
        476026.08   3774604.36       31.02600  (15091504)                476046.08  
3774604.36       32.76310  (15091504)          
        476066.08   3774604.36       34.49345  (15091504)                476086.08  
3774604.36       36.18506  (15091504)          
        476106.08   3774604.36       37.79783  (15091504)                476126.08  
3774604.36       39.28248  (15091504)          
        476146.08   3774604.36       41.18377  (13050502)                476166.08  
3774604.36       44.11133  (16021808)          
        476186.08   3774604.36       47.08983  (16021808)                476206.08  
3774604.36       49.77730  (16021808)          
        476226.08   3774604.36       52.07010  (16021808)                476246.08  
3774604.36       54.06604  (14091624)          
        476266.08   3774604.36       57.53160  (14091624)                476286.08  
3774604.36       60.25710  (14091624)          
        476306.08   3774604.36       64.12132  (16092018)                476326.08  
3774604.36       68.15190  (16092018)          
        476346.08   3774604.36       70.31390  (16092018)                476366.08  
3774604.36       73.66352  (13021808)          
        476386.08   3774604.36       77.14899  (13021808)                476406.08  
3774604.36       80.23618  (16021806)          
        476426.08   3774604.36       83.19520  (16021806)                476446.08  
3774604.36       87.07858  (15122518)          
        476466.08   3774604.36       92.50296  (13090718)                476486.08  
3774604.36      100.24319  (13090718)          
        476506.08   3774604.36      102.03576  (13090718)                476526.08  
3774604.36       97.20830  (13090718)          
        476546.08   3774604.36       96.28531  (14022508)                476566.08  
3774604.36       94.19163  (14022508)          
        476586.08   3774604.36       94.33352  (16111019)                476606.08  
3774604.36       89.19858  (16111019)          
        476626.08   3774604.36       85.47938  (13112916)                476646.08  
3774604.36      101.22515  (13112916)          
        476666.08   3774604.36      108.64752  (13112916)                476686.08  
3774604.36      107.71654  (13112916)          
        476706.08   3774604.36       99.89854  (13112916)                476726.08  
3774604.36       85.63390  (13112916)          
        476746.08   3774604.36       69.66386  (15101019)                476766.08  
3774604.36       65.49087  (15101019)          
        476786.08   3774604.36       60.55824  (13102820)                476806.08  
3774604.36       57.81497  (16041118)          



        476826.08   3774604.36       56.39694  (16041118)                476846.08  
3774604.36       54.28184  (16041118)          
        476866.08   3774604.36       51.60760  (16041118)                476886.08  
3774604.36       48.54574  (16041118)          
        476906.08   3774604.36       45.26237  (16041118)                476926.08  
3774604.36       42.04927  (12092019)          
        476946.08   3774604.36       39.81307  (13031818)                476966.08  
3774604.36       38.18287  (14041207)          
        476986.08   3774604.36       37.44219  (14041207)                477006.08  
3774604.36       36.20493  (14041207)          
        477026.08   3774604.36       34.62963  (14041207)                477046.08  
3774604.36       32.81298  (14041207)          
        477066.08   3774604.36       30.83967  (14041207)                477086.08  
3774604.36       28.83955  (16090621)          
        477106.08   3774604.36       27.83820  (12082819)                477126.08  
3774604.36       27.91697  (12041107)          
        477146.08   3774604.36       27.84771  (12041107)                477166.08  
3774604.36       27.56627  (12041107)          
        477186.08   3774604.36       27.10231  (12041107)                477206.08  
3774604.36       33.60100  (12082819)          
        477226.08   3774604.36       33.13125  (16111417)                477246.08  
3774604.36       32.07510  (16111417)          
        477266.08   3774604.36       31.00384  (16111417)                477286.08  
3774604.36       29.92733  (16111417)          
        477306.08   3774604.36       28.85378  (16111417)                477326.08  
3774604.36       28.54472  (14061006)          
        477346.08   3774604.36       28.46429  (14061006)                477366.08  
3774604.36       27.68346  (14061006)          
        477386.08   3774604.36       26.89697  (14061006)                477406.08  
3774604.36       26.10963  (14061006)          
        477426.08   3774604.36       25.32549  (14061006)                477446.08  
3774604.36       24.61676  (15072422)          
        477466.08   3774604.36       24.14517  (12081023)                477486.08  
3774604.36       23.96336  (12081023)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 377
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774604.36       23.64437  (12081023)                477526.08  
3774604.36       23.26421  (15062706)          
        475946.08   3774624.36       25.50248  (16100301)                475966.08  
3774624.36       26.52603  (16100301)          
        475986.08   3774624.36       27.70881  (15091504)                476006.08  
3774624.36       29.29444  (15091504)          
        476026.08   3774624.36       30.86577  (15091504)                476046.08  
3774624.36       32.30038  (15091504)          
        476066.08   3774624.36       33.67607  (15091504)                476086.08  
3774624.36       34.95747  (15091504)          
        476106.08   3774624.36       36.32253  (13050502)                476126.08  
3774624.36       38.00616  (16021808)          
        476146.08   3774624.36       40.60779  (16021808)                476166.08  
3774624.36       43.27350  (16021808)          
        476186.08   3774624.36       45.49655  (16021808)                476206.08  
3774624.36       47.31219  (16021808)          
        476226.08   3774624.36       49.15150  (14091624)                476246.08  
3774624.36       52.03839  (14091624)          
        476266.08   3774624.36       54.30817  (14091624)                476286.08  
3774624.36       57.11121  (16092018)          
        476306.08   3774624.36       60.70037  (16092018)                476326.08  
3774624.36       63.05939  (16092018)          
        476346.08   3774624.36       64.97806  (13021808)                476366.08  
3774624.36       68.62346  (13021808)          
        476386.08   3774624.36       71.02360  (16121606)                476406.08  
3774624.36       73.80945  (16021806)          
        476426.08   3774624.36       75.10677  (15122518)                476446.08  
3774624.36       79.54132  (15122518)          
        476466.08   3774624.36       85.45497  (13090718)                476486.08  
3774624.36       91.08965  (13090718)          
        476506.08   3774624.36       91.75269  (13090718)                476526.08  
3774624.36       87.08532  (13090718)          
        476546.08   3774624.36       86.69707  (14022508)                476566.08  
3774624.36       85.26748  (14022508)          
        476586.08   3774624.36       85.30989  (16111019)                476606.08  
3774624.36       81.84086  (16111019)          
        476626.08   3774624.36       75.61540  (16122407)                476646.08  
3774624.36       83.24185  (13112916)          
        476666.08   3774624.36       92.89578  (13112916)                476686.08  
3774624.36       96.01409  (13112916)          
        476706.08   3774624.36       93.09770  (13112916)                476726.08  
3774624.36       83.63607  (13112916)          
        476746.08   3774624.36       70.84470  (13112916)                476766.08  



3774624.36       62.19266  (15101019)          
        476786.08   3774624.36       58.50933  (15101019)                476806.08  
3774624.36       54.41060  (13102820)          
        476826.08   3774624.36       51.91967  (16041118)                476846.08  
3774624.36       50.94242  (16041118)          
        476866.08   3774624.36       49.30865  (16041118)                476886.08  
3774624.36       47.16384  (16041118)          
        476906.08   3774624.36       44.66159  (16041118)                476926.08  
3774624.36       41.92678  (16041118)          
        476946.08   3774624.36       39.06393  (16041118)                476966.08  
3774624.36       36.77804  (13031818)          
        476986.08   3774624.36       35.04497  (13031818)                477006.08  
3774624.36       33.42602  (15121924)          
        477026.08   3774624.36       32.20815  (14041207)                477046.08  
3774624.36       31.17627  (14041207)          
        477066.08   3774624.36       29.89889  (14041207)                477086.08  
3774624.36       28.44955  (14041207)          
        477106.08   3774624.36       26.90555  (16090621)                477126.08  
3774624.36       26.05894  (16090621)          
        477146.08   3774624.36       25.18947  (12082819)                477166.08  
3774624.36       24.55102  (12082819)          
        477186.08   3774624.36       24.10136  (12041107)                477206.08  
3774624.36       33.00934  (12112417)          
        477226.08   3774624.36       32.64602  (12112417)                477246.08  
3774624.36       31.54697  (12112417)          
        477266.08   3774624.36       30.48582  (16111417)                477286.08  
3774624.36       29.61596  (16111417)          
        477306.08   3774624.36       28.72553  (16111417)                477326.08  
3774624.36       28.55046  (16111417)          
        477346.08   3774624.36       28.19211  (16111417)                477366.08  
3774624.36       27.24156  (16111417)          
        477386.08   3774624.36       26.41498  (14061006)                477406.08  
3774624.36       25.77432  (14061006)          
        477426.08   3774624.36       25.12252  (14061006)                477446.08  
3774624.36       24.46397  (14061006)          
        477466.08   3774624.36       24.05935  (14061006)                477486.08  
3774624.36       24.15448  (14061006)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 378
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774624.36       23.61008  (14061006)                477526.08  
3774624.36       22.97680  (15072422)          
        475946.08   3774644.36       25.14105  (15091504)                475966.08  
3774644.36       26.38452  (15091504)          
        475986.08   3774644.36       27.62156  (15091504)                476006.08  
3774644.36       28.96553  (15091504)          
        476026.08   3774644.36       30.25439  (15091504)                476046.08  
3774644.36       31.36826  (15091504)          
        476066.08   3774644.36       32.38008  (15091504)                476086.08  
3774644.36       33.75616  (13050502)          
        476106.08   3774644.36       35.54619  (16021808)                476126.08  
3774644.36       37.66652  (16021808)          
        476146.08   3774644.36       39.72138  (16021808)                476166.08  
3774644.36       41.73319  (16021808)          
        476186.08   3774644.36       43.22378  (16021808)                476206.08  
3774644.36       44.94954  (14091624)          
        476226.08   3774644.36       47.38264  (14091624)                476246.08  
3774644.36       49.29547  (14091624)          
        476266.08   3774644.36       51.57561  (16092018)                476286.08  
3774644.36       54.44104  (16092018)          
        476306.08   3774644.36       56.69437  (16092018)                476326.08  
3774644.36       58.36789  (14040103)          
        476346.08   3774644.36       61.31400  (13021808)                476366.08  
3774644.36       63.36520  (13021808)          
        476386.08   3774644.36       65.75125  (16021806)                476406.08  
3774644.36       67.62020  (16021806)          
        476426.08   3774644.36       69.89424  (15122518)                476446.08  
3774644.36       72.70134  (15122518)          
        476466.08   3774644.36       79.06956  (13090718)                476486.08  
3774644.36       83.13962  (13090718)          
        476506.08   3774644.36       83.03287  (13090718)                476526.08  
3774644.36       78.74533  (14121123)          
        476546.08   3774644.36       78.53846  (14022508)                476566.08  
3774644.36       77.66993  (14022508)          
        476586.08   3774644.36       77.54795  (16111019)                476606.08  
3774644.36       75.28408  (16111019)          
        476626.08   3774644.36       69.74414  (16111019)                476646.08  
3774644.36       69.32131  (16122407)          
        476666.08   3774644.36       78.71711  (13112916)                476686.08  
3774644.36       84.35257  (13112916)          



        476706.08   3774644.36       85.01293  (13112916)                476726.08  
3774644.36       79.61877  (13112916)          
        476746.08   3774644.36       70.36091  (13112916)                476766.08  
3774644.36       59.17702  (13112916)          
        476786.08   3774644.36       55.95008  (15101019)                476806.08  
3774644.36       52.65621  (15101019)          
        476826.08   3774644.36       49.18412  (13102820)                476846.08  
3774644.36       47.04334  (16041118)          
        476866.08   3774644.36       46.33150  (16041118)                476886.08  
3774644.36       45.04359  (16041118)          
        476906.08   3774644.36       43.30903  (16041118)                476926.08  
3774644.36       41.22427  (16041118)          
        476946.08   3774644.36       38.86396  (16041118)                476966.08  
3774644.36       36.44546  (16041118)          
        476986.08   3774644.36       34.22530  (12092019)                477006.08  
3774644.36       32.69830  (13031818)          
        477026.08   3774644.36       31.22414  (13031818)                477046.08  
3774644.36       29.92254  (15121924)          
        477066.08   3774644.36       28.56375  (15121924)                477086.08  
3774644.36       27.22561  (15121924)          
        477106.08   3774644.36       26.18431  (16010418)                477126.08  
3774644.36       25.25547  (16010418)          
        477146.08   3774644.36       24.44533  (16090621)                477166.08  
3774644.36       23.73612  (16090621)          
        477186.08   3774644.36       23.00137  (16090621)                477206.08  
3774644.36       32.35561  (13081722)          
        477226.08   3774644.36       31.94342  (15062801)                477246.08  
3774644.36       31.00880  (12112417)          
        477266.08   3774644.36       30.11997  (12112417)                477286.08  
3774644.36       29.19715  (12112417)          
        477306.08   3774644.36       28.25160  (12112417)                477326.08  
3774644.36       28.15018  (16111417)          
        477346.08   3774644.36       27.96210  (16111417)                477366.08  
3774644.36       27.17187  (16111417)          
        477386.08   3774644.36       26.36817  (16111417)                477406.08  
3774644.36       25.55728  (16111417)          
        477426.08   3774644.36       24.74460  (16111417)                477446.08  
3774644.36       24.03101  (14061006)          
        477466.08   3774644.36       23.74390  (14061006)                477486.08  
3774644.36       23.94563  (14061006)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 379
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***



                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774644.36       23.51005  (14061006)                477526.08  
3774644.36       22.92321  (14061006)          
        475946.08   3774664.36       25.10052  (15091504)                475966.08  
3774664.36       26.15234  (15091504)          
        475986.08   3774664.36       27.16807  (15091504)                476006.08  
3774664.36       28.25357  (15091504)          
        476026.08   3774664.36       29.24951  (15091504)                476046.08  
3774664.36       30.30566  (13050502)          
        476066.08   3774664.36       31.43138  (13050502)                476086.08  
3774664.36       33.31155  (16021808)          
        476106.08   3774664.36       35.10692  (16021808)                476126.08  
3774664.36       36.75398  (16021808)          
        476146.08   3774664.36       38.21334  (16021808)                476166.08  
3774664.36       39.45374  (16021808)          
        476186.08   3774664.36       41.23175  (14091624)                476206.08  
3774664.36       43.39506  (14091624)          
        476226.08   3774664.36       45.02394  (14091624)                476246.08  
3774664.36       46.88237  (16092018)          
        476266.08   3774664.36       49.43988  (16092018)                476286.08  
3774664.36       51.25267  (16092018)          
        476306.08   3774664.36       52.51540  (14040103)                476326.08  
3774664.36       54.83467  (13021808)          
        476346.08   3774664.36       57.30541  (13021808)                476366.08  
3774664.36       59.08523  (16121606)          
        476386.08   3774664.36       61.15463  (16021806)                476406.08  
3774664.36       61.79152  (16021806)          
        476426.08   3774664.36       64.78303  (15122518)                476446.08  
3774664.36       67.16527  (13090718)          
        476466.08   3774664.36       73.26099  (13090718)                476486.08  
3774664.36       76.20150  (13090718)          
        476506.08   3774664.36       75.56985  (13090718)                476526.08  
3774664.36       71.89170  (14121123)          
        476546.08   3774664.36       71.66033  (14022508)                476566.08  
3774664.36       71.11403  (14022508)          
        476586.08   3774664.36       70.81566  (16111019)                476606.08  
3774664.36       69.44172  (16111019)          
        476626.08   3774664.36       65.22316  (16111019)                476646.08  



3774664.36       63.00082  (16122407)          
        476666.08   3774664.36       66.28840  (13112916)                476686.08  
3774664.36       73.30708  (13112916)          
        476706.08   3774664.36       76.41314  (13112916)                476726.08  
3774664.36       74.26462  (13112916)          
        476746.08   3774664.36       68.17867  (13112916)                476766.08  
3774664.36       59.59341  (13112916)          
        476786.08   3774664.36       52.79676  (15101019)                476806.08  
3774664.36       50.58360  (15101019)          
        476826.08   3774664.36       47.64151  (15101019)                476846.08  
3774664.36       44.82556  (13102820)          
        476866.08   3774664.36       42.90488  (16041118)                476886.08  
3774664.36       42.37554  (16041118)          
        476906.08   3774664.36       41.35430  (16041118)                476926.08  
3774664.36       39.91668  (16041118)          
        476946.08   3774664.36       38.12582  (16041118)                476966.08  
3774664.36       36.20130  (16041118)          
        476986.08   3774664.36       34.15895  (16041118)                477006.08  
3774664.36       32.11746  (12092019)          
        477026.08   3774664.36       30.55426  (13031818)                477046.08  
3774664.36       29.31255  (13031818)          
        477066.08   3774664.36       28.02604  (15121924)                477086.08  
3774664.36       26.93533  (15121924)          
        477106.08   3774664.36       25.81484  (15121924)                477126.08  
3774664.36       24.67073  (15121924)          
        477146.08   3774664.36       23.84632  (16010418)                477166.08  
3774664.36       23.04962  (16010418)          
        477186.08   3774664.36       22.34523  (16090621)                477206.08  
3774664.36       31.95604  (13081820)          
        477226.08   3774664.36       31.69095  (13081722)                477246.08  
3774664.36       30.62402  (13081722)          
        477266.08   3774664.36       29.51958  (13081722)                477286.08  
3774664.36       28.64312  (12112417)          
        477306.08   3774664.36       27.89721  (12112417)                477326.08  
3774664.36       27.79940  (16062023)          
        477346.08   3774664.36       27.58701  (16062023)                477366.08  
3774664.36       26.72472  (16062023)          
        477386.08   3774664.36       26.05933  (16111417)                477406.08  
3774664.36       25.39329  (16111417)          
        477426.08   3774664.36       24.71063  (16111417)                477446.08  
3774664.36       24.01690  (16111417)          
        477466.08   3774664.36       23.53171  (16111417)                477486.08  
3774664.36       23.61630  (15090822)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 380
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774664.36       23.24109  (15090822)                477526.08  
3774664.36       22.67328  (15090822)          
        475946.08   3774684.36       24.75646  (15091504)                475966.08  
3774684.36       25.60376  (15091504)          
        475986.08   3774684.36       26.38961  (15091504)                476006.08  
3774684.36       27.29364  (13050502)          
        476026.08   3774684.36       28.40365  (13050502)                476046.08  
3774684.36       29.65678  (16021808)          
        476066.08   3774684.36       31.27879  (16021808)                476086.08  
3774684.36       32.80530  (16021808)          
        476106.08   3774684.36       34.18640  (16021808)                476126.08  
3774684.36       35.36509  (16021808)          
        476146.08   3774684.36       36.27827  (16021808)                476166.08  
3774684.36       37.86623  (14091624)          
        476186.08   3774684.36       39.80520  (14091624)                476206.08  
3774684.36       41.34788  (14091624)          
        476226.08   3774684.36       42.86251  (16092018)                476246.08  
3774684.36       45.15620  (16092018)          
        476266.08   3774684.36       46.84726  (16092018)                476286.08  
3774684.36       47.75613  (16092018)          
        476306.08   3774684.36       49.25555  (13021808)                476326.08  
3774684.36       51.71590  (13021808)          
        476346.08   3774684.36       53.41640  (16121606)                476366.08  
3774684.36       55.22016  (16021806)          
        476386.08   3774684.36       56.66940  (16021806)                476406.08  
3774684.36       57.52819  (15122518)          
        476426.08   3774684.36       60.06723  (15122518)                476446.08  
3774684.36       63.07157  (13090718)          
        476466.08   3774684.36       68.04868  (13090718)                476486.08  
3774684.36       70.11621  (13090718)          
        476506.08   3774684.36       69.12869  (13090718)                476526.08  
3774684.36       65.99118  (14121123)          
        476546.08   3774684.36       65.75610  (14022508)                476566.08  
3774684.36       65.44221  (14022508)          



        476586.08   3774684.36       64.94791  (16111019)                476606.08  
3774684.36       64.22937  (16111019)          
        476626.08   3774684.36       61.03940  (16111019)                476646.08  
3774684.36       57.29634  (16122407)          
        476666.08   3774684.36       58.04033  (16122407)                476686.08  
3774684.36       63.36533  (13112916)          
        476706.08   3774684.36       67.87052  (13112916)                476726.08  
3774684.36       68.15163  (13112916)          
        476746.08   3774684.36       64.75243  (13112916)                476766.08  
3774684.36       58.61253  (13112916)          
        476786.08   3774684.36       50.99893  (13112916)                476806.08  
3774684.36       48.05182  (15101019)          
        476826.08   3774684.36       46.05190  (15101019)                476846.08  
3774684.36       43.45266  (15101019)          
        476866.08   3774684.36       41.10145  (13102820)                476886.08  
3774684.36       39.34152  (16041118)          
        476906.08   3774684.36       38.95146  (16041118)                476926.08  
3774684.36       38.11526  (16041118)          
        476946.08   3774684.36       36.88057  (16041118)                476966.08  
3774684.36       35.44816  (16041118)          
        476986.08   3774684.36       33.83409  (16041118)                477006.08  
3774684.36       32.08508  (16041118)          
        477026.08   3774684.36       30.25505  (16041118)                477046.08  
3774684.36       28.64820  (12092019)          
        477066.08   3774684.36       27.51022  (13031818)                477086.08  
3774684.36       26.41477  (13031818)          
        477106.08   3774684.36       25.42401  (15121924)                477126.08  
3774684.36       24.47650  (15121924)          
        477146.08   3774684.36       23.49577  (15121924)                477166.08  
3774684.36       22.52357  (13090921)          
        477186.08   3774684.36       21.84431  (16010418)                477206.08  
3774684.36       31.32609  (13081820)          
        477226.08   3774684.36       31.11210  (13081820)                477246.08  
3774684.36       30.16307  (13081722)          
        477266.08   3774684.36       29.29331  (13081722)                477286.08  
3774684.36       28.46646  (13081722)          
        477306.08   3774684.36       27.77264  (13081722)                477326.08  
3774684.36       27.52160  (15062801)          
        477346.08   3774684.36       27.19508  (15062801)                477366.08  
3774684.36       26.49360  (16062023)          
        477386.08   3774684.36       25.77497  (16062023)                477406.08  
3774684.36       25.03402  (16062023)          
        477426.08   3774684.36       24.34596  (16111417)                477446.08  
3774684.36       23.78295  (16111417)          
        477466.08   3774684.36       23.41660  (16111417)                477486.08  
3774684.36       23.45515  (16111417)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48



                                                                                    
                                  PAGE 381
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774684.36       22.94796  (16111417)                477526.08  
3774684.36       22.34857  (15090822)          
        475946.08   3774704.36       24.13931  (15091504)                475966.08  
3774704.36       24.77841  (15091504)          
        475986.08   3774704.36       25.62531  (13050502)                476006.08  
3774704.36       26.57079  (13050502)          
        476026.08   3774704.36       28.02598  (16021808)                476046.08  
3774704.36       29.42646  (16021808)          
        476066.08   3774704.36       30.72921  (16021808)                476086.08  
3774704.36       31.89190  (16021808)          
        476106.08   3774704.36       32.86707  (16021808)                476126.08  
3774704.36       33.60318  (16021808)          
        476146.08   3774704.36       35.14046  (14091624)                476166.08  
3774704.36       36.66156  (14091624)          
        476186.08   3774704.36       38.02491  (14091624)                476206.08  
3774704.36       39.38818  (16092018)          
        476226.08   3774704.36       41.45484  (16092018)                476246.08  
3774704.36       43.02741  (16092018)          
        476266.08   3774704.36       43.96124  (16092018)                476286.08  
3774704.36       44.95953  (14040103)          
        476306.08   3774704.36       47.00949  (13021808)                476326.08  
3774704.36       48.55394  (13021808)          
        476346.08   3774704.36       50.15158  (16121606)                476366.08  
3774704.36       51.79925  (16021806)          
        476386.08   3774704.36       52.37915  (16021806)                476406.08  
3774704.36       54.15089  (15122518)          
        476426.08   3774704.36       55.80274  (15122518)                476446.08  
3774704.36       59.41871  (13090718)          
        476466.08   3774704.36       63.36621  (13090718)                476486.08  
3774704.36       64.75238  (13090718)          
        476506.08   3774704.36       63.52706  (13090718)                476526.08  



3774704.36       60.86748  (14121123)          
        476546.08   3774704.36       60.63292  (14022508)                476566.08  
3774704.36       60.49024  (14022508)          
        476586.08   3774704.36       59.80352  (16111019)                476606.08  
3774704.36       59.56944  (16111019)          
        476626.08   3774704.36       57.18442  (16111019)                476646.08  
3774704.36       52.99054  (16111019)          
        476666.08   3774704.36       53.44833  (16122407)                476686.08  
3774704.36       54.49118  (13112916)          
        476706.08   3774704.36       59.73357  (13112916)                476726.08  
3774704.36       61.73152  (13112916)          
        476746.08   3774704.36       60.49973  (13112916)                476766.08  
3774704.36       56.53171  (13112916)          
        476786.08   3774704.36       50.83802  (13112916)                476806.08  
3774704.36       45.24859  (15101019)          
        476826.08   3774704.36       44.04226  (15101019)                476846.08  
3774704.36       42.18922  (15101019)          
        476866.08   3774704.36       39.84823  (15101019)                476886.08  
3774704.36       37.87574  (13102820)          
        476906.08   3774704.36       36.24699  (16041118)                476926.08  
3774704.36       35.94324  (16041118)          
        476946.08   3774704.36       35.22228  (16041118)                476966.08  
3774704.36       34.26160  (16041118)          
        476986.08   3774704.36       33.07362  (16041118)                477006.08  
3774704.36       31.70135  (16041118)          
        477026.08   3774704.36       30.19704  (16041118)                477046.08  
3774704.36       28.58841  (16041118)          
        477066.08   3774704.36       27.04289  (12092019)                477086.08  
3774704.36       25.88985  (13031818)          
        477106.08   3774704.36       24.97585  (13031818)                477126.08  
3774704.36       24.00860  (15121924)          
        477146.08   3774704.36       23.20948  (15121924)                477166.08  
3774704.36       22.37070  (15121924)          
        477186.08   3774704.36       21.50584  (15121924)                477206.08  
3774704.36       30.85923  (13090921)          
        477226.08   3774704.36       30.42562  (12052222)                477246.08  
3774704.36       29.57052  (13081820)          
        477266.08   3774704.36       28.78542  (13081820)                477286.08  
3774704.36       28.22871  (13081722)          
        477306.08   3774704.36       28.36497  (13081722)                477326.08  
3774704.36       27.73556  (13081722)          
        477346.08   3774704.36       26.89865  (13081722)                477366.08  
3774704.36       26.08396  (15062801)          
        477386.08   3774704.36       25.40923  (15062801)                477406.08  
3774704.36       24.76249  (16062023)          
        477426.08   3774704.36       24.14596  (16062023)                477446.08  
3774704.36       23.50646  (16062023)          
        477466.08   3774704.36       23.07945  (16062023)                477486.08  
3774704.36       23.15661  (16111417)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           



                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 382
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774704.36       22.76519  (16111417)                477526.08  
3774704.36       22.23573  (16111417)          
        475946.08   3774724.36       23.42096  (13050502)                475966.08  
3774724.36       24.18741  (13050502)          
        475986.08   3774724.36       25.05766  (16021808)                476006.08  
3774724.36       26.36763  (16021808)          
        476026.08   3774724.36       27.63494  (16021808)                476046.08  
3774724.36       28.83556  (16021808)          
        476066.08   3774724.36       29.83286  (16021808)                476086.08  
3774724.36       30.64199  (16021808)          
        476106.08   3774724.36       31.23572  (16021808)                476126.08  
3774724.36       32.73249  (14091624)          
        476146.08   3774724.36       34.06085  (14091624)                476166.08  
3774724.36       35.10326  (14091624)          
        476186.08   3774724.36       36.22819  (16092018)                476206.08  
3774724.36       38.23142  (16092018)          
        476226.08   3774724.36       39.69194  (16092018)                476246.08  
3774724.36       40.62475  (16092018)          
        476266.08   3774724.36       41.44588  (14040103)                476286.08  
3774724.36       42.93768  (13021808)          
        476306.08   3774724.36       44.54336  (13021808)                476326.08  
3774724.36       45.68573  (16121606)          
        476346.08   3774724.36       47.23596  (16021806)                476366.08  
3774724.36       48.42771  (16021806)          
        476386.08   3774724.36       48.53236  (15122518)                476406.08  
3774724.36       50.90985  (15122518)          
        476426.08   3774724.36       51.86361  (15122518)                476446.08  
3774724.36       56.01433  (13090718)          



        476466.08   3774724.36       59.13678  (13090718)                476486.08  
3774724.36       60.00166  (13090718)          
        476506.08   3774724.36       58.62177  (13090718)                476526.08  
3774724.36       56.38409  (14121123)          
        476546.08   3774724.36       56.15273  (14022508)                476566.08  
3774724.36       56.13691  (14022508)          
        476586.08   3774724.36       55.26825  (16111019)                476606.08  
3774724.36       55.39277  (16111019)          
        476626.08   3774724.36       53.64075  (16111019)                476646.08  
3774724.36       50.25747  (16111019)          
        476666.08   3774724.36       49.23802  (16122407)                476686.08  
3774724.36       49.45181  (16122407)          
        476706.08   3774724.36       52.13392  (13112916)                476726.08  
3774724.36       55.33426  (13112916)          
        476746.08   3774724.36       55.77350  (13112916)                476766.08  
3774724.36       53.64606  (13112916)          
        476786.08   3774724.36       49.70976  (13112916)                476806.08  
3774724.36       44.17732  (13112916)          
        476826.08   3774724.36       41.73354  (15101019)                476846.08  
3774724.36       40.54891  (15101019)          
        476866.08   3774724.36       38.83300  (15101019)                476886.08  
3774724.36       36.71510  (15101019)          
        476906.08   3774724.36       35.05922  (13102820)                476926.08  
3774724.36       33.51998  (16041118)          
        476946.08   3774724.36       33.25461  (16041118)                476966.08  
3774724.36       32.72783  (16041118)          
        476986.08   3774724.36       31.94588  (16041118)                477006.08  
3774724.36       30.94524  (16041118)          
        477026.08   3774724.36       29.77350  (16041118)                477046.08  
3774724.36       28.45684  (16041118)          
        477066.08   3774724.36       27.01449  (16041118)                477086.08  
3774724.36       25.60318  (12092019)          
        477106.08   3774724.36       24.41640  (12092019)                477126.08  
3774724.36       23.63340  (13031818)          
        477146.08   3774724.36       22.80542  (13031818)                477166.08  
3774724.36       22.00503  (15121924)          
        477186.08   3774724.36       31.07508  (13090921)                477206.08  
3774724.36       30.71973  (13090921)          
        477226.08   3774724.36       30.08550  (13090921)                477246.08  
3774724.36       29.11901  (13090921)          
        477266.08   3774724.36       28.18166  (12052222)                477286.08  
3774724.36       27.69437  (13081820)          
        477306.08   3774724.36       27.79856  (13081722)                477326.08  
3774724.36       27.34840  (13081722)          
        477346.08   3774724.36       26.66578  (13081722)                477366.08  
3774724.36       25.93500  (13081722)          
        477386.08   3774724.36       25.16680  (13081722)                477406.08  
3774724.36       24.39172  (15062801)          
        477426.08   3774724.36       23.80862  (15062801)                477446.08  
3774724.36       23.20706  (16062023)          



        477466.08   3774724.36       22.90445  (16062023)                477486.08  
3774724.36       23.02597  (16062023)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 383
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774724.36       22.55858  (16062023)                477526.08  
3774724.36       21.94522  (16062023)          
        475946.08   3774744.36       22.85434  (13050502)                475966.08  
3774744.36       23.84541  (16021808)          
        475986.08   3774744.36       24.95333  (16021808)                476006.08  
3774744.36       25.99331  (16021808)          
        476026.08   3774744.36       26.98422  (16021808)                476046.08  
3774744.36       27.95312  (16021808)          
        476066.08   3774744.36       28.65056  (16021808)                476086.08  
3774744.36       29.23221  (14091624)          
        476106.08   3774744.36       30.59256  (14091624)                476126.08  
3774744.36       31.76014  (14091624)          
        476146.08   3774744.36       32.67683  (14091624)                476166.08  
3774744.36       33.44038  (16092018)          
        476186.08   3774744.36       35.27958  (16092018)                476206.08  
3774744.36       36.76054  (16092018)          
        476226.08   3774744.36       37.67627  (16092018)                476246.08  
3774744.36       38.33195  (14040103)          
        476266.08   3774744.36       39.33690  (13021808)                476286.08  
3774744.36       41.00885  (13021808)          
        476306.08   3774744.36       41.95773  (13021808)                476326.08  
3774744.36       43.12142  (16121606)          
        476346.08   3774744.36       44.61303  (16021806)                476366.08  
3774744.36       45.16397  (16021806)          
        476386.08   3774744.36       46.12808  (15122518)                476406.08  



3774744.36       47.83121  (15122518)          
        476426.08   3774744.36       49.05108  (13090718)                476446.08  
3774744.36       52.85194  (13090718)          
        476466.08   3774744.36       55.31003  (13090718)                476486.08  
3774744.36       55.77451  (13090718)          
        476506.08   3774744.36       54.29913  (13090718)                476526.08  
3774744.36       52.43391  (14121123)          
        476546.08   3774744.36       52.20735  (14022508)                476566.08  
3774744.36       52.28585  (14022508)          
        476586.08   3774744.36       51.24916  (16111019)                476606.08  
3774744.36       51.63880  (16111019)          
        476626.08   3774744.36       50.38666  (16111019)                476646.08  
3774744.36       47.66681  (16111019)          
        476666.08   3774744.36       45.37452  (16122407)                476686.08  
3774744.36       46.05552  (16122407)          
        476706.08   3774744.36       45.55765  (16122407)                476726.08  
3774744.36       49.18502  (13112916)          
        476746.08   3774744.36       50.85353  (13112916)                476766.08  
3774744.36       50.22275  (13112916)          
        476786.08   3774744.36       47.82288  (13112916)                476806.08  
3774744.36       43.71772  (13112916)          
        476826.08   3774744.36       39.25216  (13100917)                476846.08  
3774744.36       38.63351  (15101019)          
        476866.08   3774744.36       37.48504  (15101019)                476886.08  
3774744.36       35.89551  (15101019)          
        476906.08   3774744.36       33.97133  (15101019)                476926.08  
3774744.36       32.56533  (13102820)          
        476946.08   3774744.36       31.07573  (16041118)                476966.08  
3774744.36       30.93323  (16041118)          
        476986.08   3774744.36       30.52380  (16041118)                477006.08  
3774744.36       29.87564  (16041118)          
        477026.08   3774744.36       29.01675  (16041118)                477046.08  
3774744.36       27.99043  (16041118)          
        477066.08   3774744.36       26.82516  (16041118)                477086.08  
3774744.36       25.60956  (16041118)          
        477106.08   3774744.36       24.34400  (16041118)                477126.08  
3774744.36       23.24136  (12092019)          
        477146.08   3774744.36       22.38177  (13031818)                477166.08  
3774744.36       26.25323  (13031818)          
        477186.08   3774744.36       31.32371  (16072821)                477206.08  
3774744.36       30.46370  (16072821)          
        477226.08   3774744.36       29.47972  (15082722)                477246.08  
3774744.36       28.68346  (13090921)          
        477266.08   3774744.36       27.88496  (13090921)                477286.08  
3774744.36       27.26723  (13090921)          
        477306.08   3774744.36       27.36259  (13062306)                477326.08  
3774744.36       26.74576  (12052222)          
        477346.08   3774744.36       26.07845  (13081722)                477366.08  
3774744.36       25.53352  (13081722)          
        477386.08   3774744.36       24.93500  (13081722)                477406.08  



3774744.36       24.29274  (13081722)          
        477426.08   3774744.36       23.61576  (13081722)                477446.08  
3774744.36       22.91224  (13081722)          
        477466.08   3774744.36       22.59465  (15062801)                477486.08  
3774744.36       22.73241  (15062801)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 384
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774744.36       22.34504  (16062023)                477526.08  
3774744.36       21.84455  (16062023)          
        475946.08   3774764.36       22.71481  (16021808)                475966.08  
3774764.36       23.68886  (16021808)          
        475986.08   3774764.36       24.59454  (16021808)                476006.08  
3774764.36       25.40812  (16021808)          
        476026.08   3774764.36       26.14742  (16021808)                476046.08  
3774764.36       26.83721  (16021808)          
        476066.08   3774764.36       27.47529  (14091624)                476086.08  
3774764.36       28.68049  (14091624)          
        476106.08   3774764.36       29.71278  (14091624)                476126.08  
3774764.36       30.52366  (14091624)          
        476146.08   3774764.36       31.12724  (16092018)                476166.08  
3774764.36       32.65962  (16092018)          
        476186.08   3774764.36       34.05281  (16092018)                476206.08  
3774764.36       35.05787  (16092018)          
        476226.08   3774764.36       35.56193  (14040103)                476246.08  
3774764.36       36.31273  (14040103)          
        476266.08   3774764.36       37.83117  (13021808)                476286.08  
3774764.36       38.93359  (13021808)          
        476306.08   3774764.36       39.80450  (16121606)                476326.08  
3774764.36       40.88528  (16021806)          



        476346.08   3774764.36       42.00732  (16021806)                476366.08  
3774764.36       42.04550  (16021806)          
        476386.08   3774764.36       43.77568  (15122518)                476406.08  
3774764.36       44.92780  (15122518)          
        476426.08   3774764.36       46.77122  (13090718)                476446.08  
3774764.36       49.91985  (13090718)          
        476466.08   3774764.36       51.84055  (13090718)                476486.08  
3774764.36       51.99669  (13090718)          
        476506.08   3774764.36       50.46797  (13090718)                476526.08  
3774764.36       48.93178  (14121123)          
        476546.08   3774764.36       48.71101  (14022508)                476566.08  
3774764.36       48.85963  (14022508)          
        476586.08   3774764.36       47.67017  (16111019)                476606.08  
3774764.36       48.25491  (16111019)          
        476626.08   3774764.36       47.39895  (16111019)                476646.08  
3774764.36       45.22371  (16111019)          
        476666.08   3774764.36       41.93789  (16111019)                476686.08  
3774764.36       42.86560  (16122407)          
        476706.08   3774764.36       42.84859  (16122407)                476726.08  
3774764.36       43.42529  (13112916)          
        476746.08   3774764.36       45.94922  (13112916)                476766.08  
3774764.36       46.48756  (13112916)          
        476786.08   3774764.36       45.37864  (13112916)                476806.08  
3774764.36       42.57094  (13112916)          
        476826.08   3774764.36       38.40652  (13112916)                476846.08  
3774764.36       36.53316  (15101019)          
        476866.08   3774764.36       35.88568  (15101019)                476886.08  
3774764.36       34.78141  (15101019)          
        476906.08   3774764.36       33.30753  (15101019)                476926.08  
3774764.36       31.53691  (15101019)          
        476946.08   3774764.36       30.32068  (13102820)                476966.08  
3774764.36       28.97439  (13102820)          
        476986.08   3774764.36       28.87998  (16041118)                477006.08  
3774764.36       28.55464  (16041118)          
        477026.08   3774764.36       27.97337  (16041118)                477046.08  
3774764.36       27.21915  (16041118)          
        477066.08   3774764.36       26.35663  (16041118)                477086.08  
3774764.36       25.38215  (16041118)          
        477106.08   3774764.36       24.32243  (16041118)                477126.08  
3774764.36       23.20245  (16041118)          
        477146.08   3774764.36       22.14321  (12092019)                477166.08  
3774764.36       25.64874  (13031818)          
        477186.08   3774764.36       30.61689  (16072821)                477206.08  
3774764.36       30.04624  (16072821)          
        477226.08   3774764.36       29.14252  (16072821)                477246.08  
3774764.36       28.20483  (15082722)          
        477266.08   3774764.36       27.31957  (13090921)                477286.08  
3774764.36       26.91807  (13090921)          
        477306.08   3774764.36       26.91990  (13062306)                477326.08  
3774764.36       26.43982  (13062306)          



        477346.08   3774764.36       25.70375  (13062306)                477366.08  
3774764.36       24.99850  (12052222)          
        477386.08   3774764.36       24.39476  (13081722)                477406.08  
3774764.36       23.91507  (13081722)          
        477426.08   3774764.36       23.38732  (13081722)                477446.08  
3774764.36       22.81979  (13081722)          
        477466.08   3774764.36       22.44612  (13081722)                477486.08  
3774764.36       22.48109  (13081722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 385
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774764.36       22.05954  (15062801)                477526.08  
3774764.36       21.57364  (15062801)          
        475946.08   3774784.36       22.51798  (16021808)                475966.08  
3774784.36       23.30841  (16021808)          
        475986.08   3774784.36       24.01060  (16021808)                476006.08  
3774784.36       24.60225  (16021808)          
        476026.08   3774784.36       25.10098  (16021808)                476046.08  
3774784.36       25.87085  (14091624)          
        476066.08   3774784.36       26.96353  (14091624)                476086.08  
3774784.36       27.88110  (14091624)          
        476106.08   3774784.36       28.60223  (14091624)                476126.08  
3774784.36       29.08539  (14091624)          
        476146.08   3774784.36       30.47448  (16092018)                476166.08  
3774784.36       31.63197  (16092018)          
        476186.08   3774784.36       32.53372  (16092018)                476206.08  
3774784.36       33.07969  (16092018)          
        476226.08   3774784.36       33.85742  (14040103)                476246.08  
3774784.36       34.97369  (13021808)          
        476266.08   3774784.36       36.16706  (13021808)                476286.08  



3774784.36       36.81917  (16121606)          
        476306.08   3774784.36       37.73106  (16121606)                476326.08  
3774784.36       38.83675  (16021806)          
        476346.08   3774784.36       39.46079  (16021806)                476366.08  
3774784.36       39.85263  (15122518)          
        476386.08   3774784.36       41.49982  (15122518)                476406.08  
3774784.36       42.20352  (15122518)          
        476426.08   3774784.36       44.59952  (13090718)                476446.08  
3774784.36       47.20371  (13090718)          
        476466.08   3774784.36       48.68797  (13090718)                476486.08  
3774784.36       48.60640  (13090718)          
        476506.08   3774784.36       47.05445  (13090718)                476526.08  
3774784.36       45.80933  (14121123)          
        476546.08   3774784.36       45.59484  (14022508)                476566.08  
3774784.36       45.79548  (14022508)          
        476586.08   3774784.36       44.58259  (14022508)                476606.08  
3774784.36       45.19569  (16111019)          
        476626.08   3774784.36       44.65457  (16111019)                476646.08  
3774784.36       42.92770  (16111019)          
        476666.08   3774784.36       40.17258  (16111019)                476686.08  
3774784.36       39.88701  (16122407)          
        476706.08   3774784.36       40.24644  (16122407)                476726.08  
3774784.36       39.69592  (16122407)          
        476746.08   3774784.36       41.25176  (13112916)                476766.08  
3774784.36       42.82418  (13112916)          
        476786.08   3774784.36       42.66010  (13112916)                476806.08  
3774784.36       40.88615  (13112916)          
        476826.08   3774784.36       37.79335  (13112916)                476846.08  
3774784.36       34.48049  (13100917)          
        476866.08   3774784.36       34.10845  (15101019)                476886.08  
3774784.36       33.43834  (15101019)          
        476906.08   3774784.36       32.38225  (15101019)                476926.08  
3774784.36       30.99905  (15101019)          
        476946.08   3774784.36       29.38972  (13102820)                476966.08  
3774784.36       28.36739  (13102820)          
        476986.08   3774784.36       27.16334  (13102820)                477006.08  
3774784.36       27.04375  (16041118)          
        477026.08   3774784.36       26.74432  (16041118)                477046.08  
3774784.36       26.26003  (16041118)          
        477066.08   3774784.36       25.65391  (16041118)                477086.08  
3774784.36       24.91302  (16041118)          
        477106.08   3774784.36       24.06388  (16041118)                477126.08  
3774784.36       23.13124  (16041118)          
        477146.08   3774784.36       22.13769  (16041118)                477166.08  
3774784.36       25.40349  (12092019)          
        477186.08   3774784.36       30.01064  (16061920)                477206.08  
3774784.36       29.31625  (16061920)          
        477226.08   3774784.36       28.61429  (16072821)                477246.08  
3774784.36       27.86479  (16072821)          
        477266.08   3774784.36       27.01934  (16072821)                477286.08  



3774784.36       26.53483  (15082722)          
        477306.08   3774784.36       26.66706  (14083022)                477326.08  
3774784.36       26.07384  (14083022)          
        477346.08   3774784.36       25.32915  (13062306)                477366.08  
3774784.36       24.72260  (13062306)          
        477386.08   3774784.36       24.05663  (13062306)                477406.08  
3774784.36       23.43832  (12052222)          
        477426.08   3774784.36       22.88878  (13081722)                477446.08  
3774784.36       22.82041  (13081722)          
        477466.08   3774784.36       22.72062  (13081722)                477486.08  
3774784.36       22.46094  (13081722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 386
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774784.36       21.95185  (13081722)                477526.08  
3774784.36       21.36609  (13081722)          
        475946.08   3774804.36       22.12344  (16021808)                475966.08  
3774804.36       22.73053  (16021808)          
        475986.08   3774804.36       23.23442  (16021808)                476006.08  
3774804.36       23.61513  (16021808)          
        476026.08   3774804.36       24.33327  (14091624)                476046.08  
3774804.36       25.39615  (14091624)          
        476066.08   3774804.36       26.23435  (14091624)                476086.08  
3774804.36       26.87879  (14091624)          
        476106.08   3774804.36       27.31308  (14091624)                476126.08  
3774804.36       28.52227  (16092018)          
        476146.08   3774804.36       29.60140  (16092018)                476166.08  
3774804.36       30.41153  (16092018)          
        476186.08   3774804.36       30.89706  (16092018)                476206.08  
3774804.36       31.49805  (14040103)          



        476226.08   3774804.36       32.37860  (13021808)                476246.08  
3774804.36       33.64176  (13021808)          
        476266.08   3774804.36       34.40207  (13021808)                476286.08  
3774804.36       35.15390  (16121606)          
        476306.08   3774804.36       35.97008  (16021806)                476326.08  
3774804.36       36.78746  (16021806)          
        476346.08   3774804.36       37.00238  (16021806)                476366.08  
3774804.36       38.10592  (15122518)          
        476386.08   3774804.36       39.31617  (15122518)                476406.08  
3774804.36       39.65640  (15122518)          
        476426.08   3774804.36       42.53968  (13090718)                476446.08  
3774804.36       44.68816  (13090718)          
        476466.08   3774804.36       45.81664  (13090718)                476486.08  
3774804.36       45.55198  (13090718)          
        476506.08   3774804.36       43.99828  (13090718)                476526.08  
3774804.36       43.01101  (14121123)          
        476546.08   3774804.36       42.80305  (14022508)                476566.08  
3774804.36       43.04198  (14022508)          
        476586.08   3774804.36       42.03163  (14022508)                476606.08  
3774804.36       42.42193  (16111019)          
        476626.08   3774804.36       42.13152  (16111019)                476646.08  
3774804.36       40.77480  (16111019)          
        476666.08   3774804.36       38.46957  (16111019)                476686.08  
3774804.36       37.11746  (16122407)          
        476706.08   3774804.36       37.76790  (16122407)                476726.08  
3774804.36       37.59876  (16122407)          
        476746.08   3774804.36       36.77891  (13112916)                476766.08  
3774804.36       39.02516  (13112916)          
        476786.08   3774804.36       39.66198  (13112916)                476806.08  
3774804.36       38.80613  (13112916)          
        476826.08   3774804.36       36.68849  (13112916)                476846.08  
3774804.36       33.60649  (13112916)          
        476866.08   3774804.36       32.29800  (13100917)                476886.08  
3774804.36       31.92667  (15101019)          
        476906.08   3774804.36       31.24877  (15101019)                476926.08  
3774804.36       30.22838  (15101019)          
        476946.08   3774804.36       28.90928  (15101019)                476966.08  
3774804.36       27.55008  (13102820)          
        476986.08   3774804.36       26.62826  (13102820)                477006.08  
3774804.36       25.53751  (13102820)          
        477026.08   3774804.36       25.35437  (16041118)                477046.08  
3774804.36       25.11885  (16041118)          
        477066.08   3774804.36       24.74998  (16041118)                477086.08  
3774804.36       24.23345  (16041118)          
        477106.08   3774804.36       23.59259  (16041118)                477126.08  
3774804.36       22.85005  (16041118)          
        477146.08   3774804.36       24.00014  (16041118)                477166.08  
3774804.36       29.67816  (16072623)          
        477186.08   3774804.36       29.62489  (16072623)                477206.08  
3774804.36       28.76490  (16061920)          



        477226.08   3774804.36       28.01037  (16061920)                477246.08  
3774804.36       27.24968  (16072821)          
        477266.08   3774804.36       26.84988  (16072821)                477286.08  
3774804.36       26.50385  (16072821)          
        477306.08   3774804.36       26.46596  (15082722)                477326.08  
3774804.36       25.84416  (15082722)          
        477346.08   3774804.36       25.09547  (14083022)                477366.08  
3774804.36       24.37137  (14083022)          
        477386.08   3774804.36       23.74040  (13062306)                477406.08  
3774804.36       23.18710  (13062306)          
        477426.08   3774804.36       22.58187  (13062306)                477446.08  
3774804.36       22.56169  (12052222)          
        477466.08   3774804.36       22.57920  (12080223)                477486.08  
3774804.36       22.15511  (13081722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 387
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774804.36       21.72560  (13081722)                477526.08  
3774804.36       21.25830  (13081722)          
        475946.08   3774824.36       21.55506  (16021808)                475966.08  
3774824.36       21.98443  (16021808)          
        475986.08   3774824.36       22.30054  (16021808)                476006.08  
3774824.36       23.00862  (14091624)          
        476026.08   3774824.36       23.89570  (14091624)                476046.08  
3774824.36       24.72956  (14091624)          
        476066.08   3774824.36       25.32569  (14091624)                476086.08  
3774824.36       25.71760  (14091624)          
        476106.08   3774824.36       26.76972  (16092018)                476126.08  
3774824.36       27.77721  (16092018)          
        476146.08   3774824.36       28.55261  (16092018)                476166.08  



3774824.36       29.04831  (16092018)          
        476186.08   3774824.36       29.48104  (14040103)                476206.08  
3774824.36       29.98933  (14040103)          
        476226.08   3774824.36       31.31751  (13021808)                476246.08  
3774824.36       32.19718  (13021808)          
        476266.08   3774824.36       32.75432  (16121606)                476286.08  
3774824.36       33.44198  (16121606)          
        476306.08   3774824.36       34.32504  (16021806)                476326.08  
3774824.36       34.76834  (16021806)          
        476346.08   3774824.36       34.82005  (15122518)                476366.08  
3774824.36       36.38963  (15122518)          
        476386.08   3774824.36       37.23380  (15122518)                476406.08  
3774824.36       38.01021  (13090718)          
        476426.08   3774824.36       40.59176  (13090718)                476446.08  
3774824.36       42.35774  (13090718)          
        476466.08   3774824.36       43.19529  (13090718)                476486.08  
3774824.36       42.78997  (13090718)          
        476506.08   3774824.36       41.24978  (13090718)                476526.08  
3774824.36       40.49135  (14121123)          
        476546.08   3774824.36       40.28995  (14022508)                476566.08  
3774824.36       40.55674  (14022508)          
        476586.08   3774824.36       39.71393  (14022508)                476606.08  
3774824.36       39.89986  (16111019)          
        476626.08   3774824.36       39.80928  (16111019)                476646.08  
3774824.36       38.75890  (16111019)          
        476666.08   3774824.36       36.83566  (16111019)                476686.08  
3774824.36       34.54998  (16122407)          
        476706.08   3774824.36       35.42196  (16122407)                476726.08  
3774824.36       35.56078  (16122407)          
        476746.08   3774824.36       34.98978  (16122407)                476766.08  
3774824.36       35.22267  (13112916)          
        476786.08   3774824.36       36.50886  (13112916)                476806.08  
3774824.36       36.45937  (13112916)          
        476826.08   3774824.36       35.19946  (13112916)                476846.08  
3774824.36       32.93634  (13112916)          
        476866.08   3774824.36       30.82130  (16112620)                476886.08  
3774824.36       30.31768  (13100917)          
        476906.08   3774824.36       29.95696  (15101019)                476926.08  
3774824.36       29.26850  (15101019)          
        476946.08   3774824.36       28.26717  (15101019)                476966.08  
3774824.36       27.07715  (15101019)          
        476986.08   3774824.36       25.90648  (13102820)                477006.08  
3774824.36       25.06361  (13102820)          
        477026.08   3774824.36       24.04057  (15111002)                477046.08  
3774824.36       23.83586  (16041118)          
        477066.08   3774824.36       23.68354  (16041118)                477086.08  
3774824.36       23.37721  (16041118)          
        477106.08   3774824.36       22.93639  (16041118)                477126.08  
3774824.36       22.38086  (16041118)          
        477146.08   3774824.36       30.11892  (13072106)                477166.08  



3774824.36       29.70017  (16072623)          
        477186.08   3774824.36       29.16696  (16072623)                477206.08  
3774824.36       28.42555  (16072623)          
        477226.08   3774824.36       27.53559  (16072623)                477246.08  
3774824.36       26.76864  (16061920)          
        477266.08   3774824.36       26.71294  (16061920)                477286.08  
3774824.36       26.71406  (16072821)          
        477306.08   3774824.36       26.14763  (16072821)                477326.08  
3774824.36       25.49493  (15082722)          
        477346.08   3774824.36       24.86803  (15082722)                477366.08  
3774824.36       24.16903  (15082722)          
        477386.08   3774824.36       23.51505  (14083022)                477406.08  
3774824.36       22.84630  (14083022)          
        477426.08   3774824.36       22.31389  (13062306)                477446.08  
3774824.36       22.43273  (13062306)          
        477466.08   3774824.36       22.36709  (13062306)                477486.08  
3774824.36       21.74328  (13062306)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 388
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774824.36       21.30760  (12080223)                477526.08  
3774824.36       20.92287  (13081722)          
        475946.08   3774844.36       20.83885  (16021808)                475966.08  
3774844.36       21.10048  (16021808)          
        475986.08   3774844.36       21.83091  (14091624)                476006.08  
3774844.36       22.60149  (14091624)          
        476026.08   3774844.36       23.28827  (14091624)                476046.08  
3774844.36       23.90345  (14091624)          
        476066.08   3774844.36       24.27502  (14091624)                476086.08  
3774844.36       25.18945  (16092018)          



        476106.08   3774844.36       26.13146  (16092018)                476126.08  
3774844.36       26.87194  (16092018)          
        476146.08   3774844.36       27.36989  (16092018)                476166.08  
3774844.36       27.69595  (14040103)          
        476186.08   3774844.36       28.19780  (14040103)                476206.08  
3774844.36       29.10643  (13021808)          
        476226.08   3774844.36       30.13895  (13021808)                476246.08  
3774844.36       30.68108  (13021808)          
        476266.08   3774844.36       31.35630  (16121606)                476286.08  
3774844.36       32.02921  (16021806)          
        476306.08   3774844.36       32.73722  (16021806)                476326.08  
3774844.36       32.89380  (16021806)          
        476346.08   3774844.36       33.51234  (15122518)                476366.08  
3774844.36       34.71853  (15122518)          
        476386.08   3774844.36       35.25711  (15122518)                476406.08  
3774844.36       36.54979  (13090718)          
        476426.08   3774844.36       38.75341  (13090718)                476446.08  
3774844.36       40.19750  (13090718)          
        476466.08   3774844.36       40.79651  (13090718)                476486.08  
3774844.36       40.28372  (13090718)          
        476506.08   3774844.36       38.76777  (13090718)                476526.08  
3774844.36       38.21277  (14121123)          
        476546.08   3774844.36       38.01783  (14022508)                476566.08  
3774844.36       38.30448  (14022508)          
        476586.08   3774844.36       37.60109  (14022508)                476606.08  
3774844.36       37.60031  (16111019)          
        476626.08   3774844.36       37.66533  (16111019)                476646.08  
3774844.36       36.85470  (16111019)          
        476666.08   3774844.36       35.26179  (16111019)                476686.08  
3774844.36       33.01932  (16111019)          
        476706.08   3774844.36       33.21207  (16122407)                476726.08  
3774844.36       33.59712  (16122407)          
        476746.08   3774844.36       33.33373  (16122407)                476766.08  
3774844.36       32.45414  (16122407)          
        476786.08   3774844.36       33.36351  (13112916)                476806.08  
3774844.36       33.95611  (13112916)          
        476826.08   3774844.36       33.42776  (13112916)                476846.08  
3774844.36       31.90633  (13112916)          
        476866.08   3774844.36       29.60031  (16112620)                476886.08  
3774844.36       28.82737  (16112620)          
        476906.08   3774844.36       28.55196  (15101019)                476926.08  
3774844.36       28.16083  (15101019)          
        476946.08   3774844.36       27.45313  (15101019)                476966.08  
3774844.36       26.53914  (15101019)          
        476986.08   3774844.36       25.43680  (15101019)                477006.08  
3774844.36       24.42316  (13102820)          
        477026.08   3774844.36       23.61679  (13102820)                477046.08  
3774844.36       22.68978  (15111002)          
        477066.08   3774844.36       22.49338  (16041118)                477086.08  
3774844.36       22.37879  (16041118)          



        477106.08   3774844.36       22.12500  (16041118)                477126.08  
3774844.36       21.74847  (16041118)          
        477146.08   3774844.36       30.12751  (12071219)                477166.08  
3774844.36       29.33063  (13072106)          
        477186.08   3774844.36       28.32904  (12092019)                477206.08  
3774844.36       27.79553  (16072623)          
        477226.08   3774844.36       27.15869  (16072623)                477246.08  
3774844.36       26.39359  (16072623)          
        477266.08   3774844.36       26.29710  (16061920)                477286.08  
3774844.36       26.22357  (16061920)          
        477306.08   3774844.36       25.58989  (16072821)                477326.08  
3774844.36       25.08433  (16072821)          
        477346.08   3774844.36       24.48846  (16072821)                477366.08  
3774844.36       23.91008  (15082722)          
        477386.08   3774844.36       23.31736  (15082722)                477406.08  
3774844.36       22.66376  (14083022)          
        477426.08   3774844.36       22.09304  (14083022)                477446.08  
3774844.36       22.10671  (14083022)          
        477466.08   3774844.36       22.13029  (13062306)                477486.08  
3774844.36       21.64311  (13062306)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 389
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774844.36       21.11018  (13062306)                477526.08  
3774844.36       20.53941  (13062306)          
        475946.08   3774864.36       20.00160  (16021808)                475966.08  
3774864.36       20.75213  (14091624)          
        475986.08   3774864.36       21.45017  (14091624)                476006.08  
3774864.36       22.04294  (14091624)          
        476026.08   3774864.36       22.53866  (14091624)                476046.08  



3774864.36       22.94989  (14091624)          
        476066.08   3774864.36       23.75867  (16092018)                476086.08  
3774864.36       24.64082  (16092018)          
        476106.08   3774864.36       25.34697  (16092018)                476126.08  
3774864.36       25.84158  (16092018)          
        476146.08   3774864.36       26.09119  (16092018)                476166.08  
3774864.36       26.59840  (14040103)          
        476186.08   3774864.36       27.17163  (13021808)                476206.08  
3774864.36       28.15389  (13021808)          
        476226.08   3774864.36       28.87818  (13021808)                476246.08  
3774864.36       29.39523  (16121606)          
        476266.08   3774864.36       29.92151  (16121606)                476286.08  
3774864.36       30.68098  (16021806)          
        476306.08   3774864.36       31.12720  (16021806)                476326.08  
3774864.36       31.03476  (16021806)          
        476346.08   3774864.36       32.20456  (15122518)                476366.08  
3774864.36       33.10272  (15122518)          
        476386.08   3774864.36       33.38711  (15122518)                476406.08  
3774864.36       35.14263  (13090718)          
        476426.08   3774864.36       37.02077  (13090718)                476446.08  
3774864.36       38.19330  (13090718)          
        476466.08   3774864.36       38.59631  (13090718)                476486.08  
3774864.36       38.00210  (13090718)          
        476506.08   3774864.36       36.51781  (13090718)                476526.08  
3774864.36       36.14396  (14121123)          
        476546.08   3774864.36       35.95531  (14022508)                476566.08  
3774864.36       36.25569  (14022508)          
        476586.08   3774864.36       35.66892  (14022508)                476606.08  
3774864.36       35.49808  (16111019)          
        476626.08   3774864.36       35.68799  (16111019)                476646.08  
3774864.36       35.07684  (16111019)          
        476666.08   3774864.36       33.76690  (16111019)                476686.08  
3774864.36       31.84741  (16111019)          
        476706.08   3774864.36       31.13781  (16122407)                476726.08  
3774864.36       31.71748  (16122407)          
        476746.08   3774864.36       31.70872  (16122407)                476766.08  
3774864.36       31.12595  (16122407)          
        476786.08   3774864.36       30.30135  (13112916)                476806.08  
3774864.36       31.38709  (13112916)          
        476826.08   3774864.36       31.46456  (13112916)                476846.08  
3774864.36       30.59526  (13112916)          
        476866.08   3774864.36       28.91739  (13112916)                476886.08  
3774864.36       27.81119  (16112620)          
        476906.08   3774864.36       27.19549  (13100917)                476926.08  
3774864.36       26.94343  (15101019)          
        476946.08   3774864.36       26.50169  (15101019)                476966.08  
3774864.36       25.84467  (15101019)          
        476986.08   3774864.36       24.98494  (15101019)                477006.08  
3774864.36       23.95430  (15101019)          
        477026.08   3774864.36       23.04767  (13102820)                477046.08  



3774864.36       22.30903  (13102820)          
        477066.08   3774864.36       21.48842  (15111002)                477086.08  
3774864.36       21.27191  (16041118)          
        477106.08   3774864.36       21.18501  (16041118)                477126.08  
3774864.36       25.37037  (12071219)          
        477146.08   3774864.36       30.20490  (12071219)                477166.08  
3774864.36       29.39856  (12071219)          
        477186.08   3774864.36       28.04694  (13072106)                477206.08  
3774864.36       27.00329  (12092019)          
        477226.08   3774864.36       26.49746  (16072623)                477246.08  
3774864.36       25.96480  (16072623)          
        477266.08   3774864.36       26.04858  (15072106)                477286.08  
3774864.36       25.86522  (15072106)          
        477306.08   3774864.36       25.15732  (16061920)                477326.08  
3774864.36       24.51706  (16061920)          
        477346.08   3774864.36       24.04633  (16072821)                477366.08  
3774864.36       23.55004  (16072821)          
        477386.08   3774864.36       22.97770  (16072821)                477406.08  
3774864.36       22.47716  (15082722)          
        477426.08   3774864.36       21.91713  (15082722)                477446.08  
3774864.36       21.97532  (14083022)          
        477466.08   3774864.36       21.93459  (14083022)                477486.08  
3774864.36       21.32409  (14083022)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 390
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774864.36       20.90905  (13062306)                477526.08  
3774864.36       20.45944  (13062306)          
        475946.08   3774884.36       19.76095  (14091624)                475966.08  
3774884.36       20.39546  (14091624)          



        475986.08   3774884.36       20.93371  (14091624)                476006.08  
3774884.36       21.35688  (14091624)          
        476026.08   3774884.36       21.67436  (14091624)                476046.08  
3774884.36       22.44206  (16092018)          
        476066.08   3774884.36       23.28573  (16092018)                476086.08  
3774884.36       23.95858  (16092018)          
        476106.08   3774884.36       24.44594  (16092018)                476126.08  
3774884.36       24.71846  (16092018)          
        476146.08   3774884.36       25.12935  (14040103)                476166.08  
3774884.36       25.43878  (13021808)          
        476186.08   3774884.36       26.40076  (13021808)                476206.08  
3774884.36       27.11358  (13021808)          
        476226.08   3774884.36       27.56539  (13021808)                476246.08  
3774884.36       28.20680  (16121606)          
        476266.08   3774884.36       28.77375  (16021806)                476286.08  
3774884.36       29.31980  (16021806)          
        476306.08   3774884.36       29.51026  (16021806)                476326.08  
3774884.36       29.75603  (15122518)          
        476346.08   3774884.36       30.90648  (15122518)                476366.08  
3774884.36       31.54874  (15122518)          
        476386.08   3774884.36       31.62252  (15122518)                476406.08  
3774884.36       33.79166  (13090718)          
        476426.08   3774884.36       35.38904  (13090718)                476446.08  
3774884.36       36.33198  (13090718)          
        476466.08   3774884.36       36.57366  (13090718)                476486.08  
3774884.36       35.91858  (13090718)          
        476506.08   3774884.36       34.47093  (13090718)                476526.08  
3774884.36       34.25869  (14121123)          
        476546.08   3774884.36       34.07612  (14022508)                476566.08  
3774884.36       34.38546  (14022508)          
        476586.08   3774884.36       33.89673  (14022508)                476606.08  
3774884.36       33.57133  (16111019)          
        476626.08   3774884.36       33.86249  (16111019)                476646.08  
3774884.36       33.42942  (16111019)          
        476666.08   3774884.36       32.35452  (16111019)                476686.08  
3774884.36       30.70798  (16111019)          
        476706.08   3774884.36       29.19609  (16122407)                476726.08  
3774884.36       29.92744  (16122407)          
        476746.08   3774884.36       30.12775  (16122407)                476766.08  
3774884.36       29.79750  (16122407)          
        476786.08   3774884.36       29.03344  (16122407)                476806.08  
3774884.36       28.82423  (13112916)          
        476826.08   3774884.36       29.38841  (13112916)                476846.08  
3774884.36       29.07699  (13112916)          
        476866.08   3774884.36       27.97315  (13112916)                476886.08  
3774884.36       26.71249  (16112620)          
        476906.08   3774884.36       26.16735  (16112620)                476926.08  
3774884.36       25.71790  (13100917)          
        476946.08   3774884.36       25.44508  (15101019)                476966.08  
3774884.36       25.02275  (15101019)          



        476986.08   3774884.36       24.39050  (15101019)                477006.08  
3774884.36       23.57449  (15101019)          
        477026.08   3774884.36       22.58012  (15101019)                477046.08  
3774884.36       21.80108  (13102820)          
        477066.08   3774884.36       21.14626  (13102820)                477086.08  
3774884.36       20.39200  (15111002)          
        477106.08   3774884.36       22.54021  (12071219)                477126.08  
3774884.36       30.75392  (12071219)          
        477146.08   3774884.36       30.21057  (12071219)                477166.08  
3774884.36       29.28737  (12071219)          
        477186.08   3774884.36       28.14938  (12071219)                477206.08  
3774884.36       26.87453  (12071219)          
        477226.08   3774884.36       25.90535  (13072106)                477246.08  
3774884.36       25.28196  (16072623)          
        477266.08   3774884.36       25.56492  (15072106)                477286.08  
3774884.36       25.59457  (15072106)          
        477306.08   3774884.36       24.89351  (15072106)                477326.08  
3774884.36       24.13761  (16061920)          
        477346.08   3774884.36       23.59204  (16061920)                477366.08  
3774884.36       23.04755  (16072821)          
        477386.08   3774884.36       22.63939  (16072821)                477406.08  
3774884.36       22.15583  (16072821)          
        477426.08   3774884.36       21.65262  (15082722)                477446.08  
3774884.36       21.77895  (15082722)          
        477466.08   3774884.36       21.71597  (15082722)                477486.08  
3774884.36       21.23743  (14083022)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 391
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774884.36       20.71027  (14083022)                477526.08  



3774884.36       20.17171  (13062306)          
        475946.08   3774904.36       19.42629  (14091624)                475966.08  
3774904.36       19.91664  (14091624)          
        475986.08   3774904.36       20.30233  (14091624)                476006.08  
3774904.36       20.56710  (14091624)          
        476026.08   3774904.36       21.17004  (16092018)                476046.08  
3774904.36       22.03408  (16092018)          
        476066.08   3774904.36       22.69051  (16092018)                476086.08  
3774904.36       23.16794  (16092018)          
        476106.08   3774904.36       23.45604  (16092018)                476126.08  
3774904.36       23.77794  (14040103)          
        476146.08   3774904.36       24.11089  (14040103)                476166.08  
3774904.36       24.81673  (13021808)          
        476186.08   3774904.36       25.54040  (13021808)                476206.08  
3774904.36       26.01177  (13021808)          
        476226.08   3774904.36       26.56410  (16121606)                476246.08  
3774904.36       26.98869  (16121606)          
        476266.08   3774904.36       27.65235  (16021806)                476286.08  
3774904.36       27.96345  (16021806)          
        476306.08   3774904.36       27.93875  (16021806)                476326.08  
3774904.36       28.73207  (15122518)          
        476346.08   3774904.36       29.63609  (15122518)                476366.08  
3774904.36       30.06043  (15122518)          
        476386.08   3774904.36       30.59654  (13090718)                476406.08  
3774904.36       32.49816  (13090718)          
        476426.08   3774904.36       33.90814  (13090718)                476446.08  
3774904.36       34.67577  (13090718)          
        476466.08   3774904.36       34.71909  (13090718)                476486.08  
3774904.36       34.01045  (13090718)          
        476506.08   3774904.36       32.71127  (14121123)                476526.08  
3774904.36       32.53478  (14121123)          
        476546.08   3774904.36       32.35804  (14022508)                476566.08  
3774904.36       32.67268  (14022508)          
        476586.08   3774904.36       32.26674  (14022508)                476606.08  
3774904.36       31.80109  (16111019)          
        476626.08   3774904.36       32.17237  (16111019)                476646.08  
3774904.36       31.88778  (16111019)          
        476666.08   3774904.36       31.01374  (16111019)                476686.08  
3774904.36       29.60496  (16111019)          
        476706.08   3774904.36       27.75021  (16111019)                476726.08  
3774904.36       28.22953  (16122407)          
        476746.08   3774904.36       28.59994  (16122407)                476766.08  
3774904.36       28.48309  (16122407)          
        476786.08   3774904.36       27.95717  (16122407)                476806.08  
3774904.36       27.04942  (16122407)          
        476826.08   3774904.36       27.26463  (13112916)                476846.08  
3774904.36       27.41776  (13112916)          
        476866.08   3774904.36       26.81878  (13112916)                476886.08  
3774904.36       25.56143  (13112916)          
        476906.08   3774904.36       25.22116  (16112620)                476926.08  



3774904.36       24.61975  (16112620)          
        476946.08   3774904.36       24.32824  (13100917)                476966.08  
3774904.36       24.10077  (15101019)          
        476986.08   3774904.36       23.67087  (15101019)                477006.08  
3774904.36       23.03559  (15101019)          
        477026.08   3774904.36       22.24616  (15101019)                477046.08  
3774904.36       21.33323  (15101019)          
        477066.08   3774904.36       20.68998  (13102820)                477086.08  
3774904.36       20.08330  (13102820)          
        477106.08   3774904.36       24.07396  (12071219)                477126.08  
3774904.36       29.79921  (12071219)          
        477146.08   3774904.36       29.53590  (12071219)                477166.08  
3774904.36       28.87212  (12071219)          
        477186.08   3774904.36       28.01002  (12071219)                477206.08  
3774904.36       27.36157  (12071219)          
        477226.08   3774904.36       26.46294  (12071219)                477246.08  
3774904.36       25.52951  (12083019)          
        477266.08   3774904.36       25.21354  (14092320)                477286.08  
3774904.36       25.06163  (15072106)          
        477306.08   3774904.36       24.56816  (15072106)                477326.08  
3774904.36       23.96292  (15072106)          
        477346.08   3774904.36       23.26318  (15072106)                477366.08  
3774904.36       22.70200  (16061920)          
        477386.08   3774904.36       22.16220  (16061920)                477406.08  
3774904.36       21.75836  (16072821)          
        477426.08   3774904.36       21.35404  (16072821)                477446.08  
3774904.36       21.43867  (15082722)          
        477466.08   3774904.36       21.51037  (15082722)                477486.08  
3774904.36       21.03417  (15082722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 392
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)



 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774904.36       20.54072  (14083022)                477526.08  
3774904.36       20.08976  (14083022)          
        475946.08   3774924.36       18.98126  (14091624)                475966.08  
3774924.36       19.33385  (14091624)          
        475986.08   3774924.36       19.57677  (14091624)                476006.08  
3774924.36       20.06789  (16092018)          
        476026.08   3774924.36       20.82038  (16092018)                476046.08  
3774924.36       21.51407  (16092018)          
        476066.08   3774924.36       21.99456  (16092018)                476086.08  
3774924.36       22.29267  (16092018)          
        476106.08   3774924.36       22.53268  (14040103)                476126.08  
3774924.36       22.89302  (14040103)          
        476146.08   3774924.36       23.35510  (13021808)                476166.08  
3774924.36       24.10593  (13021808)          
        476186.08   3774924.36       24.61328  (13021808)                476206.08  
3774924.36       24.94024  (16121606)          
        476226.08   3774924.36       25.54396  (16121606)                476246.08  
3774924.36       26.04653  (16021806)          
        476266.08   3774924.36       26.51634  (16021806)                476286.08  
3774924.36       26.62583  (16021806)          
        476306.08   3774924.36       26.56933  (15122518)                476326.08  
3774924.36       27.71073  (15122518)          
        476346.08   3774924.36       28.40024  (15122518)                476366.08  
3774924.36       28.63962  (15122518)          
        476386.08   3774924.36       29.60153  (13090718)                476406.08  
3774924.36       31.26218  (13090718)          
        476426.08   3774924.36       32.48668  (13090718)                476446.08  
3774924.36       33.09514  (13090718)          
        476466.08   3774924.36       33.00334  (13090718)                476486.08  
3774924.36       32.25817  (13090718)          
        476506.08   3774924.36       31.14362  (14121123)                476526.08  
3774924.36       30.95341  (14121123)          
        476546.08   3774924.36       30.79302  (14022508)                476566.08  
3774924.36       31.10054  (14022508)          
        476586.08   3774924.36       30.76317  (14022508)                476606.08  
3774924.36       30.17083  (16111019)          
        476626.08   3774924.36       30.60510  (16111019)                476646.08  
3774924.36       30.44443  (16111019)          
        476666.08   3774924.36       29.74227  (16111019)                476686.08  
3774924.36       28.54081  (16111019)          
        476706.08   3774924.36       26.91347  (16111019)                476726.08  
3774924.36       26.62405  (16122407)          
        476746.08   3774924.36       27.13140  (16122407)                476766.08  
3774924.36       27.19362  (16122407)          
        476786.08   3774924.36       26.87336  (16122407)                476806.08  
3774924.36       26.18747  (16122407)          
        476826.08   3774924.36       25.35248  (12121601)                476846.08  
3774924.36       25.67485  (13112916)          



        476866.08   3774924.36       25.50891  (13112916)                476886.08  
3774924.36       24.70263  (13112916)          
        476906.08   3774924.36       24.22144  (16112620)                476926.08  
3774924.36       23.81875  (16112620)          
        476946.08   3774924.36       23.27064  (13100917)                476966.08  
3774924.36       23.10395  (15101019)          
        476986.08   3774924.36       22.85987  (15101019)                477006.08  
3774924.36       22.39842  (15101019)          
        477026.08   3774924.36       21.79974  (15101019)                477046.08  
3774924.36       21.06713  (15101019)          
        477066.08   3774924.36       20.21918  (15101019)                477086.08  
3774924.36       19.67203  (13102820)          
        477106.08   3774924.36       23.10712  (15110223)                477126.08  
3774924.36       28.54137  (12071219)          
        477146.08   3774924.36       28.56221  (12071219)                477166.08  
3774924.36       28.18520  (12071219)          
        477186.08   3774924.36       27.59548  (12071219)                477206.08  
3774924.36       27.44162  (12071219)          
        477226.08   3774924.36       26.96798  (12071219)                477246.08  
3774924.36       25.85335  (12071219)          
        477266.08   3774924.36       24.98360  (14092320)                477286.08  
3774924.36       24.44961  (14092320)          
        477306.08   3774924.36       24.00598  (15072106)                477326.08  
3774924.36       23.59302  (15072106)          
        477346.08   3774924.36       23.07264  (15072106)                477366.08  
3774924.36       22.46007  (15072106)          
        477386.08   3774924.36       21.84703  (16061920)                477406.08  
3774924.36       21.44339  (16061920)          
        477426.08   3774924.36       21.14836  (16072821)                477446.08  
3774924.36       21.22022  (16072821)          
        477466.08   3774924.36       21.12951  (16072821)                477486.08  
3774924.36       20.75889  (15082722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 393
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774924.36       20.35669  (15082722)                477526.08  
3774924.36       19.90135  (15082722)          
        475946.08   3774944.36       18.44183  (14091624)                475966.08  
3774944.36       18.66526  (14091624)          
        475986.08   3774944.36       19.08279  (16092018)                476006.08  
3774944.36       19.76562  (16092018)          
        476026.08   3774944.36       20.36812  (16092018)                476046.08  
3774944.36       20.90050  (16092018)          
        476066.08   3774944.36       21.21835  (16092018)                476086.08  
3774944.36       21.38327  (14040103)          
        476106.08   3774944.36       21.76244  (14040103)                476126.08  
3774944.36       22.00572  (13021808)          
        476146.08   3774944.36       22.77053  (13021808)                476166.08  
3774944.36       23.32594  (13021808)          
        476186.08   3774944.36       23.63939  (13021808)                476206.08  
3774944.36       24.09480  (16121606)          
        476226.08   3774944.36       24.49933  (16121606)                476246.08  
3774944.36       25.10184  (16021806)          
        476266.08   3774944.36       25.37959  (16021806)                476286.08  
3774944.36       25.31756  (16021806)          
        476306.08   3774944.36       25.76673  (15122518)                476326.08  
3774944.36       26.70038  (15122518)          
        476346.08   3774944.36       27.20374  (15122518)                476366.08  
3774944.36       27.28666  (15122518)          
        476386.08   3774944.36       28.63457  (13090718)                476406.08  
3774944.36       30.08291  (13090718)          
        476426.08   3774944.36       31.11886  (13090718)                476446.08  
3774944.36       31.58450  (13090718)          
        476466.08   3774944.36       31.41028  (13090718)                476486.08  
3774944.36       30.64485  (13090718)          
        476506.08   3774944.36       29.69892  (14121123)                476526.08  
3774944.36       29.49851  (14121123)          
        476546.08   3774944.36       29.34592  (14022508)                476566.08  
3774944.36       29.64652  (14022508)          
        476586.08   3774944.36       29.37251  (14022508)                476606.08  
3774944.36       28.66612  (16111019)          
        476626.08   3774944.36       29.14948  (16111019)                476646.08  
3774944.36       29.09225  (16111019)          
        476666.08   3774944.36       28.53736  (16111019)                476686.08  
3774944.36       27.51683  (16111019)          
        476706.08   3774944.36       26.09124  (16111019)                476726.08  
3774944.36       25.10965  (16122407)          
        476746.08   3774944.36       25.72585  (16122407)                476766.08  
3774944.36       25.93724  (16122407)          
        476786.08   3774944.36       25.79348  (16122407)                476806.08  



3774944.36       25.30284  (16122407)          
        476826.08   3774944.36       24.49723  (16122407)                476846.08  
3774944.36       24.13858  (12121601)          
        476866.08   3774944.36       24.09281  (13112916)                476886.08  
3774944.36       23.68361  (13112916)          
        476906.08   3774944.36       23.19283  (16112620)                476926.08  
3774944.36       22.97336  (16112620)          
        476946.08   3774944.36       22.55418  (16112620)                476966.08  
3774944.36       22.15534  (13100917)          
        476986.08   3774944.36       21.98047  (15101019)                477006.08  
3774944.36       21.69253  (15101019)          
        477026.08   3774944.36       21.26292  (15101019)                477046.08  
3774944.36       20.69226  (15101019)          
        477066.08   3774944.36       19.99618  (15101019)                477086.08  
3774944.36       19.19796  (15101019)          
        477106.08   3774944.36       22.51264  (15110223)                477126.08  
3774944.36       27.10002  (12071219)          
        477146.08   3774944.36       27.37419  (12071219)                477166.08  
3774944.36       27.26404  (12071219)          
        477186.08   3774944.36       26.93510  (12071219)                477206.08  
3774944.36       27.02526  (12071219)          
        477226.08   3774944.36       26.79941  (12071219)                477246.08  
3774944.36       25.91371  (12071219)          
        477266.08   3774944.36       24.89855  (12071219)                477286.08  
3774944.36       24.02464  (12083019)          
        477306.08   3774944.36       23.49148  (14092320)                477326.08  
3774944.36       23.00909  (15072106)          
        477346.08   3774944.36       22.66678  (15072106)                477366.08  
3774944.36       22.22162  (15072106)          
        477386.08   3774944.36       21.68698  (15072106)                477406.08  
3774944.36       21.27788  (15072106)          
        477426.08   3774944.36       21.40506  (16061920)                477446.08  
3774944.36       21.06147  (16061920)          
        477466.08   3774944.36       20.75002  (16072821)                477486.08  
3774944.36       20.40744  (16072821)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 394
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774944.36       20.02236  (15082722)                477526.08  
3774944.36       19.68698  (15082722)          
        475946.08   3774964.36       17.82400  (14091624)                475966.08  
3774964.36       18.17566  (16092018)          
        475986.08   3774964.36       18.82031  (16092018)                476006.08  
3774964.36       19.36908  (16092018)          
        476026.08   3774964.36       19.82906  (16092018)                476046.08  
3774964.36       20.21105  (16092018)          
        476066.08   3774964.36       20.38091  (16092018)                476086.08  
3774964.36       20.71186  (14040103)          
        476106.08   3774964.36       20.93586  (14040103)                476126.08  
3774964.36       21.52784  (13021808)          
        476146.08   3774964.36       22.11632  (13021808)                476166.08  
3774964.36       22.49434  (13021808)          
        476186.08   3774964.36       22.78230  (16121606)                476206.08  
3774964.36       23.21535  (16121606)          
        476226.08   3774964.36       23.72029  (16021806)                476246.08  
3774964.36       24.14212  (16021806)          
        476266.08   3774964.36       24.25317  (16021806)                476286.08  
3774964.36       24.04655  (16021806)          
        476306.08   3774964.36       24.95764  (15122518)                476326.08  
3774964.36       25.70744  (15122518)          
        476346.08   3774964.36       26.04974  (15122518)                476366.08  
3774964.36       26.05465  (13090718)          
        476386.08   3774964.36       27.69784  (13090718)                476406.08  
3774964.36       28.95895  (13090718)          
        476426.08   3774964.36       29.83105  (13090718)                476446.08  
3774964.36       30.17506  (13090718)          
        476466.08   3774964.36       29.93355  (13090718)                476486.08  
3774964.36       29.15585  (13090718)          
        476506.08   3774964.36       28.36403  (14121123)                476526.08  
3774964.36       28.15623  (14121123)          
        476546.08   3774964.36       28.00739  (14022508)                476566.08  
3774964.36       28.30751  (14022508)          
        476586.08   3774964.36       28.08480  (14022508)                476606.08  
3774964.36       27.35174  (14022508)          
        476626.08   3774964.36       27.79546  (16111019)                476646.08  
3774964.36       27.82453  (16111019)          
        476666.08   3774964.36       27.39596  (16111019)                476686.08  
3774964.36       26.53350  (16111019)          
        476706.08   3774964.36       25.28695  (16111019)                476726.08  
3774964.36       23.72556  (16111019)          



        476746.08   3774964.36       24.38521  (16122407)                476766.08  
3774964.36       24.71981  (16122407)          
        476786.08   3774964.36       24.72660  (16122407)                476806.08  
3774964.36       24.40680  (16122407)          
        476826.08   3774964.36       23.78372  (16122407)                476846.08  
3774964.36       23.07167  (12121601)          
        476866.08   3774964.36       22.96231  (12121601)                476886.08  
3774964.36       22.59477  (12121601)          
        476906.08   3774964.36       22.14089  (16112620)                476926.08  
3774964.36       22.08261  (16112620)          
        476946.08   3774964.36       21.82954  (16112620)                476966.08  
3774964.36       21.36325  (16112620)          
        476986.08   3774964.36       21.08272  (13100917)                477006.08  
3774964.36       20.91202  (15101019)          
        477026.08   3774964.36       20.64217  (15101019)                477046.08  
3774964.36       20.22372  (15101019)          
        477066.08   3774964.36       19.67341  (15101019)                477086.08  
3774964.36       27.21761  (14051521)          
        477106.08   3774964.36       26.88275  (13063021)                477126.08  
3774964.36       26.47132  (13063021)          
        477146.08   3774964.36       26.01770  (12071219)                477166.08  
3774964.36       26.14877  (12071219)          
        477186.08   3774964.36       26.06247  (12071219)                477206.08  
3774964.36       26.37444  (12071219)          
        477226.08   3774964.36       26.38238  (12071219)                477246.08  
3774964.36       25.72787  (12071219)          
        477266.08   3774964.36       24.92462  (12071219)                477286.08  
3774964.36       23.99842  (12071219)          
        477306.08   3774964.36       23.13827  (12083019)                477326.08  
3774964.36       22.58638  (14092320)          
        477346.08   3774964.36       22.08443  (14092320)                477366.08  
3774964.36       21.78706  (15072106)          
        477386.08   3774964.36       21.40858  (15072106)                477406.08  
3774964.36       21.16731  (15072106)          
        477426.08   3774964.36       21.28355  (15072106)                477446.08  
3774964.36       20.81341  (16061920)          
        477466.08   3774964.36       20.39917  (16061920)                477486.08  
3774964.36       19.98339  (16072821)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 395
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774964.36       19.70259  (16072821)                477526.08  
3774964.36       19.36130  (16072821)          
        475946.08   3774984.36       17.33813  (16092018)                475966.08  
3774984.36       17.94757  (16092018)          
        475986.08   3774984.36       18.47098  (16092018)                476006.08  
3774984.36       18.89191  (16092018)          
        476026.08   3774984.36       19.21851  (16092018)                476046.08  
3774984.36       19.46237  (16092018)          
        476066.08   3774984.36       19.73451  (14040103)                476086.08  
3774984.36       19.98436  (14040103)          
        476106.08   3774984.36       20.37145  (13021808)                476126.08  
3774984.36       20.98124  (13021808)          
        476146.08   3774984.36       21.40783  (13021808)                476166.08  
3774984.36       21.62667  (13021808)          
        476186.08   3774984.36       22.05973  (16121606)                476206.08  
3774984.36       22.35919  (16021806)          
        476226.08   3774984.36       22.91973  (16021806)                476246.08  
3774984.36       23.17832  (16021806)          
        476266.08   3774984.36       23.15236  (16021806)                476286.08  
3774984.36       23.27241  (15122518)          
        476306.08   3774984.36       24.16216  (15122518)                476326.08  
3774984.36       24.73677  (15122518)          
        476346.08   3774984.36       24.94012  (15122518)                476366.08  
3774984.36       25.33147  (13090718)          
        476386.08   3774984.36       26.79959  (13090718)                476406.08  
3774984.36       27.91660  (13090718)          
        476426.08   3774984.36       28.63106  (13090718)                476446.08  
3774984.36       28.85833  (13090718)          
        476466.08   3774984.36       28.56205  (13090718)                476486.08  
3774984.36       27.77843  (13090718)          
        476506.08   3774984.36       27.13202  (14121123)                476526.08  
3774984.36       26.92912  (14121123)          
        476546.08   3774984.36       26.76885  (14022508)                476566.08  
3774984.36       27.06831  (14022508)          
        476586.08   3774984.36       26.88904  (14022508)                476606.08  
3774984.36       26.23928  (14022508)          
        476626.08   3774984.36       26.53003  (16111019)                476646.08  
3774984.36       26.63417  (16111019)          
        476666.08   3774984.36       26.31491  (16111019)                476686.08  



3774984.36       25.59067  (16111019)          
        476706.08   3774984.36       24.50308  (16111019)                476726.08  
3774984.36       23.10717  (16111019)          
        476746.08   3774984.36       23.10362  (16122407)                476766.08  
3774984.36       23.54426  (16122407)          
        476786.08   3774984.36       23.67978  (16122407)                476806.08  
3774984.36       23.50860  (16122407)          
        476826.08   3774984.36       23.04791  (16122407)                476846.08  
3774984.36       22.32829  (16122407)          
        476866.08   3774984.36       22.03430  (12121601)                476886.08  
3774984.36       21.82135  (12121601)          
        476906.08   3774984.36       21.36839  (12121601)                476926.08  
3774984.36       21.16204  (16112620)          
        476946.08   3774984.36       21.05683  (16112620)                476966.08  
3774984.36       20.73291  (16112620)          
        476986.08   3774984.36       20.23931  (16112620)                477006.08  
3774984.36       20.10260  (13100917)          
        477026.08   3774984.36       19.95387  (15101019)                477046.08  
3774984.36       19.67637  (15101019)          
        477066.08   3774984.36       19.26383  (15101019)                477086.08  
3774984.36       26.83823  (14051521)          
        477106.08   3774984.36       26.84606  (14051521)                477126.08  
3774984.36       26.14940  (13063021)          
        477146.08   3774984.36       25.36097  (13063021)                477166.08  
3774984.36       24.88020  (12071219)          
        477186.08   3774984.36       25.01347  (12071219)                477206.08  
3774984.36       25.52092  (12071219)          
        477226.08   3774984.36       25.74313  (12071219)                477246.08  
3774984.36       25.31519  (12071219)          
        477266.08   3774984.36       24.72514  (12071219)                477286.08  
3774984.36       23.99540  (12071219)          
        477306.08   3774984.36       23.14895  (12071219)                477326.08  
3774984.36       22.30081  (12083019)          
        477346.08   3774984.36       21.73081  (14092320)                477366.08  
3774984.36       21.29132  (14092320)          
        477386.08   3774984.36       20.95147  (15072106)                477406.08  
3774984.36       20.85279  (15072106)          
        477426.08   3774984.36       21.10858  (15072106)                477446.08  
3774984.36       20.73471  (15072106)          
        477466.08   3774984.36       20.16427  (15072106)                477486.08  
3774984.36       19.73043  (16061920)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 396
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   



VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774984.36       19.31569  (16061920)                477526.08  
3774984.36       19.01644  (16072821)          
        475946.08   3775004.36       17.13986  (16092018)                475966.08  
3775004.36       17.63933  (16092018)          
        475986.08   3775004.36       18.04664  (16092018)                476006.08  
3775004.36       18.34742  (16092018)          
        476026.08   3775004.36       18.55099  (16092018)                476046.08  
3775004.36       18.81283  (14040103)          
        476066.08   3775004.36       19.09341  (14040103)                476086.08  
3775004.36       19.29507  (13021808)          
        476106.08   3775004.36       19.91699  (13021808)                476126.08  
3775004.36       20.37928  (13021808)          
        476146.08   3775004.36       20.65887  (13021808)                476166.08  
3775004.36       20.94580  (16121606)          
        476186.08   3775004.36       21.32835  (16121606)                476206.08  
3775004.36       21.74744  (16021806)          
        476226.08   3775004.36       22.10883  (16021806)                476246.08  
3775004.36       22.21938  (16021806)          
        476266.08   3775004.36       22.08404  (16021806)                476286.08  
3775004.36       22.67716  (15122518)          
        476306.08   3775004.36       23.38540  (15122518)                476326.08  
3775004.36       23.79196  (15122518)          
        476346.08   3775004.36       23.87581  (15122518)                476366.08  
3775004.36       24.62154  (13090718)          
        476386.08   3775004.36       25.94067  (13090718)                476406.08  
3775004.36       26.94952  (13090718)          
        476426.08   3775004.36       27.51206  (13090718)                476446.08  
3775004.36       27.62659  (13090718)          
        476466.08   3775004.36       27.28596  (13090718)                476486.08  
3775004.36       26.50144  (13090718)          
        476506.08   3775004.36       25.99176  (14121123)                476526.08  
3775004.36       25.77395  (14121123)          
        476546.08   3775004.36       25.61884  (14022508)                476566.08  
3775004.36       25.91819  (14022508)          
        476586.08   3775004.36       25.77619  (14022508)                476606.08  
3775004.36       25.19577  (14022508)          



        476626.08   3775004.36       25.34110  (16111019)                476646.08  
3775004.36       25.51498  (16111019)          
        476666.08   3775004.36       25.29100  (16111019)                476686.08  
3775004.36       24.68773  (16111019)          
        476706.08   3775004.36       23.74134  (16111019)                476726.08  
3775004.36       22.48807  (16111019)          
        476746.08   3775004.36       21.87658  (16122407)                476766.08  
3775004.36       22.41273  (16122407)          
        476786.08   3775004.36       22.65839  (16122407)                476806.08  
3775004.36       22.61579  (16122407)          
        476826.08   3775004.36       22.29879  (16122407)                476846.08  
3775004.36       21.73115  (16122407)          
        476866.08   3775004.36       21.08596  (12121601)                476886.08  
3775004.36       21.00924  (12121601)          
        476906.08   3775004.36       20.71395  (12121601)                476926.08  
3775004.36       20.22508  (16112620)          
        476946.08   3775004.36       20.24994  (16112620)                476966.08  
3775004.36       20.06436  (16112620)          
        476986.08   3775004.36       19.71078  (16112620)                477006.08  
3775004.36       19.33681  (13100917)          
        477026.08   3775004.36       19.21329  (15101019)                477046.08  
3775004.36       19.06447  (15101019)          
        477066.08   3775004.36       18.78031  (15101019)                477086.08  
3775004.36       26.34706  (15101019)          
        477106.08   3775004.36       26.23892  (14051521)                477126.08  
3775004.36       25.65752  (14051521)          
        477146.08   3775004.36       25.00987  (13063021)                477166.08  
3775004.36       24.26735  (15070603)          
        477186.08   3775004.36       23.82456  (12071219)                477206.08  
3775004.36       24.49863  (12071219)          
        477226.08   3775004.36       24.91154  (12071219)                477246.08  
3775004.36       24.69963  (12071219)          
        477266.08   3775004.36       24.31802  (12071219)                477286.08  
3775004.36       23.78526  (12071219)          
        477306.08   3775004.36       23.12124  (12071219)                477326.08  
3775004.36       22.34646  (12071219)          
        477346.08   3775004.36       21.50889  (12083019)                477366.08  
3775004.36       20.92150  (14092320)          
        477386.08   3775004.36       20.53763  (14092320)                477406.08  
3775004.36       20.37174  (15072106)          
        477426.08   3775004.36       20.75433  (15072106)                477446.08  
3775004.36       20.51938  (15072106)          
        477466.08   3775004.36       20.08087  (15072106)                477486.08  
3775004.36       19.57403  (15072106)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  FORK     ***
                                  INCLUDING SOURCE(S):     L0002852    , L0002853   
, L0002854    , L0002855    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3775004.36       19.08238  (16061920)                477526.08  
3775004.36       18.72267  (16061920)          
        475946.08   3775024.36       16.86752  (16092018)                475966.08  
3775024.36       17.26126  (16092018)          
        475986.08   3775024.36       17.55894  (16092018)                476006.08  
3775024.36       17.78097  (16092018)          
        476026.08   3775024.36       17.94797  (14040103)                476046.08  
3775024.36       18.25417  (14040103)          
        476066.08   3775024.36       18.40998  (14040103)                476086.08  
3775024.36       18.91960  (13021808)          
        476106.08   3775024.36       19.40726  (13021808)                476126.08  
3775024.36       19.73417  (13021808)          
        476146.08   3775024.36       19.90174  (16121606)                476166.08  
3775024.36       20.29107  (16121606)          
        476186.08   3775024.36       20.57667  (16021806)                476206.08  
3775024.36       21.06007  (16021806)          
        476226.08   3775024.36       21.28431  (16021806)                476246.08  
3775024.36       21.27254  (16021806)          
        476266.08   3775024.36       21.16430  (15122518)                476286.08  
3775024.36       22.02504  (15122518)          
        476306.08   3775024.36       22.59401  (15122518)                476326.08  
3775024.36       22.87554  (15122518)          
        476346.08   3775024.36       22.85695  (15122518)                476366.08  
3775024.36       23.92706  (13090718)          
        476386.08   3775024.36       25.09957  (13090718)                476406.08  
3775024.36       25.97840  (13090718)          
        476426.08   3775024.36       26.43316  (13090718)                           
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476426.08   3773784.36       31.18744  (14012317)                476446.08  
3773784.36       30.99460  (15103021)          
        476466.08   3773784.36       31.42509  (15103021)                476486.08  
3773784.36       31.26507  (15103021)          
        476506.08   3773784.36       30.94537  (12021703)                476526.08  
3773784.36       31.22812  (12102519)          
        476546.08   3773784.36       31.67868  (12102519)                475526.08  
3773804.36       11.71898  (15101007)          
        475546.08   3773804.36       11.97356  (15101007)                475566.08  
3773804.36       12.19019  (15101007)          
        475586.08   3773804.36       12.43622  (13120108)                475606.08  
3773804.36       12.77998  (13120108)          
        475626.08   3773804.36       13.07934  (13120108)                475646.08  
3773804.36       13.36538  (13120108)          
        475666.08   3773804.36       13.63093  (13120108)                475686.08  
3773804.36       13.87057  (13120108)          
        475706.08   3773804.36       14.23343  (14012117)                475726.08  
3773804.36       14.64416  (14012117)          
        475746.08   3773804.36       15.03035  (14012117)                475766.08  
3773804.36       15.38634  (14012117)          
        475786.08   3773804.36       15.72640  (14012117)                475806.08  
3773804.36       16.24707  (16020908)          
        475826.08   3773804.36       16.71185  (16020908)                475846.08  
3773804.36       17.11819  (16020908)          
        475866.08   3773804.36       17.47051  (16020908)                475886.08  
3773804.36       17.75951  (16020908)          
        475906.08   3773804.36       18.15994  (16061906)                475926.08  
3773804.36       18.86024  (16061906)          
        475946.08   3773804.36       19.49383  (16061906)                475966.08  
3773804.36       20.04799  (16061906)          
        475986.08   3773804.36       20.70398  (12100207)                476006.08  
3773804.36       21.43090  (12100207)          



        476426.08   3773804.36       32.91785  (14012317)                476446.08  
3773804.36       32.50469  (15103021)          
        476466.08   3773804.36       33.04658  (15103021)                476486.08  
3773804.36       32.93541  (15103021)          
        476506.08   3773804.36       32.58640  (12021703)                476526.08  
3773804.36       32.87908  (12102519)          
        476546.08   3773804.36       33.34569  (12102519)                476566.08  
3773804.36       33.44146  (13103118)          
        476586.08   3773804.36       33.13109  (13103118)                476606.08  
3773804.36       32.18306  (13103118)          
        476626.08   3773804.36       31.35230  (16030807)                476646.08  
3773804.36       30.33176  (16030807)          
        476666.08   3773804.36       29.70260  (15030205)                476686.08  
3773804.36       30.42148  (12012408)          
        476706.08   3773804.36       30.78531  (12012408)                476726.08  
3773804.36       30.62814  (12012408)          
        476746.08   3773804.36       29.98400  (12012408)                476766.08  
3773804.36       28.90805  (12012408)          
        476786.08   3773804.36       28.01404  (14100220)                476846.08  
3773804.36       26.94138  (12110517)          
        476866.08   3773804.36       26.21435  (12110517)                476886.08  
3773804.36       25.23207  (12110517)          
        476906.08   3773804.36       24.31828  (16121624)                476926.08  
3773804.36       23.27035  (16121624)          
        476946.08   3773804.36       22.54607  (12010717)                476966.08  
3773804.36       22.41561  (12010717)          
        476986.08   3773804.36       22.11265  (12010717)                477006.08  
3773804.36       21.65325  (12010717)          
        477026.08   3773804.36       21.05963  (12010717)                477046.08  
3773804.36       20.51188  (14031818)          
        475526.08   3773824.36       11.86961  (15101007)                475546.08  
3773824.36       12.15926  (15101007)          
        475566.08   3773824.36       12.44536  (15101007)                475586.08  
3773824.36       12.71280  (15101007)          
        475606.08   3773824.36       12.95873  (15101007)                475626.08  
3773824.36       13.22440  (13120108)          
        475646.08   3773824.36       13.56175  (13120108)                475666.08  
3773824.36       13.88328  (13120108)          
        475686.08   3773824.36       14.18535  (13120108)                475706.08  
3773824.36       14.46407  (13120108)          
        475726.08   3773824.36       14.75244  (14012117)                475746.08  
3773824.36       15.21061  (14012117)          
        475766.08   3773824.36       15.67612  (14012117)                475786.08  
3773824.36       16.11533  (14012117)          
        475806.08   3773824.36       16.51171  (14012117)                475826.08  
3773824.36       16.95065  (16020908)          
        475846.08   3773824.36       17.45612  (16020908)                475866.08  
3773824.36       17.91473  (16020908)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475886.08   3773824.36       18.36139  (16020908)                475906.08  
3773824.36       18.71813  (16020908)          
        475926.08   3773824.36       19.02790  (16061906)                475946.08  
3773824.36       19.78684  (16061906)          
        475966.08   3773824.36       20.48281  (16061906)                475986.08  
3773824.36       21.08781  (16061906)          
        476006.08   3773824.36       21.90559  (12100207)                476426.08  
3773824.36       34.78856  (14012317)          
        476446.08   3773824.36       34.17473  (14030720)                476466.08  
3773824.36       34.80852  (15103021)          
        476486.08   3773824.36       34.75856  (15103021)                476506.08  
3773824.36       34.38002  (12021703)          
        476526.08   3773824.36       34.68434  (12102519)                476546.08  
3773824.36       35.16704  (12102519)          
        476566.08   3773824.36       35.26162  (13103118)                476586.08  
3773824.36       34.85463  (13103118)          
        476606.08   3773824.36       33.74352  (13103118)                476626.08  
3773824.36       32.90297  (16030807)          
        476646.08   3773824.36       31.68078  (16030807)                476666.08  
3773824.36       31.49486  (12012408)          
        476686.08   3773824.36       32.27635  (12012408)                476706.08  
3773824.36       32.46731  (12012408)          
        476726.08   3773824.36       32.08820  (12012408)                476746.08  
3773824.36       31.18890  (12012408)          
        476766.08   3773824.36       29.92842  (14100220)                476786.08  
3773824.36       29.10431  (14100220)          
        476846.08   3773824.36       27.96632  (12110517)                476866.08  
3773824.36       26.99227  (12110517)          
        476886.08   3773824.36       25.94019  (16121624)                476906.08  



3773824.36       24.86336  (16121624)          
        476926.08   3773824.36       23.82549  (12010717)                476946.08  
3773824.36       23.70885  (12010717)          
        476966.08   3773824.36       23.38684  (12010717)                476986.08  
3773824.36       22.89050  (12010717)          
        477006.08   3773824.36       22.25375  (12010717)                477026.08  
3773824.36       21.64193  (14031818)          
        477046.08   3773824.36       21.22930  (14031818)                477066.08  
3773824.36       20.70133  (14031818)          
        477086.08   3773824.36       20.05900  (14031818)                475526.08  
3773844.36       11.98195  (14100307)          
        475546.08   3773844.36       12.26958  (15101007)                475566.08  
3773844.36       12.61827  (15101007)          
        475586.08   3773844.36       12.92365  (15101007)                475606.08  
3773844.36       13.20970  (15101007)          
        475626.08   3773844.36       13.48136  (15101007)                475646.08  
3773844.36       13.73570  (15101007)          
        475666.08   3773844.36       14.05483  (13120108)                475686.08  
3773844.36       14.41911  (13120108)          
        475706.08   3773844.36       14.77942  (13120108)                475726.08  
3773844.36       15.11488  (13120108)          
        475746.08   3773844.36       15.41111  (13120108)                475766.08  
3773844.36       15.86947  (14012117)          
        475786.08   3773844.36       16.39273  (14012117)                475806.08  
3773844.36       16.85569  (14012117)          
        475826.08   3773844.36       17.28102  (14012117)                475846.08  
3773844.36       17.69360  (16020908)          
        475866.08   3773844.36       18.28379  (16020908)                475886.08  
3773844.36       18.86463  (16020908)          
        475906.08   3773844.36       19.35283  (16020908)                475926.08  
3773844.36       19.67118  (16020908)          
        475946.08   3773844.36       20.02350  (15120508)                475966.08  
3773844.36       20.83257  (16061906)          
        475986.08   3773844.36       21.60199  (16061906)                476006.08  
3773844.36       22.35658  (16061906)          
        476426.08   3773844.36       36.81369  (14012317)                476446.08  
3773844.36       36.19173  (14012317)          
        476466.08   3773844.36       36.72801  (15103021)                476486.08  
3773844.36       36.75467  (15103021)          
        476506.08   3773844.36       36.34695  (12021703)                476526.08  
3773844.36       36.66507  (12102519)          
        476546.08   3773844.36       37.16363  (12102519)                476566.08  
3773844.36       37.25229  (13103118)          
        476586.08   3773844.36       36.72887  (13103118)                476606.08  
3773844.36       35.42573  (13103118)          
        476626.08   3773844.36       34.56715  (16030807)                476646.08  
3773844.36       33.35102  (15030205)          
        476666.08   3773844.36       33.61682  (12012408)                476686.08  
3773844.36       34.25112  (12012408)          
        476706.08   3773844.36       34.22755  (12012408)                476726.08  



3773844.36       33.58336  (12012408)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476746.08   3773844.36       32.38771  (12012408)                476766.08  
3773844.36       31.26020  (14100220)          
        476786.08   3773844.36       30.66078  (12110517)                476846.08  
3773844.36       28.92253  (12110517)          
        476866.08   3773844.36       27.72195  (16121624)                476886.08  
3773844.36       26.61427  (16121624)          
        476906.08   3773844.36       25.29756  (16121624)                476926.08  
3773844.36       25.11549  (12010717)          
        476946.08   3773844.36       24.80343  (12010717)                476966.08  
3773844.36       24.27091  (12010717)          
        476986.08   3773844.36       23.56733  (12010717)                477006.08  
3773844.36       22.88286  (14031818)          
        477026.08   3773844.36       22.42721  (14031818)                477046.08  
3773844.36       21.84337  (14031818)          
        477066.08   3773844.36       21.15337  (14031818)                477086.08  
3773844.36       20.36493  (14031818)          
        477106.08   3773844.36       19.51214  (14031818)                475526.08  
3773864.36       12.04957  (14100307)          
        475546.08   3773864.36       12.37738  (14100307)                475566.08  
3773864.36       12.73499  (14100307)          
        475586.08   3773864.36       13.04589  (14100307)                475606.08  
3773864.36       13.38180  (15101007)          
        475626.08   3773864.36       13.70811  (15101007)                475646.08  
3773864.36       14.02120  (15101007)          
        475666.08   3773864.36       14.31790  (15101007)                475686.08  
3773864.36       14.59480  (15101007)          



        475706.08   3773864.36       15.02567  (13120108)                475726.08  
3773864.36       15.46432  (13120108)          
        475746.08   3773864.36       15.84096  (13120108)                475766.08  
3773864.36       16.19460  (13120108)          
        475786.08   3773864.36       16.53085  (14012117)                475806.08  
3773864.36       17.08486  (14012117)          
        475826.08   3773864.36       17.60958  (14012117)                475846.08  
3773864.36       18.11921  (14012117)          
        475866.08   3773864.36       18.63106  (14012117)                475886.08  
3773864.36       19.24464  (16020908)          
        475906.08   3773864.36       19.84173  (16020908)                475926.08  
3773864.36       20.36546  (16020908)          
        475946.08   3773864.36       20.81757  (16020908)                475966.08  
3773864.36       21.19850  (15120508)          
        475986.08   3773864.36       22.03400  (16061906)                476006.08  
3773864.36       22.97548  (16061906)          
        476026.08   3773864.36       23.80032  (16061906)                476426.08  
3773864.36       39.00872  (14012317)          
        476446.08   3773864.36       38.50412  (14012317)                476466.08  
3773864.36       38.82483  (15103021)          
        476486.08   3773864.36       38.94737  (15103021)                476506.08  
3773864.36       38.51167  (12021703)          
        476526.08   3773864.36       38.84634  (12102519)                476546.08  
3773864.36       39.36012  (12102519)          
        476566.08   3773864.36       39.43646  (13103118)                476586.08  
3773864.36       38.77219  (13103118)          
        476606.08   3773864.36       37.34871  (16030807)                476626.08  
3773864.36       36.35436  (16030807)          
        476646.08   3773864.36       35.20637  (15030205)                476666.08  
3773864.36       35.90601  (12012408)          
        476686.08   3773864.36       36.34835  (12012408)                476706.08  
3773864.36       36.06058  (12012408)          
        476726.08   3773864.36       35.10145  (12012408)                476746.08  
3773864.36       33.56367  (12012408)          
        476766.08   3773864.36       32.57769  (14100220)                476786.08  
3773864.36       32.43924  (12110517)          
        476846.08   3773864.36       29.78370  (12110517)                476866.08  
3773864.36       28.55276  (16121624)          
        476886.08   3773864.36       27.16977  (16121624)                476906.08  
3773864.36       26.75796  (16123116)          
        476926.08   3773864.36       26.34057  (12010717)                476946.08  
3773864.36       25.79754  (12010717)          
        476966.08   3773864.36       25.03814  (12010717)                476986.08  
3773864.36       24.25072  (14031818)          
        477006.08   3773864.36       23.74564  (14031818)                477026.08  
3773864.36       23.09750  (14031818)          
        477046.08   3773864.36       22.33203  (14031818)                477066.08  
3773864.36       21.47394  (14031818)          
        477086.08   3773864.36       20.54496  (14031818)                477106.08  
3773864.36       19.60760  (15122319)          



        475526.08   3773884.36       12.06860  (14100307)                475546.08  
3773884.36       12.44525  (14100307)          
        475566.08   3773884.36       12.81578  (14100307)                475586.08  
3773884.36       13.16713  (14100307)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 401
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475606.08   3773884.36       13.50885  (14100307)                475626.08  
3773884.36       13.84766  (15101007)          
        475646.08   3773884.36       14.21824  (15101007)                475666.08  
3773884.36       14.57720  (15101007)          
        475686.08   3773884.36       14.92116  (15101007)                475706.08  
3773884.36       15.29408  (15101007)          
        475726.08   3773884.36       15.65526  (13120108)                475746.08  
3773884.36       16.10932  (13120108)          
        475766.08   3773884.36       16.54264  (13120108)                475786.08  
3773884.36       16.94950  (13120108)          
        475806.08   3773884.36       17.32360  (13120108)                475826.08  
3773884.36       17.85158  (14012117)          
        475846.08   3773884.36       18.48776  (14012117)                475866.08  
3773884.36       19.08043  (14012117)          
        475886.08   3773884.36       19.60184  (14012117)                475906.08  
3773884.36       20.17770  (16020908)          
        475926.08   3773884.36       20.85171  (16020908)                475946.08  
3773884.36       21.45983  (16020908)          
        475966.08   3773884.36       22.00830  (16020908)                475986.08  
3773884.36       22.50624  (16020908)          
        476006.08   3773884.36       23.38571  (16061906)                476026.08  
3773884.36       24.37573  (16061906)          
        476046.08   3773884.36       25.21966  (16061906)                476426.08  



3773884.36       41.30913  (14012317)          
        476446.08   3773884.36       41.04044  (14012317)                476466.08  
3773884.36       41.12186  (15103021)          
        476486.08   3773884.36       41.36455  (15103021)                476506.08  
3773884.36       40.90332  (12021703)          
        476526.08   3773884.36       41.25804  (12102519)                476546.08  
3773884.36       41.78582  (12102519)          
        476566.08   3773884.36       41.84121  (13103118)                476586.08  
3773884.36       41.00577  (13103118)          
        476606.08   3773884.36       39.52802  (16030807)                476626.08  
3773884.36       38.27524  (16030807)          
        476646.08   3773884.36       37.35071  (12012408)                476666.08  
3773884.36       38.38923  (12012408)          
        476686.08   3773884.36       38.58443  (12012408)                476706.08  
3773884.36       37.97287  (12012408)          
        476726.08   3773884.36       36.63436  (12012408)                476746.08  
3773884.36       35.18611  (14100220)          
        476766.08   3773884.36       34.50904  (12110517)                476786.08  
3773884.36       34.22089  (12110517)          
        476846.08   3773884.36       30.71896  (16121624)                476866.08  
3773884.36       29.25789  (16121624)          
        476886.08   3773884.36       28.99617  (16123116)                476906.08  
3773884.36       28.43597  (16123116)          
        476926.08   3773884.36       27.47065  (12010717)                476946.08  
3773884.36       26.67128  (12010717)          
        476966.08   3773884.36       25.79851  (14031818)                476986.08  
3773884.36       25.22340  (14031818)          
        477006.08   3773884.36       24.48344  (14031818)                477026.08  
3773884.36       23.62720  (14031818)          
        477046.08   3773884.36       22.67322  (14031818)                477066.08  
3773884.36       21.64471  (14031818)          
        477086.08   3773884.36       20.69865  (15122319)                477106.08  
3773884.36       20.31121  (16032319)          
        475526.08   3773904.36       12.25951  (14051306)                475546.08  
3773904.36       12.54544  (14051306)          
        475566.08   3773904.36       12.81374  (14100307)                475586.08  
3773904.36       13.20401  (14100307)          
        475606.08   3773904.36       13.59265  (14100307)                475626.08  
3773904.36       13.97748  (14100307)          
        475646.08   3773904.36       14.35602  (14100307)                475666.08  
3773904.36       14.74324  (15101007)          
        475686.08   3773904.36       15.16809  (15101007)                475706.08  
3773904.36       15.60515  (15101007)          
        475726.08   3773904.36       16.01748  (15101007)                475746.08  
3773904.36       16.37971  (15101007)          
        475766.08   3773904.36       16.77337  (13120108)                475786.08  
3773904.36       17.27721  (13120108)          
        475806.08   3773904.36       17.77036  (13120108)                475826.08  
3773904.36       18.26717  (13120108)          
        475846.08   3773904.36       18.71337  (13120108)                475866.08  



3773904.36       19.38242  (14012117)          
        475886.08   3773904.36       20.02737  (14012117)                475906.08  
3773904.36       20.62430  (14012117)          
        475926.08   3773904.36       21.17637  (16020908)                475946.08  
3773904.36       21.94202  (16020908)          
        475966.08   3773904.36       22.67740  (16020908)                475986.08  
3773904.36       23.41152  (16020908)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 402
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476006.08   3773904.36       23.94397  (16020908)                476026.08  
3773904.36       24.76145  (16061906)          
        476046.08   3773904.36       25.83715  (16061906)                476066.08  
3773904.36       26.78083  (16061906)          
        476426.08   3773904.36       43.86563  (14012317)                476446.08  
3773904.36       43.82906  (14012317)          
        476466.08   3773904.36       43.64576  (15103021)                476486.08  
3773904.36       44.03933  (15103021)          
        476506.08   3773904.36       43.55677  (12021703)                476526.08  
3773904.36       43.93605  (12102519)          
        476546.08   3773904.36       44.47580  (12102519)                476566.08  
3773904.36       44.49858  (13103118)          
        476586.08   3773904.36       43.45412  (13103118)                476606.08  
3773904.36       41.90441  (16030807)          
        476626.08   3773904.36       40.33868  (16030807)                476646.08  
3773904.36       40.21455  (12012408)          
        476666.08   3773904.36       41.04830  (12012408)                476686.08  
3773904.36       40.92898  (12012408)          
        476706.08   3773904.36       39.92395  (12012408)                476726.08  
3773904.36       38.14815  (12012408)          



        476746.08   3773904.36       36.81720  (14100220)                476766.08  
3773904.36       36.64498  (12110517)          
        476786.08   3773904.36       35.97415  (12110517)                476798.66  
3773910.67       35.72381  (12110517)          
        476846.08   3773904.36       31.61878  (16121624)                476866.08  
3773904.36       31.49262  (16123116)          
        476886.08   3773904.36       31.03190  (16123116)                476906.08  
3773904.36       29.64463  (16123116)          
        476926.08   3773904.36       28.46914  (12010717)                476946.08  
3773904.36       27.49475  (14031818)          
        476966.08   3773904.36       26.86374  (14031818)                476986.08  
3773904.36       26.04444  (14031818)          
        477006.08   3773904.36       25.06131  (14031818)                477026.08  
3773904.36       23.99068  (14031818)          
        477046.08   3773904.36       22.84580  (14031818)                477066.08  
3773904.36       21.93555  (16032319)          
        477086.08   3773904.36       21.51101  (16032319)                477106.08  
3773904.36       20.99489  (16032319)          
        475526.08   3773924.36       12.40507  (14051306)                475546.08  
3773924.36       12.73242  (14051306)          
        475566.08   3773924.36       13.02310  (14051306)                475586.08  
3773924.36       13.30848  (14051306)          
        475606.08   3773924.36       13.58676  (14051306)                475626.08  
3773924.36       14.01743  (14100307)          
        475646.08   3773924.36       14.44909  (14100307)                475666.08  
3773924.36       14.89630  (14100307)          
        475686.08   3773924.36       15.37924  (14100307)                475706.08  
3773924.36       15.81987  (15101007)          
        475726.08   3773924.36       16.28240  (15101007)                475746.08  
3773924.36       16.72756  (15101007)          
        475766.08   3773924.36       17.15309  (15101007)                475786.08  
3773924.36       17.57473  (15101007)          
        475806.08   3773924.36       18.13276  (13120108)                475826.08  
3773924.36       18.70249  (13120108)          
        475846.08   3773924.36       19.22801  (13120108)                475866.08  
3773924.36       19.71078  (13120108)          
        475886.08   3773924.36       20.29578  (14012117)                475906.08  
3773924.36       21.03391  (14012117)          
        475926.08   3773924.36       21.72463  (14012117)                475946.08  
3773924.36       22.35313  (14012117)          
        475966.08   3773924.36       23.16270  (16020908)                475986.08  
3773924.36       24.09475  (16020908)          
        476006.08   3773924.36       24.83683  (16020908)                476026.08  
3773924.36       25.44050  (16020908)          
        476046.08   3773924.36       26.24816  (16061906)                476066.08  
3773924.36       27.45409  (16061906)          
        476086.08   3773924.36       28.51438  (16061906)                476426.08  
3773924.36       46.77855  (14012317)          
        476446.08   3773924.36       46.90244  (14012317)                476466.08  
3773924.36       46.42757  (15103021)          



        476486.08   3773924.36       47.01125  (15103021)                476506.08  
3773924.36       46.51409  (12021703)          
        476526.08   3773924.36       46.92379  (12102519)                476546.08  
3773924.36       47.47235  (12102519)          
        476566.08   3773924.36       47.44671  (13103118)                476586.08  
3773924.36       46.14557  (13103118)          
        476606.08   3773924.36       44.50036  (16030807)                476626.08  
3773924.36       42.66720  (15030205)          
        476646.08   3773924.36       43.34256  (12012408)                476666.08  
3773924.36       43.89792  (12012408)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 403
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476686.08   3773924.36       43.38178  (12012408)                476706.08  
3773924.36       41.90118  (12012408)          
        476726.08   3773924.36       40.04835  (14100220)                476746.08  
3773924.36       39.24996  (12110517)          
        476766.08   3773924.36       38.78383  (12110517)                476786.08  
3773924.36       37.65884  (12110517)          
        476846.08   3773924.36       34.09649  (16123116)                476866.08  
3773924.36       33.97152  (16123116)          
        476886.08   3773924.36       32.54864  (16123116)                476906.08  
3773924.36       30.48228  (12010717)          
        476926.08   3773924.36       29.38141  (14031818)                476946.08  
3773924.36       28.67230  (14031818)          
        476966.08   3773924.36       27.75827  (14031818)                476986.08  
3773924.36       26.67434  (14031818)          
        477006.08   3773924.36       25.44906  (14031818)                477026.08  
3773924.36       24.16338  (14031818)          
        477046.08   3773924.36       23.32516  (16032319)                477066.08  



3773924.36       22.81643  (16032319)          
        477086.08   3773924.36       22.21774  (16032319)                477106.08  
3773924.36       21.53905  (16032319)          
        475526.08   3773944.36       12.47342  (13100607)                475546.08  
3773944.36       12.83904  (14051306)          
        475566.08   3773944.36       13.17160  (14051306)                475586.08  
3773944.36       13.50253  (14051306)          
        475606.08   3773944.36       13.83019  (14051306)                475626.08  
3773944.36       14.15272  (14051306)          
        475646.08   3773944.36       14.46802  (14051306)                475666.08  
3773944.36       14.94084  (14100307)          
        475686.08   3773944.36       15.49035  (14100307)                475706.08  
3773944.36       15.98559  (14100307)          
        475726.08   3773944.36       16.46253  (14100307)                475746.08  
3773944.36       16.94766  (15101007)          
        475766.08   3773944.36       17.46142  (15101007)                475786.08  
3773944.36       17.98136  (15101007)          
        475806.08   3773944.36       18.53067  (15101007)                475826.08  
3773944.36       18.99389  (15101007)          
        475846.08   3773944.36       19.59449  (13120108)                475866.08  
3773944.36       20.20326  (13120108)          
        475886.08   3773944.36       20.82363  (13120108)                475906.08  
3773944.36       21.39022  (13120108)          
        475926.08   3773944.36       22.19715  (14012117)                475946.08  
3773944.36       23.00225  (14012117)          
        475966.08   3773944.36       23.75740  (14012117)                475986.08  
3773944.36       24.59573  (16020908)          
        476006.08   3773944.36       25.54161  (16020908)                476026.08  
3773944.36       26.38073  (16020908)          
        476046.08   3773944.36       27.09427  (16020908)                476066.08  
3773944.36       27.89227  (16061906)          
        476086.08   3773944.36       29.25090  (16061906)                476106.08  
3773944.36       30.44842  (16061906)          
        476126.08   3773944.36       31.73206  (12100207)                476426.08  
3773944.36       49.84557  (14012317)          
        476446.08   3773944.36       50.29765  (14012317)                476466.08  
3773944.36       49.50360  (15103021)          
        476486.08   3773944.36       50.32785  (15103021)                476506.08  
3773944.36       49.77717  (12021703)          
        476526.08   3773944.36       50.11152  (12102519)                476546.08  
3773944.36       50.74866  (12102519)          
        476566.08   3773944.36       50.73132  (13103118)                476586.08  
3773944.36       49.11299  (13103118)          
        476606.08   3773944.36       47.34083  (16030807)                476626.08  
3773944.36       45.52043  (15030205)          
        476646.08   3773944.36       46.75922  (12012408)                476666.08  
3773944.36       46.94381  (12012408)          
        476686.08   3773944.36       45.93020  (12012408)                476706.08  
3773944.36       43.87149  (12012408)          
        476726.08   3773944.36       42.10066  (14100220)                476746.08  



3773944.36       41.85784  (12110517)          
        476766.08   3773944.36       40.88081  (12110517)                476786.08  
3773944.36       39.22497  (12110517)          
        476846.08   3773944.36       37.23241  (16123116)                476866.08  
3773944.36       35.87832  (16123116)          
        476886.08   3773944.36       33.37746  (16123116)                476906.08  
3773944.36       31.50076  (14031818)          
        476926.08   3773944.36       30.69957  (14031818)                476946.08  
3773944.36       29.66485  (14031818)          
        476966.08   3773944.36       28.44815  (14031818)                476986.08  
3773944.36       27.09448  (14031818)          
        477006.08   3773944.36       25.64324  (14031818)                477026.08  
3773944.36       24.87130  (16032319)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 404
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477046.08   3773944.36       24.24914  (16032319)                477066.08  
3773944.36       23.54395  (16032319)          
        477086.08   3773944.36       22.76380  (16032319)                477106.08  
3773944.36       21.92448  (16032319)          
        475526.08   3773964.36       12.53720  (13100607)                475546.08  
3773964.36       12.90764  (13100607)          
        475566.08   3773964.36       13.24713  (13100607)                475586.08  
3773964.36       13.60546  (14051306)          
        475606.08   3773964.36       13.97988  (14051306)                475626.08  
3773964.36       14.35353  (14051306)          
        475646.08   3773964.36       14.73899  (14051306)                475666.08  
3773964.36       15.13271  (14051306)          
        475686.08   3773964.36       15.54304  (14051306)                475706.08  
3773964.36       16.03413  (14100307)          



        475726.08   3773964.36       16.58096  (14100307)                475746.08  
3773964.36       17.12484  (14100307)          
        475766.08   3773964.36       17.67971  (14100307)                475786.08  
3773964.36       18.26336  (15101007)          
        475806.08   3773964.36       18.89854  (15101007)                475826.08  
3773964.36       19.47281  (15101007)          
        475846.08   3773964.36       20.01079  (15101007)                475866.08  
3773964.36       20.52651  (13120108)          
        475886.08   3773964.36       21.31719  (13120108)                475906.08  
3773964.36       22.06604  (13120108)          
        475926.08   3773964.36       22.70231  (13120108)                475946.08  
3773964.36       23.41787  (14012117)          
        475966.08   3773964.36       24.35444  (14012117)                475986.08  
3773964.36       25.22958  (14012117)          
        476006.08   3773964.36       26.02139  (14012117)                476026.08  
3773964.36       27.10297  (16020908)          
        476046.08   3773964.36       28.08338  (16020908)                476066.08  
3773964.36       28.92882  (16020908)          
        476086.08   3773964.36       29.71807  (16061906)                476106.08  
3773964.36       31.25702  (16061906)          
        476126.08   3773964.36       32.61729  (16061906)                476146.08  
3773964.36       34.05432  (12100207)          
        476406.08   3773964.36       53.29455  (13041207)                476426.08  
3773964.36       53.16688  (14012317)          
        476446.08   3773964.36       54.05688  (14012317)                476466.08  
3773964.36       53.22409  (14012317)          
        476486.08   3773964.36       54.04669  (15103021)                476506.08  
3773964.36       53.46404  (12021703)          
        476526.08   3773964.36       53.72106  (12102519)                476546.08  
3773964.36       54.43426  (13103118)          
        476566.08   3773964.36       54.33844  (13103118)                476586.08  
3773964.36       52.38541  (13103118)          
        476606.08   3773964.36       50.45324  (16030807)                476626.08  
3773964.36       49.32887  (12012408)          
        476646.08   3773964.36       50.48509  (12012408)                476666.08  
3773964.36       50.18210  (12012408)          
        476686.08   3773964.36       48.54936  (12012408)                476706.08  
3773964.36       46.15286  (14100220)          
        476726.08   3773964.36       45.20497  (12110517)                476746.08  
3773964.36       44.46704  (12110517)          
        476766.08   3773964.36       42.87795  (12110517)                476786.08  
3773964.36       40.61800  (16121624)          
        476846.08   3773964.36       39.65824  (16123116)                476866.08  
3773964.36       36.99718  (16123116)          
        476886.08   3773964.36       33.89548  (14031818)                476906.08  
3773964.36       32.98490  (14031818)          
        476926.08   3773964.36       31.80643  (14031818)                476946.08  
3773964.36       30.42266  (14031818)          
        476966.08   3773964.36       28.89139  (14031818)                476986.08  
3773964.36       27.26406  (14031818)          



        477006.08   3773964.36       26.60172  (16032319)                477026.08  
3773964.36       25.85359  (16032319)          
        477046.08   3773964.36       25.00399  (16032319)                477066.08  
3773964.36       24.08700  (16032319)          
        477086.08   3773964.36       23.12188  (16032319)                477106.08  
3773964.36       22.38054  (16102720)          
        475526.08   3773984.36       12.62618  (16020608)                475546.08  
3773984.36       12.97486  (16020608)          
        475566.08   3773984.36       13.29859  (13100607)                475586.08  
3773984.36       13.67985  (13100607)          
        475606.08   3773984.36       14.06366  (13100607)                475626.08  
3773984.36       14.45049  (14051306)          
        475646.08   3773984.36       14.92320  (14051306)                475666.08  
3773984.36       15.39263  (14051306)          
        475686.08   3773984.36       15.82387  (14051306)                475706.08  
3773984.36       16.24840  (14051306)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 405
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475726.08   3773984.36       16.66514  (14051306)                475746.08  
3773984.36       17.17759  (14100307)          
        475766.08   3773984.36       17.85665  (14100307)                475786.08  
3773984.36       18.52937  (14100307)          
        475806.08   3773984.36       19.14969  (14100307)                475826.08  
3773984.36       19.78141  (15101007)          
        475846.08   3773984.36       20.44180  (15101007)                475866.08  
3773984.36       21.07992  (15101007)          
        475886.08   3773984.36       21.76074  (15101007)                475906.08  
3773984.36       22.48710  (13120108)          
        475926.08   3773984.36       23.28999  (13120108)                475946.08  



3773984.36       24.04947  (13120108)          
        475966.08   3773984.36       24.74988  (13120108)                475986.08  
3773984.36       25.75189  (14012117)          
        476006.08   3773984.36       26.77875  (14012117)                476026.08  
3773984.36       27.72178  (14012117)          
        476046.08   3773984.36       28.81836  (16020908)                476066.08  
3773984.36       29.96755  (16020908)          
        476086.08   3773984.36       30.97230  (16020908)                476106.08  
3773984.36       31.78857  (16020908)          
        476126.08   3773984.36       33.50838  (16061906)                476146.08  
3773984.36       35.06325  (16061906)          
        476166.08   3773984.36       36.68232  (12100207)                476406.08  
3773984.36       61.09039  (13041207)          
        476426.08   3773984.36       56.77173  (14012317)                476446.08  
3773984.36       58.22770  (14012317)          
        476466.08   3773984.36       57.69769  (14012317)                476486.08  
3773984.36       58.23790  (15103021)          
        476506.08   3773984.36       57.67527  (12021703)                476526.08  
3773984.36       57.95646  (12102519)          
        476546.08   3773984.36       58.57277  (13103118)                476566.08  
3773984.36       58.22838  (13103118)          
        476586.08   3773984.36       55.99163  (13103118)                476606.08  
3773984.36       53.86712  (16030807)          
        476626.08   3773984.36       53.80599  (12012408)                476646.08  
3773984.36       54.53693  (12012408)          
        476666.08   3773984.36       53.59914  (12012408)                476686.08  
3773984.36       51.20224  (12012408)          
        476706.08   3773984.36       48.82696  (12110517)                476726.08  
3773984.36       48.45191  (12110517)          
        476746.08   3773984.36       47.01176  (12110517)                476775.68  
3773975.63       42.73288  (12110517)          
        476793.06   3773974.32       42.02508  (16123116)                476846.08  
3773984.36       40.98028  (16123116)          
        476866.08   3773984.36       37.13257  (16123116)                476886.08  
3773984.36       35.57726  (14031818)          
        476906.08   3773984.36       34.22603  (14031818)                476926.08  
3773984.36       32.64206  (14031818)          
        476946.08   3773984.36       30.89549  (14031818)                476966.08  
3773984.36       29.23724  (16032319)          
        476986.08   3773984.36       28.49557  (16032319)                477006.08  
3773984.36       27.61540  (16032319)          
        477026.08   3773984.36       26.62755  (16032319)                477046.08  
3773984.36       25.55601  (16032319)          
        477066.08   3773984.36       24.53317  (13010720)                477086.08  
3773984.36       23.85878  (16102720)          
        477106.08   3773984.36       23.24099  (16102720)                475526.08  
3774004.36       12.70239  (16020608)          
        475546.08   3774004.36       13.06406  (16020608)                475566.08  
3774004.36       13.41568  (16020608)          
        475586.08   3774004.36       13.77064  (16020608)                475606.08  



3774004.36       14.12788  (16020608)          
        475626.08   3774004.36       14.52955  (13100607)                475646.08  
3774004.36       15.01545  (13100607)          
        475666.08   3774004.36       15.49987  (13100607)                475686.08  
3774004.36       15.97379  (14051306)          
        475706.08   3774004.36       16.46314  (14051306)                475726.08  
3774004.36       16.95251  (14051306)          
        475746.08   3774004.36       17.43902  (14051306)                475766.08  
3774004.36       17.98619  (14051306)          
        475786.08   3774004.36       18.59472  (14100307)                475806.08  
3774004.36       19.30500  (14100307)          
        475826.08   3774004.36       20.01445  (14100307)                475846.08  
3774004.36       20.71711  (14100307)          
        475866.08   3774004.36       21.44735  (15101007)                475886.08  
3774004.36       22.27690  (15101007)          
        475906.08   3774004.36       23.07392  (15101007)                475926.08  
3774004.36       23.77220  (15101007)          
        475946.08   3774004.36       24.59195  (13120108)                475966.08  
3774004.36       25.49558  (13120108)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 406
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475986.08   3774004.36       26.34349  (13120108)                476006.08  
3774004.36       27.26116  (14012117)          
        476026.08   3774004.36       28.46720  (14012117)                476046.08  
3774004.36       29.59104  (14012117)          
        476066.08   3774004.36       30.80094  (16020908)                476086.08  
3774004.36       32.23917  (16020908)          
        476106.08   3774004.36       33.45101  (16020908)                476126.08  
3774004.36       34.45560  (16020908)          



        476146.08   3774004.36       36.23604  (16061906)                476166.08  
3774004.36       38.04218  (16061906)          
        476186.08   3774004.36       39.98517  (12100207)                476366.08  
3774004.36       69.86727  (13041207)          
        476386.08   3774004.36       72.08563  (13041207)                476406.08  
3774004.36       69.95063  (13041207)          
        476426.08   3774004.36       63.54782  (13041207)                476446.08  
3774004.36       62.86307  (14012317)          
        476466.08   3774004.36       62.75825  (14012317)                476486.08  
3774004.36       62.98765  (15103021)          
        476506.08   3774004.36       62.55325  (15103021)                476526.08  
3774004.36       62.79149  (12102519)          
        476546.08   3774004.36       63.44054  (13103118)                476566.08  
3774004.36       62.74779  (13103118)          
        476586.08   3774004.36       60.07172  (16030807)                476606.08  
3774004.36       57.50669  (16030807)          
        476626.08   3774004.36       58.78658  (12012408)                476646.08  
3774004.36       58.92396  (12012408)          
        476666.08   3774004.36       57.16663  (12012408)                476686.08  
3774004.36       54.07338  (14100220)          
        476706.08   3774004.36       52.89327  (12110517)                476726.08  
3774004.36       51.72431  (12110517)          
        476746.08   3774004.36       49.43161  (12110517)                476766.08  
3774004.36       48.10128  (16123116)          
        476786.08   3774004.36       49.15302  (16123116)                476846.08  
3774004.36       41.31615  (16123116)          
        476866.08   3774004.36       38.53831  (14031818)                476886.08  
3774004.36       36.97742  (14031818)          
        476906.08   3774004.36       35.15126  (14031818)                476926.08  
3774004.36       33.14580  (14031818)          
        476946.08   3774004.36       31.51977  (16032319)                476966.08  
3774004.36       30.60968  (16032319)          
        476986.08   3774004.36       29.55083  (16032319)                477006.08  
3774004.36       28.38202  (16032319)          
        477026.08   3774004.36       27.13725  (16032319)                477046.08  
3774004.36       26.18712  (16102720)          
        477066.08   3774004.36       25.47194  (16102720)                477086.08  
3774004.36       24.70937  (16102720)          
        477106.08   3774004.36       23.89902  (16102720)                475526.08  
3774024.36       12.79168  (13021518)          
        475546.08   3774024.36       13.09074  (13021518)                475566.08  
3774024.36       13.44726  (16020608)          
        475586.08   3774024.36       13.84055  (16020608)                475606.08  
3774024.36       14.24018  (16020608)          
        475626.08   3774024.36       14.64520  (16020608)                475646.08  
3774024.36       15.11142  (16020608)          
        475666.08   3774024.36       15.57551  (16020608)                475686.08  
3774024.36       16.06759  (13100607)          
        475706.08   3774024.36       16.57583  (13100607)                475726.08  
3774024.36       17.09606  (14051306)          



        475746.08   3774024.36       17.65750  (14051306)                475766.08  
3774024.36       18.28986  (14051306)          
        475786.08   3774024.36       18.91532  (14051306)                475806.08  
3774024.36       19.48040  (14051306)          
        475826.08   3774024.36       20.07913  (14100307)                475846.08  
3774024.36       20.90179  (14100307)          
        475866.08   3774024.36       21.74378  (14100307)                475886.08  
3774024.36       22.62593  (14100307)          
        475906.08   3774024.36       23.52060  (15101007)                475926.08  
3774024.36       24.39585  (15101007)          
        475946.08   3774024.36       25.24058  (15101007)                475966.08  
3774024.36       26.04018  (15101007)          
        475986.08   3774024.36       27.04593  (13120108)                476006.08  
3774024.36       28.06878  (13120108)          
        476026.08   3774024.36       29.03372  (13120108)                476046.08  
3774024.36       30.36329  (14012117)          
        476066.08   3774024.36       31.81480  (14012117)                476086.08  
3774024.36       33.13259  (14012117)          
        476106.08   3774024.36       34.72466  (16020908)                476126.08  
3774024.36       36.18737  (16020908)          
        476146.08   3774024.36       37.42309  (16020908)                476166.08  
3774024.36       39.28540  (16061906)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 407
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476186.08   3774024.36       41.39442  (16061906)                476206.08  
3774024.36       43.54748  (12100207)          
        476226.08   3774024.36       45.43642  (12100207)                476366.08  
3774024.36       75.54127  (13041207)          
        476386.08   3774024.36       80.24995  (13041207)                476406.08  



3774024.36       79.96997  (13041207)          
        476426.08   3774024.36       74.32429  (13041207)                476446.08  
3774024.36       69.04875  (15022217)          
        476466.08   3774024.36       68.50857  (14012317)                476486.08  
3774024.36       68.40255  (15103021)          
        476506.08   3774024.36       68.17990  (15103021)                476526.08  
3774024.36       68.35282  (12102519)          
        476546.08   3774024.36       69.05081  (13103118)                476566.08  
3774024.36       67.92603  (13103118)          
        476586.08   3774024.36       64.77803  (16030807)                476606.08  
3774024.36       62.36755  (12012408)          
        476626.08   3774024.36       64.32041  (12012408)                476646.08  
3774024.36       63.64225  (12012408)          
        476666.08   3774024.36       60.83501  (12012408)                476686.08  
3774024.36       57.74491  (12110517)          
        476706.08   3774024.36       57.04171  (12110517)                476726.08  
3774024.36       54.87282  (12110517)          
        476746.08   3774024.36       52.94983  (16123116)                476766.08  
3774024.36       54.78418  (16123116)          
        476786.08   3774024.36       53.82680  (16123116)                476846.08  
3774024.36       41.98951  (14031818)          
        476866.08   3774024.36       40.12850  (14031818)                476886.08  
3774024.36       38.00630  (14031818)          
        476906.08   3774024.36       35.68656  (14031818)                476926.08  
3774024.36       34.09881  (16032319)          
        476946.08   3774024.36       32.97973  (16032319)                476966.08  
3774024.36       31.70228  (16032319)          
        476986.08   3774024.36       30.31321  (16032319)                477006.08  
3774024.36       28.96941  (13010720)          
        477026.08   3774024.36       28.11767  (16102720)                477046.08  
3774024.36       27.25234  (16102720)          
        477066.08   3774024.36       26.29783  (16102720)                477086.08  
3774024.36       25.32090  (16102720)          
        477106.08   3774024.36       24.36418  (16052720)                475526.08  
3774044.36       12.93806  (16020920)          
        475546.08   3774044.36       13.24701  (16020920)                475566.08  
3774044.36       13.58391  (13021518)          
        475586.08   3774044.36       13.92796  (13021518)                475606.08  
3774044.36       14.27631  (13021518)          
        475626.08   3774044.36       14.68939  (16020608)                475646.08  
3774044.36       15.20296  (16020608)          
        475666.08   3774044.36       15.71990  (16020608)                475686.08  
3774044.36       16.19701  (16020608)          
        475706.08   3774044.36       16.67997  (16020608)                475726.08  
3774044.36       17.19378  (13100607)          
        475746.08   3774044.36       17.77918  (13100607)                475766.08  
3774044.36       18.43759  (13100607)          
        475786.08   3774044.36       19.13806  (14051306)                475806.08  
3774044.36       19.80008  (14051306)          
        475826.08   3774044.36       20.46394  (14051306)                475846.08  



3774044.36       21.15547  (14051306)          
        475866.08   3774044.36       21.90579  (14051306)                475886.08  
3774044.36       22.87807  (14100307)          
        475906.08   3774044.36       23.83848  (14100307)                475926.08  
3774044.36       24.78949  (14100307)          
        475946.08   3774044.36       25.78283  (15101007)                475966.08  
3774044.36       26.79831  (15101007)          
        475986.08   3774044.36       27.77716  (15101007)                476006.08  
3774044.36       28.70459  (13120108)          
        476026.08   3774044.36       29.98714  (13120108)                476046.08  
3774044.36       31.32011  (13120108)          
        476066.08   3774044.36       32.56519  (14012117)                476086.08  
3774044.36       34.19747  (14012117)          
        476106.08   3774044.36       35.70935  (14012117)                476126.08  
3774044.36       37.38543  (16020908)          
        476146.08   3774044.36       39.14781  (16020908)                476166.08  
3774044.36       40.66306  (16020908)          
        476186.08   3774044.36       42.64378  (16061906)                476206.08  
3774044.36       45.11415  (16061906)          
        476226.08   3774044.36       47.60213  (12100207)                476246.08  
3774044.36       49.77817  (12100207)          
        476266.08   3774044.36       51.23202  (16092407)                476286.08  
3774044.36       52.71216  (15103024)          
        476366.08   3774044.36       80.77357  (13041207)                476386.08  
3774044.36       88.73396  (13041207)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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                                  PAGE 408
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476406.08   3774044.36       91.16588  (13041207)                476426.08  
3774044.36       86.97808  (13041207)          



        476446.08   3774044.36       77.22992  (15022217)                476466.08  
3774044.36       75.87733  (15022217)          
        476486.08   3774044.36       74.61559  (15103021)                476506.08  
3774044.36       74.70171  (15103021)          
        476526.08   3774044.36       75.11360  (16112816)                476546.08  
3774044.36       76.01336  (16112816)          
        476566.08   3774044.36       73.89558  (13103118)                476586.08  
3774044.36       70.28911  (16030807)          
        476606.08   3774044.36       69.15074  (12012408)                476626.08  
3774044.36       70.45150  (12012408)          
        476646.08   3774044.36       68.66585  (12012408)                476666.08  
3774044.36       64.59288  (14100220)          
        476686.08   3774044.36       63.04070  (12110517)                476706.08  
3774044.36       61.17023  (12110517)          
        476726.08   3774044.36       58.37529  (16123116)                476746.08  
3774044.36       61.32839  (16123116)          
        476766.08   3774044.36       60.78149  (16123116)                476786.08  
3774044.36       57.26096  (16123116)          
        476846.08   3774044.36       43.83277  (14031818)                476866.08  
3774044.36       41.27790  (14031818)          
        476886.08   3774044.36       38.57258  (14031818)                476906.08  
3774044.36       37.02920  (16032319)          
        476926.08   3774044.36       35.64876  (16032319)                476946.08  
3774044.36       34.10199  (16032319)          
        476966.08   3774044.36       32.44540  (16032319)                476986.08  
3774044.36       31.20221  (16102720)          
        477006.08   3774044.36       30.23018  (16102720)                477026.08  
3774044.36       29.16784  (16102720)          
        477046.08   3774044.36       28.03451  (16102720)                477066.08  
3774044.36       26.86900  (16052720)          
        477086.08   3774044.36       25.78314  (16052720)                477106.08  
3774044.36       24.85992  (14090718)          
        475526.08   3774064.36       13.04941  (16020920)                475546.08  
3774064.36       13.39148  (16020920)          
        475566.08   3774064.36       13.74068  (16020920)                475586.08  
3774064.36       14.09660  (16020920)          
        475606.08   3774064.36       14.47207  (16020920)                475626.08  
3774064.36       14.89991  (13021518)          
        475646.08   3774064.36       15.33748  (13021518)                475666.08  
3774064.36       15.77177  (13021518)          
        475686.08   3774064.36       16.25960  (16020608)                475706.08  
3774064.36       16.80026  (16020608)          
        475726.08   3774064.36       17.35192  (16020608)                475746.08  
3774064.36       17.91310  (16020608)          
        475766.08   3774064.36       18.55753  (16020608)                475786.08  
3774064.36       19.26156  (13100607)          
        475806.08   3774064.36       19.95948  (13100607)                475826.08  
3774064.36       20.68415  (14051306)          
        475846.08   3774064.36       21.49078  (14051306)                475866.08  
3774064.36       22.37920  (14051306)          



        475886.08   3774064.36       23.18815  (14051306)                475906.08  
3774064.36       23.97311  (14051306)          
        475926.08   3774064.36       25.02791  (14100307)                475946.08  
3774064.36       26.14647  (14100307)          
        475966.08   3774064.36       27.26225  (14100307)                475986.08  
3774064.36       28.44299  (15101007)          
        476006.08   3774064.36       29.63339  (15101007)                476026.08  
3774064.36       30.82877  (15101007)          
        476046.08   3774064.36       32.19813  (13120108)                476066.08  
3774064.36       33.67703  (13120108)          
        476086.08   3774064.36       35.03591  (13120108)                476106.08  
3774064.36       36.75251  (14012117)          
        476126.08   3774064.36       38.59588  (14012117)                476146.08  
3774064.36       40.37954  (16020908)          
        476166.08   3774064.36       42.51552  (16020908)                476186.08  
3774064.36       44.38482  (16020908)          
        476206.08   3774064.36       46.51816  (16061906)                476226.08  
3774064.36       49.44045  (16061906)          
        476246.08   3774064.36       52.34494  (12100207)                476266.08  
3774064.36       54.87500  (12100207)          
        476286.08   3774064.36       56.58355  (16092407)                476306.08  
3774064.36       58.49660  (15103024)          
        476326.08   3774064.36       60.59992  (15103024)                476346.08  
3774064.36       70.13128  (13041207)          
        476366.08   3774064.36       85.11973  (13041207)                476386.08  
3774064.36       97.10645  (13041207)          
        476406.08   3774064.36      103.31263  (13041207)                476426.08  
3774064.36      101.70762  (13041207)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 409
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -



- - - - - - - - - - - - - - - - - - - - - - - -
        476446.08   3774064.36       91.76685  (13041207)                476466.08  
3774064.36       86.71931  (15022217)          
        476486.08   3774064.36       81.79383  (15103021)                476506.08  
3774064.36       82.32983  (15103021)          
        476526.08   3774064.36       84.72982  (16112816)                476546.08  
3774064.36       85.38366  (16112816)          
        476566.08   3774064.36       80.75574  (13103118)                476586.08  
3774064.36       76.51864  (16030807)          
        476606.08   3774064.36       76.89135  (12012408)                476626.08  
3774064.36       77.20871  (12012408)          
        476646.08   3774064.36       73.93356  (12012408)                476666.08  
3774064.36       69.76385  (12110517)          
        476686.08   3774064.36       68.47841  (12110517)                476706.08  
3774064.36       65.11810  (12110517)          
        476726.08   3774064.36       68.96363  (16123116)                476746.08  
3774064.36       69.09427  (16123116)          
        476766.08   3774064.36       65.37707  (16123116)                476786.08  
3774064.36       58.88226  (16123116)          
        476846.08   3774064.36       45.12973  (14031818)                476866.08  
3774064.36       41.87238  (14031818)          
        476886.08   3774064.36       40.37893  (16032319)                476906.08  
3774064.36       38.66880  (16032319)          
        476926.08   3774064.36       36.78778  (16032319)                476946.08  
3774064.36       34.91921  (13010720)          
        476966.08   3774064.36       33.78016  (16102720)                476986.08  
3774064.36       32.55197  (16102720)          
        477006.08   3774064.36       31.24054  (16102720)                477026.08  
3774064.36       29.87105  (16052720)          
        477046.08   3774064.36       28.58100  (16052720)                477066.08  
3774064.36       27.45697  (14090718)          
        477086.08   3774064.36       26.49792  (16092618)                477106.08  
3774064.36       25.73575  (16092618)          
        475526.08   3774084.36       13.06771  (16102004)                475546.08  
3774084.36       13.43814  (16020920)          
        475566.08   3774084.36       13.81927  (16020920)                475586.08  
3774084.36       14.21053  (16020920)          
        475606.08   3774084.36       14.63351  (16020920)                475626.08  
3774084.36       15.11609  (16020920)          
        475646.08   3774084.36       15.55407  (16020920)                475666.08  
3774084.36       15.98889  (16020920)          
        475686.08   3774084.36       16.44085  (13021518)                475706.08  
3774084.36       16.92655  (13021518)          
        475726.08   3774084.36       17.42121  (13021518)                475746.08  
3774084.36       17.99909  (16020608)          
        475766.08   3774084.36       18.71707  (16020608)                475786.08  
3774084.36       19.44411  (16020608)          
        475806.08   3774084.36       20.12205  (16020608)                475826.08  
3774084.36       20.81078  (16020608)          
        475846.08   3774084.36       21.66035  (13100607)                475866.08  



3774084.36       22.59924  (13100607)          
        475886.08   3774084.36       23.53651  (14051306)                475906.08  
3774084.36       24.47297  (14051306)          
        475926.08   3774084.36       25.41550  (14051306)                475946.08  
3774084.36       26.35591  (14051306)          
        475966.08   3774084.36       27.54070  (14100307)                475986.08  
3774084.36       28.86426  (14100307)          
        476006.08   3774084.36       30.18843  (14100307)                476026.08  
3774084.36       31.65963  (15101007)          
        476046.08   3774084.36       33.24570  (15101007)                476066.08  
3774084.36       34.65227  (15101007)          
        476086.08   3774084.36       36.20477  (13120108)                476106.08  
3774084.36       37.89818  (13120108)          
        476126.08   3774084.36       39.58573  (14012117)                476146.08  
3774084.36       41.83996  (14012117)          
        476166.08   3774084.36       43.92910  (14012117)                476186.08  
3774084.36       46.44842  (16020908)          
        476206.08   3774084.36       48.84707  (16020908)                476226.08  
3774084.36       51.16858  (16061906)          
        476246.08   3774084.36       54.68123  (16061906)                476266.08  
3774084.36       58.13665  (12100207)          
        476286.08   3774084.36       61.12812  (12100207)                476306.08  
3774084.36       63.18294  (16092407)          
        476326.08   3774084.36       65.64116  (15103024)                476346.08  
3774084.36       69.34577  (13041207)          
        476366.08   3774084.36       88.04001  (13041207)                476386.08  
3774084.36      104.86346  (13041207)          
        476406.08   3774084.36      116.16313  (13041207)                476426.08  
3774084.36      118.60438  (13041207)          
        476446.08   3774084.36      110.37267  (13041207)                476466.08  
3774084.36       99.58392  (15022217)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 410
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476486.08   3774084.36       92.75945  (15022217)                476506.08  
3774084.36       91.34321  (15103021)          
        476526.08   3774084.36       96.41494  (16112816)                476546.08  
3774084.36       96.65075  (16112816)          
        476566.08   3774084.36       88.76149  (13103118)                476586.08  
3774084.36       83.82098  (16030807)          
        476606.08   3774084.36       85.82969  (12012408)                476626.08  
3774084.36       84.58937  (12012408)          
        476646.08   3774084.36       79.32905  (12012408)                476666.08  
3774084.36       76.94988  (12110517)          
        476686.08   3774084.36       73.86730  (12110517)                476706.08  
3774084.36       77.90623  (16123116)          
        476726.08   3774084.36       79.13371  (16123116)                476746.08  
3774084.36       75.30033  (16123116)          
        476766.08   3774084.36       67.78064  (16123116)                476786.08  
3774084.36       58.18449  (16123116)          
        476806.08   3774084.36       53.11481  (14031818)                476846.08  
3774084.36       46.16993  (16032319)          
        476866.08   3774084.36       44.23306  (16032319)                476886.08  
3774084.36       42.10301  (16032319)          
        476906.08   3774084.36       39.80380  (16032319)                476926.08  
3774084.36       38.07956  (16102720)          
        476946.08   3774084.36       36.64846  (16102720)                476966.08  
3774084.36       35.10316  (16102720)          
        476986.08   3774084.36       33.48884  (16102720)                477006.08  
3774084.36       31.95752  (16052720)          
        477026.08   3774084.36       30.57180  (14090718)                477046.08  
3774084.36       29.41811  (16092618)          
        477066.08   3774084.36       28.49169  (16092618)                477086.08  
3774084.36       27.53571  (16092618)          
        477106.08   3774084.36       26.69165  (13090918)                475526.08  
3774104.36       13.24214  (16102004)          
        475546.08   3774104.36       13.57786  (16102004)                475566.08  
3774104.36       13.92222  (16102004)          
        475586.08   3774104.36       14.27511  (16102004)                475606.08  
3774104.36       14.66920  (16020920)          
        475626.08   3774104.36       15.19005  (16020920)                475646.08  
3774104.36       15.67021  (16020920)          
        475666.08   3774104.36       16.15186  (16020920)                475686.08  
3774104.36       16.64713  (16020920)          
        475706.08   3774104.36       17.15565  (16020920)                475726.08  
3774104.36       17.67685  (16020920)          
        475746.08   3774104.36       18.20996  (16020920)                475766.08  
3774104.36       18.87173  (13021518)          
        475786.08   3774104.36       19.54188  (13021518)                475806.08  
3774104.36       20.24298  (16020608)          



        475826.08   3774104.36       21.02451  (16020608)                475846.08  
3774104.36       21.86293  (16020608)          
        475866.08   3774104.36       22.80378  (16020608)                475886.08  
3774104.36       23.70805  (13100607)          
        475906.08   3774104.36       24.71277  (13100607)                475926.08  
3774104.36       25.77025  (14051306)          
        475946.08   3774104.36       26.89163  (14051306)                475966.08  
3774104.36       28.02713  (14051306)          
        475986.08   3774104.36       29.16679  (14051306)                476006.08  
3774104.36       30.51658  (14100307)          
        476026.08   3774104.36       32.16339  (14100307)                476046.08  
3774104.36       33.96077  (14100307)          
        476066.08   3774104.36       35.71396  (15101007)                476086.08  
3774104.36       37.43916  (15101007)          
        476106.08   3774104.36       39.09521  (15101007)                476126.08  
3774104.36       41.06886  (13120108)          
        476146.08   3774104.36       43.06952  (13120108)                476166.08  
3774104.36       45.49683  (14012117)          
        476186.08   3774104.36       48.35300  (14012117)                476206.08  
3774104.36       51.36003  (16020908)          
        476226.08   3774104.36       54.33233  (16020908)                476246.08  
3774104.36       56.88874  (16061906)          
        476266.08   3774104.36       61.19806  (16061906)                476286.08  
3774104.36       65.41150  (12100207)          
        476306.08   3774104.36       69.02876  (12100207)                476326.08  
3774104.36       71.58284  (16092407)          
        476346.08   3774104.36       74.74956  (15103024)                476366.08  
3774104.36       88.85622  (13041207)          
        476386.08   3774104.36      111.18662  (13041207)                476406.08  
3774104.36      129.13192  (13041207)          
        476426.08   3774104.36      137.60394  (13041207)                476446.08  
3774104.36      132.89231  (13041207)          
        476466.08   3774104.36      114.85272  (15022217)                476486.08  
3774104.36      109.16214  (15022217)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 411
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476506.08   3774104.36      102.11658  (15103021)                476526.08  
3774104.36      110.84666  (16112816)          
        476546.08   3774104.36      110.38536  (16112816)                476566.08  
3774104.36       98.21048  (13103118)          
        476586.08   3774104.36       94.40428  (12012408)                476606.08  
3774104.36       96.21320  (12012408)          
        476626.08   3774104.36       92.53153  (12012408)                476646.08  
3774104.36       86.70408  (12110517)          
        476666.08   3774104.36       84.34537  (12110517)                476686.08  
3774104.36       88.38408  (16123116)          
        476706.08   3774104.36       92.43956  (16123116)                476726.08  
3774104.36       88.96764  (16123116)          
        476746.08   3774104.36       79.93545  (16123116)                476766.08  
3774104.36       67.99815  (16123116)          
        476786.08   3774104.36       59.04839  (14031818)                476806.08  
3774104.36       54.74834  (14031818)          
        476846.08   3774104.36       48.78415  (16032319)                476866.08  
3774104.36       46.02822  (16032319)          
        476886.08   3774104.36       43.36440  (16102720)                476906.08  
3774104.36       41.68421  (16102720)          
        476926.08   3774104.36       39.84186  (16102720)                476946.08  
3774104.36       37.90301  (16102720)          
        476966.08   3774104.36       36.02103  (16052720)                476986.08  
3774104.36       34.34629  (14090718)          
        477006.08   3774104.36       33.00327  (16092618)                477026.08  
3774104.36       31.82270  (16092618)          
        477046.08   3774104.36       30.62777  (13090918)                477066.08  
3774104.36       29.64530  (13090918)          
        477086.08   3774104.36       28.64068  (13090918)                477106.08  
3774104.36       27.62688  (13090918)          
        475526.08   3774124.36       13.31913  (16102004)                475546.08  
3774124.36       13.68277  (16102004)          
        475566.08   3774124.36       14.05790  (16102004)                475586.08  
3774124.36       14.47823  (16102004)          
        475606.08   3774124.36       14.91502  (16102004)                475626.08  
3774124.36       15.35817  (16102004)          
        475646.08   3774124.36       15.79183  (16102004)                475666.08  
3774124.36       16.23246  (16102004)          
        475686.08   3774124.36       16.71069  (16020920)                475706.08  
3774124.36       17.26924  (16020920)          
        475726.08   3774124.36       17.86459  (16020920)                475746.08  
3774124.36       18.51902  (16020920)          
        475766.08   3774124.36       19.18123  (16020920)                475786.08  



3774124.36       19.84950  (16020920)          
        475806.08   3774124.36       20.50996  (16020920)                475826.08  
3774124.36       21.21606  (13021518)          
        475846.08   3774124.36       21.99596  (13021518)                475866.08  
3774124.36       22.97434  (16020608)          
        475886.08   3774124.36       23.96444  (16020608)                475906.08  
3774124.36       24.96347  (16020608)          
        475926.08   3774124.36       25.98862  (16020608)                475946.08  
3774124.36       27.14733  (13100607)          
        475966.08   3774124.36       28.38740  (13100607)                475986.08  
3774124.36       29.73770  (14051306)          
        476006.08   3774124.36       31.12250  (14051306)                476026.08  
3774124.36       32.58517  (14051306)          
        476046.08   3774124.36       34.36021  (14100307)                476066.08  
3774124.36       36.35520  (14100307)          
        476086.08   3774124.36       38.33409  (14100307)                476106.08  
3774124.36       40.46313  (15101007)          
        476126.08   3774124.36       42.57481  (15101007)                476146.08  
3774124.36       44.59595  (15101007)          
        476166.08   3774124.36       47.12335  (13120108)                476186.08  
3774124.36       49.89693  (14012117)          
        476206.08   3774124.36       53.46309  (14012117)                476226.08  
3774124.36       56.65682  (16020908)          
        476246.08   3774124.36       60.42850  (16020908)                476266.08  
3774124.36       63.66275  (16020908)          
        476286.08   3774124.36       68.66218  (16061906)                476306.08  
3774124.36       73.80400  (12100207)          
        476326.08   3774124.36       78.31365  (12100207)                476346.08  
3774124.36       81.86097  (16092407)          
        476366.08   3774124.36       86.98038  (13041207)                476386.08  
3774124.36      115.30317  (13041207)          
        476406.08   3774124.36      141.47053  (13041207)                476426.08  
3774124.36      158.57885  (13041207)          
        476446.08   3774124.36      160.06254  (13041207)                476466.08  
3774124.36      143.07379  (13041207)          
        476486.08   3774124.36      129.80430  (15022217)                476506.08  
3774124.36      115.16302  (15103021)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 412
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476526.08   3774124.36      129.00346  (16112816)                476546.08  
3774124.36      127.48950  (16112816)          
        476566.08   3774124.36      110.12676  (16030807)                476586.08  
3774124.36      108.04362  (12012408)          
        476606.08   3774124.36      107.69763  (12012408)                476626.08  
3774124.36      100.86558  (12012408)          
        476646.08   3774124.36       96.88833  (12110517)                476666.08  
3774124.36      100.89496  (16123116)          
        476686.08   3774124.36      107.29341  (16123116)                476706.08  
3774124.36      104.93744  (16123116)          
        476726.08   3774124.36       95.21267  (16123116)                476746.08  
3774124.36       80.59001  (16123116)          
        476766.08   3774124.36       66.15113  (14031818)                476786.08  
3774124.36       60.86321  (14031818)          
        476806.08   3774124.36       57.05679  (16032319)                476846.08  
3774124.36       50.61015  (16032319)          
        476866.08   3774124.36       47.98609  (16102720)                476886.08  
3774124.36       45.76130  (16102720)          
        476906.08   3774124.36       43.39591  (16102720)                476926.08  
3774124.36       41.04771  (16052720)          
        476946.08   3774124.36       38.96009  (14090718)                476966.08  
3774124.36       37.28385  (16092618)          
        476986.08   3774124.36       35.82559  (16092618)                477006.08  
3774124.36       34.45660  (13090918)          
        477026.08   3774124.36       33.19998  (13090918)                477046.08  
3774124.36       31.93001  (13090918)          
        477066.08   3774124.36       31.04067  (12121716)                477086.08  
3774124.36       30.25642  (12121716)          
        477106.08   3774124.36       29.33257  (12121716)                475526.08  
3774144.36       13.29509  (16102004)          
        475546.08   3774144.36       13.68141  (16102004)                475566.08  
3774144.36       14.08187  (16102004)          
        475586.08   3774144.36       14.55181  (16102004)                475606.08  
3774144.36       15.03220  (16102004)          
        475626.08   3774144.36       15.48371  (16102004)                475646.08  
3774144.36       15.95150  (16102004)          
        475666.08   3774144.36       16.43597  (16102004)                475686.08  
3774144.36       16.93742  (16102004)          
        475706.08   3774144.36       17.45613  (16102004)                475726.08  
3774144.36       18.02162  (16102004)          



        475746.08   3774144.36       18.67224  (16102004)                475766.08  
3774144.36       19.31437  (16020920)          
        475786.08   3774144.36       20.02610  (16020920)                475806.08  
3774144.36       20.76519  (16020920)          
        475826.08   3774144.36       21.53163  (16020920)                475846.08  
3774144.36       22.35304  (16020920)          
        475866.08   3774144.36       23.26918  (16020920)                475886.08  
3774144.36       24.18665  (13021518)          
        475906.08   3774144.36       25.15109  (13021518)                475926.08  
3774144.36       26.22847  (16020608)          
        475946.08   3774144.36       27.43866  (16020608)                475966.08  
3774144.36       28.69082  (16020608)          
        475986.08   3774144.36       30.00007  (13100607)                476006.08  
3774144.36       31.51935  (13100607)          
        476026.08   3774144.36       33.18935  (14051306)                476046.08  
3774144.36       35.12462  (14051306)          
        476066.08   3774144.36       36.93765  (14051306)                476086.08  
3774144.36       38.81774  (14100307)          
        476106.08   3774144.36       41.24686  (14100307)                476126.08  
3774144.36       43.72116  (15101007)          
        476146.08   3774144.36       46.42403  (15101007)                476166.08  
3774144.36       49.14860  (15101007)          
        476186.08   3774144.36       52.08692  (13120108)                476206.08  
3774144.36       55.46580  (13120108)          
        476226.08   3774144.36       59.13644  (14012117)                476246.08  
3774144.36       63.18314  (14012117)          
        476266.08   3774144.36       67.65286  (16020908)                476286.08  
3774144.36       71.90790  (16020908)          
        476306.08   3774144.36       77.75424  (16061906)                476326.08  
3774144.36       84.37686  (12100207)          
        476346.08   3774144.36       90.57741  (12100207)                476366.08  
3774144.36       94.61551  (16092407)          
        476386.08   3774144.36      115.84517  (13041207)                476406.08  
3774144.36      151.60827  (13041207)          
        476426.08   3774144.36      180.55075  (13041207)                476446.08  
3774144.36      192.34081  (13041207)          
        476466.08   3774144.36      179.66058  (13041207)                476486.08  
3774144.36      156.02544  (15022217)          
        476506.08   3774144.36      134.99948  (15022217)                476526.08  
3774144.36      152.43889  (16112816)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 413
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***



                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476546.08   3774144.36      149.03243  (16112816)                476566.08  
3774144.36      124.81996  (16030807)          
        476586.08   3774144.36      124.20424  (12012408)                476606.08  
3774144.36      120.47227  (12012408)          
        476626.08   3774144.36      111.91491  (12110517)                476646.08  
3774144.36      115.71263  (16123116)          
        476666.08   3774144.36      127.68571  (16123116)                476686.08  
3774144.36      125.68991  (16123116)          
        476706.08   3774144.36      113.06838  (16123116)                476726.08  
3774144.36       95.65139  (16123116)          
        476746.08   3774144.36       75.43762  (16123116)                476766.08  
3774144.36       68.22340  (14031818)          
        476786.08   3774144.36       64.08758  (16032319)                476806.08  
3774144.36       60.04697  (16032319)          
        476846.08   3774144.36       53.36326  (16102720)                476866.08  
3774144.36       50.37678  (16102720)          
        476886.08   3774144.36       47.39278  (16052720)                476906.08  
3774144.36       44.73099  (14090718)          
        476926.08   3774144.36       42.63880  (16092618)                477066.08  
3774144.36       34.14292  (12121716)          
        477086.08   3774144.36       32.69626  (12121716)                477106.08  
3774144.36       31.18423  (12121716)          
        475526.08   3774164.36       13.34779  (15012905)                475546.08  
3774164.36       13.70369  (15012905)          
        475566.08   3774164.36       14.07242  (15012905)                475586.08  
3774164.36       14.51534  (16102002)          
        475606.08   3774164.36       14.99830  (16102002)                475626.08  
3774164.36       15.46778  (16102004)          
        475646.08   3774164.36       15.96722  (16102004)                475666.08  
3774164.36       16.48741  (16102004)          
        475686.08   3774164.36       17.02914  (16102004)                475706.08  
3774164.36       17.59323  (16102004)          
        475726.08   3774164.36       18.21031  (16102004)                475746.08  
3774164.36       18.92046  (16102004)          
        475766.08   3774164.36       19.58220  (16102004)                475786.08  
3774164.36       20.25304  (16102004)          
        475806.08   3774164.36       20.95014  (16102004)                475826.08  



3774164.36       21.67382  (16102004)          
        475846.08   3774164.36       22.50214  (16020920)                475866.08  
3774164.36       23.43049  (16020920)          
        475886.08   3774164.36       24.49840  (16020920)                475906.08  
3774164.36       25.59966  (16020920)          
        475926.08   3774164.36       26.65466  (16020920)                475946.08  
3774164.36       27.74936  (16020920)          
        475966.08   3774164.36       28.95096  (13021518)                475986.08  
3774164.36       30.32284  (16020608)          
        476006.08   3774164.36       31.86880  (16020608)                476026.08  
3774164.36       33.54771  (16020608)          
        476046.08   3774164.36       35.54272  (13100607)                476066.08  
3774164.36       37.57238  (14051306)          
        476086.08   3774164.36       39.76545  (14051306)                476106.08  
3774164.36       42.02431  (14051306)          
        476126.08   3774164.36       44.32329  (14051306)                476146.08  
3774164.36       47.48014  (14100307)          
        476166.08   3774164.36       50.96880  (14100307)                476186.08  
3774164.36       54.50976  (15101007)          
        476206.08   3774164.36       57.95719  (15101007)                476226.08  
3774164.36       61.70008  (13120108)          
        476246.08   3774164.36       65.73201  (14012117)                476266.08  
3774164.36       71.05260  (14012117)          
        476286.08   3774164.36       76.36156  (16020908)                476306.08  
3774164.36       82.04956  (16020908)          
        476326.08   3774164.36       89.34428  (16061906)                476346.08  
3774164.36       98.41714  (12100207)          
        476366.08   3774164.36      105.51372  (12100207)                476386.08  
3774164.36      112.26946  (14113016)          
        476406.08   3774164.36      157.39989  (13041207)                476426.08  
3774164.36      201.66748  (13041207)          
        476446.08   3774164.36      229.64450  (13041207)                476466.08  
3774164.36      226.85219  (13041207)          
        476486.08   3774164.36      189.68738  (15022217)                476506.08  
3774164.36      167.58131  (15022217)          
        476526.08   3774164.36      183.53264  (16112816)                476546.08  
3774164.36      176.64672  (16112816)          
        476566.08   3774164.36      142.01410  (16030807)                476586.08  
3774164.36      143.33481  (12012408)          
        476606.08   3774164.36      134.30591  (12012408)                476626.08  
3774164.36      131.06495  (16123116)          
        476646.08   3774164.36      151.82917  (16123116)                476666.08  
3774164.36      152.81521  (16123116)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 414
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476686.08   3774164.36      137.85395  (16123116)                476706.08  
3774164.36      114.16532  (16123116)          
        476726.08   3774164.36       88.98895  (16123116)                476746.08  
3774164.36       77.47693  (16032319)          
        476766.08   3774164.36       72.67778  (16032319)                476786.08  
3774164.36       67.32587  (16032319)          
        476806.08   3774164.36       63.20491  (16102720)                476846.08  
3774164.36       55.60564  (16052720)          
        476866.08   3774164.36       52.15877  (14090718)                476886.08  
3774164.36       49.47065  (16092618)          
        476906.08   3774164.36       47.58103  (12121716)                476926.08  
3774164.36       47.42901  (12121716)          
        477066.08   3774164.36       35.93289  (12121716)                477086.08  
3774164.36       33.85637  (12121716)          
        477106.08   3774164.36       31.81203  (12121716)                475526.08  
3774184.36       13.53297  (16102007)          
        475546.08   3774184.36       13.88288  (16102007)                475566.08  
3774184.36       14.27219  (16102007)          
        475586.08   3774184.36       14.66605  (16102007)                475606.08  
3774184.36       15.08391  (15012905)          
        475626.08   3774184.36       15.53116  (15012905)                475646.08  
3774184.36       15.99693  (15012905)          
        475666.08   3774184.36       16.48206  (15012905)                475686.08  
3774184.36       16.98857  (16102002)          
        475706.08   3774184.36       17.56396  (16102002)                475726.08  
3774184.36       18.20997  (16102004)          
        475746.08   3774184.36       18.96672  (16102004)                475766.08  
3774184.36       19.68128  (16102004)          
        475786.08   3774184.36       20.41230  (16102004)                475806.08  
3774184.36       21.17813  (16102004)          
        475826.08   3774184.36       21.98023  (16102004)                475846.08  
3774184.36       22.81999  (16102004)          
        475866.08   3774184.36       23.69868  (16102004)                475886.08  
3774184.36       24.73663  (16102004)          



        475906.08   3774184.36       25.80863  (16102004)                475926.08  
3774184.36       26.94715  (16020920)          
        475946.08   3774184.36       28.18984  (16020920)                475966.08  
3774184.36       29.49512  (16020920)          
        475986.08   3774184.36       30.86343  (16020920)                476006.08  
3774184.36       32.29409  (16020920)          
        476026.08   3774184.36       33.91985  (13021518)                476046.08  
3774184.36       35.96380  (16020608)          
        476066.08   3774184.36       38.07564  (16020608)                476086.08  
3774184.36       40.24525  (16020608)          
        476106.08   3774184.36       42.73661  (13100607)                476126.08  
3774184.36       45.47278  (14051306)          
        476146.08   3774184.36       48.45101  (14051306)                476166.08  
3774184.36       51.63953  (14051306)          
        476186.08   3774184.36       55.71382  (14100307)                476206.08  
3774184.36       60.11580  (15101007)          
        476226.08   3774184.36       64.68935  (15101007)                476246.08  
3774184.36       69.21149  (15101007)          
        476266.08   3774184.36       74.34131  (13120108)                476286.08  
3774184.36       80.49293  (14012117)          
        476306.08   3774184.36       87.22658  (14012117)                476326.08  
3774184.36       95.08733  (16020908)          
        476346.08   3774184.36      104.85655  (16061906)                476366.08  
3774184.36      115.94542  (12100207)          
        476386.08   3774184.36      124.89901  (12100207)                476406.08  
3774184.36      156.10059  (13041207)          
        476426.08   3774184.36      218.61228  (13041207)                476446.08  
3774184.36      270.52591  (13041207)          
        476466.08   3774184.36      287.15285  (13041207)                476486.08  
3774184.36      252.16902  (13041207)          
        476506.08   3774184.36      212.71080  (15022217)                476526.08  
3774184.36      225.52543  (16112816)          
        476546.08   3774184.36      212.58296  (16112816)                476566.08  
3774184.36      167.52179  (12012408)          
        476586.08   3774184.36      165.75653  (12012408)                476606.08  
3774184.36      154.47277  (16040918)          
        476626.08   3774184.36      182.25568  (16123116)                476646.08  
3774184.36      189.49455  (16123116)          
        476666.08   3774184.36      171.84776  (16123116)                476686.08  
3774184.36      141.06232  (16123116)          
        476706.08   3774184.36      107.03976  (16123116)                476726.08  
3774184.36       89.97541  (16032319)          
        476746.08   3774184.36       83.22869  (16032319)                476766.08  
3774184.36       76.55833  (16102720)          
        476786.08   3774184.36       71.71605  (16102720)                476806.08  
3774184.36       66.60858  (16102720)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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                                  PAGE 415
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476846.08   3774184.36       59.54918  (12121716)                476866.08  
3774184.36       59.83009  (12121716)          
        476886.08   3774184.36       58.97615  (12121716)                476906.08  
3774184.36       57.50922  (12121716)          
        476926.08   3774184.36       55.48742  (12121716)                477066.08  
3774184.36       36.10958  (12121716)          
        477086.08   3774184.36       33.52942  (12121716)                477106.08  
3774184.36       31.11738  (12121716)          
        475526.08   3774204.36       13.72890  (16102007)                475546.08  
3774204.36       14.11133  (16102007)          
        475566.08   3774204.36       14.55438  (16102007)                475586.08  
3774204.36       14.96278  (16102007)          
        475606.08   3774204.36       15.37624  (16102007)                475626.08  
3774204.36       15.80684  (16102007)          
        475646.08   3774204.36       16.25544  (16102007)                475666.08  
3774204.36       16.72295  (16102007)          
        475686.08   3774204.36       17.21027  (16102007)                475706.08  
3774204.36       17.73881  (16102007)          
        475726.08   3774204.36       18.31709  (15012905)                475746.08  
3774204.36       19.01197  (15012905)          
        475766.08   3774204.36       19.68434  (15012905)                475786.08  
3774204.36       20.37636  (15012905)          
        475806.08   3774204.36       21.15189  (16102002)                475826.08  
3774204.36       22.01152  (16102004)          
        475846.08   3774204.36       22.92123  (16102004)                475866.08  
3774204.36       23.88126  (16102004)          
        475886.08   3774204.36       25.01606  (16102004)                475906.08  
3774204.36       26.20099  (16102004)          
        475926.08   3774204.36       27.34880  (16102004)                475946.08  
3774204.36       28.56011  (16102004)          
        475966.08   3774204.36       29.83753  (16102004)                475986.08  



3774204.36       31.18323  (16102004)          
        476006.08   3774204.36       32.83678  (16020920)                476026.08  
3774204.36       34.66417  (16020920)          
        476046.08   3774204.36       36.69054  (16020920)                476066.08  
3774204.36       38.69077  (16020920)          
        476086.08   3774204.36       40.80636  (13021518)                476106.08  
3774204.36       43.28225  (16020608)          
        476126.08   3774204.36       46.11209  (16020608)                476146.08  
3774204.36       49.21340  (13100607)          
        476166.08   3774204.36       52.85072  (13100607)                476186.08  
3774204.36       57.06925  (14051306)          
        476206.08   3774204.36       61.46502  (14051306)                476226.08  
3774204.36       66.49824  (14100307)          
        476246.08   3774204.36       72.30711  (15101007)                476266.08  
3774204.36       78.54494  (15101007)          
        476286.08   3774204.36       84.71866  (15101007)                476306.08  
3774204.36       91.91901  (13120108)          
        476326.08   3774204.36      101.66726  (14012117)                476346.08  
3774204.36      112.77003  (16020908)          
        476366.08   3774204.36      124.41625  (16061906)                476386.08  
3774204.36      139.21712  (12100207)          
        476406.08   3774204.36      159.38345  (14113016)                476426.08  
3774204.36      226.10125  (13041207)          
        476446.08   3774204.36      310.77725  (13041207)                476466.08  
3774204.36      362.43526  (13041207)          
        476486.08   3774204.36      342.41906  (13041207)                476506.08  
3774204.36      277.17955  (15022217)          
        476526.08   3774204.36      284.65623  (16112816)                476546.08  
3774204.36      260.42281  (16112816)          
        477046.08   3774204.36       37.69113  (12121716)                477066.08  
3774204.36       34.57609  (12121716)          
        477086.08   3774204.36       31.69640  (12121716)                477106.08  
3774204.36       29.26239  (12081020)          
        477126.08   3774204.36       27.91230  (12081020)                477146.08  
3774204.36       26.62677  (12081020)          
        477166.08   3774204.36       25.46046  (12013017)                475526.08  
3774224.36       13.81576  (16102007)          
        475546.08   3774224.36       14.21741  (16102007)                475566.08  
3774224.36       14.68226  (16102007)          
        475586.08   3774224.36       15.11419  (16102007)                475606.08  
3774224.36       15.55353  (16102007)          
        475626.08   3774224.36       16.01277  (16102007)                475646.08  
3774224.36       16.49309  (16102007)          
        475666.08   3774224.36       16.99576  (16102007)                475686.08  
3774224.36       17.52209  (16102007)          
        475706.08   3774224.36       18.14341  (16102007)                475726.08  
3774224.36       18.78695  (16102007)          
        475746.08   3774224.36       19.40768  (16102007)                475766.08  
3774224.36       20.05522  (16102007)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475786.08   3774224.36       20.73392  (16102007)                475806.08  
3774224.36       21.44720  (16102007)          
        475826.08   3774224.36       22.19715  (16102007)                475846.08  
3774224.36       22.98596  (16102007)          
        475866.08   3774224.36       23.90119  (15012905)                475886.08  
3774224.36       24.99725  (15012905)          
        475906.08   3774224.36       26.20097  (16102004)                475926.08  
3774224.36       27.44553  (16102004)          
        475946.08   3774224.36       28.77201  (16102004)                475966.08  
3774224.36       30.18636  (16102004)          
        475986.08   3774224.36       31.69479  (16102004)                476006.08  
3774224.36       33.47713  (16102004)          
        476026.08   3774224.36       35.36425  (16102004)                476046.08  
3774224.36       37.24272  (16102004)          
        476066.08   3774224.36       39.24203  (16020920)                476086.08  
3774224.36       41.64734  (16020920)          
        476106.08   3774224.36       44.22829  (16020920)                476126.08  
3774224.36       46.99130  (16020920)          
        476146.08   3774224.36       50.08255  (13021518)                476166.08  
3774224.36       54.02191  (16020608)          
        476186.08   3774224.36       58.26083  (16020608)                476206.08  
3774224.36       62.95659  (13100607)          
        476226.08   3774224.36       68.34792  (14051306)                476246.08  
3774224.36       74.22954  (14051306)          
        476266.08   3774224.36       81.05045  (14100307)                476286.08  
3774224.36       89.37736  (15101007)          
        476306.08   3774224.36       98.28854  (15101007)                476326.08  
3774224.36      107.71027  (13120108)          



        476346.08   3774224.36      121.01852  (14012117)                476366.08  
3774224.36      138.00965  (15012517)          
        476386.08   3774224.36      158.99358  (15012517)                476406.08  
3774224.36      171.59940  (12100207)          
        476426.08   3774224.36      217.10430  (13041207)                476446.08  
3774224.36      341.23036  (13041207)          
        476466.08   3774224.36      451.33531  (13041207)                476486.08  
3774224.36      472.60015  (13041207)          
        476506.08   3774224.36      372.87699  (15022217)                476526.08  
3774224.36      371.89996  (16112816)          
        476546.08   3774224.36      325.25050  (16112816)                477046.08  
3774224.36       34.72650  (12121716)          
        477066.08   3774224.36       32.38047  (12081020)                477086.08  
3774224.36       30.89889  (12013017)          
        477106.08   3774224.36       29.53002  (12013017)                477126.08  
3774224.36       28.24023  (12013017)          
        477146.08   3774224.36       26.99304  (12013017)                477166.08  
3774224.36       25.80963  (12013017)          
        475526.08   3774244.36       13.79024  (16102007)                475546.08  
3774244.36       14.20467  (16102007)          
        475566.08   3774244.36       14.68405  (16102007)                475586.08  
3774244.36       15.13219  (16102007)          
        475606.08   3774244.36       15.58967  (16102007)                475626.08  
3774244.36       16.06926  (16102007)          
        475646.08   3774244.36       16.57243  (16102007)                475666.08  
3774244.36       17.10073  (16102007)          
        475686.08   3774244.36       17.65588  (16102007)                475706.08  
3774244.36       18.31453  (16102007)          
        475726.08   3774244.36       18.99837  (16102007)                475746.08  
3774244.36       19.65520  (16102007)          
        475766.08   3774244.36       20.34802  (16102007)                475786.08  
3774244.36       21.07945  (16102007)          
        475806.08   3774244.36       21.85233  (16102007)                475826.08  
3774244.36       22.66974  (16102007)          
        475846.08   3774244.36       23.53502  (16102007)                475866.08  
3774244.36       24.45179  (16102007)          
        475886.08   3774244.36       25.54935  (16102007)                475906.08  
3774244.36       26.70021  (16102007)          
        475926.08   3774244.36       27.81640  (16102007)                475946.08  
3774244.36       29.00386  (16102007)          
        475966.08   3774244.36       30.26804  (16102007)                475986.08  
3774244.36       31.71875  (15012905)          
        476006.08   3774244.36       33.55483  (16102004)                476026.08  
3774244.36       35.62134  (16102004)          
        476046.08   3774244.36       37.69584  (16102004)                476066.08  
3774244.36       39.94026  (16102004)          
        476086.08   3774244.36       42.36994  (16102004)                476106.08  
3774244.36       45.00081  (16102004)          
        476126.08   3774244.36       47.84883  (16102004)                476146.08  
3774244.36       51.13904  (16020920)          



        476166.08   3774244.36       55.37489  (16020920)                476186.08  
3774244.36       59.63680  (16020920)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476206.08   3774244.36       64.18704  (16020920)                476226.08  
3774244.36       69.58395  (16020608)          
        476246.08   3774244.36       75.95207  (16020608)                476266.08  
3774244.36       83.52555  (13100607)          
        476286.08   3774244.36       92.14559  (14051306)                476306.08  
3774244.36      102.52686  (14100307)          
        476326.08   3774244.36      115.87998  (15101007)                476346.08  
3774244.36      130.30174  (15101007)          
        476366.08   3774244.36      145.39585  (13120108)                476386.08  
3774244.36      175.91566  (15012517)          
        476406.08   3774244.36      212.18224  (15012517)                476426.08  
3774244.36      233.28281  (15012517)          
        476446.08   3774244.36      345.33713  (13041207)                476466.08  
3774244.36      542.12143  (13041207)          
        476486.08   3774244.36      659.25871  (13041207)                476506.08  
3774244.36      554.15098  (13041207)          
        476526.08   3774244.36      508.90846  (16112816)                476546.08  
3774244.36      413.57961  (16112816)          
        477046.08   3774244.36       34.53175  (12013017)                477066.08  
3774244.36       32.80754  (12013017)          
        477086.08   3774244.36       31.20463  (12013017)                477106.08  
3774244.36       29.70303  (12013017)          
        477126.08   3774244.36       28.40040  (15020417)                477146.08  
3774244.36       27.25597  (15020417)          
        477166.08   3774244.36       26.17185  (15020417)                475526.08  



3774264.36       13.66567  (16102007)          
        475546.08   3774264.36       14.09222  (16102007)                475566.08  
3774264.36       14.56126  (16102007)          
        475586.08   3774264.36       15.01487  (16102007)                475606.08  
3774264.36       15.48209  (16102007)          
        475626.08   3774264.36       15.97298  (16102007)                475646.08  
3774264.36       16.48921  (16102007)          
        475666.08   3774264.36       17.04012  (16102007)                475686.08  
3774264.36       17.63555  (16102007)          
        475706.08   3774264.36       18.30135  (16102007)                475726.08  
3774264.36       18.99106  (16102007)          
        475746.08   3774264.36       19.67458  (16102007)                475766.08  
3774264.36       20.39810  (16102007)          
        475786.08   3774264.36       21.16483  (16102007)                475806.08  
3774264.36       21.97834  (16102007)          
        475826.08   3774264.36       22.84254  (16102007)                475846.08  
3774264.36       23.76175  (16102007)          
        475866.08   3774264.36       24.74077  (16102007)                475886.08  
3774264.36       25.91262  (16102007)          
        475906.08   3774264.36       27.14967  (16102007)                475926.08  
3774264.36       28.36365  (16102007)          
        475946.08   3774264.36       29.66480  (16102007)                475966.08  
3774264.36       31.06150  (16102007)          
        475986.08   3774264.36       32.56305  (16102007)                476006.08  
3774264.36       34.37048  (16102007)          
        476026.08   3774264.36       36.30022  (16102007)                476046.08  
3774264.36       38.22268  (16102007)          
        476066.08   3774264.36       40.30418  (16102007)                476086.08  
3774264.36       42.56107  (16102007)          
        476106.08   3774264.36       45.24054  (16102004)                476126.08  
3774264.36       48.42595  (16102004)          
        476146.08   3774264.36       52.08221  (16102004)                476166.08  
3774264.36       56.47137  (16102004)          
        476186.08   3774264.36       60.95135  (16102004)                476206.08  
3774264.36       65.82480  (16102004)          
        476226.08   3774264.36       71.42254  (16020920)                476246.08  
3774264.36       78.07266  (16020920)          
        476266.08   3774264.36       85.49182  (16020920)                476286.08  
3774264.36       94.32643  (16020608)          
        476306.08   3774264.36      107.27658  (15090107)                476326.08  
3774264.36      121.58830  (15090107)          
        476346.08   3774264.36      136.59243  (14100307)                476366.08  
3774264.36      157.85281  (15101007)          
        476386.08   3774264.36      181.22504  (15101007)                476406.08  
3774264.36      230.29485  (15012517)          
        476426.08   3774264.36      297.26579  (15012517)                476446.08  
3774264.36      343.22570  (15012517)          
        476466.08   3774264.36      598.11296  (13041207)                476486.08  
3774264.36      910.73387  (13041207)          
        476506.08   3774264.36      898.79890  (13041207)                476526.08  



3774264.36      743.08623  (16112816)          
        476546.08   3774264.36      528.81111  (16112816)                477046.08  
3774264.36       35.18140  (15020417)          
        477066.08   3774264.36       33.52888  (15020417)                477086.08  
3774264.36       31.98220  (15020417)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477106.08   3774264.36       30.53471  (15020417)                477126.08  
3774264.36       29.16808  (15020417)          
        477146.08   3774264.36       27.92707  (15020417)                477166.08  
3774264.36       26.75838  (15020417)          
        475526.08   3774284.36       13.69267  (16101924)                475546.08  
3774284.36       14.11763  (16101924)          
        475566.08   3774284.36       14.52790  (16101924)                475586.08  
3774284.36       14.95554  (16101924)          
        475606.08   3774284.36       15.40353  (16101924)                475626.08  
3774284.36       15.87429  (16101924)          
        475646.08   3774284.36       16.36946  (16101924)                475666.08  
3774284.36       16.91479  (16101924)          
        475686.08   3774284.36       17.54158  (16101924)                475706.08  
3774284.36       18.14665  (16101924)          
        475726.08   3774284.36       18.77145  (16101924)                475746.08  
3774284.36       19.46364  (16102007)          
        475766.08   3774284.36       20.20034  (16102007)                475786.08  
3774284.36       20.98316  (16102007)          
        475806.08   3774284.36       21.81616  (16102007)                475826.08  
3774284.36       22.70385  (16102007)          
        475846.08   3774284.36       23.65129  (16102007)                475866.08  
3774284.36       24.66411  (16102007)          



        475886.08   3774284.36       25.87680  (16102007)                475906.08  
3774284.36       27.16306  (16102007)          
        475926.08   3774284.36       28.43546  (16102007)                475946.08  
3774284.36       29.80646  (16102007)          
        475966.08   3774284.36       31.28673  (16102007)                475986.08  
3774284.36       32.88842  (16102007)          
        476006.08   3774284.36       34.81965  (16102007)                476026.08  
3774284.36       36.89894  (16102007)          
        476046.08   3774284.36       38.99853  (16102007)                476066.08  
3774284.36       41.29466  (16102007)          
        476086.08   3774284.36       43.81261  (16102007)                476106.08  
3774284.36       46.58165  (16102007)          
        476126.08   3774284.36       49.63567  (16102007)                476146.08  
3774284.36       53.16193  (16102007)          
        476166.08   3774284.36       57.43357  (16102007)                476186.08  
3774284.36       61.80032  (16102007)          
        476206.08   3774284.36       66.58826  (16102007)                476226.08  
3774284.36       72.80750  (16102004)          
        476246.08   3774284.36       79.91362  (16102004)                476266.08  
3774284.36       88.04682  (16102004)          
        476286.08   3774284.36       97.37481  (16102004)                476306.08  
3774284.36      111.68585  (15090107)          
        476326.08   3774284.36      132.76903  (15090107)                476346.08  
3774284.36      158.13902  (15090107)          
        476366.08   3774284.36      187.97792  (15090107)                476386.08  
3774284.36      221.57480  (15090107)          
        476406.08   3774284.36      255.90056  (15090107)                476426.08  
3774284.36      308.76472  (15012517)          
        476446.08   3774284.36      444.40141  (15012517)                476466.08  
3774284.36      561.03890  (15012517)          
        476486.08   3774284.36     1168.00163  (13041207)                476506.08  
3774284.36     1549.15328  (13041207)          
        476526.08   3774284.36     1189.29317  (16112816)                476546.08  
3774284.36      865.07444  (16040918)          
        477046.08   3774284.36       35.94819  (15020417)                477066.08  
3774284.36       34.15159  (15020417)          
        477086.08   3774284.36       32.44987  (15020417)                477106.08  
3774284.36       30.88316  (15020417)          
        477126.08   3774284.36       29.47076  (15020417)                477146.08  
3774284.36       28.16296  (15020417)          
        477166.08   3774284.36       26.93108  (15020417)                475526.08  
3774304.36       13.75845  (15012917)          
        475546.08   3774304.36       14.17982  (15012917)                475566.08  
3774304.36       14.57852  (15012917)          
        475586.08   3774304.36       14.99670  (15012917)                475606.08  
3774304.36       15.43574  (15012917)          
        475626.08   3774304.36       15.89711  (15012917)                475646.08  
3774304.36       16.38247  (15012917)          
        475666.08   3774304.36       16.92020  (15012917)                475686.08  
3774304.36       17.54701  (15012917)          



        475706.08   3774304.36       18.13879  (15012917)                475726.08  
3774304.36       18.75448  (16101924)          
        475746.08   3774304.36       19.42569  (16101924)                475766.08  
3774304.36       20.13812  (16101924)          
        475786.08   3774304.36       20.89541  (16101924)                475806.08  
3774304.36       21.70160  (16101924)          
        475826.08   3774304.36       22.56121  (16101924)                475846.08  
3774304.36       23.47933  (16101924)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475866.08   3774304.36       24.46167  (16101924)                475886.08  
3774304.36       25.63784  (16101924)          
        475906.08   3774304.36       26.88674  (16101924)                475926.08  
3774304.36       28.12513  (16101924)          
        475946.08   3774304.36       29.46178  (16101924)                475966.08  
3774304.36       30.92012  (16102007)          
        475986.08   3774304.36       32.55886  (16102007)                476006.08  
3774304.36       34.53792  (16102007)          
        476026.08   3774304.36       36.68009  (16102007)                476046.08  
3774304.36       38.86102  (16102007)          
        476066.08   3774304.36       41.26139  (16102007)                476086.08  
3774304.36       43.91271  (16102007)          
        476106.08   3774304.36       46.85245  (16102007)                476126.08  
3774304.36       50.12533  (16102007)          
        476146.08   3774304.36       53.93635  (16102007)                476166.08  
3774304.36       58.58732  (16102007)          
        476186.08   3774304.36       63.43796  (16102007)                476206.08  
3774304.36       68.85667  (16102007)          
        476226.08   3774304.36       75.05639  (16102007)                476246.08  



3774304.36       82.19468  (16102007)          
        476266.08   3774304.36       90.46835  (16102007)                476286.08  
3774304.36      100.12362  (16102007)          
        476306.08   3774304.36      112.71114  (16102007)                476326.08  
3774304.36      128.59455  (16102004)          
        476346.08   3774304.36      156.30709  (15090107)                476366.08  
3774304.36      196.70955  (15090107)          
        476386.08   3774304.36      250.24240  (15090107)                477046.08  
3774304.36       35.94202  (15020417)          
        477066.08   3774304.36       34.03534  (15020417)                477086.08  
3774304.36       32.29810  (15020417)          
        477106.08   3774304.36       30.71210  (15020417)                477126.08  
3774304.36       29.26708  (15020417)          
        477146.08   3774304.36       27.90202  (15020417)                477166.08  
3774304.36       26.63472  (15020417)          
        475526.08   3774324.36       13.93383  (15012917)                475546.08  
3774324.36       14.36594  (15012917)          
        475566.08   3774324.36       14.77568  (15012917)                475586.08  
3774324.36       15.20581  (15012917)          
        475606.08   3774324.36       15.65779  (15012917)                475626.08  
3774324.36       16.13322  (15012917)          
        475646.08   3774324.36       16.63387  (15012917)                475666.08  
3774324.36       17.18869  (15012917)          
        475686.08   3774324.36       17.83517  (15012917)                475706.08  
3774324.36       18.44733  (15012917)          
        475726.08   3774324.36       19.07937  (15012917)                475746.08  
3774324.36       19.74932  (15012917)          
        475766.08   3774324.36       20.46047  (15012917)                475786.08  
3774324.36       21.21648  (15012917)          
        475806.08   3774324.36       22.02146  (15012917)                475826.08  
3774324.36       22.87999  (15012917)          
        475846.08   3774324.36       23.81011  (15012917)                475866.08  
3774324.36       24.83404  (15012917)          
        475886.08   3774324.36       25.99428  (15012917)                475906.08  
3774324.36       27.22139  (15012917)          
        475926.08   3774324.36       28.46257  (15012917)                475946.08  
3774324.36       29.80336  (15012917)          
        475966.08   3774324.36       31.25539  (15012917)                475986.08  
3774324.36       32.83210  (15012917)          
        476006.08   3774324.36       34.74841  (15012917)                476026.08  
3774324.36       36.82024  (15012917)          
        476046.08   3774324.36       38.91899  (15012917)                476066.08  
3774324.36       41.22937  (15012917)          
        476086.08   3774324.36       43.78260  (15012917)                476106.08  
3774324.36       46.61598  (15012917)          
        476126.08   3774324.36       49.77452  (15012917)                476146.08  
3774324.36       53.46675  (15012917)          
        476166.08   3774324.36       58.00029  (15012917)                476186.08  
3774324.36       62.75160  (16101924)          
        476206.08   3774324.36       68.20257  (16101924)                476226.08  



3774324.36       74.66652  (16102007)          
        476246.08   3774324.36       82.21791  (16102007)                476266.08  
3774324.36       92.31037  (12110208)          
        476286.08   3774324.36      106.09086  (12110208)                476306.08  
3774324.36      123.20136  (12110208)          
        476326.08   3774324.36      144.77192  (12110208)                476346.08  
3774324.36      172.44192  (12110208)          
        476366.08   3774324.36      208.65542  (12110208)                476386.08  
3774324.36      257.21464  (12110208)          
        477046.08   3774324.36       35.70235  (13020617)                477066.08  
3774324.36       33.83997  (13020617)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477086.08   3774324.36       32.17990  (13020617)                477106.08  
3774324.36       30.65718  (13020617)          
        477126.08   3774324.36       29.24520  (15020117)                477146.08  
3774324.36       27.92041  (15020117)          
        477166.08   3774324.36       26.69970  (15020117)                477466.08  
3774324.36       24.85310  (14100319)          
        477486.08   3774324.36       24.15236  (14100319)                477506.08  
3774324.36       23.48473  (14100319)          
        477526.08   3774324.36       22.84803  (14100319)                475526.08  
3774344.36       13.99269  (15012917)          
        475546.08   3774344.36       14.42842  (15012917)                475566.08  
3774344.36       14.84188  (15012917)          
        475586.08   3774344.36       15.27604  (15012917)                475606.08  
3774344.36       15.73239  (15012917)          
        475626.08   3774344.36       16.21258  (15012917)                475646.08  
3774344.36       16.71840  (15012917)          



        475666.08   3774344.36       17.27899  (15012917)                475686.08  
3774344.36       17.93212  (15012917)          
        475706.08   3774344.36       18.55118  (15012917)                475726.08  
3774344.36       19.19070  (15012917)          
        475746.08   3774344.36       19.86888  (15012917)                475766.08  
3774344.36       20.58911  (15012917)          
        475786.08   3774344.36       21.35517  (15012917)                475806.08  
3774344.36       22.17128  (15012917)          
        475826.08   3774344.36       23.04220  (15012917)                475846.08  
3774344.36       24.01614  (15012917)          
        475866.08   3774344.36       25.15397  (15012917)                475886.08  
3774344.36       26.27369  (15012917)          
        475906.08   3774344.36       27.45196  (15012917)                475926.08  
3774344.36       28.71557  (15012917)          
        475946.08   3774344.36       30.08185  (15012917)                475966.08  
3774344.36       31.56298  (15012917)          
        475986.08   3774344.36       33.17307  (15012917)                476006.08  
3774344.36       35.13005  (15012917)          
        476026.08   3774344.36       37.24890  (15012917)                476046.08  
3774344.36       39.40046  (15012917)          
        476066.08   3774344.36       41.77288  (15012917)                476086.08  
3774344.36       44.39944  (15012917)          
        476106.08   3774344.36       47.32021  (15012917)                476126.08  
3774344.36       50.58373  (15012917)          
        476146.08   3774344.36       54.40597  (15012917)                476166.08  
3774344.36       59.10616  (15012917)          
        476186.08   3774344.36       64.03051  (15012917)                476206.08  
3774344.36       69.57570  (15012917)          
        476226.08   3774344.36       75.98668  (15012917)                476246.08  
3774344.36       83.46520  (15012917)          
        476266.08   3774344.36       92.27736  (15012917)                476286.08  
3774344.36      105.06568  (12110208)          
        476306.08   3774344.36      122.79082  (12110208)                476326.08  
3774344.36      145.47159  (12110208)          
        476346.08   3774344.36      175.13065  (12110208)                476366.08  
3774344.36      214.95175  (12110208)          
        476386.08   3774344.36      270.25111  (12110208)                476406.08  
3774344.36      350.35339  (12110208)          
        477046.08   3774344.36       36.03995  (14012817)                477066.08  
3774344.36       34.20093  (14012817)          
        477086.08   3774344.36       32.52013  (14012817)                477106.08  
3774344.36       30.95653  (14012817)          
        477126.08   3774344.36       29.46866  (14012817)                477146.08  
3774344.36       28.14583  (14012817)          
        477166.08   3774344.36       26.93331  (14012817)                477466.08  
3774344.36       24.74616  (14100319)          
        477486.08   3774344.36       24.04557  (14100319)                477506.08  
3774344.36       23.37828  (14100319)          
        477526.08   3774344.36       22.74210  (14100319)                475526.08  
3774364.36       13.93347  (15012917)          



        475546.08   3774364.36       14.36555  (15012917)                475566.08  
3774364.36       14.77527  (15012917)          
        475586.08   3774364.36       15.20537  (15012917)                475606.08  
3774364.36       15.65732  (15012917)          
        475626.08   3774364.36       16.13273  (15012917)                475646.08  
3774364.36       16.63335  (15012917)          
        475666.08   3774364.36       17.18813  (15012917)                475686.08  
3774364.36       17.83457  (15012917)          
        475706.08   3774364.36       18.44668  (15012917)                475726.08  
3774364.36       19.07868  (15012917)          
        475746.08   3774364.36       19.74858  (15012917)                475766.08  
3774364.36       20.45967  (15012917)          
        475786.08   3774364.36       21.21562  (15012917)                475806.08  
3774364.36       22.02053  (15012917)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475826.08   3774364.36       22.94373  (15012917)                475846.08  
3774364.36       23.93710  (15012917)          
        475866.08   3774364.36       24.98717  (15012917)                475886.08  
3774364.36       26.06842  (15012917)          
        475906.08   3774364.36       27.21997  (15012917)                475926.08  
3774364.36       28.46100  (15012917)          
        475946.08   3774364.36       29.80163  (15012917)                475966.08  
3774364.36       31.25349  (15012917)          
        475986.08   3774364.36       32.82999  (15012917)                476006.08  
3774364.36       34.74605  (15012917)          
        476026.08   3774364.36       36.81759  (15012917)                476046.08  
3774364.36       38.91601  (15012917)          
        476066.08   3774364.36       41.22602  (15012917)                476086.08  



3774364.36       43.77879  (15012917)          
        476106.08   3774364.36       46.61164  (15012917)                476126.08  
3774364.36       49.76953  (15012917)          
        476146.08   3774364.36       53.46096  (15012917)                476166.08  
3774364.36       57.99348  (15012917)          
        476186.08   3774364.36       62.71792  (15012917)                476206.08  
3774364.36       68.01425  (15012917)          
        476226.08   3774364.36       74.10834  (15012917)                476246.08  
3774364.36       81.17694  (15012917)          
        476266.08   3774364.36       92.00871  (15090407)                476286.08  
3774364.36      105.99888  (15090407)          
        476306.08   3774364.36      123.38766  (15090407)                476326.08  
3774364.36      145.37388  (15090407)          
        476346.08   3774364.36      173.69394  (15090407)                476366.08  
3774364.36      210.90438  (15090407)          
        476386.08   3774364.36      260.97909  (15090407)                477046.08  
3774364.36       36.13486  (13062919)          
        477066.08   3774364.36       34.28741  (13062919)                477086.08  
3774364.36       32.59445  (13062919)          
        477106.08   3774364.36       31.01693  (13062919)                477126.08  
3774364.36       29.51660  (13062919)          
        477146.08   3774364.36       28.18529  (13062919)                477166.08  
3774364.36       26.96511  (13062919)          
        477466.08   3774364.36       25.02709  (12101317)                477486.08  
3774364.36       24.31159  (12101317)          
        477506.08   3774364.36       23.63017  (12101317)                477526.08  
3774364.36       23.09263  (12101317)          
        475526.08   3774384.36       13.75773  (15012917)                475546.08  
3774384.36       14.17905  (15012917)          
        475566.08   3774384.36       14.57771  (15012917)                475586.08  
3774384.36       14.99584  (15012917)          
        475606.08   3774384.36       15.43482  (15012917)                475626.08  
3774384.36       15.89615  (15012917)          
        475646.08   3774384.36       16.38144  (15012917)                475666.08  
3774384.36       16.91910  (15012917)          
        475686.08   3774384.36       17.54583  (15012917)                475706.08  
3774384.36       18.13753  (15012917)          
        475726.08   3774384.36       18.74739  (15012917)                475746.08  
3774384.36       19.39296  (15012917)          
        475766.08   3774384.36       20.07723  (15012917)                475786.08  
3774384.36       20.81370  (15012917)          
        475806.08   3774384.36       21.61874  (15012917)                475826.08  
3774384.36       22.52383  (15012917)          
        475846.08   3774384.36       23.47307  (15012917)                475866.08  
3774384.36       24.42501  (15012917)          
        475886.08   3774384.36       25.45314  (12012506)                475906.08  
3774384.36       26.57837  (12012506)          
        475926.08   3774384.36       27.78972  (12012506)                475946.08  
3774384.36       29.09665  (12012506)          
        475966.08   3774384.36       30.51002  (12012506)                475986.08  



3774384.36       32.04228  (12012506)          
        476006.08   3774384.36       33.89546  (15012908)                476026.08  
3774384.36       35.94062  (16100705)          
        476046.08   3774384.36       38.04535  (16100705)                476066.08  
3774384.36       40.36033  (16100705)          
        476086.08   3774384.36       42.91563  (16100705)                476106.08  
3774384.36       45.74693  (16100705)          
        476126.08   3774384.36       48.89681  (16100705)                476146.08  
3774384.36       52.56078  (16100705)          
        476166.08   3774384.36       57.02591  (16100705)                476186.08  
3774384.36       61.68128  (16100705)          
        476206.08   3774384.36       66.87800  (16100705)                476226.08  
3774384.36       72.81828  (16100705)          
        476246.08   3774384.36       79.65118  (16100705)                476266.08  
3774384.36       87.56258  (16100705)          
        476286.08   3774384.36       97.74913  (13112720)                476306.08  
3774384.36      111.19967  (13112720)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 422
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476326.08   3774384.36      127.38143  (13112720)                476346.08  
3774384.36      145.91984  (13112720)          
        476366.08   3774384.36      189.44414  (14090307)                476386.08  
3774384.36      250.33920  (14090307)          
        476417.86   3774377.82      397.52743  (14090307)                477046.08  
3774384.36       35.93286  (13062919)          
        477066.08   3774384.36       34.14052  (13062919)                477086.08  
3774384.36       32.49325  (13062919)          
        477106.08   3774384.36       30.95381  (13062919)                477126.08  
3774384.36       29.48531  (13062919)          



        477146.08   3774384.36       28.18033  (13062919)                477166.08  
3774384.36       26.98210  (13062919)          
        477466.08   3774384.36       25.05678  (12101317)                477486.08  
3774384.36       24.35197  (12101317)          
        477506.08   3774384.36       23.68000  (12101317)                477526.08  
3774384.36       23.22050  (12101317)          
        475526.08   3774404.36       13.55329  (12012506)                475546.08  
3774404.36       13.96889  (12012506)          
        475566.08   3774404.36       14.36579  (12012506)                475586.08  
3774404.36       14.78195  (12012506)          
        475606.08   3774404.36       15.21870  (12012506)                475626.08  
3774404.36       15.67749  (12012506)          
        475646.08   3774404.36       16.15989  (12012506)                475666.08  
3774404.36       16.69158  (12012506)          
        475686.08   3774404.36       17.30566  (12012506)                475706.08  
3774404.36       17.89115  (15012908)          
        475726.08   3774404.36       18.50492  (15012908)                475746.08  
3774404.36       19.15443  (15012908)          
        475766.08   3774404.36       19.84263  (15012908)                475786.08  
3774404.36       20.61851  (16100705)          
        475806.08   3774404.36       21.52301  (16100705)                475826.08  
3774404.36       22.41175  (16100705)          
        475846.08   3774404.36       23.34073  (16100705)                475866.08  
3774404.36       24.32847  (16100705)          
        475886.08   3774404.36       25.38610  (16100705)                475906.08  
3774404.36       26.52058  (16100705)          
        475926.08   3774404.36       27.73975  (16100705)                475946.08  
3774404.36       29.05248  (16100705)          
        475966.08   3774404.36       30.46885  (16100705)                475986.08  
3774404.36       32.00029  (16100705)          
        476006.08   3774404.36       33.84473  (16100705)                476026.08  
3774404.36       35.82891  (16100705)          
        476046.08   3774404.36       37.83134  (16100705)                476066.08  
3774404.36       40.01937  (16100705)          
        476086.08   3774404.36       42.41671  (16100705)                476106.08  
3774404.36       45.05070  (16100705)          
        476126.08   3774404.36       47.95303  (16100705)                476146.08  
3774404.36       51.41353  (13112720)          
        476166.08   3774404.36       55.99681  (13112720)                476186.08  
3774404.36       60.78019  (13112720)          
        476206.08   3774404.36       66.09550  (13112720)                476226.08  
3774404.36       72.12497  (13112720)          
        476246.08   3774404.36       78.98882  (13112720)                476266.08  
3774404.36       86.82555  (13112720)          
        476286.08   3774404.36       95.87157  (16111017)                476306.08  
3774404.36      109.31469  (16111017)          
        476326.08   3774404.36      131.83656  (14090307)                477046.08  
3774404.36       36.14461  (13101617)          
        477066.08   3774404.36       34.30765  (13101617)                477086.08  
3774404.36       32.61590  (13101617)          



        477106.08   3774404.36       31.03386  (13101617)                477126.08  
3774404.36       29.52633  (13101617)          
        477146.08   3774404.36       28.18102  (13101617)                477166.08  
3774404.36       26.94358  (13101617)          
        477186.08   3774404.36       25.79139  (13101617)                477206.08  
3774404.36       24.71662  (13101617)          
        477226.08   3774404.36       34.12010  (16051606)                477246.08  
3774404.36       33.56854  (15061921)          
        477266.08   3774404.36       32.56206  (15061921)                477286.08  
3774404.36       31.42376  (15061921)          
        477306.08   3774404.36       30.34895  (15061921)                477326.08  
3774404.36       29.33470  (12101317)          
        477346.08   3774404.36       28.64722  (15061921)                477366.08  
3774404.36       28.54555  (15061921)          
        477386.08   3774404.36       27.80395  (15061921)                477406.08  
3774404.36       26.95102  (15061921)          
        477426.08   3774404.36       26.15046  (12101317)                477446.08  
3774404.36       25.41142  (12101317)          
        477466.08   3774404.36       24.70654  (12101317)                477486.08  
3774404.36       24.03366  (12101317)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 423
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774404.36       23.39082  (12101317)                477526.08  
3774404.36       22.95386  (12101317)          
        475946.08   3774424.36       28.67538  (16100705)                475966.08  
3774424.36       29.99709  (16100705)          
        475986.08   3774424.36       31.41676  (16100705)                476006.08  
3774424.36       33.12405  (16100705)          
        476026.08   3774424.36       35.11257  (13112720)                476046.08  



3774424.36       37.24583  (13112720)          
        476066.08   3774424.36       39.57555  (13112720)                476086.08  
3774424.36       42.12500  (13112720)          
        476106.08   3774424.36       44.92039  (13112720)                476126.08  
3774424.36       47.99119  (13112720)          
        476146.08   3774424.36       51.50834  (13112720)                476166.08  
3774424.36       55.72031  (13112720)          
        476186.08   3774424.36       60.00918  (13112720)                476206.08  
3774424.36       64.66274  (13112720)          
        476226.08   3774424.36       70.85313  (16111017)                476246.08  
3774424.36       77.93771  (16111017)          
        476266.08   3774424.36       85.91066  (16111017)                476286.08  
3774424.36       95.87298  (14090307)          
        476306.08   3774424.36      113.12228  (14090307)                476326.08  
3774424.36      132.87985  (14090307)          
        476346.08   3774424.36      154.81491  (14090307)                476366.08  
3774424.36      177.52877  (14090307)          
        476386.08   3774424.36      198.01955  (14090307)                476406.08  
3774424.36      215.96161  (15082107)          
        476426.08   3774424.36      260.20197  (15082107)                476446.08  
3774424.36      291.83890  (14091624)          
        476466.08   3774424.36      338.48073  (16092018)                476486.08  
3774424.36      470.90378  (14030117)          
        476506.08   3774424.36      575.52644  (13042407)                476526.08  
3774424.36      686.74458  (15011116)          
        476546.08   3774424.36      720.92179  (13112916)                476566.08  
3774424.36      850.08774  (13112916)          
        476586.08   3774424.36      621.12085  (13112916)                476606.08  
3774424.36      371.63802  (16060806)          
        476626.08   3774424.36      360.71319  (14041207)                476646.08  
3774424.36      342.03152  (14041207)          
        476666.08   3774424.36      305.37173  (14041207)                476686.08  
3774424.36      259.63406  (14041207)          
        476706.08   3774424.36      240.15244  (12041107)                476726.08  
3774424.36      216.62406  (12041107)          
        476746.08   3774424.36      191.73743  (12041107)                476766.08  
3774424.36      167.71386  (12041107)          
        476786.08   3774424.36      146.24963  (12041107)                476806.08  
3774424.36      127.05544  (12041107)          
        476826.08   3774424.36      110.14320  (12041107)                476846.08  
3774424.36       94.94918  (12041107)          
        476866.08   3774424.36       81.80896  (12041107)                476886.08  
3774424.36       70.56652  (12041107)          
        476906.08   3774424.36       60.96264  (12041107)                476926.08  
3774424.36       52.76141  (12041107)          
        476946.08   3774424.36       47.04974  (16102817)                476966.08  
3774424.36       44.30513  (16102817)          
        476986.08   3774424.36       41.79878  (16102817)                477006.08  
3774424.36       39.57560  (16102817)          
        477026.08   3774424.36       37.53431  (13101617)                477046.08  



3774424.36       35.68762  (13101617)          
        477066.08   3774424.36       33.97763  (13101617)                477086.08  
3774424.36       32.35643  (13101617)          
        477106.08   3774424.36       30.84808  (13101617)                477126.08  
3774424.36       29.45598  (13101617)          
        477146.08   3774424.36       28.18037  (13101617)                477166.08  
3774424.36       26.99412  (13101617)          
        477186.08   3774424.36       25.88471  (13101617)                477206.08  
3774424.36       24.84564  (13101617)          
        477226.08   3774424.36       34.06261  (13101617)                477246.08  
3774424.36       33.43957  (14073022)          
        477266.08   3774424.36       32.42582  (14073022)                477286.08  
3774424.36       31.28499  (14073022)          
        477306.08   3774424.36       30.20522  (14073022)                477326.08  
3774424.36       29.60807  (14073022)          
        477346.08   3774424.36       29.06508  (14073022)                477366.08  
3774424.36       28.46588  (15082520)          
        477386.08   3774424.36       27.62500  (15082520)                477406.08  
3774424.36       26.75551  (15082520)          
        477426.08   3774424.36       25.94424  (15061921)                477446.08  
3774424.36       25.21016  (15061921)          
        477466.08   3774424.36       24.50878  (15061921)                477486.08  
3774424.36       23.83818  (15061921)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 424
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774424.36       23.19657  (15061921)                477526.08  
3774424.36       22.78482  (15061921)          
        475946.08   3774444.36       28.44955  (13112720)                475966.08  
3774444.36       29.91938  (13112720)          



        475986.08   3774444.36       31.53753  (13112720)                476006.08  
3774444.36       33.36387  (13112720)          
        476026.08   3774444.36       35.30755  (13112720)                476046.08  
3774444.36       37.29580  (13112720)          
        476066.08   3774444.36       39.44250  (13112720)                476086.08  
3774444.36       41.76135  (13112720)          
        476106.08   3774444.36       44.26641  (13112720)                476126.08  
3774444.36       46.97149  (13112720)          
        476146.08   3774444.36       50.57182  (16111017)                476166.08  
3774444.36       55.06591  (16111017)          
        476186.08   3774444.36       59.65011  (16111017)                476206.08  
3774444.36       64.59305  (16111017)          
        476226.08   3774444.36       69.99142  (16111017)                476246.08  
3774444.36       75.84525  (16111017)          
        476266.08   3774444.36       82.65543  (14090307)                476286.08  
3774444.36       94.01038  (14090307)          
        476306.08   3774444.36      105.88700  (14090307)                476326.08  
3774444.36      117.57879  (14090307)          
        476346.08   3774444.36      127.83015  (14090307)                476366.08  
3774444.36      142.55458  (15091504)          
        476386.08   3774444.36      163.55048  (16021808)                476406.08  
3774444.36      186.11261  (16021808)          
        476426.08   3774444.36      214.80868  (14091624)                476446.08  
3774444.36      247.11097  (16092018)          
        476466.08   3774444.36      276.65513  (13021808)                476486.08  
3774444.36      362.28166  (14030117)          
        476506.08   3774444.36      415.55989  (13042407)                476526.08  
3774444.36      473.05830  (15011116)          
        476546.08   3774444.36      419.16179  (16082607)                476566.08  
3774444.36      582.06416  (13112916)          
        476586.08   3774444.36      540.62082  (13112916)                476606.08  
3774444.36      385.02818  (13112916)          
        476626.08   3774444.36      245.71909  (16060806)                476646.08  
3774444.36      233.89826  (14041207)          
        476666.08   3774444.36      237.49620  (14041207)                476686.08  
3774444.36      224.72173  (14041207)          
        476706.08   3774444.36      201.96993  (14041207)                476726.08  
3774444.36      175.48837  (14041207)          
        476746.08   3774444.36      164.26238  (12041107)                476766.08  
3774444.36      153.24920  (12041107)          
        476786.08   3774444.36      140.39425  (12041107)                476806.08  
3774444.36      127.48779  (12041107)          
        476826.08   3774444.36      115.52685  (12041107)                476846.08  
3774444.36      103.03157  (12041107)          
        476866.08   3774444.36       91.33315  (12041107)                476886.08  
3774444.36       80.73821  (12041107)          
        476906.08   3774444.36       71.24853  (12041107)                476926.08  
3774444.36       62.81613  (12041107)          
        476946.08   3774444.36       55.36583  (12041107)                476966.08  
3774444.36       48.94009  (12041107)          



        476986.08   3774444.36       43.19394  (12041107)                477006.08  
3774444.36       38.25888  (16102817)          
        477026.08   3774444.36       36.45462  (16102817)                477046.08  
3774444.36       34.76891  (16102817)          
        477066.08   3774444.36       33.19331  (16102817)                477086.08  
3774444.36       31.65675  (16102817)          
        477106.08   3774444.36       30.22817  (16102817)                477126.08  
3774444.36       28.94540  (16102817)          
        477146.08   3774444.36       27.74226  (16102817)                477166.08  
3774444.36       26.61663  (13101617)          
        477186.08   3774444.36       25.58400  (13101617)                477206.08  
3774444.36       24.61132  (13101617)          
        477226.08   3774444.36       33.77372  (13101617)                477246.08  
3774444.36       33.26553  (12092320)          
        477266.08   3774444.36       32.21727  (14072722)                477286.08  
3774444.36       31.11768  (14072722)          
        477306.08   3774444.36       30.07218  (14072722)                477326.08  
3774444.36       29.72509  (12090821)          
        477346.08   3774444.36       29.30602  (15082520)                477366.08  
3774444.36       28.40677  (15082520)          
        477386.08   3774444.36       27.54807  (15082520)                477406.08  
3774444.36       26.72769  (15082520)          
        477426.08   3774444.36       25.94349  (15082520)                477446.08  
3774444.36       25.19348  (15082520)          
        477466.08   3774444.36       24.47579  (15082520)                477486.08  
3774444.36       23.78865  (15082520)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 425
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774444.36       23.31193  (15082520)                477526.08  



3774444.36       22.99090  (15082520)          
        475946.08   3774464.36       28.48538  (13112720)                475966.08  
3774464.36       29.88942  (13112720)          
        475986.08   3774464.36       31.50761  (13112720)                476006.08  
3774464.36       33.10273  (13112720)          
        476026.08   3774464.36       34.76779  (13112720)                476046.08  
3774464.36       36.53042  (13112720)          
        476066.08   3774464.36       38.69721  (16111017)                476086.08  
3774464.36       41.28094  (16111017)          
        476106.08   3774464.36       44.07246  (16111017)                476126.08  
3774464.36       47.08339  (16111017)          
        476146.08   3774464.36       50.45543  (16111017)                476166.08  
3774464.36       54.39215  (16111017)          
        476186.08   3774464.36       58.25359  (16111017)                476206.08  
3774464.36       62.25731  (16111017)          
        476226.08   3774464.36       66.47259  (13052302)                476246.08  
3774464.36       71.89221  (13052302)          
        476266.08   3774464.36       78.16098  (16100301)                476286.08  
3774464.36       87.18514  (15091504)          
        476306.08   3774464.36       97.20470  (15091504)                476326.08  
3774464.36      107.33950  (15091504)          
        476346.08   3774464.36      118.34629  (16021808)                476366.08  
3774464.36      134.30866  (16021808)          
        476386.08   3774464.36      148.59062  (16021808)                476406.08  
3774464.36      166.21481  (14091624)          
        476426.08   3774464.36      188.01936  (16092018)                476446.08  
3774464.36      207.84969  (13021808)          
        476466.08   3774464.36      232.14512  (14030117)                476486.08  
3774464.36      275.70828  (14030117)          
        476506.08   3774464.36      311.32528  (13042407)                476526.08  
3774464.36      346.58649  (15011116)          
        476546.08   3774464.36      277.04962  (16082607)                476566.08  
3774464.36      390.79286  (13112916)          
        476586.08   3774464.36      427.06534  (13112916)                476606.08  
3774464.36      362.66214  (13112916)          
        476626.08   3774464.36      258.31587  (13112916)                476646.08  
3774464.36      173.68137  (16060806)          
        476666.08   3774464.36      161.43796  (16060806)                476686.08  
3774464.36      168.59620  (14041207)          
        476706.08   3774464.36      167.19984  (14041207)                476726.08  
3774464.36      157.26623  (14041207)          
        476746.08   3774464.36      142.83816  (14041207)                476766.08  
3774464.36      126.73953  (14041207)          
        476786.08   3774464.36      118.96936  (12041107)                476806.08  
3774464.36      113.87585  (12041107)          
        476826.08   3774464.36      107.94559  (12041107)                476846.08  
3774464.36      100.22763  (12041107)          
        476866.08   3774464.36       92.00855  (12041107)                476886.08  
3774464.36       83.84747  (12041107)          
        476906.08   3774464.36       75.98722  (12041107)                476926.08  



3774464.36       68.58015  (12041107)          
        476946.08   3774464.36       61.70897  (12041107)                476966.08  
3774464.36       55.66115  (12041107)          
        476986.08   3774464.36       50.02061  (12041107)                477006.08  
3774464.36       44.75824  (12041107)          
        477026.08   3774464.36       40.02788  (12041107)                477046.08  
3774464.36       35.79012  (12041107)          
        477066.08   3774464.36       32.00280  (12041107)                477086.08  
3774464.36       30.54985  (16102817)          
        477106.08   3774464.36       29.29097  (16102817)                477126.08  
3774464.36       28.15292  (16102817)          
        477146.08   3774464.36       27.07523  (16102817)                477166.08  
3774464.36       26.05465  (16102817)          
        477186.08   3774464.36       25.08795  (16102817)                477206.08  
3774464.36       24.17200  (16102817)          
        477226.08   3774464.36       33.49983  (12092320)                477246.08  
3774464.36       33.21478  (12092320)          
        477266.08   3774464.36       32.21876  (12092320)                477286.08  
3774464.36       31.10319  (12092320)          
        477306.08   3774464.36       30.03892  (12092320)                477326.08  
3774464.36       29.64692  (12092320)          
        477346.08   3774464.36       29.23277  (15101421)                477366.08  
3774464.36       28.31827  (15101421)          
        477386.08   3774464.36       27.44269  (15101421)                477406.08  
3774464.36       26.60421  (15101421)          
        477426.08   3774464.36       25.80105  (15101421)                477446.08  
3774464.36       25.03151  (15101421)          
        477466.08   3774464.36       24.30542  (12090821)                477486.08  
3774464.36       23.63539  (12090821)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 426
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)



 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774464.36       23.55844  (15082520)                477526.08  
3774464.36       23.44820  (15082520)          
        475946.08   3774484.36       28.04740  (13112720)                475966.08  
3774484.36       29.30535  (13112720)          
        475986.08   3774484.36       30.90075  (16111017)                476006.08  
3774484.36       32.71711  (16111017)          
        476026.08   3774484.36       34.62339  (16111017)                476046.08  
3774484.36       36.65711  (16111017)          
        476066.08   3774484.36       38.82267  (16111017)                476086.08  
3774484.36       41.12236  (16111017)          
        476106.08   3774484.36       43.55522  (16111017)                476126.08  
3774484.36       46.11541  (16111017)          
        476146.08   3774484.36       48.91685  (16111017)                476166.08  
3774484.36       52.12022  (16111017)          
        476186.08   3774484.36       55.61063  (13052302)                476206.08  
3774484.36       59.43980  (13052302)          
        476226.08   3774484.36       63.88235  (16100301)                476246.08  
3774484.36       69.64127  (15091504)          
        476266.08   3774484.36       76.63505  (15091504)                476286.08  
3774484.36       84.39096  (15091504)          
        476306.08   3774484.36       91.41202  (15091504)                476326.08  
3774484.36      101.44774  (16021808)          
        476346.08   3774484.36      112.53563  (16021808)                476366.08  
3774484.36      122.00477  (16021808)          
        476386.08   3774484.36      134.93503  (14091624)                476406.08  
3774484.36      148.66393  (16092018)          
        476426.08   3774484.36      161.00207  (16092018)                476446.08  
3774484.36      177.39447  (13021808)          
        476466.08   3774484.36      195.85235  (14030117)                476486.08  
3774484.36      211.88874  (14030117)          
        476506.08   3774484.36      240.98888  (13042407)                476526.08  
3774484.36      265.60148  (15011116)          
        476546.08   3774484.36      217.38263  (15011116)                476566.08  
3774484.36      264.57666  (13112916)          
        476586.08   3774484.36      323.52387  (13112916)                476606.08  
3774484.36      313.36792  (13112916)          
        476626.08   3774484.36      255.52708  (13112916)                476646.08  
3774484.36      183.36045  (13112916)          
        476666.08   3774484.36      133.16013  (16041118)                476686.08  
3774484.36      124.66961  (16041118)          
        476706.08   3774484.36      124.02749  (14041207)                476726.08  
3774484.36      126.55887  (14041207)          
        476746.08   3774484.36      123.21558  (14041207)                476766.08  
3774484.36      115.95735  (14041207)          
        476786.08   3774484.36      106.43008  (14041207)                476806.08  
3774484.36       96.12350  (14041207)          
        476826.08   3774484.36       90.65021  (12041107)                476846.08  
3774484.36       88.12821  (12041107)          



        476866.08   3774484.36       84.24568  (12041107)                476886.08  
3774484.36       79.54609  (12041107)          
        476906.08   3774484.36       74.37824  (12041107)                476926.08  
3774484.36       69.01232  (12041107)          
        476946.08   3774484.36       63.64577  (12041107)                476966.08  
3774484.36       58.73853  (12041107)          
        476986.08   3774484.36       53.89524  (12041107)                477006.08  
3774484.36       49.10270  (12041107)          
        477026.08   3774484.36       44.63275  (12041107)                477046.08  
3774484.36       40.49826  (12041107)          
        477066.08   3774484.36       36.69853  (12041107)                477086.08  
3774484.36       33.29456  (12041107)          
        477106.08   3774484.36       30.15019  (12041107)                477126.08  
3774484.36       27.35386  (16102617)          
        477146.08   3774484.36       26.04285  (16102617)                477166.08  
3774484.36       25.12526  (16102817)          
        477186.08   3774484.36       24.27777  (16102817)                477206.08  
3774484.36       34.81451  (13083021)          
        477226.08   3774484.36       34.05718  (13083021)                477246.08  
3774484.36       33.15125  (13083021)          
        477266.08   3774484.36       31.96323  (13083021)                477286.08  
3774484.36       30.76385  (15062921)          
        477306.08   3774484.36       29.71839  (12092320)                477326.08  
3774484.36       29.41686  (12092320)          
        477346.08   3774484.36       29.01174  (12092320)                477366.08  
3774484.36       28.13589  (12092320)          
        477386.08   3774484.36       27.29279  (12092320)                477406.08  
3774484.36       26.48145  (12092320)          
        477426.08   3774484.36       25.70080  (12092320)                477446.08  
3774484.36       24.94977  (12092320)          
        477466.08   3774484.36       24.23890  (15101421)                477486.08  
3774484.36       23.58039  (15101421)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 427
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774484.36       23.54852  (15101421)                477526.08  
3774484.36       23.40763  (15101421)          
        475946.08   3774504.36       27.91585  (16111017)                475966.08  
3774504.36       29.38775  (16111017)          
        475986.08   3774504.36       31.04222  (16111017)                476006.08  
3774504.36       32.72279  (16111017)          
        476026.08   3774504.36       34.45965  (16111017)                476046.08  
3774504.36       36.24339  (16111017)          
        476066.08   3774504.36       38.10405  (16111017)                476086.08  
3774504.36       40.03316  (16111017)          
        476106.08   3774504.36       42.01709  (16111017)                476126.08  
3774504.36       44.21558  (13052302)          
        476146.08   3774504.36       47.01120  (13052302)                476166.08  
3774504.36       50.15349  (13052302)          
        476186.08   3774504.36       53.64310  (16100301)                476206.08  
3774504.36       57.89405  (15091504)          
        476226.08   3774504.36       62.87923  (15091504)                476246.08  
3774504.36       67.95148  (15091504)          
        476266.08   3774504.36       73.08225  (15091504)                476286.08  
3774504.36       79.13056  (16021808)          
        476306.08   3774504.36       87.83600  (16021808)                476326.08  
3774504.36       95.91118  (16021808)          
        476346.08   3774504.36      102.79905  (14091624)                476366.08  
3774504.36      112.42536  (14091624)          
        476386.08   3774504.36      122.47480  (16092018)                476406.08  
3774504.36      131.35184  (16092018)          
        476426.08   3774504.36      142.97627  (13021808)                476446.08  
3774504.36      153.25245  (16021806)          
        476466.08   3774504.36      163.13023  (14030117)                476486.08  
3774504.36      181.25533  (13090718)          
        476506.08   3774504.36      191.66862  (13042407)                476526.08  
3774504.36      210.56143  (15011116)          
        476546.08   3774504.36      178.66861  (15011116)                476566.08  
3774504.36      186.04054  (16082607)          
        476586.08   3774504.36      241.30071  (13112916)                476606.08  
3774504.36      258.16707  (13112916)          
        476626.08   3774504.36      234.33340  (13112916)                476646.08  
3774504.36      187.30147  (13112916)          
        476666.08   3774504.36      135.66735  (13112916)                476686.08  
3774504.36      110.62153  (16041118)          
        476706.08   3774504.36      104.66457  (16041118)                476726.08  
3774504.36       96.68197  (16041118)          
        476746.08   3774504.36       97.31366  (14041207)                476766.08  
3774504.36       97.41583  (14041207)          
        476786.08   3774504.36       94.31780  (14041207)                476806.08  



3774504.36       89.21586  (14041207)          
        476826.08   3774504.36       83.09037  (14041207)                476846.08  
3774504.36       75.79161  (14041207)          
        476866.08   3774504.36       70.59137  (12041107)                476886.08  
3774504.36       69.36015  (12041107)          
        476906.08   3774504.36       67.18350  (12041107)                476926.08  
3774504.36       64.32649  (12041107)          
        476946.08   3774504.36       61.01456  (12041107)                476966.08  
3774504.36       57.75072  (12041107)          
        476986.08   3774504.36       54.23333  (12041107)                477006.08  
3774504.36       50.45524  (12041107)          
        477026.08   3774504.36       46.73932  (12041107)                477046.08  
3774504.36       43.14585  (12041107)          
        477066.08   3774504.36       39.71547  (12041107)                477086.08  
3774504.36       36.58771  (12041107)          
        477106.08   3774504.36       33.60279  (12041107)                477126.08  
3774504.36       30.73760  (12041107)          
        477146.08   3774504.36       28.08240  (12041107)                477166.08  
3774504.36       25.63234  (12041107)          
        477186.08   3774504.36       24.01717  (16102617)                477206.08  
3774504.36       34.82489  (16062906)          
        477226.08   3774504.36       34.35426  (16062906)                477246.08  
3774504.36       33.08466  (13083021)          
        477266.08   3774504.36       31.95394  (13083021)                477286.08  
3774504.36       30.86251  (13083021)          
        477306.08   3774504.36       29.81037  (13083021)                477326.08  
3774504.36       29.50839  (13083021)          
        477346.08   3774504.36       29.07580  (13083021)                477366.08  
3774504.36       28.09765  (13083021)          
        477386.08   3774504.36       27.16698  (15062921)                477406.08  
3774504.36       26.32259  (15062921)          
        477426.08   3774504.36       25.50857  (15062921)                477446.08  
3774504.36       24.76525  (12092320)          
        477466.08   3774504.36       24.10607  (12092320)                477486.08  
3774504.36       23.46774  (12092320)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 428
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774504.36       23.30791  (12092320)                477526.08  
3774504.36       23.17265  (15101421)          
        475946.08   3774524.36       27.91547  (16111017)                475966.08  
3774524.36       29.19940  (16111017)          
        475986.08   3774524.36       30.54576  (16111017)                476006.08  
3774524.36       32.08196  (16111017)          
        476026.08   3774524.36       33.65097  (16111017)                476046.08  
3774524.36       35.13066  (16111017)          
        476066.08   3774524.36       36.63219  (16111017)                476086.08  
3774524.36       38.60469  (13052302)          
        476106.08   3774524.36       40.65494  (13052302)                476126.08  
3774524.36       42.72966  (13052302)          
        476146.08   3774524.36       45.55809  (16100301)                476166.08  
3774524.36       49.08222  (15091504)          
        476186.08   3774524.36       52.95839  (15091504)                476206.08  
3774524.36       56.82906  (15091504)          
        476226.08   3774524.36       60.64395  (15091504)                476246.08  
3774524.36       64.24076  (15091504)          
        476266.08   3774524.36       69.81750  (16021808)                476286.08  
3774524.36       76.12753  (16021808)          
        476306.08   3774524.36       82.43316  (16021808)                476326.08  
3774524.36       88.34637  (14091624)          
        476346.08   3774524.36       95.59897  (14091624)                476366.08  
3774524.36      103.12922  (16092018)          
        476386.08   3774524.36      110.58471  (16092018)                476406.08  
3774524.36      117.24136  (13021808)          
        476426.08   3774524.36      125.50444  (16121606)                476446.08  
3774524.36      133.20822  (16021806)          
        476466.08   3774524.36      140.66096  (15122518)                476486.08  
3774524.36      157.45859  (13090718)          
        476506.08   3774524.36      160.85240  (13090718)                476526.08  
3774524.36      171.36868  (15011116)          
        476546.08   3774524.36      150.44902  (16111019)                476566.08  
3774524.36      146.05616  (16111019)          
        476586.08   3774524.36      179.46409  (13112916)                476606.08  
3774524.36      207.19664  (13112916)          
        476626.08   3774524.36      204.85249  (13112916)                476646.08  
3774524.36      178.98240  (13112916)          
        476666.08   3774524.36      141.67884  (13112916)                476686.08  
3774524.36      103.72550  (13112916)          
        476706.08   3774524.36       93.62624  (16041118)                476726.08  
3774524.36       89.62897  (16041118)          



        476746.08   3774524.36       83.90128  (16041118)                476766.08  
3774524.36       77.19102  (16041118)          
        476786.08   3774524.36       77.77193  (14041207)                476806.08  
3774524.36       77.18078  (14041207)          
        476826.08   3774524.36       74.96785  (14041207)                476846.08  
3774524.36       71.07520  (14041207)          
        476866.08   3774524.36       66.23278  (14041207)                476886.08  
3774524.36       60.91889  (14041207)          
        476906.08   3774524.36       56.29133  (12041107)                476926.08  
3774524.36       55.79804  (12041107)          
        476946.08   3774524.36       54.59844  (12041107)                476966.08  
3774524.36       53.10790  (12041107)          
        476986.08   3774524.36       51.15308  (12041107)                477006.08  
3774524.36       48.72094  (12041107)          
        477026.08   3774524.36       46.10715  (12041107)                477046.08  
3774524.36       43.39931  (12041107)          
        477066.08   3774524.36       40.66642  (12041107)                477086.08  
3774524.36       38.09951  (12041107)          
        477106.08   3774524.36       35.54228  (12041107)                477126.08  
3774524.36       32.96938  (12041107)          
        477146.08   3774524.36       30.51201  (12041107)                477166.08  
3774524.36       28.18334  (12041107)          
        477186.08   3774524.36       25.99072  (12041107)                477206.08  
3774524.36       34.34574  (15070506)          
        477226.08   3774524.36       33.80522  (15062706)                477246.08  
3774524.36       32.70445  (16062906)          
        477266.08   3774524.36       31.64355  (16062906)                477286.08  
3774524.36       30.60871  (16062906)          
        477306.08   3774524.36       29.60178  (16062906)                477326.08  
3774524.36       29.41478  (16062906)          
        477346.08   3774524.36       29.07618  (16062906)                477366.08  
3774524.36       28.11908  (13083021)          
        477386.08   3774524.36       27.26632  (13083021)                477406.08  
3774524.36       26.43889  (13083021)          
        477426.08   3774524.36       25.63694  (13083021)                477446.08  
3774524.36       24.86041  (13083021)          
        477466.08   3774524.36       24.10908  (13083021)                477486.08  
3774524.36       23.38606  (15062921)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 429
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774524.36       23.25271  (15062921)                477526.08  
3774524.36       23.02595  (13081821)          
        475946.08   3774544.36       27.48604  (16111017)                475966.08  
3774544.36       28.58409  (16111017)          
        475986.08   3774544.36       29.70249  (16111017)                476006.08  
3774544.36       30.99232  (16111017)          
        476026.08   3774544.36       32.50579  (13052302)                476046.08  
3774544.36       34.08529  (13052302)          
        476066.08   3774544.36       35.68800  (13052302)                476086.08  
3774544.36       37.38036  (16100301)          
        476106.08   3774544.36       39.55238  (16100301)                476126.08  
3774544.36       41.98939  (15091504)          
        476146.08   3774544.36       45.04427  (15091504)                476166.08  
3774544.36       48.39906  (15091504)          
        476186.08   3774544.36       51.46361  (15091504)                476206.08  
3774544.36       54.33354  (15091504)          
        476226.08   3774544.36       57.53009  (16021808)                476246.08  
3774544.36       62.58914  (16021808)          
        476266.08   3774544.36       67.39698  (16021808)                476286.08  
3774544.36       71.62234  (16021808)          
        476306.08   3774544.36       76.60012  (14091624)                476326.08  
3774544.36       82.63317  (14091624)          
        476346.08   3774544.36       88.38035  (16092018)                476366.08  
3774544.36       94.65171  (16092018)          
        476386.08   3774544.36       98.53537  (13021808)                476406.08  
3774544.36      105.65946  (13021808)          
        476426.08   3774544.36      111.86131  (16021806)                476446.08  
3774544.36      116.42291  (15122518)          
        476466.08   3774544.36      125.67945  (13090718)                476486.08  
3774544.36      137.96149  (13090718)          
        476506.08   3774544.36      138.64060  (13090718)                476526.08  
3774544.36      142.37370  (15011116)          
        476546.08   3774544.36      129.97243  (14022508)                476566.08  
3774544.36      128.06003  (16111019)          
        476586.08   3774544.36      133.93185  (13112916)                476606.08  
3774544.36      164.03449  (13112916)          
        476626.08   3774544.36      173.73906  (13112916)                476646.08  
3774544.36      163.41885  (13112916)          
        476666.08   3774544.36      139.48833  (13112916)                476686.08  



3774544.36      110.25613  (13112916)          
        476706.08   3774544.36       87.34703  (15101019)                476726.08  
3774544.36       80.72896  (16041118)          
        476746.08   3774544.36       77.90145  (16041118)                476766.08  
3774544.36       73.66226  (16041118)          
        476786.08   3774544.36       68.56103  (16041118)                476806.08  
3774544.36       62.98710  (16041118)          
        476826.08   3774544.36       63.59246  (14041207)                476846.08  
3774544.36       62.75908  (14041207)          
        476866.08   3774544.36       60.63663  (14041207)                476886.08  
3774544.36       57.60954  (14041207)          
        476906.08   3774544.36       53.98881  (14041207)                476926.08  
3774544.36       50.03008  (14041207)          
        476946.08   3774544.36       45.93576  (14041207)                476966.08  
3774544.36       45.85169  (12041107)          
        476986.08   3774544.36       45.38093  (12041107)                477006.08  
3774544.36       44.35209  (12041107)          
        477026.08   3774544.36       42.97147  (12041107)                477046.08  
3774544.36       41.32726  (12041107)          
        477066.08   3774544.36       39.49630  (12041107)                477086.08  
3774544.36       37.68231  (12041107)          
        477106.08   3774544.36       35.75576  (12041107)                477126.08  
3774544.36       33.69013  (12041107)          
        477146.08   3774544.36       31.63307  (12041107)                477166.08  
3774544.36       29.61271  (12041107)          
        477186.08   3774544.36       27.65025  (12041107)                477206.08  
3774544.36       33.80934  (14061006)          
        477226.08   3774544.36       33.33959  (12081023)                477246.08  
3774544.36       32.24744  (12081023)          
        477266.08   3774544.36       31.17425  (12081023)                477286.08  
3774544.36       30.12366  (12081023)          
        477306.08   3774544.36       29.15218  (15062706)                477326.08  
3774544.36       29.07372  (16062906)          
        477346.08   3774544.36       28.86050  (16062906)                477366.08  
3774544.36       28.01784  (16062906)          
        477386.08   3774544.36       27.19226  (16062906)                477406.08  
3774544.36       26.38520  (16062906)          
        477426.08   3774544.36       25.59773  (16062906)                477446.08  
3774544.36       24.83063  (16062906)          
        477466.08   3774544.36       24.13856  (13083021)                477486.08  
3774544.36       23.47645  (13083021)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 430
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   



VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774544.36       23.35375  (13083021)                477526.08  
3774544.36       23.13138  (13083021)          
        475946.08   3774564.36       26.66534  (16111017)                475966.08  
3774564.36       27.64202  (13052302)          
        475986.08   3774564.36       28.87080  (13052302)                476006.08  
3774564.36       30.26585  (13052302)          
        476026.08   3774564.36       31.65912  (13052302)                476046.08  
3774564.36       33.10044  (16100301)          
        476066.08   3774564.36       34.84517  (16100301)                476086.08  
3774564.36       36.78487  (15091504)          
        476106.08   3774564.36       39.16100  (15091504)                476126.08  
3774564.36       41.55966  (15091504)          
        476146.08   3774564.36       44.03573  (15091504)                476166.08  
3774564.36       46.66715  (15091504)          
        476186.08   3774564.36       48.98440  (13050502)                476206.08  
3774564.36       52.42569  (16021808)          
        476226.08   3774564.36       56.46019  (16021808)                476246.08  
3774564.36       60.20988  (16021808)          
        476266.08   3774564.36       63.42278  (16021808)                476286.08  
3774564.36       67.18144  (14091624)          
        476306.08   3774564.36       72.02258  (14091624)                476326.08  
3774564.36       76.84078  (16092018)          
        476346.08   3774564.36       82.15189  (16092018)                476366.08  
3774564.36       85.25845  (16092018)          
        476386.08   3774564.36       90.76472  (13021808)                476406.08  
3774564.36       94.90039  (16121606)          
        476426.08   3774564.36       99.95946  (16021806)                476446.08  
3774564.36      104.74507  (15122518)          
        476466.08   3774564.36      113.66662  (13090718)                476486.08  
3774564.36      121.88724  (13090718)          
        476506.08   3774564.36      121.00577  (13090718)                476526.08  
3774564.36      120.26994  (15011116)          
        476546.08   3774564.36      114.38568  (14022508)                476566.08  
3774564.36      113.16979  (16111019)          
        476586.08   3774564.36      105.61405  (16111019)                476606.08  
3774564.36      129.08061  (13112916)          



        476626.08   3774564.36      144.58437  (13112916)                476646.08  
3774564.36      144.61713  (13112916)          
        476666.08   3774564.36      131.61772  (13112916)                476686.08  
3774564.36      111.12564  (13112916)          
        476706.08   3774564.36       87.75494  (13112916)                476726.08  
3774564.36       75.81472  (15101019)          
        476746.08   3774564.36       70.58353  (16041118)                476766.08  
3774564.36       68.52006  (16041118)          
        476786.08   3774564.36       65.32204  (16041118)                476806.08  
3774564.36       61.33579  (16041118)          
        476826.08   3774564.36       56.82864  (16041118)                476846.08  
3774564.36       52.50022  (14041207)          
        476866.08   3774564.36       52.65570  (14041207)                476886.08  
3774564.36       51.74228  (14041207)          
        476906.08   3774564.36       49.99135  (14041207)                476926.08  
3774564.36       47.62438  (14041207)          
        476946.08   3774564.36       44.84018  (14041207)                476966.08  
3774564.36       41.92123  (14041207)          
        476986.08   3774564.36       38.82580  (14041207)                477006.08  
3774564.36       38.17902  (12041107)          
        477026.08   3774564.36       37.94335  (12041107)                477046.08  
3774564.36       37.35286  (12041107)          
        477066.08   3774564.36       36.47207  (12041107)                477086.08  
3774564.36       35.47855  (12041107)          
        477106.08   3774564.36       34.28421  (12041107)                477126.08  
3774564.36       32.86248  (12041107)          
        477146.08   3774564.36       31.35043  (12041107)                477166.08  
3774564.36       29.78454  (12041107)          
        477186.08   3774564.36       28.19512  (12041107)                477206.08  
3774564.36       33.38649  (14061006)          
        477226.08   3774564.36       33.03807  (14061006)                477246.08  
3774564.36       31.91551  (14061006)          
        477266.08   3774564.36       30.80575  (14061006)                477286.08  
3774564.36       29.71400  (14061006)          
        477306.08   3774564.36       28.83623  (12081023)                477326.08  
3774564.36       28.63689  (12081023)          
        477346.08   3774564.36       28.37754  (15062706)                477366.08  
3774564.36       27.58776  (15062706)          
        477386.08   3774564.36       26.80711  (15062706)                477406.08  
3774564.36       26.07749  (16062906)          
        477426.08   3774564.36       25.39491  (16062906)                477446.08  
3774564.36       24.72190  (16062906)          
        477466.08   3774564.36       24.05993  (16062906)                477486.08  
3774564.36       23.41018  (16062906)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774564.36       23.35519  (16062906)                477526.08  
3774564.36       23.18683  (16062906)          
        475946.08   3774584.36       26.07289  (13052302)                475966.08  
3774584.36       27.08927  (13052302)          
        475986.08   3774584.36       28.10361  (13052302)                476006.08  
3774584.36       29.48803  (16100301)          
        476026.08   3774584.36       31.01904  (16100301)                476046.08  
3774584.36       32.58649  (15091504)          
        476066.08   3774584.36       34.53918  (15091504)                476086.08  
3774584.36       36.50742  (15091504)          
        476106.08   3774584.36       38.45702  (15091504)                476126.08  
3774584.36       40.34336  (15091504)          
        476146.08   3774584.36       42.20626  (15091504)                476166.08  
3774584.36       44.59110  (13050502)          
        476186.08   3774584.36       47.97006  (16021808)                476206.08  
3774584.36       51.21958  (16021808)          
        476226.08   3774584.36       54.17884  (16021808)                476246.08  
3774584.36       56.65438  (16021808)          
        476266.08   3774584.36       59.93100  (14091624)                476286.08  
3774584.36       63.45336  (14091624)          
        476306.08   3774584.36       67.25868  (16092018)                476326.08  
3774584.36       72.15133  (16092018)          
        476346.08   3774584.36       75.08018  (16092018)                476366.08  
3774584.36       78.68490  (13021808)          
        476386.08   3774584.36       82.62390  (13021808)                476406.08  
3774584.36       86.27860  (16021806)          
        476426.08   3774584.36       89.05244  (16021806)                476446.08  
3774584.36       94.25952  (15122518)          
        476466.08   3774584.36      103.06978  (13090718)                476486.08  
3774584.36      108.52181  (13090718)          
        476506.08   3774584.36      106.74732  (13090718)                476526.08  
3774584.36      103.01733  (15011116)          
        476546.08   3774584.36      101.67514  (14022508)                476566.08  



3774584.36      100.75656  (16111019)          
        476586.08   3774584.36       95.77578  (16111019)                476606.08  
3774584.36      101.42657  (13112916)          
        476626.08   3774584.36      118.93762  (13112916)                476646.08  
3774584.36      125.25689  (13112916)          
        476666.08   3774584.36      120.41855  (13112916)                476686.08  
3774584.36      107.61466  (13112916)          
        476706.08   3774584.36       90.25896  (13112916)                476726.08  
3774584.36       72.05109  (15101019)          
        476746.08   3774584.36       66.64279  (15101019)                476766.08  
3774584.36       62.40605  (16041118)          
        476786.08   3774584.36       60.87931  (16041118)                476806.08  
3774584.36       58.39017  (16041118)          
        476826.08   3774584.36       55.16739  (16041118)                476846.08  
3774584.36       51.66534  (16041118)          
        476866.08   3774584.36       47.98235  (16041118)                476886.08  
3774584.36       44.37835  (12092019)          
        476906.08   3774584.36       44.21198  (14041207)                476926.08  
3774584.36       43.34409  (14041207)          
        476946.08   3774584.36       41.89358  (14041207)                476966.08  
3774584.36       40.11171  (14041207)          
        476986.08   3774584.36       37.98480  (14041207)                477006.08  
3774584.36       35.59075  (14041207)          
        477026.08   3774584.36       33.09852  (14041207)                477046.08  
3774584.36       32.12370  (12041107)          
        477066.08   3774584.36       32.09584  (12041107)                477086.08  
3774584.36       31.86725  (12041107)          
        477106.08   3774584.36       31.39609  (12041107)                477126.08  
3774584.36       30.65708  (12041107)          
        477146.08   3774584.36       29.75437  (12041107)                477166.08  
3774584.36       28.72469  (12041107)          
        477186.08   3774584.36       27.60083  (12041107)                477206.08  
3774584.36       33.12242  (16111417)          
        477226.08   3774584.36       32.49918  (16111417)                477246.08  
3774584.36       31.31921  (14061006)          
        477266.08   3774584.36       30.40807  (14061006)                477286.08  
3774584.36       29.49205  (14061006)          
        477306.08   3774584.36       28.57730  (14061006)                477326.08  
3774584.36       28.40662  (14061006)          
        477346.08   3774584.36       28.07648  (14061006)                477366.08  
3774584.36       27.14940  (14061006)          
        477386.08   3774584.36       26.39064  (12081023)                477406.08  
3774584.36       25.66558  (12081023)          
        477426.08   3774584.36       25.00862  (15062706)                477446.08  
3774584.36       24.36933  (15062706)          
        477466.08   3774584.36       23.73592  (15062706)                477486.08  
3774584.36       23.13870  (16062906)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              



                       ***        16:12:48
                                                                                    
                                  PAGE 432
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774584.36       23.16114  (16062906)                477526.08  
3774584.36       23.07004  (16062906)          
        475946.08   3774604.36       25.36908  (13052302)                475966.08  
3774604.36       26.47997  (16100301)          
        475986.08   3774604.36       27.64742  (16100301)                476006.08  
3774604.36       29.02815  (15091504)          
        476026.08   3774604.36       30.77075  (15091504)                476046.08  
3774604.36       32.41174  (15091504)          
        476066.08   3774604.36       34.03877  (15091504)                476086.08  
3774604.36       35.62019  (15091504)          
        476106.08   3774604.36       37.11646  (15091504)                476126.08  
3774604.36       38.66499  (13050502)          
        476146.08   3774604.36       40.94681  (16021808)                476166.08  
3774604.36       44.01522  (16021808)          
        476186.08   3774604.36       46.70682  (16021808)                476206.08  
3774604.36       49.06617  (16021808)          
        476226.08   3774604.36       50.99439  (16021808)                476246.08  
3774604.36       53.91410  (14091624)          
        476266.08   3774604.36       56.80968  (14091624)                476286.08  
3774604.36       59.44112  (16092018)          
        476306.08   3774604.36       63.69372  (16092018)                476326.08  
3774604.36       66.71478  (16092018)          
        476346.08   3774604.36       68.81031  (13021808)                476366.08  
3774604.36       72.85909  (13021808)          
        476386.08   3774604.36       75.53501  (16121606)                476406.08  
3774604.36       78.57121  (16021806)          
        476426.08   3774604.36       81.24166  (15122518)                476446.08  
3774604.36       85.34967  (13090718)          
        476466.08   3774604.36       93.77174  (13090718)                476486.08  
3774604.36       97.30693  (13090718)          



        476506.08   3774604.36       95.03583  (13090718)                476526.08  
3774604.36       91.26408  (14022508)          
        476546.08   3774604.36       91.15711  (14022508)                476566.08  
3774604.36       90.32081  (16111019)          
        476586.08   3774604.36       87.12806  (16111019)                476606.08  
3774604.36       80.46464  (16122407)          
        476626.08   3774604.36       97.18672  (13112916)                476646.08  
3774604.36      106.89860  (13112916)          
        476666.08   3774604.36      107.71323  (13112916)                476686.08  
3774604.36      101.10685  (13112916)          
        476706.08   3774604.36       89.33969  (13112916)                476726.08  
3774604.36       73.68358  (13112916)          
        476746.08   3774604.36       63.80374  (15101019)                476766.08  
3774604.36       59.18461  (15101019)          
        476786.08   3774604.36       55.70050  (16041118)                476806.08  
3774604.36       54.52528  (16041118)          
        476826.08   3774604.36       52.50406  (16041118)                476846.08  
3774604.36       50.03900  (16041118)          
        476866.08   3774604.36       47.22798  (16041118)                476886.08  
3774604.36       44.19881  (16041118)          
        476906.08   3774604.36       41.07441  (16041118)                476926.08  
3774604.36       38.61700  (13031818)          
        476946.08   3774604.36       37.58977  (14041207)                476966.08  
3774604.36       36.87783  (14041207)          
        476986.08   3774604.36       35.72911  (14041207)                477006.08  
3774604.36       34.20119  (14041207)          
        477026.08   3774604.36       32.44094  (14041207)                477046.08  
3774604.36       30.53019  (14041207)          
        477066.08   3774604.36       28.53750  (14041207)                477086.08  
3774604.36       27.36415  (12041107)          
        477106.08   3774604.36       27.51353  (12041107)                477126.08  
3774604.36       27.40272  (12041107)          
        477146.08   3774604.36       27.09018  (12041107)                477166.08  
3774604.36       26.60562  (12041107)          
        477186.08   3774604.36       25.97784  (12041107)                477206.08  
3774604.36       32.65199  (16111417)          
        477226.08   3774604.36       32.25153  (16111417)                477246.08  
3774604.36       31.18570  (16111417)          
        477266.08   3774604.36       30.11499  (16111417)                477286.08  
3774604.36       29.04751  (16111417)          
        477306.08   3774604.36       28.05309  (14061006)                477326.08  
3774604.36       28.03069  (14061006)          
        477346.08   3774604.36       27.84722  (14061006)                477366.08  
3774604.36       27.05952  (14061006)          
        477386.08   3774604.36       26.27206  (14061006)                477406.08  
3774604.36       25.48874  (14061006)          
        477426.08   3774604.36       24.71283  (14061006)                477446.08  
3774604.36       24.01587  (12081023)          
        477466.08   3774604.36       23.53890  (12081023)                477486.08  
3774604.36       23.37049  (15062706)          



� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774604.36       23.13158  (15062706)                477526.08  
3774604.36       22.76899  (15062706)          
        475946.08   3774624.36       25.03594  (16100301)                475966.08  
3774624.36       26.06098  (15091504)          
        475986.08   3774624.36       27.42161  (15091504)                476006.08  
3774624.36       28.92686  (15091504)          
        476026.08   3774624.36       30.41253  (15091504)                476046.08  
3774624.36       31.75453  (15091504)          
        476066.08   3774624.36       33.03405  (15091504)                476086.08  
3774624.36       34.21666  (15091504)          
        476106.08   3774624.36       35.72736  (13050502)                476126.08  
3774624.36       37.94638  (16021808)          
        476146.08   3774624.36       40.32503  (16021808)                476166.08  
3774624.36       42.74615  (16021808)          
        476186.08   3774624.36       44.69165  (16021808)                476206.08  
3774624.36       46.20684  (16021808)          
        476226.08   3774624.36       48.85536  (14091624)                476246.08  
3774624.36       51.26827  (14091624)          
        476266.08   3774624.36       53.35361  (16092018)                476286.08  
3774624.36       56.68929  (16092018)          
        476306.08   3774624.36       59.47661  (16092018)                476326.08  
3774624.36       61.35178  (14040103)          
        476346.08   3774624.36       64.60520  (13021808)                476366.08  
3774624.36       66.89817  (16121606)          
        476386.08   3774624.36       69.64448  (16021806)                476406.08  
3774624.36       71.33046  (16021806)          
        476426.08   3774624.36       74.71422  (15122518)                476446.08  



3774624.36       79.28307  (13090718)          
        476466.08   3774624.36       85.62072  (13090718)                476486.08  
3774624.36       87.81142  (13090718)          
        476506.08   3774624.36       85.28374  (13090718)                476526.08  
3774624.36       82.20744  (14022508)          
        476546.08   3774624.36       82.34941  (14022508)                476566.08  
3774624.36       81.50064  (16111019)          
        476586.08   3774624.36       79.54038  (16111019)                476606.08  
3774624.36       73.97307  (16111019)          
        476626.08   3774624.36       79.13844  (13112916)                476646.08  
3774624.36       90.31560  (13112916)          
        476666.08   3774624.36       94.76287  (13112916)                476686.08  
3774624.36       92.82795  (13112916)          
        476706.08   3774624.36       85.82613  (13112916)                476726.08  
3774624.36       74.14377  (13112916)          
        476746.08   3774624.36       60.83853  (13112916)                476766.08  
3774624.36       57.00962  (15101019)          
        476786.08   3774624.36       53.02346  (15101019)                476806.08  
3774624.36       50.09019  (16041118)          
        476826.08   3774624.36       49.12488  (16041118)                476846.08  
3774624.36       47.62203  (16041118)          
        476866.08   3774624.36       45.66373  (16041118)                476886.08  
3774624.36       43.36806  (16041118)          
        476906.08   3774624.36       40.85638  (16041118)                476926.08  
3774624.36       38.22195  (16041118)          
        476946.08   3774624.36       35.73321  (12092019)                476966.08  
3774624.36       34.01711  (13031818)          
        476986.08   3774624.36       32.40243  (14041207)                477006.08  
3774624.36       31.70991  (14041207)          
        477026.08   3774624.36       30.70018  (14041207)                477046.08  
3774624.36       29.45123  (14041207)          
        477066.08   3774624.36       28.03303  (14041207)                477086.08  
3774624.36       26.50772  (14041207)          
        477106.08   3774624.36       25.17749  (16090621)                477126.08  
3774624.36       24.35165  (12082819)          
        477146.08   3774624.36       23.71821  (12082819)                477166.08  
3774624.36       23.70421  (12041107)          
        477186.08   3774624.36       23.54269  (12041107)                477206.08  
3774624.36       32.14382  (16062023)          
        477226.08   3774624.36       31.75458  (16062023)                477246.08  
3774624.36       30.64298  (16062023)          
        477266.08   3774624.36       29.76519  (16111417)                477286.08  
3774624.36       28.87877  (16111417)          
        477306.08   3774624.36       27.98091  (16111417)                477326.08  
3774624.36       27.69548  (16111417)          
        477346.08   3774624.36       27.38281  (15090822)                477366.08  
3774624.36       26.64512  (15090822)          
        477386.08   3774624.36       25.91766  (14061006)                477406.08  
3774624.36       25.26349  (14061006)          
        477426.08   3774624.36       24.60373  (14061006)                477446.08  



3774624.36       23.94204  (14061006)          
        477466.08   3774624.36       23.50564  (14061006)                477486.08  
3774624.36       23.51063  (14061006)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 434
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774624.36       22.98003  (12071302)                477526.08  
3774624.36       22.38519  (12071302)          
        475946.08   3774644.36       24.84049  (15091504)                475966.08  
3774644.36       26.01090  (15091504)          
        475986.08   3774644.36       27.17152  (15091504)                476006.08  
3774644.36       28.43847  (15091504)          
        476026.08   3774644.36       29.64805  (15091504)                476046.08  
3774644.36       30.67976  (15091504)          
        476066.08   3774644.36       31.83773  (13050502)                476086.08  
3774644.36       33.32257  (16021808)          
        476106.08   3774644.36       35.33799  (16021808)                476126.08  
3774644.36       37.25580  (16021808)          
        476146.08   3774644.36       39.09172  (16021808)                476166.08  
3774644.36       40.87270  (16021808)          
        476186.08   3774644.36       42.12787  (14091624)                476206.08  
3774644.36       44.55355  (14091624)          
        476226.08   3774644.36       46.58814  (14091624)                476246.08  
3774644.36       48.24286  (16092018)          
        476266.08   3774644.36       51.16901  (16092018)                476286.08  
3774644.36       53.37251  (16092018)          
        476306.08   3774644.36       54.95359  (14040103)                476326.08  
3774644.36       57.60924  (13021808)          
        476346.08   3774644.36       60.12525  (13021808)                476366.08  
3774644.36       62.02475  (16121606)          



        476386.08   3774644.36       64.26872  (16021806)                476406.08  
3774644.36       65.16680  (15122518)          
        476426.08   3774644.36       68.70144  (15122518)                476446.08  
3774644.36       73.70035  (13090718)          
        476466.08   3774644.36       78.46462  (13090718)                476486.08  
3774644.36       79.70249  (13090718)          
        476506.08   3774644.36       77.06527  (13090718)                476526.08  
3774644.36       74.57624  (14022508)          
        476546.08   3774644.36       74.88228  (14022508)                476566.08  
3774644.36       73.96688  (16111019)          
        476586.08   3774644.36       72.87677  (16111019)                476606.08  
3774644.36       68.72364  (16111019)          
        476626.08   3774644.36       66.11395  (16122407)                476646.08  
3774644.36       75.79504  (13112916)          
        476666.08   3774644.36       82.36430  (13112916)                476686.08  
3774644.36       83.74145  (13112916)          
        476706.08   3774644.36       80.54598  (13112916)                476726.08  
3774644.36       72.51594  (13112916)          
        476746.08   3774644.36       62.02462  (13112916)                476766.08  
3774644.36       54.18349  (15101019)          
        476786.08   3774644.36       51.33607  (15101019)                476806.08  
3774644.36       47.83845  (15101019)          
        476826.08   3774644.36       45.29555  (16041118)                476846.08  
3774644.36       44.63723  (16041118)          
        476866.08   3774644.36       43.46590  (16041118)                476886.08  
3774644.36       41.88014  (16041118)          
        476906.08   3774644.36       39.98982  (16041118)                476926.08  
3774644.36       37.86937  (16041118)          
        476946.08   3774644.36       35.57208  (16041118)                476966.08  
3774644.36       33.31943  (12092019)          
        476986.08   3774644.36       31.65497  (13031818)                477006.08  
3774644.36       30.27078  (13031818)          
        477026.08   3774644.36       28.96674  (15121924)                477046.08  
3774644.36       27.72436  (15121924)          
        477066.08   3774644.36       26.69587  (14041207)                477086.08  
3774644.36       25.66102  (14041207)          
        477106.08   3774644.36       24.47808  (14041207)                477126.08  
3774644.36       23.60973  (16090621)          
        477146.08   3774644.36       22.91947  (16090621)                477166.08  
3774644.36       22.20894  (16090621)          
        477186.08   3774644.36       21.64406  (12082819)                477206.08  
3774644.36       31.57582  (13081722)          
        477226.08   3774644.36       31.23353  (15062801)                477246.08  
3774644.36       30.28615  (16062023)          
        477266.08   3774644.36       29.36837  (16062023)                477286.08  
3774644.36       28.42849  (16062023)          
        477306.08   3774644.36       27.56244  (16111417)                477326.08  
3774644.36       27.43454  (16111417)          
        477346.08   3774644.36       27.15596  (16111417)                477366.08  
3774644.36       26.36203  (16111417)          



        477386.08   3774644.36       25.56153  (16111417)                477406.08  
3774644.36       24.86742  (15090822)          
        477426.08   3774644.36       24.24226  (15090822)                477446.08  
3774644.36       23.61630  (14061006)          
        477466.08   3774644.36       23.28560  (14061006)                477486.08  
3774644.36       23.45766  (15090822)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 435
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774644.36       22.94938  (15090822)                477526.08  
3774644.36       22.34779  (14061006)          
        475946.08   3774664.36       24.66245  (15091504)                475966.08  
3774664.36       25.64562  (15091504)          
        475986.08   3774664.36       26.59173  (15091504)                476006.08  
3774664.36       27.60893  (15091504)          
        476026.08   3774664.36       28.58585  (13050502)                476046.08  
3774664.36       29.70649  (13050502)          
        476066.08   3774664.36       31.27363  (16021808)                476086.08  
3774664.36       32.99202  (16021808)          
        476106.08   3774664.36       34.60690  (16021808)                476126.08  
3774664.36       36.06172  (16021808)          
        476146.08   3774664.36       37.32083  (16021808)                476166.08  
3774664.36       38.58087  (14091624)          
        476186.08   3774664.36       40.76417  (14091624)                476206.08  
3774664.36       42.59207  (14091624)          
        476226.08   3774664.36       43.90285  (16092018)                476246.08  
3774664.36       46.48767  (16092018)          
        476266.08   3774664.36       48.49555  (16092018)                476286.08  
3774664.36       49.72537  (16092018)          
        476306.08   3774664.36       51.32643  (13021808)                476326.08  



3774664.36       54.02283  (13021808)          
        476346.08   3774664.36       55.80409  (16121606)                476366.08  
3774664.36       57.81146  (16021806)          
        476386.08   3774664.36       59.13373  (16021806)                476406.08  
3774664.36       60.87748  (15122518)          
        476426.08   3774664.36       63.04309  (15122518)                476446.08  
3774664.36       68.32354  (13090718)          
        476466.08   3774664.36       72.11979  (13090718)                476486.08  
3774664.36       72.72192  (13090718)          
        476506.08   3774664.36       70.06566  (13090718)                476526.08  
3774664.36       68.07394  (14022508)          
        476546.08   3774664.36       68.47890  (14022508)                476566.08  
3774664.36       67.44311  (16111019)          
        476586.08   3774664.36       66.99446  (16111019)                476606.08  
3774664.36       63.92675  (16111019)          
        476626.08   3774664.36       59.93889  (16122407)                476646.08  
3774664.36       63.34098  (13112916)          
        476666.08   3774664.36       70.96098  (13112916)                476686.08  
3774664.36       74.53676  (13112916)          
        476706.08   3774664.36       74.21664  (13112916)                476726.08  
3774664.36       69.32709  (13112916)          
        476746.08   3774664.36       61.56020  (13112916)                476766.08  
3774664.36       52.33728  (13112916)          
        476786.08   3774664.36       49.05191  (15101019)                476806.08  
3774664.36       46.45428  (15101019)          
        476826.08   3774664.36       43.44378  (13102820)                476846.08  
3774664.36       41.29104  (16041118)          
        476866.08   3774664.36       40.81069  (16041118)                476886.08  
3774664.36       39.87763  (16041118)          
        476906.08   3774664.36       38.58379  (16041118)                476926.08  
3774664.36       36.99217  (16041118)          
        476946.08   3774664.36       35.15143  (16041118)                476966.08  
3774664.36       33.25468  (16041118)          
        476986.08   3774664.36       31.30299  (16041118)                477006.08  
3774664.36       29.55943  (12092019)          
        477026.08   3774664.36       28.39064  (13031818)                477046.08  
3774664.36       27.16317  (13031818)          
        477066.08   3774664.36       26.05906  (15121924)                477086.08  
3774664.36       24.99131  (15121924)          
        477106.08   3774664.36       23.91584  (15121924)                477126.08  
3774664.36       23.02256  (16010418)          
        477146.08   3774664.36       22.26084  (16010418)                477166.08  
3774664.36       21.57069  (16090621)          
        477186.08   3774664.36       20.98569  (16090621)                477206.08  
3774664.36       31.29210  (13081722)          
        477226.08   3774664.36       30.93211  (13081722)                477246.08  
3774664.36       29.83985  (13081722)          
        477266.08   3774664.36       28.88621  (15062801)                477286.08  
3774664.36       28.03535  (16062023)          
        477306.08   3774664.36       27.25952  (16062023)                477326.08  



3774664.36       27.11996  (16062023)          
        477346.08   3774664.36       26.81151  (16062023)                477366.08  
3774664.36       26.02775  (16111417)          
        477386.08   3774664.36       25.36854  (16111417)                477406.08  
3774664.36       24.69363  (16111417)          
        477426.08   3774664.36       24.00841  (16111417)                477446.08  
3774664.36       23.31755  (16111417)          
        477466.08   3774664.36       23.00342  (15090822)                477486.08  
3774664.36       23.30208  (15090822)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 436
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774664.36       22.89410  (15090822)                477526.08  
3774664.36       22.31888  (15090822)          
        475946.08   3774684.36       24.21129  (15091504)                475966.08  
3774684.36       24.99836  (15091504)          
        475986.08   3774684.36       25.72534  (15091504)                476006.08  
3774684.36       26.74487  (13050502)          
        476026.08   3774684.36       27.86953  (16021808)                476046.08  
3774684.36       29.40511  (16021808)          
        476066.08   3774684.36       30.87641  (16021808)                476086.08  
3774684.36       32.24274  (16021808)          
        476106.08   3774684.36       33.45675  (16021808)                476126.08  
3774684.36       34.46478  (16021808)          
        476146.08   3774684.36       35.59020  (14091624)                476166.08  
3774684.36       37.34716  (14091624)          
        476186.08   3774684.36       39.00127  (14091624)                476206.08  
3774684.36       40.24781  (14091624)          
        476226.08   3774684.36       42.47813  (16092018)                476246.08  
3774684.36       44.30850  (16092018)          



        476266.08   3774684.36       45.51250  (16092018)                476286.08  
3774684.36       46.53193  (14040103)          
        476306.08   3774684.36       48.71103  (13021808)                476326.08  
3774684.36       50.38600  (13021808)          
        476346.08   3774684.36       52.10613  (16121606)                476366.08  
3774684.36       53.88840  (16021806)          
        476386.08   3774684.36       54.31181  (16021806)                476406.08  
3774684.36       56.81190  (15122518)          
        476426.08   3774684.36       58.63611  (13090718)                476446.08  
3774684.36       63.53591  (13090718)          
        476466.08   3774684.36       66.54083  (13090718)                476486.08  
3774684.36       66.66792  (13090718)          
        476506.08   3774684.36       64.04799  (13090718)                476526.08  
3774684.36       62.47889  (14022508)          
        476546.08   3774684.36       62.94605  (14022508)                476566.08  
3774684.36       61.78183  (16111019)          
        476586.08   3774684.36       61.79415  (16111019)                476606.08  
3774684.36       59.55830  (16111019)          
        476626.08   3774684.36       55.40609  (16111019)                476646.08  
3774684.36       55.51150  (16122407)          
        476666.08   3774684.36       60.85697  (13112916)                476686.08  
3774684.36       65.86564  (13112916)          
        476706.08   3774684.36       67.42981  (13112916)                476726.08  
3774684.36       65.07595  (13112916)          
        476746.08   3774684.36       59.77453  (13112916)                476766.08  
3774684.36       52.58605  (13112916)          
        476786.08   3774684.36       46.40583  (15101019)                476806.08  
3774684.36       44.62051  (15101019)          
        476826.08   3774684.36       42.33411  (15101019)                476846.08  
3774684.36       39.81180  (13102820)          
        476866.08   3774684.36       37.88270  (13102820)                476886.08  
3774684.36       37.50178  (16041118)          
        476906.08   3774684.36       36.75482  (16041118)                476926.08  
3774684.36       35.67018  (16041118)          
        476946.08   3774684.36       34.28818  (16041118)                476966.08  
3774684.36       32.79042  (16041118)          
        476986.08   3774684.36       31.18113  (16041118)                477006.08  
3774684.36       29.49397  (16041118)          
        477026.08   3774684.36       27.87088  (12092019)                477046.08  
3774684.36       26.64633  (13031818)          
        477066.08   3774684.36       25.57418  (13031818)                477086.08  
3774684.36       24.55621  (15121924)          
        477106.08   3774684.36       23.66229  (15121924)                477126.08  
3774684.36       22.73961  (15121924)          
        477146.08   3774684.36       21.80152  (15121924)                477166.08  
3774684.36       21.07889  (16010418)          
        477186.08   3774684.36       20.41963  (16010418)                477206.08  
3774684.36       30.60544  (13081820)          
        477226.08   3774684.36       30.41677  (13081722)                477246.08  
3774684.36       29.55749  (13081722)          



        477266.08   3774684.36       28.64878  (13081722)                477286.08  
3774684.36       27.78225  (13081722)          
        477306.08   3774684.36       27.11932  (15062801)                477326.08  
3774684.36       26.86992  (15062801)          
        477346.08   3774684.36       26.54489  (16062023)                477366.08  
3774684.36       25.83492  (16062023)          
        477386.08   3774684.36       25.10343  (16062023)                477406.08  
3774684.36       24.35723  (16062023)          
        477426.08   3774684.36       23.75235  (16111417)                477446.08  
3774684.36       23.17688  (16111417)          
        477466.08   3774684.36       22.77596  (16111417)                477486.08  
3774684.36       22.85521  (15090822)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 437
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774684.36       22.55436  (15090822)                477526.08  
3774684.36       22.08186  (15090822)          
        475946.08   3774704.36       23.51889  (15091504)                475966.08  
3774704.36       24.21229  (13050502)          
        475986.08   3774704.36       25.04359  (13050502)                476006.08  
3774704.36       26.27146  (16021808)          
        476026.08   3774704.36       27.69858  (16021808)                476046.08  
3774704.36       28.96319  (16021808)          
        476066.08   3774704.36       30.12417  (16021808)                476086.08  
3774704.36       31.14175  (16021808)          
        476106.08   3774704.36       31.97169  (16021808)                476126.08  
3774704.36       33.06678  (14091624)          
        476146.08   3774704.36       34.59278  (14091624)                476166.08  
3774704.36       35.86500  (14091624)          
        476186.08   3774704.36       36.97723  (14091624)                476206.08  



3774704.36       39.01342  (16092018)          
        476226.08   3774704.36       40.68443  (16092018)                476246.08  
3774704.36       41.84429  (16092018)          
        476266.08   3774704.36       42.67753  (14040103)                476286.08  
3774704.36       44.29139  (13021808)          
        476306.08   3774704.36       46.00018  (13021808)                476326.08  
3774704.36       47.25307  (16121606)          
        476346.08   3774704.36       48.99104  (16021806)                476366.08  
3774704.36       50.09394  (16021806)          
        476386.08   3774704.36       50.96423  (15122518)                476406.08  
3774704.36       52.99956  (15122518)          
        476426.08   3774704.36       55.41957  (13090718)                476446.08  
3774704.36       59.36385  (13090718)          
        476466.08   3774704.36       61.61306  (13090718)                476486.08  
3774704.36       61.38139  (13090718)          
        476506.08   3774704.36       58.83103  (13090718)                476526.08  
3774704.36       57.62248  (14022508)          
        476546.08   3774704.36       58.12690  (14022508)                476566.08  
3774704.36       56.83715  (16111019)          
        476586.08   3774704.36       57.18009  (16111019)                476606.08  
3774704.36       55.58569  (16111019)          
        476626.08   3774704.36       52.28542  (16111019)                476646.08  
3774704.36       51.02653  (16122407)          
        476666.08   3774704.36       51.97887  (13112916)                476686.08  
3774704.36       57.85582  (13112916)          
        476706.08   3774704.36       60.59851  (13112916)                476726.08  
3774704.36       60.18990  (13112916)          
        476746.08   3774704.36       57.00649  (13112916)                476766.08  
3774704.36       51.73745  (13112916)          
        476786.08   3774704.36       45.34305  (13112916)                476806.08  
3774704.36       42.49280  (15101019)          
        476826.08   3774704.36       40.88883  (15101019)                476846.08  
3774704.36       38.82255  (15101019)          
        476866.08   3774704.36       36.67340  (13102820)                476886.08  
3774704.36       34.97495  (13102820)          
        476906.08   3774704.36       34.61750  (16041118)                476926.08  
3774704.36       33.99695  (16041118)          
        476946.08   3774704.36       33.05099  (16041118)                476966.08  
3774704.36       31.94544  (16041118)          
        476986.08   3774704.36       30.68454  (16041118)                477006.08  
3774704.36       29.30125  (16041118)          
        477026.08   3774704.36       27.83677  (16041118)                477046.08  
3774704.36       26.30932  (16041118)          
        477066.08   3774704.36       25.01032  (13031818)                477086.08  
3774704.36       24.14058  (13031818)          
        477106.08   3774704.36       23.23235  (13031818)                477126.08  
3774704.36       22.41157  (15121924)          
        477146.08   3774704.36       21.62119  (15121924)                477166.08  
3774704.36       20.80841  (15121924)          
        477186.08   3774704.36       19.98628  (13090921)                477206.08  



3774704.36       29.99518  (13062306)          
        477226.08   3774704.36       29.70470  (12052222)                477246.08  
3774704.36       28.85791  (13081722)          
        477266.08   3774704.36       28.17112  (13081722)                477286.08  
3774704.36       27.67179  (13081722)          
        477306.08   3774704.36       27.64547  (13081722)                477326.08  
3774704.36       26.96470  (13081722)          
        477346.08   3774704.36       26.13281  (15062801)                477366.08  
3774704.36       25.46739  (15062801)          
        477386.08   3774704.36       24.80322  (16062023)                477406.08  
3774704.36       24.19366  (16062023)          
        477426.08   3774704.36       23.56200  (16062023)                477446.08  
3774704.36       22.91412  (16062023)          
        477466.08   3774704.36       22.47102  (16111417)                477486.08  
3774704.36       22.54134  (14110719)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 438
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774704.36       22.11336  (16111417)                477526.08  
3774704.36       21.58715  (15090822)          
        475946.08   3774724.36       22.88698  (13050502)                475966.08  
3774724.36       23.59375  (16021808)          
        475986.08   3774724.36       24.78543  (16021808)                476006.08  
3774724.36       25.97970  (16021808)          
        476026.08   3774724.36       27.12623  (16021808)                476046.08  
3774724.36       28.20294  (16021808)          
        476066.08   3774724.36       29.07449  (16021808)                476086.08  
3774724.36       29.75991  (16021808)          
        476106.08   3774724.36       30.83266  (14091624)                476126.08  
3774724.36       32.16739  (14091624)          



        476146.08   3774724.36       33.27938  (14091624)                476166.08  
3774724.36       34.10489  (14091624)          
        476186.08   3774724.36       35.85909  (16092018)                476206.08  
3774724.36       37.52431  (16092018)          
        476226.08   3774724.36       38.63082  (16092018)                476246.08  
3774724.36       39.29230  (14040103)          
        476266.08   3774724.36       40.41673  (13021808)                476286.08  
3774724.36       42.17287  (13021808)          
        476306.08   3774724.36       43.19743  (13021808)                476326.08  
3774724.36       44.41514  (16121606)          
        476346.08   3774724.36       46.03043  (16021806)                476366.08  
3774724.36       46.47995  (16021806)          
        476386.08   3774724.36       48.08644  (15122518)                476406.08  
3774724.36       49.45007  (15122518)          
        476426.08   3774724.36       52.39415  (13090718)                476446.08  
3774724.36       55.56650  (13090718)          
        476466.08   3774724.36       57.22550  (13090718)                476486.08  
3774724.36       56.73581  (13090718)          
        476506.08   3774724.36       54.27415  (13090718)                476526.08  
3774724.36       53.37438  (14022508)          
        476546.08   3774724.36       53.89895  (14022508)                476566.08  
3774724.36       52.57413  (14022508)          
        476586.08   3774724.36       53.07078  (16111019)                476606.08  
3774724.36       51.97359  (16111019)          
        476626.08   3774724.36       49.35951  (16111019)                476646.08  
3774724.36       46.93036  (16122407)          
        476666.08   3774724.36       47.40666  (16122407)                476686.08  
3774724.36       50.20868  (13112916)          
        476706.08   3774724.36       53.92416  (13112916)                476726.08  
3774724.36       55.00966  (13112916)          
        476746.08   3774724.36       53.56820  (13112916)                476766.08  
3774724.36       50.01855  (13112916)          
        476786.08   3774724.36       45.14645  (13112916)                476806.08  
3774724.36       40.13959  (15101019)          
        476826.08   3774724.36       39.13865  (15101019)                476846.08  
3774724.36       37.64431  (15101019)          
        476866.08   3774724.36       35.76982  (15101019)                476886.08  
3774724.36       33.93414  (13102820)          
        476906.08   3774724.36       32.42830  (13102820)                476926.08  
3774724.36       32.06645  (16041118)          
        476946.08   3774724.36       31.51958  (16041118)                476966.08  
3774724.36       30.78472  (16041118)          
        476986.08   3774724.36       29.86378  (16041118)                477006.08  
3774724.36       28.78661  (16041118)          
        477026.08   3774724.36       27.59248  (16041118)                477046.08  
3774724.36       26.29980  (16041118)          
        477066.08   3774724.36       24.92064  (16041118)                477086.08  
3774724.36       23.71330  (12092019)          
        477106.08   3774724.36       22.81926  (13031818)                477126.08  
3774724.36       22.04203  (13031818)          



        477146.08   3774724.36       21.23706  (15121924)                477166.08  
3774724.36       30.93205  (15082722)          
        477186.08   3774724.36       30.50252  (15082722)                477206.08  
3774724.36       29.91139  (14083022)          
        477226.08   3774724.36       29.29504  (13062306)                477246.08  
3774724.36       28.44096  (13062306)          
        477266.08   3774724.36       27.54780  (12052222)                477286.08  
3774724.36       27.05422  (13081722)          
        477306.08   3774724.36       27.24143  (13081722)                477326.08  
3774724.36       26.72255  (13081722)          
        477346.08   3774724.36       26.00571  (13081722)                477366.08  
3774724.36       25.25221  (13081722)          
        477386.08   3774724.36       24.47142  (13081722)                477406.08  
3774724.36       23.85612  (15062801)          
        477426.08   3774724.36       23.25273  (15062801)                477446.08  
3774724.36       22.71389  (16062023)          
        477466.08   3774724.36       22.36592  (16062023)                477486.08  
3774724.36       22.40449  (14082123)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 439
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774724.36       21.95540  (14110719)                477526.08  
3774724.36       21.42994  (14110719)          
        475946.08   3774744.36       22.46979  (16021808)                475966.08  
3774744.36       23.52020  (16021808)          
        475986.08   3774744.36       24.52218  (16021808)                476006.08  
3774744.36       25.45321  (16021808)          
        476026.08   3774744.36       26.33442  (16021808)                476046.08  
3774744.36       27.19523  (16021808)          
        476066.08   3774744.36       27.78742  (16021808)                476086.08  



3774744.36       28.84335  (14091624)          
        476106.08   3774744.36       30.01822  (14091624)                476126.08  
3774744.36       30.99648  (14091624)          
        476146.08   3774744.36       31.72569  (14091624)                476166.08  
3774744.36       33.07766  (16092018)          
        476186.08   3774744.36       34.62306  (16092018)                476206.08  
3774744.36       35.79939  (16092018)          
        476226.08   3774744.36       36.41163  (16092018)                476246.08  
3774744.36       37.19162  (14040103)          
        476266.08   3774744.36       38.76023  (13021808)                476286.08  
3774744.36       39.92790  (13021808)          
        476306.08   3774744.36       40.86169  (16121606)                476326.08  
3774744.36       42.06732  (16021806)          
        476346.08   3774744.36       43.13861  (16021806)                476366.08  
3774744.36       43.41909  (15122518)          
        476386.08   3774744.36       45.33215  (15122518)                476406.08  
3774744.36       46.16077  (15122518)          
        476426.08   3774744.36       49.56238  (13090718)                476446.08  
3774744.36       52.10830  (13090718)          
        476466.08   3774744.36       53.30377  (13090718)                476486.08  
3774744.36       52.62966  (13090718)          
        476506.08   3774744.36       50.26680  (13090718)                476526.08  
3774744.36       49.63247  (14022508)          
        476546.08   3774744.36       50.16541  (14022508)                476566.08  
3774744.36       49.09821  (14022508)          
        476586.08   3774744.36       49.39719  (16111019)                476606.08  
3774744.36       48.68708  (16111019)          
        476626.08   3774744.36       46.62792  (16111019)                476646.08  
3774744.36       43.44061  (16111019)          
        476666.08   3774744.36       44.05151  (16122407)                476686.08  
3774744.36       43.80298  (16122407)          
        476706.08   3774744.36       47.64122  (13112916)                476726.08  
3774744.36       49.79102  (13112916)          
        476746.08   3774744.36       49.72614  (13112916)                476766.08  
3774744.36       47.65252  (13112916)          
        476786.08   3774744.36       44.18016  (13112916)                476806.08  
3774744.36       39.47183  (13112916)          
        476826.08   3774744.36       37.17586  (15101019)                476846.08  
3774744.36       36.19401  (15101019)          
        476866.08   3774744.36       34.80316  (15101019)                476886.08  
3774744.36       33.09633  (15101019)          
        476906.08   3774744.36       31.52600  (13102820)                476926.08  
3774744.36       30.16630  (13102820)          
        476946.08   3774744.36       29.77159  (16041118)                476966.08  
3774744.36       29.37513  (16041118)          
        476986.08   3774744.36       28.77426  (16041118)                477006.08  
3774744.36       27.99407  (16041118)          
        477026.08   3774744.36       27.05781  (16041118)                477046.08  
3774744.36       26.00224  (16041118)          
        477066.08   3774744.36       24.84941  (16041118)                477086.08  



3774744.36       23.67739  (16041118)          
        477106.08   3774744.36       22.53870  (12092019)                477126.08  
3774744.36       21.59234  (13031818)          
        477146.08   3774744.36       20.92760  (13031818)                477166.08  
3774744.36       30.63159  (16072821)          
        477186.08   3774744.36       30.65692  (15082722)                477206.08  
3774744.36       29.90256  (15082722)          
        477226.08   3774744.36       28.89459  (14083022)                477246.08  
3774744.36       27.94985  (14083022)          
        477266.08   3774744.36       27.18821  (13062306)                477286.08  
3774744.36       26.71288  (13062306)          
        477306.08   3774744.36       26.74187  (13062306)                477326.08  
3774744.36       26.11687  (12080223)          
        477346.08   3774744.36       25.57080  (13081722)                477366.08  
3774744.36       24.98317  (13081722)          
        477386.08   3774744.36       24.35291  (13081722)                477406.08  
3774744.36       23.68876  (13081722)          
        477426.08   3774744.36       22.99866  (13081722)                477446.08  
3774744.36       22.40661  (15062801)          
        477466.08   3774744.36       22.07836  (15062801)                477486.08  
3774744.36       22.16896  (14082123)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 440
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774744.36       21.80671  (14082123)                477526.08  
3774744.36       21.29237  (14082123)          
        475946.08   3774764.36       22.34846  (16021808)                475966.08  
3774764.36       23.22642  (16021808)          
        475986.08   3774764.36       24.03464  (16021808)                476006.08  
3774764.36       24.75124  (16021808)          



        476026.08   3774764.36       25.39622  (16021808)                476046.08  
3774764.36       25.99661  (16021808)          
        476066.08   3774764.36       27.06276  (14091624)                476086.08  
3774764.36       28.10291  (14091624)          
        476106.08   3774764.36       28.96860  (14091624)                476126.08  
3774764.36       29.61628  (14091624)          
        476146.08   3774764.36       30.77486  (16092018)                476166.08  
3774764.36       32.04641  (16092018)          
        476186.08   3774764.36       33.17374  (16092018)                476206.08  
3774764.36       33.91515  (16092018)          
        476226.08   3774764.36       34.56019  (14040103)                476246.08  
3774764.36       35.71449  (13021808)          
        476266.08   3774764.36       36.96057  (13021808)                476286.08  
3774764.36       37.68782  (16121606)          
        476306.08   3774764.36       38.59978  (16121606)                476326.08  
3774764.36       39.78604  (16021806)          
        476346.08   3774764.36       40.35340  (16021806)                476366.08  
3774764.36       41.32275  (15122518)          
        476386.08   3774764.36       42.71774  (15122518)                476406.08  
3774764.36       43.82414  (13090718)          
        476426.08   3774764.36       46.92003  (13090718)                476446.08  
3774764.36       48.95540  (13090718)          
        476466.08   3774764.36       49.78511  (13090718)                476486.08  
3774764.36       48.98080  (13090718)          
        476506.08   3774764.36       46.89925  (14121123)                476526.08  
3774764.36       46.31568  (14022508)          
        476546.08   3774764.36       46.84887  (14022508)                476566.08  
3774764.36       45.98811  (14022508)          
        476586.08   3774764.36       46.10098  (16111019)                476606.08  
3774764.36       45.69318  (16111019)          
        476626.08   3774764.36       44.08449  (16111019)                476646.08  
3774764.36       41.44188  (16111019)          
        476666.08   3774764.36       40.93266  (16122407)                476686.08  
3774764.36       41.08816  (16122407)          
        476706.08   3774764.36       41.85706  (13112916)                476726.08  
3774764.36       44.71465  (13112916)          
        476746.08   3774764.36       45.69441  (13112916)                476766.08  
3774764.36       44.84173  (13112916)          
        476786.08   3774764.36       42.60479  (13112916)                476806.08  
3774764.36       39.04063  (13112916)          
        476826.08   3774764.36       35.07979  (15101019)                476846.08  
3774764.36       34.54578  (15101019)          
        476866.08   3774764.36       33.59358  (15101019)                476886.08  
3774764.36       32.29905  (15101019)          
        476906.08   3774764.36       30.73936  (15101019)                476926.08  
3774764.36       29.37991  (13102820)          
        476946.08   3774764.36       28.12378  (13102820)                476966.08  
3774764.36       27.78155  (16041118)          
        476986.08   3774764.36       27.47252  (16041118)                477006.08  
3774764.36       26.97113  (16041118)          



        477026.08   3774764.36       26.26676  (16041118)                477046.08  
3774764.36       25.43662  (16041118)          
        477066.08   3774764.36       24.53807  (16041118)                477086.08  
3774764.36       23.56348  (16041118)          
        477106.08   3774764.36       22.53388  (16041118)                477126.08  
3774764.36       21.46868  (16041118)          
        477146.08   3774764.36       20.56492  (12092019)                477166.08  
3774764.36       29.88377  (16072821)          
        477186.08   3774764.36       30.09953  (16072821)                477206.08  
3774764.36       29.40751  (16072821)          
        477226.08   3774764.36       28.58098  (15082722)                477246.08  
3774764.36       27.69746  (15082722)          
        477266.08   3774764.36       26.82100  (14083022)                477286.08  
3774764.36       26.25716  (14083022)          
        477306.08   3774764.36       26.45660  (13062306)                477326.08  
3774764.36       25.90086  (13062306)          
        477346.08   3774764.36       25.12745  (13062306)                477366.08  
3774764.36       24.43170  (12080223)          
        477386.08   3774764.36       23.94686  (13081722)                477406.08  
3774764.36       23.42835  (13081722)          
        477426.08   3774764.36       22.87117  (13081722)                477446.08  
3774764.36       22.28271  (13081722)          
        477466.08   3774764.36       21.86600  (13081722)                477486.08  
3774764.36       21.99472  (12091522)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 441
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774764.36       21.56990  (12091522)                477526.08  
3774764.36       21.03318  (14082123)          
        475946.08   3774784.36       22.03315  (16021808)                475966.08  



3774784.36       22.73651  (16021808)          
        475986.08   3774784.36       23.35323  (16021808)                476006.08  
3774784.36       23.86300  (16021808)          
        476026.08   3774784.36       24.28677  (14091624)                476046.08  
3774784.36       25.44161  (14091624)          
        476066.08   3774784.36       26.38710  (14091624)                476086.08  
3774784.36       27.15729  (14091624)          
        476106.08   3774784.36       27.73545  (14091624)                476126.08  
3774784.36       28.72778  (16092018)          
        476146.08   3774784.36       29.90083  (16092018)                476166.08  
3774784.36       30.82250  (16092018)          
        476186.08   3774784.36       31.49255  (16092018)                476206.08  
3774784.36       32.08628  (14040103)          
        476226.08   3774784.36       32.97482  (13021808)                476246.08  
3774784.36       34.27180  (13021808)          
        476266.08   3774784.36       35.07720  (13021808)                476286.08  
3774784.36       35.86747  (16121606)          
        476306.08   3774784.36       36.77655  (16021806)                476326.08  
3774784.36       37.53897  (16021806)          
        476346.08   3774784.36       37.69854  (16021806)                476366.08  
3774784.36       39.28244  (15122518)          
        476386.08   3774784.36       40.25069  (15122518)                476406.08  
3774784.36       41.86893  (13090718)          
        476426.08   3774784.36       44.45898  (13090718)                476446.08  
3774784.36       46.07654  (13090718)          
        476466.08   3774784.36       46.61654  (13090718)                476486.08  
3774784.36       45.72221  (13090718)          
        476506.08   3774784.36       43.92660  (14121123)                476526.08  
3774784.36       43.35894  (14022508)          
        476546.08   3774784.36       43.88680  (14022508)                476566.08  
3774784.36       43.19277  (14022508)          
        476586.08   3774784.36       43.13277  (16111019)                476606.08  
3774784.36       42.96157  (16111019)          
        476626.08   3774784.36       41.71987  (16111019)                476646.08  
3774784.36       39.53328  (16111019)          
        476666.08   3774784.36       38.04492  (16122407)                476686.08  
3774784.36       38.51270  (16122407)          
        476706.08   3774784.36       38.19409  (16122407)                476726.08  
3774784.36       39.90001  (13112916)          
        476746.08   3774784.36       41.68351  (13112916)                476766.08  
3774784.36       41.95533  (13112916)          
        476786.08   3774784.36       40.66577  (13112916)                476806.08  
3774784.36       38.05788  (13112916)          
        476826.08   3774784.36       34.47608  (13112916)                476846.08  
3774784.36       32.76476  (15101019)          
        476866.08   3774784.36       32.20114  (15101019)                476886.08  
3774784.36       31.28455  (15101019)          
        476906.08   3774784.36       30.07894  (15101019)                476926.08  
3774784.36       28.63473  (15101019)          
        476946.08   3774784.36       27.43632  (13102820)                476966.08  



3774784.36       26.34433  (13102820)          
        476986.08   3774784.36       26.01329  (16041118)                477006.08  
3774784.36       25.76594  (16041118)          
        477026.08   3774784.36       25.30581  (16041118)                477046.08  
3774784.36       24.70532  (16041118)          
        477066.08   3774784.36       24.02221  (16041118)                477086.08  
3774784.36       23.24120  (16041118)          
        477106.08   3774784.36       22.38426  (16041118)                477126.08  
3774784.36       21.47137  (16041118)          
        477146.08   3774784.36       20.52039  (16041118)                477166.08  
3774784.36       29.30512  (16061920)          
        477186.08   3774784.36       29.36914  (16061920)                477206.08  
3774784.36       28.81723  (16072821)          
        477226.08   3774784.36       28.09310  (16072821)                477246.08  
3774784.36       27.30246  (15082722)          
        477266.08   3774784.36       26.56100  (15082722)                477286.08  
3774784.36       26.02556  (15082722)          
        477306.08   3774784.36       26.14035  (14083022)                477326.08  
3774784.36       25.48304  (13062306)          
        477346.08   3774784.36       24.88991  (13062306)                477366.08  
3774784.36       24.23863  (13062306)          
        477386.08   3774784.36       23.54035  (13062306)                477406.08  
3774784.36       22.92473  (12080223)          
        477426.08   3774784.36       22.49147  (13081722)                477446.08  
3774784.36       22.34481  (13081722)          
        477466.08   3774784.36       22.17207  (13081722)                477486.08  
3774784.36       21.86057  (13081722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 442
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -



        477506.08   3774784.36       21.43332  (12091522)                477526.08  
3774784.36       20.93550  (12091522)          
        475946.08   3774804.36       21.54559  (16021808)                475966.08  
3774804.36       22.07743  (16021808)          
        475986.08   3774804.36       22.51027  (16021808)                476006.08  
3774804.36       22.92937  (14091624)          
        476026.08   3774804.36       23.89196  (14091624)                476046.08  
3774804.36       24.82391  (14091624)          
        476066.08   3774804.36       25.53127  (14091624)                476086.08  
3774804.36       26.04976  (14091624)          
        476106.08   3774804.36       26.89840  (16092018)                476126.08  
3774804.36       27.98321  (16092018)          
        476146.08   3774804.36       28.85255  (16092018)                476166.08  
3774804.36       29.45695  (16092018)          
        476186.08   3774804.36       29.85888  (14040103)                476206.08  
3774804.36       30.46046  (14040103)          
        476226.08   3774804.36       31.81290  (13021808)                476246.08  
3774804.36       32.73027  (13021808)          
        476266.08   3774804.36       33.33859  (16121606)                476286.08  
3774804.36       34.03306  (16021806)          
        476306.08   3774804.36       34.96428  (16021806)                476326.08  
3774804.36       35.35425  (16021806)          
        476346.08   3774804.36       35.94027  (15122518)                476366.08  
3774804.36       37.31459  (15122518)          
        476386.08   3774804.36       37.93239  (15122518)                476406.08  
3774804.36       40.00464  (13090718)          
        476426.08   3774804.36       42.16895  (13090718)                476446.08  
3774804.36       43.44335  (13090718)          
        476466.08   3774804.36       43.75319  (13090718)                476486.08  
3774804.36       42.79879  (13090718)          
        476506.08   3774804.36       41.25973  (14121123)                476526.08  
3774804.36       40.70949  (14022508)          
        476546.08   3774804.36       41.22823  (14022508)                476566.08  
3774804.36       40.66979  (14022508)          
        476586.08   3774804.36       40.45071  (16111019)                476606.08  
3774804.36       40.46486  (16111019)          
        476626.08   3774804.36       39.52307  (16111019)                476646.08  
3774804.36       37.71915  (16111019)          
        476666.08   3774804.36       35.37834  (16122407)                476686.08  
3774804.36       36.08437  (16122407)          
        476706.08   3774804.36       36.08639  (16122407)                476726.08  
3774804.36       35.42010  (13112916)          
        476746.08   3774804.36       37.73534  (13112916)                476766.08  
3774804.36       38.81804  (13112916)          
        476786.08   3774804.36       38.36789  (13112916)                476806.08  
3774804.36       36.64024  (13112916)          
        476826.08   3774804.36       33.92548  (13112916)                476846.08  
3774804.36       31.01358  (13100917)          
        476866.08   3774804.36       30.67963  (15101019)                476886.08  
3774804.36       30.10188  (15101019)          



        476906.08   3774804.36       29.22390  (15101019)                476926.08  
3774804.36       28.08656  (15101019)          
        476946.08   3774804.36       26.72684  (15101019)                476966.08  
3774804.36       25.73801  (13102820)          
        476986.08   3774804.36       24.75714  (13102820)                477006.08  
3774804.36       24.42500  (16041118)          
        477026.08   3774804.36       24.19003  (16041118)                477046.08  
3774804.36       23.80623  (16041118)          
        477066.08   3774804.36       23.32607  (16041118)                477086.08  
3774804.36       22.73416  (16041118)          
        477106.08   3774804.36       22.05064  (16041118)                477126.08  
3774804.36       21.29444  (16041118)          
        477146.08   3774804.36       29.64099  (16072623)                477166.08  
3774804.36       29.22904  (15072106)          
        477186.08   3774804.36       28.97112  (15072106)                477206.08  
3774804.36       28.20263  (16061920)          
        477226.08   3774804.36       27.42550  (16072821)                477246.08  
3774804.36       26.83225  (16072821)          
        477266.08   3774804.36       26.32677  (16072821)                477286.08  
3774804.36       26.00565  (15082722)          
        477306.08   3774804.36       25.90776  (15082722)                477326.08  
3774804.36       25.29729  (14083022)          
        477346.08   3774804.36       24.59173  (14083022)                477366.08  
3774804.36       23.88390  (13062306)          
        477386.08   3774804.36       23.34257  (13062306)                477406.08  
3774804.36       22.75053  (13062306)          
        477426.08   3774804.36       22.11717  (13062306)                477446.08  
3774804.36       22.14796  (12080223)          
        477466.08   3774804.36       22.12860  (12080223)                477486.08  
3774804.36       21.65248  (13081722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 443
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  



Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774804.36       21.19619  (13081722)                477526.08  
3774804.36       20.70953  (13081722)          
        475946.08   3774824.36       20.90975  (16021808)                475966.08  
3774824.36       21.27751  (16021808)          
        475986.08   3774824.36       21.72606  (14091624)                476006.08  
3774824.36       22.56092  (14091624)          
        476026.08   3774824.36       23.32955  (14091624)                476046.08  
3774824.36       24.04714  (14091624)          
        476066.08   3774824.36       24.53181  (14091624)                476086.08  
3774824.36       25.25567  (16092018)          
        476106.08   3774824.36       26.26126  (16092018)                476126.08  
3774824.36       27.08086  (16092018)          
        476146.08   3774824.36       27.67232  (16092018)                476166.08  
3774824.36       27.99496  (16092018)          
        476186.08   3774824.36       28.54850  (14040103)                476206.08  
3774824.36       29.48500  (13021808)          
        476226.08   3774824.36       30.55343  (13021808)                476246.08  
3774824.36       31.13146  (13021808)          
        476266.08   3774824.36       31.82793  (16121606)                476286.08  
3774824.36       32.57652  (16021806)          
        476306.08   3774824.36       33.16796  (16021806)                476326.08  
3774824.36       33.25102  (16021806)          
        476346.08   3774824.36       34.39924  (15122518)                476366.08  
3774824.36       35.42935  (15122518)          
        476386.08   3774824.36       35.76030  (15122518)                476406.08  
3774824.36       38.23372  (13090718)          
        476426.08   3774824.36       40.03878  (13090718)                476446.08  
3774824.36       41.03034  (13090718)          
        476466.08   3774824.36       41.15699  (13090718)                476486.08  
3774824.36       40.16492  (13090718)          
        476506.08   3774824.36       38.85621  (14121123)                476526.08  
3774824.36       38.32411  (14022508)          
        476546.08   3774824.36       38.83121  (14022508)                476566.08  
3774824.36       38.38374  (14022508)          
        476586.08   3774824.36       38.01922  (16111019)                476606.08  
3774824.36       38.17851  (16111019)          
        476626.08   3774824.36       37.48248  (16111019)                476646.08  
3774824.36       36.00045  (16111019)          
        476666.08   3774824.36       33.83354  (16111019)                476686.08  
3774824.36       33.80511  (16122407)          
        476706.08   3774824.36       34.06314  (16122407)                476726.08  
3774824.36       33.69453  (16122407)          
        476746.08   3774824.36       33.94116  (13112916)                476766.08  
3774824.36       35.54786  (13112916)          
        476786.08   3774824.36       35.82217  (13112916)                476806.08  
3774824.36       34.89887  (13112916)          
        476826.08   3774824.36       32.97693  (13112916)                476846.08  



3774824.36       30.29411  (13112916)          
        476866.08   3774824.36       29.12355  (13100917)                476886.08  
3774824.36       28.79568  (15101019)          
        476906.08   3774824.36       28.21456  (15101019)                476926.08  
3774824.36       27.36363  (15101019)          
        476946.08   3774824.36       26.27225  (15101019)                476966.08  
3774824.36       25.05449  (15101019)          
        476986.08   3774824.36       24.21932  (13102820)                477006.08  
3774824.36       23.32654  (13102820)          
        477026.08   3774824.36       22.95655  (16041118)                477046.08  
3774824.36       22.77037  (16041118)          
        477066.08   3774824.36       22.47962  (16041118)                477086.08  
3774824.36       22.06830  (16041118)          
        477106.08   3774824.36       21.55414  (16041118)                477126.08  
3774824.36       20.95438  (16041118)          
        477146.08   3774824.36       29.27288  (15072106)                477166.08  
3774824.36       29.36284  (15072106)          
        477186.08   3774824.36       28.69947  (15072106)                477206.08  
3774824.36       27.85605  (15072106)          
        477226.08   3774824.36       26.93323  (16061920)                477246.08  
3774824.36       26.22562  (16061920)          
        477266.08   3774824.36       26.22992  (16072821)                477286.08  
3774824.36       26.14258  (16072821)          
        477306.08   3774824.36       25.60754  (15082722)                477326.08  
3774824.36       25.01314  (15082722)          
        477346.08   3774824.36       24.33546  (15082722)                477366.08  
3774824.36       23.70659  (14083022)          
        477386.08   3774824.36       23.05453  (14083022)                477406.08  
3774824.36       22.44803  (13062306)          
        477426.08   3774824.36       21.95218  (13062306)                477446.08  
3774824.36       21.96002  (13062306)          
        477466.08   3774824.36       21.80792  (13062306)                477486.08  
3774824.36       21.34828  (12080223)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 444
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      



                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774824.36       20.90115  (12080223)                477526.08  
3774824.36       20.46748  (13081722)          
        475946.08   3774844.36       20.15055  (16021808)                475966.08  
3774844.36       20.62602  (14091624)          
        475986.08   3774844.36       21.38049  (14091624)                476006.08  
3774844.36       22.04386  (14091624)          
        476026.08   3774844.36       22.62621  (14091624)                476046.08  
3774844.36       23.14234  (14091624)          
        476066.08   3774844.36       23.77398  (16092018)                476086.08  
3774844.36       24.70829  (16092018)          
        476106.08   3774844.36       25.48101  (16092018)                476126.08  
3774844.36       26.05602  (16092018)          
        476146.08   3774844.36       26.39820  (16092018)                476166.08  
3774844.36       26.85279  (14040103)          
        476186.08   3774844.36       27.46268  (13021808)                476206.08  
3774844.36       28.46428  (13021808)          
        476226.08   3774844.36       29.22365  (13021808)                476246.08  
3774844.36       29.77622  (16121606)          
        476266.08   3774844.36       30.33331  (16021806)                476286.08  
3774844.36       31.10452  (16021806)          
        476306.08   3774844.36       31.47474  (16021806)                476326.08  
3774844.36       31.59033  (15122518)          
        476346.08   3774844.36       32.90484  (15122518)                476366.08  
3774844.36       33.63234  (15122518)          
        476386.08   3774844.36       34.38119  (13090718)                476406.08  
3774844.36       36.55591  (13090718)          
        476426.08   3774844.36       38.05705  (13090718)                476446.08  
3774844.36       38.81482  (13090718)          
        476466.08   3774844.36       38.79551  (13090718)                476486.08  
3774844.36       37.78255  (13090718)          
        476506.08   3774844.36       36.68087  (14121123)                476526.08  
3774844.36       36.16713  (14022508)          
        476546.08   3774844.36       36.66098  (14022508)                476566.08  
3774844.36       36.30482  (14022508)          
        476586.08   3774844.36       35.80798  (16111019)                476606.08  
3774844.36       36.08068  (16111019)          
        476626.08   3774844.36       35.58222  (16111019)                476646.08  
3774844.36       34.35603  (16111019)          
        476666.08   3774844.36       32.51373  (16111019)                476686.08  
3774844.36       31.67288  (16122407)          
        476706.08   3774844.36       32.13328  (16122407)                476726.08  
3774844.36       32.02468  (16122407)          
        476746.08   3774844.36       31.37472  (16122407)                476766.08  
3774844.36       32.34778  (13112916)          



        476786.08   3774844.36       33.18502  (13112916)                476806.08  
3774844.36       32.93402  (13112916)          
        476826.08   3774844.36       31.71512  (13112916)                476846.08  
3774844.36       29.70047  (13112916)          
        476866.08   3774844.36       27.80780  (16112620)                476886.08  
3774844.36       27.40547  (15101019)          
        476906.08   3774844.36       27.08822  (15101019)                476926.08  
3774844.36       26.49933  (15101019)          
        476946.08   3774844.36       25.66045  (15101019)                476966.08  
3774844.36       24.67546  (15101019)          
        476986.08   3774844.36       23.55640  (15101019)                477006.08  
3774844.36       22.84737  (13102820)          
        477026.08   3774844.36       22.00021  (13102820)                477046.08  
3774844.36       21.63188  (16041118)          
        477066.08   3774844.36       21.51359  (16041118)                477086.08  
3774844.36       21.27057  (16041118)          
        477106.08   3774844.36       20.91773  (16041118)                477126.08  
3774844.36       20.47015  (16041118)          
        477146.08   3774844.36       28.98876  (12071219)                477166.08  
3774844.36       28.57998  (14092320)          
        477186.08   3774844.36       28.01645  (15072106)                477206.08  
3774844.36       27.41265  (15072106)          
        477226.08   3774844.36       26.67784  (15072106)                477246.08  
3774844.36       25.83470  (15072106)          
        477266.08   3774844.36       25.73994  (16061920)                477286.08  
3774844.36       25.58768  (16072821)          
        477306.08   3774844.36       25.10399  (16072821)                477326.08  
3774844.36       24.53404  (15082722)          
        477346.08   3774844.36       24.03216  (15082722)                477366.08  
3774844.36       23.45807  (15082722)          
        477386.08   3774844.36       22.83113  (14083022)                477406.08  
3774844.36       22.27503  (14083022)          
        477426.08   3774844.36       21.67097  (14083022)                477446.08  
3774844.36       21.69520  (13062306)          
        477466.08   3774844.36       21.67062  (13062306)                477486.08  
3774844.36       21.15286  (13062306)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 445
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 



***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774844.36       20.59843  (13062306)                477526.08  
3774844.36       20.19073  (12080223)          
        475946.08   3774864.36       19.61723  (14091624)                475966.08  
3774864.36       20.30152  (14091624)          
        475986.08   3774864.36       20.90238  (14091624)                476006.08  
3774864.36       21.40112  (14091624)          
        476026.08   3774864.36       21.80842  (14091624)                476046.08  
3774864.36       22.41485  (16092018)          
        476066.08   3774864.36       23.30209  (16092018)                476086.08  
3774864.36       24.03089  (16092018)          
        476106.08   3774864.36       24.58732  (16092018)                476126.08  
3774864.36       24.94092  (16092018)          
        476146.08   3774864.36       25.30401  (14040103)                476166.08  
3774864.36       25.66315  (14040103)          
        476186.08   3774864.36       26.63243  (13021808)                476206.08  
3774864.36       27.36589  (13021808)          
        476226.08   3774864.36       27.85348  (13021808)                476246.08  
3774864.36       28.50487  (16121606)          
        476266.08   3774864.36       29.13466  (16021806)                476286.08  
3774864.36       29.63825  (16021806)          
        476306.08   3774864.36       29.79745  (16021806)                476326.08  
3774864.36       30.45506  (15122518)          
        476346.08   3774864.36       31.44932  (15122518)                476366.08  
3774864.36       31.92587  (15122518)          
        476386.08   3774864.36       33.09784  (13090718)                476406.08  
3774864.36       34.96921  (13090718)          
        476426.08   3774864.36       36.21258  (13090718)                476446.08  
3774864.36       36.77660  (13090718)          
        476466.08   3774864.36       36.64103  (13090718)                476486.08  
3774864.36       35.61976  (13090718)          
        476506.08   3774864.36       34.70438  (14121123)                476526.08  
3774864.36       34.20886  (14022508)          
        476546.08   3774864.36       34.68848  (14022508)                476566.08  
3774864.36       34.40784  (14022508)          
        476586.08   3774864.36       33.79104  (16111019)                476606.08  
3774864.36       34.15200  (16111019)          
        476626.08   3774864.36       33.81741  (16111019)                476646.08  
3774864.36       32.80844  (16111019)          
        476666.08   3774864.36       31.24686  (16111019)                476686.08  
3774864.36       29.68301  (16122407)          
        476706.08   3774864.36       30.30144  (16122407)                476726.08  



3774864.36       30.40600  (16122407)          
        476746.08   3774864.36       30.00982  (16122407)                476766.08  
3774864.36       29.27927  (13112916)          
        476786.08   3774864.36       30.53736  (13112916)                476806.08  
3774864.36       30.83230  (13112916)          
        476826.08   3774864.36       30.21982  (13112916)                476846.08  
3774864.36       28.81345  (13112916)          
        476866.08   3774864.36       26.77662  (13112916)                476886.08  
3774864.36       26.09938  (13100917)          
        476906.08   3774864.36       25.87839  (15101019)                476926.08  
3774864.36       25.52495  (15101019)          
        476946.08   3774864.36       24.91922  (15101019)                476966.08  
3774864.36       24.15455  (15101019)          
        476986.08   3774864.36       23.23986  (15101019)                477006.08  
3774864.36       22.24222  (13102820)          
        477026.08   3774864.36       21.57294  (13102820)                477046.08  
3774864.36       20.79973  (13102820)          
        477066.08   3774864.36       20.45754  (16041118)                477086.08  
3774864.36       20.36776  (16041118)          
        477106.08   3774864.36       30.62135  (12071219)                477126.08  
3774864.36       29.87790  (12071219)          
        477146.08   3774864.36       29.20787  (12071219)                477166.08  
3774864.36       28.24869  (12071219)          
        477186.08   3774864.36       27.27804  (14092320)                477206.08  
3774864.36       26.69166  (15072106)          
        477226.08   3774864.36       26.18929  (15072106)                477246.08  
3774864.36       25.56166  (15072106)          
        477266.08   3774864.36       25.48205  (15072106)                477286.08  
3774864.36       25.15667  (16061920)          
        477306.08   3774864.36       24.54492  (16061920)                477326.08  
3774864.36       24.05183  (16072821)          
        477346.08   3774864.36       23.57571  (16072821)                477366.08  
3774864.36       23.07799  (15082722)          
        477386.08   3774864.36       22.59644  (15082722)                477406.08  
3774864.36       22.05343  (15082722)          
        477426.08   3774864.36       21.50079  (14083022)                477446.08  
3774864.36       21.53675  (14083022)          
        477466.08   3774864.36       21.40402  (14083022)                477486.08  
3774864.36       20.92187  (13062306)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 446
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   



, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774864.36       20.48468  (13062306)                477526.08  
3774864.36       20.00829  (13062306)          
        475946.08   3774884.36       19.31213  (14091624)                475966.08  
3774884.36       19.85827  (14091624)          
        475986.08   3774884.36       20.31156  (14091624)                476006.08  
3774884.36       20.65547  (14091624)          
        476026.08   3774884.36       21.10441  (16092018)                476046.08  
3774884.36       22.00758  (16092018)          
        476066.08   3774884.36       22.71184  (16092018)                476086.08  
3774884.36       23.24853  (16092018)          
        476106.08   3774884.36       23.60757  (16092018)                476126.08  
3774884.36       23.88658  (14040103)          
        476146.08   3774884.36       24.27490  (14040103)                476166.08  
3774884.36       24.98685  (13021808)          
        476186.08   3774884.36       25.72152  (13021808)                476206.08  
3774884.36       26.21595  (13021808)          
        476226.08   3774884.36       26.79607  (16121606)                476246.08  
3774884.36       27.27168  (16021806)          
        476266.08   3774884.36       27.91971  (16021806)                476286.08  
3774884.36       28.19398  (16021806)          
        476306.08   3774884.36       28.14477  (16021806)                476326.08  
3774884.36       29.27997  (15122518)          
        476346.08   3774884.36       30.03650  (15122518)                476366.08  
3774884.36       30.30997  (15122518)          
        476386.08   3774884.36       31.86183  (13090718)                476406.08  
3774884.36       33.47046  (13090718)          
        476426.08   3774884.36       34.49470  (13090718)                476446.08  
3774884.36       34.89779  (13090718)          
        476466.08   3774884.36       34.66976  (13090718)                476486.08  
3774884.36       33.64960  (13090718)          
        476506.08   3774884.36       32.90207  (14121123)                476526.08  
3774884.36       32.42439  (14022508)          
        476546.08   3774884.36       32.88927  (14022508)                476566.08  
3774884.36       32.67135  (14022508)          
        476586.08   3774884.36       31.94611  (16111019)                476606.08  
3774884.36       32.37530  (16111019)          
        476626.08   3774884.36       32.17815  (16111019)                476646.08  
3774884.36       31.36566  (16111019)          



        476666.08   3774884.36       30.03947  (16111019)                476686.08  
3774884.36       28.27172  (16111019)          
        476706.08   3774884.36       28.56914  (16122407)                476726.08  
3774884.36       28.84705  (16122407)          
        476746.08   3774884.36       28.66479  (16122407)                476766.08  
3774884.36       28.03903  (16122407)          
        476786.08   3774884.36       27.94088  (13112916)                476806.08  
3774884.36       28.66577  (13112916)          
        476826.08   3774884.36       28.56280  (13112916)                476846.08  
3774884.36       27.69557  (13112916)          
        476866.08   3774884.36       26.18117  (13112916)                476886.08  
3774884.36       25.19802  (16112620)          
        476906.08   3774884.36       24.69829  (13100917)                476926.08  
3774884.36       24.46900  (15101019)          
        476946.08   3774884.36       24.07490  (15101019)                476966.08  
3774884.36       23.51505  (15101019)          
        476986.08   3774884.36       22.79494  (15101019)                477006.08  
3774884.36       21.93721  (15101019)          
        477026.08   3774884.36       21.03224  (13102820)                477046.08  
3774884.36       20.41716  (13102820)          
        477066.08   3774884.36       19.73169  (13102820)                477086.08  
3774884.36       19.38562  (16041118)          
        477106.08   3774884.36       29.98663  (12071219)                477126.08  
3774884.36       30.05764  (12071219)          
        477146.08   3774884.36       29.33761  (12071219)                477166.08  
3774884.36       28.30390  (12071219)          
        477186.08   3774884.36       27.09904  (12071219)                477206.08  
3774884.36       26.06245  (14092320)          
        477226.08   3774884.36       25.45321  (15072106)                477246.08  
3774884.36       25.03857  (15072106)          
        477266.08   3774884.36       25.15397  (15072106)                477286.08  
3774884.36       25.02362  (15072106)          
        477306.08   3774884.36       24.26164  (15072106)                477326.08  
3774884.36       23.60291  (16061920)          
        477346.08   3774884.36       23.04232  (16072821)                477366.08  
3774884.36       22.65112  (16072821)          
        477386.08   3774884.36       22.18629  (16072821)                477406.08  
3774884.36       21.75419  (15082722)          
        477426.08   3774884.36       21.29341  (15082722)                477446.08  
3774884.36       21.30653  (15082722)          
        477466.08   3774884.36       21.27980  (14083022)                477486.08  
3774884.36       20.76966  (14083022)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 447
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774884.36       20.21868  (14083022)                477526.08  
3774884.36       19.80989  (13062306)          
        475946.08   3774904.36       18.90020  (14091624)                475966.08  
3774904.36       19.31353  (14091624)          
        475986.08   3774904.36       19.62781  (14091624)                476006.08  
3774904.36       19.97397  (16092018)          
        476026.08   3774904.36       20.75520  (16092018)                476046.08  
3774904.36       21.49239  (16092018)          
        476066.08   3774904.36       22.02450  (16092018)                476086.08  
3774904.36       22.38460  (16092018)          
        476106.08   3774904.36       22.58668  (14040103)                476126.08  
3774904.36       22.99407  (14040103)          
        476146.08   3774904.36       23.47547  (13021808)                476166.08  
3774904.36       24.23092  (13021808)          
        476186.08   3774904.36       24.75260  (13021808)                476206.08  
3774904.36       25.11231  (16121606)          
        476226.08   3774904.36       25.71442  (16121606)                476246.08  
3774904.36       26.27114  (16021806)          
        476266.08   3774904.36       26.70450  (16021806)                476286.08  
3774904.36       26.78387  (16021806)          
        476306.08   3774904.36       27.11194  (15122518)                476326.08  
3774904.36       28.12677  (15122518)          
        476346.08   3774904.36       28.67924  (15122518)                476366.08  
3774904.36       28.83942  (13090718)          
        476386.08   3774904.36       30.67510  (13090718)                476406.08  
3774904.36       32.05580  (13090718)          
        476426.08   3774904.36       32.94875  (13090718)                476446.08  
3774904.36       33.23649  (13090718)          
        476466.08   3774904.36       32.87006  (13090718)                476486.08  
3774904.36       31.84917  (13090718)          
        476506.08   3774904.36       31.25309  (14121123)                476526.08  
3774904.36       30.79273  (14022508)          
        476546.08   3774904.36       31.24268  (14022508)                476566.08  
3774904.36       31.07705  (14022508)          
        476586.08   3774904.36       30.30435  (14022508)                476606.08  



3774904.36       30.73542  (16111019)          
        476626.08   3774904.36       30.65160  (16111019)                476646.08  
3774904.36       30.00586  (16111019)          
        476666.08   3774904.36       28.88323  (16111019)                476686.08  
3774904.36       27.34200  (16111019)          
        476706.08   3774904.36       26.93566  (16122407)                476726.08  
3774904.36       27.35323  (16122407)          
        476746.08   3774904.36       27.35016  (16122407)                476766.08  
3774904.36       26.93288  (16122407)          
        476786.08   3774904.36       26.18907  (16122407)                476806.08  
3774904.36       26.49233  (13112916)          
        476826.08   3774904.36       26.80628  (13112916)                476846.08  
3774904.36       26.40513  (13112916)          
        476866.08   3774904.36       25.36492  (13112916)                476886.08  
3774904.36       24.25331  (16112620)          
        476906.08   3774904.36       23.74409  (16112620)                476926.08  
3774904.36       23.37197  (13100917)          
        476946.08   3774904.36       23.14794  (15101019)                476966.08  
3774904.36       22.77928  (15101019)          
        476986.08   3774904.36       22.23439  (15101019)                477006.08  
3774904.36       21.52868  (15101019)          
        477026.08   3774904.36       20.70910  (15101019)                477046.08  
3774904.36       19.93205  (13102820)          
        477066.08   3774904.36       19.38685  (13102820)                477086.08  
3774904.36       18.75402  (13102820)          
        477106.08   3774904.36       28.96448  (12071219)                477126.08  
3774904.36       29.33340  (12071219)          
        477146.08   3774904.36       28.87377  (12071219)                477166.08  
3774904.36       28.07532  (12071219)          
        477186.08   3774904.36       27.11417  (12071219)                477206.08  
3774904.36       26.33394  (12071219)          
        477226.08   3774904.36       25.71702  (14092320)                477246.08  
3774904.36       25.14448  (14092320)          
        477266.08   3774904.36       24.90788  (15072106)                477286.08  
3774904.36       24.64546  (15072106)          
        477306.08   3774904.36       24.07084  (15072106)                477326.08  
3774904.36       23.40303  (15072106)          
        477346.08   3774904.36       22.69910  (16061920)                477366.08  
3774904.36       22.18265  (16061920)          
        477386.08   3774904.36       21.75928  (16072821)                477406.08  
3774904.36       21.37088  (16072821)          
        477426.08   3774904.36       20.93406  (15082722)                477446.08  
3774904.36       21.06958  (15082722)          
        477466.08   3774904.36       21.04251  (15082722)                477486.08  
3774904.36       20.56851  (14083022)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    



                                  PAGE 448
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774904.36       20.13220  (14083022)                477526.08  
3774904.36       19.65328  (14083022)          
        475946.08   3774924.36       18.39652  (14091624)                475966.08  
3774924.36       18.68454  (14091624)          
        475986.08   3774924.36       18.96699  (16092018)                476006.08  
3774924.36       19.67162  (16092018)          
        476026.08   3774924.36       20.30756  (16092018)                476046.08  
3774924.36       20.88741  (16092018)          
        476066.08   3774924.36       21.26015  (16092018)                476086.08  
3774924.36       21.46045  (16092018)          
        476106.08   3774924.36       21.81088  (14040103)                476126.08  
3774924.36       22.08608  (13021808)          
        476146.08   3774924.36       22.84987  (13021808)                476166.08  
3774924.36       23.41363  (13021808)          
        476186.08   3774924.36       23.74524  (13021808)                476206.08  
3774924.36       24.21238  (16121606)          
        476226.08   3774924.36       24.68734  (16021806)                476246.08  
3774924.36       25.25446  (16021806)          
        476266.08   3774924.36       25.50169  (16021806)                476286.08  
3774924.36       25.41678  (16021806)          
        476306.08   3774924.36       26.18862  (15122518)                476326.08  
3774924.36       27.00208  (15122518)          
        476346.08   3774924.36       27.37981  (15122518)                476366.08  
3774924.36       27.92469  (13090718)          
        476386.08   3774924.36       29.53837  (13090718)                476406.08  
3774924.36       30.72100  (13090718)          
        476426.08   3774924.36       31.47902  (13090718)                476446.08  
3774924.36       31.66105  (13090718)          
        476466.08   3774924.36       31.21127  (13090718)                476486.08  
3774924.36       30.19892  (13090718)          
        476506.08   3774924.36       29.73968  (14121123)                476526.08  
3774924.36       29.29602  (14022508)          



        476546.08   3774924.36       29.73088  (14022508)                476566.08  
3774924.36       29.60796  (14022508)          
        476586.08   3774924.36       28.93523  (14022508)                476606.08  
3774924.36       29.21891  (16111019)          
        476626.08   3774924.36       29.22857  (16111019)                476646.08  
3774924.36       28.72456  (16111019)          
        476666.08   3774924.36       27.77820  (16111019)                476686.08  
3774924.36       26.43634  (16111019)          
        476706.08   3774924.36       25.39873  (16122407)                476726.08  
3774924.36       25.92757  (16122407)          
        476746.08   3774924.36       26.07359  (16122407)                476766.08  
3774924.36       25.83512  (16122407)          
        476786.08   3774924.36       25.28574  (16122407)                476806.08  
3774924.36       24.44575  (16122407)          
        476826.08   3774924.36       25.00233  (13112916)                476846.08  
3774924.36       24.99460  (13112916)          
        476866.08   3774924.36       24.37474  (13112916)                476886.08  
3774924.36       23.26597  (16112620)          
        476906.08   3774924.36       22.92791  (16112620)                476926.08  
3774924.36       22.38659  (16112620)          
        476946.08   3774924.36       22.16735  (13100917)                476966.08  
3774924.36       21.96809  (15101019)          
        476986.08   3774924.36       21.58724  (15101019)                477006.08  
3774924.36       21.03077  (15101019)          
        477026.08   3774924.36       20.37480  (15101019)                477046.08  
3774924.36       19.62002  (15101019)          
        477066.08   3774924.36       18.94895  (13102820)                477086.08  
3774924.36       18.44220  (13102820)          
        477106.08   3774924.36       27.71578  (12071219)                477126.08  
3774924.36       28.31514  (12071219)          
        477146.08   3774924.36       28.12368  (12071219)                477166.08  
3774924.36       27.58778  (12071219)          
        477186.08   3774924.36       26.87184  (12071219)                477206.08  
3774924.36       26.52372  (12071219)          
        477226.08   3774924.36       25.90948  (12071219)                477246.08  
3774924.36       25.11189  (14092320)          
        477266.08   3774924.36       24.61014  (14092320)                477286.08  
3774924.36       24.04323  (15072106)          
        477306.08   3774924.36       23.65503  (15072106)                477326.08  
3774924.36       23.16178  (15072106)          
        477346.08   3774924.36       22.57796  (15072106)                477366.08  
3774924.36       21.91785  (15072106)          
        477386.08   3774924.36       21.38987  (16061920)                477406.08  
3774924.36       20.95462  (16072821)          
        477426.08   3774924.36       20.79313  (16072821)                477446.08  
3774924.36       20.76775  (16072821)          
        477466.08   3774924.36       20.73867  (15082722)                477486.08  
3774924.36       20.35173  (15082722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22



 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 449
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774924.36       19.91316  (15082722)                477526.08  
3774924.36       19.49599  (14083022)          
        475946.08   3774944.36       17.81620  (14091624)                475966.08  
3774944.36       18.04205  (16092018)          
        475986.08   3774944.36       18.70380  (16092018)                476006.08  
3774944.36       19.27919  (16092018)          
        476026.08   3774944.36       19.77698  (16092018)                476046.08  
3774944.36       20.20993  (16092018)          
        476066.08   3774944.36       20.43732  (16092018)                476086.08  
3774944.36       20.71638  (14040103)          
        476106.08   3774944.36       20.98302  (14040103)                476126.08  
3774944.36       21.57031  (13021808)          
        476146.08   3774944.36       22.16171  (13021808)                476166.08  
3774944.36       22.55223  (13021808)          
        476186.08   3774944.36       22.86076  (16121606)                476206.08  
3774944.36       23.28750  (16121606)          
        476226.08   3774944.36       23.84290  (16021806)                476246.08  
3774944.36       24.23403  (16021806)          
        476266.08   3774944.36       24.32106  (16021806)                476286.08  
3774944.36       24.30566  (15122518)          
        476306.08   3774944.36       25.27320  (15122518)                476326.08  
3774944.36       25.91057  (15122518)          
        476346.08   3774944.36       26.13909  (15122518)                476366.08  
3774944.36       27.03390  (13090718)          
        476386.08   3774944.36       28.45143  (13090718)                476406.08  
3774944.36       29.46167  (13090718)          
        476426.08   3774944.36       30.07661  (13090718)                476446.08  
3774944.36       30.16327  (13090718)          
        476466.08   3774944.36       29.67616  (13090718)                476486.08  



3774944.36       28.68210  (13090718)          
        476506.08   3774944.36       28.34665  (14121123)                476526.08  
3774944.36       27.91902  (14022508)          
        476546.08   3774944.36       28.33719  (14022508)                476566.08  
3774944.36       28.24686  (14022508)          
        476586.08   3774944.36       27.66464  (14022508)                476606.08  
3774944.36       27.81387  (16111019)          
        476626.08   3774944.36       27.90059  (16111019)                476646.08  
3774944.36       27.51721  (16111019)          
        476666.08   3774944.36       26.72370  (16111019)                476686.08  
3774944.36       25.55747  (16111019)          
        476706.08   3774944.36       24.07781  (16111019)                476726.08  
3774944.36       24.57128  (16122407)          
        476746.08   3774944.36       24.84043  (16122407)                476766.08  
3774944.36       24.75448  (16122407)          
        476786.08   3774944.36       24.37494  (16122407)                476806.08  
3774944.36       23.71501  (16122407)          
        476826.08   3774944.36       23.19346  (13112916)                476846.08  
3774944.36       23.50990  (13112916)          
        476866.08   3774944.36       23.25443  (13112916)                476886.08  
3774944.36       22.47888  (13112916)          
        476906.08   3774944.36       22.07687  (16112620)                476926.08  
3774944.36       21.70092  (16112620)          
        476946.08   3774944.36       21.25520  (13100917)                476966.08  
3774944.36       21.10057  (15101019)          
        476986.08   3774944.36       20.87263  (15101019)                477006.08  
3774944.36       20.46894  (15101019)          
        477026.08   3774944.36       19.95904  (15101019)                477046.08  
3774944.36       19.34206  (15101019)          
        477066.08   3774944.36       18.63097  (15101019)                477086.08  
3774944.36       18.04564  (13102820)          
        477106.08   3774944.36       26.31084  (12071219)                477126.08  
3774944.36       27.10352  (12071219)          
        477146.08   3774944.36       27.15753  (12071219)                477166.08  
3774944.36       26.87127  (12071219)          
        477186.08   3774944.36       26.39474  (12071219)                477206.08  
3774944.36       26.27392  (12071219)          
        477226.08   3774944.36       25.88419  (12071219)                477246.08  
3774944.36       24.93508  (12071219)          
        477266.08   3774944.36       24.06593  (14092320)                477286.08  
3774944.36       23.63444  (14092320)          
        477306.08   3774944.36       23.09241  (14092320)                477326.08  
3774944.36       22.71617  (15072106)          
        477346.08   3774944.36       22.29490  (15072106)                477366.08  
3774944.36       21.78603  (15072106)          
        477386.08   3774944.36       21.20223  (15072106)                477406.08  
3774944.36       20.79011  (16061920)          
        477426.08   3774944.36       20.86436  (16061920)                477446.08  
3774944.36       20.62456  (16072821)          
        477466.08   3774944.36       20.32170  (16072821)                477486.08  



3774944.36       19.99424  (15082722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 450
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774944.36       19.67159  (15082722)                477526.08  
3774944.36       19.29727  (15082722)          
        475946.08   3774964.36       17.19007  (16092018)                475966.08  
3774964.36       17.81263  (16092018)          
        475986.08   3774964.36       18.35793  (16092018)                476006.08  
3774964.36       18.81000  (16092018)          
        476026.08   3774964.36       19.17835  (16092018)                476046.08  
3774964.36       19.47606  (16092018)          
        476066.08   3774964.36       19.70246  (14040103)                476086.08  
3774964.36       19.98876  (14040103)          
        476106.08   3774964.36       20.38437  (13021808)                476126.08  
3774964.36       20.99226  (13021808)          
        476146.08   3774964.36       21.42609  (13021808)                476166.08  
3774964.36       21.66173  (13021808)          
        476186.08   3774964.36       22.07879  (16121606)                476206.08  
3774964.36       22.42918  (16021806)          
        476226.08   3774964.36       22.98295  (16021806)                476246.08  
3774964.36       23.21984  (16021806)          
        476266.08   3774964.36       23.17004  (16021806)                476286.08  
3774964.36       23.57239  (15122518)          
        476306.08   3774964.36       24.37166  (15122518)                476326.08  
3774964.36       24.85544  (15122518)          
        476346.08   3774964.36       24.95690  (15122518)                476366.08  
3774964.36       26.16938  (13090718)          
        476386.08   3774964.36       27.41343  (13090718)                476406.08  
3774964.36       28.27340  (13090718)          



        476426.08   3774964.36       28.76555  (13090718)                476446.08  
3774964.36       28.77260  (13090718)          
        476466.08   3774964.36       28.25744  (13090718)                476486.08  
3774964.36       27.28424  (13090718)          
        476506.08   3774964.36       27.06093  (14121123)                476526.08  
3774964.36       26.64864  (14022508)          
        476546.08   3774964.36       27.05242  (14022508)                476566.08  
3774964.36       26.99285  (14022508)          
        476586.08   3774964.36       26.48492  (14022508)                476606.08  
3774964.36       26.50974  (16111019)          
        476626.08   3774964.36       26.65989  (16111019)                476646.08  
3774964.36       26.37931  (16111019)          
        476666.08   3774964.36       25.71852  (16111019)                476686.08  
3774964.36       24.70711  (16111019)          
        476706.08   3774964.36       23.39498  (16111019)                476726.08  
3774964.36       23.28423  (16122407)          
        476746.08   3774964.36       23.65420  (16122407)                476766.08  
3774964.36       23.69761  (16122407)          
        476786.08   3774964.36       23.46568  (16122407)                476806.08  
3774964.36       22.96561  (16122407)          
        476826.08   3774964.36       22.22314  (16122407)                476846.08  
3774964.36       22.03581  (12121601)          
        476866.08   3774964.36       22.04348  (13112916)                476886.08  
3774964.36       21.60073  (13112916)          
        476906.08   3774964.36       21.19468  (16112620)                476926.08  
3774964.36       20.96695  (16112620)          
        476946.08   3774964.36       20.58477  (16112620)                476966.08  
3774964.36       20.24672  (13100917)          
        476986.08   3774964.36       20.07974  (15101019)                477006.08  
3774964.36       19.83497  (15101019)          
        477026.08   3774964.36       19.46554  (15101019)                477046.08  
3774964.36       18.97974  (15101019)          
        477066.08   3774964.36       18.39253  (15101019)                477086.08  
3774964.36       26.71533  (13063021)          
        477106.08   3774964.36       26.47465  (13063021)                477126.08  
3774964.36       26.07426  (15070603)          
        477146.08   3774964.36       26.01429  (12071219)                477166.08  
3774964.36       25.95905  (12071219)          
        477186.08   3774964.36       25.70996  (12071219)                477206.08  
3774964.36       25.80094  (12071219)          
        477226.08   3774964.36       25.62746  (12071219)                477246.08  
3774964.36       24.88322  (12071219)          
        477266.08   3774964.36       24.01799  (12071219)                477286.08  
3774964.36       23.14939  (16112008)          
        477306.08   3774964.36       22.71415  (14092320)                477326.08  
3774964.36       22.23945  (14092320)          
        477346.08   3774964.36       21.82609  (15072106)                477366.08  
3774964.36       21.46853  (15072106)          
        477386.08   3774964.36       21.02655  (15072106)                477406.08  
3774964.36       20.70658  (15072106)          



        477426.08   3774964.36       20.69939  (15072106)                477446.08  
3774964.36       20.33334  (15031122)          
        477466.08   3774964.36       19.87935  (16072821)                477486.08  
3774964.36       19.61134  (16072821)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 451
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774964.36       19.28500  (16072821)                477526.08  
3774964.36       19.00449  (15082722)          
        475946.08   3774984.36       16.98991  (16092018)                475966.08  
3774984.36       17.50719  (16092018)          
        475986.08   3774984.36       17.94090  (16092018)                476006.08  
3774984.36       18.27695  (16092018)          
        476026.08   3774984.36       18.52565  (16092018)                476046.08  
3774984.36       18.74980  (14040103)          
        476066.08   3774984.36       19.06184  (14040103)                476086.08  
3774984.36       19.28453  (13021808)          
        476106.08   3774984.36       19.90035  (13021808)                476126.08  
3774984.36       20.36511  (13021808)          
        476146.08   3774984.36       20.65639  (13021808)                476166.08  
3774984.36       20.95578  (16121606)          
        476186.08   3774984.36       21.29397  (16121606)                476206.08  
3774984.36       21.73748  (16021806)          
        476226.08   3774984.36       22.12041  (16021806)                476246.08  
3774984.36       22.21985  (16021806)          
        476266.08   3774984.36       22.06050  (16021806)                476286.08  
3774984.36       22.86483  (15122518)          
        476306.08   3774984.36       23.50162  (15122518)                476326.08  
3774984.36       23.83868  (15122518)          
        476346.08   3774984.36       23.93677  (13090718)                476366.08  



3774984.36       25.33263  (13090718)          
        476386.08   3774984.36       26.43011  (13090718)                476406.08  
3774984.36       27.18014  (13090718)          
        476426.08   3774984.36       27.55155  (13090718)                476446.08  
3774984.36       27.47907  (13090718)          
        476466.08   3774984.36       26.94342  (13090718)                476486.08  
3774984.36       25.99283  (13090718)          
        476506.08   3774984.36       25.87120  (14121123)                476526.08  
3774984.36       25.47317  (14022508)          
        476546.08   3774984.36       25.86248  (14022508)                476566.08  
3774984.36       25.83045  (14022508)          
        476586.08   3774984.36       25.38651  (14022508)                476606.08  
3774984.36       25.29454  (16111019)          
        476626.08   3774984.36       25.49492  (16111019)                476646.08  
3774984.36       25.30557  (16111019)          
        476666.08   3774984.36       24.76106  (16111019)                476686.08  
3774984.36       23.88627  (16111019)          
        476706.08   3774984.36       22.72400  (16111019)                476726.08  
3774984.36       22.06103  (16122407)          
        476746.08   3774984.36       22.51027  (16122407)                476766.08  
3774984.36       22.66826  (16122407)          
        476786.08   3774984.36       22.56514  (16122407)                476806.08  
3774984.36       22.20631  (16122407)          
        476826.08   3774984.36       21.61260  (16122407)                476846.08  
3774984.36       21.12942  (12121601)          
        476866.08   3774984.36       20.96184  (12121601)                476886.08  
3774984.36       20.64908  (13112916)          
        476906.08   3774984.36       20.28924  (16112620)                476926.08  
3774984.36       20.19815  (16112620)          
        476946.08   3774984.36       19.95038  (16112620)                476966.08  
3774984.36       19.52164  (16112620)          
        476986.08   3774984.36       19.29029  (13100917)                477006.08  
3774984.36       19.14930  (15101019)          
        477026.08   3774984.36       18.90770  (15101019)                477046.08  
3774984.36       18.54505  (15101019)          
        477066.08   3774984.36       18.07633  (15101019)                477086.08  
3774984.36       26.37844  (14051521)          
        477106.08   3774984.36       26.41883  (13063021)                477126.08  
3774984.36       25.69126  (13063021)          
        477146.08   3774984.36       25.00537  (15070603)                477166.08  
3774984.36       24.88590  (12071219)          
        477186.08   3774984.36       24.84735  (12071219)                477206.08  
3774984.36       25.13034  (12071219)          
        477226.08   3774984.36       25.15960  (12071219)                477246.08  
3774984.36       24.61964  (12071219)          
        477266.08   3774984.36       23.94397  (12071219)                477286.08  
3774984.36       23.15386  (12071219)          
        477306.08   3774984.36       22.29698  (16112008)                477326.08  
3774984.36       21.84545  (14092320)          
        477346.08   3774984.36       21.43052  (14092320)                477366.08  



3774984.36       20.98207  (15072106)          
        477386.08   3774984.36       20.68092  (15072106)                477406.08  
3774984.36       20.49304  (15072106)          
        477426.08   3774984.36       20.61719  (15072106)                477446.08  
3774984.36       20.18741  (15072106)          
        477466.08   3774984.36       19.65466  (15031122)                477486.08  
3774984.36       19.25777  (15031122)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 452
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774984.36       18.92169  (16072821)                477526.08  
3774984.36       18.64944  (16072821)          
        475946.08   3775004.36       16.71969  (16092018)                475966.08  
3775004.36       17.13572  (16092018)          
        475986.08   3775004.36       17.46398  (16092018)                476006.08  
3775004.36       17.69228  (16092018)          
        476026.08   3775004.36       17.83178  (16092018)                476046.08  
3775004.36       18.18559  (14040103)          
        476066.08   3775004.36       18.38252  (14040103)                476086.08  
3775004.36       18.88093  (13021808)          
        476106.08   3775004.36       19.36681  (13021808)                476126.08  
3775004.36       19.70070  (13021808)          
        476146.08   3775004.36       19.89036  (16121606)                476166.08  
3775004.36       20.26915  (16121606)          
        476186.08   3775004.36       20.60424  (16021806)                476206.08  
3775004.36       21.05867  (16021806)          
        476226.08   3775004.36       21.26452  (16021806)                476246.08  
3775004.36       21.24024  (16021806)          
        476266.08   3775004.36       21.42161  (15122518)                476286.08  
3775004.36       22.18736  (15122518)          



        476306.08   3775004.36       22.66574  (15122518)                476326.08  
3775004.36       22.86140  (15122518)          
        476346.08   3775004.36       23.27796  (13090718)                476366.08  
3775004.36       24.52447  (13090718)          
        476386.08   3775004.36       25.50004  (13090718)                476406.08  
3775004.36       26.17350  (13090718)          
        476426.08   3775004.36       26.42607  (13090718)                476446.08  
3775004.36       26.27384  (13090718)          
        476466.08   3775004.36       25.72382  (13090718)                476486.08  
3775004.36       24.83428  (14121123)          
        476506.08   3775004.36       24.76741  (14121123)                476526.08  
3775004.36       24.37963  (14022508)          
        476546.08   3775004.36       24.75644  (14022508)                476566.08  
3775004.36       24.74990  (14022508)          
        476586.08   3775004.36       24.36174  (14022508)                476606.08  
3775004.36       24.15823  (16111019)          
        476626.08   3775004.36       24.39518  (16111019)                476646.08  
3775004.36       24.29140  (16111019)          
        476666.08   3775004.36       23.84952  (16111019)                476686.08  
3775004.36       23.09538  (16111019)          
        476706.08   3775004.36       22.06720  (16111019)                476726.08  
3775004.36       20.89826  (16122407)          
        476746.08   3775004.36       21.40557  (16122407)                476766.08  
3775004.36       21.66946  (16122407)          
        476786.08   3775004.36       21.67903  (16122407)                476806.08  
3775004.36       21.44439  (16122407)          
        476826.08   3775004.36       20.98400  (16122407)                476846.08  
3775004.36       20.32301  (16122407)          
        476866.08   3775004.36       20.15283  (12121601)                476886.08  
3775004.36       19.91927  (12121601)          
        476906.08   3775004.36       19.50749  (12121601)                476926.08  
3775004.36       19.40635  (16112620)          
        476946.08   3775004.36       19.27898  (16112620)                476966.08  
3775004.36       18.97477  (16112620)          
        476986.08   3775004.36       18.54313  (13100917)                477006.08  
3775004.36       18.43133  (13100917)          
        477026.08   3775004.36       18.29818  (15101019)                477046.08  
3775004.36       18.04966  (15101019)          
        477066.08   3775004.36       17.69275  (15101019)                477086.08  
3775004.36       25.75266  (14101507)          
        477106.08   3775004.36       25.77778  (13063021)                477126.08  
3775004.36       25.27139  (13063021)          
        477146.08   3775004.36       24.57896  (13063021)                477166.08  
3775004.36       23.95536  (15070603)          
        477186.08   3775004.36       23.83804  (12071219)                477206.08  
3775004.36       24.29025  (12071219)          
        477226.08   3775004.36       24.50462  (12071219)                477246.08  
3775004.36       24.16301  (12071219)          
        477266.08   3775004.36       23.67580  (12071219)                477286.08  
3775004.36       23.06138  (12071219)          



        477306.08   3775004.36       22.33868  (12071219)                477326.08  
3775004.36       21.52662  (12071219)          
        477346.08   3775004.36       21.02477  (14092320)                477366.08  
3775004.36       20.66299  (14092320)          
        477386.08   3775004.36       20.21782  (14092320)                477406.08  
3775004.36       20.12068  (15072106)          
        477426.08   3775004.36       20.36683  (15072106)                477446.08  
3775004.36       20.06348  (15072106)          
        477466.08   3775004.36       19.58265  (15072106)                477486.08  
3775004.36       19.04508  (15072106)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 453
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  IDLE     ***
                                  INCLUDING SOURCE(S):     L0002848    , L0002849   
, L0002850    , L0002851    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3775004.36       18.65547  (15031122)                477526.08  
3775004.36       18.25973  (15031122)          
        475946.08   3775024.36       16.38813  (16092018)                475966.08  
3775024.36       16.70806  (16092018)          
        475986.08   3775024.36       16.93789  (16092018)                476006.08  
3775024.36       17.09954  (16092018)          
        476026.08   3775024.36       17.36179  (14040103)                476046.08  
3775024.36       17.58879  (14040103)          
        476066.08   3775024.36       17.92903  (13021808)                476086.08  
3775024.36       18.42828  (13021808)          
        476106.08   3775024.36       18.79422  (13021808)                476126.08  
3775024.36       19.00960  (13021808)          
        476146.08   3775024.36       19.30495  (16121606)                476166.08  
3775024.36       19.56535  (16121606)          
        476186.08   3775024.36       19.98722  (16021806)                476206.08  
3775024.36       20.31991  (16021806)          
        476226.08   3775024.36       20.40982  (16021806)                476246.08  



3775024.36       20.28575  (16021806)          
        476266.08   3775024.36       20.82424  (15122518)                476286.08  
3775024.36       21.46678  (15122518)          
        476306.08   3775024.36       21.82848  (15122518)                476326.08  
3775024.36       21.92397  (15122518)          
        476346.08   3775024.36       22.63286  (13090718)                476366.08  
3775024.36       23.74523  (13090718)          
        476386.08   3775024.36       24.59945  (13090718)                476406.08  
3775024.36       25.17164  (13090718)          
        476426.08   3775024.36       25.34668  (13090718)                           
                                               
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 454
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476426.08   3773784.36       31.53893  (14012317)                476446.08  
3773784.36       30.90949  (14030720)          
        476466.08   3773784.36       31.46923  (15103021)                476486.08  
3773784.36       31.61644  (15103021)          
        476506.08   3773784.36       31.32842  (12021703)                476526.08  
3773784.36       30.89572  (12021703)          
        476546.08   3773784.36       31.63386  (12102519)                475526.08  
3773804.36       11.95972  (15101007)          
        475546.08   3773804.36       12.19184  (15101007)                475566.08  
3773804.36       12.38928  (13121708)          
        475586.08   3773804.36       12.73398  (13120108)                475606.08  
3773804.36       13.06190  (13120108)          
        475626.08   3773804.36       13.34126  (13120108)                475646.08  
3773804.36       13.60266  (13120108)          
        475666.08   3773804.36       13.83868  (13120108)                475686.08  
3773804.36       14.11345  (14012117)          



        475706.08   3773804.36       14.53120  (14012117)                475726.08  
3773804.36       14.92392  (14012117)          
        475746.08   3773804.36       15.28590  (14012117)                475766.08  
3773804.36       15.61105  (14012117)          
        475786.08   3773804.36       15.98752  (16020908)                475806.08  
3773804.36       16.52815  (16020908)          
        475826.08   3773804.36       16.96597  (16020908)                475846.08  
3773804.36       17.33749  (16020908)          
        475866.08   3773804.36       17.64655  (16020908)                475886.08  
3773804.36       17.92554  (15120508)          
        475906.08   3773804.36       18.41260  (16061906)                475926.08  
3773804.36       19.10173  (16061906)          
        475946.08   3773804.36       19.71392  (16061906)                475966.08  
3773804.36       20.23684  (12100207)          
        475986.08   3773804.36       20.90799  (12100207)                476006.08  
3773804.36       21.59816  (12100207)          
        476426.08   3773804.36       33.20262  (14012317)                476446.08  
3773804.36       32.64415  (14012317)          
        476466.08   3773804.36       33.00440  (15103021)                476486.08  
3773804.36       33.23684  (15103021)          
        476506.08   3773804.36       32.93374  (12021703)                476526.08  
3773804.36       32.50027  (12021703)          
        476546.08   3773804.36       33.26419  (12102519)                476566.08  
3773804.36       33.49903  (12102519)          
        476586.08   3773804.36       33.57319  (13103118)                476606.08  
3773804.36       33.03522  (13103118)          
        476626.08   3773804.36       31.89640  (16030807)                476646.08  
3773804.36       31.27160  (16030807)          
        476666.08   3773804.36       30.10109  (15030205)                476686.08  
3773804.36       29.70521  (15030205)          
        476706.08   3773804.36       30.54640  (12012408)                476726.08  
3773804.36       30.91574  (12012408)          
        476746.08   3773804.36       30.74131  (12012408)                476766.08  
3773804.36       30.05828  (12012408)          
        476786.08   3773804.36       28.91517  (12012408)                476846.08  
3773804.36       27.48080  (12110517)          
        476866.08   3773804.36       27.10796  (12110517)                476886.08  
3773804.36       26.41388  (12110517)          
        476906.08   3773804.36       25.44489  (12110517)                476926.08  
3773804.36       24.54768  (16121624)          
        476946.08   3773804.36       23.49131  (16121624)                476966.08  
3773804.36       22.51340  (12010717)          
        476986.08   3773804.36       22.49165  (12010717)                477006.08  
3773804.36       22.27744  (12010717)          
        477026.08   3773804.36       21.89041  (12010717)                477046.08  
3773804.36       21.35248  (12010717)          
        475526.08   3773824.36       12.14731  (15101007)                475546.08  
3773824.36       12.41904  (15101007)          
        475566.08   3773824.36       12.68325  (15101007)                475586.08  
3773824.36       12.92467  (15101007)          



        475606.08   3773824.36       13.18652  (13120108)                475626.08  
3773824.36       13.52151  (13120108)          
        475646.08   3773824.36       13.83942  (13120108)                475666.08  
3773824.36       14.13657  (13120108)          
        475686.08   3773824.36       14.40902  (13120108)                475706.08  
3773824.36       14.65258  (13120108)          
        475726.08   3773824.36       15.05952  (14012117)                475746.08  
3773824.36       15.49989  (14012117)          
        475766.08   3773824.36       15.94042  (14012117)                475786.08  
3773824.36       16.34721  (14012117)          
        475806.08   3773824.36       16.70708  (16020908)                475826.08  
3773824.36       17.23568  (16020908)          
        475846.08   3773824.36       17.71312  (16020908)                475866.08  
3773824.36       18.13492  (16020908)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 455
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475886.08   3773824.36       18.53434  (16020908)                475906.08  
3773824.36       18.83515  (15120508)          
        475926.08   3773824.36       19.27322  (16061906)                475946.08  
3773824.36       20.01900  (16061906)          
        475966.08   3773824.36       20.69043  (16061906)                475986.08  
3773824.36       21.25877  (16061906)          
        476006.08   3773824.36       22.08809  (12100207)                476426.08  
3773824.36       34.98839  (14012317)          
        476446.08   3773824.36       34.53102  (14012317)                476466.08  
3773824.36       34.66259  (15103021)          
        476486.08   3773824.36       34.99757  (15103021)                476506.08  
3773824.36       34.68239  (12021703)          
        476526.08   3773824.36       34.25127  (12021703)                476546.08  



3773824.36       35.04290  (12102519)          
        476566.08   3773824.36       35.26427  (12102519)                476586.08  
3773824.36       35.32754  (13103118)          
        476606.08   3773824.36       34.66720  (13103118)                476626.08  
3773824.36       33.52269  (16030807)          
        476646.08   3773824.36       32.72827  (16030807)                476666.08  
3773824.36       31.65039  (15030205)          
        476686.08   3773824.36       31.56913  (12012408)                476706.08  
3773824.36       32.36769  (12012408)          
        476726.08   3773824.36       32.55311  (12012408)                476746.08  
3773824.36       32.14591  (12012408)          
        476766.08   3773824.36       31.19841  (12012408)                476786.08  
3773824.36       29.98274  (14100220)          
        476846.08   3773824.36       28.74998  (12110517)                476866.08  
3773824.36       28.12649  (12110517)          
        476886.08   3773824.36       27.17781  (12110517)                476906.08  
3773824.36       26.14816  (16121624)          
        476926.08   3773824.36       25.08753  (16121624)                476946.08  
3773824.36       23.82914  (16121624)          
        476966.08   3773824.36       23.72356  (12010717)                476986.08  
3773824.36       23.50574  (12010717)          
        477006.08   3773824.36       23.10359  (12010717)                477026.08  
3773824.36       22.53156  (12010717)          
        477046.08   3773824.36       21.81615  (12010717)                477066.08  
3773824.36       21.43930  (14031818)          
        477086.08   3773824.36       20.96318  (14031818)                475526.08  
3773844.36       12.26359  (14100307)          
        475546.08   3773844.36       12.56600  (15101007)                475566.08  
3773844.36       12.89762  (15101007)          
        475586.08   3773844.36       13.18199  (15101007)                475606.08  
3773844.36       13.44273  (15101007)          
        475626.08   3773844.36       13.68445  (15101007)                475646.08  
3773844.36       13.98861  (13120108)          
        475666.08   3773844.36       14.34888  (13120108)                475686.08  
3773844.36       14.68917  (13120108)          
        475706.08   3773844.36       15.01961  (13120108)                475726.08  
3773844.36       15.31913  (13120108)          
        475746.08   3773844.36       15.63523  (14012117)                475766.08  
3773844.36       16.16741  (14012117)          
        475786.08   3773844.36       16.66518  (14012117)                475806.08  
3773844.36       17.09531  (14012117)          
        475826.08   3773844.36       17.47945  (14012117)                475846.08  
3773844.36       17.98225  (16020908)          
        475866.08   3773844.36       18.54241  (16020908)                475886.08  
3773844.36       19.08247  (16020908)          
        475906.08   3773844.36       19.52032  (16020908)                475926.08  
3773844.36       19.78090  (16020908)          
        475946.08   3773844.36       20.22116  (16061906)                475966.08  
3773844.36       21.05166  (16061906)          
        475986.08   3773844.36       21.79264  (16061906)                476006.08  



3773844.36       22.50249  (16061906)          
        476426.08   3773844.36       36.90634  (14012317)                476446.08  
3773844.36       36.57811  (14012317)          
        476466.08   3773844.36       36.45732  (15103021)                476486.08  
3773844.36       36.91593  (15103021)          
        476506.08   3773844.36       36.59298  (12021703)                476526.08  
3773844.36       36.16828  (12021703)          
        476546.08   3773844.36       36.98978  (12102519)                476566.08  
3773844.36       37.19270  (12102519)          
        476586.08   3773844.36       37.23821  (13103118)                476606.08  
3773844.36       36.43255  (13103118)          
        476626.08   3773844.36       35.27614  (16030807)                476646.08  
3773844.36       34.28088  (16030807)          
        476666.08   3773844.36       33.30015  (15030205)                476686.08  
3773844.36       33.65626  (12012408)          
        476706.08   3773844.36       34.29597  (12012408)                476726.08  
3773844.36       34.25497  (12012408)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 456
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476746.08   3773844.36       33.57155  (12012408)                476766.08  
3773844.36       32.31834  (12012408)          
        476786.08   3773844.36       31.27149  (14100220)                476846.08  
3773844.36       29.97633  (12110517)          
        476866.08   3773844.36       29.06889  (12110517)                476886.08  
3773844.36       27.89083  (16121624)          
        476906.08   3773844.36       26.81413  (16121624)                476926.08  
3773844.36       25.50823  (16121624)          
        476946.08   3773844.36       25.08394  (12010717)                476966.08  
3773844.36       24.86950  (12010717)          



        476986.08   3773844.36       24.43434  (12010717)                477006.08  
3773844.36       23.82517  (12010717)          
        477026.08   3773844.36       23.05435  (12010717)                477046.08  
3773844.36       22.61985  (14031818)          
        477066.08   3773844.36       22.11398  (14031818)                477086.08  
3773844.36       21.47102  (14031818)          
        477106.08   3773844.36       20.72681  (14031818)                475526.08  
3773864.36       12.36528  (14100307)          
        475546.08   3773864.36       12.67969  (14100307)                475566.08  
3773864.36       13.02000  (14100307)          
        475586.08   3773864.36       13.34490  (15101007)                475606.08  
3773864.36       13.66167  (15101007)          
        475626.08   3773864.36       13.96345  (15101007)                475646.08  
3773864.36       14.24702  (15101007)          
        475666.08   3773864.36       14.50894  (15101007)                475686.08  
3773864.36       14.87448  (13120108)          
        475706.08   3773864.36       15.31260  (13120108)                475726.08  
3773864.36       15.72084  (13120108)          
        475746.08   3773864.36       16.06104  (13120108)                475766.08  
3773864.36       16.37119  (13120108)          
        475786.08   3773864.36       16.83785  (14012117)                475806.08  
3773864.36       17.36661  (14012117)          
        475826.08   3773864.36       17.85759  (14012117)                475846.08  
3773864.36       18.32377  (14012117)          
        475866.08   3773864.36       18.87083  (16020908)                475886.08  
3773864.36       19.50218  (16020908)          
        475906.08   3773864.36       20.05694  (16020908)                475926.08  
3773864.36       20.52744  (16020908)          
        475946.08   3773864.36       20.91459  (16020908)                475966.08  
3773864.36       21.33396  (15120508)          
        475986.08   3773864.36       22.23452  (16061906)                476006.08  
3773864.36       23.13942  (16061906)          
        476026.08   3773864.36       23.91277  (16061906)                476426.08  
3773864.36       38.96709  (14012317)          
        476446.08   3773864.36       38.80267  (14012317)                476466.08  
3773864.36       38.40386  (15103021)          
        476486.08   3773864.36       39.01199  (15103021)                476506.08  
3773864.36       38.71270  (15103021)          
        476526.08   3773864.36       38.27441  (12021703)                476546.08  
3773864.36       39.12820  (12102519)          
        476566.08   3773864.36       39.35362  (13103118)                476586.08  
3773864.36       39.32508  (13103118)          
        476606.08   3773864.36       38.34616  (13103118)                476626.08  
3773864.36       37.16937  (16030807)          
        476646.08   3773864.36       35.93577  (16030807)                476666.08  
3773864.36       35.05557  (15030205)          
        476686.08   3773864.36       35.89628  (12012408)                476706.08  
3773864.36       36.33110  (12012408)          
        476726.08   3773864.36       36.01354  (12012408)                476746.08  
3773864.36       35.00452  (12012408)          



        476766.08   3773864.36       33.49668  (14100220)                476786.08  
3773864.36       32.52940  (14100220)          
        476846.08   3773864.36       31.13333  (12110517)                476866.08  
3773864.36       29.90831  (12110517)          
        476886.08   3773864.36       28.71440  (16121624)                476906.08  
3773864.36       27.35453  (16121624)          
        476926.08   3773864.36       26.55052  (12010717)                476946.08  
3773864.36       26.36996  (12010717)          
        476966.08   3773864.36       25.91877  (12010717)                476986.08  
3773864.36       25.24961  (12010717)          
        477006.08   3773864.36       24.41678  (12010717)                477026.08  
3773864.36       23.91630  (14031818)          
        477046.08   3773864.36       23.35597  (14031818)                477066.08  
3773864.36       22.65885  (14031818)          
        477086.08   3773864.36       21.84925  (14031818)                477106.08  
3773864.36       20.94729  (14031818)          
        475526.08   3773884.36       12.41235  (14100307)                475546.08  
3773884.36       12.78055  (14100307)          
        475566.08   3773884.36       13.13908  (14100307)                475586.08  
3773884.36       13.47463  (14100307)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 457
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475606.08   3773884.36       13.79641  (14100307)                475626.08  
3773884.36       14.14981  (15101007)          
        475646.08   3773884.36       14.49687  (15101007)                475666.08  
3773884.36       14.82698  (15101007)          
        475686.08   3773884.36       15.13637  (15101007)                475706.08  
3773884.36       15.46969  (13121708)          
        475726.08   3773884.36       15.95971  (13120108)                475746.08  



3773884.36       16.38410  (13120108)          
        475766.08   3773884.36       16.78060  (13120108)                475786.08  
3773884.36       17.14302  (13120108)          
        475806.08   3773884.36       17.50929  (14012117)                475826.08  
3773884.36       18.14197  (14012117)          
        475846.08   3773884.36       18.74233  (14012117)                475866.08  
3773884.36       19.28904  (14012117)          
        475886.08   3773884.36       19.75432  (14012117)                475906.08  
3773884.36       20.43542  (16020908)          
        475926.08   3773884.36       21.06409  (16020908)                475946.08  
3773884.36       21.61449  (16020908)          
        475966.08   3773884.36       22.09153  (16020908)                475986.08  
3773884.36       22.59097  (15120508)          
        476006.08   3773884.36       23.56136  (16061906)                476026.08  
3773884.36       24.51045  (16061906)          
        476046.08   3773884.36       25.29825  (16061906)                476426.08  
3773884.36       41.10633  (14012317)          
        476446.08   3773884.36       41.22394  (14012317)                476466.08  
3773884.36       40.53209  (14030720)          
        476486.08   3773884.36       41.30909  (15103021)                476506.08  
3773884.36       41.08116  (15103021)          
        476526.08   3773884.36       40.59704  (12021703)                476546.08  
3773884.36       41.48586  (12102519)          
        476566.08   3773884.36       41.73501  (13103118)                476586.08  
3773884.36       41.61130  (13103118)          
        476606.08   3773884.36       40.42493  (13103118)                476626.08  
3773884.36       39.19956  (16030807)          
        476646.08   3773884.36       37.70727  (16030807)                476666.08  
3773884.36       37.26877  (12012408)          
        476686.08   3773884.36       38.30752  (12012408)                476706.08  
3773884.36       38.48137  (12012408)          
        476726.08   3773884.36       37.82384  (12012408)                476746.08  
3773884.36       36.42656  (12012408)          
        476766.08   3773884.36       35.07153  (14100220)                476786.08  
3773884.36       34.34560  (12110517)          
        476846.08   3773884.36       32.20246  (12110517)                476866.08  
3773884.36       30.81400  (16121624)          
        476886.08   3773884.36       29.40511  (16121624)                476906.08  
3773884.36       28.16283  (12010717)          
        476926.08   3773884.36       28.00632  (12010717)                476946.08  
3773884.36       27.56079  (12010717)          
        476966.08   3773884.36       26.85744  (12010717)                476986.08  
3773884.36       25.94217  (12010717)          
        477006.08   3773884.36       25.34888  (14031818)                477026.08  
3773884.36       24.72230  (14031818)          
        477046.08   3773884.36       23.94724  (14031818)                477066.08  
3773884.36       23.05012  (14031818)          
        477086.08   3773884.36       22.05933  (14031818)                477106.08  
3773884.36       20.99426  (14031818)          
        475526.08   3773904.36       12.48898  (14051306)                475546.08  



3773904.36       12.78546  (14100307)          
        475566.08   3773904.36       13.16879  (14100307)                475586.08  
3773904.36       13.54886  (14100307)          
        475606.08   3773904.36       13.92335  (14100307)                475626.08  
3773904.36       14.28965  (14100307)          
        475646.08   3773904.36       14.64488  (14100307)                475666.08  
3773904.36       15.04609  (15101007)          
        475686.08   3773904.36       15.44279  (15101007)                475706.08  
3773904.36       15.84500  (15101007)          
        475726.08   3773904.36       16.21575  (15101007)                475746.08  
3773904.36       16.58135  (13120108)          
        475766.08   3773904.36       17.06748  (13120108)                475786.08  
3773904.36       17.53413  (13120108)          
        475806.08   3773904.36       17.98137  (13120108)                475826.08  
3773904.36       18.42224  (13120108)          
        475846.08   3773904.36       18.99928  (14012117)                475866.08  
3773904.36       19.64418  (14012117)          
        475886.08   3773904.36       20.24181  (14012117)                475906.08  
3773904.36       20.77954  (14012117)          
        475926.08   3773904.36       21.43333  (16020908)                475946.08  
3773904.36       22.15006  (16020908)          
        475966.08   3773904.36       22.82144  (16020908)                475986.08  
3773904.36       23.47337  (16020908)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 458
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476006.08   3773904.36       23.94810  (15120508)                476026.08  
3773904.36       24.91055  (16061906)          
        476046.08   3773904.36       25.93935  (16061906)                476066.08  
3773904.36       26.81816  (16061906)          



        476426.08   3773904.36       43.45797  (14012317)                476446.08  
3773904.36       43.86331  (14012317)          
        476466.08   3773904.36       43.00043  (14012317)                476486.08  
3773904.36       43.83459  (15103021)          
        476506.08   3773904.36       43.69981  (15103021)                476526.08  
3773904.36       43.16892  (12021703)          
        476546.08   3773904.36       44.09589  (12102519)                476566.08  
3773904.36       44.36720  (13103118)          
        476586.08   3773904.36       44.12399  (13103118)                476606.08  
3773904.36       42.68802  (13103118)          
        476626.08   3773904.36       41.40013  (16030807)                476646.08  
3773904.36       39.76545  (15030205)          
        476666.08   3773904.36       40.02603  (12012408)                476686.08  
3773904.36       40.84315  (12012408)          
        476706.08   3773904.36       40.68912  (12012408)                476726.08  
3773904.36       39.65964  (12012408)          
        476746.08   3773904.36       37.81416  (12012408)                476766.08  
3773904.36       36.62037  (14100220)          
        476786.08   3773904.36       36.46069  (12110517)                476798.66  
3773910.67       36.75389  (12110517)          
        476846.08   3773904.36       33.16072  (16121624)                476866.08  
3773904.36       31.69013  (16121624)          
        476886.08   3773904.36       30.09593  (16123116)                476906.08  
3773904.36       29.96904  (16123116)          
        476926.08   3773904.36       29.36259  (12010717)                476946.08  
3773904.36       28.61833  (12010717)          
        476966.08   3773904.36       27.63443  (12010717)                476986.08  
3773904.36       26.96057  (14031818)          
        477006.08   3773904.36       26.23678  (14031818)                477026.08  
3773904.36       25.36593  (14031818)          
        477046.08   3773904.36       24.36612  (14031818)                477066.08  
3773904.36       23.26500  (14031818)          
        477086.08   3773904.36       22.10999  (15122319)                477106.08  
3773904.36       21.59320  (16032319)          
        475526.08   3773924.36       12.68487  (14051306)                475546.08  
3773924.36       12.99184  (14051306)          
        475566.08   3773924.36       13.25870  (14051306)                475586.08  
3773924.36       13.52760  (14100307)          
        475606.08   3773924.36       13.95128  (14100307)                475626.08  
3773924.36       14.37188  (14100307)          
        475646.08   3773924.36       14.78673  (14100307)                475666.08  
3773924.36       15.21188  (14100307)          
        475686.08   3773924.36       15.66658  (14100307)                475706.08  
3773924.36       16.12007  (15101007)          
        475726.08   3773924.36       16.54888  (15101007)                475746.08  
3773924.36       16.95314  (15101007)          
        475766.08   3773924.36       17.33002  (15101007)                475786.08  
3773924.36       17.80094  (13120108)          
        475806.08   3773924.36       18.40796  (13120108)                475826.08  
3773924.36       18.93047  (13120108)          



        475846.08   3773924.36       19.39915  (13120108)                475866.08  
3773924.36       19.83080  (14012117)          
        475886.08   3773924.36       20.56560  (14012117)                475906.08  
3773924.36       21.25409  (14012117)          
        475926.08   3773924.36       21.88197  (14012117)                475946.08  
3773924.36       22.50634  (16020908)          
        475966.08   3773924.36       23.36326  (16020908)                475986.08  
3773924.36       24.22166  (16020908)          
        476006.08   3773924.36       24.87713  (16020908)                476026.08  
3773924.36       25.37869  (16020908)          
        476046.08   3773924.36       26.36572  (16061906)                476066.08  
3773924.36       27.51613  (16061906)          
        476086.08   3773924.36       28.50089  (16061906)                476426.08  
3773924.36       46.10561  (14012317)          
        476446.08   3773924.36       46.74438  (14012317)                476466.08  
3773924.36       46.05630  (14012317)          
        476486.08   3773924.36       46.62062  (15103021)                476506.08  
3773924.36       46.60703  (15103021)          
        476526.08   3773924.36       46.02946  (12021703)                476546.08  
3773924.36       46.99814  (12102519)          
        476566.08   3773924.36       47.28866  (13103118)                476586.08  
3773924.36       46.89501  (13103118)          
        476606.08   3773924.36       45.15718  (13103118)                476626.08  
3773924.36       43.79721  (16030807)          
        476646.08   3773924.36       42.22462  (15030205)                476666.08  
3773924.36       43.05033  (12012408)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 459
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476686.08   3773924.36       43.57217  (12012408)                476706.08  



3773924.36       43.00839  (12012408)          
        476726.08   3773924.36       41.49815  (12012408)                476746.08  
3773924.36       39.73519  (14100220)          
        476766.08   3773924.36       38.91397  (12110517)                476786.08  
3773924.36       38.56813  (12110517)          
        476846.08   3773924.36       34.26821  (16121624)                476866.08  
3773924.36       32.56988  (16123116)          
        476886.08   3773924.36       32.63389  (16123116)                476906.08  
3773924.36       31.60135  (16123116)          
        476926.08   3773924.36       30.57439  (12010717)                476946.08  
3773924.36       29.50094  (12010717)          
        476966.08   3773924.36       28.73168  (14031818)                476986.08  
3773924.36       27.94053  (14031818)          
        477006.08   3773924.36       26.94003  (14031818)                477026.08  
3773924.36       25.81510  (14031818)          
        477046.08   3773924.36       24.58626  (14031818)                477066.08  
3773924.36       23.40754  (15122319)          
        477086.08   3773924.36       22.90628  (16032319)                477106.08  
3773924.36       22.40404  (16032319)          
        475526.08   3773944.36       12.79738  (14051306)                475546.08  
3773944.36       13.14845  (14051306)          
        475566.08   3773944.36       13.46244  (14051306)                475586.08  
3773944.36       13.77100  (14051306)          
        475606.08   3773944.36       14.07218  (14051306)                475626.08  
3773944.36       14.36379  (14051306)          
        475646.08   3773944.36       14.81666  (14100307)                475666.08  
3773944.36       15.30461  (14100307)          
        475686.08   3773944.36       15.83333  (14100307)                475706.08  
3773944.36       16.30217  (14100307)          
        475726.08   3773944.36       16.75015  (15101007)                475746.08  
3773944.36       17.24292  (15101007)          
        475766.08   3773944.36       17.71624  (15101007)                475786.08  
3773944.36       18.18669  (15101007)          
        475806.08   3773944.36       18.67572  (15101007)                475826.08  
3773944.36       19.25400  (13120108)          
        475846.08   3773944.36       19.84289  (13120108)                475866.08  
3773944.36       20.39302  (13120108)          
        475886.08   3773944.36       20.94137  (13120108)                475906.08  
3773944.36       21.62193  (14012117)          
        475926.08   3773944.36       22.41991  (14012117)                475946.08  
3773944.36       23.15754  (14012117)          
        475966.08   3773944.36       23.82888  (14012117)                475986.08  
3773944.36       24.78234  (16020908)          
        476006.08   3773944.36       25.65130  (16020908)                476026.08  
3773944.36       26.39557  (16020908)          
        476046.08   3773944.36       26.99572  (16020908)                476066.08  
3773944.36       27.97087  (16061906)          
        476086.08   3773944.36       29.26328  (16061906)                476106.08  
3773944.36       30.37221  (16061906)          
        476126.08   3773944.36       31.64242  (12100207)                476426.08  



3773944.36       48.85426  (14012317)          
        476446.08   3773944.36       49.89298  (14012317)                476466.08  
3773944.36       49.44150  (14012317)          
        476486.08   3773944.36       49.70511  (15103021)                476506.08  
3773944.36       49.80252  (15103021)          
        476526.08   3773944.36       49.07258  (12021703)                476546.08  
3773944.36       50.17033  (12102519)          
        476566.08   3773944.36       50.54578  (13103118)                476586.08  
3773944.36       49.96203  (13103118)          
        476606.08   3773944.36       47.89046  (16030807)                476626.08  
3773944.36       46.39642  (16030807)          
        476646.08   3773944.36       44.91777  (12012408)                476666.08  
3773944.36       46.33021  (12012408)          
        476686.08   3773944.36       46.49077  (12012408)                476706.08  
3773944.36       45.42837  (12012408)          
        476726.08   3773944.36       43.30473  (12012408)                476746.08  
3773944.36       41.67712  (14100220)          
        476766.08   3773944.36       41.47603  (12110517)                476786.08  
3773944.36       40.62225  (12110517)          
        476846.08   3773944.36       35.23753  (16123116)                476866.08  
3773944.36       35.63601  (16123116)          
        476886.08   3773944.36       34.65686  (16123116)                476906.08  
3773944.36       32.76755  (12010717)          
        476926.08   3773944.36       31.59206  (12010717)                476946.08  
3773944.36       30.70307  (14031818)          
        476966.08   3773944.36       29.81886  (14031818)                476986.08  
3773944.36       28.71810  (14031818)          
        477006.08   3773944.36       27.44613  (14031818)                477026.08  
3773944.36       26.05171  (14031818)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 460
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)



 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477046.08   3773944.36       24.83299  (15122319)                477066.08  
3773944.36       24.33888  (16032319)          
        477086.08   3773944.36       23.74720  (16032319)                477106.08  
3773944.36       23.05763  (16032319)          
        475526.08   3773964.36       12.86292  (13100607)                475546.08  
3773964.36       13.21793  (13100607)          
        475566.08   3773964.36       13.57181  (14051306)                475586.08  
3773964.36       13.92879  (14051306)          
        475606.08   3773964.36       14.28267  (14051306)                475626.08  
3773964.36       14.63144  (14051306)          
        475646.08   3773964.36       14.98709  (14051306)                475666.08  
3773964.36       15.34559  (14051306)          
        475686.08   3773964.36       15.86945  (14100307)                475706.08  
3773964.36       16.40615  (14100307)          
        475726.08   3773964.36       16.92853  (14100307)                475746.08  
3773964.36       17.44100  (14100307)          
        475766.08   3773964.36       17.96771  (15101007)                475786.08  
3773964.36       18.54851  (15101007)          
        475806.08   3773964.36       19.13320  (15101007)                475826.08  
3773964.36       19.64767  (15101007)          
        475846.08   3773964.36       20.11526  (15101007)                475866.08  
3773964.36       20.79704  (13120108)          
        475886.08   3773964.36       21.52463  (13120108)                475906.08  
3773964.36       22.19673  (13120108)          
        475926.08   3773964.36       22.74440  (13120108)                475946.08  
3773964.36       23.64324  (14012117)          
        475966.08   3773964.36       24.50716  (14012117)                475986.08  
3773964.36       25.29173  (14012117)          
        476006.08   3773964.36       26.19530  (16020908)                476026.08  
3773964.36       27.19228  (16020908)          
        476046.08   3773964.36       28.06695  (16020908)                476066.08  
3773964.36       28.78550  (16020908)          
        476086.08   3773964.36       29.74854  (16061906)                476106.08  
3773964.36       31.20790  (16061906)          
        476126.08   3773964.36       32.46337  (16061906)                476146.08  
3773964.36       33.87627  (12100207)          
        476406.08   3773964.36       51.74675  (13041207)                476426.08  
3773964.36       51.78451  (14012317)          
        476446.08   3773964.36       53.33691  (14012317)                476466.08  
3773964.36       53.20251  (14012317)          
        476486.08   3773964.36       53.13304  (15103021)                476506.08  
3773964.36       53.39488  (15103021)          
        476526.08   3773964.36       52.50519  (12021703)                476546.08  
3773964.36       53.69737  (12102519)          
        476566.08   3773964.36       54.13196  (13103118)                476586.08  
3773964.36       53.36133  (13103118)          
        476606.08   3773964.36       51.16467  (16030807)                476626.08  
3773964.36       49.21590  (16030807)          



        476646.08   3773964.36       48.78744  (12012408)                476666.08  
3773964.36       49.87812  (12012408)          
        476686.08   3773964.36       49.55464  (12012408)                476706.08  
3773964.36       47.84410  (12012408)          
        476726.08   3773964.36       45.56856  (14100220)                476746.08  
3773964.36       44.61181  (12110517)          
        476766.08   3773964.36       44.02552  (12110517)                476786.08  
3773964.36       42.56495  (12110517)          
        476846.08   3773964.36       38.96804  (16123116)                476866.08  
3773964.36       38.14899  (16123116)          
        476886.08   3773964.36       35.95691  (16123116)                476906.08  
3773964.36       33.94787  (12010717)          
        476926.08   3773964.36       32.91794  (14031818)                476946.08  
3773964.36       31.91461  (14031818)          
        476966.08   3773964.36       30.66965  (14031818)                476986.08  
3773964.36       29.24215  (14031818)          
        477006.08   3773964.36       27.68639  (14031818)                477026.08  
3773964.36       26.52401  (16032319)          
        477046.08   3773964.36       25.92459  (16032319)                477066.08  
3773964.36       25.20905  (16032319)          
        477086.08   3773964.36       24.40053  (16032319)                477106.08  
3773964.36       23.51670  (16032319)          
        475526.08   3773984.36       12.91310  (16020608)                475546.08  
3773984.36       13.27776  (13100607)          
        475566.08   3773984.36       13.64220  (13100607)                475586.08  
3773984.36       14.00685  (13100607)          
        475606.08   3773984.36       14.38611  (14051306)                475626.08  
3773984.36       14.78893  (14051306)          
        475646.08   3773984.36       15.23834  (14051306)                475666.08  
3773984.36       15.67921  (14051306)          
        475686.08   3773984.36       16.07669  (14051306)                475706.08  
3773984.36       16.46148  (14051306)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 461
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475726.08   3773984.36       16.96428  (14100307)                475746.08  
3773984.36       17.55771  (14100307)          
        475766.08   3773984.36       18.20623  (14100307)                475786.08  
3773984.36       18.83982  (14100307)          
        475806.08   3773984.36       19.42271  (15101007)                475826.08  
3773984.36       20.04958  (15101007)          
        475846.08   3773984.36       20.64978  (15101007)                475866.08  
3773984.36       21.21557  (15101007)          
        475886.08   3773984.36       21.87872  (13120108)                475906.08  
3773984.36       22.71399  (13120108)          
        475926.08   3773984.36       23.43867  (13120108)                475946.08  
3773984.36       24.10398  (13120108)          
        475966.08   3773984.36       24.89602  (14012117)                475986.08  
3773984.36       25.90325  (14012117)          
        476006.08   3773984.36       26.83152  (14012117)                476026.08  
3773984.36       27.72364  (16020908)          
        476046.08   3773984.36       28.88251  (16020908)                476066.08  
3773984.36       29.91280  (16020908)          
        476086.08   3773984.36       30.77433  (16020908)                476106.08  
3773984.36       31.72581  (16061906)          
        476126.08   3773984.36       33.38288  (16061906)                476146.08  
3773984.36       34.81266  (16061906)          
        476166.08   3773984.36       36.39352  (12100207)                476406.08  
3773984.36       58.77749  (13041207)          
        476426.08   3773984.36       54.90859  (14012317)                476446.08  
3773984.36       57.10540  (14012317)          
        476466.08   3773984.36       57.39332  (14012317)                476486.08  
3773984.36       56.95799  (15103021)          
        476506.08   3773984.36       57.47425  (15103021)                476526.08  
3773984.36       56.51685  (12021703)          
        476546.08   3773984.36       57.62957  (12102519)                476566.08  
3773984.36       58.01785  (13103118)          
        476586.08   3773984.36       57.13196  (13103118)                476606.08  
3773984.36       54.78862  (16030807)          
        476626.08   3773984.36       52.27380  (16030807)                476646.08  
3773984.36       53.05924  (12012408)          
        476666.08   3773984.36       53.70120  (12012408)                476686.08  
3773984.36       52.73883  (12012408)          
        476706.08   3773984.36       50.26497  (12012408)                476726.08  
3773984.36       48.05665  (14100220)          
        476746.08   3773984.36       47.77231  (12110517)                476775.68  
3773975.63       44.64485  (12110517)          
        476793.06   3773974.32       42.66586  (12110517)                476846.08  
3773984.36       41.88975  (16123116)          
        476866.08   3773984.36       39.84593  (16123116)                476886.08  



3773984.36       36.61817  (12010717)          
        476906.08   3773984.36       35.42112  (14031818)                476926.08  
3773984.36       34.27544  (14031818)          
        476946.08   3773984.36       32.85499  (14031818)                476966.08  
3773984.36       31.23120  (14031818)          
        476986.08   3773984.36       29.46900  (14031818)                477006.08  
3773984.36       28.41325  (16032319)          
        477026.08   3773984.36       27.69694  (16032319)                477046.08  
3773984.36       26.84060  (16032319)          
        477066.08   3773984.36       25.86426  (16032319)                477086.08  
3773984.36       24.83190  (16032319)          
        477106.08   3773984.36       23.96156  (13010720)                475526.08  
3774004.36       13.04118  (16020608)          
        475546.08   3774004.36       13.38839  (16020608)                475566.08  
3774004.36       13.72234  (16020608)          
        475586.08   3774004.36       14.05608  (16020608)                475606.08  
3774004.36       14.46171  (13100607)          
        475626.08   3774004.36       14.87501  (13100607)                475646.08  
3774004.36       15.33793  (13100607)          
        475666.08   3774004.36       15.84101  (14051306)                475686.08  
3774004.36       16.30199  (14051306)          
        475706.08   3774004.36       16.75956  (14051306)                475726.08  
3774004.36       17.21067  (14051306)          
        475746.08   3774004.36       17.65185  (14051306)                475766.08  
3774004.36       18.24881  (14100307)          
        475786.08   3774004.36       18.97977  (14100307)                475806.08  
3774004.36       19.65349  (14100307)          
        475826.08   3774004.36       20.31643  (14100307)                475846.08  
3774004.36       20.98337  (15101007)          
        475866.08   3774004.36       21.69177  (15101007)                475886.08  
3774004.36       22.44472  (15101007)          
        475906.08   3774004.36       23.14991  (15101007)                475926.08  
3774004.36       23.90105  (13120108)          
        475946.08   3774004.36       24.76070  (13120108)                475966.08  
3774004.36       25.56411  (13120108)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 462
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475986.08   3774004.36       26.29244  (13120108)                476006.08  
3774004.36       27.41012  (14012117)          
        476026.08   3774004.36       28.50819  (14012117)                476046.08  
3774004.36       29.49908  (14012117)          
        476066.08   3774004.36       30.82966  (16020908)                476086.08  
3774004.36       32.12768  (16020908)          
        476106.08   3774004.36       33.17455  (16020908)                476126.08  
3774004.36       34.09558  (16061906)          
        476146.08   3774004.36       36.00343  (16061906)                476166.08  
3774004.36       37.65683  (16061906)          
        476186.08   3774004.36       39.53510  (12100207)                476366.08  
3774004.36       64.67018  (13041207)          
        476386.08   3774004.36       67.59065  (13041207)                476406.08  
3774004.36       66.59902  (13041207)          
        476426.08   3774004.36       61.61509  (13041207)                476446.08  
3774004.36       61.22792  (14012317)          
        476466.08   3774004.36       62.07639  (14012317)                476486.08  
3774004.36       61.24397  (15103021)          
        476506.08   3774004.36       62.09511  (15103021)                476526.08  
3774004.36       61.07582  (12021703)          
        476546.08   3774004.36       62.22863  (12102519)                476566.08  
3774004.36       62.53188  (13103118)          
        476586.08   3774004.36       61.15271  (13103118)                476606.08  
3774004.36       58.71028  (16030807)          
        476626.08   3774004.36       56.22549  (15030205)                476646.08  
3774004.36       57.76904  (12012408)          
        476666.08   3774004.36       57.79763  (12012408)                476686.08  
3774004.36       55.98852  (12012408)          
        476706.08   3774004.36       53.05269  (14100220)                476726.08  
3774004.36       51.89651  (12110517)          
        476746.08   3774004.36       50.93063  (12110517)                476766.08  
3774004.36       48.82176  (12110517)          
        476786.08   3774004.36       46.07275  (16121624)                476846.08  
3774004.36       44.06117  (16123116)          
        476866.08   3774004.36       40.47640  (16123116)                476886.08  
3774004.36       38.26868  (14031818)          
        476906.08   3774004.36       36.95132  (14031818)                476926.08  
3774004.36       35.31960  (14031818)          
        476946.08   3774004.36       33.46075  (14031818)                476966.08  
3774004.36       31.45304  (14031818)          
        476986.08   3774004.36       30.50481  (16032319)                477006.08  
3774004.36       29.63095  (16032319)          



        477026.08   3774004.36       28.61455  (16032319)                477046.08  
3774004.36       27.48389  (16032319)          
        477066.08   3774004.36       26.29409  (13010720)                477086.08  
3774004.36       25.45269  (16102720)          
        477106.08   3774004.36       24.83549  (16102720)                475526.08  
3774024.36       13.07565  (15112106)          
        475546.08   3774024.36       13.43559  (16020608)                475566.08  
3774024.36       13.81001  (16020608)          
        475586.08   3774024.36       14.18823  (16020608)                475606.08  
3774024.36       14.56914  (16020608)          
        475626.08   3774024.36       14.95142  (16020608)                475646.08  
3774024.36       15.41368  (13100607)          
        475666.08   3774024.36       15.93017  (13100607)                475686.08  
3774024.36       16.40772  (13100607)          
        475706.08   3774024.36       16.91157  (14051306)                475726.08  
3774024.36       17.43884  (14051306)          
        475746.08   3774024.36       17.96415  (14051306)                475766.08  
3774024.36       18.55137  (14051306)          
        475786.08   3774024.36       19.12288  (14051306)                475806.08  
3774024.36       19.69606  (14100307)          
        475826.08   3774024.36       20.46868  (14100307)                475846.08  
3774024.36       21.24620  (14100307)          
        475866.08   3774024.36       22.03041  (14100307)                475886.08  
3774024.36       22.86400  (15101007)          
        475906.08   3774024.36       23.72475  (15101007)                475926.08  
3774024.36       24.50708  (15101007)          
        475946.08   3774024.36       25.24076  (15101007)                475966.08  
3774024.36       26.16509  (13120108)          
        475986.08   3774024.36       27.13065  (13120108)                476006.08  
3774024.36       28.02421  (13120108)          
        476026.08   3774024.36       29.04933  (14012117)                476046.08  
3774024.36       30.38718  (14012117)          
        476066.08   3774024.36       31.68389  (14012117)                476086.08  
3774024.36       33.08019  (16020908)          
        476106.08   3774024.36       34.54625  (16020908)                476126.08  
3774024.36       35.81737  (16020908)          
        476146.08   3774024.36       36.82890  (16020908)                476166.08  
3774024.36       38.92114  (16061906)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476186.08   3774024.36       40.84225  (16061906)                476206.08  
3774024.36       42.90890  (12100207)          
        476226.08   3774024.36       44.58244  (12100207)                476366.08  
3774024.36       69.07079  (13041207)          
        476386.08   3774024.36       74.32219  (13041207)                476406.08  
3774024.36       75.23016  (13041207)          
        476426.08   3774024.36       71.27090  (13041207)                476446.08  
3774024.36       65.73202  (14012317)          
        476466.08   3774024.36       67.32361  (14012317)                476486.08  
3774024.36       66.13699  (14012317)          
        476506.08   3774024.36       67.36222  (15103021)                476526.08  
3774024.36       66.29321  (12021703)          
        476546.08   3774024.36       67.51140  (12102519)                476566.08  
3774024.36       67.71553  (13103118)          
        476586.08   3774024.36       65.69164  (13103118)                476606.08  
3774024.36       63.08467  (16030807)          
        476626.08   3774024.36       61.39969  (12012408)                476646.08  
3774024.36       62.94880  (12012408)          
        476666.08   3774024.36       62.15130  (12012408)                476686.08  
3774024.36       59.28474  (12012408)          
        476706.08   3774024.36       56.29399  (12110517)                476726.08  
3774024.36       55.82735  (12110517)          
        476746.08   3774024.36       53.89765  (12110517)                476766.08  
3774024.36       50.81095  (12110517)          
        476786.08   3774024.36       50.96927  (16123116)                476846.08  
3774024.36       44.92954  (16123116)          
        476866.08   3774024.36       41.53162  (14031818)                476886.08  
3774024.36       40.00504  (14031818)          
        476906.08   3774024.36       38.11647  (14031818)                476926.08  
3774024.36       35.97353  (14031818)          
        476946.08   3774024.36       33.71875  (16032319)                476966.08  
3774024.36       32.84782  (16032319)          
        476986.08   3774024.36       31.77895  (16032319)                477006.08  
3774024.36       30.55981  (16032319)          
        477026.08   3774024.36       29.23291  (16032319)                477046.08  
3774024.36       28.05434  (13010720)          
        477066.08   3774024.36       27.24239  (16102720)                477086.08  
3774024.36       26.46364  (16102720)          
        477106.08   3774024.36       25.61733  (16102720)                475526.08  



3774044.36       13.21213  (13021518)          
        475546.08   3774044.36       13.52766  (13021518)                475566.08  
3774044.36       13.84569  (13021518)          
        475586.08   3774044.36       14.21416  (15112106)                475606.08  
3774044.36       14.63238  (16020608)          
        475626.08   3774044.36       15.06342  (16020608)                475646.08  
3774044.36       15.55682  (16020608)          
        475666.08   3774044.36       16.04869  (16020608)                475686.08  
3774044.36       16.49589  (16020608)          
        475706.08   3774044.36       17.00549  (13100607)                475726.08  
3774044.36       17.55409  (13100607)          
        475746.08   3774044.36       18.10706  (14051306)                475766.08  
3774044.36       18.78259  (14051306)          
        475786.08   3774044.36       19.45270  (14051306)                475806.08  
3774044.36       20.06357  (14051306)          
        475826.08   3774044.36       20.66609  (14051306)                475846.08  
3774044.36       21.31186  (14100307)          
        475866.08   3774044.36       22.29323  (14100307)                475886.08  
3774044.36       23.20912  (14100307)          
        475906.08   3774044.36       24.09774  (14100307)                475926.08  
3774044.36       24.99434  (15101007)          
        475946.08   3774044.36       25.93452  (15101007)                475966.08  
3774044.36       26.83329  (15101007)          
        475986.08   3774044.36       27.67294  (15101007)                476006.08  
3774044.36       28.80851  (13120108)          
        476026.08   3774044.36       29.94828  (13120108)                476046.08  
3774044.36       31.10308  (13120108)          
        476066.08   3774044.36       32.56155  (14012117)                476086.08  
3774044.36       34.02422  (14012117)          
        476106.08   3774044.36       35.38768  (16020908)                476126.08  
3774044.36       37.13315  (16020908)          
        476146.08   3774044.36       38.67187  (16020908)                476166.08  
3774044.36       39.92449  (16020908)          
        476186.08   3774044.36       42.12306  (16061906)                476206.08  
3774044.36       44.36124  (16061906)          
        476226.08   3774044.36       46.72776  (12100207)                476246.08  
3774044.36       48.63780  (12100207)          
        476266.08   3774044.36       50.01545  (16092407)                476286.08  
3774044.36       51.42671  (15103024)          
        476366.08   3774044.36       72.89162  (13041207)                476386.08  
3774044.36       81.07132  (13041207)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   



VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476406.08   3774044.36       84.60729  (13041207)                476426.08  
3774044.36       82.33609  (13041207)          
        476446.08   3774044.36       74.19719  (13041207)                476466.08  
3774044.36       73.21667  (14012317)          
        476486.08   3774044.36       72.53866  (14012317)                476506.08  
3774044.36       73.40734  (15103021)          
        476526.08   3774044.36       72.31090  (12021703)                476546.08  
3774044.36       73.60274  (12102519)          
        476566.08   3774044.36       73.71035  (13103118)                476586.08  
3774044.36       71.02106  (13103118)          
        476606.08   3774044.36       68.03498  (16030807)                476626.08  
3774044.36       67.80304  (12012408)          
        476646.08   3774044.36       68.62102  (12012408)                476666.08  
3774044.36       66.72399  (12012408)          
        476686.08   3774044.36       62.82360  (14100220)                476706.08  
3774044.36       61.34641  (12110517)          
        476726.08   3774044.36       59.76694  (12110517)                476746.08  
3774044.36       56.65919  (12110517)          
        476766.08   3774044.36       56.50439  (16123116)                476786.08  
3774044.36       56.87439  (16123116)          
        476846.08   3774044.36       45.36159  (14031818)                476866.08  
3774044.36       43.51653  (14031818)          
        476886.08   3774044.36       41.31223  (14031818)                476906.08  
3774044.36       38.82246  (14031818)          
        476926.08   3774044.36       36.57994  (16032319)                476946.08  
3774044.36       35.48457  (16032319)          
        476966.08   3774044.36       34.17488  (16032319)                476986.08  
3774044.36       32.70902  (16032319)          
        477006.08   3774044.36       31.14787  (13010720)                477026.08  
3774044.36       30.09706  (16102720)          
        477046.08   3774044.36       29.22003  (16102720)                477066.08  
3774044.36       28.22740  (16102720)          
        477086.08   3774044.36       27.19240  (16102720)                477106.08  
3774044.36       26.14931  (16052720)          
        475526.08   3774064.36       13.35853  (16020920)                475546.08  
3774064.36       13.68345  (16020920)          



        475566.08   3774064.36       14.01250  (16020920)                475586.08  
3774064.36       14.37113  (13021518)          
        475606.08   3774064.36       14.75170  (13021518)                475626.08  
3774064.36       15.16487  (13021518)          
        475646.08   3774064.36       15.62198  (15112106)                475666.08  
3774064.36       16.13465  (16020608)          
        475686.08   3774064.36       16.64187  (16020608)                475706.08  
3774064.36       17.15589  (16020608)          
        475726.08   3774064.36       17.67491  (16020608)                475746.08  
3774064.36       18.20275  (13100607)          
        475766.08   3774064.36       18.90285  (13100607)                475786.08  
3774064.36       19.60320  (13100607)          
        475806.08   3774064.36       20.29423  (14051306)                475826.08  
3774064.36       21.00906  (14051306)          
        475846.08   3774064.36       21.75514  (14051306)                475866.08  
3774064.36       22.56792  (14051306)          
        475886.08   3774064.36       23.28944  (14051306)                475906.08  
3774064.36       24.30170  (14100307)          
        475926.08   3774064.36       25.34065  (14100307)                475946.08  
3774064.36       26.36932  (14100307)          
        475966.08   3774064.36       27.42752  (15101007)                475986.08  
3774064.36       28.51935  (15101007)          
        476006.08   3774064.36       29.56124  (15101007)                476026.08  
3774064.36       30.65520  (13120108)          
        476046.08   3774064.36       32.16020  (13120108)                476066.08  
3774064.36       33.44856  (13120108)          
        476086.08   3774064.36       34.77882  (14012117)                476106.08  
3774064.36       36.53449  (14012117)          
        476126.08   3774064.36       38.14140  (14012117)                476146.08  
3774064.36       40.03722  (16020908)          
        476166.08   3774064.36       41.90866  (16020908)                476186.08  
3774064.36       43.46601  (16020908)          
        476206.08   3774064.36       45.79851  (16061906)                476226.08  
3774064.36       48.42994  (16061906)          
        476246.08   3774064.36       51.16505  (12100207)                476266.08  
3774064.36       53.36304  (12100207)          
        476286.08   3774064.36       54.96397  (16092407)                476306.08  
3774064.36       56.78650  (15103024)          
        476326.08   3774064.36       58.68743  (15103024)                476346.08  
3774064.36       61.90265  (13041207)          
        476366.08   3774064.36       75.75623  (13041207)                476386.08  
3774064.36       87.41150  (13041207)          
        476406.08   3774064.36       94.42401  (13041207)                476426.08  
3774064.36       94.85320  (13041207)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476446.08   3774064.36       87.85709  (13041207)                476466.08  
3774064.36       80.20711  (15022217)          
        476486.08   3774064.36       79.91431  (14012317)                476506.08  
3774064.36       80.39795  (15103021)          
        476526.08   3774064.36       79.31265  (12021703)                476546.08  
3774064.36       80.68816  (12102519)          
        476566.08   3774064.36       80.63605  (13103118)                476586.08  
3774064.36       77.06639  (13103118)          
        476606.08   3774064.36       73.55358  (16030807)                476626.08  
3774064.36       75.02890  (12012408)          
        476646.08   3774064.36       74.78959  (12012408)                476666.08  
3774064.36       71.44418  (12012408)          
        476686.08   3774064.36       67.45346  (12110517)                476706.08  
3774064.36       66.49868  (12110517)          
        476726.08   3774064.36       63.50845  (12110517)                476746.08  
3774064.36       62.84846  (16123116)          
        476766.08   3774064.36       64.00690  (16123116)                476786.08  
3774064.36       61.61118  (16123116)          
        476846.08   3774064.36       47.65696  (14031818)                476866.08  
3774064.36       44.99170  (14031818)          
        476886.08   3774064.36       42.07368  (14031818)                476906.08  
3774064.36       39.84579  (16032319)          
        476926.08   3774064.36       38.46644  (16032319)                476946.08  
3774064.36       36.85724  (16032319)          
        476966.08   3774064.36       35.08935  (16032319)                476986.08  
3774064.36       33.47198  (13010720)          
        477006.08   3774064.36       32.45430  (16102720)                477026.08  
3774064.36       31.33910  (16102720)          
        477046.08   3774064.36       30.13351  (16102720)                477066.08  
3774064.36       28.88262  (16052720)          
        477086.08   3774064.36       27.71983  (16052720)                477106.08  
3774064.36       26.64214  (14090718)          
        475526.08   3774084.36       13.43668  (16020920)                475546.08  



3774084.36       13.79617  (16020920)          
        475566.08   3774084.36       14.16318  (16020920)                475586.08  
3774084.36       14.53730  (16020920)          
        475606.08   3774084.36       14.93967  (16020920)                475626.08  
3774084.36       15.39731  (16020920)          
        475646.08   3774084.36       15.82416  (13021518)                475666.08  
3774084.36       16.26208  (13021518)          
        475686.08   3774084.36       16.70579  (13021518)                475706.08  
3774084.36       17.20492  (15112106)          
        475726.08   3774084.36       17.78967  (16020608)                475746.08  
3774084.36       18.38590  (16020608)          
        475766.08   3774084.36       19.06700  (16020608)                475786.08  
3774084.36       19.74877  (16020608)          
        475806.08   3774084.36       20.41596  (13100607)                475826.08  
3774084.36       21.17168  (13100607)          
        475846.08   3774084.36       21.97917  (14051306)                475866.08  
3774084.36       22.92575  (14051306)          
        475886.08   3774084.36       23.79631  (14051306)                475906.08  
3774084.36       24.64593  (14051306)          
        475926.08   3774084.36       25.48441  (14051306)                475946.08  
3774084.36       26.60572  (14100307)          
        475966.08   3774084.36       27.82396  (14100307)                475986.08  
3774084.36       29.03321  (14100307)          
        476006.08   3774084.36       30.29432  (15101007)                476026.08  
3774084.36       31.62508  (15101007)          
        476046.08   3774084.36       33.00863  (15101007)                476066.08  
3774084.36       34.41246  (13120108)          
        476086.08   3774084.36       35.96916  (13120108)                476106.08  
3774084.36       37.40908  (13120108)          
        476126.08   3774084.36       39.31564  (14012117)                476146.08  
3774084.36       41.29537  (14012117)          
        476166.08   3774084.36       43.31139  (16020908)                476186.08  
3774084.36       45.67290  (16020908)          
        476206.08   3774084.36       47.68794  (16020908)                476226.08  
3774084.36       50.18115  (16061906)          
        476246.08   3774084.36       53.32128  (16061906)                476266.08  
3774084.36       56.53778  (12100207)          
        476286.08   3774084.36       59.10634  (12100207)                476306.08  
3774084.36       61.00694  (16092407)          
        476326.08   3774084.36       63.34033  (15103024)                476346.08  
3774084.36       65.70715  (13121401)          
        476366.08   3774084.36       77.24408  (13041207)                476386.08  
3774084.36       92.89184  (13041207)          
        476406.08   3774084.36      104.37002  (13041207)                476426.08  
3774084.36      108.72187  (13041207)          
        476446.08   3774084.36      103.97170  (13041207)                476466.08  
3774084.36       90.57325  (15022217)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              



                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476486.08   3774084.36       88.32397  (14012317)                476506.08  
3774084.36       88.54940  (15103021)          
        476526.08   3774084.36       87.54013  (12021703)                476546.08  
3774084.36       89.01170  (12102519)          
        476566.08   3774084.36       88.76959  (13103118)                476586.08  
3774084.36       84.42679  (16030807)          
        476606.08   3774084.36       80.50816  (12012408)                476626.08  
3774084.36       83.16567  (12012408)          
        476646.08   3774084.36       81.42512  (12012408)                476666.08  
3774084.36       76.20198  (14100220)          
        476686.08   3774084.36       74.23240  (12110517)                476706.08  
3774084.36       71.66383  (12110517)          
        476726.08   3774084.36       70.12892  (16123116)                476746.08  
3774084.36       72.46329  (16123116)          
        476766.08   3774084.36       70.25166  (16123116)                476786.08  
3774084.36       64.46678  (16123116)          
        476806.08   3774084.36       56.41281  (16123116)                476846.08  
3774084.36       49.33773  (14031818)          
        476866.08   3774084.36       45.81079  (14031818)                476886.08  
3774084.36       43.59799  (16032319)          
        476906.08   3774084.36       41.85612  (16032319)                476926.08  
3774084.36       39.87154  (16032319)          
        476946.08   3774084.36       37.73156  (16032319)                476966.08  
3774084.36       36.31728  (16102720)          
        476986.08   3774084.36       35.05283  (16102720)                477006.08  
3774084.36       33.66948  (16102720)          
        477026.08   3774084.36       32.18054  (16102720)                477046.08  
3774084.36       30.76803  (16052720)          
        477066.08   3774084.36       29.47595  (14090718)                477086.08  
3774084.36       28.42413  (15062724)          



        477106.08   3774084.36       27.54942  (16092618)                475526.08  
3774104.36       13.50471  (16102004)          
        475546.08   3774104.36       13.82087  (16102004)                475566.08  
3774104.36       14.19910  (16020920)          
        475586.08   3774104.36       14.60968  (16020920)                475606.08  
3774104.36       15.05275  (16020920)          
        475626.08   3774104.36       15.55639  (16020920)                475646.08  
3774104.36       16.01564  (16020920)          
        475666.08   3774104.36       16.47222  (16020920)                475686.08  
3774104.36       16.93769  (16020920)          
        475706.08   3774104.36       17.41862  (13021518)                475726.08  
3774104.36       17.93969  (13021518)          
        475746.08   3774104.36       18.46921  (13021518)                475766.08  
3774104.36       19.13904  (16020608)          
        475786.08   3774104.36       19.90536  (16020608)                475806.08  
3774104.36       20.62470  (16020608)          
        475826.08   3774104.36       21.35685  (16020608)                475846.08  
3774104.36       22.13419  (16020608)          
        475866.08   3774104.36       23.09185  (13100607)                475886.08  
3774104.36       24.02351  (13100607)          
        475906.08   3774104.36       25.01160  (14051306)                475926.08  
3774104.36       26.02587  (14051306)          
        475946.08   3774104.36       27.04256  (14051306)                475966.08  
3774104.36       28.05156  (14051306)          
        475986.08   3774104.36       29.30938  (14100307)                476006.08  
3774104.36       30.75407  (14100307)          
        476026.08   3774104.36       32.25036  (14100307)                476046.08  
3774104.36       33.93575  (15101007)          
        476066.08   3774104.36       35.50829  (15101007)                476086.08  
3774104.36       36.97747  (15101007)          
        476106.08   3774104.36       38.72386  (13120108)                476126.08  
3774104.36       40.54205  (13120108)          
        476146.08   3774104.36       42.40099  (14012117)                476166.08  
3774104.36       44.84523  (14012117)          
        476186.08   3774104.36       47.28673  (14012117)                476206.08  
3774104.36       50.34065  (16020908)          
        476226.08   3774104.36       52.84051  (16020908)                476246.08  
3774104.36       55.52794  (16061906)          
        476266.08   3774104.36       59.34640  (16061906)                476286.08  
3774104.36       63.21540  (12100207)          
        476306.08   3774104.36       66.27948  (12100207)                476326.08  
3774104.36       68.60619  (16092407)          
        476346.08   3774104.36       71.59314  (15103024)                476366.08  
3774104.36       76.86713  (13041207)          
        476386.08   3774104.36       96.84319  (13041207)                476406.08  
3774104.36      113.85946  (13041207)          
        476426.08   3774104.36      123.66740  (13041207)                476446.08  
3774104.36      122.79079  (13041207)          
        476466.08   3774104.36      110.12712  (13041207)                476486.08  
3774104.36      101.94929  (15022217)          



� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 467
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476506.08   3774104.36       98.14180  (15103021)                476526.08  
3774104.36       97.31687  (12021703)          
        476546.08   3774104.36      100.99106  (16112816)                476566.08  
3774104.36       98.44975  (13103118)          
        476586.08   3774104.36       93.70585  (16030807)                476606.08  
3774104.36       91.15798  (12012408)          
        476626.08   3774104.36       92.28418  (12012408)                476646.08  
3774104.36       88.44150  (12012408)          
        476666.08   3774104.36       82.94392  (12110517)                476686.08  
3774104.36       81.20804  (12110517)          
        476706.08   3774104.36       78.74896  (16123116)                476726.08  
3774104.36       83.26970  (16123116)          
        476746.08   3774104.36       81.49262  (16123116)                476766.08  
3774104.36       74.88096  (16123116)          
        476786.08   3774104.36       65.20825  (16123116)                476806.08  
3774104.36       58.10454  (14031818)          
        476846.08   3774104.36       50.21873  (14031818)                476866.08  
3774104.36       47.93978  (16032319)          
        476886.08   3774104.36       45.73047  (16032319)                476906.08  
3774104.36       43.27146  (16032319)          
        476926.08   3774104.36       41.00425  (16102720)                476946.08  
3774104.36       39.54183  (16102720)          
        476966.08   3774104.36       37.91652  (16102720)                476986.08  
3774104.36       36.18569  (16102720)          
        477006.08   3774104.36       34.50471  (16052720)                477026.08  
3774104.36       32.89000  (14090718)          
        477046.08   3774104.36       31.59369  (15062724)                477066.08  



3774104.36       30.56624  (16092618)          
        477086.08   3774104.36       29.55746  (16092618)                477106.08  
3774104.36       28.56430  (13090918)          
        475526.08   3774124.36       13.65625  (16102004)                475546.08  
3774124.36       14.00615  (16102004)          
        475566.08   3774124.36       14.36499  (16102004)                475586.08  
3774124.36       14.76597  (16102004)          
        475606.08   3774124.36       15.18002  (16102004)                475626.08  
3774124.36       15.59678  (16102004)          
        475646.08   3774124.36       16.07904  (16020920)                475666.08  
3774124.36       16.58361  (16020920)          
        475686.08   3774124.36       17.10265  (16020920)                475706.08  
3774124.36       17.63581  (16020920)          
        475726.08   3774124.36       18.20015  (16020920)                475746.08  
3774124.36       18.81673  (16020920)          
        475766.08   3774124.36       19.43406  (16020920)                475786.08  
3774124.36       20.08945  (13021518)          
        475806.08   3774124.36       20.73948  (13021518)                475826.08  
3774124.36       21.46199  (16020608)          
        475846.08   3774124.36       22.34681  (16020608)                475866.08  
3774124.36       23.33655  (16020608)          
        475886.08   3774124.36       24.25654  (16020608)                475906.08  
3774124.36       25.17801  (13100607)          
        475926.08   3774124.36       26.27044  (13100607)                475946.08  
3774124.36       27.40834  (14051306)          
        475966.08   3774124.36       28.62737  (14051306)                475986.08  
3774124.36       29.85733  (14051306)          
        476006.08   3774124.36       31.08587  (14051306)                476026.08  
3774124.36       32.57757  (14100307)          
        476046.08   3774124.36       34.51502  (14100307)                476066.08  
3774124.36       36.31029  (14100307)          
        476086.08   3774124.36       38.15783  (15101007)                476106.08  
3774124.36       40.02135  (15101007)          
        476126.08   3774124.36       41.78895  (15101007)                476146.08  
3774124.36       44.01370  (13120108)          
        476166.08   3774124.36       46.15768  (13120108)                476186.08  
3774124.36       49.09740  (14012117)          
        476206.08   3774124.36       52.16002  (14012117)                476226.08  
3774124.36       55.36866  (16020908)          
        476246.08   3774124.36       58.54681  (16020908)                476266.08  
3774124.36       61.53272  (16061906)          
        476286.08   3774124.36       66.19548  (16061906)                476306.08  
3774124.36       70.84953  (12100207)          
        476326.08   3774124.36       74.61754  (12100207)                476346.08  
3774124.36       77.78489  (16092407)          
        476366.08   3774124.36       81.85436  (15103024)                476386.08  
3774124.36       98.76264  (13041207)          
        476406.08   3774124.36      122.26511  (13041207)                476426.08  
3774124.36      139.39396  (13041207)          
        476446.08   3774124.36      144.57941  (13041207)                476466.08  



3774124.36      134.53641  (13041207)          
        476486.08   3774124.36      118.81622  (15022217)                476506.08  
3774124.36      109.54392  (15103021)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 468
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476526.08   3774124.36      109.08457  (12021703)                476546.08  
3774124.36      116.25203  (16112816)          
        476566.08   3774124.36      110.46971  (13103118)                476586.08  
3774124.36      104.08809  (16030807)          
        476606.08   3774124.36      103.37170  (12012408)                476626.08  
3774124.36      102.53222  (12012408)          
        476646.08   3774124.36       95.81318  (12012408)                476666.08  
3774124.36       92.48117  (12110517)          
        476686.08   3774124.36       87.97327  (16123116)                476706.08  
3774124.36       95.64935  (16123116)          
        476726.08   3774124.36       95.82846  (16123116)                476746.08  
3774124.36       88.81767  (16123116)          
        476766.08   3774124.36       76.79937  (16123116)                476786.08  
3774124.36       64.82808  (14031818)          
        476806.08   3774124.36       60.26226  (14031818)                476846.08  
3774124.36       53.07110  (16032319)          
        476866.08   3774124.36       50.18408  (16032319)                476886.08  
3774124.36       47.11996  (16032319)          
        476906.08   3774124.36       45.07669  (16102720)                476926.08  
3774124.36       43.14607  (16102720)          
        476946.08   3774124.36       41.06828  (16102720)                476966.08  
3774124.36       38.97324  (16052720)          
        476986.08   3774124.36       37.00887  (14090718)                477006.08  
3774124.36       35.45058  (15062724)          



        477026.08   3774124.36       34.20410  (16092618)                477046.08  
3774124.36       32.94298  (16092618)          
        477066.08   3774124.36       31.80471  (13090918)                477086.08  
3774124.36       30.74185  (13090918)          
        477106.08   3774124.36       29.65880  (13090918)                475526.08  
3774144.36       13.69852  (16102004)          
        475546.08   3774144.36       14.07712  (16102004)                475566.08  
3774144.36       14.46767  (16102004)          
        475586.08   3774144.36       14.92518  (16102004)                475606.08  
3774144.36       15.39013  (16102004)          
        475626.08   3774144.36       15.82316  (16102004)                475646.08  
3774144.36       16.26896  (16102004)          
        475666.08   3774144.36       16.72747  (16102004)                475686.08  
3774144.36       17.19854  (16102004)          
        475706.08   3774144.36       17.68233  (16020920)                475726.08  
3774144.36       18.31482  (16020920)          
        475746.08   3774144.36       19.03384  (16020920)                475766.08  
3774144.36       19.70256  (16020920)          
        475786.08   3774144.36       20.37525  (16020920)                475806.08  
3774144.36       21.06721  (16020920)          
        475826.08   3774144.36       21.77730  (16020920)                475846.08  
3774144.36       22.56005  (13021518)          
        475866.08   3774144.36       23.45198  (13021518)                475886.08  
3774144.36       24.38933  (16020608)          
        475906.08   3774144.36       25.46610  (16020608)                475926.08  
3774144.36       26.55138  (16020608)          
        475946.08   3774144.36       27.66273  (16020608)                475966.08  
3774144.36       28.88215  (13100607)          
        475986.08   3774144.36       30.23240  (13100607)                476006.08  
3774144.36       31.69301  (14051306)          
        476026.08   3774144.36       33.26214  (14051306)                476046.08  
3774144.36       34.98821  (14051306)          
        476066.08   3774144.36       36.70803  (14100307)                476086.08  
3774144.36       38.85976  (14100307)          
        476106.08   3774144.36       41.02223  (14100307)                476126.08  
3774144.36       43.31772  (15101007)          
        476146.08   3774144.36       45.62857  (15101007)                476166.08  
3774144.36       47.97622  (13120108)          
        476186.08   3774144.36       50.98661  (13120108)                476206.08  
3774144.36       53.90417  (14012117)          
        476226.08   3774144.36       57.56770  (14012117)                476246.08  
3774144.36       61.19487  (16020908)          
        476266.08   3774144.36       65.27080  (16020908)                476286.08  
3774144.36       68.67638  (16061906)          
        476306.08   3774144.36       74.45518  (16061906)                476326.08  
3774144.36       80.34570  (12100207)          
        476346.08   3774144.36       85.45524  (12100207)                476366.08  
3774144.36       89.26328  (13100519)          
        476386.08   3774144.36       97.70494  (13041207)                476406.08  
3774144.36      128.35221  (13041207)          



        476426.08   3774144.36      154.86786  (13041207)                476446.08  
3774144.36      169.19795  (13041207)          
        476466.08   3774144.36      164.65131  (13041207)                476486.08  
3774144.36      140.04541  (13041207)          
        476506.08   3774144.36      129.78970  (15022217)                476526.08  
3774144.36      124.51784  (16112816)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 469
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476546.08   3774144.36      135.49819  (16112816)                476566.08  
3774144.36      125.38352  (16112816)          
        476586.08   3774144.36      116.16520  (16030807)                476606.08  
3774144.36      117.78739  (12012408)          
        476626.08   3774144.36      113.68964  (12012408)                476646.08  
3774144.36      105.70114  (12110517)          
        476666.08   3774144.36      102.04879  (12110517)                476686.08  
3774144.36      110.82152  (16123116)          
        476706.08   3774144.36      111.57690  (16123116)                476726.08  
3774144.36      104.83961  (16123116)          
        476746.08   3774144.36       91.03571  (16123116)                476766.08  
3774144.36       73.66425  (16123116)          
        476786.08   3774144.36       67.32973  (14031818)                476806.08  
3774144.36       62.14822  (16032319)          
        476846.08   3774144.36       55.37913  (16032319)                476866.08  
3774144.36       52.02694  (16102720)          
        476886.08   3774144.36       49.70691  (16102720)                476906.08  
3774144.36       47.15892  (16102720)          
        476926.08   3774144.36       44.55940  (16052720)                477066.08  
3774144.36       33.00891  (13090918)          
        477086.08   3774144.36       31.89099  (12121716)                477106.08  



3774144.36       30.96122  (12121716)          
        475526.08   3774164.36       13.66300  (16102002)                475546.08  
3774164.36       14.04488  (16102002)          
        475566.08   3774164.36       14.44586  (16102004)                475586.08  
3774164.36       14.93223  (16102004)          
        475606.08   3774164.36       15.42961  (16102004)                475626.08  
3774164.36       15.89859  (16102004)          
        475646.08   3774164.36       16.38452  (16102004)                475666.08  
3774164.36       16.88779  (16102004)          
        475686.08   3774164.36       17.40877  (16102004)                475706.08  
3774164.36       17.94772  (16102004)          
        475726.08   3774164.36       18.53434  (16102004)                475746.08  
3774164.36       19.20706  (16102004)          
        475766.08   3774164.36       19.82583  (16102004)                475786.08  
3774164.36       20.46485  (16020920)          
        475806.08   3774164.36       21.23565  (16020920)                475826.08  
3774164.36       22.03563  (16020920)          
        475846.08   3774164.36       22.86645  (16020920)                475866.08  
3774164.36       23.73388  (16020920)          
        475886.08   3774164.36       24.72534  (16020920)                475906.08  
3774164.36       25.74763  (13021518)          
        475926.08   3774164.36       26.76495  (13021518)                475946.08  
3774164.36       27.88638  (16020608)          
        475966.08   3774164.36       29.20637  (16020608)                475986.08  
3774164.36       30.57018  (16020608)          
        476006.08   3774164.36       31.97170  (16020608)                476026.08  
3774164.36       33.66660  (13100607)          
        476046.08   3774164.36       35.62853  (14051306)                476066.08  
3774164.36       37.56830  (14051306)          
        476086.08   3774164.36       39.50379  (14051306)                476106.08  
3774164.36       41.50197  (14100307)          
        476126.08   3774164.36       44.17791  (14100307)                476146.08  
3774164.36       46.97818  (14100307)          
        476166.08   3774164.36       50.15786  (15101007)                476186.08  
3774164.36       53.13092  (15101007)          
        476206.08   3774164.36       56.28043  (13120108)                476226.08  
3774164.36       59.75641  (13120108)          
        476246.08   3774164.36       63.84211  (14012117)                476266.08  
3774164.36       68.23644  (14012117)          
        476286.08   3774164.36       73.32532  (16020908)                476306.08  
3774164.36       77.84369  (16020908)          
        476326.08   3774164.36       84.84961  (16061906)                476346.08  
3774164.36       92.74638  (12100207)          
        476366.08   3774164.36       98.45546  (12100207)                476386.08  
3774164.36      103.55505  (15103024)          
        476406.08   3774164.36      130.64271  (13041207)                476426.08  
3774164.36      168.49481  (13041207)          
        476446.08   3774164.36      195.94478  (13041207)                476466.08  
3774164.36      201.50121  (13041207)          
        476486.08   3774164.36      179.09790  (13041207)                476506.08  



3774164.36      157.65537  (15022217)          
        476526.08   3774164.36      146.82251  (16112816)                476546.08  
3774164.36      160.27873  (16112816)          
        476566.08   3774164.36      145.05973  (16112816)                476586.08  
3774164.36      132.47256  (12012408)          
        476606.08   3774164.36      134.41209  (12012408)                476626.08  
3774164.36      125.38460  (12012408)          
        476646.08   3774164.36      119.55284  (12110517)                476666.08  
3774164.36      129.12332  (16123116)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 470
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476686.08   3774164.36      132.89161  (16123116)                476706.08  
3774164.36      123.70720  (16123116)          
        476726.08   3774164.36      107.73403  (16123116)                476746.08  
3774164.36       86.80326  (16123116)          
        476766.08   3774164.36       75.99286  (14031818)                476786.08  
3774164.36       70.29208  (16032319)          
        476806.08   3774164.36       66.02082  (16032319)                476846.08  
3774164.36       58.12797  (16102720)          
        476866.08   3774164.36       54.97707  (16102720)                476886.08  
3774164.36       51.68144  (16052720)          
        476906.08   3774164.36       48.51993  (14090718)                476926.08  
3774164.36       46.03962  (16092618)          
        477066.08   3774164.36       36.11157  (12121716)                477086.08  
3774164.36       34.60566  (12121716)          
        477106.08   3774164.36       33.01904  (12121716)                475526.08  
3774184.36       13.74706  (15012905)          
        475546.08   3774184.36       14.12710  (15012905)                475566.08  
3774184.36       14.54728  (15012905)          



        475586.08   3774184.36       14.97316  (15012905)                475606.08  
3774184.36       15.40460  (15012905)          
        475626.08   3774184.36       15.85486  (16102002)                475646.08  
3774184.36       16.34835  (16102002)          
        475666.08   3774184.36       16.87916  (16102004)                475686.08  
3774184.36       17.44034  (16102004)          
        475706.08   3774184.36       18.02476  (16102004)                475726.08  
3774184.36       18.66314  (16102004)          
        475746.08   3774184.36       19.39553  (16102004)                475766.08  
3774184.36       20.08058  (16102004)          
        475786.08   3774184.36       20.77586  (16102004)                475806.08  
3774184.36       21.49860  (16102004)          
        475826.08   3774184.36       22.24918  (16102004)                475846.08  
3774184.36       23.02776  (16102004)          
        475866.08   3774184.36       23.87920  (16020920)                475886.08  
3774184.36       24.99109  (16020920)          
        475906.08   3774184.36       26.13940  (16020920)                475926.08  
3774184.36       27.23932  (16020920)          
        475946.08   3774184.36       28.38250  (16020920)                475966.08  
3774184.36       29.56721  (16020920)          
        475986.08   3774184.36       30.86313  (13021518)                476006.08  
3774184.36       32.29939  (16020608)          
        476026.08   3774184.36       34.06097  (16020608)                476046.08  
3774184.36       36.05569  (16020608)          
        476066.08   3774184.36       37.98232  (13100607)                476086.08  
3774184.36       40.16857  (13100607)          
        476106.08   3774184.36       42.56313  (14051306)                476126.08  
3774184.36       45.03856  (14051306)          
        476146.08   3774184.36       47.58825  (14051306)                476166.08  
3774184.36       51.06206  (14100307)          
        476186.08   3774184.36       54.76548  (14100307)                476206.08  
3774184.36       58.69088  (15101007)          
        476226.08   3774184.36       62.43603  (15101007)                476246.08  
3774184.36       66.67352  (13120108)          
        476266.08   3774184.36       71.15464  (14012117)                476286.08  
3774184.36       77.01310  (14012117)          
        476306.08   3774184.36       83.08817  (16020908)                476326.08  
3774184.36       89.53004  (16020908)          
        476346.08   3774184.36       98.52764  (16061906)                476366.08  
3774184.36      107.97383  (12100207)          
        476386.08   3774184.36      115.00891  (12100207)                476406.08  
3774184.36      127.48507  (13041207)          
        476426.08   3774184.36      177.87362  (13041207)                476446.08  
3774184.36      223.04211  (13041207)          
        476466.08   3774184.36      245.57754  (13041207)                476486.08  
3774184.36      230.83593  (13041207)          
        476506.08   3774184.36      194.49732  (15022217)                476526.08  
3774184.36      175.92125  (16112816)          
        476546.08   3774184.36      192.88396  (16112816)                476566.08  
3774184.36      169.66672  (16112816)          



        476586.08   3774184.36      156.68818  (12012408)                476606.08  
3774184.36      153.33265  (12012408)          
        476626.08   3774184.36      141.16137  (12110517)                476646.08  
3774184.36      151.43512  (16123116)          
        476666.08   3774184.36      160.72162  (16123116)                476686.08  
3774184.36      151.71501  (16123116)          
        476706.08   3774184.36      130.85028  (16123116)                476726.08  
3774184.36      103.55373  (16123116)          
        476746.08   3774184.36       86.70344  (14031818)                476766.08  
3774184.36       80.27043  (16032319)          
        476786.08   3774184.36       74.48266  (16032319)                476806.08  
3774184.36       69.20794  (16102720)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 471
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476846.08   3774184.36       60.97184  (16102720)                476866.08  
3774184.36       56.80455  (16052720)          
        476886.08   3774184.36       53.66777  (16092618)                476906.08  
3774184.36       51.05173  (16092618)          
        476926.08   3774184.36       49.90350  (12121716)                477066.08  
3774184.36       38.09371  (12121716)          
        477086.08   3774184.36       35.88193  (12121716)                477106.08  
3774184.36       33.73753  (12121716)          
        475526.08   3774204.36       13.97021  (16102007)                475546.08  
3774204.36       14.33720  (16102007)          
        475566.08   3774204.36       14.76210  (16102007)                475586.08  
3774204.36       15.15038  (16102007)          
        475606.08   3774204.36       15.54120  (16102007)                475626.08  
3774204.36       15.95986  (15012905)          
        475646.08   3774204.36       16.43999  (15012905)                475666.08  



3774204.36       16.94000  (15012905)          
        475686.08   3774204.36       17.46077  (15012905)                475706.08  
3774204.36       18.02325  (15012905)          
        475726.08   3774204.36       18.64513  (16102002)                475746.08  
3774204.36       19.36502  (16102004)          
        475766.08   3774204.36       20.09754  (16102004)                475786.08  
3774204.36       20.85206  (16102004)          
        475806.08   3774204.36       21.64273  (16102004)                475826.08  
3774204.36       22.47111  (16102004)          
        475846.08   3774204.36       23.33871  (16102004)                475866.08  
3774204.36       24.24696  (16102004)          
        475886.08   3774204.36       25.31569  (16102004)                475906.08  
3774204.36       26.42045  (16102004)          
        475926.08   3774204.36       27.47518  (16102004)                475946.08  
3774204.36       28.65923  (16020920)          
        475966.08   3774204.36       30.01298  (16020920)                475986.08  
3774204.36       31.43461  (16020920)          
        476006.08   3774204.36       32.97268  (16020920)                476026.08  
3774204.36       34.62628  (16020920)          
        476046.08   3774204.36       36.49164  (13021518)                476066.08  
3774204.36       38.44431  (16020608)          
        476086.08   3774204.36       40.71967  (16020608)                476106.08  
3774204.36       43.10151  (16020608)          
        476126.08   3774204.36       45.77018  (13100607)                476146.08  
3774204.36       48.80306  (14051306)          
        476166.08   3774204.36       52.14941  (14051306)                476186.08  
3774204.36       55.76050  (14051306)          
        476206.08   3774204.36       60.19275  (14100307)                476226.08  
3774204.36       64.84957  (14100307)          
        476246.08   3774204.36       69.89360  (15101007)                476266.08  
3774204.36       74.85560  (15101007)          
        476286.08   3774204.36       80.69229  (13120108)                476306.08  
3774204.36       87.58820  (14012117)          
        476326.08   3774204.36       95.40854  (16020908)                476346.08  
3774204.36      105.13464  (16020908)          
        476366.08   3774204.36      115.49689  (16061906)                476386.08  
3774204.36      127.76815  (12100207)          
        476406.08   3774204.36      136.86296  (16092407)                476426.08  
3774204.36      179.74948  (13041207)          
        476446.08   3774204.36      246.97605  (13041207)                476466.08  
3774204.36      296.15991  (13041207)          
        476486.08   3774204.36      299.40799  (13041207)                476506.08  
3774204.36      244.64117  (13041207)          
        476526.08   3774204.36      215.15730  (16112816)                476546.08  
3774204.36      237.19137  (16112816)          
        477046.08   3774204.36       41.16245  (12121716)                477066.08  
3774204.36       38.25813  (12121716)          
        477086.08   3774204.36       35.48247  (12121716)                477106.08  
3774204.36       32.89178  (12121716)          
        477126.08   3774204.36       30.51192  (12121716)                477146.08  



3774204.36       28.42029  (12081020)          
        477166.08   3774204.36       27.21096  (12081020)                475526.08  
3774224.36       14.15232  (16102007)          
        475546.08   3774224.36       14.54496  (16102007)                475566.08  
3774224.36       14.99885  (16102007)          
        475586.08   3774224.36       15.41796  (16102007)                475606.08  
3774224.36       15.84235  (16102007)          
        475626.08   3774224.36       16.28420  (16102007)                475646.08  
3774224.36       16.74438  (16102007)          
        475666.08   3774224.36       17.22379  (16102007)                475686.08  
3774224.36       17.72338  (16102007)          
        475706.08   3774224.36       18.31267  (16102007)                475726.08  
3774224.36       18.91940  (16102007)          
        475746.08   3774224.36       19.49923  (16102007)                475766.08  
3774224.36       20.17320  (15012905)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 472
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475786.08   3774224.36       20.88384  (15012905)                475806.08  
3774224.36       21.62933  (15012905)          
        475826.08   3774224.36       22.42274  (16102002)                475846.08  
3774224.36       23.32558  (16102004)          
        475866.08   3774224.36       24.31214  (16102004)                475886.08  
3774224.36       25.47405  (16102004)          
        475906.08   3774224.36       26.68807  (16102004)                475926.08  
3774224.36       27.86856  (16102004)          
        475946.08   3774224.36       29.11521  (16102004)                475966.08  
3774224.36       30.43104  (16102004)          
        475986.08   3774224.36       31.81875  (16102004)                476006.08  
3774224.36       33.44628  (16102004)          



        476026.08   3774224.36       35.29002  (16020920)                476046.08  
3774224.36       37.22545  (16020920)          
        476066.08   3774224.36       39.26686  (16020920)                476086.08  
3774224.36       41.42065  (16020920)          
        476106.08   3774224.36       43.72238  (13021518)                476126.08  
3774224.36       46.35370  (16020608)          
        476146.08   3774224.36       49.59538  (16020608)                476166.08  
3774224.36       53.28887  (16020608)          
        476186.08   3774224.36       57.28468  (13100607)                476206.08  
3774224.36       61.73681  (14051306)          
        476226.08   3774224.36       66.37804  (14051306)                476246.08  
3774224.36       71.90201  (14100307)          
        476266.08   3774224.36       78.31859  (15101007)                476286.08  
3774224.36       85.27550  (15101007)          
        476306.08   3774224.36       92.17922  (13120108)                476326.08  
3774224.36      100.74718  (14012117)          
        476346.08   3774224.36      112.46330  (14012117)                476366.08  
3774224.36      124.44021  (16020908)          
        476386.08   3774224.36      137.79305  (16061906)                476406.08  
3774224.36      154.58070  (12100207)          
        476426.08   3774224.36      170.67652  (14113016)                476446.08  
3774224.36      261.77593  (13041207)          
        476466.08   3774224.36      349.62586  (13041207)                476486.08  
3774224.36      389.25278  (13041207)          
        476506.08   3774224.36      341.75944  (13041207)                476526.08  
3774224.36      271.27613  (15022217)          
        476546.08   3774224.36      299.68530  (16112816)                477046.08  
3774224.36       39.86321  (12121716)          
        477066.08   3774224.36       36.50244  (12121716)                477086.08  
3774224.36       33.39606  (12121716)          
        477106.08   3774224.36       31.50008  (12081020)                477126.08  
3774224.36       30.04290  (12081020)          
        477146.08   3774224.36       28.63597  (12081020)                477166.08  
3774224.36       27.39311  (12013017)          
        475526.08   3774244.36       14.21276  (16102007)                475546.08  
3774244.36       14.62460  (16102007)          
        475566.08   3774244.36       15.10021  (16102007)                475586.08  
3774244.36       15.54293  (16102007)          
        475606.08   3774244.36       15.99334  (16102007)                475626.08  
3774244.36       16.46402  (16102007)          
        475646.08   3774244.36       16.95616  (16102007)                475666.08  
3774244.36       17.47103  (16102007)          
        475686.08   3774244.36       18.01000  (16102007)                475706.08  
3774244.36       18.64854  (16102007)          
        475726.08   3774244.36       19.30837  (16102007)                475746.08  
3774244.36       19.93773  (16102007)          
        475766.08   3774244.36       20.59831  (16102007)                475786.08  
3774244.36       21.29202  (16102007)          
        475806.08   3774244.36       22.02090  (16102007)                475826.08  
3774244.36       22.78709  (16102007)          



        475846.08   3774244.36       23.59284  (16102007)                475866.08  
3774244.36       24.44052  (16102007)          
        475886.08   3774244.36       25.52520  (15012905)                475906.08  
3774244.36       26.69398  (15012905)          
        475926.08   3774244.36       27.82995  (15012905)                475946.08  
3774244.36       29.15315  (16102004)          
        475966.08   3774244.36       30.59780  (16102004)                475986.08  
3774244.36       32.13945  (16102004)          
        476006.08   3774244.36       33.96458  (16102004)                476026.08  
3774244.36       35.89560  (16102004)          
        476046.08   3774244.36       37.80616  (16102004)                476066.08  
3774244.36       39.84568  (16102004)          
        476086.08   3774244.36       42.02053  (16102004)                476106.08  
3774244.36       44.58253  (16020920)          
        476126.08   3774244.36       47.42596  (16020920)                476146.08  
3774244.36       50.60153  (16020920)          
        476166.08   3774244.36       54.30219  (16020920)                476186.08  
3774244.36       58.21495  (16020608)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 473
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476206.08   3774244.36       62.83432  (16020608)                476226.08  
3774244.36       67.91866  (13100607)          
        476246.08   3774244.36       73.93136  (14051306)                476266.08  
3774244.36       80.52300  (14051306)          
        476286.08   3774244.36       88.06994  (14100307)                476306.08  
3774244.36       97.81580  (15101007)          
        476326.08   3774244.36      108.49270  (15101007)                476346.08  
3774244.36      119.84611  (13120108)          
        476366.08   3774244.36      133.71541  (14012117)                476386.08  



3774244.36      149.77731  (16020908)          
        476406.08   3774244.36      168.35179  (16061906)                476426.08  
3774244.36      192.44432  (12100207)          
        476446.08   3774244.36      258.88170  (13041207)                476466.08  
3774244.36      396.73672  (13041207)          
        476486.08   3774244.36      502.74128  (13041207)                476506.08  
3774244.36      489.34958  (13041207)          
        476526.08   3774244.36      372.44518  (15022217)                476546.08  
3774244.36      392.24173  (16112816)          
        477046.08   3774244.36       36.82790  (12081020)                477066.08  
3774244.36       34.91800  (12013017)          
        477086.08   3774244.36       33.31107  (12013017)                477106.08  
3774244.36       31.79122  (12013017)          
        477126.08   3774244.36       30.34243  (12013017)                477146.08  
3774244.36       28.98966  (12013017)          
        477166.08   3774244.36       27.70995  (12013017)                475526.08  
3774264.36       14.16263  (16102007)          
        475546.08   3774264.36       14.59275  (16102007)                475566.08  
3774264.36       15.06476  (16102007)          
        475586.08   3774264.36       15.52009  (16102007)                475606.08  
3774264.36       15.98794  (16102007)          
        475626.08   3774264.36       16.47826  (16102007)                475646.08  
3774264.36       16.99253  (16102007)          
        475666.08   3774264.36       17.53986  (16102007)                475686.08  
3774264.36       18.12979  (16102007)          
        475706.08   3774264.36       18.78768  (16102007)                475726.08  
3774264.36       19.46670  (16102007)          
        475746.08   3774264.36       20.13667  (16102007)                475766.08  
3774264.36       20.84310  (16102007)          
        475786.08   3774264.36       21.58865  (16102007)                475806.08  
3774264.36       22.37618  (16102007)          
        475826.08   3774264.36       23.20881  (16102007)                475846.08  
3774264.36       24.08993  (16102007)          
        475866.08   3774264.36       25.02322  (16102007)                475886.08  
3774264.36       26.13711  (16102007)          
        475906.08   3774264.36       27.30484  (16102007)                475926.08  
3774264.36       28.43976  (16102007)          
        475946.08   3774264.36       29.64699  (16102007)                475966.08  
3774264.36       30.93221  (16102007)          
        475986.08   3774264.36       32.30149  (16102007)                476006.08  
3774264.36       34.01451  (15012905)          
        476026.08   3774264.36       35.91667  (15012905)                476046.08  
3774264.36       37.96475  (16102004)          
        476066.08   3774264.36       40.23802  (16102004)                476086.08  
3774264.36       42.70126  (16102004)          
        476106.08   3774264.36       45.37199  (16102004)                476126.08  
3774264.36       48.26847  (16102004)          
        476146.08   3774264.36       51.54354  (16102004)                476166.08  
3774264.36       55.41539  (16102004)          
        476186.08   3774264.36       59.69065  (16020920)                476206.08  



3774264.36       64.34689  (16020920)          
        476226.08   3774264.36       69.42215  (16020920)                476246.08  
3774264.36       75.24954  (16020608)          
        476266.08   3774264.36       82.41448  (16020608)                476286.08  
3774264.36       90.77533  (13100607)          
        476306.08   3774264.36      101.41379  (14051306)                476326.08  
3774264.36      113.37350  (14100307)          
        476346.08   3774264.36      127.88022  (15101007)                476366.08  
3774264.36      143.89511  (15101007)          
        476386.08   3774264.36      161.50117  (13120108)                476406.08  
3774264.36      187.49085  (15012517)          
        476426.08   3774264.36      225.60010  (15012517)                476446.08  
3774264.36      253.62824  (14113016)          
        476466.08   3774264.36      418.05072  (13041207)                476486.08  
3774264.36      631.62964  (13041207)          
        476506.08   3774264.36      716.89128  (13041207)                476526.08  
3774264.36      538.64892  (15022217)          
        476546.08   3774264.36      538.23608  (16112816)                477046.08  
3774264.36       37.29562  (12013017)          
        477066.08   3774264.36       35.38011  (12013017)                477086.08  
3774264.36       33.58910  (12013017)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 474
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477106.08   3774264.36       31.91524  (12013017)                477126.08  
3774264.36       30.53070  (15020417)          
        477146.08   3774264.36       29.29473  (15020417)                477166.08  
3774264.36       28.12344  (15020417)          
        475526.08   3774284.36       14.06682  (16101924)                475546.08  
3774284.36       14.49027  (16101924)          



        475566.08   3774284.36       14.89808  (16101924)                475586.08  
3774284.36       15.34860  (16102007)          
        475606.08   3774284.36       15.82467  (16102007)                475626.08  
3774284.36       16.32471  (16102007)          
        475646.08   3774284.36       16.85037  (16102007)                475666.08  
3774284.36       17.42835  (16102007)          
        475686.08   3774284.36       18.09107  (16102007)                475706.08  
3774284.36       18.73142  (16102007)          
        475726.08   3774284.36       19.39231  (16102007)                475746.08  
3774284.36       20.08674  (16102007)          
        475766.08   3774284.36       20.82148  (16102007)                475786.08  
3774284.36       21.59978  (16102007)          
        475806.08   3774284.36       22.42518  (16102007)                475826.08  
3774284.36       23.30162  (16102007)          
        475846.08   3774284.36       24.23342  (16102007)                475866.08  
3774284.36       25.22538  (16102007)          
        475886.08   3774284.36       26.40912  (16102007)                475906.08  
3774284.36       27.65815  (16102007)          
        475926.08   3774284.36       28.88581  (16102007)                475946.08  
3774284.36       30.20104  (16102007)          
        475966.08   3774284.36       31.61224  (16102007)                475986.08  
3774284.36       33.12882  (16102007)          
        476006.08   3774284.36       34.94817  (16102007)                476026.08  
3774284.36       36.89000  (16102007)          
        476046.08   3774284.36       38.82884  (16102007)                476066.08  
3774284.36       40.92808  (16102007)          
        476086.08   3774284.36       43.20469  (16102007)                476106.08  
3774284.36       45.67749  (16102007)          
        476126.08   3774284.36       48.45165  (15012905)                476146.08  
3774284.36       52.00303  (16102004)          
        476166.08   3774284.36       56.37348  (16102004)                476186.08  
3774284.36       60.85745  (16102004)          
        476206.08   3774284.36       65.75205  (16102004)                476226.08  
3774284.36       71.19343  (16102004)          
        476246.08   3774284.36       77.25744  (16020920)                476266.08  
3774284.36       84.74469  (16020920)          
        476286.08   3774284.36       93.13534  (16020920)                476306.08  
3774284.36      103.82260  (16020608)          
        476326.08   3774284.36      117.23408  (16020608)                476346.08  
3774284.36      132.92452  (14051306)          
        476366.08   3774284.36      151.03018  (14051306)                476386.08  
3774284.36      175.35575  (15101007)          
        476406.08   3774284.36      202.77173  (15101007)                476426.08  
3774284.36      247.39630  (15012517)          
        476446.08   3774284.36      319.60907  (15012517)                476466.08  
3774284.36      385.28899  (13041207)          
        476486.08   3774284.36      736.57907  (13041207)                476506.08  
3774284.36     1057.95135  (13041207)          
        476526.08   3774284.36      907.17791  (13041207)                476546.08  
3774284.36      786.22263  (16112816)          



        477046.08   3774284.36       38.04900  (15020417)                477066.08  
3774284.36       36.21763  (15020417)          
        477086.08   3774284.36       34.47277  (15020417)                477106.08  
3774284.36       32.85830  (15020417)          
        477126.08   3774284.36       31.39699  (15020417)                477146.08  
3774284.36       30.03860  (15020417)          
        477166.08   3774284.36       28.75437  (15020417)                475526.08  
3774304.36       14.06948  (16101924)          
        475546.08   3774304.36       14.50365  (16101924)                475566.08  
3774304.36       14.91798  (16101924)          
        475586.08   3774304.36       15.35236  (16101924)                475606.08  
3774304.36       15.80819  (16101924)          
        475626.08   3774304.36       16.28695  (16101924)                475646.08  
3774304.36       16.79030  (16101924)          
        475666.08   3774304.36       17.34517  (16101924)                475686.08  
3774304.36       17.98623  (16101924)          
        475706.08   3774304.36       18.59649  (16101924)                475726.08  
3774304.36       19.22632  (16101924)          
        475746.08   3774304.36       19.89234  (16101924)                475766.08  
3774304.36       20.59752  (16101924)          
        475786.08   3774304.36       21.34513  (16101924)                475806.08  
3774304.36       22.16166  (16102007)          
        475826.08   3774304.36       23.05675  (16102007)                475846.08  
3774304.36       24.01148  (16102007)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 475
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475866.08   3774304.36       25.03146  (16102007)                475886.08  
3774304.36       26.24903  (16102007)          
        475906.08   3774304.36       27.53956  (16102007)                475926.08  



3774304.36       28.81759  (16102007)          
        475946.08   3774304.36       30.19359  (16102007)                475966.08  
3774304.36       31.67811  (16102007)          
        475986.08   3774304.36       33.28312  (16102007)                476006.08  
3774304.36       35.21166  (16102007)          
        476026.08   3774304.36       37.28614  (16102007)                476046.08  
3774304.36       39.38336  (16102007)          
        476066.08   3774304.36       41.67498  (16102007)                476086.08  
3774304.36       44.18600  (16102007)          
        476106.08   3774304.36       46.94542  (16102007)                476126.08  
3774304.36       49.98698  (16102007)          
        476146.08   3774304.36       53.49217  (16102007)                476166.08  
3774304.36       57.72302  (16102007)          
        476186.08   3774304.36       62.06056  (16102007)                476206.08  
3774304.36       66.82304  (16102007)          
        476226.08   3774304.36       72.16831  (16102007)                476246.08  
3774304.36       78.62774  (16102004)          
        476266.08   3774304.36       86.61208  (16102004)                476286.08  
3774304.36       95.80093  (16102004)          
        476306.08   3774304.36      107.49694  (16102004)                476326.08  
3774304.36      121.24079  (16020920)          
        476346.08   3774304.36      141.41843  (15090107)                476366.08  
3774304.36      169.35787  (15090107)          
        476386.08   3774304.36      202.70060  (15090107)                477046.08  
3774304.36       38.83047  (15020417)          
        477066.08   3774304.36       36.79475  (15020417)                477086.08  
3774304.36       34.93508  (15020417)          
        477106.08   3774304.36       33.23345  (15020417)                477126.08  
3774304.36       31.67995  (15020417)          
        477146.08   3774304.36       30.21013  (15020417)                477166.08  
3774304.36       28.84348  (15020417)          
        475526.08   3774324.36       14.17584  (15012917)                475546.08  
3774324.36       14.60468  (15012917)          
        475566.08   3774324.36       15.01072  (15012917)                475586.08  
3774324.36       15.43641  (15012917)          
        475606.08   3774324.36       15.88309  (15012917)                475626.08  
3774324.36       16.35227  (15012917)          
        475646.08   3774324.36       16.84556  (15012917)                475666.08  
3774324.36       17.39143  (15012917)          
        475686.08   3774324.36       18.02649  (15012917)                475706.08  
3774324.36       18.62650  (15012917)          
        475726.08   3774324.36       19.24477  (15012917)                475746.08  
3774324.36       19.89882  (15012917)          
        475766.08   3774324.36       20.59162  (15012917)                475786.08  
3774324.36       21.32649  (15012917)          
        475806.08   3774324.36       22.12378  (16101924)                475826.08  
3774324.36       22.98874  (16101924)          
        475846.08   3774324.36       23.92367  (16101924)                475866.08  
3774324.36       24.94929  (16101924)          
        475886.08   3774324.36       26.10482  (16101924)                475906.08  



3774324.36       27.32643  (16101924)          
        475926.08   3774324.36       28.56611  (16101924)                475946.08  
3774324.36       29.90270  (16101924)          
        475966.08   3774324.36       31.34707  (16101924)                475986.08  
3774324.36       32.91173  (16101924)          
        476006.08   3774324.36       34.79279  (16101924)                476026.08  
3774324.36       36.82147  (16101924)          
        476046.08   3774324.36       38.97207  (16102007)                476066.08  
3774324.36       41.34066  (16102007)          
        476086.08   3774324.36       43.95274  (16102007)                476106.08  
3774324.36       46.84410  (16102007)          
        476126.08   3774324.36       50.05749  (16102007)                476146.08  
3774324.36       53.78817  (16102007)          
        476166.08   3774324.36       58.32038  (16102007)                476186.08  
3774324.36       63.04730  (16102007)          
        476206.08   3774324.36       68.31991  (16102007)                476226.08  
3774324.36       74.34022  (16102007)          
        476246.08   3774324.36       81.25874  (16102007)                476266.08  
3774324.36       89.26471  (16102007)          
        476286.08   3774324.36       98.59766  (16102007)                476306.08  
3774324.36      110.70298  (16102007)          
        476326.08   3774324.36      125.05377  (16102007)                476346.08  
3774324.36      141.21610  (16102007)          
        476366.08   3774324.36      164.79433  (15090107)                476386.08  
3774324.36      208.48618  (15090107)          
        477046.08   3774324.36       38.67209  (15020417)                477066.08  
3774324.36       36.55296  (15020417)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 476
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -



        477086.08   3774324.36       34.66205  (15020417)                477106.08  
3774324.36       32.93029  (15020417)          
        477126.08   3774324.36       31.32440  (15020417)                477146.08  
3774324.36       29.81893  (15020417)          
        477166.08   3774324.36       28.43447  (15020417)                477466.08  
3774324.36       25.39901  (13082920)          
        477486.08   3774324.36       24.67571  (13082920)                477506.08  
3774324.36       23.98656  (13082920)          
        477526.08   3774324.36       23.32935  (13082920)                475526.08  
3774344.36       14.34657  (15012917)          
        475546.08   3774344.36       14.78568  (15012917)                475566.08  
3774344.36       15.20228  (15012917)          
        475586.08   3774344.36       15.63937  (15012917)                475606.08  
3774344.36       16.09840  (15012917)          
        475626.08   3774344.36       16.58096  (15012917)                475646.08  
3774344.36       17.08879  (15012917)          
        475666.08   3774344.36       17.65088  (15012917)                475686.08  
3774344.36       18.30456  (15012917)          
        475706.08   3774344.36       18.92384  (15012917)                475726.08  
3774344.36       19.56296  (15012917)          
        475746.08   3774344.36       20.23989  (15012917)                475766.08  
3774344.36       20.95786  (15012917)          
        475786.08   3774344.36       21.72048  (15012917)                475806.08  
3774344.36       22.53177  (15012917)          
        475826.08   3774344.36       23.39622  (15012917)                475846.08  
3774344.36       24.36110  (15012917)          
        475866.08   3774344.36       25.48562  (15012917)                475886.08  
3774344.36       26.59070  (15012917)          
        475906.08   3774344.36       27.75146  (15012917)                475926.08  
3774344.36       28.99375  (15012917)          
        475946.08   3774344.36       30.33402  (15012917)                475966.08  
3774344.36       31.78348  (15012917)          
        475986.08   3774344.36       33.35512  (15012917)                476006.08  
3774344.36       35.25870  (15012917)          
        476026.08   3774344.36       37.31296  (15012917)                476046.08  
3774344.36       39.39311  (15012917)          
        476066.08   3774344.36       41.67866  (15012917)                476086.08  
3774344.36       44.19928  (15012917)          
        476106.08   3774344.36       46.99036  (15012917)                476126.08  
3774344.36       50.09444  (15012917)          
        476146.08   3774344.36       53.71041  (15012917)                476166.08  
3774344.36       58.12792  (15012917)          
        476186.08   3774344.36       62.72629  (15012917)                476206.08  
3774344.36       67.86698  (15012917)          
        476226.08   3774344.36       73.76118  (15012917)                476246.08  
3774344.36       80.57192  (15012917)          
        476266.08   3774344.36       88.60527  (16101924)                476286.08  
3774344.36       98.38200  (16102007)          
        476306.08   3774344.36      112.60072  (12110208)                476326.08  
3774344.36      131.05416  (12110208)          



        476346.08   3774344.36      154.43588  (12110208)                476366.08  
3774344.36      184.60257  (12110208)          
        476386.08   3774344.36      224.44163  (12110208)                476406.08  
3774344.36      278.62826  (12110208)          
        477046.08   3774344.36       38.53435  (15020117)                477066.08  
3774344.36       36.54260  (15020117)          
        477086.08   3774344.36       34.72379  (15020117)                477106.08  
3774344.36       33.03580  (15020117)          
        477126.08   3774344.36       31.43640  (15020117)                477146.08  
3774344.36       30.01017  (15020117)          
        477166.08   3774344.36       28.70263  (15020117)                477466.08  
3774344.36       25.47749  (13013017)          
        477486.08   3774344.36       24.74771  (13013017)                477506.08  
3774344.36       24.05295  (13013017)          
        477526.08   3774344.36       23.39088  (13013017)                475526.08  
3774364.36       14.38827  (15012917)          
        475546.08   3774364.36       14.82990  (15012917)                475566.08  
3774364.36       15.24909  (15012917)          
        475586.08   3774364.36       15.68897  (15012917)                475606.08  
3774364.36       16.15104  (15012917)          
        475626.08   3774364.36       16.63688  (15012917)                475646.08  
3774364.36       17.14829  (15012917)          
        475666.08   3774364.36       17.71437  (15012917)                475686.08  
3774364.36       18.37263  (15012917)          
        475706.08   3774364.36       18.99666  (15012917)                475726.08  
3774364.36       19.64092  (15012917)          
        475746.08   3774364.36       20.32349  (15012917)                475766.08  
3774364.36       21.04767  (15012917)          
        475786.08   3774364.36       21.81715  (15012917)                475806.08  
3774364.36       22.63601  (15012917)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 477
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  



Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475826.08   3774364.36       23.57344  (15012917)                475846.08  
3774364.36       24.58127  (15012917)          
        475866.08   3774364.36       25.64612  (15012917)                475886.08  
3774364.36       26.74279  (15012917)          
        475906.08   3774364.36       27.91022  (15012917)                475926.08  
3774364.36       29.16753  (15012917)          
        475946.08   3774364.36       30.52480  (15012917)                475966.08  
3774364.36       31.99361  (15012917)          
        475986.08   3774364.36       33.58734  (15012917)                476006.08  
3774364.36       35.51773  (15012917)          
        476026.08   3774364.36       37.60283  (15012917)                476046.08  
3774364.36       39.71746  (15012917)          
        476066.08   3774364.36       42.04327  (15012917)                476086.08  
3774364.36       44.61122  (15012917)          
        476106.08   3774364.36       47.45833  (15012917)                476126.08  
3774364.36       50.62925  (15012917)          
        476146.08   3774364.36       54.32733  (15012917)                476166.08  
3774364.36       58.84916  (15012917)          
        476186.08   3774364.36       63.57068  (15012917)                476206.08  
3774364.36       68.86303  (15012917)          
        476226.08   3774364.36       74.94799  (15012917)                476246.08  
3774364.36       82.00210  (15012917)          
        476266.08   3774364.36       90.25536  (15012917)                476286.08  
3774364.36      100.01216  (15012917)          
        476306.08   3774364.36      112.88529  (15012917)                476326.08  
3774364.36      128.74136  (15090407)          
        476346.08   3774364.36      152.89007  (15090407)                476366.08  
3774364.36      184.50207  (15090407)          
        476386.08   3774364.36      226.97917  (15090407)                477046.08  
3774364.36       38.94304  (14012817)          
        477066.08   3774364.36       36.91881  (14012817)                477086.08  
3774364.36       35.06793  (14012817)          
        477106.08   3774364.36       33.34614  (14012817)                477126.08  
3774364.36       31.71006  (14012817)          
        477146.08   3774364.36       30.26258  (14012817)                477166.08  
3774364.36       28.93850  (14012817)          
        477466.08   3774364.36       25.34727  (12101317)                477486.08  
3774364.36       24.61149  (12101317)          
        477506.08   3774364.36       23.91137  (12101317)                477526.08  
3774364.36       23.36872  (12101317)          
        475526.08   3774384.36       14.29974  (15012917)                475546.08  
3774384.36       14.73603  (15012917)          
        475566.08   3774384.36       15.14973  (15012917)                475586.08  
3774384.36       15.58368  (15012917)          
        475606.08   3774384.36       16.03932  (15012917)                475626.08  
3774384.36       16.51820  (15012917)          
        475646.08   3774384.36       17.02204  (15012917)                475666.08  



3774384.36       17.57967  (15012917)          
        475686.08   3774384.36       18.22824  (15012917)                475706.08  
3774384.36       18.84222  (15012917)          
        475726.08   3774384.36       19.47561  (15012917)                475746.08  
3774384.36       20.14625  (15012917)          
        475766.08   3774384.36       20.85730  (15012917)                475786.08  
3774384.36       21.62253  (15012917)          
        475806.08   3774384.36       22.45863  (15012917)                475826.08  
3774384.36       23.39744  (15012917)          
        475846.08   3774384.36       24.38282  (15012917)                475866.08  
3774384.36       25.37353  (15012917)          
        475886.08   3774384.36       26.43490  (15012917)                475906.08  
3774384.36       27.57425  (15012917)          
        475926.08   3774384.36       28.79990  (15012917)                475946.08  
3774384.36       30.12132  (15012917)          
        475966.08   3774384.36       31.54938  (15012917)                475986.08  
3774384.36       33.09659  (15012917)          
        476006.08   3774384.36       34.97057  (15012917)                476026.08  
3774384.36       36.99081  (15012917)          
        476046.08   3774384.36       39.03299  (15012917)                476066.08  
3774384.36       41.27426  (15012917)          
        476086.08   3774384.36       43.74290  (15012917)                476106.08  
3774384.36       46.47256  (15012917)          
        476126.08   3774384.36       49.50350  (15012917)                476146.08  
3774384.36       53.02981  (15012917)          
        476166.08   3774384.36       57.33373  (15012917)                476186.08  
3774384.36       61.79837  (15012917)          
        476206.08   3774384.36       66.77488  (15012917)                476226.08  
3774384.36       72.49484  (12012506)          
        476246.08   3774384.36       79.34252  (16100705)                476266.08  
3774384.36       87.41850  (16100705)          
        476286.08   3774384.36       96.93143  (16100705)                476306.08  
3774384.36      110.80184  (15090407)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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                                  PAGE 478
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      



                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476326.08   3774384.36      128.63102  (15090407)                476346.08  
3774384.36      151.06604  (15090407)          
        476366.08   3774384.36      179.72280  (15090407)                476386.08  
3774384.36      217.03869  (15090407)          
        476417.86   3774377.82      323.73686  (15090407)                477046.08  
3774384.36       39.01821  (13062919)          
        477066.08   3774384.36       36.98711  (13062919)                477086.08  
3774384.36       35.12851  (13062919)          
        477106.08   3774384.36       33.39957  (13062919)                477126.08  
3774384.36       31.75838  (13062919)          
        477146.08   3774384.36       30.30266  (13062919)                477166.08  
3774384.36       28.96970  (13062919)          
        477466.08   3774384.36       25.71593  (12101317)                477486.08  
3774384.36       24.97252  (12101317)          
        477506.08   3774384.36       24.26486  (12101317)                477526.08  
3774384.36       23.79690  (12101317)          
        475526.08   3774404.36       14.08349  (15012917)                475546.08  
3774404.36       14.50681  (15012917)          
        475566.08   3774404.36       14.90719  (15012917)                475586.08  
3774404.36       15.32675  (15012917)          
        475606.08   3774404.36       15.76681  (15012917)                475626.08  
3774404.36       16.22882  (15012917)          
        475646.08   3774404.36       16.71432  (15012917)                475666.08  
3774404.36       17.25151  (15012917)          
        475686.08   3774404.36       17.87660  (15012917)                475706.08  
3774404.36       18.46631  (15012917)          
        475726.08   3774404.36       19.07345  (15012917)                475746.08  
3774404.36       19.71529  (15012917)          
        475766.08   3774404.36       20.40447  (12012506)                475786.08  
3774404.36       21.17810  (12012506)          
        475806.08   3774404.36       22.06596  (12012506)                475826.08  
3774404.36       22.94001  (12012506)          
        475846.08   3774404.36       23.85376  (12012506)                475866.08  
3774404.36       24.82494  (12012506)          
        475886.08   3774404.36       25.86431  (12012506)                475906.08  
3774404.36       26.97872  (12012506)          
        475926.08   3774404.36       28.17596  (12012506)                475946.08  
3774404.36       29.46483  (12012506)          
        475966.08   3774404.36       30.87005  (15012908)                475986.08  
3774404.36       32.39681  (15012908)          
        476006.08   3774404.36       34.27846  (16100705)                476026.08  
3774404.36       36.31189  (16100705)          
        476046.08   3774404.36       38.37767  (16100705)                476066.08  
3774404.36       40.64248  (16100705)          



        476086.08   3774404.36       43.13361  (16100705)                476106.08  
3774404.36       45.88321  (16100705)          
        476126.08   3774404.36       48.92934  (16100705)                476146.08  
3774404.36       52.45449  (16100705)          
        476166.08   3774404.36       56.72289  (16100705)                476186.08  
3774404.36       61.15075  (16100705)          
        476206.08   3774404.36       66.06342  (16100705)                476226.08  
3774404.36       71.63979  (16100705)          
        476246.08   3774404.36       78.00432  (16100705)                476266.08  
3774404.36       85.65215  (13112720)          
        476286.08   3774404.36       95.23563  (13112720)                476306.08  
3774404.36      107.58993  (13112720)          
        476326.08   3774404.36      122.25521  (13112720)                477046.08  
3774404.36       38.78072  (13101617)          
        477066.08   3774404.36       36.70213  (13101617)                477086.08  
3774404.36       34.85794  (13062919)          
        477106.08   3774404.36       33.18916  (13062919)                477126.08  
3774404.36       31.59895  (13062919)          
        477146.08   3774404.36       30.18578  (13062919)                477166.08  
3774404.36       28.88875  (13062919)          
        477186.08   3774404.36       27.68254  (13062919)                477206.08  
3774404.36       26.55854  (13062919)          
        477226.08   3774404.36       30.31520  (13062919)                477246.08  
3774404.36       35.05841  (12101317)          
        477266.08   3774404.36       33.99095  (12101317)                477286.08  
3774404.36       32.79046  (12101317)          
        477306.08   3774404.36       31.65947  (12101317)                477326.08  
3774404.36       30.59251  (12101317)          
        477346.08   3774404.36       29.86913  (12101317)                477366.08  
3774404.36       29.74269  (12101317)          
        477386.08   3774404.36       28.96432  (12101317)                477406.08  
3774404.36       28.07528  (12101317)          
        477426.08   3774404.36       27.23118  (12101317)                477446.08  
3774404.36       26.42891  (12101317)          
        477466.08   3774404.36       25.66561  (12101317)                477486.08  
3774404.36       24.93870  (12101317)          
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                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 



***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774404.36       24.24580  (12101317)                477526.08  
3774404.36       23.79117  (12101317)          
        475946.08   3774424.36       29.46847  (16100705)                475966.08  
3774424.36       30.86536  (16100705)          
        475986.08   3774424.36       32.37163  (16100705)                476006.08  
3774424.36       34.17874  (16100705)          
        476026.08   3774424.36       36.11611  (16100705)                476046.08  
3774424.36       38.06574  (16100705)          
        476066.08   3774424.36       40.18819  (16100705)                476086.08  
3774424.36       42.50430  (16100705)          
        476106.08   3774424.36       45.03798  (16100705)                476126.08  
3774424.36       47.81659  (16100705)          
        476146.08   3774424.36       51.36623  (13112720)                476166.08  
3774424.36       55.78587  (13112720)          
        476186.08   3774424.36       60.37835  (13112720)                476206.08  
3774424.36       65.45161  (13112720)          
        476226.08   3774424.36       71.16723  (13112720)                476246.08  
3774424.36       77.62510  (13112720)          
        476266.08   3774424.36       84.93837  (13112720)                476286.08  
3774424.36       93.29686  (16111017)          
        476306.08   3774424.36      105.77284  (16111017)                476326.08  
3774424.36      120.28437  (16111017)          
        476346.08   3774424.36      143.34902  (14090307)                476366.08  
3774424.36      174.63712  (14090307)          
        476386.08   3774424.36      211.77244  (14090307)                476406.08  
3774424.36      253.91092  (14090307)          
        476426.08   3774424.36      297.73356  (14090307)                476446.08  
3774424.36      334.50266  (15082107)          
        476466.08   3774424.36      421.31688  (15082107)                476486.08  
3774424.36      497.52645  (14032408)          
        476506.08   3774424.36      690.68936  (14030117)                476526.08  
3774424.36     1003.43825  (13042407)          
        476546.08   3774424.36      984.96219  (13112916)                476566.08  
3774424.36     1269.86587  (13112916)          
        476586.08   3774424.36      849.21629  (13112916)                476606.08  
3774424.36      562.04076  (14041207)          
        476626.08   3774424.36      521.05740  (14041207)                476646.08  
3774424.36      441.24371  (14041207)          
        476666.08   3774424.36      374.00873  (12041107)                476686.08  
3774424.36      335.41261  (12041107)          
        476706.08   3774424.36      289.91678  (12041107)                476726.08  



3774424.36      247.07032  (12041107)          
        476746.08   3774424.36      208.98230  (12041107)                476766.08  
3774424.36      176.16598  (12041107)          
        476786.08   3774424.36      148.91791  (12041107)                476806.08  
3774424.36      125.88947  (12041107)          
        476826.08   3774424.36      106.49406  (12041107)                476846.08  
3774424.36       89.91424  (12041107)          
        476866.08   3774424.36       76.06979  (12041107)                476886.08  
3774424.36       64.54843  (12041107)          
        476906.08   3774424.36       59.71894  (16102817)                476926.08  
3774424.36       55.77903  (16102817)          
        476946.08   3774424.36       52.26466  (13101617)                476966.08  
3774424.36       49.02338  (13101617)          
        476986.08   3774424.36       46.08988  (13101617)                477006.08  
3774424.36       43.49776  (13101617)          
        477026.08   3774424.36       41.12758  (13101617)                477046.08  
3774424.36       38.95481  (13101617)          
        477066.08   3774424.36       36.95813  (13101617)                477086.08  
3774424.36       35.08092  (13101617)          
        477106.08   3774424.36       33.34551  (13101617)                477126.08  
3774424.36       31.75238  (13101617)          
        477146.08   3774424.36       30.29900  (13101617)                477166.08  
3774424.36       28.95381  (13101617)          
        477186.08   3774424.36       27.70148  (13101617)                477206.08  
3774424.36       26.53352  (13101617)          
        477226.08   3774424.36       30.16885  (13101617)                477246.08  
3774424.36       34.67756  (16051606)          
        477266.08   3774424.36       33.55901  (16051606)                477286.08  
3774424.36       32.34903  (16051606)          
        477306.08   3774424.36       31.20736  (16051606)                477326.08  
3774424.36       30.49007  (16051606)          
        477346.08   3774424.36       29.90728  (15061921)                477366.08  
3774424.36       29.30752  (15061921)          
        477386.08   3774424.36       28.45207  (15061921)                477406.08  
3774424.36       27.57423  (15061921)          
        477426.08   3774424.36       26.73954  (15061921)                477446.08  
3774424.36       25.94516  (15061921)          
        477466.08   3774424.36       25.20010  (12101317)                477486.08  
3774424.36       24.51285  (12101317)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 480
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   



, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774424.36       23.85616  (12101317)                477526.08  
3774424.36       23.42867  (12101317)          
        475946.08   3774444.36       29.01716  (16100705)                475966.08  
3774444.36       30.32656  (16100705)          
        475986.08   3774444.36       31.76613  (16100705)                476006.08  
3774444.36       33.41240  (13112720)          
        476026.08   3774444.36       35.44703  (13112720)                476046.08  
3774444.36       37.55114  (13112720)          
        476066.08   3774444.36       39.84093  (13112720)                476086.08  
3774444.36       42.33704  (13112720)          
        476106.08   3774444.36       45.06249  (13112720)                476126.08  
3774444.36       48.04277  (13112720)          
        476146.08   3774444.36       51.43720  (13112720)                476166.08  
3774444.36       55.47425  (13112720)          
        476186.08   3774444.36       59.56420  (13112720)                476206.08  
3774444.36       63.97484  (13112720)          
        476226.08   3774444.36       69.88615  (16111017)                476246.08  
3774444.36       76.64302  (16111017)          
        476266.08   3774444.36       84.27730  (16111017)                476286.08  
3774444.36       92.98277  (16111017)          
        476306.08   3774444.36      103.10188  (16111017)                476326.08  
3774444.36      119.89182  (14090307)          
        476346.08   3774444.36      138.84525  (14090307)                476366.08  
3774444.36      158.76279  (14090307)          
        476386.08   3774444.36      177.83127  (14090307)                476406.08  
3774444.36      192.66272  (14090307)          
        476426.08   3774444.36      229.75838  (16021808)                476446.08  
3774444.36      270.69874  (14091624)          
        476466.08   3774444.36      319.83595  (16092018)                476486.08  
3774444.36      371.82484  (13021808)          
        476506.08   3774444.36      506.14080  (14030117)                476526.08  
3774444.36      643.06064  (13042407)          
        476546.08   3774444.36      603.59020  (15011116)                476566.08  
3774444.36      791.10906  (13112916)          
        476586.08   3774444.36      733.20883  (13112916)                476606.08  
3774444.36      492.56548  (13112916)          
        476626.08   3774444.36      333.23638  (16060806)                476646.08  
3774444.36      331.73625  (14041207)          



        476666.08   3774444.36      310.92340  (14041207)                476686.08  
3774444.36      275.47032  (14041207)          
        476706.08   3774444.36      235.50296  (12041107)                476726.08  
3774444.36      219.00666  (12041107)          
        476746.08   3774444.36      198.66689  (12041107)                476766.08  
3774444.36      177.34354  (12041107)          
        476786.08   3774444.36      156.61227  (12041107)                476806.08  
3774444.36      137.86583  (12041107)          
        476826.08   3774444.36      121.52761  (12041107)                476846.08  
3774444.36      105.76294  (12041107)          
        476866.08   3774444.36       91.74871  (12041107)                476886.08  
3774444.36       79.55002  (12041107)          
        476906.08   3774444.36       68.98598  (12041107)                476926.08  
3774444.36       59.86421  (12041107)          
        476946.08   3774444.36       51.99979  (12041107)                476966.08  
3774444.36       47.54178  (16102817)          
        476986.08   3774444.36       44.87302  (16102817)                477006.08  
3774444.36       42.49950  (16102817)          
        477026.08   3774444.36       40.30694  (16102817)                477046.08  
3774444.36       38.27890  (16102817)          
        477066.08   3774444.36       36.40040  (16102817)                477086.08  
3774444.36       34.61901  (13101617)          
        477106.08   3774444.36       32.99361  (13101617)                477126.08  
3774444.36       31.53430  (13101617)          
        477146.08   3774444.36       30.17223  (13101617)                477166.08  
3774444.36       28.89915  (13101617)          
        477186.08   3774444.36       27.70760  (13101617)                477206.08  
3774444.36       26.59087  (13101617)          
        477226.08   3774444.36       30.34667  (13101617)                477246.08  
3774444.36       34.68142  (13101617)          
        477266.08   3774444.36       33.53220  (13101617)                477286.08  
3774444.36       32.30920  (13101617)          
        477306.08   3774444.36       31.15235  (13101617)                477326.08  
3774444.36       30.59908  (14073022)          
        477346.08   3774444.36       30.21751  (14073022)                477366.08  
3774444.36       29.23350  (14073022)          
        477386.08   3774444.36       28.29783  (14073022)                477406.08  
3774444.36       27.40747  (14073022)          
        477426.08   3774444.36       26.56871  (13090121)                477446.08  
3774444.36       25.79148  (13090121)          
        477466.08   3774444.36       25.04932  (13090121)                477486.08  
3774444.36       24.34017  (13090121)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774444.36       23.81212  (13090121)                477526.08  
3774444.36       23.46036  (15061921)          
        475946.08   3774464.36       28.86697  (13112720)                475966.08  
3774464.36       30.36630  (13112720)          
        475986.08   3774464.36       32.09521  (13112720)                476006.08  
3774464.36       33.82306  (13112720)          
        476026.08   3774464.36       35.64570  (13112720)                476046.08  
3774464.36       37.59550  (13112720)          
        476066.08   3774464.36       39.69219  (13112720)                476086.08  
3774464.36       41.94713  (13112720)          
        476106.08   3774464.36       44.37165  (13112720)                476126.08  
3774464.36       46.97644  (13112720)          
        476146.08   3774464.36       50.46243  (16111017)                476166.08  
3774464.36       54.82973  (16111017)          
        476186.08   3774464.36       59.27110  (16111017)                476206.08  
3774464.36       64.03731  (16111017)          
        476226.08   3774464.36       69.21449  (16111017)                476246.08  
3774464.36       74.79843  (16111017)          
        476266.08   3774464.36       81.00086  (16111017)                476286.08  
3774464.36       88.59120  (13052302)          
        476306.08   3774464.36       97.62176  (14090307)                476326.08  
3774464.36      108.28687  (14090307)          
        476346.08   3774464.36      122.54382  (15091504)                476366.08  
3774464.36      137.56293  (15091504)          
        476386.08   3774464.36      154.83411  (16021808)                476406.08  
3774464.36      178.42499  (16021808)          
        476426.08   3774464.36      203.95310  (14091624)                476446.08  
3774464.36      235.30986  (16092018)          
        476466.08   3774464.36      262.95092  (13021808)                476486.08  
3774464.36      300.21126  (14030117)          
        476506.08   3774464.36      364.09473  (14030117)                476526.08  
3774464.36      444.95638  (13042407)          
        476546.08   3774464.36      428.91915  (15011116)                476566.08  
3774464.36      484.43765  (13112916)          
        476586.08   3774464.36      555.05639  (13112916)                476606.08  



3774464.36      463.50894  (13112916)          
        476626.08   3774464.36      316.23745  (13112916)                476646.08  
3774464.36      227.24906  (16060806)          
        476666.08   3774464.36      222.39877  (14041207)                476686.08  
3774464.36      220.03970  (14041207)          
        476706.08   3774464.36      207.62135  (14041207)                476726.08  
3774464.36      186.48412  (14041207)          
        476746.08   3774464.36      162.70804  (14041207)                476766.08  
3774464.36      153.33880  (12041107)          
        476786.08   3774464.36      143.56231  (12041107)                476806.08  
3774464.36      132.77946  (12041107)          
        476826.08   3774464.36      122.23003  (12041107)                476846.08  
3774464.36      110.44411  (12041107)          
        476866.08   3774464.36       98.95709  (12041107)                476886.08  
3774464.36       88.24649  (12041107)          
        476906.08   3774464.36       78.43332  (12041107)                476926.08  
3774464.36       69.54901  (12041107)          
        476946.08   3774464.36       61.57493  (12041107)                476966.08  
3774464.36       54.66174  (12041107)          
        476986.08   3774464.36       48.39393  (12041107)                477006.08  
3774464.36       42.73240  (12041107)          
        477026.08   3774464.36       38.80539  (16102817)                477046.08  
3774464.36       37.04408  (16102817)          
        477066.08   3774464.36       35.39124  (16102817)                477086.08  
3774464.36       33.77328  (16102817)          
        477106.08   3774464.36       32.26460  (16102817)                477126.08  
3774464.36       30.90696  (16102817)          
        477146.08   3774464.36       29.63070  (16102817)                477166.08  
3774464.36       28.43014  (16102817)          
        477186.08   3774464.36       27.29996  (16102817)                477206.08  
3774464.36       26.23518  (16102817)          
        477226.08   3774464.36       29.95099  (13101617)                477246.08  
3774464.36       34.28873  (13101617)          
        477266.08   3774464.36       33.24779  (13101617)                477286.08  
3774464.36       32.12159  (13101617)          
        477306.08   3774464.36       31.04909  (13101617)                477326.08  
3774464.36       30.53867  (13101617)          
        477346.08   3774464.36       30.06430  (14072722)                477366.08  
3774464.36       29.10824  (14072722)          
        477386.08   3774464.36       28.19561  (14072722)                477406.08  
3774464.36       27.32406  (14072722)          
        477426.08   3774464.36       26.49134  (14072722)                477446.08  
3774464.36       25.71377  (14073022)          
        477466.08   3774464.36       24.98509  (14073022)                477486.08  
3774464.36       24.28686  (14073022)          
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                                  PAGE 482
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774464.36       24.16349  (14073022)                477526.08  
3774464.36       24.01329  (15082520)          
        475946.08   3774484.36       28.90307  (13112720)                475966.08  
3774484.36       30.29284  (13112720)          
        475986.08   3774484.36       31.89766  (13112720)                476006.08  
3774484.36       33.45437  (13112720)          
        476026.08   3774484.36       35.07224  (13112720)                476046.08  
3774484.36       36.78644  (13112720)          
        476066.08   3774484.36       38.89792  (16111017)                476086.08  
3774484.36       41.45375  (16111017)          
        476106.08   3774484.36       44.20472  (16111017)                476126.08  
3774484.36       47.15977  (16111017)          
        476146.08   3774484.36       50.45137  (16111017)                476166.08  
3774484.36       54.26767  (16111017)          
        476186.08   3774484.36       57.99868  (16111017)                476206.08  
3774484.36       61.84943  (16111017)          
        476226.08   3774484.36       65.84899  (16111017)                476246.08  
3774484.36       71.05132  (13052302)          
        476266.08   3774484.36       76.75338  (16100301)                476286.08  
3774484.36       85.00540  (15091504)          
        476306.08   3774484.36       94.78096  (15091504)                476326.08  
3774484.36      104.76134  (15091504)          
        476346.08   3774484.36      114.51449  (15091504)                476366.08  
3774484.36      129.38160  (16021808)          
        476386.08   3774484.36      144.75199  (16021808)                476406.08  
3774484.36      160.33493  (14091624)          
        476426.08   3774484.36      180.59917  (16092018)                476446.08  
3774484.36      202.33345  (16092018)          
        476466.08   3774484.36      222.70073  (13021808)                476486.08  
3774484.36      247.39683  (14030117)          
        476506.08   3774484.36      274.64445  (13090718)                476526.08  
3774484.36      326.15417  (13042407)          



        476546.08   3774484.36      320.93911  (15011116)                476566.08  
3774484.36      303.99153  (13112916)          
        476586.08   3774484.36      399.57619  (13112916)                476606.08  
3774484.36      392.04302  (13112916)          
        476626.08   3774484.36      313.76400  (13112916)                476646.08  
3774484.36      217.61489  (13112916)          
        476666.08   3774484.36      164.39136  (16041118)                476686.08  
3774484.36      155.65128  (14041207)          
        476706.08   3774484.36      161.47404  (14041207)                476726.08  
3774484.36      157.79053  (14041207)          
        476746.08   3774484.36      147.79170  (14041207)                476766.08  
3774484.36      134.41571  (14041207)          
        476786.08   3774484.36      119.68336  (14041207)                476806.08  
3774484.36      113.16419  (12041107)          
        476826.08   3774484.36      109.31876  (12041107)                476846.08  
3774484.36      103.23112  (12041107)          
        476866.08   3774484.36       96.13856  (12041107)                476886.08  
3774484.36       88.68448  (12041107)          
        476906.08   3774484.36       81.20753  (12041107)                476926.08  
3774484.36       73.93244  (12041107)          
        476946.08   3774484.36       67.00751  (12041107)                476966.08  
3774484.36       60.84110  (12041107)          
        476986.08   3774484.36       54.97123  (12041107)                477006.08  
3774484.36       49.37697  (12041107)          
        477026.08   3774484.36       44.28846  (12041107)                477046.08  
3774484.36       39.68493  (12041107)          
        477066.08   3774484.36       35.53722  (12041107)                477086.08  
3774484.36       32.33812  (16092920)          
        477106.08   3774484.36       31.01348  (16102817)                477126.08  
3774484.36       29.83869  (16102817)          
        477146.08   3774484.36       28.72146  (16102817)                477166.08  
3774484.36       27.65945  (16102817)          
        477186.08   3774484.36       26.65017  (16102817)                477206.08  
3774484.36       35.55739  (12092320)          
        477226.08   3774484.36       34.91041  (12092320)                477246.08  
3774484.36       34.10026  (12092320)          
        477266.08   3774484.36       32.99382  (12092320)                477286.08  
3774484.36       31.86124  (12092320)          
        477306.08   3774484.36       30.77867  (12092320)                477326.08  
3774484.36       30.47362  (12092320)          
        477346.08   3774484.36       30.03743  (12092320)                477366.08  
3774484.36       29.05475  (12092320)          
        477386.08   3774484.36       28.11437  (12092320)                477406.08  
3774484.36       27.21438  (12092320)          
        477426.08   3774484.36       26.35288  (12092320)                477446.08  
3774484.36       25.56595  (14072722)          
        477466.08   3774484.36       24.85780  (14072722)                477486.08  
3774484.36       24.17679  (14072722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22



 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 483
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774484.36       24.07020  (12090821)                477526.08  
3774484.36       23.87852  (12090821)          
        475946.08   3774504.36       28.43435  (13112720)                475966.08  
3774504.36       29.65118  (13112720)          
        475986.08   3774504.36       31.18235  (14011323)                476006.08  
3774504.36       33.00253  (16111017)          
        476026.08   3774504.36       34.93645  (16111017)                476046.08  
3774504.36       36.95662  (16111017)          
        476066.08   3774504.36       39.09993  (16111017)                476086.08  
3774504.36       41.36700  (16111017)          
        476106.08   3774504.36       43.75507  (16111017)                476126.08  
3774504.36       46.25651  (16111017)          
        476146.08   3774504.36       48.97794  (16111017)                476166.08  
3774504.36       52.06798  (16111017)          
        476186.08   3774504.36       55.42499  (13052302)                476206.08  
3774504.36       59.16414  (13052302)          
        476226.08   3774504.36       63.25033  (16100301)                476246.08  
3774504.36       68.48678  (15091504)          
        476266.08   3774504.36       75.35122  (15091504)                476286.08  
3774504.36       82.82965  (15091504)          
        476306.08   3774504.36       90.00612  (15091504)                476326.08  
3774504.36       98.32296  (16021808)          
        476346.08   3774504.36      109.81576  (16021808)                476366.08  
3774504.36      120.21434  (16021808)          
        476386.08   3774504.36      131.55768  (14091624)                476406.08  
3774504.36      143.87926  (16092018)          
        476426.08   3774504.36      160.41210  (16092018)                476446.08  
3774504.36      174.74547  (13021808)          
        476466.08   3774504.36      188.61225  (16021806)                476486.08  



3774504.36      201.64515  (15122518)          
        476506.08   3774504.36      229.51651  (13090718)                476526.08  
3774504.36      249.86388  (15011116)          
        476546.08   3774504.36      249.73199  (15011116)                476566.08  
3774504.36      216.60891  (16111019)          
        476586.08   3774504.36      283.75532  (13112916)                476606.08  
3774504.36      313.50293  (13112916)          
        476626.08   3774504.36      284.72945  (13112916)                476646.08  
3774504.36      223.54328  (13112916)          
        476666.08   3774504.36      157.35861  (13112916)                476686.08  
3774504.36      133.82401  (16041118)          
        476706.08   3774504.36      124.22415  (16041118)                476726.08  
3774504.36      119.94829  (14041207)          
        476746.08   3774504.36      121.13112  (14041207)                476766.08  
3774504.36      117.46426  (14041207)          
        476786.08   3774504.36      110.50374  (14041207)                476806.08  
3774504.36      101.85905  (14041207)          
        476826.08   3774504.36       92.64094  (14041207)                476846.08  
3774504.36       87.03946  (12041107)          
        476866.08   3774504.36       84.71353  (12041107)                476886.08  
3774504.36       81.23981  (12041107)          
        476906.08   3774504.36       76.99222  (12041107)                476926.08  
3774504.36       72.27078  (12041107)          
        476946.08   3774504.36       67.31573  (12041107)                476966.08  
3774504.36       62.67798  (12041107)          
        476986.08   3774504.36       57.94917  (12041107)                477006.08  
3774504.36       53.11938  (12041107)          
        477026.08   3774504.36       48.52869  (12041107)                477046.08  
3774504.36       44.21573  (12041107)          
        477066.08   3774504.36       40.20014  (12041107)                477086.08  
3774504.36       36.58145  (12041107)          
        477106.08   3774504.36       33.20226  (12041107)                477126.08  
3774504.36       30.04444  (12041107)          
        477146.08   3774504.36       28.04544  (16102617)                477166.08  
3774504.36       26.71102  (16102617)          
        477186.08   3774504.36       25.64659  (16092920)                477206.08  
3774504.36       35.81077  (13083021)          
        477226.08   3774504.36       35.32680  (13083021)                477246.08  
3774504.36       33.99074  (13083021)          
        477266.08   3774504.36       32.71084  (13083021)                477286.08  
3774504.36       31.48579  (13083021)          
        477306.08   3774504.36       30.31398  (13083021)                477326.08  
3774504.36       30.07890  (12092320)          
        477346.08   3774504.36       29.74048  (12092320)                477366.08  
3774504.36       28.85568  (12092320)          
        477386.08   3774504.36       28.00194  (12092320)                477406.08  
3774504.36       27.17858  (12092320)          
        477426.08   3774504.36       26.38482  (12092320)                477446.08  
3774504.36       25.61981  (12092320)          
        477466.08   3774504.36       24.88266  (12092320)                477486.08  



3774504.36       24.17244  (12092320)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 484
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774504.36       24.01039  (12092320)                477526.08  
3774504.36       23.85996  (15101421)          
        475946.08   3774524.36       28.30068  (16111017)                475966.08  
3774524.36       29.73891  (16111017)          
        475986.08   3774524.36       31.26456  (16111017)                476006.08  
3774524.36       33.00973  (16111017)          
        476026.08   3774524.36       34.82291  (16111017)                476046.08  
3774524.36       36.58629  (16111017)          
        476066.08   3774524.36       38.41765  (16111017)                476086.08  
3774524.36       40.30731  (16111017)          
        476106.08   3774524.36       42.24054  (16111017)                476126.08  
3774524.36       44.36721  (13052302)          
        476146.08   3774524.36       47.12300  (13052302)                476166.08  
3774524.36       50.19978  (13052302)          
        476186.08   3774524.36       53.44987  (16100301)                476206.08  
3774524.36       57.30871  (15091504)          
        476226.08   3774524.36       62.30288  (15091504)                476246.08  
3774524.36       67.39920  (15091504)          
        476266.08   3774524.36       72.43491  (15091504)                476286.08  
3774524.36       77.29015  (13050502)          
        476306.08   3774524.36       85.65805  (16021808)                476326.08  
3774524.36       94.51965  (16021808)          
        476346.08   3774524.36      101.77159  (16021808)                476366.08  
3774524.36      110.51127  (14091624)          
        476386.08   3774524.36      119.20300  (16092018)                476406.08  
3774524.36      130.78725  (16092018)          



        476426.08   3774524.36      139.79127  (13021808)                476446.08  
3774524.36      151.75209  (16121606)          
        476466.08   3774524.36      161.41069  (16021806)                476486.08  
3774524.36      172.21718  (13090718)          
        476506.08   3774524.36      194.38487  (13090718)                476526.08  
3774524.36      200.38117  (15011116)          
        476546.08   3774524.36      200.30053  (15011116)                476566.08  
3774524.36      182.44594  (16111019)          
        476586.08   3774524.36      201.97001  (13112916)                476606.08  
3774524.36      243.74971  (13112916)          
        476626.08   3774524.36      244.60474  (13112916)                476646.08  
3774524.36      212.74580  (13112916)          
        476666.08   3774524.36      165.52599  (13112916)                476686.08  
3774524.36      120.61708  (15101019)          
        476706.08   3774524.36      111.44811  (16041118)                476726.08  
3774524.36      105.15133  (16041118)          
        476746.08   3774524.36       96.81895  (16041118)                476766.08  
3774524.36       94.19778  (14041207)          
        476786.08   3774524.36       93.90348  (14041207)                476806.08  
3774524.36       91.00979  (14041207)          
        476826.08   3774524.36       86.51154  (14041207)                476846.08  
3774524.36       80.28077  (14041207)          
        476866.08   3774524.36       73.30935  (14041207)                476886.08  
3774524.36       68.23612  (12041107)          
        476906.08   3774524.36       67.19684  (12041107)                476926.08  
3774524.36       65.27598  (12041107)          
        476946.08   3774524.36       62.70061  (12041107)                476966.08  
3774524.36       60.00530  (12041107)          
        476986.08   3774524.36       56.90472  (12041107)                477006.08  
3774524.36       53.38587  (12041107)          
        477026.08   3774524.36       49.81089  (12041107)                477046.08  
3774524.36       46.26398  (12041107)          
        477066.08   3774524.36       42.80704  (12041107)                477086.08  
3774524.36       39.61956  (12041107)          
        477106.08   3774524.36       36.52800  (12041107)                477126.08  
3774524.36       33.51186  (12041107)          
        477146.08   3774524.36       30.68847  (12041107)                477166.08  
3774524.36       28.06025  (12041107)          
        477186.08   3774524.36       25.78353  (16102617)                477206.08  
3774524.36       35.56194  (15070506)          
        477226.08   3774524.36       34.91962  (15070506)                477246.08  
3774524.36       33.63897  (13083021)          
        477266.08   3774524.36       32.51664  (13083021)                477286.08  
3774524.36       31.42874  (13083021)          
        477306.08   3774524.36       30.37608  (13083021)                477326.08  
3774524.36       30.18858  (13083021)          
        477346.08   3774524.36       29.83524  (13083021)                477366.08  
3774524.36       28.84299  (13083021)          
        477386.08   3774524.36       27.88592  (13083021)                477406.08  
3774524.36       26.96353  (13083021)          



        477426.08   3774524.36       26.12693  (15062921)                477446.08  
3774524.36       25.33022  (15062921)          
        477466.08   3774524.36       24.65502  (12092320)                477486.08  
3774524.36       24.01182  (12092320)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 485
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774524.36       23.90819  (12092320)                477526.08  
3774524.36       23.70883  (12092320)          
        475946.08   3774544.36       28.34206  (16111017)                475966.08  
3774544.36       29.62134  (16111017)          
        475986.08   3774544.36       30.94580  (16111017)                476006.08  
3774544.36       32.47343  (16111017)          
        476026.08   3774544.36       34.02660  (16111017)                476046.08  
3774544.36       35.47726  (16111017)          
        476066.08   3774544.36       36.94094  (16111017)                476086.08  
3774544.36       38.89372  (13052302)          
        476106.08   3774544.36       40.92614  (13052302)                476126.08  
3774544.36       42.97415  (13052302)          
        476146.08   3774544.36       45.64140  (16100301)                476166.08  
3774544.36       48.84193  (15091504)          
        476186.08   3774544.36       52.74958  (15091504)                476206.08  
3774544.36       56.66165  (15091504)          
        476226.08   3774544.36       60.52978  (15091504)                476246.08  
3774544.36       64.20108  (15091504)          
        476266.08   3774544.36       68.65111  (16021808)                476286.08  
3774544.36       75.16611  (16021808)          
        476306.08   3774544.36       81.86244  (16021808)                476326.08  
3774544.36       87.53511  (16021808)          
        476346.08   3774544.36       94.58246  (14091624)                476366.08  



3774544.36      100.86129  (16092018)          
        476386.08   3774544.36      110.14011  (16092018)                476406.08  
3774544.36      115.58934  (14040103)          
        476426.08   3774544.36      125.54598  (13021808)                476446.08  
3774544.36      133.68378  (16021806)          
        476466.08   3774544.36      139.51732  (15122518)                476486.08  
3774544.36      153.09048  (13090718)          
        476506.08   3774544.36      166.79464  (13090718)                476526.08  
3774544.36      164.58521  (15011116)          
        476546.08   3774544.36      164.53079  (15011116)                476566.08  
3774544.36      155.87626  (16111019)          
        476586.08   3774544.36      147.89813  (16082607)                476606.08  
3774544.36      187.10688  (13112916)          
        476626.08   3774544.36      203.21578  (13112916)                476646.08  
3774544.36      192.29302  (13112916)          
        476666.08   3774544.36      162.91503  (13112916)                476686.08  
3774544.36      126.71166  (13112916)          
        476706.08   3774544.36      101.49739  (15101019)                476726.08  
3774544.36       94.84670  (16041118)          
        476746.08   3774544.36       90.49908  (16041118)                476766.08  
3774544.36       84.44822  (16041118)          
        476786.08   3774544.36       77.47094  (16041118)                476806.08  
3774544.36       75.70124  (14041207)          
        476826.08   3774544.36       75.28536  (14041207)                476846.08  
3774544.36       72.86466  (14041207)          
        476866.08   3774544.36       69.09234  (14041207)                476886.08  
3774544.36       64.48142  (14041207)          
        476906.08   3774544.36       59.40835  (14041207)                476926.08  
3774544.36       54.72700  (12041107)          
        476946.08   3774544.36       54.37537  (12041107)                476966.08  
3774544.36       53.59276  (12041107)          
        476986.08   3774544.36       52.23989  (12041107)                477006.08  
3774544.36       50.28970  (12041107)          
        477026.08   3774544.36       48.03823  (12041107)                477046.08  
3774544.36       45.58690  (12041107)          
        477066.08   3774544.36       43.01980  (12041107)                477086.08  
3774544.36       40.55854  (12041107)          
        477106.08   3774544.36       38.04313  (12041107)                477126.08  
3774544.36       35.45088  (12041107)          
        477146.08   3774544.36       32.93557  (12041107)                477166.08  
3774544.36       30.51954  (12041107)          
        477186.08   3774544.36       28.21851  (12041107)                477206.08  
3774544.36       34.98800  (15070506)          
        477226.08   3774544.36       34.54731  (15070506)                477246.08  
3774544.36       33.38260  (15070506)          
        477266.08   3774544.36       32.24345  (15070506)                477286.08  
3774544.36       31.13291  (15070506)          
        477306.08   3774544.36       30.05318  (15070506)                477326.08  
3774544.36       29.86840  (16062906)          
        477346.08   3774544.36       29.63145  (16062906)                477366.08  



3774544.36       28.72357  (13083021)          
        477386.08   3774544.36       27.87113  (13083021)                477406.08  
3774544.36       27.04101  (13083021)          
        477426.08   3774544.36       26.23383  (13083021)                477446.08  
3774544.36       25.44995  (13083021)          
        477466.08   3774544.36       24.68949  (13083021)                477486.08  
3774544.36       23.95244  (13083021)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 486
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774544.36       23.82480  (13083021)                477526.08  
3774544.36       23.63448  (15062921)          
        475946.08   3774564.36       27.92409  (16111017)                475966.08  
3774564.36       29.01197  (16111017)          
        475986.08   3774564.36       30.11451  (16111017)                476006.08  
3774564.36       31.37807  (16111017)          
        476026.08   3774564.36       32.87777  (13052302)                476046.08  
3774564.36       34.45476  (13052302)          
        476066.08   3774564.36       36.04826  (13052302)                476086.08  
3774564.36       37.63795  (13052302)          
        476106.08   3774564.36       39.78945  (16100301)                476126.08  
3774564.36       41.99117  (16100301)          
        476146.08   3774564.36       45.07586  (15091504)                476166.08  
3774564.36       48.46452  (15091504)          
        476186.08   3774564.36       51.57874  (15091504)                476206.08  
3774564.36       54.50817  (15091504)          
        476226.08   3774564.36       57.43825  (13050502)                476246.08  
3774564.36       61.98369  (16021808)          
        476266.08   3774564.36       67.05044  (16021808)                476286.08  
3774564.36       71.62195  (16021808)          



        476306.08   3774564.36       75.86104  (16021808)                476326.08  
3774564.36       82.18675  (14091624)          
        476346.08   3774564.36       87.01290  (14091624)                476366.08  
3774564.36       94.37214  (16092018)          
        476386.08   3774564.36       99.25258  (16092018)                476406.08  
3774564.36      105.30953  (13021808)          
        476426.08   3774564.36      111.82093  (16121606)                476446.08  
3774564.36      118.20290  (16021806)          
        476466.08   3774564.36      124.00457  (15122518)                476486.08  
3774564.36      136.45473  (13090718)          
        476506.08   3774564.36      144.83025  (13090718)                476526.08  
3774564.36      139.68344  (13090718)          
        476546.08   3774564.36      137.74575  (15011116)                476566.08  
3774564.36      134.87180  (16111019)          
        476586.08   3774564.36      129.08282  (16111019)                476606.08  
3774564.36      143.00593  (13112916)          
        476626.08   3774564.36      165.44675  (13112916)                476646.08  
3774564.36      167.84703  (13112916)          
        476666.08   3774564.36      152.87219  (13112916)                476686.08  
3774564.36      128.02069  (13112916)          
        476706.08   3774564.36       99.48087  (13112916)                476726.08  
3774564.36       87.08305  (15101019)          
        476746.08   3774564.36       82.03546  (16041118)                476766.08  
3774564.36       78.93421  (16041118)          
        476786.08   3774564.36       74.44548  (16041118)                476806.08  
3774564.36       69.06689  (16041118)          
        476826.08   3774564.36       63.17192  (16041118)                476846.08  
3774564.36       62.17611  (14041207)          
        476866.08   3774564.36       61.32433  (14041207)                476886.08  
3774564.36       59.29342  (14041207)          
        476906.08   3774564.36       56.40005  (14041207)                476926.08  
3774564.36       52.92800  (14041207)          
        476946.08   3774564.36       49.11496  (14041207)                476966.08  
3774564.36       45.28208  (14041207)          
        476986.08   3774564.36       44.98970  (12041107)                477006.08  
3774564.36       44.54438  (12041107)          
        477026.08   3774564.36       43.65761  (12041107)                477046.08  
3774564.36       42.41739  (12041107)          
        477066.08   3774564.36       40.90494  (12041107)                477086.08  
3774564.36       39.33709  (12041107)          
        477106.08   3774564.36       37.59058  (12041107)                477126.08  
3774564.36       35.64034  (12041107)          
        477146.08   3774564.36       33.64625  (12041107)                477166.08  
3774564.36       31.64513  (12041107)          
        477186.08   3774564.36       29.66654  (12041107)                477206.08  
3774564.36       34.38761  (13072423)          
        477226.08   3774564.36       33.89938  (15072422)                477246.08  
3774564.36       32.80960  (12081023)          
        477266.08   3774564.36       31.75866  (12081023)                477286.08  
3774564.36       30.72281  (12081023)          



        477306.08   3774564.36       29.76490  (15070506)                477326.08  
3774564.36       29.54999  (15070506)          
        477346.08   3774564.36       29.23852  (16062906)                477366.08  
3774564.36       28.41630  (16062906)          
        477386.08   3774564.36       27.60593  (16062906)                477406.08  
3774564.36       26.80952  (16062906)          
        477426.08   3774564.36       26.02877  (16062906)                477446.08  
3774564.36       25.29367  (13083021)          
        477466.08   3774564.36       24.61768  (13083021)                477486.08  
3774564.36       23.95616  (13083021)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 487
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774564.36       23.90416  (13083021)                477526.08  
3774564.36       23.73405  (13083021)          
        475946.08   3774584.36       27.08548  (16111017)                475966.08  
3774584.36       28.05510  (13052302)          
        475986.08   3774584.36       29.29037  (13052302)                476006.08  
3774584.36       30.68352  (13052302)          
        476026.08   3774584.36       32.06885  (13052302)                476046.08  
3774584.36       33.40745  (16100301)          
        476066.08   3774584.36       35.17226  (16100301)                476086.08  
3774584.36       36.93835  (16100301)          
        476106.08   3774584.36       39.32741  (15091504)                476126.08  
3774584.36       41.77849  (15091504)          
        476146.08   3774584.36       44.30363  (15091504)                476166.08  
3774584.36       46.97482  (15091504)          
        476186.08   3774584.36       49.23927  (15091504)                476206.08  
3774584.36       52.01610  (16021808)          
        476226.08   3774584.36       56.24165  (16021808)                476246.08  



3774584.36       60.22809  (16021808)          
        476266.08   3774584.36       63.73182  (16021808)                476286.08  
3774584.36       66.62363  (14091624)          
        476306.08   3774584.36       71.97032  (14091624)                476326.08  
3774584.36       76.14517  (14091624)          
        476346.08   3774584.36       82.02364  (16092018)                476366.08  
3774584.36       86.37465  (16092018)          
        476386.08   3774584.36       90.05673  (13021808)                476406.08  
3774584.36       95.54888  (13021808)          
        476426.08   3774584.36      100.80006  (16021806)                476446.08  
3774584.36      104.09401  (16021806)          
        476466.08   3774584.36      110.27896  (15122518)                476486.08  
3774584.36      122.14629  (13090718)          
        476506.08   3774584.36      127.09057  (13090718)                476526.08  
3774584.36      121.64329  (13090718)          
        476546.08   3774584.36      120.06945  (14022508)                476566.08  
3774584.36      117.99715  (16111019)          
        476586.08   3774584.36      115.02985  (16111019)                476606.08  
3774584.36      109.35358  (13112916)          
        476626.08   3774584.36      133.12566  (13112916)                476646.08  
3774584.36      143.10518  (13112916)          
        476666.08   3774584.36      138.60951  (13112916)                476686.08  
3774584.36      123.69789  (13112916)          
        476706.08   3774584.36      102.81620  (13112916)                476726.08  
3774584.36       82.89294  (15101019)          
        476746.08   3774584.36       75.82031  (15101019)                476766.08  
3774584.36       71.87510  (16041118)          
        476786.08   3774584.36       69.62504  (16041118)                476806.08  
3774584.36       66.19291  (16041118)          
        476826.08   3774584.36       61.91078  (16041118)                476846.08  
3774584.36       57.34802  (16041118)          
        476866.08   3774584.36       52.64686  (16041118)                476886.08  
3774584.36       51.69883  (14041207)          
        476906.08   3774584.36       50.83687  (14041207)                476926.08  
3774584.36       49.16934  (14041207)          
        476946.08   3774584.36       46.89946  (14041207)                476966.08  
3774584.36       44.34298  (14041207)          
        476986.08   3774584.36       41.46706  (14041207)                477006.08  
3774584.36       38.36810  (14041207)          
        477026.08   3774584.36       37.49485  (12041107)                477046.08  
3774584.36       37.36715  (12041107)          
        477066.08   3774584.36       36.88836  (12041107)                477086.08  
3774584.36       36.22923  (12041107)          
        477106.08   3774584.36       35.31549  (12041107)                477126.08  
3774584.36       34.12012  (12041107)          
        477146.08   3774584.36       32.77946  (12041107)                477166.08  
3774584.36       31.33566  (12041107)          
        477186.08   3774584.36       29.82521  (12041107)                477206.08  
3774584.36       33.91664  (16111417)          
        477226.08   3774584.36       33.41436  (14061006)                477246.08  



3774584.36       32.33549  (14061006)          
        477266.08   3774584.36       31.25848  (14061006)                477286.08  
3774584.36       30.19010  (14061006)          
        477306.08   3774584.36       29.26443  (12081023)                477326.08  
3774584.36       29.19169  (12081023)          
        477346.08   3774584.36       28.94946  (12081023)                477366.08  
3774584.36       28.09002  (12081023)          
        477386.08   3774584.36       27.24198  (12081023)                477406.08  
3774584.36       26.41759  (15062706)          
        477426.08   3774584.36       25.68723  (16062906)                477446.08  
3774584.36       25.03181  (16062906)          
        477466.08   3774584.36       24.38348  (16062906)                477486.08  
3774584.36       23.74390  (16062906)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 488
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774584.36       23.77315  (16062906)                477526.08  
3774584.36       23.66850  (16062906)          
        475946.08   3774604.36       26.51219  (13052302)                475966.08  
3774604.36       27.53135  (13052302)          
        475986.08   3774604.36       28.54355  (13052302)                476006.08  
3774604.36       29.84974  (16100301)          
        476026.08   3774604.36       31.39948  (16100301)                476046.08  
3774604.36       32.84169  (16100301)          
        476066.08   3774604.36       34.78594  (15091504)                476086.08  
3774604.36       36.80534  (15091504)          
        476106.08   3774604.36       38.80521  (15091504)                476126.08  
3774604.36       40.74034  (15091504)          
        476146.08   3774604.36       42.64701  (15091504)                476166.08  
3774604.36       44.90774  (13050502)          



        476186.08   3774604.36       47.84396  (16021808)                476206.08  
3774604.36       51.27344  (16021808)          
        476226.08   3774604.36       54.44192  (16021808)                476246.08  
3774604.36       57.15852  (16021808)          
        476266.08   3774604.36       59.70168  (14091624)                476286.08  
3774604.36       63.66050  (14091624)          
        476306.08   3774604.36       67.09443  (14091624)                476326.08  
3774604.36       72.14667  (16092018)          
        476346.08   3774604.36       76.00513  (16092018)                476366.08  
3774604.36       78.44990  (14040103)          
        476386.08   3774604.36       83.32088  (13021808)                476406.08  
3774604.36       86.78700  (16121606)          
        476426.08   3774604.36       91.12008  (16021806)                476446.08  
3774604.36       94.57508  (15122518)          
        476466.08   3774604.36      100.06954  (13090718)                476486.08  
3774604.36      109.86946  (13090718)          
        476506.08   3774604.36      112.56371  (13090718)                476526.08  
3774604.36      107.13588  (13090718)          
        476546.08   3774604.36      106.32556  (14022508)                476566.08  
3774604.36      104.23646  (16111019)          
        476586.08   3774604.36      103.07967  (16111019)                476606.08  
3774604.36       95.44899  (16111019)          
        476626.08   3774604.36      106.45641  (13112916)                476646.08  
3774604.36      120.10888  (13112916)          
        476666.08   3774604.36      122.60843  (13112916)                476686.08  
3774604.36      115.58327  (13112916)          
        476706.08   3774604.36      101.82193  (13112916)                476726.08  
3774604.36       83.01265  (13112916)          
        476746.08   3774604.36       72.74322  (15101019)                476766.08  
3774604.36       66.83741  (13102820)          
        476786.08   3774604.36       63.65719  (16041118)                476806.08  
3774604.36       61.96549  (16041118)          
        476826.08   3774604.36       59.23547  (16041118)                476846.08  
3774604.36       55.97657  (16041118)          
        476866.08   3774604.36       52.33700  (16041118)                476886.08  
3774604.36       48.48844  (16041118)          
        476906.08   3774604.36       44.99573  (13031818)                476926.08  
3774604.36       43.59973  (14041207)          
        476946.08   3774604.36       42.79124  (14041207)                476966.08  
3774604.36       41.51831  (14041207)          
        476986.08   3774604.36       39.77619  (14041207)                477006.08  
3774604.36       37.64095  (14041207)          
        477026.08   3774604.36       35.30166  (14041207)                477046.08  
3774604.36       32.85326  (14041207)          
        477066.08   3774604.36       31.62480  (12041107)                477086.08  
3774604.36       31.75493  (12041107)          
        477106.08   3774604.36       31.61082  (12041107)                477126.08  
3774604.36       31.16559  (12041107)          
        477146.08   3774604.36       30.51052  (12041107)                477166.08  
3774604.36       29.68344  (12041107)          



        477186.08   3774604.36       28.71969  (12041107)                477206.08  
3774604.36       33.80374  (16111417)          
        477226.08   3774604.36       33.33829  (16111417)                477246.08  
3774604.36       32.08594  (16111417)          
        477266.08   3774604.36       30.84456  (16111417)                477286.08  
3774604.36       29.77319  (14061006)          
        477306.08   3774604.36       28.89642  (14061006)                477326.08  
3774604.36       28.87306  (14061006)          
        477346.08   3774604.36       28.65191  (14061006)                477366.08  
3774604.36       27.73723  (14061006)          
        477386.08   3774604.36       26.90353  (12081023)                477406.08  
3774604.36       26.19484  (12081023)          
        477426.08   3774604.36       25.48912  (12081023)                477446.08  
3774604.36       24.78909  (12081023)          
        477466.08   3774604.36       24.24066  (12081023)                477486.08  
3774604.36       24.07318  (15062706)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 489
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774604.36       23.79471  (15062706)                477526.08  
3774604.36       23.44098  (16062906)          
        475946.08   3774624.36       25.81702  (13052302)                475966.08  
3774624.36       26.87338  (16100301)          
        475986.08   3774624.36       28.06290  (16100301)                476006.08  
3774624.36       29.36623  (16100301)          
        476026.08   3774624.36       31.06654  (15091504)                476046.08  
3774624.36       32.75629  (15091504)          
        476066.08   3774624.36       34.43057  (15091504)                476086.08  
3774624.36       36.05683  (15091504)          
        476106.08   3774624.36       37.59462  (15091504)                476126.08  



3774624.36       39.03525  (13050502)          
        476146.08   3774624.36       40.96723  (13050502)                476166.08  
3774624.36       44.09914  (16021808)          
        476186.08   3774624.36       46.95226  (16021808)                476206.08  
3774624.36       49.49293  (16021808)          
        476226.08   3774624.36       51.61943  (16021808)                476246.08  
3774624.36       53.91415  (14091624)          
        476266.08   3774624.36       57.17132  (14091624)                476286.08  
3774624.36       59.66328  (14091624)          
        476306.08   3774624.36       63.80238  (16092018)                476326.08  
3774624.36       67.52536  (16092018)          
        476346.08   3774624.36       69.49940  (14040103)                476366.08  
3774624.36       73.15868  (13021808)          
        476386.08   3774624.36       76.23602  (13021808)                476406.08  
3774624.36       79.54628  (16021806)          
        476426.08   3774624.36       82.04359  (16021806)                476446.08  
3774624.36       86.29278  (15122518)          
        476466.08   3774624.36       92.22262  (13090718)                476486.08  
3774624.36       99.31673  (13090718)          
        476506.08   3774624.36      100.51533  (13090718)                476526.08  
3774624.36       95.26780  (13090718)          
        476546.08   3774624.36       95.05639  (14022508)                476566.08  
3774624.36       92.89050  (16111019)          
        476586.08   3774624.36       92.88228  (16111019)                476606.08  
3774624.36       87.55698  (16111019)          
        476626.08   3774624.36       84.90693  (13112916)                476646.08  
3774624.36       99.77186  (13112916)          
        476666.08   3774624.36      106.53566  (13112916)                476686.08  
3774624.36      105.30398  (13112916)          
        476706.08   3774624.36       97.55298  (13112916)                476726.08  
3774624.36       83.72677  (13112916)          
        476746.08   3774624.36       68.55200  (15101019)                476766.08  
3774624.36       64.50075  (15101019)          
        476786.08   3774624.36       59.65419  (13102820)                476806.08  
3774624.36       56.86460  (16041118)          
        476826.08   3774624.36       55.51851  (16041118)                476846.08  
3774624.36       53.49714  (16041118)          
        476866.08   3774624.36       50.92901  (16041118)                476886.08  
3774624.36       47.97715  (16041118)          
        476906.08   3774624.36       44.80107  (16041118)                476926.08  
3774624.36       41.62361  (12092019)          
        476946.08   3774624.36       39.34243  (13031818)                476966.08  
3774624.36       37.30310  (14041207)          
        476986.08   3774624.36       36.62092  (14041207)                477006.08  
3774624.36       35.47480  (14041207)          
        477026.08   3774624.36       33.99749  (14041207)                477046.08  
3774624.36       32.28628  (14041207)          
        477066.08   3774624.36       30.42425  (14041207)                477086.08  
3774624.36       28.54400  (16090621)          
        477106.08   3774624.36       27.52602  (12082819)                477126.08  



3774624.36       27.21163  (12041107)          
        477146.08   3774624.36       27.17982  (12041107)                477166.08  
3774624.36       26.94341  (12041107)          
        477186.08   3774624.36       26.52968  (12041107)                477206.08  
3774624.36       33.32734  (12082819)          
        477226.08   3774624.36       32.85128  (16111417)                477246.08  
3774624.36       31.83223  (16111417)          
        477266.08   3774624.36       30.79546  (16111417)                477286.08  
3774624.36       29.75080  (16111417)          
        477306.08   3774624.36       28.70650  (16111417)                477326.08  
3774624.36       28.37969  (16111417)          
        477346.08   3774624.36       28.24466  (14061006)                477366.08  
3774624.36       27.48990  (14061006)          
        477386.08   3774624.36       26.72777  (14061006)                477406.08  
3774624.36       25.96308  (14061006)          
        477426.08   3774624.36       25.19993  (14061006)                477446.08  
3774624.36       24.47881  (15072422)          
        477466.08   3774624.36       24.07812  (12081023)                477486.08  
3774624.36       24.16822  (12081023)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 490
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774624.36       23.69331  (12081023)                477526.08  
3774624.36       23.11532  (15062706)          
        475946.08   3774644.36       25.46511  (16100301)                475966.08  
3774644.36       26.45657  (16100301)          
        475986.08   3774644.36       27.75189  (15091504)                476006.08  
3774644.36       29.30014  (15091504)          
        476026.08   3774644.36       30.82719  (15091504)                476046.08  
3774644.36       32.21068  (15091504)          



        476066.08   3774644.36       33.52797  (15091504)                476086.08  
3774644.36       34.74363  (15091504)          
        476106.08   3774644.36       36.18231  (13050502)                476126.08  
3774644.36       38.05863  (16021808)          
        476146.08   3774644.36       40.57015  (16021808)                476166.08  
3774644.36       43.12745  (16021808)          
        476186.08   3774644.36       45.22634  (16021808)                476206.08  
3774644.36       46.90386  (16021808)          
        476226.08   3774644.36       49.01710  (14091624)                476246.08  
3774644.36       51.73285  (14091624)          
        476266.08   3774644.36       53.81219  (14091624)                476286.08  
3774644.36       56.88247  (16092018)          
        476306.08   3774644.36       60.22544  (16092018)                476326.08  
3774644.36       62.31955  (16092018)          
        476346.08   3774644.36       64.67139  (13021808)                476366.08  
3774644.36       67.98817  (13021808)          
        476386.08   3774644.36       70.33880  (16121606)                476406.08  
3774644.36       73.04281  (16021806)          
        476426.08   3774644.36       74.72838  (15122518)                476446.08  
3774644.36       78.73368  (15122518)          
        476466.08   3774644.36       85.10044  (13090718)                476486.08  
3774644.36       90.21070  (13090718)          
        476506.08   3774644.36       90.40639  (13090718)                476526.08  
3774644.36       85.66130  (14121123)          
        476546.08   3774644.36       85.58034  (14022508)                476566.08  
3774644.36       83.93687  (14022508)          
        476586.08   3774644.36       84.13620  (16111019)                476606.08  
3774644.36       80.47468  (16111019)          
        476626.08   3774644.36       74.70378  (16122407)                476646.08  
3774644.36       82.33295  (13112916)          
        476666.08   3774644.36       91.38447  (13112916)                476686.08  
3774644.36       94.11692  (13112916)          
        476706.08   3774644.36       91.08273  (13112916)                476726.08  
3774644.36       81.83298  (13112916)          
        476746.08   3774644.36       69.43751  (13112916)                476766.08  
3774644.36       61.28025  (15101019)          
        476786.08   3774644.36       57.70083  (15101019)                476806.08  
3774644.36       53.66286  (13102820)          
        476826.08   3774644.36       51.12270  (16041118)                476846.08  
3774644.36       50.20003  (16041118)          
        476866.08   3774644.36       48.63902  (16041118)                476886.08  
3774644.36       46.57771  (16041118)          
        476906.08   3774644.36       44.16309  (16041118)                476926.08  
3774644.36       41.49791  (16041118)          
        476946.08   3774644.36       38.65669  (16041118)                476966.08  
3774644.36       36.34153  (13031818)          
        476986.08   3774644.36       34.70238  (13031818)                477006.08  
3774644.36       33.09339  (15121924)          
        477026.08   3774644.36       31.62988  (15121924)                477046.08  
3774644.36       30.61129  (14041207)          



        477066.08   3774644.36       29.44143  (14041207)                477086.08  
3774644.36       28.04414  (14041207)          
        477106.08   3774644.36       26.63543  (16090621)                477126.08  
3774644.36       25.81828  (16090621)          
        477146.08   3774644.36       24.97217  (16090621)                477166.08  
3774644.36       24.30816  (12082819)          
        477186.08   3774644.36       23.66556  (12082819)                477206.08  
3774644.36       32.72789  (12112417)          
        477226.08   3774644.36       32.39301  (12112417)                477246.08  
3774644.36       31.33070  (12112417)          
        477266.08   3774644.36       30.26448  (12082819)                477286.08  
3774644.36       29.39471  (16111417)          
        477306.08   3774644.36       28.53323  (16111417)                477326.08  
3774644.36       28.37782  (16111417)          
        477346.08   3774644.36       28.04086  (16111417)                477366.08  
3774644.36       27.11558  (16111417)          
        477386.08   3774644.36       26.20813  (14061006)                477406.08  
3774644.36       25.58973  (14061006)          
        477426.08   3774644.36       24.95891  (14061006)                477446.08  
3774644.36       24.32006  (14061006)          
        477466.08   3774644.36       23.93161  (14061006)                477486.08  
3774644.36       24.03836  (14061006)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 491
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774644.36       23.51026  (14061006)                477526.08  
3774644.36       22.86215  (15072422)          
        475946.08   3774664.36       25.18483  (15091504)                475966.08  
3774664.36       26.39830  (15091504)          
        475986.08   3774664.36       27.60033  (15091504)                476006.08  



3774664.36       28.90348  (15091504)          
        476026.08   3774664.36       30.14562  (15091504)                476046.08  
3774664.36       31.20748  (15091504)          
        476066.08   3774664.36       32.29148  (13050502)                476086.08  
3774664.36       33.60476  (13050502)          
        476106.08   3774664.36       35.56936  (16021808)                476126.08  
3774664.36       37.61066  (16021808)          
        476146.08   3774664.36       39.52314  (16021808)                476166.08  
3774664.36       41.27547  (16021808)          
        476186.08   3774664.36       42.74263  (16021808)                476206.08  
3774664.36       44.82979  (14091624)          
        476226.08   3774664.36       47.12053  (14091624)                476246.08  
3774664.36       48.87594  (14091624)          
        476266.08   3774664.36       51.40969  (16092018)                476286.08  
3774664.36       54.07824  (16092018)          
        476306.08   3774664.36       55.93133  (16092018)                476326.08  
3774664.36       57.53544  (14040103)          
        476346.08   3774664.36       60.84151  (13021808)                476366.08  
3774664.36       62.86893  (16121606)          
        476386.08   3774664.36       65.25897  (16021806)                476406.08  
3774664.36       66.82065  (16021806)          
        476426.08   3774664.36       69.25539  (15122518)                476446.08  
3774664.36       71.64051  (15122518)          
        476466.08   3774664.36       78.62366  (13090718)                476486.08  
3774664.36       82.31484  (13090718)          
        476506.08   3774664.36       81.83579  (13090718)                476526.08  
3774664.36       77.77022  (14121123)          
        476546.08   3774664.36       77.66434  (14022508)                476566.08  
3774664.36       76.52937  (14022508)          
        476586.08   3774664.36       76.57570  (16111019)                476606.08  
3774664.36       74.13957  (16111019)          
        476626.08   3774664.36       68.55157  (16111019)                476646.08  
3774664.36       68.43845  (16122407)          
        476666.08   3774664.36       77.66652  (13112916)                476686.08  
3774664.36       82.90355  (13112916)          
        476706.08   3774664.36       83.34590  (13112916)                476726.08  
3774664.36       77.99845  (13112916)          
        476746.08   3774664.36       68.97807  (13112916)                476766.08  
3774664.36       58.12905  (13112916)          
        476786.08   3774664.36       55.14559  (15101019)                476806.08  
3774664.36       51.91691  (15101019)          
        476826.08   3774664.36       48.54735  (13102820)                476846.08  
3774664.36       46.36538  (16041118)          
        476866.08   3774664.36       45.69660  (16041118)                476886.08  
3774664.36       44.46642  (16041118)          
        476906.08   3774664.36       42.79855  (16041118)                476926.08  
3774664.36       40.78226  (16041118)          
        476946.08   3774664.36       38.48792  (16041118)                476966.08  
3774664.36       36.14208  (16041118)          
        476986.08   3774664.36       33.94309  (12092019)                477006.08  



3774664.36       32.38349  (13031818)          
        477026.08   3774664.36       30.95509  (13031818)                477046.08  
3774664.36       29.65430  (15121924)          
        477066.08   3774664.36       28.33143  (15121924)                477086.08  
3774664.36       27.03153  (15121924)          
        477106.08   3774664.36       25.95108  (16010418)                477126.08  
3774664.36       25.05104  (16010418)          
        477146.08   3774664.36       24.21548  (16090621)                477166.08  
3774664.36       23.53014  (16090621)          
        477186.08   3774664.36       22.81809  (16090621)                477206.08  
3774664.36       32.13981  (13081722)          
        477226.08   3774664.36       31.72257  (13081722)                477246.08  
3774664.36       30.75053  (12112417)          
        477266.08   3774664.36       29.89425  (12112417)                477286.08  
3774664.36       29.00213  (12112417)          
        477306.08   3774664.36       28.08531  (12112417)                477326.08  
3774664.36       27.93875  (16111417)          
        477346.08   3774664.36       27.76957  (16111417)                477366.08  
3774664.36       27.00450  (16111417)          
        477386.08   3774664.36       26.22433  (16111417)                477406.08  
3774664.36       25.43535  (16111417)          
        477426.08   3774664.36       24.64296  (16111417)                477446.08  
3774664.36       23.85592  (14061006)          
        477466.08   3774664.36       23.58400  (14061006)                477486.08  
3774664.36       23.79516  (14061006)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 492
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774664.36       23.37566  (14061006)                477526.08  
3774664.36       22.80541  (14061006)          



        475946.08   3774684.36       25.09093  (15091504)                475966.08  
3774684.36       26.11010  (15091504)          
        475986.08   3774684.36       27.08883  (15091504)                476006.08  
3774684.36       28.13219  (15091504)          
        476026.08   3774684.36       29.08134  (15091504)                476046.08  
3774684.36       30.20361  (13050502)          
        476066.08   3774684.36       31.48719  (16021808)                476086.08  
3774684.36       33.31258  (16021808)          
        476106.08   3774684.36       35.03821  (16021808)                476126.08  
3774684.36       36.60535  (16021808)          
        476146.08   3774684.36       37.94601  (16021808)                476166.08  
3774684.36       38.98411  (16021808)          
        476186.08   3774684.36       41.06368  (14091624)                476206.08  
3774684.36       43.16793  (14091624)          
        476226.08   3774684.36       44.66514  (14091624)                476246.08  
3774684.36       46.76288  (16092018)          
        476266.08   3774684.36       49.15807  (16092018)                476286.08  
3774684.36       50.79479  (16092018)          
        476306.08   3774684.36       51.96644  (14040103)                476326.08  
3774684.36       54.40606  (13021808)          
        476346.08   3774684.36       56.76990  (13021808)                476366.08  
3774684.36       58.56077  (16121606)          
        476386.08   3774684.36       60.60250  (16021806)                476406.08  
3774684.36       60.98898  (16021806)          
        476426.08   3774684.36       64.17299  (15122518)                476446.08  
3774684.36       66.91423  (13090718)          
        476466.08   3774684.36       72.82399  (13090718)                476486.08  
3774684.36       75.43242  (13090718)          
        476506.08   3774684.36       74.50081  (13090718)                476526.08  
3774684.36       71.03765  (14121123)          
        476546.08   3774684.36       70.92769  (14022508)                476566.08  
3774684.36       70.15183  (14022508)          
        476586.08   3774684.36       70.01025  (16111019)                476606.08  
3774684.36       68.47685  (16111019)          
        476626.08   3774684.36       64.19524  (16111019)                476646.08  
3774684.36       62.28673  (16122407)          
        476666.08   3774684.36       65.70697  (13112916)                476686.08  
3774684.36       72.46871  (13112916)          
        476706.08   3774684.36       75.10704  (13112916)                476726.08  
3774684.36       72.86328  (13112916)          
        476746.08   3774684.36       66.88777  (13112916)                476766.08  
3774684.36       58.52854  (13112916)          
        476786.08   3774684.36       52.07610  (15101019)                476806.08  
3774684.36       49.90062  (15101019)          
        476826.08   3774684.36       47.07629  (15101019)                476846.08  
3774684.36       44.29556  (13102820)          
        476866.08   3774684.36       42.32178  (16041118)                476886.08  
3774684.36       41.82717  (16041118)          
        476906.08   3774684.36       40.85240  (16041118)                476926.08  
3774684.36       39.46909  (16041118)          



        476946.08   3774684.36       37.73708  (16041118)                476966.08  
3774684.36       35.87104  (16041118)          
        476986.08   3774684.36       33.88538  (16041118)                477006.08  
3774684.36       31.85766  (12092019)          
        477026.08   3774684.36       30.26503  (13031818)                477046.08  
3774684.36       29.06193  (13031818)          
        477066.08   3774684.36       27.77783  (15121924)                477086.08  
3774684.36       26.71987  (15121924)          
        477106.08   3774684.36       25.63028  (15121924)                477126.08  
3774684.36       24.51506  (15121924)          
        477146.08   3774684.36       23.64991  (16010418)                477166.08  
3774684.36       22.87672  (16010418)          
        477186.08   3774684.36       22.14753  (16090621)                477206.08  
3774684.36       31.72945  (13081820)          
        477226.08   3774684.36       31.45982  (13081722)                477246.08  
3774684.36       30.42811  (13081722)          
        477266.08   3774684.36       29.35668  (13081722)                477286.08  
3774684.36       28.52676  (15062801)          
        477306.08   3774684.36       27.98972  (12112417)                477326.08  
3774684.36       27.78180  (16062023)          
        477346.08   3774684.36       27.42435  (16062023)                477366.08  
3774684.36       26.58705  (16062023)          
        477386.08   3774684.36       25.88117  (16111417)                477406.08  
3774684.36       25.23670  (16111417)          
        477426.08   3774684.36       24.57436  (16111417)                477446.08  
3774684.36       23.89969  (16111417)          
        477466.08   3774684.36       23.43083  (16111417)                477486.08  
3774684.36       23.47059  (15090822)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 493
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -



- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774684.36       23.11067  (15090822)                477526.08  
3774684.36       22.55915  (15090822)          
        475946.08   3774704.36       24.69810  (15091504)                475966.08  
3774704.36       25.51163  (15091504)          
        475986.08   3774704.36       26.26020  (15091504)                476006.08  
3774704.36       27.22724  (13050502)          
        476026.08   3774704.36       28.29241  (13050502)                476046.08  
3774704.36       29.69441  (16021808)          
        476066.08   3774704.36       31.26307  (16021808)                476086.08  
3774704.36       32.72786  (16021808)          
        476106.08   3774704.36       34.03917  (16021808)                476126.08  
3774704.36       35.14078  (16021808)          
        476146.08   3774704.36       35.97102  (16021808)                476166.08  
3774704.36       37.77128  (14091624)          
        476186.08   3774704.36       39.60788  (14091624)                476206.08  
3774704.36       41.03802  (14091624)          
        476226.08   3774704.36       42.77779  (16092018)                476246.08  
3774704.36       44.93621  (16092018)          
        476266.08   3774704.36       46.47983  (16092018)                476286.08  
3774704.36       47.41864  (14040103)          
        476306.08   3774704.36       49.07906  (13021808)                476326.08  
3774704.36       51.34738  (13021808)          
        476346.08   3774704.36       53.05616  (16121606)                476366.08  
3774704.36       54.85502  (16021806)          
        476386.08   3774704.36       56.08555  (16021806)                476406.08  
3774704.36       57.27011  (15122518)          
        476426.08   3774704.36       59.56265  (15122518)                476446.08  
3774704.36       62.95703  (13090718)          
        476466.08   3774704.36       67.62814  (13090718)                476486.08  
3774704.36       69.40155  (13090718)          
        476506.08   3774704.36       68.16986  (13090718)                476526.08  
3774704.36       65.23789  (14121123)          
        476546.08   3774704.36       65.12649  (14022508)                476566.08  
3774704.36       64.61612  (14022508)          
        476586.08   3774704.36       64.27553  (16111019)                476606.08  
3774704.36       63.41111  (16111019)          
        476626.08   3774704.36       60.15063  (16111019)                476646.08  
3774704.36       56.71882  (16122407)          
        476666.08   3774704.36       57.33019  (16122407)                476686.08  
3774704.36       62.93977  (13112916)          
        476706.08   3774704.36       66.88808  (13112916)                476726.08  
3774704.36       66.97575  (13112916)          
        476746.08   3774704.36       63.59322  (13112916)                476766.08  
3774704.36       57.58531  (13112916)          
        476786.08   3774704.36       50.16710  (13112916)                476806.08  
3774704.36       47.46577  (15101019)          
        476826.08   3774704.36       45.51604  (15101019)                476846.08  
3774704.36       42.98140  (15101019)          
        476866.08   3774704.36       40.64758  (13102820)                476886.08  



3774704.36       38.83535  (16041118)          
        476906.08   3774704.36       38.47366  (16041118)                476926.08  
3774704.36       37.67566  (16041118)          
        476946.08   3774704.36       36.48621  (16041118)                476966.08  
3774704.36       35.10147  (16041118)          
        476986.08   3774704.36       33.53593  (16041118)                477006.08  
3774704.36       31.83466  (16041118)          
        477026.08   3774704.36       30.05017  (16041118)                477046.08  
3774704.36       28.44805  (12092019)          
        477066.08   3774704.36       27.27749  (13031818)                477086.08  
3774704.36       26.21348  (13031818)          
        477106.08   3774704.36       25.22029  (15121924)                477126.08  
3774704.36       24.29946  (15121924)          
        477146.08   3774704.36       23.34398  (15121924)                477166.08  
3774704.36       22.36858  (15121924)          
        477186.08   3774704.36       21.67712  (16010418)                477206.08  
3774704.36       31.06503  (13081820)          
        477226.08   3774704.36       30.87584  (13081820)                477246.08  
3774704.36       29.93895  (13081820)          
        477266.08   3774704.36       29.09176  (13081722)                477286.08  
3774704.36       28.49016  (13081722)          
        477306.08   3774704.36       28.44175  (13081722)                477326.08  
3774704.36       27.74815  (15062801)          
        477346.08   3774704.36       27.02881  (15062801)                477366.08  
3774704.36       26.32130  (16062023)          
        477386.08   3774704.36       25.62550  (16062023)                477406.08  
3774704.36       24.90609  (16062023)          
        477426.08   3774704.36       24.18094  (16111417)                477446.08  
3774704.36       23.63651  (16111417)          
        477466.08   3774704.36       23.28573  (16111417)                477486.08  
3774704.36       23.33575  (16111417)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774704.36       22.84452  (16111417)                477526.08  
3774704.36       22.22386  (16111417)          
        475946.08   3774724.36       24.03801  (15091504)                475966.08  
3774724.36       24.67715  (13050502)          
        475986.08   3774724.36       25.54895  (13050502)                476006.08  
3774724.36       26.46673  (16021808)          
        476026.08   3774724.36       27.94196  (16021808)                476046.08  
3774724.36       29.38228  (16021808)          
        476066.08   3774724.36       30.64605  (16021808)                476086.08  
3774724.36       31.74750  (16021808)          
        476106.08   3774724.36       32.65577  (16021808)                476126.08  
3774724.36       33.36783  (14091624)          
        476146.08   3774724.36       35.05433  (14091624)                476166.08  
3774724.36       36.48892  (14091624)          
        476186.08   3774724.36       37.75640  (14091624)                476206.08  
3774724.36       39.32975  (16092018)          
        476226.08   3774724.36       41.28261  (16092018)                476246.08  
3774724.36       42.73067  (16092018)          
        476266.08   3774724.36       43.53467  (16092018)                476286.08  
3774724.36       44.56634  (14040103)          
        476306.08   3774724.36       46.75155  (13021808)                476326.08  
3774724.36       48.12743  (13021808)          
        476346.08   3774724.36       49.73860  (16121606)                476366.08  
3774724.36       51.38694  (16021806)          
        476386.08   3774724.36       51.78399  (16021806)                476406.08  
3774724.36       53.85020  (15122518)          
        476426.08   3774724.36       55.29305  (15122518)                476446.08  
3774724.36       59.26330  (13090718)          
        476466.08   3774724.36       62.94901  (13090718)                476486.08  
3774724.36       64.08940  (13090718)          
        476506.08   3774724.36       62.66344  (13090718)                476526.08  
3774724.36       60.19882  (14121123)          
        476546.08   3774724.36       60.08763  (14022508)                476566.08  
3774724.36       59.77546  (14022508)          
        476586.08   3774724.36       59.23829  (16111019)                476606.08  
3774724.36       58.87168  (16111019)          
        476626.08   3774724.36       56.41343  (16111019)                476646.08  
3774724.36       52.20871  (16111019)          
        476666.08   3774724.36       52.88060  (16122407)                476686.08  
3774724.36       53.95229  (13112916)          
        476706.08   3774724.36       58.93522  (13112916)                476726.08  
3774724.36       60.76910  (13112916)          
        476746.08   3774724.36       59.49010  (13112916)                476766.08  
3774724.36       55.57899  (13112916)          
        476786.08   3774724.36       50.01068  (13112916)                476806.08  
3774724.36       44.71683  (15101019)          



        476826.08   3774724.36       43.53963  (15101019)                476846.08  
3774724.36       41.73170  (15101019)          
        476866.08   3774724.36       39.44634  (15101019)                476886.08  
3774724.36       37.48366  (13102820)          
        476906.08   3774724.36       35.80399  (16041118)                476926.08  
3774724.36       35.52398  (16041118)          
        476946.08   3774724.36       34.83522  (16041118)                476966.08  
3774724.36       33.91115  (16041118)          
        476986.08   3774724.36       32.76270  (16041118)                477006.08  
3774724.36       31.43121  (16041118)          
        477026.08   3774724.36       29.96740  (16041118)                477046.08  
3774724.36       28.39797  (16041118)          
        477066.08   3774724.36       26.85636  (12092019)                477086.08  
3774724.36       25.67339  (13031818)          
        477106.08   3774724.36       24.78619  (13031818)                477126.08  
3774724.36       23.84297  (13031818)          
        477146.08   3774724.36       23.04045  (15121924)                477166.08  
3774724.36       22.21497  (15121924)          
        477186.08   3774724.36       31.66247  (13090921)                477206.08  
3774724.36       31.05320  (13090921)          
        477226.08   3774724.36       30.18928  (12052222)                477246.08  
3774724.36       29.34396  (12052222)          
        477266.08   3774724.36       28.58079  (13081820)                477286.08  
3774724.36       28.05126  (13081722)          
        477306.08   3774724.36       28.24318  (13081722)                477326.08  
3774724.36       27.61030  (13081722)          
        477346.08   3774724.36       26.75979  (13081722)                477366.08  
3774724.36       25.91071  (15062801)          
        477386.08   3774724.36       25.25834  (15062801)                477406.08  
3774724.36       24.60517  (16062023)          
        477426.08   3774724.36       24.00831  (16062023)                477446.08  
3774724.36       23.38747  (16062023)          
        477466.08   3774724.36       22.97641  (16062023)                477486.08  
3774724.36       23.01029  (16111417)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774724.36       22.63416  (16111417)                477526.08  
3774724.36       22.12057  (16111417)          
        475946.08   3774744.36       23.36945  (13050502)                475966.08  
3774744.36       24.10356  (13050502)          
        475986.08   3774744.36       25.10086  (16021808)                476006.08  
3774744.36       26.32649  (16021808)          
        476026.08   3774744.36       27.52886  (16021808)                476046.08  
3774744.36       28.73808  (16021808)          
        476066.08   3774744.36       29.69223  (16021808)                476086.08  
3774744.36       30.44294  (16021808)          
        476106.08   3774744.36       31.17689  (14091624)                476126.08  
3774744.36       32.65401  (14091624)          
        476146.08   3774744.36       33.90758  (14091624)                476166.08  
3774744.36       34.86895  (14091624)          
        476186.08   3774744.36       36.19055  (16092018)                476206.08  
3774744.36       38.09647  (16092018)          
        476226.08   3774744.36       39.45102  (16092018)                476246.08  
3774744.36       40.27252  (16092018)          
        476266.08   3774744.36       41.13334  (14040103)                476286.08  
3774744.36       42.76294  (13021808)          
        476306.08   3774744.36       44.22586  (13021808)                476326.08  
3774744.36       45.39454  (16121606)          
        476346.08   3774744.36       46.95720  (16021806)                476366.08  
3774744.36       47.98710  (16021806)          
        476386.08   3774744.36       48.38493  (15122518)                476406.08  
3774744.36       50.58195  (15122518)          
        476426.08   3774744.36       51.45806  (13090718)                476446.08  
3774744.36       55.83110  (13090718)          
        476466.08   3774744.36       58.72878  (13090718)                476486.08  
3774744.36       59.38692  (13090718)          
        476506.08   3774744.36       57.84077  (13090718)                476526.08  
3774744.36       55.78711  (14121123)          
        476546.08   3774744.36       55.67714  (14022508)                476566.08  
3774744.36       55.51407  (14022508)          
        476586.08   3774744.36       54.79015  (16111019)                476606.08  
3774744.36       54.79472  (16111019)          
        476626.08   3774744.36       52.96970  (16111019)                476646.08  
3774744.36       49.56453  (16111019)          
        476666.08   3774744.36       48.76752  (16122407)                476686.08  
3774744.36       48.92091  (16122407)          
        476706.08   3774744.36       51.53129  (13112916)                476726.08  
3774744.36       54.56324  (13112916)          
        476746.08   3774744.36       54.91584  (13112916)                476766.08  



3774744.36       52.78937  (13112916)          
        476786.08   3774744.36       48.91967  (13112916)                476806.08  
3774744.36       43.51317  (13112916)          
        476826.08   3774744.36       41.27123  (15101019)                476846.08  
3774744.36       40.11495  (15101019)          
        476866.08   3774744.36       38.43938  (15101019)                476886.08  
3774744.36       36.36961  (15101019)          
        476906.08   3774744.36       34.71787  (13102820)                476926.08  
3774744.36       33.12969  (16041118)          
        476946.08   3774744.36       32.88478  (16041118)                476966.08  
3774744.36       32.38406  (16041118)          
        476986.08   3774744.36       31.63253  (16041118)                477006.08  
3774744.36       30.66512  (16041118)          
        477026.08   3774744.36       29.51453  (16041118)                477046.08  
3774744.36       28.22760  (16041118)          
        477066.08   3774744.36       26.83413  (16041118)                477086.08  
3774744.36       25.42895  (12092019)          
        477106.08   3774744.36       24.26965  (12092019)                477126.08  
3774744.36       23.45498  (13031818)          
        477146.08   3774744.36       22.64945  (13031818)                477166.08  
3774744.36       26.31820  (13031818)          
        477186.08   3774744.36       31.49511  (15082722)                477206.08  
3774744.36       30.72442  (13090921)          
        477226.08   3774744.36       29.87442  (13090921)                477246.08  
3774744.36       28.93944  (13090921)          
        477266.08   3774744.36       27.97807  (12052222)                477286.08  
3774744.36       27.51206  (12052222)          
        477306.08   3774744.36       27.58979  (13081820)                477326.08  
3774744.36       27.15305  (13081722)          
        477346.08   3774744.36       26.49513  (13081722)                477366.08  
3774744.36       25.78806  (13081722)          
        477386.08   3774744.36       25.04238  (13081722)                477406.08  
3774744.36       24.26761  (13081722)          
        477426.08   3774744.36       23.67114  (15062801)                477446.08  
3774744.36       23.07757  (15062801)          
        477466.08   3774744.36       22.77518  (16062023)                477486.08  
3774744.36       22.90744  (16062023)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774744.36       22.45576  (16062023)                477526.08  
3774744.36       21.85829  (16062023)          
        475946.08   3774764.36       22.76532  (13050502)                475966.08  
3774764.36       23.87415  (16021808)          
        475986.08   3774764.36       24.94795  (16021808)                476006.08  
3774764.36       25.94916  (16021808)          
        476026.08   3774764.36       26.89658  (16021808)                476046.08  
3774764.36       27.81701  (16021808)          
        476066.08   3774764.36       28.46300  (16021808)                476086.08  
3774764.36       29.21907  (14091624)          
        476106.08   3774764.36       30.52076  (14091624)                476126.08  
3774764.36       31.62321  (14091624)          
        476146.08   3774764.36       32.46960  (14091624)                476166.08  
3774764.36       33.41871  (16092018)          
        476186.08   3774764.36       35.17490  (16092018)                476206.08  
3774764.36       36.56411  (16092018)          
        476226.08   3774764.36       37.38386  (16092018)                476246.08  
3774764.36       38.08340  (14040103)          
        476266.08   3774764.36       39.22558  (13021808)                476286.08  
3774764.36       40.77585  (13021808)          
        476306.08   3774764.36       41.61778  (16121606)                476326.08  
3774764.36       42.79071  (16121606)          
        476346.08   3774764.36       44.29657  (16021806)                476366.08  
3774764.36       44.70939  (16021806)          
        476386.08   3774764.36       45.94158  (15122518)                476406.08  
3774764.36       47.48759  (15122518)          
        476426.08   3774764.36       49.03598  (13090718)                476446.08  
3774764.36       52.65049  (13090718)          
        476466.08   3774764.36       54.91486  (13090718)                476486.08  
3774764.36       55.20437  (13090718)          
        476506.08   3774764.36       53.59013  (13090718)                476526.08  
3774764.36       51.89809  (14121123)          
        476546.08   3774764.36       51.78994  (14022508)                476566.08  
3774764.36       51.73967  (14022508)          
        476586.08   3774764.36       50.84249  (16111019)                476606.08  
3774764.36       51.12376  (16111019)          
        476626.08   3774764.36       49.80066  (16111019)                476646.08  
3774764.36       47.05182  (16111019)          
        476666.08   3774764.36       44.98310  (16122407)                476686.08  
3774764.36       45.60237  (16122407)          



        476706.08   3774764.36       45.07091  (16122407)                476726.08  
3774764.36       48.57920  (13112916)          
        476746.08   3774764.36       50.14016  (13112916)                476766.08  
3774764.36       49.47134  (13112916)          
        476786.08   3774764.36       47.09175  (13112916)                476806.08  
3774764.36       43.06623  (13112916)          
        476826.08   3774764.36       38.83794  (13100917)                476846.08  
3774764.36       38.22961  (15101019)          
        476866.08   3774764.36       37.10804  (15101019)                476886.08  
3774764.36       35.55453  (15101019)          
        476906.08   3774764.36       33.67219  (15101019)                476926.08  
3774764.36       32.26625  (13102820)          
        476946.08   3774764.36       30.75077  (13102820)                476966.08  
3774764.36       30.60424  (16041118)          
        476986.08   3774764.36       30.21656  (16041118)                477006.08  
3774764.36       29.59404  (16041118)          
        477026.08   3774764.36       28.73100  (16041118)                477046.08  
3774764.36       27.71835  (16041118)          
        477066.08   3774764.36       26.62440  (16041118)                477086.08  
3774764.36       25.44508  (16041118)          
        477106.08   3774764.36       24.20732  (16041118)                477126.08  
3774764.36       23.10251  (12092019)          
        477146.08   3774764.36       22.21407  (13031818)                477166.08  
3774764.36       26.04204  (13031818)          
        477186.08   3774764.36       31.10524  (16072821)                477206.08  
3774764.36       30.27722  (16072821)          
        477226.08   3774764.36       29.29916  (15082722)                477246.08  
3774764.36       28.47628  (13090921)          
        477266.08   3774764.36       27.70554  (13090921)                477286.08  
3774764.36       27.11238  (13090921)          
        477306.08   3774764.36       27.19971  (13062306)                477326.08  
3774764.36       26.57979  (12052222)          
        477346.08   3774764.36       25.88332  (13081722)                477366.08  
3774764.36       25.36026  (13081722)          
        477386.08   3774764.36       24.78300  (13081722)                477406.08  
3774764.36       24.16120  (13081722)          
        477426.08   3774764.36       23.50373  (13081722)                477446.08  
3774764.36       22.81866  (13081722)          
        477466.08   3774764.36       22.46676  (15062801)                477486.08  
3774764.36       22.61506  (15062801)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 497
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***



                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774764.36       22.21771  (16062023)                477526.08  
3774764.36       21.73278  (16062023)          
        475946.08   3774784.36       22.73173  (16021808)                475966.08  
3774784.36       23.67456  (16021808)          
        475986.08   3774784.36       24.54516  (16021808)                476006.08  
3774784.36       25.31998  (16021808)          
        476026.08   3774784.36       26.01689  (16021808)                476046.08  
3774784.36       26.66057  (16021808)          
        476066.08   3774784.36       27.46104  (14091624)                476086.08  
3774784.36       28.61456  (14091624)          
        476106.08   3774784.36       29.58976  (14091624)                476126.08  
3774784.36       30.33926  (14091624)          
        476146.08   3774784.36       31.11722  (16092018)                476166.08  
3774784.36       32.57900  (16092018)          
        476186.08   3774784.36       33.80671  (16092018)                476206.08  
3774784.36       34.68706  (16092018)          
        476226.08   3774784.36       35.34387  (14040103)                476246.08  
3774784.36       36.08172  (13021808)          
        476266.08   3774784.36       37.66446  (13021808)                476286.08  
3774784.36       38.65751  (13021808)          
        476306.08   3774784.36       39.56300  (16121606)                476326.08  
3774784.36       40.66888  (16021806)          
        476346.08   3774784.36       41.66627  (16021806)                476366.08  
3774784.36       41.58766  (16021806)          
        476386.08   3774784.36       43.56122  (15122518)                476406.08  
3774784.36       44.57697  (15122518)          
        476426.08   3774784.36       46.72302  (13090718)                476446.08  
3774784.36       49.70720  (13090718)          
        476466.08   3774784.36       51.46034  (13090718)                476486.08  
3774784.36       51.46751  (13090718)          
        476506.08   3774784.36       49.82199  (13090718)                476526.08  
3774784.36       48.44853  (14121123)          
        476546.08   3774784.36       48.34255  (14022508)                476566.08  
3774784.36       48.37790  (14022508)          
        476586.08   3774784.36       47.32252  (16111019)                476606.08  
3774784.36       47.80944  (16111019)          
        476626.08   3774784.36       46.88557  (16111019)                476646.08  



3774784.36       44.67701  (16111019)          
        476666.08   3774784.36       41.51349  (16122407)                476686.08  
3774784.36       42.47955  (16122407)          
        476706.08   3774784.36       42.42420  (16122407)                476726.08  
3774784.36       42.95797  (13112916)          
        476746.08   3774784.36       45.42175  (13112916)                476766.08  
3774784.36       46.07593  (13112916)          
        476786.08   3774784.36       44.82744  (13112916)                476806.08  
3774784.36       41.95269  (13112916)          
        476826.08   3774784.36       37.87400  (13112916)                476846.08  
3774784.36       36.16307  (15101019)          
        476866.08   3774784.36       35.53113  (15101019)                476886.08  
3774784.36       34.45201  (15101019)          
        476906.08   3774784.36       33.01027  (15101019)                476926.08  
3774784.36       31.27638  (15101019)          
        476946.08   3774784.36       30.05742  (13102820)                476966.08  
3774784.36       28.74208  (13102820)          
        476986.08   3774784.36       28.58551  (16041118)                477006.08  
3774784.36       28.27861  (16041118)          
        477026.08   3774784.36       27.71695  (16041118)                477046.08  
3774784.36       26.98518  (16041118)          
        477066.08   3774784.36       26.15161  (16041118)                477086.08  
3774784.36       25.20355  (16041118)          
        477106.08   3774784.36       24.16908  (16041118)                477126.08  
3774784.36       23.07349  (16041118)          
        477146.08   3774784.36       22.01194  (12092019)                477166.08  
3774784.36       25.46939  (13031818)          
        477186.08   3774784.36       30.37626  (16072821)                477206.08  
3774784.36       29.83322  (16072821)          
        477226.08   3774784.36       28.95971  (16072821)                477246.08  
3774784.36       28.02700  (15082722)          
        477266.08   3774784.36       27.15118  (15082722)                477286.08  
3774784.36       26.73786  (13090921)          
        477306.08   3774784.36       26.75614  (13090921)                477326.08  
3774784.36       26.27330  (13062306)          
        477346.08   3774784.36       25.56140  (13062306)                477366.08  
3774784.36       24.85313  (12052222)          
        477386.08   3774784.36       24.23229  (13081820)                477406.08  
3774784.36       23.76052  (13081722)          
        477426.08   3774784.36       23.25122  (13081722)                477446.08  
3774784.36       23.06131  (13081722)          
        477466.08   3774784.36       22.84284  (13081722)                477486.08  
3774784.36       22.46863  (13081722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 498
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774784.36       21.93461  (15062801)                477526.08  
3774784.36       21.46407  (15062801)          
        475946.08   3774804.36       22.49664  (16021808)                475966.08  
3774804.36       23.25526  (16021808)          
        475986.08   3774804.36       23.92259  (16021808)                476006.08  
3774804.36       24.47671  (16021808)          
        476026.08   3774804.36       24.93537  (16021808)                476046.08  
3774804.36       25.85596  (14091624)          
        476066.08   3774804.36       26.90277  (14091624)                476086.08  
3774804.36       27.77002  (14091624)          
        476106.08   3774804.36       28.43720  (14091624)                476126.08  
3774804.36       29.06908  (16092018)          
        476146.08   3774804.36       30.41223  (16092018)                476166.08  
3774804.36       31.50219  (16092018)          
        476186.08   3774804.36       32.27375  (16092018)                476206.08  
3774804.36       32.74108  (14040103)          
        476226.08   3774804.36       33.61168  (14040103)                476246.08  
3774804.36       34.85904  (13021808)          
        476266.08   3774804.36       35.95742  (13021808)                476286.08  
3774804.36       36.64779  (16121606)          
        476306.08   3774804.36       37.45914  (16121606)                476326.08  
3774804.36       38.58978  (16021806)          
        476346.08   3774804.36       39.10549  (16021806)                476366.08  
3774804.36       39.73916  (15122518)          
        476386.08   3774804.36       41.26614  (15122518)                476406.08  
3774804.36       41.85172  (15122518)          
        476426.08   3774804.36       44.52616  (13090718)                476446.08  
3774804.36       46.98504  (13090718)          
        476466.08   3774804.36       48.32379  (13090718)                476486.08  
3774804.36       48.11472  (13090718)          
        476506.08   3774804.36       46.46387  (13090718)                476526.08  
3774804.36       45.37153  (14121123)          
        476546.08   3774804.36       45.26789  (14022508)                476566.08  
3774804.36       45.36835  (14022508)          



        476586.08   3774804.36       44.17007  (16111019)                476606.08  
3774804.36       44.80882  (16111019)          
        476626.08   3774804.36       44.20342  (16111019)                476646.08  
3774804.36       42.44086  (16111019)          
        476666.08   3774804.36       39.67949  (16111019)                476686.08  
3774804.36       39.55865  (16122407)          
        476706.08   3774804.36       39.87745  (16122407)                476726.08  
3774804.36       39.30615  (16122407)          
        476746.08   3774804.36       40.80769  (13112916)                476766.08  
3774804.36       42.39078  (13112916)          
        476786.08   3774804.36       42.13541  (13112916)                476806.08  
3774804.36       40.31497  (13112916)          
        476826.08   3774804.36       37.27659  (13112916)                476846.08  
3774804.36       34.14762  (13100917)          
        476866.08   3774804.36       33.78004  (15101019)                476886.08  
3774804.36       33.12569  (15101019)          
        476906.08   3774804.36       32.09290  (15101019)                476926.08  
3774804.36       30.73857  (15101019)          
        476946.08   3774804.36       29.13154  (13102820)                476966.08  
3774804.36       28.13384  (13102820)          
        476986.08   3774804.36       26.95663  (13102820)                477006.08  
3774804.36       26.77883  (16041118)          
        477026.08   3774804.36       26.49563  (16041118)                477046.08  
3774804.36       26.03036  (16041118)          
        477066.08   3774804.36       25.44478  (16041118)                477086.08  
3774804.36       24.72561  (16041118)          
        477106.08   3774804.36       23.89867  (16041118)                477126.08  
3774804.36       22.98811  (16041118)          
        477146.08   3774804.36       22.00629  (16041118)                477166.08  
3774804.36       30.00567  (16072623)          
        477186.08   3774804.36       29.86240  (16061920)                477206.08  
3774804.36       29.13237  (16061920)          
        477226.08   3774804.36       28.40975  (16072821)                477246.08  
3774804.36       27.68675  (16072821)          
        477266.08   3774804.36       27.08300  (16072821)                477286.08  
3774804.36       26.70142  (15082722)          
        477306.08   3774804.36       26.57061  (15082722)                477326.08  
3774804.36       25.93635  (14083022)          
        477346.08   3774804.36       25.16279  (13062306)                477366.08  
3774804.36       24.57784  (13062306)          
        477386.08   3774804.36       23.93284  (13062306)                477406.08  
3774804.36       23.31024  (12052222)          
        477426.08   3774804.36       22.75439  (13081820)                477446.08  
3774804.36       22.89760  (13081722)          
        477466.08   3774804.36       22.90156  (13081722)                477486.08  
3774804.36       22.39457  (13081722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48



                                                                                    
                                  PAGE 499
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774804.36       21.85270  (13081722)                477526.08  
3774804.36       21.28250  (13081722)          
        475946.08   3774824.36       22.06764  (16021808)                475966.08  
3774824.36       22.64331  (16021808)          
        475986.08   3774824.36       23.11359  (16021808)                476006.08  
3774824.36       23.45896  (16021808)          
        476026.08   3774824.36       24.31832  (14091624)                476046.08  
3774824.36       25.34008  (14091624)          
        476066.08   3774824.36       26.13357  (14091624)                476086.08  
3774824.36       26.73034  (14091624)          
        476106.08   3774824.36       27.23685  (16092018)                476126.08  
3774824.36       28.47481  (16092018)          
        476146.08   3774824.36       29.49495  (16092018)                476166.08  
3774824.36       30.24201  (16092018)          
        476186.08   3774824.36       30.66240  (16092018)                476206.08  
3774824.36       31.30656  (14040103)          
        476226.08   3774824.36       32.30504  (13021808)                476246.08  
3774824.36       33.48558  (13021808)          
        476266.08   3774824.36       34.16039  (13021808)                476286.08  
3774824.36       34.94996  (16121606)          
        476306.08   3774824.36       35.79725  (16021806)                476326.08  
3774824.36       36.51928  (16021806)          
        476346.08   3774824.36       36.64084  (16021806)                476366.08  
3774824.36       37.96633  (15122518)          
        476386.08   3774824.36       39.07007  (15122518)                476406.08  
3774824.36       39.54756  (13090718)          
        476426.08   3774824.36       42.44740  (13090718)                476446.08  
3774824.36       44.46725  (13090718)          
        476466.08   3774824.36       45.46891  (13090718)                476486.08  
3774824.36       45.09455  (13090718)          
        476506.08   3774824.36       43.45661  (13090718)                476526.08  



3774824.36       42.61277  (14121123)          
        476546.08   3774824.36       42.51155  (14022508)                476566.08  
3774824.36       42.66143  (14022508)          
        476586.08   3774824.36       41.58123  (14022508)                476606.08  
3774824.36       42.08471  (16111019)          
        476626.08   3774824.36       41.73389  (16111019)                476646.08  
3774824.36       40.34047  (16111019)          
        476666.08   3774824.36       38.02358  (16111019)                476686.08  
3774824.36       36.83855  (16122407)          
        476706.08   3774824.36       37.44781  (16122407)                476726.08  
3774824.36       37.25374  (16122407)          
        476746.08   3774824.36       36.40860  (13112916)                476766.08  
3774824.36       38.56776  (13112916)          
        476786.08   3774824.36       39.15482  (13112916)                476806.08  
3774824.36       38.29009  (13112916)          
        476826.08   3774824.36       36.20047  (13112916)                476846.08  
3774824.36       33.17510  (13112916)          
        476866.08   3774824.36       32.00062  (13100917)                476886.08  
3774824.36       31.63428  (15101019)          
        476906.08   3774824.36       30.97189  (15101019)                476926.08  
3774824.36       29.97310  (15101019)          
        476946.08   3774824.36       28.68019  (15101019)                476966.08  
3774824.36       27.32009  (13102820)          
        476986.08   3774824.36       26.41989  (13102820)                477006.08  
3774824.36       25.35265  (13102820)          
        477026.08   3774824.36       25.11537  (16041118)                477046.08  
3774824.36       24.89376  (16041118)          
        477066.08   3774824.36       24.54085  (16041118)                477086.08  
3774824.36       24.04206  (16041118)          
        477106.08   3774824.36       23.42006  (16041118)                477126.08  
3774824.36       22.69691  (16041118)          
        477146.08   3774824.36       30.44816  (12092019)                477166.08  
3774824.36       30.36396  (16072623)          
        477186.08   3774824.36       29.56330  (16072623)                477206.08  
3774824.36       28.57628  (16072623)          
        477226.08   3774824.36       27.83386  (16061920)                477246.08  
3774824.36       27.05392  (16072821)          
        477266.08   3774824.36       27.17434  (16072821)                477286.08  
3774824.36       27.04527  (16072821)          
        477306.08   3774824.36       26.41701  (15082722)                477326.08  
3774824.36       25.70647  (15082722)          
        477346.08   3774824.36       24.95705  (14083022)                477366.08  
3774824.36       24.25422  (14083022)          
        477386.08   3774824.36       23.59499  (13062306)                477406.08  
3774824.36       23.06056  (13062306)          
        477426.08   3774824.36       22.47365  (13062306)                477446.08  
3774824.36       22.46417  (13062306)          
        477466.08   3774824.36       22.45196  (12080223)                477486.08  
3774824.36       22.01979  (13081722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           



                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 500
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774824.36       21.60571  (13081722)                477526.08  
3774824.36       21.15339  (13081722)          
        475946.08   3774844.36       21.46910  (16021808)                475966.08  
3774844.36       21.86827  (16021808)          
        475986.08   3774844.36       22.15282  (16021808)                476006.08  
3774844.36       22.99352  (14091624)          
        476026.08   3774844.36       23.84421  (14091624)                476046.08  
3774844.36       24.63786  (14091624)          
        476066.08   3774844.36       25.19153  (14091624)                476086.08  
3774844.36       25.58992  (16092018)          
        476106.08   3774844.36       26.73425  (16092018)                476126.08  
3774844.36       27.68991  (16092018)          
        476146.08   3774844.36       28.40977  (16092018)                476166.08  
3774844.36       28.84780  (16092018)          
        476186.08   3774844.36       29.32503  (14040103)                476206.08  
3774844.36       29.90061  (13021808)          
        476226.08   3774844.36       31.20454  (13021808)                476246.08  
3774844.36       32.00859  (13021808)          
        476266.08   3774844.36       32.60553  (16121606)                476286.08  
3774844.36       33.22808  (16021806)          
        476306.08   3774844.36       34.19903  (16021806)                476326.08  
3774844.36       34.58691  (16021806)          
        476346.08   3774844.36       34.76768  (15122518)                476366.08  
3774844.36       36.23051  (15122518)          
        476386.08   3774844.36       36.98058  (15122518)                476406.08  
3774844.36       38.01337  (13090718)          
        476426.08   3774844.36       40.48546  (13090718)                476446.08  
3774844.36       42.13735  (13090718)          



        476466.08   3774844.36       42.86397  (13090718)                476486.08  
3774844.36       42.36381  (13090718)          
        476506.08   3774844.36       40.75147  (13090718)                476526.08  
3774844.36       40.12772  (14121123)          
        476546.08   3774844.36       40.02891  (14022508)                476566.08  
3774844.36       40.21618  (14022508)          
        476586.08   3774844.36       39.30973  (14022508)                476606.08  
3774844.36       39.60490  (16111019)          
        476626.08   3774844.36       39.45374  (16111019)                476646.08  
3774844.36       38.35083  (16111019)          
        476666.08   3774844.36       36.41829  (16111019)                476686.08  
3774844.36       34.31341  (16122407)          
        476706.08   3774844.36       35.14482  (16122407)                476726.08  
3774844.36       35.25628  (16122407)          
        476746.08   3774844.36       34.67223  (16122407)                476766.08  
3774844.36       34.85020  (13112916)          
        476786.08   3774844.36       36.07741  (13112916)                476806.08  
3774844.36       36.00194  (13112916)          
        476826.08   3774844.36       34.74886  (13112916)                476846.08  
3774844.36       32.52079  (13112916)          
        476866.08   3774844.36       30.55376  (16112620)                476886.08  
3774844.36       30.05137  (13100917)          
        476906.08   3774844.36       29.69578  (15101019)                476926.08  
3774844.36       29.02242  (15101019)          
        476946.08   3774844.36       28.04125  (15101019)                476966.08  
3774844.36       26.87428  (15101019)          
        476986.08   3774844.36       25.70051  (13102820)                477006.08  
3774844.36       24.87681  (13102820)          
        477026.08   3774844.36       23.87104  (13102820)                477046.08  
3774844.36       23.61926  (16041118)          
        477066.08   3774844.36       23.47858  (16041118)                477086.08  
3774844.36       23.18608  (16041118)          
        477106.08   3774844.36       22.76068  (16041118)                477126.08  
3774844.36       22.22161  (16041118)          
        477146.08   3774844.36       29.97602  (13072106)                477166.08  
3774844.36       29.54757  (16072623)          
        477186.08   3774844.36       28.97569  (16072623)                477206.08  
3774844.36       28.24470  (16072623)          
        477226.08   3774844.36       27.38113  (16072623)                477246.08  
3774844.36       26.59960  (16061920)          
        477266.08   3774844.36       26.59912  (16061920)                477286.08  
3774844.36       26.59649  (16072821)          
        477306.08   3774844.36       26.00156  (16072821)                477326.08  
3774844.36       25.33658  (15082722)          
        477346.08   3774844.36       24.73075  (15082722)                477366.08  
3774844.36       24.05237  (15082722)          
        477386.08   3774844.36       23.39623  (14083022)                477406.08  
3774844.36       22.74607  (14083022)          
        477426.08   3774844.36       22.18615  (13062306)                477446.08  
3774844.36       22.31647  (13062306)          



        477466.08   3774844.36       22.26423  (13062306)                477486.08  
3774844.36       21.65742  (13062306)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 501
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774844.36       21.19333  (12080223)                477526.08  
3774844.36       20.80031  (13081722)          
        475946.08   3774864.36       20.72727  (16021808)                475966.08  
3774864.36       20.98332  (14091624)          
        475986.08   3774864.36       21.81572  (14091624)                476006.08  
3774864.36       22.55374  (14091624)          
        476026.08   3774864.36       23.20500  (14091624)                476046.08  
3774864.36       23.78181  (14091624)          
        476066.08   3774864.36       24.11398  (14091624)                476086.08  
3774864.36       25.16372  (16092018)          
        476106.08   3774864.36       26.05998  (16092018)                476126.08  
3774864.36       26.75134  (16092018)          
        476146.08   3774864.36       27.19805  (16092018)                476166.08  
3774864.36       27.56881  (14040103)          
        476186.08   3774864.36       28.01474  (14040103)                476206.08  
3774864.36       29.02891  (13021808)          
        476226.08   3774864.36       29.99417  (13021808)                476246.08  
3774864.36       30.46809  (13021808)          
        476266.08   3774864.36       31.18190  (16121606)                476286.08  
3774864.36       31.88828  (16021806)          
        476306.08   3774864.36       32.55922  (16021806)                476326.08  
3774864.36       32.65537  (16021806)          
        476346.08   3774864.36       33.43173  (15122518)                476366.08  
3774864.36       34.54521  (15122518)          
        476386.08   3774864.36       35.00083  (15122518)                476406.08  



3774864.36       36.53216  (13090718)          
        476426.08   3774864.36       38.63693  (13090718)                476446.08  
3774864.36       39.97961  (13090718)          
        476466.08   3774864.36       40.48125  (13090718)                476486.08  
3774864.36       39.88610  (13090718)          
        476506.08   3774864.36       38.30803  (13090718)                476526.08  
3774864.36       37.87956  (14121123)          
        476546.08   3774864.36       37.78312  (14022508)                476566.08  
3774864.36       37.99847  (14022508)          
        476586.08   3774864.36       37.23697  (14022508)                476606.08  
3774864.36       37.34152  (16111019)          
        476626.08   3774864.36       37.35135  (16111019)                476646.08  
3774864.36       36.49039  (16111019)          
        476666.08   3774864.36       34.88697  (16111019)                476686.08  
3774864.36       32.65356  (16111019)          
        476706.08   3774864.36       32.97253  (16122407)                476726.08  
3774864.36       33.32904  (16122407)          
        476746.08   3774864.36       33.04913  (16122407)                476766.08  
3774864.36       32.16539  (16122407)          
        476786.08   3774864.36       33.00196  (13112916)                476806.08  
3774864.36       33.55730  (13112916)          
        476826.08   3774864.36       33.01961  (13112916)                476846.08  
3774864.36       31.51506  (13112916)          
        476866.08   3774864.36       29.35097  (16112620)                476886.08  
3774864.36       28.58937  (16112620)          
        476906.08   3774864.36       28.30860  (15101019)                476926.08  
3774864.36       27.92690  (15101019)          
        476946.08   3774864.36       27.23388  (15101019)                476966.08  
3774864.36       26.33797  (15101019)          
        476986.08   3774864.36       25.25627  (15101019)                477006.08  
3774864.36       24.23790  (13102820)          
        477026.08   3774864.36       23.44891  (13102820)                477046.08  
3774864.36       22.53361  (13102820)          
        477066.08   3774864.36       22.29594  (16041118)                477086.08  
3774864.36       22.19147  (16041118)          
        477106.08   3774864.36       21.94592  (16041118)                477126.08  
3774864.36       30.86037  (12071219)          
        477146.08   3774864.36       30.12973  (12071219)                477166.08  
3774864.36       29.15740  (13072106)          
        477186.08   3774864.36       28.12871  (12092019)                477206.08  
3774864.36       27.60097  (16072623)          
        477226.08   3774864.36       26.98711  (16072623)                477246.08  
3774864.36       26.24540  (16072623)          
        477266.08   3774864.36       26.12818  (16061920)                477286.08  
3774864.36       26.07061  (16061920)          
        477306.08   3774864.36       25.41542  (16072821)                477326.08  
3774864.36       24.92980  (16072821)          
        477346.08   3774864.36       24.35387  (16072821)                477366.08  
3774864.36       23.77424  (15082722)          
        477386.08   3774864.36       23.20010  (15082722)                477406.08  



3774864.36       22.56445  (15082722)          
        477426.08   3774864.36       21.99063  (14083022)                477446.08  
3774864.36       22.01678  (14083022)          
        477466.08   3774864.36       22.00780  (13062306)                477486.08  
3774864.36       21.53669  (13062306)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 502
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774864.36       21.01938  (13062306)                477526.08  
3774864.36       20.46362  (13062306)          
        475946.08   3774884.36       19.98133  (14091624)                475966.08  
3774884.36       20.73696  (14091624)          
        475986.08   3774884.36       21.40564  (14091624)                476006.08  
3774884.36       21.96666  (14091624)          
        476026.08   3774884.36       22.42850  (14091624)                476046.08  
3774884.36       22.80390  (14091624)          
        476066.08   3774884.36       23.74091  (16092018)                476086.08  
3774884.36       24.58249  (16092018)          
        476106.08   3774884.36       25.24499  (16092018)                476126.08  
3774884.36       25.69392  (16092018)          
        476146.08   3774884.36       25.96716  (14040103)                476166.08  
3774884.36       26.44536  (14040103)          
        476186.08   3774884.36       27.12200  (13021808)                476206.08  
3774884.36       28.04581  (13021808)          
        476226.08   3774884.36       28.70842  (13021808)                476246.08  
3774884.36       29.26499  (16121606)          
        476266.08   3774884.36       29.76898  (16021806)                476286.08  
3774884.36       30.51924  (16021806)          
        476306.08   3774884.36       30.89735  (16021806)                476326.08  
3774884.36       30.74069  (16021806)          



        476346.08   3774884.36       32.09701  (15122518)                476366.08  
3774884.36       32.91952  (15122518)          
        476386.08   3774884.36       33.13090  (15122518)                476406.08  
3774884.36       35.10829  (13090718)          
        476426.08   3774884.36       36.89712  (13090718)                476446.08  
3774884.36       37.97933  (13090718)          
        476466.08   3774884.36       38.29657  (13090718)                476486.08  
3774884.36       37.63054  (13090718)          
        476506.08   3774884.36       36.09252  (13090718)                476526.08  
3774884.36       35.83764  (14121123)          
        476546.08   3774884.36       35.74350  (14022508)                476566.08  
3774884.36       35.97968  (14022508)          
        476586.08   3774884.36       35.33975  (14022508)                476606.08  
3774884.36       35.27036  (16111019)          
        476626.08   3774884.36       35.41132  (16111019)                476646.08  
3774884.36       34.76511  (16111019)          
        476666.08   3774884.36       33.43549  (16111019)                476686.08  
3774884.36       31.51183  (16111019)          
        476706.08   3774884.36       30.93110  (16122407)                476726.08  
3774884.36       31.48197  (16122407)          
        476746.08   3774884.36       31.45441  (16122407)                476766.08  
3774884.36       30.86355  (16122407)          
        476786.08   3774884.36       30.00263  (13112916)                476806.08  
3774884.36       31.04452  (13112916)          
        476826.08   3774884.36       31.10095  (13112916)                476846.08  
3774884.36       30.23393  (13112916)          
        476866.08   3774884.36       28.57896  (13112916)                476886.08  
3774884.36       27.58725  (16112620)          
        476906.08   3774884.36       26.97324  (13100917)                476926.08  
3774884.36       26.72371  (15101019)          
        476946.08   3774884.36       26.29180  (15101019)                476966.08  
3774884.36       25.64828  (15101019)          
        476986.08   3774884.36       24.80503  (15101019)                477006.08  
3774884.36       23.79298  (15101019)          
        477026.08   3774884.36       22.88065  (13102820)                477046.08  
3774884.36       22.15750  (13102820)          
        477066.08   3774884.36       21.34617  (13102820)                477086.08  
3774884.36       21.09127  (16041118)          
        477106.08   3774884.36       23.07505  (12071219)                477126.08  
3774884.36       31.27956  (12071219)          
        477146.08   3774884.36       30.43991  (12071219)                477166.08  
3774884.36       29.24516  (12071219)          
        477186.08   3774884.36       27.88452  (13072106)                477206.08  
3774884.36       26.85377  (13072106)          
        477226.08   3774884.36       26.31449  (16072623)                477246.08  
3774884.36       25.80209  (16072623)          
        477266.08   3774884.36       25.89964  (15072106)                477286.08  
3774884.36       25.73419  (15072106)          
        477306.08   3774884.36       25.00959  (16061920)                477326.08  
3774884.36       24.38891  (16061920)          



        477346.08   3774884.36       23.89628  (16072821)                477366.08  
3774884.36       23.41780  (16072821)          
        477386.08   3774884.36       22.86315  (16072821)                477406.08  
3774884.36       22.36026  (15082722)          
        477426.08   3774884.36       21.81666  (15082722)                477446.08  
3774884.36       21.86684  (14083022)          
        477466.08   3774884.36       21.83845  (14083022)                477486.08  
3774884.36       21.24389  (14083022)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 503
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774884.36       20.80043  (13062306)                477526.08  
3774884.36       20.36510  (13062306)          
        475946.08   3774904.36       19.74591  (14091624)                475966.08  
3774904.36       20.35383  (14091624)          
        475986.08   3774904.36       20.86343  (14091624)                476006.08  
3774904.36       21.25629  (14091624)          
        476026.08   3774904.36       21.54213  (14091624)                476046.08  
3774904.36       22.43089  (16092018)          
        476066.08   3774904.36       23.23837  (16092018)                476086.08  
3774904.36       23.87229  (16092018)          
        476106.08   3774904.36       24.31878  (16092018)                476126.08  
3774904.36       24.54954  (16092018)          
        476146.08   3774904.36       25.00158  (14040103)                476166.08  
3774904.36       25.41138  (13021808)          
        476186.08   3774904.36       26.32213  (13021808)                476206.08  
3774904.36       26.98071  (13021808)          
        476226.08   3774904.36       27.44886  (16121606)                476246.08  
3774904.36       28.05603  (16121606)          
        476266.08   3774904.36       28.65715  (16021806)                476286.08  



3774904.36       29.14244  (16021806)          
        476306.08   3774904.36       29.27270  (16021806)                476326.08  
3774904.36       29.70161  (15122518)          
        476346.08   3774904.36       30.78464  (15122518)                476366.08  
3774904.36       31.35912  (15122518)          
        476386.08   3774904.36       31.64481  (13090718)                476406.08  
3774904.36       33.74399  (13090718)          
        476426.08   3774904.36       35.32030  (13090718)                476446.08  
3774904.36       36.20356  (13090718)          
        476466.08   3774904.36       36.29851  (13090718)                476486.08  
3774904.36       35.57085  (13090718)          
        476506.08   3774904.36       34.19196  (14121123)                476526.08  
3774904.36       33.97622  (14121123)          
        476546.08   3774904.36       33.88429  (14022508)                476566.08  
3774904.36       34.13563  (14022508)          
        476586.08   3774904.36       33.59816  (14022508)                476606.08  
3774904.36       33.37042  (16111019)          
        476626.08   3774904.36       33.61613  (16111019)                476646.08  
3774904.36       33.14924  (16111019)          
        476666.08   3774904.36       32.05368  (16111019)                476686.08  
3774904.36       30.40004  (16111019)          
        476706.08   3774904.36       29.01800  (16122407)                476726.08  
3774904.36       29.72093  (16122407)          
        476746.08   3774904.36       29.90109  (16122407)                476766.08  
3774904.36       29.55987  (16122407)          
        476786.08   3774904.36       28.79344  (16122407)                476806.08  
3774904.36       28.53391  (13112916)          
        476826.08   3774904.36       29.06922  (13112916)                476846.08  
3774904.36       28.74882  (13112916)          
        476866.08   3774904.36       27.65506  (13112916)                476886.08  
3774904.36       26.50368  (16112620)          
        476906.08   3774904.36       25.94798  (16112620)                476926.08  
3774904.36       25.48917  (13100917)          
        476946.08   3774904.36       25.24227  (15101019)                476966.08  
3774904.36       24.83355  (15101019)          
        476986.08   3774904.36       24.20646  (15101019)                477006.08  
3774904.36       23.38283  (15101019)          
        477026.08   3774904.36       22.41924  (15101019)                477046.08  
3774904.36       21.64991  (13102820)          
        477066.08   3774904.36       21.00872  (13102820)                477086.08  
3774904.36       20.26179  (13102820)          
        477106.08   3774904.36       24.99134  (12071219)                477126.08  
3774904.36       30.60212  (12071219)          
        477146.08   3774904.36       30.05278  (12071219)                477166.08  
3774904.36       29.11657  (12071219)          
        477186.08   3774904.36       28.00598  (12071219)                477206.08  
3774904.36       27.12157  (12071219)          
        477226.08   3774904.36       26.48986  (14092320)                477246.08  
3774904.36       25.90972  (15072106)          
        477266.08   3774904.36       25.77556  (15072106)                477286.08  



3774904.36       25.44653  (15072106)          
        477306.08   3774904.36       24.76641  (15072106)                477326.08  
3774904.36       23.99525  (16061920)          
        477346.08   3774904.36       23.46721  (16061920)                477366.08  
3774904.36       22.90231  (16072821)          
        477386.08   3774904.36       22.51004  (16072821)                477406.08  
3774904.36       22.04242  (16072821)          
        477426.08   3774904.36       21.53685  (15082722)                477446.08  
3774904.36       21.67344  (15082722)          
        477466.08   3774904.36       21.62268  (15082722)                477486.08  
3774904.36       21.13935  (14083022)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 504
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774904.36       20.62685  (14083022)                477526.08  
3774904.36       20.07214  (14083022)          
        475946.08   3774924.36       19.38729  (14091624)                475966.08  
3774924.36       19.85169  (14091624)          
        475986.08   3774924.36       20.20999  (14091624)                476006.08  
3774924.36       20.44641  (14091624)          
        476026.08   3774924.36       21.16454  (16092018)                476046.08  
3774924.36       21.99599  (16092018)          
        476066.08   3774924.36       22.61750  (16092018)                476086.08  
3774924.36       23.05823  (16092018)          
        476106.08   3774924.36       23.30868  (16092018)                476126.08  
3774924.36       23.67148  (14040103)          
        476146.08   3774924.36       23.96351  (14040103)                476166.08  
3774924.36       24.76206  (13021808)          
        476186.08   3774924.36       25.43764  (13021808)                476206.08  
3774924.36       25.85930  (13021808)          



        476226.08   3774924.36       26.44940  (16121606)                476246.08  
3774924.36       26.88361  (16021806)          
        476266.08   3774924.36       27.51828  (16021806)                476286.08  
3774924.36       27.77486  (16021806)          
        476306.08   3774924.36       27.69728  (16021806)                476326.08  
3774924.36       28.66080  (15122518)          
        476346.08   3774924.36       29.50342  (15122518)                476366.08  
3774924.36       29.86717  (15122518)          
        476386.08   3774924.36       30.60827  (13090718)                476406.08  
3774924.36       32.43991  (13090718)          
        476426.08   3774924.36       33.80753  (13090718)                476446.08  
3774924.36       34.51113  (13090718)          
        476466.08   3774924.36       34.45434  (13090718)                476486.08  
3774924.36       33.68452  (13090718)          
        476506.08   3774924.36       32.50141  (14121123)                476526.08  
3774924.36       32.27358  (14121123)          
        476546.08   3774924.36       32.19577  (14022508)                476566.08  
3774924.36       32.44529  (14022508)          
        476586.08   3774924.36       31.99464  (14022508)                476606.08  
3774924.36       31.62340  (16111019)          
        476626.08   3774924.36       31.95250  (16111019)                476646.08  
3774924.36       31.63552  (16111019)          
        476666.08   3774924.36       30.74034  (16111019)                476686.08  
3774924.36       29.32230  (16111019)          
        476706.08   3774924.36       27.46968  (16111019)                476726.08  
3774924.36       28.04878  (16122407)          
        476746.08   3774924.36       28.39839  (16122407)                476766.08  
3774924.36       28.26853  (16122407)          
        476786.08   3774924.36       27.73718  (16122407)                476806.08  
3774924.36       26.83135  (16122407)          
        476826.08   3774924.36       26.98811  (13112916)                476846.08  
3774924.36       27.12402  (13112916)          
        476866.08   3774924.36       26.52474  (13112916)                476886.08  
3774924.36       25.36461  (16112620)          
        476906.08   3774924.36       25.02025  (16112620)                476926.08  
3774924.36       24.42026  (16112620)          
        476946.08   3774924.36       24.14251  (13100917)                476966.08  
3774924.36       23.92058  (15101019)          
        476986.08   3774924.36       23.49540  (15101019)                477006.08  
3774924.36       22.85623  (15101019)          
        477026.08   3774924.36       22.09045  (15101019)                477046.08  
3774924.36       21.20341  (15101019)          
        477066.08   3774924.36       20.55242  (13102820)                477086.08  
3774924.36       19.95804  (13102820)          
        477106.08   3774924.36       23.98064  (12071219)                477126.08  
3774924.36       29.57673  (12071219)          
        477146.08   3774924.36       29.33108  (12071219)                477166.08  
3774924.36       28.68950  (12071219)          
        477186.08   3774924.36       27.85122  (12071219)                477206.08  
3774924.36       27.45729  (12071219)          



        477226.08   3774924.36       26.75214  (12071219)                477246.08  
3774924.36       25.92163  (14092320)          
        477266.08   3774924.36       25.32370  (14092320)                477286.08  
3774924.36       24.90145  (15072106)          
        477306.08   3774924.36       24.42637  (15072106)                477326.08  
3774924.36       23.83991  (15072106)          
        477346.08   3774924.36       23.15893  (15072106)                477366.08  
3774924.36       22.58076  (16061920)          
        477386.08   3774924.36       22.05670  (16061920)                477406.08  
3774924.36       21.69465  (16072821)          
        477426.08   3774924.36       21.48723  (16072821)                477446.08  
3774924.36       21.44642  (15082722)          
        477466.08   3774924.36       21.40110  (15082722)                477486.08  
3774924.36       20.93956  (15082722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 505
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774924.36       20.44165  (14083022)                477526.08  
3774924.36       20.00412  (14083022)          
        475946.08   3774944.36       18.92106  (14091624)                475966.08  
3774944.36       19.24881  (14091624)          
        475986.08   3774944.36       19.46604  (14091624)                476006.08  
3774944.36       20.06682  (16092018)          
        476026.08   3774944.36       20.79040  (16092018)                476046.08  
3774944.36       21.45243  (16092018)          
        476066.08   3774944.36       21.89978  (16092018)                476086.08  
3774944.36       22.16384  (16092018)          
        476106.08   3774944.36       22.44426  (14040103)                476126.08  
3774944.36       22.76763  (14040103)          
        476146.08   3774944.36       23.32009  (13021808)                476166.08  



3774944.36       24.02807  (13021808)          
        476186.08   3774944.36       24.49084  (13021808)                476206.08  
3774944.36       24.85625  (16121606)          
        476226.08   3774944.36       25.41253  (16121606)                476246.08  
3774944.36       25.94882  (16021806)          
        476266.08   3774944.36       26.36879  (16021806)                476286.08  
3774944.36       26.42967  (16021806)          
        476306.08   3774944.36       26.53949  (15122518)                476326.08  
3774944.36       27.62587  (15122518)          
        476346.08   3774944.36       28.25962  (15122518)                476366.08  
3774944.36       28.44492  (15122518)          
        476386.08   3774944.36       29.59922  (13090718)                476406.08  
3774944.36       31.19561  (13090718)          
        476426.08   3774944.36       32.35286  (13090718)                476446.08  
3774944.36       32.89604  (13090718)          
        476466.08   3774944.36       32.74587  (13090718)                476486.08  
3774944.36       31.95222  (13090718)          
        476506.08   3774944.36       30.94758  (14121123)                476526.08  
3774944.36       30.71124  (14121123)          
        476546.08   3774944.36       30.63688  (14022508)                476566.08  
3774944.36       30.88715  (14022508)          
        476586.08   3774944.36       30.51413  (14022508)                476606.08  
3774944.36       30.01334  (16111019)          
        476626.08   3774944.36       30.40849  (16111019)                476646.08  
3774944.36       30.21692  (16111019)          
        476666.08   3774944.36       29.49354  (16111019)                476686.08  
3774944.36       28.28123  (16111019)          
        476706.08   3774944.36       26.65323  (16111019)                476726.08  
3774944.36       26.46610  (16122407)          
        476746.08   3774944.36       26.95252  (16122407)                476766.08  
3774944.36       27.00039  (16122407)          
        476786.08   3774944.36       26.67239  (16122407)                476806.08  
3774944.36       25.98536  (16122407)          
        476826.08   3774944.36       25.17148  (12121601)                476846.08  
3774944.36       25.41534  (13112916)          
        476866.08   3774944.36       25.24110  (13112916)                476886.08  
3774944.36       24.44068  (13112916)          
        476906.08   3774944.36       24.04494  (16112620)                476926.08  
3774944.36       23.64732  (16112620)          
        476946.08   3774944.36       23.09965  (13100917)                476966.08  
3774944.36       22.93405  (15101019)          
        476986.08   3774944.36       22.69604  (15101019)                477006.08  
3774944.36       22.24369  (15101019)          
        477026.08   3774944.36       21.65607  (15101019)                477046.08  
3774944.36       20.93610  (15101019)          
        477066.08   3774944.36       20.10190  (15101019)                477086.08  
3774944.36       19.54646  (13102820)          
        477106.08   3774944.36       22.95781  (15110223)                477126.08  
3774944.36       28.32197  (12071219)          
        477146.08   3774944.36       28.35539  (12071219)                477166.08  



3774944.36       27.99601  (12071219)          
        477186.08   3774944.36       27.42618  (12071219)                477206.08  
3774944.36       27.28866  (12071219)          
        477226.08   3774944.36       26.83494  (12071219)                477246.08  
3774944.36       25.74436  (12071219)          
        477266.08   3774944.36       24.84253  (12083019)                477286.08  
3774944.36       24.31589  (14092320)          
        477306.08   3774944.36       23.85388  (15072106)                477326.08  
3774944.36       23.45732  (15072106)          
        477346.08   3774944.36       22.95381  (15072106)                477366.08  
3774944.36       22.35821  (15072106)          
        477386.08   3774944.36       21.72955  (16061920)                477406.08  
3774944.36       21.46802  (16061920)          
        477426.08   3774944.36       21.58094  (16072821)                477446.08  
3774944.36       21.39499  (16072821)          
        477466.08   3774944.36       21.02531  (16072821)                477486.08  
3774944.36       20.65041  (15082722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 506
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774944.36       20.26154  (15082722)                477526.08  
3774944.36       19.81933  (15082722)          
        475946.08   3774964.36       18.36329  (14091624)                475966.08  
3774964.36       18.56337  (14091624)          
        475986.08   3774964.36       19.08530  (16092018)                476006.08  
3774964.36       19.74221  (16092018)          
        476026.08   3774964.36       20.31653  (16092018)                476046.08  
3774964.36       20.81863  (16092018)          
        476066.08   3774964.36       21.10553  (16092018)                476086.08  
3774964.36       21.31017  (14040103)          



        476106.08   3774964.36       21.65590  (14040103)                476126.08  
3774964.36       21.98684  (13021808)          
        476146.08   3774964.36       22.71347  (13021808)                476166.08  
3774964.36       23.22873  (13021808)          
        476186.08   3774964.36       23.50133  (13021808)                476206.08  
3774964.36       23.99370  (16121606)          
        476226.08   3774964.36       24.43160  (16021806)                476246.08  
3774964.36       24.98933  (16021806)          
        476266.08   3774964.36       25.22198  (16021806)                476286.08  
3774964.36       25.11688  (16021806)          
        476306.08   3774964.36       25.72177  (15122518)                476326.08  
3774964.36       26.60468  (15122518)          
        476346.08   3774964.36       27.05753  (15122518)                476366.08  
3774964.36       27.09227  (15122518)          
        476386.08   3774964.36       28.62056  (13090718)                476406.08  
3774964.36       30.00988  (13090718)          
        476426.08   3774964.36       30.98479  (13090718)                476446.08  
3774964.36       31.39177  (13090718)          
        476466.08   3774964.36       31.16556  (13090718)                476486.08  
3774964.36       30.35724  (13090718)          
        476506.08   3774964.36       29.51543  (14121123)                476526.08  
3774964.36       29.27341  (14121123)          
        476546.08   3774964.36       29.19960  (14022508)                476566.08  
3774964.36       29.45547  (14022508)          
        476586.08   3774964.36       29.14557  (14022508)                476606.08  
3774964.36       28.52625  (16111019)          
        476626.08   3774964.36       28.97332  (16111019)                476646.08  
3774964.36       28.88673  (16111019)          
        476666.08   3774964.36       28.31081  (16111019)                476686.08  
3774964.36       27.27832  (16111019)          
        476706.08   3774964.36       25.84985  (16111019)                476726.08  
3774964.36       24.97186  (16122407)          
        476746.08   3774964.36       25.56740  (16122407)                476766.08  
3774964.36       25.76362  (16122407)          
        476786.08   3774964.36       25.61042  (16122407)                476806.08  
3774964.36       25.11622  (16122407)          
        476826.08   3774964.36       24.31266  (16122407)                476846.08  
3774964.36       23.96964  (12121601)          
        476866.08   3774964.36       23.85210  (13112916)                476886.08  
3774964.36       23.44126  (13112916)          
        476906.08   3774964.36       23.02927  (16112620)                476926.08  
3774964.36       22.81209  (16112620)          
        476946.08   3774964.36       22.39844  (16112620)                476966.08  
3774964.36       21.98141  (13100917)          
        476986.08   3774964.36       21.79997  (15101019)                477006.08  
3774964.36       21.53899  (15101019)          
        477026.08   3774964.36       21.12229  (15101019)                477046.08  
3774964.36       20.56187  (15101019)          
        477066.08   3774964.36       19.87739  (15101019)                477086.08  
3774964.36       27.54838  (14051521)          



        477106.08   3774964.36       27.17778  (13063021)                477126.08  
3774964.36       26.97711  (12071219)          
        477146.08   3774964.36       27.17000  (12071219)                477166.08  
3774964.36       27.07300  (12071219)          
        477186.08   3774964.36       26.75990  (12071219)                477206.08  
3774964.36       26.86234  (12071219)          
        477226.08   3774964.36       26.65273  (12071219)                477246.08  
3774964.36       25.78865  (12071219)          
        477266.08   3774964.36       24.79526  (12071219)                477286.08  
3774964.36       23.90973  (12083019)          
        477306.08   3774964.36       23.36444  (14092320)                477326.08  
3774964.36       22.86464  (15072106)          
        477346.08   3774964.36       22.53698  (15072106)                477366.08  
3774964.36       22.10699  (15072106)          
        477386.08   3774964.36       21.58772  (15072106)                477406.08  
3774964.36       21.21368  (15072106)          
        477426.08   3774964.36       21.34347  (16061920)                477446.08  
3774964.36       20.99380  (16061920)          
        477466.08   3774964.36       20.63420  (16072821)                477486.08  
3774964.36       20.30440  (16072821)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 507
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774964.36       19.91519  (15082722)                477526.08  
3774964.36       19.59193  (15082722)          
        475946.08   3774984.36       17.72996  (14091624)                475966.08  
3774984.36       18.18112  (16092018)          
        475986.08   3774984.36       18.80234  (16092018)                476006.08  
3774984.36       19.32577  (16092018)          
        476026.08   3774984.36       19.75872  (16092018)                476046.08  



3774984.36       20.11220  (16092018)          
        476066.08   3774984.36       20.26042  (14040103)                476086.08  
3774984.36       20.62149  (14040103)          
        476106.08   3774984.36       20.81463  (14040103)                476126.08  
3774984.36       21.48816  (13021808)          
        476146.08   3774984.36       22.04049  (13021808)                476166.08  
3774984.36       22.38130  (13021808)          
        476186.08   3774984.36       22.72521  (16121606)                476206.08  
3774984.36       23.12663  (16121606)          
        476226.08   3774984.36       23.64105  (16021806)                476246.08  
3774984.36       24.01792  (16021806)          
        476266.08   3774984.36       24.09541  (16021806)                476286.08  
3774984.36       23.89628  (15122518)          
        476306.08   3774984.36       24.91388  (15122518)                476326.08  
3774984.36       25.60326  (15122518)          
        476346.08   3774984.36       25.89989  (15122518)                476366.08  
3774984.36       26.08187  (13090718)          
        476386.08   3774984.36       27.68148  (13090718)                476406.08  
3774984.36       28.91107  (13090718)          
        476426.08   3774984.36       29.71161  (13090718)                476446.08  
3774984.36       29.98881  (13090718)          
        476466.08   3774984.36       29.70085  (13090718)                476486.08  
3774984.36       28.88509  (13090718)          
        476506.08   3774984.36       28.19674  (14121123)                476526.08  
3774984.36       27.96171  (14121123)          
        476546.08   3774984.36       27.87264  (14022508)                476566.08  
3774984.36       28.13317  (14022508)          
        476586.08   3774984.36       27.87676  (14022508)                476606.08  
3774984.36       27.14748  (16111019)          
        476626.08   3774984.36       27.63301  (16111019)                476646.08  
3774984.36       27.63766  (16111019)          
        476666.08   3774984.36       27.18938  (16111019)                476686.08  
3774984.36       26.31422  (16111019)          
        476706.08   3774984.36       25.06305  (16111019)                476726.08  
3774984.36       23.55952  (16122407)          
        476746.08   3774984.36       24.23814  (16122407)                476766.08  
3774984.36       24.56288  (16122407)          
        476786.08   3774984.36       24.56029  (16122407)                476806.08  
3774984.36       24.23504  (16122407)          
        476826.08   3774984.36       23.61161  (16122407)                476846.08  
3774984.36       22.91759  (12121601)          
        476866.08   3774984.36       22.79520  (12121601)                476886.08  
3774984.36       22.42916  (12121601)          
        476906.08   3774984.36       21.98464  (16112620)                476926.08  
3774984.36       21.93196  (16112620)          
        476946.08   3774984.36       21.68197  (16112620)                476966.08  
3774984.36       21.21069  (16112620)          
        476986.08   3774984.36       20.92204  (13100917)                477006.08  
3774984.36       20.76716  (15101019)          
        477026.08   3774984.36       20.50599  (15101019)                477046.08  



3774984.36       20.09553  (15101019)          
        477066.08   3774984.36       19.55475  (15101019)                477086.08  
3774984.36       27.34714  (14051521)          
        477106.08   3774984.36       27.21783  (13063021)                477126.08  
3774984.36       26.40391  (13063021)          
        477146.08   3774984.36       25.81995  (12071219)                477166.08  
3774984.36       25.95994  (12071219)          
        477186.08   3774984.36       25.88554  (12071219)                477206.08  
3774984.36       26.20586  (12071219)          
        477226.08   3774984.36       26.22632  (12071219)                477246.08  
3774984.36       25.59059  (12071219)          
        477266.08   3774984.36       24.80690  (12071219)                477286.08  
3774984.36       23.90046  (12071219)          
        477306.08   3774984.36       23.02913  (12083019)                477326.08  
3774984.36       22.46564  (14092320)          
        477346.08   3774984.36       21.97854  (14092320)                477366.08  
3774984.36       21.66294  (15072106)          
        477386.08   3774984.36       21.29812  (15072106)                477406.08  
3774984.36       21.06920  (15072106)          
        477426.08   3774984.36       21.19568  (15072106)                477446.08  
3774984.36       20.70786  (16061920)          
        477466.08   3774984.36       20.30637  (16061920)                477486.08  
3774984.36       19.87036  (16072821)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 508
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774984.36       19.60112  (16072821)                477526.08  
3774984.36       19.27144  (16072821)          
        475946.08   3775004.36       17.34601  (16092018)                475966.08  
3775004.36       17.93422  (16092018)          



        475986.08   3775004.36       18.43464  (16092018)                476006.08  
3775004.36       18.83118  (16092018)          
        476026.08   3775004.36       19.13224  (16092018)                476046.08  
3775004.36       19.34960  (16092018)          
        476066.08   3775004.36       19.65807  (14040103)                476086.08  
3775004.36       19.87974  (14040103)          
        476106.08   3775004.36       20.34626  (13021808)                476126.08  
3775004.36       20.92353  (13021808)          
        476146.08   3775004.36       21.31628  (13021808)                476166.08  
3775004.36       21.51245  (16121606)          
        476186.08   3775004.36       22.00995  (16121606)                476206.08  
3775004.36       22.35908  (16021806)          
        476226.08   3775004.36       22.83280  (16021806)                476246.08  
3775004.36       23.04513  (16021806)          
        476266.08   3775004.36       22.99753  (16021806)                476286.08  
3775004.36       23.30210  (15122518)          
        476306.08   3775004.36       24.12194  (15122518)                476326.08  
3775004.36       24.62611  (15122518)          
        476346.08   3775004.36       24.78824  (15122518)                476366.08  
3775004.36       25.34708  (13090718)          
        476386.08   3775004.36       26.78319  (13090718)                476406.08  
3775004.36       27.89233  (13090718)          
        476426.08   3775004.36       28.52581  (13090718)                476446.08  
3775004.36       28.67855  (13090718)          
        476466.08   3775004.36       28.34068  (13090718)                476486.08  
3775004.36       27.52318  (13090718)          
        476506.08   3775004.36       26.97968  (14121123)                476526.08  
3775004.36       26.72915  (14121123)          
        476546.08   3775004.36       26.64309  (14022508)                476566.08  
3775004.36       26.90823  (14022508)          
        476586.08   3775004.36       26.69775  (14022508)                476606.08  
3775004.36       26.01838  (14022508)          
        476626.08   3775004.36       26.37454  (16111019)                476646.08  
3775004.36       26.46335  (16111019)          
        476666.08   3775004.36       26.12633  (16111019)                476686.08  
3775004.36       25.38893  (16111019)          
        476706.08   3775004.36       24.29538  (16111019)                476726.08  
3775004.36       22.88959  (16111019)          
        476746.08   3775004.36       22.96113  (16122407)                476766.08  
3775004.36       23.40180  (16122407)          
        476786.08   3775004.36       23.52902  (16122407)                476806.08  
3775004.36       23.35097  (16122407)          
        476826.08   3775004.36       22.88799  (16122407)                476846.08  
3775004.36       22.17041  (16122407)          
        476866.08   3775004.36       21.86279  (12121601)                476886.08  
3775004.36       21.64972  (12121601)          
        476906.08   3775004.36       21.21335  (12121601)                476926.08  
3775004.36       21.02220  (16112620)          
        476946.08   3775004.36       20.91797  (16112620)                476966.08  
3775004.36       20.59803  (16112620)          



        476986.08   3775004.36       20.11081  (16112620)                477006.08  
3775004.36       19.97075  (13100917)          
        477026.08   3775004.36       19.82324  (15101019)                477046.08  
3775004.36       19.55165  (15101019)          
        477066.08   3775004.36       19.14669  (15101019)                477086.08  
3775004.36       26.67469  (14051521)          
        477106.08   3775004.36       26.69073  (14051521)                477126.08  
3775004.36       26.00238  (13063021)          
        477146.08   3775004.36       25.23019  (13063021)                477166.08  
3775004.36       24.69695  (12071219)          
        477186.08   3775004.36       24.83841  (12071219)                477206.08  
3775004.36       25.35059  (12071219)          
        477226.08   3775004.36       25.58170  (12071219)                477246.08  
3775004.36       25.16947  (12071219)          
        477266.08   3775004.36       24.59643  (12071219)                477286.08  
3775004.36       23.88445  (12071219)          
        477306.08   3775004.36       23.05599  (12071219)                477326.08  
3775004.36       22.19709  (12083019)          
        477346.08   3775004.36       21.61600  (14092320)                477366.08  
3775004.36       21.18996  (14092320)          
        477386.08   3775004.36       20.83280  (15072106)                477406.08  
3775004.36       20.74462  (15072106)          
        477426.08   3775004.36       21.00847  (15072106)                477446.08  
3775004.36       20.64762  (15072106)          
        477466.08   3775004.36       20.09102  (15072106)                477486.08  
3775004.36       19.63934  (16061920)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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                                  PAGE 509
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ONSITE   ***
                                  INCLUDING SOURCE(S):     L0003091    , L0003092   
, L0003093    , L0003094    , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3775004.36       19.23620  (16061920)                477526.08  



3775004.36       18.91684  (16072821)          
        475946.08   3775024.36       17.13044  (16092018)                475966.08  
3775024.36       17.60900  (16092018)          
        475986.08   3775024.36       17.99409  (16092018)                476006.08  
3775024.36       18.30598  (16092018)          
        476026.08   3775024.36       18.50048  (16092018)                476046.08  
3775024.36       18.75509  (14040103)          
        476066.08   3775024.36       19.00321  (14040103)                476086.08  
3775024.36       19.28197  (13021808)          
        476106.08   3775024.36       19.87464  (13021808)                476126.08  
3775024.36       20.30619  (13021808)          
        476146.08   3775024.36       20.55442  (13021808)                476166.08  
3775024.36       20.87656  (16121606)          
        476186.08   3775024.36       21.22913  (16121606)                476206.08  
3775024.36       21.68138  (16021806)          
        476226.08   3775024.36       22.00417  (16021806)                476246.08  
3775024.36       22.07956  (16021806)          
        476266.08   3775024.36       21.91267  (16021806)                476286.08  
3775024.36       22.64403  (15122518)          
        476306.08   3775024.36       23.31112  (15122518)                476326.08  
3775024.36       23.67649  (15122518)          
        476346.08   3775024.36       23.72319  (15122518)                476366.08  
3775024.36       24.62718  (13090718)          
        476386.08   3775024.36       25.90302  (13090718)                476406.08  
3775024.36       26.86912  (13090718)          
        476426.08   3775024.36       27.38356  (13090718)                           
                                               
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 510
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      



                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476426.08   3773784.36       17.72862  (16102007)                476446.08  
3773784.36       18.47616  (16102007)          
        476466.08   3773784.36       19.28941  (16102007)                476486.08  
3773784.36       20.17780  (16102007)          
        476506.08   3773784.36       21.20535  (16102007)                476526.08  
3773784.36       22.46267  (16102007)          
        476546.08   3773784.36       23.71919  (16102007)                475526.08  
3773804.36        6.08408  (16102007)          
        475546.08   3773804.36        6.18231  (16102007)                475566.08  
3773804.36        6.26890  (16102007)          
        475586.08   3773804.36        6.37593  (16102007)                475606.08  
3773804.36        6.48250  (16102007)          
        475626.08   3773804.36        6.57664  (16102007)                475646.08  
3773804.36        6.67532  (16102007)          
        475666.08   3773804.36        6.77682  (16102007)                475686.08  
3773804.36        6.88046  (16102007)          
        475706.08   3773804.36        6.98761  (16102007)                475726.08  
3773804.36        7.09846  (16102007)          
        475746.08   3773804.36        7.21323  (16102007)                475766.08  
3773804.36        7.33214  (16102007)          
        475786.08   3773804.36        7.46583  (16102007)                475806.08  
3773804.36        7.62764  (16102007)          
        475826.08   3773804.36        7.76822  (16102007)                475846.08  
3773804.36        7.90825  (16102007)          
        475866.08   3773804.36        8.05387  (16102007)                475886.08  
3773804.36        8.20540  (16102007)          
        475906.08   3773804.36        8.36317  (16102007)                475926.08  
3773804.36        8.52755  (16102007)          
        475946.08   3773804.36        8.69890  (16102007)                475966.08  
3773804.36        8.87965  (16102007)          
        475986.08   3773804.36        9.07187  (16102007)                476006.08  
3773804.36        9.33947  (16102007)          
        476426.08   3773804.36       17.84321  (16102007)                476446.08  
3773804.36       18.59827  (16102007)          
        476466.08   3773804.36       19.41916  (16102007)                476486.08  
3773804.36       20.31508  (16102007)          
        476506.08   3773804.36       21.35042  (16102007)                476526.08  
3773804.36       22.61620  (16102007)          
        476546.08   3773804.36       23.87846  (16102007)                476566.08  
3773804.36       25.25441  (16102007)          
        476586.08   3773804.36       26.80073  (16102007)                476606.08  
3773804.36       28.55179  (16102007)          
        476626.08   3773804.36       30.65547  (16102007)                476646.08  
3773804.36       33.34526  (16102007)          



        476666.08   3773804.36       36.21480  (16102007)                476686.08  
3773804.36       39.65835  (14100207)          
        476706.08   3773804.36       44.00767  (14100207)                476726.08  
3773804.36       49.45801  (14100207)          
        476746.08   3773804.36       59.14794  (15090407)                476766.08  
3773804.36       75.35507  (15090407)          
        476786.08   3773804.36      105.63986  (14090307)                476846.08  
3773804.36      151.05055  (13062606)          
        476866.08   3773804.36      126.62675  (13062606)                476886.08  
3773804.36      117.71699  (13062606)          
        476906.08   3773804.36      113.16002  (13062606)                476926.08  
3773804.36      110.46081  (13062606)          
        476946.08   3773804.36      109.17661  (13062606)                476966.08  
3773804.36      109.18758  (13062606)          
        476986.08   3773804.36      112.35365  (13062606)                477006.08  
3773804.36      122.54396  (13062606)          
        477026.08   3773804.36      150.28194  (13062606)                477046.08  
3773804.36      135.03883  (14041207)          
        475526.08   3773824.36        6.10200  (16102007)                475546.08  
3773824.36        6.19550  (16102007)          
        475566.08   3773824.36        6.29497  (16102007)                475586.08  
3773824.36        6.39342  (16102007)          
        475606.08   3773824.36        6.49084  (16102007)                475626.08  
3773824.36        6.58451  (16102007)          
        475646.08   3773824.36        6.68108  (16102007)                475666.08  
3773824.36        6.78069  (16102007)          
        475686.08   3773824.36        6.88354  (16102007)                475706.08  
3773824.36        6.98982  (16102007)          
        475726.08   3773824.36        7.09973  (16102007)                475746.08  
3773824.36        7.21349  (16102007)          
        475766.08   3773824.36        7.34709  (16102007)                475786.08  
3773824.36        7.48678  (16102007)          
        475806.08   3773824.36        7.62806  (16102007)                475826.08  
3773824.36        7.76400  (16102007)          
        475846.08   3773824.36        7.90274  (16102007)                475866.08  
3773824.36        8.04704  (16102007)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 



                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475886.08   3773824.36        8.21576  (16102007)                475906.08  
3773824.36        8.38158  (16102007)          
        475926.08   3773824.36        8.52094  (16102007)                475946.08  
3773824.36        8.68662  (16102007)          
        475966.08   3773824.36        8.86400  (16102007)                475986.08  
3773824.36        9.04919  (16102007)          
        476006.08   3773824.36        9.29718  (16102007)                476426.08  
3773824.36       17.75673  (16102007)          
        476446.08   3773824.36       18.49789  (16102007)                476466.08  
3773824.36       19.30268  (16101924)          
        476486.08   3773824.36       20.19581  (16101924)                476506.08  
3773824.36       21.22492  (16101924)          
        476526.08   3773824.36       22.47760  (16101924)                476546.08  
3773824.36       23.72707  (16101924)          
        476566.08   3773824.36       25.08548  (16101924)                476586.08  
3773824.36       26.60556  (16101924)          
        476606.08   3773824.36       28.35092  (15012917)                476626.08  
3773824.36       30.48143  (15012917)          
        476646.08   3773824.36       33.19131  (15012917)                476666.08  
3773824.36       36.04268  (15012917)          
        476686.08   3773824.36       39.29401  (15012917)                476706.08  
3773824.36       43.09118  (15012917)          
        476726.08   3773824.36       48.10863  (15012908)                476746.08  
3773824.36       54.62309  (14090307)          
        476766.08   3773824.36       74.11583  (14090307)                476786.08  
3773824.36      100.45464  (14090307)          
        476846.08   3773824.36      132.38321  (13062606)                476866.08  
3773824.36      101.17089  (13062606)          
        476886.08   3773824.36       89.33872  (13062606)                476906.08  
3773824.36       83.53641  (13062606)          
        476926.08   3773824.36       80.34265  (13062606)                476946.08  
3773824.36       78.73356  (13062606)          
        476966.08   3773824.36       78.56108  (13062606)                476986.08  
3773824.36       80.28850  (13062606)          
        477006.08   3773824.36       85.08613  (13062606)                477026.08  



3773824.36       95.47814  (13062606)          
        477046.08   3773824.36      116.14136  (13062606)                477066.08  
3773824.36      157.72318  (13062606)          
        477086.08   3773824.36      135.84017  (14041207)                475526.08  
3773844.36        6.10345  (16102007)          
        475546.08   3773844.36        6.19291  (16102007)                475566.08  
3773844.36        6.30128  (16102007)          
        475586.08   3773844.36        6.39300  (16102007)                475606.08  
3773844.36        6.48300  (16102007)          
        475626.08   3773844.36        6.57560  (16102007)                475646.08  
3773844.36        6.67096  (16102007)          
        475666.08   3773844.36        6.76925  (16102007)                475686.08  
3773844.36        6.87065  (16102007)          
        475706.08   3773844.36        6.98184  (16102007)                475726.08  
3773844.36        7.09558  (16102007)          
        475746.08   3773844.36        7.20789  (16102007)                475766.08  
3773844.36        7.34294  (16102007)          
        475786.08   3773844.36        7.47977  (16102007)                475806.08  
3773844.36        7.60602  (16102007)          
        475826.08   3773844.36        7.73708  (16102007)                475846.08  
3773844.36        7.87640  (16102007)          
        475866.08   3773844.36        8.02731  (16102007)                475886.08  
3773844.36        8.19940  (16102007)          
        475906.08   3773844.36        8.36449  (16102007)                475926.08  
3773844.36        8.49861  (16101924)          
        475946.08   3773844.36        8.66612  (16101924)                475966.08  
3773844.36        8.84626  (16101924)          
        475986.08   3773844.36        9.03422  (16101924)                476006.08  
3773844.36        9.26747  (16101924)          
        476426.08   3773844.36       17.77430  (15012917)                476446.08  
3773844.36       18.54169  (15012917)          
        476466.08   3773844.36       19.37349  (15012917)                476486.08  
3773844.36       20.27785  (15012917)          
        476506.08   3773844.36       21.31925  (15012917)                476526.08  
3773844.36       22.58881  (15012917)          
        476546.08   3773844.36       23.84105  (15012917)                476566.08  
3773844.36       25.19112  (15012917)          
        476586.08   3773844.36       26.68882  (15012917)                476606.08  
3773844.36       28.35662  (15012917)          
        476626.08   3773844.36       30.32579  (15012917)                476646.08  
3773844.36       32.79938  (15012917)          
        476666.08   3773844.36       35.40321  (15012908)                476686.08  
3773844.36       38.56461  (15012908)          
        476706.08   3773844.36       42.20242  (15012908)                476726.08  
3773844.36       46.50102  (14051405)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    



                                  PAGE 512
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476746.08   3773844.36       55.67698  (14090307)                476766.08  
3773844.36       70.34284  (14090307)          
        476786.08   3773844.36       98.93008  (13041207)                476846.08  
3773844.36      126.22118  (13062606)          
        476866.08   3773844.36       91.49637  (13062606)                476886.08  
3773844.36       77.66142  (13062606)          
        476906.08   3773844.36       70.72647  (13062606)                476926.08  
3773844.36       66.88194  (13062606)          
        476946.08   3773844.36       64.80483  (13062606)                476966.08  
3773844.36       64.15895  (13062606)          
        476986.08   3773844.36       64.91585  (13062606)                477006.08  
3773844.36       67.42525  (13062606)          
        477026.08   3773844.36       72.47885  (13062606)                477046.08  
3773844.36       81.23974  (13062606)          
        477066.08   3773844.36       95.73475  (13062606)                477086.08  
3773844.36      121.13483  (13062606)          
        477106.08   3773844.36      138.63406  (13112916)                475526.08  
3773864.36        6.08796  (16102007)          
        475546.08   3773864.36        6.17653  (16102007)                475566.08  
3773864.36        6.28391  (16102007)          
        475586.08   3773864.36        6.37447  (16102007)                475606.08  
3773864.36        6.46314  (16102007)          
        475626.08   3773864.36        6.55426  (16102007)                475646.08  
3773864.36        6.64920  (16101924)          
        475666.08   3773864.36        6.74983  (16101924)                475686.08  
3773864.36        6.85371  (16101924)          



        475706.08   3773864.36        6.98210  (16101924)                475726.08  
3773864.36        7.11119  (16101924)          
        475746.08   3773864.36        7.22737  (16101924)                475766.08  
3773864.36        7.34942  (16101924)          
        475786.08   3773864.36        7.47551  (16101924)                475806.08  
3773864.36        7.60491  (16101924)          
        475826.08   3773864.36        7.73919  (16101924)                475846.08  
3773864.36        7.88874  (16101924)          
        475866.08   3773864.36        8.06567  (16101924)                475886.08  
3773864.36        8.22585  (16101924)          
        475906.08   3773864.36        8.38594  (16101924)                475926.08  
3773864.36        8.54883  (16101924)          
        475946.08   3773864.36        8.72081  (16101924)                475966.08  
3773864.36        8.90075  (16101924)          
        475986.08   3773864.36        9.08853  (16101924)                476006.08  
3773864.36        9.32058  (16101924)          
        476026.08   3773864.36        9.55806  (16101924)                476426.08  
3773864.36       17.90957  (15012917)          
        476446.08   3773864.36       18.65502  (15012917)                476466.08  
3773864.36       19.45857  (15012917)          
        476486.08   3773864.36       20.32674  (15012917)                476506.08  
3773864.36       21.32173  (15012917)          
        476526.08   3773864.36       22.53076  (15012917)                476546.08  
3773864.36       23.70614  (15012917)          
        476566.08   3773864.36       24.95821  (15012917)                476586.08  
3773864.36       26.33040  (15012917)          
        476606.08   3773864.36       27.92717  (12012506)                476626.08  
3773864.36       29.87285  (15012908)          
        476646.08   3773864.36       32.27513  (15012908)                476666.08  
3773864.36       34.74112  (15012908)          
        476686.08   3773864.36       37.53608  (14051405)                476706.08  
3773864.36       40.94102  (13112720)          
        476726.08   3773864.36       45.04965  (15120221)                476746.08  
3773864.36       52.76117  (14090307)          
        476766.08   3773864.36       64.75325  (14090307)                476786.08  
3773864.36       98.33075  (13041207)          
        476846.08   3773864.36      123.68407  (13062606)                476866.08  
3773864.36       86.86817  (13062606)          
        476886.08   3773864.36       71.72112  (13062606)                476906.08  
3773864.36       63.91614  (13062606)          
        476926.08   3773864.36       59.48106  (13062606)                476946.08  
3773864.36       56.95306  (13062606)          
        476966.08   3773864.36       55.80497  (13062606)                476986.08  
3773864.36       55.82412  (13062606)          
        477006.08   3773864.36       57.04997  (13062606)                477026.08  
3773864.36       59.74194  (13062606)          
        477046.08   3773864.36       64.27858  (13062606)                477066.08  
3773864.36       71.26899  (13062606)          
        477086.08   3773864.36       81.86697  (13062606)                477106.08  
3773864.36       98.68228  (13062606)          



        475526.08   3773884.36        6.10498  (16101924)                475546.08  
3773884.36        6.19997  (16101924)          
        475566.08   3773884.36        6.29496  (16101924)                475586.08  
3773884.36        6.38516  (16101924)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475606.08   3773884.36        6.47619  (16101924)                475626.08  
3773884.36        6.56987  (16101924)          
        475646.08   3773884.36        6.66633  (16101924)                475666.08  
3773884.36        6.76575  (16101924)          
        475686.08   3773884.36        6.86827  (16101924)                475706.08  
3773884.36        6.99650  (16101924)          
        475726.08   3773884.36        7.12568  (16101924)                475746.08  
3773884.36        7.24015  (16101924)          
        475766.08   3773884.36        7.35859  (16101924)                475786.08  
3773884.36        7.48124  (16101924)          
        475806.08   3773884.36        7.60833  (16101924)                475826.08  
3773884.36        7.75614  (16101924)          
        475846.08   3773884.36        7.91077  (16101924)                475866.08  
3773884.36        8.07823  (15012917)          
        475886.08   3773884.36        8.24161  (15012917)                475906.08  
3773884.36        8.40882  (15012917)          
        475926.08   3773884.36        8.58281  (15012917)                475946.08  



3773884.36        8.76394  (15012917)          
        475966.08   3773884.36        8.96094  (15012917)                475986.08  
3773884.36        9.18421  (15012917)          
        476006.08   3773884.36        9.41035  (15012917)                476026.08  
3773884.36        9.63950  (15012917)          
        476046.08   3773884.36        9.86659  (15012917)                476426.08  
3773884.36       17.80450  (15012917)          
        476446.08   3773884.36       18.56371  (15012917)                476466.08  
3773884.36       19.32317  (15012917)          
        476486.08   3773884.36       20.13830  (15012917)                476506.08  
3773884.36       21.06854  (15012917)          
        476526.08   3773884.36       22.23423  (12012506)                476546.08  
3773884.36       23.39721  (12012506)          
        476566.08   3773884.36       24.65752  (15012908)                476586.08  
3773884.36       26.04424  (15012908)          
        476606.08   3773884.36       27.56373  (16122921)                476626.08  
3773884.36       29.29585  (16122921)          
        476646.08   3773884.36       31.32176  (14051405)                476666.08  
3773884.36       33.73385  (13112720)          
        476686.08   3773884.36       36.40337  (13112720)                476706.08  
3773884.36       39.50513  (16111017)          
        476726.08   3773884.36       43.90471  (16111020)                476746.08  
3773884.36       49.85005  (13062606)          
        476766.08   3773884.36       64.18097  (13062606)                476786.08  
3773884.36       97.56338  (13041207)          
        476846.08   3773884.36      122.61946  (13062606)                476866.08  
3773884.36       84.33594  (13062606)          
        476886.08   3773884.36       68.28791  (13062606)                476906.08  
3773884.36       59.83001  (13062606)          
        476926.08   3773884.36       54.89833  (13062606)                476946.08  
3773884.36       51.95308  (13062606)          
        476966.08   3773884.36       50.34516  (13062606)                476986.08  
3773884.36       49.79074  (13062606)          
        477006.08   3773884.36       50.21351  (13062606)                477026.08  
3773884.36       51.62197  (13062606)          
        477046.08   3773884.36       54.14949  (13062606)                477066.08  
3773884.36       58.02032  (13062606)          
        477086.08   3773884.36       63.61661  (13062606)                477106.08  
3773884.36       71.71929  (13062606)          
        475526.08   3773904.36        6.12151  (16101924)                475546.08  
3773904.36        6.21940  (16101924)          
        475566.08   3773904.36        6.30456  (16101924)                475586.08  
3773904.36        6.39198  (16101924)          
        475606.08   3773904.36        6.48176  (16101924)                475626.08  
3773904.36        6.57404  (16101924)          
        475646.08   3773904.36        6.66895  (16101924)                475666.08  
3773904.36        6.77169  (15012917)          
        475686.08   3773904.36        6.88831  (15012917)                475706.08  
3773904.36        7.02053  (15012917)          
        475726.08   3773904.36        7.15261  (15012917)                475746.08  



3773904.36        7.27485  (15012917)          
        475766.08   3773904.36        7.40135  (15012917)                475786.08  
3773904.36        7.53521  (15012917)          
        475806.08   3773904.36        7.67942  (15012917)                475826.08  
3773904.36        7.84266  (15012917)          
        475846.08   3773904.36        8.00669  (15012917)                475866.08  
3773904.36        8.16026  (15012917)          
        475886.08   3773904.36        8.31976  (15012917)                475906.08  
3773904.36        8.48553  (15012917)          
        475926.08   3773904.36        8.65791  (15012917)                475946.08  
3773904.36        8.83727  (15012917)          
        475966.08   3773904.36        9.03749  (15012917)                475986.08  
3773904.36        9.27609  (15012917)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476006.08   3773904.36        9.48943  (15012917)                476026.08  
3773904.36        9.70411  (15012917)          
        476046.08   3773904.36        9.92816  (15012917)                476066.08  
3773904.36       10.16214  (15012917)          
        476426.08   3773904.36       17.59699  (12012506)                476446.08  
3773904.36       18.36822  (12012506)          
        476466.08   3773904.36       19.13323  (12012506)                476486.08  
3773904.36       19.96481  (15012908)          



        476506.08   3773904.36       20.91292  (15012908)                476526.08  
3773904.36       22.05400  (16100705)          
        476546.08   3773904.36       23.19102  (16100705)                476566.08  
3773904.36       24.38688  (16100705)          
        476586.08   3773904.36       25.67797  (16100705)                476606.08  
3773904.36       27.12441  (13112720)          
        476626.08   3773904.36       28.90162  (13112720)                476646.08  
3773904.36       30.82493  (13112720)          
        476666.08   3773904.36       32.90678  (13112720)                476686.08  
3773904.36       35.49590  (16111017)          
        476706.08   3773904.36       38.50021  (16111020)                476726.08  
3773904.36       42.89630  (16111020)          
        476746.08   3773904.36       50.08285  (13062606)                476766.08  
3773904.36       64.18106  (13062606)          
        476786.08   3773904.36       96.48819  (13041207)                476798.66  
3773910.67      136.24340  (13041207)          
        476846.08   3773904.36      122.27480  (13062606)                476866.08  
3773904.36       82.83341  (13062606)          
        476886.08   3773904.36       66.12072  (13062606)                476906.08  
3773904.36       57.16336  (13062606)          
        476926.08   3773904.36       51.82506  (13062606)                476946.08  
3773904.36       48.51875  (13062606)          
        476966.08   3773904.36       46.53029  (13062606)                476986.08  
3773904.36       45.53133  (13062606)          
        477006.08   3773904.36       45.38486  (13062606)                477026.08  
3773904.36       45.98931  (13062606)          
        477046.08   3773904.36       47.37865  (13062606)                477066.08  
3773904.36       49.63254  (13062606)          
        477086.08   3773904.36       52.89653  (13062606)                477106.08  
3773904.36       57.47226  (13062606)          
        475526.08   3773924.36        6.14394  (15012917)                475546.08  
3773924.36        6.24795  (15012917)          
        475566.08   3773924.36        6.33879  (15012917)                475586.08  
3773924.36        6.43221  (15012917)          
        475606.08   3773924.36        6.52832  (15012917)                475626.08  
3773924.36        6.62726  (15012917)          
        475646.08   3773924.36        6.72916  (15012917)                475666.08  
3773924.36        6.84251  (15012917)          
        475686.08   3773924.36        6.97710  (15012917)                475706.08  
3773924.36        7.09639  (15012917)          
        475726.08   3773924.36        7.21454  (15012917)                475746.08  
3773924.36        7.33531  (15012917)          
        475766.08   3773924.36        7.46016  (15012917)                475786.08  
3773924.36        7.59895  (15012917)          
        475806.08   3773924.36        7.76314  (15012917)                475826.08  
3773924.36        7.91053  (15012917)          
        475846.08   3773924.36        8.05750  (15012917)                475866.08  
3773924.36        8.20843  (15012917)          
        475886.08   3773924.36        8.36508  (15012917)                475906.08  
3773924.36        8.52774  (15012917)          



        475926.08   3773924.36        8.69676  (15012917)                475946.08  
3773924.36        8.87248  (15012917)          
        475966.08   3773924.36        9.06883  (15012917)                475986.08  
3773924.36        9.30338  (15012917)          
        476006.08   3773924.36        9.51210  (15012917)                476026.08  
3773924.36        9.72176  (15012917)          
        476046.08   3773924.36        9.94035  (15012917)                476066.08  
3773924.36       10.16838  (15012917)          
        476086.08   3773924.36       10.40637  (15012917)                476426.08  
3773924.36       17.55372  (15012908)          
        476446.08   3773924.36       18.27207  (16100705)                476466.08  
3773924.36       19.03477  (16100705)          
        476486.08   3773924.36       19.84635  (16100705)                476506.08  
3773924.36       20.76129  (16100705)          
        476526.08   3773924.36       21.85493  (16100705)                476546.08  
3773924.36       22.89530  (16100705)          
        476566.08   3773924.36       24.12472  (13112720)                476586.08  
3773924.36       25.49816  (13112720)          
        476606.08   3773924.36       26.97071  (13112720)                476626.08  
3773924.36       28.55108  (13112720)          
        476646.08   3773924.36       30.37729  (16111017)                476666.08  
3773924.36       32.54594  (16111017)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 515
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -



- - - - - - - - - - - - - - - - - - - - - - - -
        476686.08   3773924.36       34.87671  (16111017)                476706.08  
3773924.36       37.87761  (16111020)          
        476726.08   3773924.36       42.14168  (14091620)                476746.08  
3773924.36       50.18047  (13062606)          
        476766.08   3773924.36       64.05339  (13062606)                476786.08  
3773924.36       95.42785  (13041207)          
        476846.08   3773924.36      122.36535  (13062606)                476866.08  
3773924.36       81.90148  (13062606)          
        476886.08   3773924.36       64.66120  (13062606)                476906.08  
3773924.36       55.30902  (13062606)          
        476926.08   3773924.36       49.63773  (13062606)                476946.08  
3773924.36       46.02628  (13062606)          
        476966.08   3773924.36       43.72955  (13062606)                476986.08  
3773924.36       42.38149  (13062606)          
        477006.08   3773924.36       41.80073  (13062606)                477026.08  
3773924.36       41.85443  (13062606)          
        477046.08   3773924.36       42.52052  (13062606)                477066.08  
3773924.36       43.81203  (13062606)          
        477086.08   3773924.36       45.77993  (13062606)                477106.08  
3773924.36       48.55451  (13062606)          
        475526.08   3773944.36        6.19796  (15012917)                475546.08  
3773944.36        6.30145  (15012917)          
        475566.08   3773944.36        6.39147  (15012917)                475586.08  
3773944.36        6.48394  (15012917)          
        475606.08   3773944.36        6.57896  (15012917)                475626.08  
3773944.36        6.67666  (15012917)          
        475646.08   3773944.36        6.77716  (15012917)                475666.08  
3773944.36        6.88944  (15012917)          
        475686.08   3773944.36        7.02458  (15012917)                475706.08  
3773944.36        7.14077  (15012917)          
        475726.08   3773944.36        7.25551  (15012917)                475746.08  
3773944.36        7.37392  (15012917)          
        475766.08   3773944.36        7.49618  (15012917)                475786.08  
3773944.36        7.63269  (15012917)          
        475806.08   3773944.36        7.79636  (15012917)                475826.08  
3773944.36        7.93905  (15012917)          
        475846.08   3773944.36        8.08092  (15012917)                475866.08  
3773944.36        8.22791  (15012917)          
        475886.08   3773944.36        8.39824  (15012917)                475906.08  
3773944.36        8.57200  (15012917)          
        475926.08   3773944.36        8.73754  (15012917)                475946.08  
3773944.36        8.90951  (15012917)          
        475966.08   3773944.36        9.09321  (15012917)                475986.08  
3773944.36        9.29653  (15012917)          
        476006.08   3773944.36        9.49428  (15012917)                476026.08  
3773944.36        9.69689  (15012917)          
        476046.08   3773944.36        9.90793  (15012917)                476066.08  
3773944.36       10.12784  (15012917)          
        476086.08   3773944.36       10.35709  (15012917)                476106.08  



3773944.36       10.59616  (15012917)          
        476126.08   3773944.36       10.84557  (15012917)                476426.08  
3773944.36       17.50709  (16100705)          
        476446.08   3773944.36       18.17742  (16100705)                476466.08  
3773944.36       18.88624  (16100705)          
        476486.08   3773944.36       19.63634  (16100705)                476506.08  
3773944.36       20.52614  (13112720)          
        476526.08   3773944.36       21.60266  (13112720)                476546.08  
3773944.36       22.78081  (13112720)          
        476566.08   3773944.36       24.01800  (13112720)                476586.08  
3773944.36       25.25756  (13112720)          
        476606.08   3773944.36       26.60309  (16111017)                476626.08  
3773944.36       28.28919  (16111017)          
        476646.08   3773944.36       30.08460  (16111017)                476666.08  
3773944.36       32.00848  (16111017)          
        476686.08   3773944.36       34.41326  (16111020)                476706.08  
3773944.36       37.50239  (16111020)          
        476726.08   3773944.36       41.88593  (14091620)                476746.08  
3773944.36       50.19206  (13062606)          
        476766.08   3773944.36       63.85249  (13062606)                476786.08  
3773944.36       94.51129  (13041207)          
        476846.08   3773944.36      122.69881  (13062606)                476866.08  
3773944.36       81.31087  (13062606)          
        476886.08   3773944.36       63.62812  (13062606)                476906.08  
3773944.36       53.95324  (13062606)          
        476926.08   3773944.36       48.00626  (13062606)                476946.08  
3773944.36       44.13818  (13062606)          
        476966.08   3773944.36       41.58322  (13062606)                476986.08  
3773944.36       39.94801  (13062606)          
        477006.08   3773944.36       39.02124  (13062606)                477026.08  
3773944.36       38.68155  (13062606)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477046.08   3773944.36       38.85995  (13062606)                477066.08  
3773944.36       39.52190  (13062606)          
        477086.08   3773944.36       40.68360  (13062606)                477106.08  
3773944.36       42.38907  (13062606)          
        475526.08   3773964.36        6.23819  (15012917)                475546.08  
3773964.36        6.34075  (15012917)          
        475566.08   3773964.36        6.42956  (15012917)                475586.08  
3773964.36        6.52065  (15012917)          
        475606.08   3773964.36        6.61413  (15012917)                475626.08  
3773964.36        6.71010  (15012917)          
        475646.08   3773964.36        6.81485  (15012917)                475666.08  
3773964.36        6.92769  (15012917)          
        475686.08   3773964.36        7.05316  (15012917)                475706.08  
3773964.36        7.16556  (15012917)          
        475726.08   3773964.36        7.27747  (15012917)                475746.08  
3773964.36        7.39279  (15012917)          
        475766.08   3773964.36        7.51875  (15012917)                475786.08  
3773964.36        7.65466  (15012917)          
        475806.08   3773964.36        7.80583  (15012917)                475826.08  
3773964.36        7.94278  (15012917)          
        475846.08   3773964.36        8.07997  (15012917)                475866.08  
3773964.36        8.22193  (15012917)          
        475886.08   3773964.36        8.39804  (15012917)                475906.08  
3773964.36        8.57626  (15012917)          
        475926.08   3773964.36        8.73646  (15012917)                475946.08  
3773964.36        8.90271  (15012917)          
        475966.08   3773964.36        9.07533  (15012917)                475986.08  
3773964.36        9.25468  (15012917)          
        476006.08   3773964.36        9.44112  (15012917)                476026.08  
3773964.36        9.63502  (15012917)          
        476046.08   3773964.36        9.83678  (15012917)                476066.08  
3773964.36       10.04681  (15012917)          
        476086.08   3773964.36       10.26600  (12012506)                476106.08  
3773964.36       10.51591  (12012506)          
        476126.08   3773964.36       10.77642  (12012506)                476146.08  
3773964.36       11.04808  (12012506)          
        476406.08   3773964.36       16.72794  (16100705)                476426.08  
3773964.36       17.33734  (16100705)          
        476446.08   3773964.36       18.01998  (13112720)                476466.08  
3773964.36       18.80667  (13112720)          



        476486.08   3773964.36       19.63552  (13112720)                476506.08  
3773964.36       20.50866  (13112720)          
        476526.08   3773964.36       21.42855  (13112720)                476546.08  
3773964.36       22.51378  (13112720)          
        476566.08   3773964.36       23.67004  (13112720)                476586.08  
3773964.36       25.04996  (16111017)          
        476606.08   3773964.36       26.48608  (16111017)                476626.08  
3773964.36       27.99839  (16111017)          
        476646.08   3773964.36       29.61415  (16111017)                476666.08  
3773964.36       31.45999  (16111020)          
        476686.08   3773964.36       33.85411  (16111020)                476706.08  
3773964.36       37.33060  (14091620)          
        476726.08   3773964.36       41.51288  (13062606)                476746.08  
3773964.36       50.15074  (13062606)          
        476766.08   3773964.36       63.61903  (13062606)                476786.08  
3773964.36       93.67755  (13041207)          
        476846.08   3773964.36      123.19124  (13062606)                476866.08  
3773964.36       80.93275  (13062606)          
        476886.08   3773964.36       62.86702  (13062606)                476906.08  
3773964.36       52.92059  (13062606)          
        476926.08   3773964.36       46.74185  (13062606)                476946.08  
3773964.36       42.65704  (13062606)          
        476966.08   3773964.36       39.88517  (13062606)                476986.08  
3773964.36       38.01652  (13062606)          
        477006.08   3773964.36       36.82012  (13062606)                477026.08  
3773964.36       36.17587  (13062606)          
        477046.08   3773964.36       35.99260  (13062606)                477066.08  
3773964.36       36.21995  (13062606)          
        477086.08   3773964.36       36.84049  (13062606)                477106.08  
3773964.36       37.86198  (13062606)          
        475526.08   3773984.36        6.26556  (15012917)                475546.08  
3773984.36        6.36689  (15012917)          
        475566.08   3773984.36        6.45418  (15012917)                475586.08  
3773984.36        6.54358  (15012917)          
        475606.08   3773984.36        6.63518  (15012917)                475626.08  
3773984.36        6.72908  (15012917)          
        475646.08   3773984.36        6.84619  (15012917)                475666.08  
3773984.36        6.96364  (15012917)          
        475686.08   3773984.36        7.06806  (15012917)                475706.08  
3773984.36        7.17410  (15012917)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 517
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***



                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475726.08   3773984.36        7.28268  (15012917)                475746.08  
3773984.36        7.39437  (15012917)          
        475766.08   3773984.36        7.53310  (15012917)                475786.08  
3773984.36        7.67286  (15012917)          
        475806.08   3773984.36        7.79840  (15012917)                475826.08  
3773984.36        7.92651  (15012917)          
        475846.08   3773984.36        8.05825  (15012917)                475866.08  
3773984.36        8.19433  (15012917)          
        475886.08   3773984.36        8.36411  (15012917)                475906.08  
3773984.36        8.53550  (15012917)          
        475926.08   3773984.36        8.68840  (15012917)                475946.08  
3773984.36        8.84685  (15012917)          
        475966.08   3773984.36        9.01114  (15012917)                475986.08  
3773984.36        9.18163  (15012917)          
        476006.08   3773984.36        9.37436  (12012506)                476026.08  
3773984.36        9.57921  (12012506)          
        476046.08   3773984.36        9.79214  (12012506)                476066.08  
3773984.36       10.01356  (12012506)          
        476086.08   3773984.36       10.24389  (12012506)                476106.08  
3773984.36       10.48356  (12012506)          
        476126.08   3773984.36       10.74203  (16100705)                476146.08  
3773984.36       11.02507  (16100705)          
        476166.08   3773984.36       11.31978  (16100705)                476406.08  
3773984.36       16.68575  (13112720)          
        476426.08   3773984.36       17.36841  (13112720)                476446.08  
3773984.36       18.06506  (13112720)          
        476466.08   3773984.36       18.79506  (13112720)                476486.08  
3773984.36       19.56015  (13112720)          
        476506.08   3773984.36       20.36247  (13112720)                476526.08  
3773984.36       21.20496  (13112720)          
        476546.08   3773984.36       22.26273  (16111017)                476566.08  



3773984.36       23.46401  (16111017)          
        476586.08   3773984.36       24.87198  (16111017)                476606.08  
3773984.36       26.20320  (16111017)          
        476626.08   3773984.36       27.58056  (16111017)                476646.08  
3773984.36       29.07914  (16111020)          
        476666.08   3773984.36       30.97251  (16111020)                476686.08  
3773984.36       33.45753  (14091620)          
        476706.08   3773984.36       36.91447  (14091620)                476726.08  
3773984.36       41.54709  (13062606)          
        476746.08   3773984.36       50.07803  (13062606)                476775.68  
3773975.63       73.39459  (13041207)          
        476793.06   3773974.32      111.84435  (13041207)                476846.08  
3773984.36      123.81656  (13062606)          
        476866.08   3773984.36       80.69436  (13062606)                476886.08  
3773984.36       62.28782  (13062606)          
        476906.08   3773984.36       52.10664  (13062606)                476926.08  
3773984.36       45.72966  (13062606)          
        476946.08   3773984.36       41.46015  (13062606)                476966.08  
3773984.36       38.50488  (13062606)          
        476986.08   3773984.36       36.44453  (13062606)                477006.08  
3773984.36       35.03895  (13062606)          
        477026.08   3773984.36       34.14474  (13062606)                477046.08  
3773984.36       33.67823  (13062606)          
        477066.08   3773984.36       33.59436  (13062606)                477086.08  
3773984.36       33.83132  (13062606)          
        477106.08   3773984.36       34.38638  (13062606)                475526.08  
3774004.36        6.29099  (15012917)          
        475546.08   3774004.36        6.38098  (15012917)                475566.08  
3774004.36        6.46657  (15012917)          
        475586.08   3774004.36        6.55408  (15012917)                475606.08  
3774004.36        6.64359  (15012917)          
        475626.08   3774004.36        6.73519  (15012917)                475646.08  
3774004.36        6.85107  (15012917)          
        475666.08   3774004.36        6.96663  (15012917)                475686.08  
3774004.36        7.06640  (15012917)          
        475706.08   3774004.36        7.16869  (15012917)                475726.08  
3774004.36        7.27363  (15012917)          
        475746.08   3774004.36        7.38135  (15012917)                475766.08  
3774004.36        7.51719  (15012917)          
        475786.08   3774004.36        7.65319  (15012917)                475806.08  
3774004.36        7.77182  (15012917)          
        475826.08   3774004.36        7.89393  (15012917)                475846.08  
3774004.36        8.01971  (15012917)          
        475866.08   3774004.36        8.14936  (15012917)                475886.08  
3774004.36        8.31218  (15012917)          
        475906.08   3774004.36        8.47606  (15012917)                475926.08  
3774004.36        8.63664  (12012506)          
        475946.08   3774004.36        8.80605  (12012506)                475966.08  
3774004.36        8.98157  (12012506)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           



                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 518
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475986.08   3774004.36        9.16352  (12012506)                476006.08  
3774004.36        9.35221  (12012506)          
        476026.08   3774004.36        9.55421  (16100705)                476046.08  
3774004.36        9.77879  (16100705)          
        476066.08   3774004.36       10.03524  (16100705)                476086.08  
3774004.36       10.29804  (16100705)          
        476106.08   3774004.36       10.55183  (16100705)                476126.08  
3774004.36       10.81554  (16100705)          
        476146.08   3774004.36       11.08958  (16100705)                476166.08  
3774004.36       11.37441  (16100705)          
        476186.08   3774004.36       11.69091  (16100705)                476366.08  
3774004.36       15.38439  (13112720)          
        476386.08   3774004.36       16.01615  (13112720)                476406.08  
3774004.36       16.70604  (13112720)          
        476426.08   3774004.36       17.34346  (13112720)                476446.08  
3774004.36       17.99006  (13112720)          
        476466.08   3774004.36       18.66515  (13112720)                476486.08  
3774004.36       19.37073  (13112720)          
        476506.08   3774004.36       20.26037  (16111017)                476526.08  
3774004.36       21.20387  (16111017)          
        476546.08   3774004.36       22.18772  (16111017)                476566.08  
3774004.36       23.24199  (16111017)          



        476586.08   3774004.36       24.42160  (16111017)                476606.08  
3774004.36       25.72384  (16111017)          
        476626.08   3774004.36       27.10594  (16111017)                476646.08  
3774004.36       28.68588  (16100301)          
        476666.08   3774004.36       30.64154  (15091504)                476686.08  
3774004.36       33.11463  (14091620)          
        476706.08   3774004.36       36.19910  (14091620)                476726.08  
3774004.36       41.51226  (13062606)          
        476746.08   3774004.36       49.91622  (13062606)                476766.08  
3774004.36       62.99394  (13062606)          
        476786.08   3774004.36       91.07857  (13041207)                476846.08  
3774004.36      124.51089  (13062606)          
        476866.08   3774004.36       80.55720  (13062606)                476886.08  
3774004.36       61.83556  (13062606)          
        476906.08   3774004.36       51.44573  (13062606)                476926.08  
3774004.36       44.89600  (13062606)          
        476946.08   3774004.36       40.46727  (13062606)                476966.08  
3774004.36       37.35562  (13062606)          
        476986.08   3774004.36       35.13428  (13062606)                477006.08  
3774004.36       33.55663  (13062606)          
        477026.08   3774004.36       32.47160  (13062606)                477046.08  
3774004.36       31.78946  (13062606)          
        477066.08   3774004.36       31.45667  (13062606)                477086.08  
3774004.36       31.40611  (13062606)          
        477106.08   3774004.36       31.62411  (13062606)                475526.08  
3774024.36        6.30209  (15012917)          
        475546.08   3774024.36        6.38420  (15012917)                475566.08  
3774024.36        6.46800  (15012917)          
        475586.08   3774024.36        6.55355  (15012917)                475606.08  
3774024.36        6.64091  (15012917)          
        475626.08   3774024.36        6.73013  (15012917)                475646.08  
3774024.36        6.84347  (15012917)          
        475666.08   3774024.36        6.95622  (15012917)                475686.08  
3774024.36        7.05285  (15012917)          
        475706.08   3774024.36        7.15172  (15012917)                475726.08  
3774024.36        7.25292  (15012917)          
        475746.08   3774024.36        7.35656  (15012917)                475766.08  
3774024.36        7.48798  (15012917)          
        475786.08   3774024.36        7.61915  (15012917)                475806.08  
3774024.36        7.73253  (15012917)          
        475826.08   3774024.36        7.84895  (15012917)                475846.08  
3774024.36        7.98278  (12012506)          
        475866.08   3774024.36        8.13125  (12012506)                475886.08  
3774024.36        8.29756  (12012506)          
        475906.08   3774024.36        8.46421  (12012506)                475926.08  
3774024.36        8.62056  (12012506)          
        475946.08   3774024.36        8.79443  (16100705)                475966.08  
3774024.36        8.98172  (16100705)          
        475986.08   3774024.36        9.17557  (16100705)                476006.08  
3774024.36        9.37627  (16100705)          



        476026.08   3774024.36        9.58804  (16100705)                476046.08  
3774024.36        9.81506  (16100705)          
        476066.08   3774024.36       10.06927  (16100705)                476086.08  
3774024.36       10.32593  (16100705)          
        476106.08   3774024.36       10.56957  (16100705)                476126.08  
3774024.36       10.82233  (16100705)          
        476146.08   3774024.36       11.08458  (16100705)                476166.08  
3774024.36       11.35673  (16100705)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476186.08   3774024.36       11.63917  (16100705)                476206.08  
3774024.36       11.93233  (16100705)          
        476226.08   3774024.36       12.23664  (16100705)                476366.08  
3774024.36       15.33578  (13112720)          
        476386.08   3774024.36       15.93786  (13112720)                476406.08  
3774024.36       16.58759  (13112720)          
        476426.08   3774024.36       17.20288  (13112720)                476446.08  
3774024.36       17.83308  (16111017)          
        476466.08   3774024.36       18.60605  (16111017)                476486.08  
3774024.36       19.40871  (16111017)          
        476506.08   3774024.36       20.24223  (16111017)                476526.08  
3774024.36       21.10871  (16111017)          
        476546.08   3774024.36       22.01187  (16111017)                476566.08  



3774024.36       22.95790  (16111017)          
        476586.08   3774024.36       23.95669  (16111017)                476606.08  
3774024.36       25.23746  (16111017)          
        476626.08   3774024.36       26.79514  (16100301)                476646.08  
3774024.36       28.48993  (15091504)          
        476666.08   3774024.36       30.40274  (15091504)                476686.08  
3774024.36       32.76086  (14091620)          
        476706.08   3774024.36       35.62163  (13062606)                476726.08  
3774024.36       41.47396  (13062606)          
        476746.08   3774024.36       49.75786  (13062606)                476766.08  
3774024.36       62.63150  (13062606)          
        476786.08   3774024.36       89.25723  (13041207)                476846.08  
3774024.36      125.30256  (13062606)          
        476866.08   3774024.36       80.49777  (13062606)                476886.08  
3774024.36       61.47449  (13062606)          
        476906.08   3774024.36       50.89419  (13062606)                476926.08  
3774024.36       44.19107  (13062606)          
        476946.08   3774024.36       39.62341  (13062606)                476966.08  
3774024.36       36.37722  (13062606)          
        476986.08   3774024.36       34.01949  (13062606)                477006.08  
3774024.36       32.29860  (13062606)          
        477026.08   3774024.36       31.05888  (13062606)                477046.08  
3774024.36       30.20488  (13062606)          
        477066.08   3774024.36       29.67619  (13062606)                477086.08  
3774024.36       29.40563  (13062606)          
        477106.08   3774024.36       29.37133  (13062606)                475526.08  
3774044.36        6.29716  (15012917)          
        475546.08   3774044.36        6.37768  (15012917)                475566.08  
3774044.36        6.45974  (15012917)          
        475586.08   3774044.36        6.54337  (15012917)                475606.08  
3774044.36        6.62862  (15012917)          
        475626.08   3774044.36        6.71553  (15012917)                475646.08  
3774044.36        6.82640  (15012917)          
        475666.08   3774044.36        6.93641  (15012917)                475686.08  
3774044.36        7.03001  (15012917)          
        475706.08   3774044.36        7.12556  (15012917)                475726.08  
3774044.36        7.22313  (15012917)          
        475746.08   3774044.36        7.32281  (15012917)                475766.08  
3774044.36        7.45303  (12012506)          
        475786.08   3774044.36        7.59183  (12012506)                475806.08  
3774044.36        7.71520  (12012506)          
        475826.08   3774044.36        7.84196  (12012506)                475846.08  
3774044.36        7.98146  (12012506)          
        475866.08   3774044.36        8.15341  (16100705)                475886.08  
3774044.36        8.31839  (16100705)          
        475906.08   3774044.36        8.48289  (16100705)                475926.08  
3774044.36        8.65116  (16100705)          
        475946.08   3774044.36        8.82484  (16100705)                475966.08  
3774044.36        9.00420  (16100705)          
        475986.08   3774044.36        9.18949  (16100705)                476006.08  



3774044.36        9.38098  (16100705)          
        476026.08   3774044.36        9.59186  (16100705)                476046.08  
3774044.36        9.83752  (16100705)          
        476066.08   3774044.36       10.06185  (16100705)                476086.08  
3774044.36       10.28648  (16100705)          
        476106.08   3774044.36       10.51711  (16100705)                476126.08  
3774044.36       10.75602  (16100705)          
        476146.08   3774044.36       11.00356  (16100705)                476166.08  
3774044.36       11.26009  (16100705)          
        476186.08   3774044.36       11.58105  (13112720)                476206.08  
3774044.36       11.92846  (13112720)          
        476226.08   3774044.36       12.28853  (13112720)                476246.08  
3774044.36       12.66161  (13112720)          
        476266.08   3774044.36       13.04805  (13112720)                476286.08  
3774044.36       13.44819  (13112720)          
        476366.08   3774044.36       15.19932  (13112720)                476386.08  
3774044.36       15.71340  (13112720)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476406.08   3774044.36       16.36725  (16111017)                476426.08  
3774044.36       17.13312  (16111017)          
        476446.08   3774044.36       17.89620  (16111017)                476466.08  
3774044.36       18.61263  (16111017)          



        476486.08   3774044.36       19.35444  (16111017)                476506.08  
3774044.36       20.12370  (16111017)          
        476526.08   3774044.36       20.92390  (16111017)                476546.08  
3774044.36       21.76059  (16111017)          
        476566.08   3774044.36       22.64225  (16111017)                476586.08  
3774044.36       23.60757  (13052302)          
        476606.08   3774044.36       25.02703  (16100301)                476626.08  
3774044.36       26.66262  (15091504)          
        476646.08   3774044.36       28.31799  (15091504)                476666.08  
3774044.36       30.13388  (14091620)          
        476686.08   3774044.36       32.44174  (14091620)                476706.08  
3774044.36       35.69109  (13062606)          
        476726.08   3774044.36       41.47599  (13062606)                476746.08  
3774044.36       49.66278  (13062606)          
        476766.08   3774044.36       62.38135  (13062606)                476786.08  
3774044.36       87.79961  (13041207)          
        476846.08   3774044.36      126.17972  (13062606)                476866.08  
3774044.36       80.49740  (13062606)          
        476886.08   3774044.36       61.17908  (13062606)                476906.08  
3774044.36       50.42090  (13062606)          
        476926.08   3774044.36       43.57923  (13062606)                476946.08  
3774044.36       38.88897  (13062606)          
        476966.08   3774044.36       35.52616  (13062606)                476986.08  
3774044.36       33.05211  (13062606)          
        477006.08   3774044.36       31.21103  (13062606)                477026.08  
3774044.36       29.84367  (13062606)          
        477046.08   3774044.36       28.85035  (13062606)                477066.08  
3774044.36       28.16575  (13062606)          
        477086.08   3774044.36       27.72309  (13062606)                477106.08  
3774044.36       27.49499  (13062606)          
        475526.08   3774064.36        6.28342  (15012917)                475546.08  
3774064.36        6.36248  (15012917)          
        475566.08   3774064.36        6.44294  (15012917)                475586.08  
3774064.36        6.52481  (15012917)          
        475606.08   3774064.36        6.61325  (15012917)                475626.08  
3774064.36        6.71414  (15012917)          
        475646.08   3774064.36        6.81278  (15012917)                475666.08  
3774064.36        6.90907  (15012917)          
        475686.08   3774064.36        6.99990  (15012917)                475706.08  
3774064.36        7.10342  (12012506)          
        475726.08   3774064.36        7.20966  (12012506)                475746.08  
3774064.36        7.31836  (12012506)          
        475766.08   3774064.36        7.45256  (12012506)                475786.08  
3774064.36        7.58893  (16100705)          
        475806.08   3774064.36        7.72297  (16100705)                475826.08  
3774064.36        7.86068  (16100705)          
        475846.08   3774064.36        8.01226  (16100705)                475866.08  
3774064.36        8.19032  (16100705)          
        475886.08   3774064.36        8.34748  (16100705)                475906.08  
3774064.36        8.50351  (16100705)          



        475926.08   3774064.36        8.66415  (16100705)                475946.08  
3774064.36        8.82962  (16100705)          
        475966.08   3774064.36        9.00012  (16100705)                475986.08  
3774064.36        9.17590  (16100705)          
        476006.08   3774064.36        9.35721  (16100705)                476026.08  
3774064.36        9.55783  (16100705)          
        476046.08   3774064.36        9.79490  (16100705)                476066.08  
3774064.36       10.00499  (16100705)          
        476086.08   3774064.36       10.21453  (16100705)                476106.08  
3774064.36       10.43512  (13112720)          
        476126.08   3774064.36       10.72404  (13112720)                476146.08  
3774064.36       11.02291  (13112720)          
        476166.08   3774064.36       11.33201  (13112720)                476186.08  
3774064.36       11.65164  (13112720)          
        476206.08   3774064.36       11.98205  (13112720)                476226.08  
3774064.36       12.32353  (13112720)          
        476246.08   3774064.36       12.67635  (13112720)                476266.08  
3774064.36       13.04079  (13112720)          
        476286.08   3774064.36       13.41714  (13112720)                476306.08  
3774064.36       13.80572  (13112720)          
        476326.08   3774064.36       14.20691  (13112720)                476346.08  
3774064.36       14.62113  (13112720)          
        476366.08   3774064.36       15.12474  (16111017)                476386.08  
3774064.36       15.72175  (16111017)          
        476406.08   3774064.36       16.42179  (16111017)                476426.08  
3774064.36       17.09145  (16111017)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 521
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476446.08   3774064.36       17.78003  (16111017)                476466.08  
3774064.36       18.51553  (16111017)          
        476486.08   3774064.36       19.21856  (16111017)                476506.08  
3774064.36       19.93286  (16111017)          
        476526.08   3774064.36       20.67844  (16111017)                476546.08  
3774064.36       21.46247  (16111017)          
        476566.08   3774064.36       22.36739  (13052302)                476586.08  
3774064.36       23.47551  (16100301)          
        476606.08   3774064.36       24.93492  (15091504)                476626.08  
3774064.36       26.53930  (15091504)          
        476646.08   3774064.36       28.09946  (15091504)                476666.08  
3774064.36       29.88698  (14091620)          
        476686.08   3774064.36       32.16641  (15121608)                476706.08  
3774064.36       35.77196  (13062606)          
        476726.08   3774064.36       41.48874  (13062606)                476746.08  
3774064.36       49.57643  (13062606)          
        476766.08   3774064.36       62.13381  (13062606)                476786.08  
3774064.36       86.02829  (13041207)          
        476846.08   3774064.36      127.05871  (13062606)                476866.08  
3774064.36       80.53995  (13062606)          
        476886.08   3774064.36       60.92897  (13062606)                476906.08  
3774064.36       50.00165  (13062606)          
        476926.08   3774064.36       43.03309  (13062606)                476946.08  
3774064.36       38.23378  (13062606)          
        476966.08   3774064.36       34.76951  (13062606)                476986.08  
3774064.36       32.19601  (13062606)          
        477006.08   3774064.36       30.25374  (13062606)                477026.08  
3774064.36       28.78533  (13062606)          
        477046.08   3774064.36       27.68009  (13062606)                477066.08  
3774064.36       26.86401  (13062606)          
        477086.08   3774064.36       26.28381  (13062606)                477106.08  
3774064.36       25.90415  (13062606)          
        475526.08   3774084.36        6.26172  (15012917)                475546.08  
3774084.36        6.33952  (15012917)          
        475566.08   3774084.36        6.41861  (15012917)                475586.08  
3774084.36        6.49899  (15012917)          
        475606.08   3774084.36        6.59375  (12012506)                475626.08  
3774084.36        6.70938  (12012506)          
        475646.08   3774084.36        6.80816  (12012506)                475666.08  
3774084.36        6.90475  (12012506)          
        475686.08   3774084.36        7.00332  (12012506)                475706.08  
3774084.36        7.10394  (12012506)          
        475726.08   3774084.36        7.21738  (16100705)                475746.08  
3774084.36        7.33593  (16100705)          
        475766.08   3774084.36        7.48124  (16100705)                475786.08  



3774084.36        7.62679  (16100705)          
        475806.08   3774084.36        7.75585  (16100705)                475826.08  
3774084.36        7.88812  (16100705)          
        475846.08   3774084.36        8.03386  (16100705)                475866.08  
3774084.36        8.20567  (16100705)          
        475886.08   3774084.36        8.35591  (16100705)                475906.08  
3774084.36        8.50441  (16100705)          
        475926.08   3774084.36        8.65694  (16100705)                475946.08  
3774084.36        8.81367  (16100705)          
        475966.08   3774084.36        8.97479  (16100705)                475986.08  
3774084.36        9.14052  (16100705)          
        476006.08   3774084.36        9.31109  (16100705)                476026.08  
3774084.36        9.50023  (16100705)          
        476046.08   3774084.36        9.72858  (13112720)                476066.08  
3774084.36        9.98643  (13112720)          
        476086.08   3774084.36       10.24513  (13112720)                476106.08  
3774084.36       10.51215  (13112720)          
        476126.08   3774084.36       10.78775  (13112720)                476146.08  
3774084.36       11.07215  (13112720)          
        476166.08   3774084.36       11.36558  (13112720)                476186.08  
3774084.36       11.68144  (13112720)          
        476206.08   3774084.36       12.00543  (13112720)                476226.08  
3774084.36       12.32892  (13112720)          
        476246.08   3774084.36       12.66252  (13112720)                476266.08  
3774084.36       13.00654  (13112720)          
        476286.08   3774084.36       13.36129  (13112720)                476306.08  
3774084.36       13.73213  (16111017)          
        476326.08   3774084.36       14.21670  (16111017)                476346.08  
3774084.36       14.71558  (16111017)          
        476366.08   3774084.36       15.25054  (16111017)                476386.08  
3774084.36       15.82571  (16111017)          
        476406.08   3774084.36       16.45633  (16111017)                476426.08  
3774084.36       17.04218  (16111017)          
        476446.08   3774084.36       17.64951  (16111017)                476466.08  
3774084.36       18.31867  (16111017)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 522
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   



, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476486.08   3774084.36       18.99910  (16111017)                476506.08  
3774084.36       19.69280  (16111017)          
        476526.08   3774084.36       20.42720  (13052302)                476546.08  
3774084.36       21.27452  (16100301)          
        476566.08   3774084.36       22.29011  (16100301)                476586.08  
3774084.36       23.49558  (15091504)          
        476606.08   3774084.36       24.89217  (15091504)                476626.08  
3774084.36       26.37008  (15091504)          
        476646.08   3774084.36       27.85801  (15091504)                476666.08  
3774084.36       29.72370  (15121608)          
        476686.08   3774084.36       32.14464  (14091624)                476706.08  
3774084.36       35.89577  (13062606)          
        476726.08   3774084.36       41.55435  (13062606)                476746.08  
3774084.36       49.55591  (13062606)          
        476766.08   3774084.36       61.97836  (13062606)                476786.08  
3774084.36       84.56816  (13062606)          
        476806.08   3774084.36      150.82990  (13041207)                476846.08  
3774084.36      127.94125  (13062606)          
        476866.08   3774084.36       80.61121  (13062606)                476886.08  
3774084.36       60.70555  (13062606)          
        476906.08   3774084.36       49.61525  (13062606)                476926.08  
3774084.36       42.52967  (13062606)          
        476946.08   3774084.36       37.63329  (13062606)                476966.08  
3774084.36       34.08104  (13062606)          
        476986.08   3774084.36       31.42289  (13062606)                477006.08  
3774084.36       29.39571  (13062606)          
        477026.08   3774084.36       27.84110  (13062606)                477046.08  
3774084.36       26.64284  (13062606)          
        477066.08   3774084.36       25.72361  (13062606)                477086.08  
3774084.36       25.03369  (13062606)          
        477106.08   3774084.36       24.53416  (13062606)                475526.08  
3774104.36        6.24874  (12012506)          
        475546.08   3774104.36        6.33190  (12012506)                475566.08  
3774104.36        6.41659  (12012506)          
        475586.08   3774104.36        6.50285  (12012506)                475606.08  
3774104.36        6.59818  (12012506)          



        475626.08   3774104.36        6.71178  (12012506)                475646.08  
3774104.36        6.81875  (16100705)          
        475666.08   3774104.36        6.92404  (16100705)                475686.08  
3774104.36        7.03156  (16100705)          
        475706.08   3774104.36        7.14137  (16100705)                475726.08  
3774104.36        7.25354  (16100705)          
        475746.08   3774104.36        7.36813  (16100705)                475766.08  
3774104.36        7.50929  (16100705)          
        475786.08   3774104.36        7.65027  (16100705)                475806.08  
3774104.36        7.77421  (16100705)          
        475826.08   3774104.36        7.90094  (16100705)                475846.08  
3774104.36        8.04071  (16100705)          
        475866.08   3774104.36        8.20614  (16100705)                475886.08  
3774104.36        8.34933  (16100705)          
        475906.08   3774104.36        8.49022  (16100705)                475926.08  
3774104.36        8.63454  (16100705)          
        475946.08   3774104.36        8.78245  (16100705)                475966.08  
3774104.36        8.93410  (16100705)          
        475986.08   3774104.36        9.08968  (16100705)                476006.08  
3774104.36        9.29335  (13112720)          
        476026.08   3774104.36        9.52890  (13112720)                476046.08  
3774104.36        9.80095  (13112720)          
        476066.08   3774104.36       10.04714  (13112720)                476086.08  
3774104.36       10.29316  (13112720)          
        476106.08   3774104.36       10.54654  (13112720)                476126.08  
3774104.36       10.80747  (13112720)          
        476146.08   3774104.36       11.07618  (13112720)                476166.08  
3774104.36       11.35289  (13112720)          
        476186.08   3774104.36       11.68152  (13112720)                476206.08  
3774104.36       12.01436  (13112720)          
        476226.08   3774104.36       12.32156  (13112720)                476246.08  
3774104.36       12.63819  (13112720)          
        476266.08   3774104.36       13.01100  (16111017)                476286.08  
3774104.36       13.44754  (16111017)          
        476306.08   3774104.36       13.89668  (16111017)                476326.08  
3774104.36       14.35846  (16111017)          
        476346.08   3774104.36       14.83295  (16111017)                476366.08  
3774104.36       15.39009  (16111017)          
        476386.08   3774104.36       15.95791  (16111017)                476406.08  
3774104.36       16.49066  (16111017)          
        476426.08   3774104.36       17.03419  (16111017)                476446.08  
3774104.36       17.56093  (16111017)          
        476466.08   3774104.36       18.02143  (16111017)                476486.08  
3774104.36       18.70487  (13052302)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476506.08   3774104.36       19.50923  (13052302)                476526.08  
3774104.36       20.30612  (16100301)          
        476546.08   3774104.36       21.20460  (16100301)                476566.08  
3774104.36       22.31388  (15091504)          
        476586.08   3774104.36       23.61601  (15091504)                476606.08  
3774104.36       24.86476  (15091504)          
        476626.08   3774104.36       26.17524  (15091504)                476646.08  
3774104.36       27.68637  (15121608)          
        476666.08   3774104.36       29.56704  (15121608)                476686.08  
3774104.36       32.21938  (14091624)          
        476706.08   3774104.36       36.08220  (13062606)                476726.08  
3774104.36       41.69380  (13062606)          
        476746.08   3774104.36       49.62496  (13062606)                476766.08  
3774104.36       61.94227  (13062606)          
        476786.08   3774104.36       84.35288  (13062606)                476806.08  
3774104.36      149.15550  (13041207)          
        476846.08   3774104.36      128.63677  (13062606)                476866.08  
3774104.36       80.69394  (13062606)          
        476886.08   3774104.36       60.48794  (13062606)                476906.08  
3774104.36       49.24013  (13062606)          
        476926.08   3774104.36       42.04744  (13062606)                476946.08  
3774104.36       37.06594  (13062606)          
        476966.08   3774104.36       33.43868  (13062606)                476986.08  
3774104.36       30.70965  (13062606)          
        477006.08   3774104.36       28.61219  (13062606)                477026.08  
3774104.36       26.98479  (13062606)          
        477046.08   3774104.36       25.70999  (13062606)                477066.08  



3774104.36       24.70973  (13062606)          
        477086.08   3774104.36       23.93234  (13062606)                477106.08  
3774104.36       23.33759  (13062606)          
        475526.08   3774124.36        6.25096  (12012506)                475546.08  
3774124.36        6.33929  (16100705)          
        475566.08   3774124.36        6.43127  (16100705)                475586.08  
3774124.36        6.53682  (16100705)          
        475606.08   3774124.36        6.64539  (16100705)                475626.08  
3774124.36        6.75347  (16100705)          
        475646.08   3774124.36        6.85579  (16100705)                475666.08  
3774124.36        6.95827  (16100705)          
        475686.08   3774124.36        7.06274  (16100705)                475706.08  
3774124.36        7.16925  (16100705)          
        475726.08   3774124.36        7.28335  (16100705)                475746.08  
3774124.36        7.41149  (16100705)          
        475766.08   3774124.36        7.53778  (16100705)                475786.08  
3774124.36        7.66212  (16100705)          
        475806.08   3774124.36        7.78111  (16100705)                475826.08  
3774124.36        7.90247  (16100705)          
        475846.08   3774124.36        8.03649  (16100705)                475866.08  
3774124.36        8.19577  (16100705)          
        475886.08   3774124.36        8.33221  (16100705)                475906.08  
3774124.36        8.46580  (16100705)          
        475926.08   3774124.36        8.60225  (16100705)                475946.08  
3774124.36        8.75335  (13112720)          
        475966.08   3774124.36        8.94859  (13112720)                475986.08  
3774124.36        9.14904  (13112720)          
        476006.08   3774124.36        9.35483  (13112720)                476026.08  
3774124.36        9.57947  (13112720)          
        476046.08   3774124.36        9.83984  (13112720)                476066.08  
3774124.36       10.07324  (13112720)          
        476086.08   3774124.36       10.30554  (13112720)                476106.08  
3774124.36       10.54428  (13112720)          
        476126.08   3774124.36       10.78966  (13112720)                476146.08  
3774124.36       11.04193  (13112720)          
        476166.08   3774124.36       11.30133  (13112720)                476186.08  
3774124.36       11.61413  (13112720)          
        476206.08   3774124.36       11.93027  (13112720)                476226.08  
3774124.36       12.29814  (16111017)          
        476246.08   3774124.36       12.68850  (16111017)                476266.08  
3774124.36       13.08963  (16111017)          
        476286.08   3774124.36       13.50158  (16111017)                476306.08  
3774124.36       13.92447  (16111017)          
        476326.08   3774124.36       14.37432  (16111017)                476346.08  
3774124.36       14.87137  (16111017)          
        476366.08   3774124.36       15.37100  (16111017)                476386.08  
3774124.36       15.87313  (16111017)          
        476406.08   3774124.36       16.36737  (16111017)                476426.08  
3774124.36       16.87756  (16111017)          
        476446.08   3774124.36       17.39238  (16111017)                476466.08  



3774124.36       17.95296  (13052302)          
        476486.08   3774124.36       18.63413  (13052302)                476506.08  
3774124.36       19.43067  (16100301)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476526.08   3774124.36       20.26299  (15091504)                476546.08  
3774124.36       21.30863  (15091504)          
        476566.08   3774124.36       22.40984  (15091504)                476586.08  
3774124.36       23.55478  (15091504)          
        476606.08   3774124.36       24.71884  (15091504)                476626.08  
3774124.36       26.01403  (15091504)          
        476646.08   3774124.36       27.75657  (16021808)                476666.08  
3774124.36       29.86840  (14091624)          
        476686.08   3774124.36       32.40769  (14091624)                476706.08  
3774124.36       36.29991  (13062606)          
        476726.08   3774124.36       41.86341  (13062606)                476746.08  
3774124.36       49.72685  (13062606)          
        476766.08   3774124.36       61.91151  (13062606)                476786.08  
3774124.36       84.04250  (13062606)          
        476806.08   3774124.36      147.08098  (13041207)                476846.08  
3774124.36      129.38430  (13062606)          
        476866.08   3774124.36       80.75697  (13062606)                476886.08  
3774124.36       60.24707  (13062606)          



        476906.08   3774124.36       48.85079  (13062606)                476926.08  
3774124.36       41.56401  (13062606)          
        476946.08   3774124.36       36.51128  (13062606)                476966.08  
3774124.36       32.82526  (13062606)          
        476986.08   3774124.36       30.04087  (13062606)                477006.08  
3774124.36       27.88771  (13062606)          
        477026.08   3774124.36       26.19880  (13062606)                477046.08  
3774124.36       24.86096  (13062606)          
        477066.08   3774124.36       23.79589  (13062606)                477086.08  
3774124.36       22.94883  (13062606)          
        477106.08   3774124.36       22.27864  (13062606)                475526.08  
3774144.36        6.28749  (16100705)          
        475546.08   3774144.36        6.37605  (16100705)                475566.08  
3774144.36        6.46620  (16100705)          
        475586.08   3774144.36        6.57732  (16100705)                475606.08  
3774144.36        6.68781  (16100705)          
        475626.08   3774144.36        6.78412  (16100705)                475646.08  
3774144.36        6.88217  (16100705)          
        475666.08   3774144.36        6.98197  (16100705)                475686.08  
3774144.36        7.08357  (16100705)          
        475706.08   3774144.36        7.18697  (16100705)                475726.08  
3774144.36        7.30115  (16100705)          
        475746.08   3774144.36        7.43714  (16100705)                475766.08  
3774144.36        7.55259  (16100705)          
        475786.08   3774144.36        7.66506  (16100705)                475806.08  
3774144.36        7.77952  (16100705)          
        475826.08   3774144.36        7.89601  (16100705)                475846.08  
3774144.36        8.02191  (16100705)          
        475866.08   3774144.36        8.16710  (16100705)                475886.08  
3774144.36        8.30308  (16100705)          
        475906.08   3774144.36        8.45975  (13112720)                475926.08  
3774144.36        8.63718  (13112720)          
        475946.08   3774144.36        8.81884  (13112720)                475966.08  
3774144.36        9.00481  (13112720)          
        475986.08   3774144.36        9.19521  (13112720)                476006.08  
3774144.36        9.39016  (13112720)          
        476026.08   3774144.36        9.60318  (13112720)                476046.08  
3774144.36        9.85114  (13112720)          
        476066.08   3774144.36       10.07112  (13112720)                476086.08  
3774144.36       10.28911  (13112720)          
        476106.08   3774144.36       10.51269  (13112720)                476126.08  
3774144.36       10.74210  (13112720)          
        476146.08   3774144.36       10.98230  (13112720)                476166.08  
3774144.36       11.25343  (16111017)          
        476186.08   3774144.36       11.62621  (16111017)                476206.08  
3774144.36       12.00215  (16111017)          
        476226.08   3774144.36       12.36116  (16111017)                476246.08  
3774144.36       12.72944  (16111017)          
        476266.08   3774144.36       13.10712  (16111017)                476286.08  
3774144.36       13.49437  (16111017)          



        476306.08   3774144.36       13.89143  (16111017)                476326.08  
3774144.36       14.32407  (16111017)          
        476346.08   3774144.36       14.82533  (16111017)                476366.08  
3774144.36       15.27753  (16111017)          
        476386.08   3774144.36       15.72935  (16111017)                476406.08  
3774144.36       16.19592  (16111017)          
        476426.08   3774144.36       16.71830  (13052302)                476446.08  
3774144.36       17.29705  (13052302)          
        476466.08   3774144.36       17.91187  (16100301)                476486.08  
3774144.36       18.63235  (16100301)          
        476506.08   3774144.36       19.43426  (15091504)                476526.08  
3774144.36       20.35551  (15091504)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 525
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476546.08   3774144.36       21.37057  (15091504)                476566.08  
3774144.36       22.41941  (15091504)          
        476586.08   3774144.36       23.44807  (15091504)                476606.08  
3774144.36       24.59765  (15091504)          
        476626.08   3774144.36       26.04304  (16021808)                476646.08  
3774144.36       27.83987  (14091624)          
        476666.08   3774144.36       30.02239  (14091624)                476686.08  
3774144.36       32.47380  (13062606)          
        476706.08   3774144.36       36.60214  (13062606)                476726.08  



3774144.36       42.12128  (13062606)          
        476746.08   3774144.36       49.91900  (13062606)                476766.08  
3774144.36       61.97969  (13062606)          
        476786.08   3774144.36       83.83725  (13062606)                476806.08  
3774144.36      145.02440  (13041207)          
        476846.08   3774144.36      130.41179  (13062606)                476866.08  
3774144.36       80.73781  (13062606)          
        476886.08   3774144.36       59.93648  (13062606)                476906.08  
3774144.36       48.41480  (13062606)          
        476926.08   3774144.36       41.05609  (13062606)                477066.08  
3774144.36       22.96058  (13062606)          
        477086.08   3774144.36       22.05893  (13062606)                477106.08  
3774144.36       21.32964  (13062606)          
        475526.08   3774164.36        6.31563  (16100705)                475546.08  
3774164.36        6.40257  (16100705)          
        475566.08   3774164.36        6.49100  (16100705)                475586.08  
3774164.36        6.60042  (16100705)          
        475606.08   3774164.36        6.70905  (16100705)                475626.08  
3774164.36        6.80326  (16100705)          
        475646.08   3774164.36        6.89906  (16100705)                475666.08  
3774164.36        6.99647  (16100705)          
        475686.08   3774164.36        7.09551  (16100705)                475706.08  
3774164.36        7.19617  (16100705)          
        475726.08   3774164.36        7.30748  (16100705)                475746.08  
3774164.36        7.44052  (16100705)          
        475766.08   3774164.36        7.55266  (16100705)                475786.08  
3774164.36        7.66156  (16100705)          
        475806.08   3774164.36        7.77220  (16100705)                475826.08  
3774164.36        7.88460  (16100705)          
        475846.08   3774164.36        7.99926  (16100705)                475866.08  
3774164.36        8.14976  (13112720)          
        475886.08   3774164.36        8.33597  (13112720)                475906.08  
3774164.36        8.52258  (13112720)          
        475926.08   3774164.36        8.69189  (13112720)                475946.08  
3774164.36        8.86474  (13112720)          
        475966.08   3774164.36        9.04119  (13112720)                475986.08  
3774164.36        9.22134  (13112720)          
        476006.08   3774164.36        9.40525  (13112720)                476026.08  
3774164.36        9.60649  (13112720)          
        476046.08   3774164.36        9.84191  (13112720)                476066.08  
3774164.36       10.04839  (13112720)          
        476086.08   3774164.36       10.25204  (13112720)                476106.08  
3774164.36       10.46047  (13112720)          
        476126.08   3774164.36       10.69654  (16111017)                476146.08  
3774164.36       11.01426  (16111017)          
        476166.08   3774164.36       11.37327  (16111017)                476186.08  
3774164.36       11.70623  (16111017)          
        476206.08   3774164.36       12.03845  (16111017)                476226.08  
3774164.36       12.37640  (16111017)          
        476246.08   3774164.36       12.72260  (16111017)                476266.08  



3774164.36       13.07729  (16111017)          
        476286.08   3774164.36       13.44081  (16111017)                476306.08  
3774164.36       13.81361  (16111017)          
        476326.08   3774164.36       14.22159  (16111017)                476346.08  
3774164.36       14.69790  (16111017)          
        476366.08   3774164.36       15.12575  (16111017)                476386.08  
3774164.36       15.57458  (13052302)          
        476406.08   3774164.36       16.09201  (13052302)                476426.08  
3774164.36       16.62516  (13052302)          
        476446.08   3774164.36       17.23247  (16100301)                476466.08  
3774164.36       17.89774  (16100301)          
        476486.08   3774164.36       18.65503  (15091504)                476506.08  
3774164.36       19.50659  (15091504)          
        476526.08   3774164.36       20.47750  (15091504)                476546.08  
3774164.36       21.39390  (15091504)          
        476566.08   3774164.36       22.33113  (15091504)                476586.08  
3774164.36       23.31988  (15091504)          
        476606.08   3774164.36       24.63217  (16021808)                476626.08  
3774164.36       26.15699  (16021808)          
        476646.08   3774164.36       27.96172  (14091624)                476666.08  
3774164.36       30.04266  (14091624)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 526
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -



        476686.08   3774164.36       32.92735  (13062606)                476706.08  
3774164.36       37.02303  (13062606)          
        476726.08   3774164.36       42.50483  (13062606)                476746.08  
3774164.36       50.25497  (13062606)          
        476766.08   3774164.36       62.22563  (13062606)                476786.08  
3774164.36       83.83704  (13062606)          
        476806.08   3774164.36      141.68474  (13041207)                476846.08  
3774164.36      131.71087  (13062606)          
        476866.08   3774164.36       80.50040  (13062606)                476886.08  
3774164.36       59.47888  (13062606)          
        476906.08   3774164.36       47.88827  (13062606)                476926.08  
3774164.36       40.49171  (13062606)          
        477066.08   3774164.36       22.48266  (14090718)                477086.08  
3774164.36       21.24331  (13062606)          
        477106.08   3774164.36       20.46878  (13062606)                475526.08  
3774184.36        6.33396  (16100705)          
        475546.08   3774184.36        6.42390  (16100705)                475566.08  
3774184.36        6.52493  (16100705)          
        475586.08   3774184.36        6.62405  (16100705)                475606.08  
3774184.36        6.72119  (16100705)          
        475626.08   3774184.36        6.81358  (16100705)                475646.08  
3774184.36        6.90747  (16100705)          
        475666.08   3774184.36        7.00287  (16100705)                475686.08  
3774184.36        7.09979  (16100705)          
        475706.08   3774184.36        7.19823  (16100705)                475726.08  
3774184.36        7.30726  (16100705)          
        475746.08   3774184.36        7.43799  (16100705)                475766.08  
3774184.36        7.54757  (16100705)          
        475786.08   3774184.36        7.65373  (16100705)                475806.08  
3774184.36        7.76422  (13112720)          
        475826.08   3774184.36        7.90955  (13112720)                475846.08  
3774184.36        8.05760  (13112720)          
        475866.08   3774184.36        8.20838  (13112720)                475886.08  
3774184.36        8.38954  (13112720)          
        475906.08   3774184.36        8.57047  (13112720)                475926.08  
3774184.36        8.73180  (13112720)          
        475946.08   3774184.36        8.89606  (13112720)                475966.08  
3774184.36        9.06328  (13112720)          
        475986.08   3774184.36        9.23351  (13112720)                476006.08  
3774184.36        9.40680  (13112720)          
        476026.08   3774184.36        9.59674  (13112720)                476046.08  
3774184.36        9.82016  (13112720)          
        476066.08   3774184.36       10.01373  (13112720)                476086.08  
3774184.36       10.21547  (16111017)          
        476106.08   3774184.36       10.48824  (16111017)                476126.08  
3774184.36       10.76717  (16111017)          
        476146.08   3774184.36       11.05860  (16111017)                476166.08  
3774184.36       11.37239  (16111017)          
        476186.08   3774184.36       11.70269  (16111017)                476206.08  
3774184.36       12.03458  (16111017)          



        476226.08   3774184.36       12.35153  (16111017)                476246.08  
3774184.36       12.67607  (16111017)          
        476266.08   3774184.36       13.00866  (16111017)                476286.08  
3774184.36       13.34983  (16111017)          
        476306.08   3774184.36       13.70031  (16111017)                476326.08  
3774184.36       14.08616  (16111017)          
        476346.08   3774184.36       14.54505  (13052302)                476366.08  
3774184.36       15.02224  (13052302)          
        476386.08   3774184.36       15.50023  (13052302)                476406.08  
3774184.36       15.99658  (16100301)          
        476426.08   3774184.36       16.59694  (16100301)                476446.08  
3774184.36       17.21539  (15091504)          
        476466.08   3774184.36       17.94967  (15091504)                476486.08  
3774184.36       18.76432  (15091504)          
        476506.08   3774184.36       19.61197  (15091504)                476526.08  
3774184.36       20.47897  (15091504)          
        476546.08   3774184.36       21.34195  (15091504)                476566.08  
3774184.36       22.27113  (15091504)          
        476586.08   3774184.36       23.39603  (15121608)                476606.08  
3774184.36       24.73303  (16021808)          
        476626.08   3774184.36       26.24393  (14091624)                476646.08  
3774184.36       28.05969  (14091624)          
        476666.08   3774184.36       30.32726  (13062606)                476686.08  
3774184.36       33.53815  (13062606)          
        476706.08   3774184.36       37.63497  (13062606)                476726.08  
3774184.36       43.09016  (13062606)          
        476746.08   3774184.36       50.82367  (13062606)                476766.08  
3774184.36       62.81933  (13062606)          
        476786.08   3774184.36       84.47111  (13062606)                476806.08  
3774184.36      142.36112  (13041207)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 527
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 



***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476846.08   3774184.36      131.47537  (13062606)                476866.08  
3774184.36       80.69158  (13112916)          
        476886.08   3774184.36       58.76734  (13062606)                476906.08  
3774184.36       47.22000  (13062606)          
        476926.08   3774184.36       39.84843  (13062606)                477066.08  
3774184.36       22.02177  (14090718)          
        477086.08   3774184.36       20.84065  (13090918)                477106.08  
3774184.36       19.75707  (13090918)          
        475526.08   3774204.36        6.34284  (16100705)                475546.08  
3774204.36        6.43427  (16100705)          
        475566.08   3774204.36        6.54325  (16100705)                475586.08  
3774204.36        6.63532  (16100705)          
        475606.08   3774204.36        6.72480  (16100705)                475626.08  
3774204.36        6.81573  (16100705)          
        475646.08   3774204.36        6.90813  (16100705)                475666.08  
3774204.36        7.00199  (16100705)          
        475686.08   3774204.36        7.09734  (16100705)                475706.08  
3774204.36        7.20047  (16100705)          
        475726.08   3774204.36        7.31055  (16100705)                475746.08  
3774204.36        7.43206  (16100705)          
        475766.08   3774204.36        7.55731  (13112720)                475786.08  
3774204.36        7.69286  (13112720)          
        475806.08   3774204.36        7.83075  (13112720)                475826.08  
3774204.36        7.97097  (13112720)          
        475846.08   3774204.36        8.11351  (13112720)                475866.08  
3774204.36        8.25837  (13112720)          
        475886.08   3774204.36        8.43342  (13112720)                475906.08  
3774204.36        8.60772  (13112720)          
        475926.08   3774204.36        8.76173  (13112720)                475946.08  
3774204.36        8.91815  (13112720)          
        475966.08   3774204.36        9.07698  (13112720)                475986.08  
3774204.36        9.23825  (13112720)          
        476006.08   3774204.36        9.41129  (13112720)                476026.08  
3774204.36        9.59510  (13112720)          
        476046.08   3774204.36        9.79647  (13112720)                476066.08  
3774204.36       10.03515  (16111017)          
        476086.08   3774204.36       10.28749  (16111017)                476106.08  
3774204.36       10.54486  (16111017)          
        476126.08   3774204.36       10.80732  (16111017)                476146.08  
3774204.36       11.07972  (16111017)          
        476166.08   3774204.36       11.36781  (16111017)                476186.08  



3774204.36       11.68364  (16111017)          
        476206.08   3774204.36       11.99952  (16111017)                476226.08  
3774204.36       12.29582  (16111017)          
        476246.08   3774204.36       12.59940  (16111017)                476266.08  
3774204.36       12.91093  (16111017)          
        476286.08   3774204.36       13.23125  (16111017)                476306.08  
3774204.36       13.56137  (16111017)          
        476326.08   3774204.36       13.98443  (13052302)                476346.08  
3774204.36       14.48393  (13052302)          
        476366.08   3774204.36       14.93908  (13052302)                476386.08  
3774204.36       15.43786  (16100301)          
        476406.08   3774204.36       15.99738  (16100301)                476426.08  
3774204.36       16.60658  (15091504)          
        476446.08   3774204.36       17.30311  (15091504)                476466.08  
3774204.36       18.03967  (15091504)          
        476486.08   3774204.36       18.84509  (15091504)                476506.08  
3774204.36       19.66428  (15091504)          
        476526.08   3774204.36       20.45758  (15091504)                476546.08  
3774204.36       21.28695  (15091504)          
        477046.08   3774204.36       23.26706  (13090918)                477066.08  
3774204.36       21.86932  (13090918)          
        477086.08   3774204.36       20.58341  (13090918)                477106.08  
3774204.36       19.39704  (13090918)          
        477126.08   3774204.36       18.29802  (13090918)                477146.08  
3774204.36       17.65300  (13062606)          
        477166.08   3774204.36       17.14355  (13062606)                475526.08  
3774224.36        6.34248  (16100705)          
        475546.08   3774224.36        6.43284  (16100705)                475566.08  
3774224.36        6.54082  (16100705)          
        475586.08   3774224.36        6.63183  (16100705)                475606.08  
3774224.36        6.72023  (16100705)          
        475626.08   3774224.36        6.81009  (16100705)                475646.08  
3774224.36        6.90144  (16100705)          
        475666.08   3774224.36        6.99429  (16100705)                475686.08  
3774224.36        7.08865  (16100705)          
        475706.08   3774224.36        7.22119  (13112720)                475726.08  
3774224.36        7.36333  (13112720)          
        475746.08   3774224.36        7.49225  (13112720)                475766.08  
3774224.36        7.62210  (13112720)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 528
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   



, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475786.08   3774224.36        7.75362  (13112720)                475806.08  
3774224.36        7.88720  (13112720)          
        475826.08   3774224.36        8.02282  (13112720)                475846.08  
3774224.36        8.16047  (13112720)          
        475866.08   3774224.36        8.30013  (13112720)                475886.08  
3774224.36        8.46994  (13112720)          
        475906.08   3774224.36        8.63862  (13112720)                475926.08  
3774224.36        8.78643  (13112720)          
        475946.08   3774224.36        8.93628  (13112720)                475966.08  
3774224.36        9.08816  (13112720)          
        475986.08   3774224.36        9.24208  (13112720)                476006.08  
3774224.36        9.42932  (13112720)          
        476026.08   3774224.36        9.63271  (16111017)                476046.08  
3774224.36        9.86506  (16111017)          
        476066.08   3774224.36       10.09970  (16111017)                476086.08  
3774224.36       10.33773  (16111017)          
        476106.08   3774224.36       10.57980  (16111017)                476126.08  
3774224.36       10.82601  (16111017)          
        476146.08   3774224.36       11.09215  (16111017)                476166.08  
3774224.36       11.39683  (16111017)          
        476186.08   3774224.36       11.67235  (16111017)                476206.08  
3774224.36       11.94478  (16111017)          
        476226.08   3774224.36       12.22114  (16111017)                476246.08  
3774224.36       12.50460  (16111017)          
        476266.08   3774224.36       12.79612  (16111017)                476286.08  
3774224.36       13.12535  (13052302)          
        476306.08   3774224.36       13.50244  (13052302)                476326.08  
3774224.36       13.91452  (13052302)          
        476346.08   3774224.36       14.39411  (13052302)                476366.08  
3774224.36       14.90568  (16100301)          
        476386.08   3774224.36       15.42782  (16100301)                476406.08  
3774224.36       16.03104  (15091504)          



        476426.08   3774224.36       16.67594  (15091504)                476446.08  
3774224.36       17.37133  (15091504)          
        476466.08   3774224.36       18.15927  (15091504)                476486.08  
3774224.36       18.90307  (15091504)          
        476506.08   3774224.36       19.65626  (15091504)                476526.08  
3774224.36       20.43564  (15091504)          
        476546.08   3774224.36       21.32862  (15121608)                477046.08  
3774224.36       23.02524  (13090918)          
        477066.08   3774224.36       21.49626  (13090918)                477086.08  
3774224.36       20.10305  (13090918)          
        477106.08   3774224.36       18.93913  (15020717)                477126.08  
3774224.36       17.95755  (12081020)          
        477146.08   3774224.36       17.10924  (12081020)                477166.08  
3774224.36       16.39635  (13062606)          
        475526.08   3774244.36        6.33291  (16100705)                475546.08  
3774244.36        6.42241  (16100705)          
        475566.08   3774244.36        6.52962  (16100705)                475586.08  
3774244.36        6.61984  (16100705)          
        475606.08   3774244.36        6.70751  (16100705)                475626.08  
3774244.36        6.80075  (13112720)          
        475646.08   3774244.36        6.91412  (13112720)                475666.08  
3774244.36        7.02935  (13112720)          
        475686.08   3774244.36        7.14645  (13112720)                475706.08  
3774244.36        7.28723  (13112720)          
        475726.08   3774244.36        7.42740  (13112720)                475746.08  
3774244.36        7.55163  (13112720)          
        475766.08   3774244.36        7.67777  (13112720)                475786.08  
3774244.36        7.80582  (13112720)          
        475806.08   3774244.36        7.93576  (13112720)                475826.08  
3774244.36        8.06758  (13112720)          
        475846.08   3774244.36        8.20125  (13112720)                475866.08  
3774244.36        8.33677  (13112720)          
        475886.08   3774244.36        8.50257  (13112720)                475906.08  
3774244.36        8.66703  (13112720)          
        475926.08   3774244.36        8.81021  (13112720)                475946.08  
3774244.36        8.95528  (13112720)          
        475966.08   3774244.36        9.10221  (13112720)                475986.08  
3774244.36        9.25101  (13112720)          
        476006.08   3774244.36        9.46944  (16111017)                476026.08  
3774244.36        9.71087  (16111017)          
        476046.08   3774244.36        9.92921  (16111017)                476066.08  
3774244.36       10.15071  (16111017)          
        476086.08   3774244.36       10.37537  (16111017)                476106.08  
3774244.36       10.60323  (16111017)          
        476126.08   3774244.36       10.83438  (16111017)                476146.08  
3774244.36       11.08550  (16111017)          
        476166.08   3774244.36       11.37750  (16111017)                476186.08  
3774244.36       11.63343  (16111017)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22



 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 529
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476206.08   3774244.36       11.88543  (16111017)                476226.08  
3774244.36       12.14322  (16111017)          
        476246.08   3774244.36       12.40781  (16111017)                476266.08  
3774244.36       12.72668  (13052302)          
        476286.08   3774244.36       13.07313  (13052302)                476306.08  
3774244.36       13.46492  (13052302)          
        476326.08   3774244.36       13.89819  (16100301)                476346.08  
3774244.36       14.41603  (15101007)          
        476366.08   3774244.36       15.23951  (15101007)                476386.08  
3774244.36       15.96131  (15101007)          
        476406.08   3774244.36       16.54908  (15101007)                476426.08  
3774244.36       17.16997  (14012117)          
        476446.08   3774244.36       17.85019  (14012117)                476466.08  
3774244.36       18.53853  (12093007)          
        476486.08   3774244.36       19.22125  (16061906)                476506.08  
3774244.36       19.94248  (13041207)          
        476526.08   3774244.36       21.49742  (13041207)                476546.08  
3774244.36       22.20982  (13041207)          
        477046.08   3774244.36       22.47820  (13090918)                477066.08  
3774244.36       20.98543  (15020717)          
        477086.08   3774244.36       19.74253  (12081020)                477106.08  
3774244.36       18.66772  (12081020)          
        477126.08   3774244.36       17.67883  (12081020)                477146.08  



3774244.36       16.77188  (12081020)          
        477166.08   3774244.36       16.00060  (12101418)                475526.08  
3774264.36        6.31907  (16100705)          
        475546.08   3774264.36        6.41936  (13112720)                475566.08  
3774264.36        6.53930  (13112720)          
        475586.08   3774264.36        6.64818  (13112720)                475606.08  
3774264.36        6.75587  (13112720)          
        475626.08   3774264.36        6.86531  (13112720)                475646.08  
3774264.36        6.97650  (13112720)          
        475666.08   3774264.36        7.09179  (13112720)                475686.08  
3774264.36        7.21338  (13112720)          
        475706.08   3774264.36        7.34797  (13112720)                475726.08  
3774264.36        7.48065  (13112720)          
        475746.08   3774264.36        7.60228  (13112720)                475766.08  
3774264.36        7.72575  (13112720)          
        475786.08   3774264.36        7.85107  (13112720)                475806.08  
3774264.36        7.97824  (13112720)          
        475826.08   3774264.36        8.10725  (13112720)                475846.08  
3774264.36        8.23811  (13112720)          
        475866.08   3774264.36        8.37080  (13112720)                475886.08  
3774264.36        8.53411  (13112720)          
        475906.08   3774264.36        8.69610  (13112720)                475926.08  
3774264.36        8.83662  (13112720)          
        475946.08   3774264.36        8.97909  (13112720)                475966.08  
3774264.36        9.12354  (13112720)          
        475986.08   3774264.36        9.31327  (16111017)                476006.08  
3774264.36        9.54637  (16111017)          
        476026.08   3774264.36        9.77858  (16111017)                476046.08  
3774264.36        9.98680  (16111017)          
        476066.08   3774264.36       10.19758  (16111017)                476086.08  
3774264.36       10.41092  (16111017)          
        476106.08   3774264.36       10.62686  (16111017)                476126.08  
3774264.36       10.84547  (16111017)          
        476146.08   3774264.36       11.08360  (16111017)                476166.08  
3774264.36       11.36230  (16111017)          
        476186.08   3774264.36       11.60390  (16111017)                476206.08  
3774264.36       11.84082  (16111017)          
        476226.08   3774264.36       12.08292  (16111017)                476246.08  
3774264.36       12.36659  (13052302)          
        476266.08   3774264.36       12.68403  (13052302)                476286.08  
3774264.36       13.01080  (13052302)          
        476306.08   3774264.36       13.54499  (15012808)                476326.08  
3774264.36       14.25705  (13100607)          
        476346.08   3774264.36       15.05142  (13100607)                476366.08  
3774264.36       15.81429  (14051306)          
        476386.08   3774264.36       16.78050  (15101007)                476406.08  
3774264.36       17.69145  (15101007)          
        476426.08   3774264.36       18.41380  (15101007)                476446.08  
3774264.36       19.21071  (14012117)          
        476466.08   3774264.36       20.08541  (14012117)                476486.08  



3774264.36       20.79176  (16061906)          
        476506.08   3774264.36       22.38213  (13041207)                476526.08  
3774264.36       24.55366  (13041207)          
        476546.08   3774264.36       25.49084  (13041207)                477046.08  
3774264.36       22.06323  (12081020)          
        477066.08   3774264.36       20.66375  (12081020)                477086.08  
3774264.36       19.39852  (12081020)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 530
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477106.08   3774264.36       18.28308  (12101418)                477126.08  
3774264.36       17.37373  (12101418)          
        477146.08   3774264.36       16.58919  (15020417)                477166.08  
3774264.36       15.88994  (15020417)          
        475526.08   3774284.36        6.38353  (13112720)                475546.08  
3774284.36        6.49817  (13112720)          
        475566.08   3774284.36        6.60194  (13112720)                475586.08  
3774284.36        6.70644  (13112720)          
        475606.08   3774284.36        6.81230  (13112720)                475626.08  
3774284.36        6.91986  (13112720)          
        475646.08   3774284.36        7.02914  (13112720)                475666.08  
3774284.36        7.14794  (13112720)          
        475686.08   3774284.36        7.28522  (13112720)                475706.08  
3774284.36        7.40682  (13112720)          



        475726.08   3774284.36        7.52579  (13112720)                475746.08  
3774284.36        7.64546  (13112720)          
        475766.08   3774284.36        7.76702  (13112720)                475786.08  
3774284.36        7.89047  (13112720)          
        475806.08   3774284.36        8.01586  (13112720)                475826.08  
3774284.36        8.14321  (13112720)          
        475846.08   3774284.36        8.27254  (13112720)                475866.08  
3774284.36        8.40389  (13112720)          
        475886.08   3774284.36        8.56644  (13112720)                475906.08  
3774284.36        8.72792  (13112720)          
        475926.08   3774284.36        8.86795  (13112720)                475946.08  
3774284.36        9.01539  (16111017)          
        475966.08   3774284.36        9.20385  (16111017)                475986.08  
3774284.36        9.39464  (16111017)          
        476006.08   3774284.36        9.62114  (16111017)                476026.08  
3774284.36        9.84642  (16111017)          
        476046.08   3774284.36       10.04707  (16111017)                476066.08  
3774284.36       10.25007  (16111017)          
        476086.08   3774284.36       10.45543  (16111017)                476106.08  
3774284.36       10.66319  (16111017)          
        476126.08   3774284.36       10.87344  (16111017)                476146.08  
3774284.36       11.10325  (16111017)          
        476166.08   3774284.36       11.37405  (16111017)                476186.08  
3774284.36       11.60681  (16111017)          
        476206.08   3774284.36       11.83438  (16111017)                476226.08  
3774284.36       12.06662  (16111017)          
        476246.08   3774284.36       12.35264  (13052302)                476266.08  
3774284.36       12.74496  (16102002)          
        476286.08   3774284.36       13.34408  (16102004)                476306.08  
3774284.36       14.06479  (16102004)          
        476326.08   3774284.36       14.86878  (16020920)                476346.08  
3774284.36       15.65099  (15012808)          
        476366.08   3774284.36       16.58114  (13100607)                476386.08  
3774284.36       17.57980  (13100607)          
        476406.08   3774284.36       18.71624  (15101007)                476426.08  
3774284.36       19.90371  (15101007)          
        476446.08   3774284.36       20.88428  (15101007)                476466.08  
3774284.36       22.00510  (14012117)          
        476486.08   3774284.36       22.80500  (12093007)                476506.08  
3774284.36       25.38152  (13041207)          
        476526.08   3774284.36       28.53395  (13041207)                476546.08  
3774284.36       29.79892  (13041207)          
        477046.08   3774284.36       21.59253  (12081020)                477066.08  
3774284.36       20.27234  (12101418)          
        477086.08   3774284.36       19.15659  (15020417)                477106.08  
3774284.36       18.17155  (15020417)          
        477126.08   3774284.36       17.28955  (15020417)                477146.08  
3774284.36       16.48493  (15020417)          
        477166.08   3774284.36       15.74122  (15020417)                475526.08  
3774304.36        6.43717  (13112720)          



        475546.08   3774304.36        6.55102  (13112720)                475566.08  
3774304.36        6.65191  (13112720)          
        475586.08   3774304.36        6.75445  (13112720)                475606.08  
3774304.36        6.85866  (13112720)          
        475626.08   3774304.36        6.96457  (13112720)                475646.08  
3774304.36        7.07221  (13112720)          
        475666.08   3774304.36        7.18986  (13112720)                475686.08  
3774304.36        7.32774  (13112720)          
        475706.08   3774304.36        7.44678  (13112720)                475726.08  
3774304.36        7.56318  (13112720)          
        475746.08   3774304.36        7.68157  (13112720)                475766.08  
3774304.36        7.80198  (13112720)          
        475786.08   3774304.36        7.92447  (13112720)                475806.08  
3774304.36        8.04912  (13112720)          
        475826.08   3774304.36        8.17598  (13112720)                475846.08  
3774304.36        8.30513  (13112720)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 531
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475866.08   3774304.36        8.43667  (13112720)                475886.08  
3774304.36        8.60023  (13112720)          
        475906.08   3774304.36        8.76321  (13112720)                475926.08  
3774304.36        8.92581  (16111017)          
        475946.08   3774304.36        9.10731  (16111017)                475966.08  



3774304.36        9.29119  (16111017)          
        475986.08   3774304.36        9.47743  (16111017)                476006.08  
3774304.36        9.70003  (16111017)          
        476026.08   3774304.36        9.92153  (16111017)                476046.08  
3774304.36       10.11815  (16111017)          
        476066.08   3774304.36       10.31742  (16111017)                476086.08  
3774304.36       10.51941  (16111017)          
        476106.08   3774304.36       10.72425  (16111017)                476126.08  
3774304.36       10.93207  (16111017)          
        476146.08   3774304.36       11.16042  (16111017)                476166.08  
3774304.36       11.43134  (16111017)          
        476186.08   3774304.36       11.66389  (16111017)                476206.08  
3774304.36       11.89152  (16111017)          
        476226.08   3774304.36       12.22070  (16102007)                476246.08  
3774304.36       12.75127  (16102007)          
        476266.08   3774304.36       13.30731  (16102007)                476286.08  
3774304.36       13.88537  (16102007)          
        476306.08   3774304.36       14.59411  (16102002)                476326.08  
3774304.36       15.51659  (16102004)          
        476346.08   3774304.36       16.39325  (16102004)                476366.08  
3774304.36       17.40818  (15012808)          
        476386.08   3774304.36       18.50307  (15012808)                477046.08  
3774304.36       21.45567  (15020417)          
        477066.08   3774304.36       20.16422  (15020417)                477086.08  
3774304.36       19.00990  (15020417)          
        477106.08   3774304.36       17.97568  (15020417)                477126.08  
3774304.36       17.04829  (15020417)          
        477146.08   3774304.36       16.19475  (15020417)                477166.08  
3774304.36       15.41528  (15020417)          
        475526.08   3774324.36        6.47921  (13112720)                475546.08  
3774324.36        6.59168  (13112720)          
        475566.08   3774324.36        6.69106  (13112720)                475586.08  
3774324.36        6.79210  (13112720)          
        475606.08   3774324.36        6.89485  (13112720)                475626.08  
3774324.36        6.99933  (13112720)          
        475646.08   3774324.36        7.10561  (13112720)                475666.08  
3774324.36        7.22207  (13112720)          
        475686.08   3774324.36        7.35902  (13112720)                475706.08  
3774324.36        7.47709  (13112720)          
        475726.08   3774324.36        7.59265  (13112720)                475746.08  
3774324.36        7.71040  (13112720)          
        475766.08   3774324.36        7.83041  (13112720)                475786.08  
3774324.36        7.95280  (13112720)          
        475806.08   3774324.36        8.07767  (13112720)                475826.08  
3774324.36        8.20516  (13112720)          
        475846.08   3774324.36        8.33852  (13112720)                475866.08  
3774324.36        8.48148  (13112720)          
        475886.08   3774324.36        8.65422  (16111017)                475906.08  
3774324.36        8.84468  (16111017)          
        475926.08   3774324.36        9.02103  (16111017)                475946.08  



3774324.36        9.20002  (16111017)          
        475966.08   3774324.36        9.38171  (16111017)                475986.08  
3774324.36        9.56616  (16111017)          
        476006.08   3774324.36        9.78816  (16111017)                476026.08  
3774324.36       10.00967  (16111017)          
        476046.08   3774324.36       10.20657  (16111017)                476066.08  
3774324.36       10.40704  (16111017)          
        476086.08   3774324.36       10.61136  (16111017)                476106.08  
3774324.36       10.81981  (16111017)          
        476126.08   3774324.36       11.03274  (16111017)                476146.08  
3774324.36       11.26843  (16111017)          
        476166.08   3774324.36       11.55009  (16111017)                476186.08  
3774324.36       11.79421  (16111017)          
        476206.08   3774324.36       12.03804  (15012917)                476226.08  
3774324.36       12.47813  (15012917)          
        476246.08   3774324.36       13.03645  (16102007)                476266.08  
3774324.36       13.71544  (16102007)          
        476286.08   3774324.36       14.44515  (16102007)                476306.08  
3774324.36       15.33980  (16102007)          
        476326.08   3774324.36       16.28536  (16102007)                476346.08  
3774324.36       17.18485  (16102007)          
        476366.08   3774324.36       18.34367  (16102004)                476386.08  
3774324.36       19.64148  (12101722)          
        477046.08   3774324.36       21.13559  (15020417)                477066.08  
3774324.36       19.77838  (15020417)          
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                                  PAGE 532
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477086.08   3774324.36       18.59045  (15020417)                477106.08  
3774324.36       17.59101  (14011917)          
        477126.08   3774324.36       16.72407  (14011917)                477146.08  
3774324.36       15.94053  (15020117)          
        477166.08   3774324.36       15.23205  (15020117)                477466.08  
3774324.36       12.71960  (16112620)          
        477486.08   3774324.36       12.97881  (13100917)                477506.08  
3774324.36       13.21252  (15101019)          
        477526.08   3774324.36       13.37387  (15101019)                475526.08  
3774344.36        6.51034  (13112720)          
        475546.08   3774344.36        6.62146  (13112720)                475566.08  
3774344.36        6.71941  (13112720)          
        475586.08   3774344.36        6.81907  (13112720)                475606.08  
3774344.36        6.92050  (13112720)          
        475626.08   3774344.36        7.02376  (13112720)                475646.08  
3774344.36        7.12892  (13112720)          
        475666.08   3774344.36        7.24446  (13112720)                475686.08  
3774344.36        7.38080  (13112720)          
        475706.08   3774344.36        7.49831  (13112720)                475726.08  
3774344.36        7.61350  (13112720)          
        475746.08   3774344.36        7.73115  (13112720)                475766.08  
3774344.36        7.85139  (13112720)          
        475786.08   3774344.36        7.97439  (13112720)                475806.08  
3774344.36        8.10031  (13112720)          
        475826.08   3774344.36        8.22935  (13112720)                475846.08  
3774344.36        8.39400  (16111017)          
        475866.08   3774344.36        8.59058  (16111017)                475886.08  
3774344.36        8.76749  (16111017)          
        475906.08   3774344.36        8.94155  (16111017)                475926.08  
3774344.36        9.11712  (16111017)          
        475946.08   3774344.36        9.29586  (16111017)                475966.08  
3774344.36        9.47797  (16111017)          
        475986.08   3774344.36        9.66366  (16111017)                476006.08  
3774344.36        9.88865  (16111017)          
        476026.08   3774344.36       10.11434  (16111017)                476046.08  
3774344.36       10.31619  (16111017)          
        476066.08   3774344.36       10.52329  (16111017)                476086.08  
3774344.36       10.73618  (16111017)          
        476106.08   3774344.36       10.95551  (16111017)                476126.08  
3774344.36       11.18199  (16111017)          
        476146.08   3774344.36       11.43508  (16111017)                476166.08  
3774344.36       11.73972  (16111017)          
        476186.08   3774344.36       12.00941  (16111017)                476206.08  
3774344.36       12.36839  (15012917)          
        476226.08   3774344.36       12.89591  (15012917)                476246.08  
3774344.36       13.46872  (15012917)          



        476266.08   3774344.36       14.09137  (15012917)                476286.08  
3774344.36       14.76837  (15012917)          
        476306.08   3774344.36       15.79294  (16102007)                476326.08  
3774344.36       16.97268  (16102007)          
        476346.08   3774344.36       18.17315  (16102007)                476366.08  
3774344.36       19.49442  (16102007)          
        476386.08   3774344.36       20.93031  (16102007)                476406.08  
3774344.36       22.62640  (16102002)          
        477046.08   3774344.36       20.66342  (15020117)                477066.08  
3774344.36       19.43726  (15020117)          
        477086.08   3774344.36       18.35182  (15020117)                477106.08  
3774344.36       17.37605  (15020117)          
        477126.08   3774344.36       16.48645  (13062919)                477146.08  
3774344.36       15.73149  (13062919)          
        477166.08   3774344.36       15.05193  (13062919)                477466.08  
3774344.36       12.10299  (16112620)          
        477486.08   3774344.36       12.33659  (13100917)                477506.08  
3774344.36       12.54936  (15101019)          
        477526.08   3774344.36       12.71428  (15101019)                475526.08  
3774364.36        6.53013  (13112720)          
        475546.08   3774364.36        6.63989  (13112720)                475566.08  
3774364.36        6.73646  (13112720)          
        475586.08   3774364.36        6.83481  (13112720)                475606.08  
3774364.36        6.93502  (13112720)          
        475626.08   3774364.36        7.03718  (13112720)                475646.08  
3774364.36        7.14139  (13112720)          
        475666.08   3774364.36        7.25619  (13112720)                475686.08  
3774364.36        7.39214  (13112720)          
        475706.08   3774364.36        7.50935  (13112720)                475726.08  
3774364.36        7.62450  (13112720)          
        475746.08   3774364.36        7.74243  (13112720)                475766.08  
3774364.36        7.86334  (13112720)          
        475786.08   3774364.36        8.00501  (16111017)                475806.08  
3774364.36        8.16048  (16111017)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 



                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475826.08   3774364.36        8.33480  (16111017)                475846.08  
3774364.36        8.51388  (16111017)          
        475866.08   3774364.36        8.69301  (16111017)                475886.08  
3774364.36        8.86502  (16111017)          
        475906.08   3774364.36        9.03803  (16111017)                475926.08  
3774364.36        9.21476  (16111017)          
        475946.08   3774364.36        9.39551  (16111017)                475966.08  
3774364.36        9.58063  (16111017)          
        475986.08   3774364.36        9.77052  (16111017)                476006.08  
3774364.36       10.00202  (16111017)          
        476026.08   3774364.36       10.23593  (16111017)                476046.08  
3774364.36       10.44729  (16111017)          
        476066.08   3774364.36       10.66628  (16111017)                476086.08  
3774364.36       10.89385  (16111017)          
        476106.08   3774364.36       11.13114  (16111017)                476126.08  
3774364.36       11.37945  (16111017)          
        476146.08   3774364.36       11.65981  (16111017)                476166.08  
3774364.36       11.99959  (16111017)          
        476186.08   3774364.36       12.30896  (16111017)                476206.08  
3774364.36       12.63736  (16100705)          
        476226.08   3774364.36       13.13984  (15012917)                476246.08  
3774364.36       13.80193  (15012917)          
        476266.08   3774364.36       14.53615  (15012917)                476286.08  
3774364.36       15.35391  (15012917)          
        476306.08   3774364.36       16.39496  (15012917)                476326.08  
3774364.36       17.55678  (15012917)          
        476346.08   3774364.36       18.75879  (15012917)                476366.08  
3774364.36       20.24109  (16102007)          
        476386.08   3774364.36       22.17162  (16102007)                477046.08  
3774364.36       20.32731  (13062919)          
        477066.08   3774364.36       19.13626  (13062919)                477086.08  
3774364.36       18.08224  (13062919)          
        477106.08   3774364.36       17.13422  (13062919)                477126.08  
3774364.36       16.26191  (13062919)          
        477146.08   3774364.36       15.50123  (13062919)                477166.08  
3774364.36       14.81839  (13062919)          
        477466.08   3774364.36       11.56990  (13100917)                477486.08  



3774364.36       11.77330  (13100917)          
        477506.08   3774364.36       11.96443  (15101019)                477526.08  
3774364.36       12.31897  (15101019)          
        475526.08   3774384.36        6.53803  (13112720)                475546.08  
3774384.36        6.64638  (13112720)          
        475566.08   3774384.36        6.74153  (13112720)                475586.08  
3774384.36        6.83857  (13112720)          
        475606.08   3774384.36        6.93758  (13112720)                475626.08  
3774384.36        7.03867  (13112720)          
        475646.08   3774384.36        7.14197  (13112720)                475666.08  
3774384.36        7.25609  (13112720)          
        475686.08   3774384.36        7.39169  (13112720)                475706.08  
3774384.36        7.50871  (13112720)          
        475726.08   3774384.36        7.64972  (16111017)                475746.08  
3774384.36        7.79607  (16111017)          
        475766.08   3774384.36        7.94508  (16111017)                475786.08  
3774384.36        8.09963  (16111017)          
        475806.08   3774384.36        8.26303  (16111017)                475826.08  
3774384.36        8.44212  (16111017)          
        475846.08   3774384.36        8.62075  (16111017)                475866.08  
3774384.36        8.78759  (16111017)          
        475886.08   3774384.36        8.95835  (16111017)                475906.08  
3774384.36        9.13335  (16111017)          
        475926.08   3774384.36        9.31299  (16111017)                475946.08  
3774384.36        9.49772  (16111017)          
        475966.08   3774384.36        9.68809  (16111017)                475986.08  
3774384.36        9.88474  (16111017)          
        476006.08   3774384.36       10.12574  (16111017)                476026.08  
3774384.36       10.37128  (16111017)          
        476046.08   3774384.36       10.59597  (16111017)                476066.08  
3774384.36       10.83120  (16111017)          
        476086.08   3774384.36       11.07845  (16111017)                476106.08  
3774384.36       11.33947  (16111017)          
        476126.08   3774384.36       11.61632  (16111017)                476146.08  
3774384.36       11.93192  (16111017)          
        476166.08   3774384.36       12.31653  (16111017)                476186.08  
3774384.36       12.67690  (16111017)          
        476206.08   3774384.36       13.07812  (13112720)                476226.08  
3774384.36       13.56851  (13112720)          
        476246.08   3774384.36       14.13670  (16100705)                476266.08  
3774384.36       14.85034  (16100705)          
        476286.08   3774384.36       15.65535  (16100705)                476306.08  
3774384.36       16.74456  (15012917)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 534
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476326.08   3774384.36       18.08054  (15012917)                476346.08  
3774384.36       19.51613  (15012917)          
        476366.08   3774384.36       21.20855  (15012917)                476386.08  
3774384.36       23.23130  (15012917)          
        476417.86   3774377.82       26.92960  (16102007)                477046.08  
3774384.36       19.83666  (13101617)          
        477066.08   3774384.36       18.70126  (13101617)                477086.08  
3774384.36       17.69671  (13101617)          
        477106.08   3774384.36       16.79340  (13101617)                477126.08  
3774384.36       15.96256  (13101617)          
        477146.08   3774384.36       15.23720  (13101617)                477166.08  
3774384.36       14.58570  (13101617)          
        477466.08   3774384.36       11.12149  (15101019)                477486.08  
3774384.36       11.28604  (15101019)          
        477506.08   3774384.36       11.45125  (15101019)                477526.08  
3774384.36       11.82715  (15101019)          
        475526.08   3774404.36        6.53336  (13112720)                475546.08  
3774404.36        6.64016  (13112720)          
        475566.08   3774404.36        6.73381  (13112720)                475586.08  
3774404.36        6.82943  (13112720)          
        475606.08   3774404.36        6.92714  (13112720)                475626.08  
3774404.36        7.02708  (13112720)          
        475646.08   3774404.36        7.14389  (16111017)                475666.08  
3774404.36        7.28570  (16111017)          
        475686.08   3774404.36        7.44852  (16111017)                475706.08  
3774404.36        7.59304  (16111017)          
        475726.08   3774404.36        7.73556  (16111017)                475746.08  
3774404.36        7.88082  (16111017)          



        475766.08   3774404.36        8.02898  (16111017)                475786.08  
3774404.36        8.18953  (16111017)          
        475806.08   3774404.36        8.37348  (16111017)                475826.08  
3774404.36        8.54031  (16111017)          
        475846.08   3774404.36        8.70577  (16111017)                475866.08  
3774404.36        8.87409  (16111017)          
        475886.08   3774404.36        9.04708  (16111017)                475906.08  
3774404.36        9.22522  (16111017)          
        475926.08   3774404.36        9.40904  (16111017)                475946.08  
3774404.36        9.59919  (16111017)          
        475966.08   3774404.36        9.79643  (16111017)                475986.08  
3774404.36       10.00161  (16111017)          
        476006.08   3774404.36       10.25411  (16111017)                476026.08  
3774404.36       10.51350  (16111017)          
        476046.08   3774404.36       10.75395  (16111017)                476066.08  
3774404.36       11.00812  (16111017)          
        476086.08   3774404.36       11.27805  (16111017)                476106.08  
3774404.36       11.56614  (16111017)          
        476126.08   3774404.36       11.87525  (16111017)                476146.08  
3774404.36       12.23031  (16111017)          
        476166.08   3774404.36       12.66464  (16111017)                476186.08  
3774404.36       13.08146  (16111017)          
        476206.08   3774404.36       13.52727  (16111017)                476226.08  
3774404.36       14.02843  (13112720)          
        476246.08   3774404.36       14.66022  (13112720)                476266.08  
3774404.36       15.37455  (13112720)          
        476286.08   3774404.36       16.18881  (13112720)                476306.08  
3774404.36       17.24425  (13112720)          
        476326.08   3774404.36       18.49591  (16100705)                477046.08  
3774404.36       19.37563  (13101617)          
        477066.08   3774404.36       18.27879  (13101617)                477086.08  
3774404.36       17.30667  (13101617)          
        477106.08   3774404.36       16.43105  (13101617)                477126.08  
3774404.36       15.62453  (13101617)          
        477146.08   3774404.36       14.91953  (13101617)                477166.08  
3774404.36       14.28559  (13101617)          
        477186.08   3774404.36       13.70724  (13101617)                477206.08  
3774404.36       13.17721  (13101617)          
        477226.08   3774404.36       12.74182  (13101617)                477246.08  
3774404.36       12.32599  (13101617)          
        477266.08   3774404.36       11.87143  (12071219)                477286.08  
3774404.36       11.49044  (12071219)          
        477306.08   3774404.36       11.13611  (12071219)                477326.08  
3774404.36       10.81316  (12071219)          
        477346.08   3774404.36       10.84698  (12071219)                477366.08  
3774404.36       11.51757  (12071219)          
        477386.08   3774404.36       11.34316  (12071219)                477406.08  
3774404.36       11.11038  (12071219)          
        477426.08   3774404.36       10.91412  (12071219)                477446.08  
3774404.36       10.75732  (12071219)          



        477466.08   3774404.36       10.74311  (15101019)                477486.08  
3774404.36       10.86884  (15101019)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 535
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774404.36       11.00379  (15101019)                477526.08  
3774404.36       11.39549  (15101019)          
        475946.08   3774424.36        9.69471  (16111017)                475966.08  
3774424.36        9.89947  (16111017)          
        475986.08   3774424.36       10.11388  (16111017)                476006.08  
3774424.36       10.37851  (16111017)          
        476026.08   3774424.36       10.65234  (16111017)                476046.08  
3774424.36       10.90909  (16111017)          
        476066.08   3774424.36       11.18263  (16111017)                476086.08  
3774424.36       11.47547  (16111017)          
        476106.08   3774424.36       11.79060  (16111017)                476126.08  
3774424.36       12.13159  (16111017)          
        476146.08   3774424.36       12.52519  (16111017)                476166.08  
3774424.36       13.00750  (16111017)          
        476186.08   3774424.36       13.47815  (16111017)                476206.08  
3774424.36       13.98698  (16111017)          
        476226.08   3774424.36       14.55635  (16111017)                476246.08  
3774424.36       15.19855  (16111017)          
        476266.08   3774424.36       15.92916  (16111017)                476286.08  



3774424.36       16.76823  (16111017)          
        476306.08   3774424.36       17.86675  (13112720)                476326.08  
3774424.36       19.20670  (13112720)          
        476346.08   3774424.36       20.67632  (13112720)                476366.08  
3774424.36       22.44134  (13112720)          
        476386.08   3774424.36       24.59792  (13112720)                476406.08  
3774424.36       27.28725  (13112720)          
        476426.08   3774424.36       31.08764  (13112720)                476446.08  
3774424.36       36.12194  (13112720)          
        476466.08   3774424.36       44.55985  (15090407)                476486.08  
3774424.36       62.48603  (14090307)          
        476506.08   3774424.36       91.19694  (14090307)                476526.08  
3774424.36      104.69170  (14090307)          
        476546.08   3774424.36      109.79587  (14090307)                476566.08  
3774424.36      113.78373  (13062606)          
        476586.08   3774424.36      120.22921  (13062606)                476606.08  
3774424.36      124.45742  (13062606)          
        476626.08   3774424.36      127.50945  (13062606)                476646.08  
3774424.36      129.73231  (13062606)          
        476666.08   3774424.36      131.82287  (13062606)                476686.08  
3774424.36      136.43962  (12041107)          
        476706.08   3774424.36      138.61378  (12041107)                476726.08  
3774424.36      140.51866  (12041107)          
        476746.08   3774424.36      141.73079  (12041107)                476766.08  
3774424.36      142.47919  (12041107)          
        476786.08   3774424.36      137.94779  (12041107)                476806.08  
3774424.36      116.63611  (12041107)          
        476826.08   3774424.36       91.56572  (12041107)                476846.08  
3774424.36       70.46138  (12041107)          
        476866.08   3774424.36       55.45977  (12041107)                476886.08  
3774424.36       44.90520  (12041107)          
        476906.08   3774424.36       37.27512  (12041107)                476926.08  
3774424.36       31.59855  (12041107)          
        476946.08   3774424.36       27.26055  (12041107)                476966.08  
3774424.36       24.18317  (13101617)          
        476986.08   3774424.36       22.43289  (13101617)                477006.08  
3774424.36       20.95636  (13101617)          
        477026.08   3774424.36       19.66817  (13101617)                477046.08  
3774424.36       18.53500  (13101617)          
        477066.08   3774424.36       17.53090  (13101617)                477086.08  
3774424.36       16.62068  (13101617)          
        477106.08   3774424.36       15.80216  (13101617)                477126.08  
3774424.36       15.06839  (13101617)          
        477146.08   3774424.36       14.41311  (13101617)                477166.08  
3774424.36       13.81821  (13101617)          
        477186.08   3774424.36       13.27364  (13101617)                477206.08  
3774424.36       12.77308  (13101617)          
        477226.08   3774424.36       12.37363  (13101617)                477246.08  
3774424.36       12.01170  (13101617)          
        477266.08   3774424.36       11.75411  (12071219)                477286.08  



3774424.36       11.39316  (12071219)          
        477306.08   3774424.36       11.05106  (12071219)                477326.08  
3774424.36       11.37382  (12071219)          
        477346.08   3774424.36       11.46135  (12071219)                477366.08  
3774424.36       11.49709  (12071219)          
        477386.08   3774424.36       11.24321  (12071219)                477406.08  
3774424.36       11.00428  (12071219)          
        477426.08   3774424.36       10.79502  (12071219)                477446.08  
3774424.36       10.61892  (12071219)          
        477466.08   3774424.36       10.47861  (12071219)                477486.08  
3774424.36       10.51291  (15101019)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 536
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774424.36       10.61638  (15101019)                477526.08  
3774424.36       11.01579  (15101019)          
        475946.08   3774444.36        9.77741  (16111017)                475966.08  
3774444.36        9.99333  (16111017)          
        475986.08   3774444.36       10.22933  (16111017)                476006.08  
3774444.36       10.49734  (16111017)          
        476026.08   3774444.36       10.77495  (16111017)                476046.08  
3774444.36       11.04632  (16111017)          
        476066.08   3774444.36       11.33697  (16111017)                476086.08  
3774444.36       11.64978  (16111017)          



        476106.08   3774444.36       11.98811  (16111017)                476126.08  
3774444.36       12.35596  (16111017)          
        476146.08   3774444.36       12.78144  (16111017)                476166.08  
3774444.36       13.30264  (16111017)          
        476186.08   3774444.36       13.81569  (16111017)                476206.08  
3774444.36       14.37262  (16111017)          
        476226.08   3774444.36       14.99713  (16111017)                476246.08  
3774444.36       15.70235  (16111017)          
        476266.08   3774444.36       16.51565  (16111017)                476286.08  
3774444.36       17.47421  (16111017)          
        476306.08   3774444.36       18.64313  (16111017)                476326.08  
3774444.36       19.99320  (16111017)          
        476346.08   3774444.36       21.50658  (16111017)                476366.08  
3774444.36       23.31531  (16111017)          
        476386.08   3774444.36       25.50101  (16111017)                476406.08  
3774444.36       28.16834  (16111017)          
        476426.08   3774444.36       31.79657  (16111017)                476446.08  
3774444.36       36.25898  (16111017)          
        476466.08   3774444.36       44.03509  (14090307)                476486.08  
3774444.36       53.77688  (14090307)          
        476506.08   3774444.36       59.80746  (14090307)                476526.08  
3774444.36       61.48261  (14090307)          
        476546.08   3774444.36       63.03673  (14090307)                476566.08  
3774444.36       64.53555  (15082107)          
        476586.08   3774444.36       71.13481  (13112916)                476606.08  
3774444.36       73.87117  (13112916)          
        476626.08   3774444.36       74.94887  (13112916)                476646.08  
3774444.36       75.42614  (13112916)          
        476666.08   3774444.36       75.68399  (13062606)                476686.08  
3774444.36       76.73721  (13062606)          
        476706.08   3774444.36       77.31844  (13062606)                476726.08  
3774444.36       77.59416  (14041207)          
        476746.08   3774444.36       84.25835  (14030117)                476766.08  
3774444.36       91.10534  (13042407)          
        476786.08   3774444.36       81.45769  (13112916)                476806.08  
3774444.36       74.04644  (14041207)          
        476826.08   3774444.36       69.82466  (12041107)                476846.08  
3774444.36       61.85089  (12041107)          
        476866.08   3774444.36       53.04746  (12041107)                476886.08  
3774444.36       45.15801  (12041107)          
        476906.08   3774444.36       38.57119  (12041107)                476926.08  
3774444.36       33.20895  (12041107)          
        476946.08   3774444.36       28.86757  (12041107)                476966.08  
3774444.36       25.52274  (12041107)          
        476986.08   3774444.36       22.61468  (12041107)                477006.08  
3774444.36       20.16243  (12041107)          
        477026.08   3774444.36       18.89631  (16102617)                477046.08  
3774444.36       17.85844  (16102617)          
        477066.08   3774444.36       16.93282  (16102617)                477086.08  
3774444.36       16.07774  (16102617)          



        477106.08   3774444.36       15.30868  (16102617)                477126.08  
3774444.36       14.63651  (16102617)          
        477146.08   3774444.36       14.02483  (16102617)                477166.08  
3774444.36       13.46585  (16102617)          
        477186.08   3774444.36       12.95297  (16102617)                477206.08  
3774444.36       12.48059  (16102617)          
        477226.08   3774444.36       12.05825  (16102617)                477246.08  
3774444.36       11.58577  (16102617)          
        477266.08   3774444.36       11.61497  (12071219)                477286.08  
3774444.36       11.27785  (12071219)          
        477306.08   3774444.36       10.95313  (12071219)                477326.08  
3774444.36       11.28889  (12071219)          
        477346.08   3774444.36       11.66429  (12071219)                477366.08  
3774444.36       11.39466  (12071219)          
        477386.08   3774444.36       11.13867  (12071219)                477406.08  
3774444.36       10.90120  (12071219)          
        477426.08   3774444.36       10.68672  (12071219)                477446.08  
3774444.36       10.49908  (12071219)          
        477466.08   3774444.36       10.34146  (12071219)                477486.08  
3774444.36       10.21608  (12071219)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 537
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774444.36       10.68459  (12071219)                477526.08  



3774444.36       10.73147  (15101019)          
        475946.08   3774464.36        9.83930  (16111017)                475966.08  
3774464.36       10.07027  (16111017)          
        475986.08   3774464.36       10.34371  (16111017)                476006.08  
3774464.36       10.60118  (16111017)          
        476026.08   3774464.36       10.86699  (16111017)                476046.08  
3774464.36       11.14901  (16111017)          
        476066.08   3774464.36       11.45188  (16111017)                476086.08  
3774464.36       11.77855  (16111017)          
        476106.08   3774464.36       12.13250  (16111017)                476126.08  
3774464.36       12.51775  (16111017)          
        476146.08   3774464.36       12.96305  (16111017)                476166.08  
3774464.36       13.50738  (16111017)          
        476186.08   3774464.36       14.04356  (16111017)                476206.08  
3774464.36       14.62429  (16111017)          
        476226.08   3774464.36       15.27281  (16111017)                476246.08  
3774464.36       16.00085  (16111017)          
        476266.08   3774464.36       16.85974  (16111017)                476286.08  
3774464.36       17.92036  (16111017)          
        476306.08   3774464.36       19.03995  (16111017)                476326.08  
3774464.36       20.30035  (16111017)          
        476346.08   3774464.36       21.74536  (16111017)                476366.08  
3774464.36       23.41312  (16111017)          
        476386.08   3774464.36       25.37850  (13052302)                476406.08  
3774464.36       27.77146  (13052302)          
        476426.08   3774464.36       31.11611  (15091504)                476446.08  
3774464.36       35.38469  (15091504)          
        476466.08   3774464.36       39.77775  (15091504)                476486.08  
3774464.36       43.85895  (16021808)          
        476506.08   3774464.36       47.70350  (16021808)                476526.08  
3774464.36       49.82871  (14091624)          
        476546.08   3774464.36       51.94664  (14091624)                476566.08  
3774464.36       53.81935  (14091624)          
        476586.08   3774464.36       54.85703  (14091624)                476606.08  
3774464.36       55.59417  (14091624)          
        476626.08   3774464.36       56.88721  (14021808)                476646.08  
3774464.36       57.96397  (14021808)          
        476666.08   3774464.36       58.99854  (13021808)                476686.08  
3774464.36       60.93295  (13021808)          
        476706.08   3774464.36       63.04290  (16021806)                476726.08  
3774464.36       64.53501  (15122518)          
        476746.08   3774464.36       67.13679  (13090718)                476766.08  
3774464.36       67.04062  (13090718)          
        476786.08   3774464.36       59.37822  (13042407)                476806.08  
3774464.36       55.95755  (13112916)          
        476826.08   3774464.36       49.76358  (14041207)                476846.08  
3774464.36       46.23717  (12041107)          
        476866.08   3774464.36       43.58895  (12041107)                476886.08  
3774464.36       39.95814  (12041107)          
        476906.08   3774464.36       36.03565  (12041107)                476926.08  



3774464.36       32.24797  (12041107)          
        476946.08   3774464.36       28.79655  (12041107)                476966.08  
3774464.36       26.00758  (12041107)          
        476986.08   3774464.36       23.37949  (12041107)                477006.08  
3774464.36       21.01497  (12041107)          
        477026.08   3774464.36       18.97573  (12041107)                477046.08  
3774464.36       17.21568  (12041107)          
        477066.08   3774464.36       16.37501  (16102617)                477086.08  
3774464.36       15.60295  (16102617)          
        477106.08   3774464.36       14.90087  (16102617)                477126.08  
3774464.36       14.28224  (16102617)          
        477146.08   3774464.36       13.71452  (16102617)                477166.08  
3774464.36       13.19192  (16102617)          
        477186.08   3774464.36       12.70938  (16102617)                477206.08  
3774464.36       12.26249  (16102617)          
        477226.08   3774464.36       11.87214  (16102617)                477246.08  
3774464.36       11.44732  (16102617)          
        477266.08   3774464.36       11.45672  (12071219)                477286.08  
3774464.36       11.14497  (12071219)          
        477306.08   3774464.36       10.84072  (12071219)                477326.08  
3774464.36       11.15478  (12071219)          
        477346.08   3774464.36       11.51407  (12071219)                477366.08  
3774464.36       11.26503  (12071219)          
        477386.08   3774464.36       11.02336  (12071219)                477406.08  
3774464.36       10.79383  (12071219)          
        477426.08   3774464.36       10.58093  (12071219)                477446.08  
3774464.36       10.38877  (12071219)          
        477466.08   3774464.36       10.22086  (12071219)                477486.08  
3774464.36       10.07997  (12071219)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 538
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774464.36       10.59490  (12071219)                477526.08  
3774464.36       10.60042  (12071219)          
        475946.08   3774484.36        9.87187  (16111017)                475966.08  
3774484.36       10.10626  (16111017)          
        475986.08   3774484.36       10.38672  (16111017)                476006.08  
3774484.36       10.64608  (16111017)          
        476026.08   3774484.36       10.91401  (16111017)                476046.08  
3774484.36       11.20066  (16111017)          
        476066.08   3774484.36       11.50848  (16111017)                476086.08  
3774484.36       11.84025  (16111017)          
        476106.08   3774484.36       12.19914  (16111017)                476126.08  
3774484.36       12.58881  (16111017)          
        476146.08   3774484.36       13.03779  (16111017)                476166.08  
3774484.36       13.58465  (16111017)          
        476186.08   3774484.36       14.11956  (13052302)                476206.08  
3774484.36       14.70858  (13052302)          
        476226.08   3774484.36       15.36323  (13052302)                476246.08  
3774484.36       16.09410  (13052302)          
        476266.08   3774484.36       16.94986  (13052302)                476286.08  
3774484.36       17.99966  (13052302)          
        476306.08   3774484.36       19.08583  (13052302)                476326.08  
3774484.36       20.28997  (13052302)          
        476346.08   3774484.36       21.76109  (15091504)                476366.08  
3774484.36       23.58405  (15091504)          
        476386.08   3774484.36       25.69619  (15091504)                476406.08  
3774484.36       28.10429  (15091504)          
        476426.08   3774484.36       31.04327  (15091504)                476446.08  
3774484.36       34.09853  (15091504)          
        476466.08   3774484.36       37.51549  (16021808)                476486.08  
3774484.36       40.69362  (16021808)          
        476506.08   3774484.36       43.01618  (14091624)                476526.08  
3774484.36       44.55875  (14091624)          
        476546.08   3774484.36       45.99621  (14091624)                476566.08  
3774484.36       47.18032  (14091624)          
        476586.08   3774484.36       48.19401  (16092018)                476606.08  
3774484.36       49.09933  (14021808)          
        476626.08   3774484.36       49.97133  (14021808)                476646.08  
3774484.36       51.22736  (13021808)          
        476666.08   3774484.36       52.22702  (13021808)                476686.08  
3774484.36       53.24022  (16021806)          
        476706.08   3774484.36       54.67638  (16021806)                476726.08  
3774484.36       56.04459  (15122518)          



        476746.08   3774484.36       58.57479  (13090718)                476766.08  
3774484.36       57.16277  (13090718)          
        476786.08   3774484.36       50.87025  (13090718)                476806.08  
3774484.36       45.90705  (14022508)          
        476826.08   3774484.36       41.41190  (13112916)                476846.08  
3774484.36       36.31664  (13112916)          
        476866.08   3774484.36       34.35961  (14041207)                476886.08  
3774484.36       31.85157  (12041107)          
        476906.08   3774484.36       30.45416  (12041107)                476926.08  
3774484.36       28.61376  (12041107)          
        476946.08   3774484.36       26.56868  (12041107)                476966.08  
3774484.36       24.73571  (12041107)          
        476986.08   3774484.36       22.80587  (12041107)                477006.08  
3774484.36       20.89140  (12041107)          
        477026.08   3774484.36       19.13322  (12041107)                477046.08  
3774484.36       17.54038  (12041107)          
        477066.08   3774484.36       16.10920  (12041107)                477086.08  
3774484.36       15.13838  (12082819)          
        477106.08   3774484.36       14.47798  (12082819)                477126.08  
3774484.36       13.89299  (12082819)          
        477146.08   3774484.36       13.35340  (12082819)                477166.08  
3774484.36       12.85463  (12082819)          
        477186.08   3774484.36       12.39253  (12082819)                477206.08  
3774484.36       11.97961  (16102617)          
        477226.08   3774484.36       11.62731  (16102617)                477246.08  
3774484.36       11.34998  (12071219)          
        477266.08   3774484.36       11.28347  (12071219)                477286.08  
3774484.36       10.99674  (12071219)          
        477306.08   3774484.36       10.71417  (12071219)                477326.08  
3774484.36       11.00068  (12071219)          
        477346.08   3774484.36       11.34146  (12071219)                477366.08  
3774484.36       11.11633  (12071219)          
        477386.08   3774484.36       10.89332  (12071219)                477406.08  
3774484.36       10.67684  (12071219)          
        477426.08   3774484.36       10.47125  (12071219)                477446.08  
3774484.36       10.28065  (12071219)          
        477466.08   3774484.36       10.10877  (12071219)                477486.08  
3774484.36        9.95871  (12071219)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 539
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 



                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774484.36       10.44569  (12071219)                477526.08  
3774484.36       10.42102  (12071219)          
        475946.08   3774504.36        9.86683  (16111017)                475966.08  
3774504.36       10.09587  (16111017)          
        475986.08   3774504.36       10.37514  (13052302)                476006.08  
3774504.36       10.65824  (13052302)          
        476026.08   3774504.36       10.95041  (13052302)                476046.08  
3774504.36       11.25266  (13052302)          
        476066.08   3774504.36       11.57537  (13052302)                476086.08  
3774504.36       11.92128  (13052302)          
        476106.08   3774504.36       12.29351  (13052302)                476126.08  
3774504.36       12.69561  (13052302)          
        476146.08   3774504.36       13.15443  (13052302)                476166.08  
3774504.36       13.70614  (13052302)          
        476186.08   3774504.36       14.24754  (13052302)                476206.08  
3774504.36       14.82675  (13052302)          
        476226.08   3774504.36       15.46283  (13052302)                476246.08  
3774504.36       16.22658  (15091504)          
        476266.08   3774504.36       17.14819  (15091504)                476286.08  
3774504.36       18.24869  (15091504)          
        476306.08   3774504.36       19.45043  (15091504)                476326.08  
3774504.36       20.78724  (15091504)          
        476346.08   3774504.36       22.26432  (15091504)                476366.08  
3774504.36       23.90715  (15091504)          
        476386.08   3774504.36       25.69762  (15091504)                476406.08  
3774504.36       27.57908  (15091504)          
        476426.08   3774504.36       30.05821  (16021808)                476446.08  
3774504.36       33.03455  (16021808)          
        476466.08   3774504.36       35.48763  (16021808)                476486.08  
3774504.36       37.52368  (14091624)          
        476506.08   3774504.36       39.36478  (14091624)                476526.08  
3774504.36       40.27894  (14091624)          
        476546.08   3774504.36       41.68487  (16092018)                476566.08  



3774504.36       42.84078  (16092018)          
        476586.08   3774504.36       43.48087  (16092018)                476606.08  
3774504.36       44.15175  (13021808)          
        476626.08   3774504.36       45.26505  (13021808)                476646.08  
3774504.36       46.03985  (13021808)          
        476666.08   3774504.36       46.66987  (16021806)                476686.08  
3774504.36       47.49140  (16021806)          
        476706.08   3774504.36       48.78005  (15122518)                476726.08  
3774504.36       50.35694  (13090718)          
        476746.08   3774504.36       51.69404  (13090718)                476766.08  
3774504.36       49.90134  (13090718)          
        476786.08   3774504.36       44.94878  (13090718)                476806.08  
3774504.36       41.31484  (14022508)          
        476826.08   3774504.36       37.38651  (14022508)                476846.08  
3774504.36       33.73864  (16111019)          
        476866.08   3774504.36       30.51421  (16111019)                476886.08  
3774504.36       27.45817  (16111019)          
        476906.08   3774504.36       25.34260  (14041207)                476926.08  
3774504.36       23.61493  (14041207)          
        476946.08   3774504.36       22.71481  (12041107)                476966.08  
3774504.36       21.87788  (12041107)          
        476986.08   3774504.36       20.80899  (12041107)                477006.08  
3774504.36       19.57657  (12041107)          
        477026.08   3774504.36       18.32461  (12041107)                477046.08  
3774504.36       17.09894  (12041107)          
        477066.08   3774504.36       15.92813  (12041107)                477086.08  
3774504.36       14.87594  (12041107)          
        477106.08   3774504.36       14.02935  (12082819)                477126.08  
3774504.36       13.51173  (12082819)          
        477146.08   3774504.36       13.02743  (12082819)                477166.08  
3774504.36       12.57426  (12082819)          
        477186.08   3774504.36       12.14996  (12082819)                477206.08  
3774504.36       11.78203  (12082819)          
        477226.08   3774504.36       11.74621  (15101019)                477246.08  
3774504.36       11.36460  (12071219)          
        477266.08   3774504.36       11.09987  (12071219)                477286.08  
3774504.36       10.83640  (12071219)          
        477306.08   3774504.36       10.57521  (12071219)                477326.08  
3774504.36       10.82842  (12071219)          
        477346.08   3774504.36       11.14768  (12071219)                477366.08  
3774504.36       10.94808  (12071219)          
        477386.08   3774504.36       10.74652  (12071219)                477406.08  
3774504.36       10.54684  (12071219)          
        477426.08   3774504.36       10.35306  (12071219)                477446.08  
3774504.36       10.16911  (12071219)          
        477466.08   3774504.36        9.99870  (12071219)                477486.08  
3774504.36        9.84512  (12071219)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              



                       ***        16:12:48
                                                                                    
                                  PAGE 540
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774504.36       10.31057  (12071219)                477526.08  
3774504.36       10.26852  (12071219)          
        475946.08   3774524.36        9.90532  (13052302)                475966.08  
3774524.36       10.14324  (13052302)          
        475986.08   3774524.36       10.39616  (13052302)                476006.08  
3774524.36       10.69619  (13052302)          
        476026.08   3774524.36       11.00838  (13052302)                476046.08  
3774524.36       11.30849  (13052302)          
        476066.08   3774524.36       11.62805  (13052302)                476086.08  
3774524.36       11.96931  (13052302)          
        476106.08   3774524.36       12.33475  (13052302)                476126.08  
3774524.36       12.73781  (16100301)          
        476146.08   3774524.36       13.22181  (16100301)                476166.08  
3774524.36       13.81955  (15091504)          
        476186.08   3774524.36       14.43749  (15091504)                476206.08  
3774524.36       15.10044  (15091504)          
        476226.08   3774524.36       15.82849  (15091504)                476246.08  
3774524.36       16.63010  (15091504)          
        476266.08   3774524.36       17.51540  (15091504)                476286.08  
3774524.36       18.49826  (15091504)          
        476306.08   3774524.36       19.67478  (15091504)                476326.08  
3774524.36       20.94994  (15091504)          
        476346.08   3774524.36       22.23089  (15091504)                476366.08  
3774524.36       23.57725  (15091504)          



        476386.08   3774524.36       25.14441  (16021808)                476406.08  
3774524.36       27.19978  (16021808)          
        476426.08   3774524.36       29.46620  (16021808)                476446.08  
3774524.36       31.53205  (16021808)          
        476466.08   3774524.36       33.25264  (14091624)                476486.08  
3774524.36       35.04612  (14091624)          
        476506.08   3774524.36       36.17850  (16092018)                476526.08  
3774524.36       37.34335  (16092018)          
        476546.08   3774524.36       38.37859  (16092018)                476566.08  
3774524.36       39.11351  (16092018)          
        476586.08   3774524.36       39.60396  (13021808)                476606.08  
3774524.36       40.55418  (13021808)          
        476626.08   3774524.36       41.20827  (13021808)                476646.08  
3774524.36       41.73539  (16021806)          
        476666.08   3774524.36       42.37680  (16021806)                476686.08  
3774524.36       42.71365  (15122518)          
        476706.08   3774524.36       43.83860  (15122518)                476726.08  
3774524.36       45.72134  (13090718)          
        476746.08   3774524.36       46.18631  (13090718)                476766.08  
3774524.36       44.33226  (13090718)          
        476786.08   3774524.36       40.28373  (13090718)                476806.08  
3774524.36       37.50931  (14022508)          
        476826.08   3774524.36       34.56536  (14022508)                476846.08  
3774524.36       31.62661  (16111019)          
        476866.08   3774524.36       28.99904  (16111019)                476886.08  
3774524.36       26.36030  (16111019)          
        476906.08   3774524.36       23.86059  (16111019)                476926.08  
3774524.36       21.95261  (16122407)          
        476946.08   3774524.36       20.56673  (16122407)                476966.08  
3774524.36       19.24013  (16122407)          
        476986.08   3774524.36       17.99085  (16122407)                477006.08  
3774524.36       17.26214  (12041107)          
        477026.08   3774524.36       16.59321  (12041107)                477046.08  
3774524.36       15.84115  (12041107)          
        477066.08   3774524.36       15.04614  (12041107)                477086.08  
3774524.36       14.28748  (12041107)          
        477106.08   3774524.36       13.56791  (15101019)                477126.08  
3774524.36       13.02978  (15101019)          
        477146.08   3774524.36       12.58165  (12082819)                477166.08  
3774524.36       12.18692  (12082819)          
        477186.08   3774524.36       11.81194  (12082819)                477206.08  
3774524.36       11.50976  (12082819)          
        477226.08   3774524.36       11.67117  (15101019)                477246.08  
3774524.36       11.28385  (15101019)          
        477266.08   3774524.36       10.91497  (15101019)                477286.08  
3774524.36       10.66756  (12071219)          
        477306.08   3774524.36       10.42633  (12071219)                477326.08  
3774524.36       10.64108  (12071219)          
        477346.08   3774524.36       10.93547  (12071219)                477366.08  
3774524.36       10.76149  (12071219)          



        477386.08   3774524.36       10.58268  (12071219)                477406.08  
3774524.36       10.40218  (12071219)          
        477426.08   3774524.36       10.22347  (12071219)                477446.08  
3774524.36       10.05012  (12071219)          
        477466.08   3774524.36        9.88569  (12071219)                477486.08  
3774524.36        9.73347  (12071219)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 541
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774524.36       10.18907  (12071219)                477526.08  
3774524.36       10.13520  (12071219)          
        475946.08   3774544.36        9.92973  (13052302)                475966.08  
3774544.36       10.16217  (13052302)          
        475986.08   3774544.36       10.40599  (13052302)                476006.08  
3774544.36       10.70174  (13052302)          
        476026.08   3774544.36       11.00827  (13052302)                476046.08  
3774544.36       11.31732  (16100301)          
        476066.08   3774544.36       11.66588  (16100301)                476086.08  
3774544.36       12.03635  (16100301)          
        476106.08   3774544.36       12.47194  (15091504)                476126.08  
3774544.36       12.94695  (15091504)          
        476146.08   3774544.36       13.47888  (15091504)                476166.08  
3774544.36       14.10291  (15091504)          
        476186.08   3774544.36       14.71867  (15091504)                476206.08  



3774544.36       15.37169  (15091504)          
        476226.08   3774544.36       16.07878  (15091504)                476246.08  
3774544.36       16.84353  (15091504)          
        476266.08   3774544.36       17.66785  (15091504)                476286.08  
3774544.36       18.55066  (15091504)          
        476306.08   3774544.36       19.59869  (15091504)                476326.08  
3774544.36       20.68767  (15091504)          
        476346.08   3774544.36       21.85619  (16021808)                476366.08  
3774544.36       23.43089  (16021808)          
        476386.08   3774544.36       25.04994  (16021808)                476406.08  
3774544.36       26.62999  (16021808)          
        476426.08   3774544.36       28.25859  (16021808)                476446.08  
3774544.36       29.90245  (14091624)          
        476466.08   3774544.36       31.50250  (14091624)                476486.08  
3774544.36       32.62006  (16092018)          
        476506.08   3774544.36       33.95788  (16092018)                476526.08  
3774544.36       34.73039  (16092018)          
        476546.08   3774544.36       35.39659  (16092018)                476566.08  
3774544.36       35.93521  (13021808)          
        476586.08   3774544.36       36.76257  (13021808)                476606.08  
3774544.36       37.33484  (13021808)          
        476626.08   3774544.36       37.80078  (16121606)                476646.08  
3774544.36       38.39596  (16021806)          
        476666.08   3774544.36       38.46849  (16021806)                476686.08  
3774544.36       39.19659  (15122518)          
        476706.08   3774544.36       40.30048  (13090718)                476726.08  
3774544.36       41.75421  (13090718)          
        476746.08   3774544.36       41.71697  (13090718)                476766.08  
3774544.36       39.91734  (13090718)          
        476786.08   3774544.36       36.51493  (13090718)                476806.08  
3774544.36       34.33332  (14022508)          
        476826.08   3774544.36       32.08057  (14022508)                476846.08  
3774544.36       29.66197  (16111019)          
        476866.08   3774544.36       27.54916  (16111019)                476886.08  
3774544.36       25.29995  (16111019)          
        476906.08   3774544.36       23.08561  (16111019)                476926.08  
3774544.36       21.20105  (16122407)          
        476946.08   3774544.36       19.97801  (16122407)                476966.08  
3774544.36       18.77979  (16122407)          
        476986.08   3774544.36       17.63387  (16122407)                477006.08  
3774544.36       16.58591  (15101019)          
        477026.08   3774544.36       15.87298  (15101019)                477046.08  
3774544.36       15.20580  (15101019)          
        477066.08   3774544.36       14.58081  (15101019)                477086.08  
3774544.36       13.97728  (15101019)          
        477106.08   3774544.36       13.41119  (15101019)                477126.08  
3774544.36       12.89588  (15101019)          
        477146.08   3774544.36       12.41140  (15101019)                477166.08  
3774544.36       11.95669  (15101019)          
        477186.08   3774544.36       11.53120  (15101019)                477206.08  



3774544.36       11.15223  (12082819)          
        477226.08   3774544.36       11.58109  (15101019)                477246.08  
3774544.36       11.21542  (15101019)          
        477266.08   3774544.36       10.86317  (15101019)                477286.08  
3774544.36       10.52889  (15101019)          
        477306.08   3774544.36       10.27026  (12071219)                477326.08  
3774544.36       10.44250  (12071219)          
        477346.08   3774544.36       10.74471  (14051521)                477366.08  
3774544.36       10.55905  (12071219)          
        477386.08   3774544.36       10.40296  (12071219)                477406.08  
3774544.36       10.24271  (12071219)          
        477426.08   3774544.36       10.08108  (12071219)                477446.08  
3774544.36        9.92119  (12071219)          
        477466.08   3774544.36        9.76625  (12071219)                477486.08  
3774544.36        9.61939  (12071219)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 542
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774544.36       10.07596  (12071219)                477526.08  
3774544.36       10.01635  (12071219)          
        475946.08   3774564.36        9.91064  (13052302)                475966.08  
3774564.36       10.14270  (16100301)          
        475986.08   3774564.36       10.41695  (16100301)                476006.08  
3774564.36       10.73942  (16100301)          



        476026.08   3774564.36       11.07347  (16100301)                476046.08  
3774564.36       11.43048  (15091504)          
        476066.08   3774564.36       11.82424  (15091504)                476086.08  
3774564.36       12.24090  (15091504)          
        476106.08   3774564.36       12.68292  (15091504)                476126.08  
3774564.36       13.15291  (15091504)          
        476146.08   3774564.36       13.67594  (15091504)                476166.08  
3774564.36       14.28568  (15091504)          
        476186.08   3774564.36       14.87766  (15091504)                476206.08  
3774564.36       15.49517  (15091504)          
        476226.08   3774564.36       16.15124  (15091504)                476246.08  
3774564.36       16.84453  (15091504)          
        476266.08   3774564.36       17.57087  (15091504)                476286.08  
3774564.36       18.32204  (15091504)          
        476306.08   3774564.36       19.32462  (16021808)                476326.08  
3774564.36       20.64275  (16021808)          
        476346.08   3774564.36       21.93009  (16021808)                476366.08  
3774564.36       23.22843  (16021808)          
        476386.08   3774564.36       24.47790  (16021808)                476406.08  
3774564.36       25.59699  (16021808)          
        476426.08   3774564.36       27.08912  (14091624)                476446.08  
3774564.36       28.59548  (14091624)          
        476466.08   3774564.36       29.61302  (14091624)                476486.08  
3774564.36       30.96872  (16092018)          
        476506.08   3774564.36       31.85684  (16092018)                476526.08  
3774564.36       32.29725  (16092018)          
        476546.08   3774564.36       32.72244  (13021808)                476566.08  
3774564.36       33.64643  (13021808)          
        476586.08   3774564.36       34.16588  (13021808)                476606.08  
3774564.36       34.59878  (16121606)          
        476626.08   3774564.36       35.09570  (16021806)                476646.08  
3774564.36       35.32250  (16021806)          
        476666.08   3774564.36       35.48911  (15122518)                476686.08  
3774564.36       36.04551  (15122518)          
        476706.08   3774564.36       37.44394  (13090718)                476726.08  
3774564.36       38.36178  (13090718)          
        476746.08   3774564.36       38.02951  (13090718)                476766.08  
3774564.36       36.32523  (13090718)          
        476786.08   3774564.36       33.40571  (13090718)                476806.08  
3774564.36       31.65399  (14022508)          
        476826.08   3774564.36       29.89587  (14022508)                476846.08  
3774564.36       27.85657  (16111019)          
        476866.08   3774564.36       26.17001  (16111019)                476886.08  
3774564.36       24.27151  (16111019)          
        476906.08   3774564.36       22.32659  (16111019)                476926.08  
3774564.36       20.44112  (16122407)          
        476946.08   3774564.36       19.38208  (16122407)                476966.08  
3774564.36       18.31294  (16122407)          
        476986.08   3774564.36       17.26969  (16122407)                477006.08  
3774564.36       16.28335  (16122407)          



        477026.08   3774564.36       15.55158  (15101019)                477046.08  
3774564.36       14.93712  (15101019)          
        477066.08   3774564.36       14.35423  (15101019)                477086.08  
3774564.36       13.78583  (15101019)          
        477106.08   3774564.36       13.24892  (15101019)                477126.08  
3774564.36       12.75749  (15101019)          
        477146.08   3774564.36       12.29306  (15101019)                477166.08  
3774564.36       11.85496  (15101019)          
        477186.08   3774564.36       11.44292  (15101019)                477206.08  
3774564.36       11.03129  (16041118)          
        477226.08   3774564.36       11.47779  (15101019)                477246.08  
3774564.36       11.13412  (15101019)          
        477266.08   3774564.36       10.79992  (15101019)                477286.08  
3774564.36       10.47914  (15101019)          
        477306.08   3774564.36       10.17590  (15101019)                477326.08  
3774564.36       10.36817  (15101019)          
        477346.08   3774564.36       10.66167  (14051521)                477366.08  
3774564.36       10.41010  (14051521)          
        477386.08   3774564.36       10.20959  (12071219)                477406.08  
3774564.36       10.06948  (12071219)          
        477426.08   3774564.36        9.92584  (12071219)                477446.08  
3774564.36        9.78115  (12071219)          
        477466.08   3774564.36        9.63818  (12071219)                477486.08  
3774564.36        9.49978  (12071219)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 543
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  



Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774564.36        9.96678  (12071219)                477526.08  
3774564.36        9.90788  (12071219)          
        475946.08   3774584.36        9.94595  (16100301)                475966.08  
3774584.36       10.20138  (16100301)          
        475986.08   3774584.36       10.47811  (15091504)                476006.08  
3774584.36       10.84770  (15091504)          
        476026.08   3774584.36       11.22993  (15091504)                476046.08  
3774584.36       11.59861  (15091504)          
        476066.08   3774584.36       11.98590  (15091504)                476086.08  
3774584.36       12.39335  (15091504)          
        476106.08   3774584.36       12.82245  (15091504)                476126.08  
3774584.36       13.27455  (15091504)          
        476146.08   3774584.36       13.77330  (15091504)                476166.08  
3774584.36       14.35018  (15091504)          
        476186.08   3774584.36       14.89767  (15091504)                476206.08  
3774584.36       15.45643  (15091504)          
        476226.08   3774584.36       16.03588  (15091504)                476246.08  
3774584.36       16.63042  (15091504)          
        476266.08   3774584.36       17.35172  (16021808)                476286.08  
3774584.36       18.33306  (16021808)          
        476306.08   3774584.36       19.45662  (16021808)                476326.08  
3774584.36       20.60087  (16021808)          
        476346.08   3774584.36       21.65582  (16021808)                476366.08  
3774584.36       22.65671  (16021808)          
        476386.08   3774584.36       23.54549  (16021808)                476406.08  
3774584.36       24.77132  (14091624)          
        476426.08   3774584.36       26.07363  (14091624)                476446.08  
3774584.36       27.09835  (14091624)          
        476466.08   3774584.36       28.36290  (16092018)                476486.08  
3774584.36       29.30673  (16092018)          
        476506.08   3774584.36       29.83671  (16092018)                476526.08  
3774584.36       30.02888  (14040103)          
        476546.08   3774584.36       30.87342  (13021808)                476566.08  
3774584.36       31.51553  (13021808)          
        476586.08   3774584.36       31.90871  (16121606)                476606.08  
3774584.36       32.30987  (16021806)          
        476626.08   3774584.36       32.63253  (16021806)                476646.08  
3774584.36       32.50378  (16021806)          
        476666.08   3774584.36       33.06738  (15122518)                476686.08  
3774584.36       33.42348  (13090718)          
        476706.08   3774584.36       34.90525  (13090718)                476726.08  
3774584.36       35.44575  (13090718)          
        476746.08   3774584.36       34.93891  (13090718)                476766.08  
3774584.36       33.34131  (13090718)          
        476786.08   3774584.36       30.79554  (13090718)                476806.08  
3774584.36       29.36783  (14022508)          
        476826.08   3774584.36       27.97150  (14022508)                476846.08  



3774584.36       26.21034  (16111019)          
        476866.08   3774584.36       24.86915  (16111019)                476886.08  
3774584.36       23.27711  (16111019)          
        476906.08   3774584.36       21.58124  (16111019)                476926.08  
3774584.36       19.88841  (16111019)          
        476946.08   3774584.36       18.77556  (16122407)                476966.08  
3774584.36       17.83566  (16122407)          
        476986.08   3774584.36       16.89570  (16122407)                477006.08  
3774584.36       15.99133  (16122407)          
        477026.08   3774584.36       15.19881  (15101019)                477046.08  
3774584.36       14.64511  (15101019)          
        477066.08   3774584.36       14.11046  (15101019)                477086.08  
3774584.36       13.58161  (15101019)          
        477106.08   3774584.36       13.07701  (15101019)                477126.08  
3774584.36       12.61170  (15101019)          
        477146.08   3774584.36       12.16893  (15101019)                477166.08  
3774584.36       11.74873  (15101019)          
        477186.08   3774584.36       11.35126  (15101019)                477206.08  
3774584.36       10.94851  (15101019)          
        477226.08   3774584.36       11.36291  (15101019)                477246.08  
3774584.36       11.04101  (15101019)          
        477266.08   3774584.36       10.72556  (15101019)                477286.08  
3774584.36       10.41984  (15101019)          
        477306.08   3774584.36       10.12748  (15101019)                477326.08  
3774584.36       10.31640  (15101019)          
        477346.08   3774584.36       10.56573  (15101019)                477366.08  
3774584.36       10.32887  (14051521)          
        477386.08   3774584.36       10.09972  (14051521)                477406.08  
3774584.36        9.88452  (12071219)          
        477426.08   3774584.36        9.75871  (12071219)                477446.08  
3774584.36        9.62997  (12071219)          
        477466.08   3774584.36        9.50050  (12071219)                477486.08  
3774584.36        9.37274  (12071219)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 544
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   



, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774584.36        9.85789  (12071219)                477526.08  
3774584.36        9.80628  (12071219)          
        475946.08   3774604.36       10.00595  (15091504)                475966.08  
3774604.36       10.30648  (15091504)          
        475986.08   3774604.36       10.61855  (15091504)                476006.08  
3774604.36       10.98155  (15091504)          
        476026.08   3774604.36       11.35513  (15091504)                476046.08  
3774604.36       11.71226  (15091504)          
        476066.08   3774604.36       12.08479  (15091504)                476086.08  
3774604.36       12.47338  (15091504)          
        476106.08   3774604.36       12.87842  (15091504)                476126.08  
3774604.36       13.29990  (15091504)          
        476146.08   3774604.36       13.75974  (15091504)                476166.08  
3774604.36       14.28679  (15091504)          
        476186.08   3774604.36       14.77199  (15091504)                476206.08  
3774604.36       15.26933  (13050502)          
        476226.08   3774604.36       15.86144  (13050502)                476246.08  
3774604.36       16.65226  (16021808)          
        476266.08   3774604.36       17.49921  (16021808)                476286.08  
3774604.36       18.36647  (16021808)          
        476306.08   3774604.36       19.33528  (16021808)                476326.08  
3774604.36       20.27876  (16021808)          
        476346.08   3774604.36       21.08825  (16021808)                476366.08  
3774604.36       21.82469  (14091624)          
        476386.08   3774604.36       22.95650  (14091624)                476406.08  
3774604.36       23.94800  (14091624)          
        476426.08   3774604.36       24.86252  (14091624)                476446.08  
3774604.36       26.10897  (16092018)          
        476466.08   3774604.36       27.05210  (16092018)                476486.08  
3774604.36       27.64537  (16092018)          
        476506.08   3774604.36       27.88058  (16092018)                476526.08  
3774604.36       28.41169  (13021808)          
        476546.08   3774604.36       29.12255  (13021808)                476566.08  
3774604.36       29.58704  (16121606)          
        476586.08   3774604.36       29.91170  (16121606)                476606.08  
3774604.36       30.30435  (16021806)          
        476626.08   3774604.36       30.34054  (16021806)                476646.08  
3774604.36       30.48278  (15122518)          



        476666.08   3774604.36       30.85729  (15122518)                476686.08  
3774604.36       31.53665  (13090718)          
        476706.08   3774604.36       32.64840  (13090718)                476726.08  
3774604.36       32.92095  (13090718)          
        476746.08   3774604.36       32.31211  (13090718)                476766.08  
3774604.36       30.82045  (13090718)          
        476786.08   3774604.36       28.57622  (14121123)                476806.08  
3774604.36       27.39598  (14022508)          
        476826.08   3774604.36       26.26999  (14022508)                476846.08  
3774604.36       24.71495  (16111019)          
        476866.08   3774604.36       23.65092  (16111019)                476886.08  
3774604.36       22.32136  (16111019)          
        476906.08   3774604.36       20.85083  (16111019)                476926.08  
3774604.36       19.33989  (16111019)          
        476946.08   3774604.36       18.15948  (16122407)                476966.08  
3774604.36       17.34650  (16122407)          
        476986.08   3774604.36       16.50990  (16122407)                477006.08  
3774604.36       15.68830  (16122407)          
        477026.08   3774604.36       14.88439  (16122407)                477046.08  
3774604.36       14.32338  (15101019)          
        477066.08   3774604.36       13.84329  (15101019)                477086.08  
3774604.36       13.35915  (15101019)          
        477106.08   3774604.36       12.89093  (15101019)                477126.08  
3774604.36       12.45487  (15101019)          
        477146.08   3774604.36       12.03619  (15101019)                477166.08  
3774604.36       11.63581  (15101019)          
        477186.08   3774604.36       11.25450  (15101019)                477206.08  
3774604.36       10.86360  (15101019)          
        477226.08   3774604.36       11.23776  (15101019)                477246.08  
3774604.36       10.93710  (15101019)          
        477266.08   3774604.36       10.64061  (15101019)                477286.08  
3774604.36       10.35091  (15101019)          
        477306.08   3774604.36       10.07108  (15101019)                477326.08  
3774604.36       10.25232  (15101019)          
        477346.08   3774604.36       10.50085  (15101019)                477366.08  
3774604.36       10.25404  (15101019)          
        477386.08   3774604.36       10.02001  (14051521)                477406.08  
3774604.36        9.81114  (14051521)          
        477426.08   3774604.36        9.61011  (14051521)                477446.08  
3774604.36        9.46856  (12071219)          
        477466.08   3774604.36        9.91117  (12071219)                477486.08  
3774604.36        9.87289  (12071219)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 545
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774604.36        9.80855  (12071219)                477526.08  
3774604.36        9.70871  (12071219)          
        475946.08   3774624.36       10.12253  (15091504)                475966.08  
3774624.36       10.41432  (15091504)          
        475986.08   3774624.36       10.71590  (15091504)                476006.08  
3774624.36       11.06651  (15091504)          
        476026.08   3774624.36       11.42480  (15091504)                476046.08  
3774624.36       11.76298  (15091504)          
        476066.08   3774624.36       12.11236  (15091504)                476086.08  
3774624.36       12.47266  (15091504)          
        476106.08   3774624.36       12.84314  (15091504)                476126.08  
3774624.36       13.22247  (15091504)          
        476146.08   3774624.36       13.63072  (15091504)                476166.08  
3774624.36       14.12435  (13050502)          
        476186.08   3774624.36       14.63162  (13050502)                476206.08  
3774624.36       15.26830  (16021808)          
        476226.08   3774624.36       15.98454  (16021808)                476246.08  
3774624.36       16.71825  (16021808)          
        476266.08   3774624.36       17.45844  (16021808)                476286.08  
3774624.36       18.18949  (16021808)          
        476306.08   3774624.36       18.98518  (16021808)                476326.08  
3774624.36       19.71892  (16021808)          
        476346.08   3774624.36       20.43463  (14091624)                476366.08  
3774624.36       21.40296  (14091624)          
        476386.08   3774624.36       22.25619  (14091624)                476406.08  
3774624.36       22.94193  (14091624)          
        476426.08   3774624.36       24.06286  (16092018)                476446.08  
3774624.36       25.06814  (16092018)          
        476466.08   3774624.36       25.68970  (16092018)                476486.08  



3774624.36       25.99563  (16092018)          
        476506.08   3774624.36       26.32440  (13021808)                476526.08  
3774624.36       26.97899  (13021808)          
        476546.08   3774624.36       27.41499  (13021808)                476566.08  
3774624.36       27.87566  (16121606)          
        476586.08   3774624.36       28.24621  (16021806)                476606.08  
3774624.36       28.41443  (16021806)          
        476626.08   3774624.36       28.21452  (16021806)                476646.08  
3774624.36       28.71254  (15122518)          
        476666.08   3774624.36       28.84441  (15122518)                476686.08  
3774624.36       29.81224  (13090718)          
        476706.08   3774624.36       30.63700  (13090718)                476726.08  
3774624.36       30.71792  (13090718)          
        476746.08   3774624.36       30.05214  (13090718)                476766.08  
3774624.36       28.66083  (13090718)          
        476786.08   3774624.36       26.72475  (14121123)                476806.08  
3774624.36       25.67830  (14022508)          
        476826.08   3774624.36       24.75840  (14022508)                476846.08  
3774624.36       23.40042  (14022508)          
        476866.08   3774624.36       22.51578  (16111019)                476886.08  
3774624.36       21.40834  (16111019)          
        476906.08   3774624.36       20.13832  (16111019)                476926.08  
3774624.36       18.79517  (16111019)          
        476946.08   3774624.36       17.53313  (16122407)                476966.08  
3774624.36       16.84326  (16122407)          
        476986.08   3774624.36       16.11169  (16122407)                477006.08  
3774624.36       15.37316  (16122407)          
        477026.08   3774624.36       14.63687  (16122407)                477046.08  
3774624.36       13.96677  (15101019)          
        477066.08   3774624.36       13.54186  (15101019)                477086.08  
3774624.36       13.11018  (15101019)          
        477106.08   3774624.36       12.68644  (15101019)                477126.08  
3774624.36       12.28329  (15101019)          
        477146.08   3774624.36       11.89168  (15101019)                477166.08  
3774624.36       11.51359  (15101019)          
        477186.08   3774624.36       11.15049  (15101019)                477206.08  
3774624.36       10.77291  (15101019)          
        477226.08   3774624.36       11.10317  (15101019)                477246.08  
3774624.36       10.82317  (15101019)          
        477266.08   3774624.36       10.54559  (15101019)                477286.08  
3774624.36       10.27243  (15101019)          
        477306.08   3774624.36       10.00630  (15101019)                477326.08  
3774624.36       10.17569  (15101019)          
        477346.08   3774624.36       10.42099  (15101019)                477366.08  
3774624.36       10.19054  (15101019)          
        477386.08   3774624.36        9.96479  (15101019)                477406.08  
3774624.36        9.74794  (15101019)          
        477426.08   3774624.36        9.54382  (15101019)                477446.08  
3774624.36        9.35903  (14051521)          
        477466.08   3774624.36        9.79220  (12071219)                477486.08  



3774624.36        9.84362  (12071219)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 546
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774624.36        9.73923  (12071219)                477526.08  
3774624.36        9.61297  (12071219)          
        475946.08   3774644.36       10.19956  (15091504)                475966.08  
3774644.36       10.47814  (15091504)          
        475986.08   3774644.36       10.76416  (15091504)                476006.08  
3774644.36       11.09643  (15091504)          
        476026.08   3774644.36       11.43278  (15091504)                476046.08  
3774644.36       11.74488  (15091504)          
        476066.08   3774644.36       12.06326  (15091504)                476086.08  
3774644.36       12.38674  (15091504)          
        476106.08   3774644.36       12.71356  (15091504)                476126.08  
3774644.36       13.08222  (13050502)          
        476146.08   3774644.36       13.51865  (13050502)                476166.08  
3774644.36       14.09101  (16021808)          
        476186.08   3774644.36       14.71907  (16021808)                476206.08  
3774644.36       15.34978  (16021808)          
        476226.08   3774644.36       15.98743  (16021808)                476246.08  
3774644.36       16.62193  (16021808)          
        476266.08   3774644.36       17.23965  (16021808)                476286.08  
3774644.36       17.82303  (16021808)          



        476306.08   3774644.36       18.44009  (16021808)                476326.08  
3774644.36       19.21955  (14091624)          
        476346.08   3774644.36       20.05485  (14091624)                476366.08  
3774644.36       20.79249  (14091624)          
        476386.08   3774644.36       21.39157  (14091624)                476406.08  
3774644.36       22.27980  (16092018)          
        476426.08   3774644.36       23.23528  (16092018)                476446.08  
3774644.36       23.94719  (16092018)          
        476466.08   3774644.36       24.30101  (16092018)                476486.08  
3774644.36       24.56070  (14040103)          
        476506.08   3774644.36       25.15077  (13021808)                476526.08  
3774644.36       25.58533  (13021808)          
        476546.08   3774644.36       25.92264  (16121606)                476566.08  
3774644.36       26.24736  (16021806)          
        476586.08   3774644.36       26.65291  (16021806)                476606.08  
3774644.36       26.63732  (16021806)          
        476626.08   3774644.36       26.73238  (15122518)                476646.08  
3774644.36       27.07126  (15122518)          
        476666.08   3774644.36       27.27787  (13090718)                476686.08  
3774644.36       28.23571  (13090718)          
        476706.08   3774644.36       28.83773  (13090718)                476726.08  
3774644.36       28.78107  (13090718)          
        476746.08   3774644.36       28.08705  (13090718)                476766.08  
3774644.36       26.78879  (13090718)          
        476786.08   3774644.36       25.10919  (14121123)                476806.08  
3774644.36       24.16854  (14022508)          
        476826.08   3774644.36       23.40868  (14022508)                476846.08  
3774644.36       22.25690  (14022508)          
        476866.08   3774644.36       21.46115  (16111019)                476886.08  
3774644.36       20.54060  (16111019)          
        476906.08   3774644.36       19.44690  (16111019)                476926.08  
3774644.36       18.25608  (16111019)          
        476946.08   3774644.36       17.02795  (16111019)                476966.08  
3774644.36       16.32610  (16122407)          
        476986.08   3774644.36       15.70186  (16122407)                477006.08  
3774644.36       15.04569  (16122407)          
        477026.08   3774644.36       14.37754  (16122407)                477046.08  
3774644.36       13.70947  (16122407)          
        477066.08   3774644.36       13.20168  (13100917)                477086.08  
3774644.36       12.82918  (15101019)          
        477106.08   3774644.36       12.46019  (15101019)                477126.08  
3774644.36       12.09364  (15101019)          
        477146.08   3774644.36       11.73236  (15101019)                477166.08  
3774644.36       11.37933  (15101019)          
        477186.08   3774644.36       11.03684  (15101019)                477206.08  
3774644.36       10.67447  (15101019)          
        477226.08   3774644.36       10.95953  (15101019)                477246.08  
3774644.36       10.69970  (15101019)          
        477266.08   3774644.36       10.44087  (15101019)                477286.08  
3774644.36       10.18457  (15101019)          



        477306.08   3774644.36        9.93292  (15101019)                477326.08  
3774644.36       10.08676  (15101019)          
        477346.08   3774644.36       10.32632  (15101019)                477366.08  
3774644.36       10.11379  (15101019)          
        477386.08   3774644.36        9.90226  (15101019)                477406.08  
3774644.36        9.69566  (15101019)          
        477426.08   3774644.36        9.49772  (15101019)                477446.08  
3774644.36        9.31172  (15101019)          
        477466.08   3774644.36        9.66683  (14051521)                477486.08  
3774644.36        9.73112  (12071219)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 547
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774644.36        9.64113  (12071219)                477526.08  
3774644.36        9.51748  (12071219)          
        475946.08   3774664.36       10.23254  (15091504)                475966.08  
3774664.36       10.49341  (15091504)          
        475986.08   3774664.36       10.75889  (15091504)                476006.08  
3774664.36       11.06709  (15091504)          
        476026.08   3774664.36       11.37531  (15091504)                476046.08  
3774664.36       11.65488  (15091504)          
        476066.08   3774664.36       11.93547  (15091504)                476086.08  
3774664.36       12.25849  (13050502)          
        476106.08   3774664.36       12.61857  (13050502)                476126.08  



3774664.36       13.01603  (16021808)          
        476146.08   3774664.36       13.55586  (16021808)                476166.08  
3774664.36       14.12722  (16021808)          
        476186.08   3774664.36       14.71862  (16021808)                476206.08  
3774664.36       15.30360  (16021808)          
        476226.08   3774664.36       15.84944  (16021808)                476246.08  
3774664.36       16.37352  (16021808)          
        476266.08   3774664.36       16.86114  (16021808)                476286.08  
3774664.36       17.29464  (16021808)          
        476306.08   3774664.36       18.04540  (14091624)                476326.08  
3774664.36       18.80594  (14091624)          
        476346.08   3774664.36       19.50119  (14091624)                476366.08  
3774664.36       20.03635  (14091624)          
        476386.08   3774664.36       20.82981  (16092018)                476406.08  
3774664.36       21.61399  (16092018)          
        476426.08   3774664.36       22.25277  (16092018)                476446.08  
3774664.36       22.68576  (16092018)          
        476466.08   3774664.36       23.00398  (14040103)                476486.08  
3774664.36       23.47055  (13021808)          
        476506.08   3774664.36       23.98852  (13021808)                476526.08  
3774664.36       24.28287  (16121606)          
        476546.08   3774664.36       24.59151  (16121606)                476566.08  
3774664.36       24.93108  (16021806)          
        476586.08   3774664.36       25.15648  (16021806)                476606.08  
3774664.36       24.97190  (16021806)          
        476626.08   3774664.36       25.38250  (15122518)                476646.08  
3774664.36       25.55133  (15122518)          
        476666.08   3774664.36       26.02037  (13090718)                476686.08  
3774664.36       26.79266  (13090718)          
        476706.08   3774664.36       27.22144  (13090718)                476726.08  
3774664.36       27.06605  (13090718)          
        476746.08   3774664.36       26.36243  (13090718)                476766.08  
3774664.36       25.14967  (13090718)          
        476786.08   3774664.36       23.70449  (14121123)                476806.08  
3774664.36       22.84254  (14022508)          
        476826.08   3774664.36       22.19715  (14022508)                476846.08  
3774664.36       21.21301  (14022508)          
        476866.08   3774664.36       20.48255  (16111019)                476886.08  
3774664.36       19.71897  (16111019)          
        476906.08   3774664.36       18.77918  (16111019)                476926.08  
3774664.36       17.72789  (16111019)          
        476946.08   3774664.36       16.61889  (16111019)                476966.08  
3774664.36       15.81232  (16122407)          
        476986.08   3774664.36       15.28221  (16122407)                477006.08  
3774664.36       14.70650  (16122407)          
        477026.08   3774664.36       14.10629  (16122407)                477046.08  
3774664.36       13.49431  (16122407)          
        477066.08   3774664.36       12.91804  (12121601)                477086.08  
3774664.36       12.53606  (13100917)          
        477106.08   3774664.36       12.20999  (15101019)                477126.08  



3774664.36       11.88339  (15101019)          
        477146.08   3774664.36       11.55560  (15101019)                477166.08  
3774664.36       11.23051  (15101019)          
        477186.08   3774664.36       10.91121  (15101019)                477206.08  
3774664.36       10.56626  (15101019)          
        477226.08   3774664.36       10.80687  (15101019)                477246.08  
3774664.36       10.56691  (15101019)          
        477266.08   3774664.36       10.32669  (15101019)                477286.08  
3774664.36       10.08741  (15101019)          
        477306.08   3774664.36        9.85080  (15101019)                477326.08  
3774664.36        9.98615  (15101019)          
        477346.08   3774664.36       10.21751  (15101019)                477366.08  
3774664.36       10.02377  (15101019)          
        477386.08   3774664.36        9.82802  (15101019)                477406.08  
3774664.36        9.63379  (15101019)          
        477426.08   3774664.36        9.44460  (15101019)                477446.08  
3774664.36        9.26369  (15101019)          
        477466.08   3774664.36        9.60755  (14051521)                477486.08  
3774664.36        9.61477  (12071219)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 548
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774664.36        9.54126  (12071219)                477526.08  
3774664.36        9.42125  (12071219)          



        475946.08   3774684.36       10.21821  (15091504)                475966.08  
3774684.36       10.45708  (15091504)          
        475986.08   3774684.36       10.69742  (15091504)                476006.08  
3774684.36       10.97640  (15091504)          
        476026.08   3774684.36       11.25107  (15091504)                476046.08  
3774684.36       11.53505  (13050502)          
        476066.08   3774684.36       11.85134  (13050502)                476086.08  
3774684.36       12.16699  (13050502)          
        476106.08   3774684.36       12.62848  (16021808)                476126.08  
3774684.36       13.10875  (16021808)          
        476146.08   3774684.36       13.59358  (16021808)                476166.08  
3774684.36       14.07806  (16021808)          
        476186.08   3774684.36       14.61570  (16021808)                476206.08  
3774684.36       15.13438  (16021808)          
        476226.08   3774684.36       15.58042  (16021808)                476246.08  
3774684.36       15.98915  (16021808)          
        476266.08   3774684.36       16.39565  (14091624)                476286.08  
3774684.36       17.07245  (14091624)          
        476306.08   3774684.36       17.69790  (14091624)                476326.08  
3774684.36       18.27833  (14091624)          
        476346.08   3774684.36       18.82589  (14091624)                476366.08  
3774684.36       19.55131  (16092018)          
        476386.08   3774684.36       20.28025  (16092018)                476406.08  
3774684.36       20.85169  (16092018)          
        476426.08   3774684.36       21.23304  (16092018)                476446.08  
3774684.36       21.48303  (14040103)          
        476466.08   3774684.36       21.91115  (13021808)                476486.08  
3774684.36       22.51042  (13021808)          
        476506.08   3774684.36       22.84024  (13021808)                476526.08  
3774684.36       23.16643  (16121606)          
        476546.08   3774684.36       23.41199  (16021806)                476566.08  
3774684.36       23.67698  (16021806)          
        476586.08   3774684.36       23.73777  (16021806)                476606.08  
3774684.36       23.76994  (15122518)          
        476626.08   3774684.36       24.11509  (15122518)                476646.08  
3774684.36       24.14502  (15122518)          
        476666.08   3774684.36       24.87282  (13090718)                476686.08  
3774684.36       25.50139  (13090718)          
        476706.08   3774684.36       25.76661  (13090718)                476726.08  
3774684.36       25.53739  (13090718)          
        476746.08   3774684.36       24.83641  (13090718)                476766.08  
3774684.36       23.70195  (13090718)          
        476786.08   3774684.36       22.44404  (14121123)                476806.08  
3774684.36       21.64606  (14022508)          
        476826.08   3774684.36       21.10409  (14022508)                476846.08  
3774684.36       20.25779  (14022508)          
        476866.08   3774684.36       19.57450  (16111019)                476886.08  
3774684.36       18.94293  (16111019)          
        476906.08   3774684.36       18.13697  (16111019)                476926.08  
3774684.36       17.21129  (16111019)          



        476946.08   3774684.36       16.21367  (16111019)                476966.08  
3774684.36       15.29778  (16122407)          
        476986.08   3774684.36       14.85512  (16122407)                477006.08  
3774684.36       14.35690  (16122407)          
        477026.08   3774684.36       13.82360  (16122407)                477046.08  
3774684.36       13.26835  (16122407)          
        477066.08   3774684.36       12.69940  (16122407)                477086.08  
3774684.36       12.24855  (12121601)          
        477106.08   3774684.36       11.94296  (13100917)                477126.08  
3774684.36       11.65097  (15101019)          
        477146.08   3774684.36       11.35946  (15101019)                477166.08  
3774684.36       11.06504  (15101019)          
        477186.08   3774684.36       10.77148  (15101019)                477206.08  
3774684.36       10.44644  (15101019)          
        477226.08   3774684.36       10.64501  (15101019)                477246.08  
3774684.36       10.42480  (15101019)          
        477266.08   3774684.36       10.20315  (15101019)                477286.08  
3774684.36       10.01696  (15101019)          
        477306.08   3774684.36        9.90899  (15101019)                477326.08  
3774684.36       10.10649  (15101019)          
        477346.08   3774684.36       10.09566  (15101019)                477366.08  
3774684.36        9.92097  (15101019)          
        477386.08   3774684.36        9.74192  (15101019)                477406.08  
3774684.36        9.56158  (15101019)          
        477426.08   3774684.36        9.38315  (15101019)                477446.08  
3774684.36        9.20972  (15101019)          
        477466.08   3774684.36        9.54151  (14051521)                477486.08  
3774684.36        9.53479  (14051521)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 549
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774684.36        9.43952  (12071219)                477526.08  
3774684.36        9.32378  (12071219)          
        475946.08   3774704.36       10.15467  (15091504)                475966.08  
3774704.36       10.36771  (15091504)          
        475986.08   3774704.36       10.57893  (15091504)                476006.08  
3774704.36       10.86376  (13050502)          
        476026.08   3774704.36       11.17399  (13050502)                476046.08  
3774704.36       11.45355  (13050502)          
        476066.08   3774704.36       11.82065  (16021808)                476086.08  
3774704.36       12.25086  (16021808)          
        476106.08   3774704.36       12.68468  (16021808)                476126.08  
3774704.36       13.11848  (16021808)          
        476146.08   3774704.36       13.54756  (16021808)                476166.08  
3774704.36       13.96595  (16021808)          
        476186.08   3774704.36       14.42457  (16021808)                476206.08  
3774704.36       14.85151  (16021808)          
        476226.08   3774704.36       15.19472  (16021808)                476246.08  
3774704.36       15.62501  (14091624)          
        476266.08   3774704.36       16.22421  (14091624)                476286.08  
3774704.36       16.77559  (14091624)          
        476306.08   3774704.36       17.25954  (14091624)                476326.08  
3774704.36       17.68319  (14091624)          
        476346.08   3774704.36       18.40043  (16092018)                476366.08  
3774704.36       19.09251  (16092018)          
        476386.08   3774704.36       19.63658  (16092018)                476406.08  
3774704.36       20.01963  (16092018)          
        476426.08   3774704.36       20.21795  (16092018)                476446.08  
3774704.36       20.52727  (14040103)          
        476466.08   3774704.36       21.12643  (13021808)                476486.08  
3774704.36       21.54520  (13021808)          
        476506.08   3774704.36       21.82145  (16121606)                476526.08  
3774704.36       22.07621  (16121606)          
        476546.08   3774704.36       22.35380  (16021806)                476566.08  
3774704.36       22.47497  (16021806)          
        476586.08   3774704.36       22.39726  (16021806)                476606.08  
3774704.36       22.70979  (15122518)          
        476626.08   3774704.36       22.92661  (15122518)                476646.08  
3774704.36       22.98667  (13090718)          
        476666.08   3774704.36       23.82323  (13090718)                476686.08  
3774704.36       24.33811  (13090718)          
        476706.08   3774704.36       24.45255  (13090718)                476726.08  
3774704.36       24.16657  (13090718)          
        476746.08   3774704.36       23.47630  (13090718)                476766.08  



3774704.36       22.41349  (13090718)          
        476786.08   3774704.36       21.31022  (14121123)                476806.08  
3774704.36       20.57109  (14022508)          
        476826.08   3774704.36       20.11352  (14022508)                476846.08  
3774704.36       19.38135  (14022508)          
        476866.08   3774704.36       18.73115  (16111019)                476886.08  
3774704.36       18.21097  (16111019)          
        476906.08   3774704.36       17.52121  (16111019)                476926.08  
3774704.36       16.70776  (16111019)          
        476946.08   3774704.36       15.81245  (16111019)                476966.08  
3774704.36       14.89652  (16111019)          
        476986.08   3774704.36       14.42316  (16122407)                477006.08  
3774704.36       13.99864  (16122407)          
        477026.08   3774704.36       13.53042  (16122407)                477046.08  
3774704.36       13.03145  (16122407)          
        477066.08   3774704.36       12.51042  (16122407)                477086.08  
3774704.36       12.03061  (12121601)          
        477106.08   3774704.36       11.67946  (16112620)                477126.08  
3774704.36       11.40594  (13100917)          
        477146.08   3774704.36       11.14280  (15101019)                477166.08  
3774704.36       10.88140  (15101019)          
        477186.08   3774704.36       10.61596  (15101019)                477206.08  
3774704.36       10.31346  (15101019)          
        477226.08   3774704.36       10.47365  (15101019)                477246.08  
3774704.36       10.27326  (15101019)          
        477266.08   3774704.36       10.07022  (15101019)                477286.08  
3774704.36        9.96735  (15101019)          
        477306.08   3774704.36       10.22163  (15101019)                477326.08  
3774704.36       10.10598  (15101019)          
        477346.08   3774704.36        9.96215  (15101019)                477366.08  
3774704.36        9.80624  (15101019)          
        477386.08   3774704.36        9.64427  (15101019)                477406.08  
3774704.36        9.47879  (15101019)          
        477426.08   3774704.36        9.31260  (15101019)                477446.08  
3774704.36        9.14854  (15101019)          
        477466.08   3774704.36        9.46757  (14051521)                477486.08  
3774704.36        9.47983  (14051521)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 550
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   



, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774704.36        9.33740  (14051521)                477526.08  
3774704.36        9.22494  (12071219)          
        475946.08   3774724.36       10.04144  (15091504)                475966.08  
3774724.36       10.25988  (13050502)          
        475986.08   3774724.36       10.50905  (13050502)                476006.08  
3774724.36       10.77070  (13050502)          
        476026.08   3774724.36       11.07148  (16021808)                476046.08  
3774724.36       11.48750  (16021808)          
        476066.08   3774724.36       11.88432  (16021808)                476086.08  
3774724.36       12.27635  (16021808)          
        476106.08   3774724.36       12.66483  (16021808)                476126.08  
3774724.36       13.04531  (16021808)          
        476146.08   3774724.36       13.41233  (16021808)                476166.08  
3774724.36       13.75928  (16021808)          
        476186.08   3774724.36       14.13461  (16021808)                476206.08  
3774724.36       14.46778  (16021808)          
        476226.08   3774724.36       14.92214  (14091624)                476246.08  
3774724.36       15.45570  (14091624)          
        476266.08   3774724.36       15.94452  (14091624)                476286.08  
3774724.36       16.37230  (14091624)          
        476306.08   3774724.36       16.72153  (14091624)                476326.08  
3774724.36       17.30422  (16092018)          
        476346.08   3774724.36       18.01433  (16092018)                476366.08  
3774724.36       18.54446  (16092018)          
        476386.08   3774724.36       18.92212  (16092018)                476406.08  
3774724.36       19.14045  (16092018)          
        476426.08   3774724.36       19.38246  (14040103)                476446.08  
3774724.36       19.78239  (13021808)          
        476466.08   3774724.36       20.32161  (13021808)                476486.08  
3774724.36       20.58223  (13021808)          
        476506.08   3774724.36       20.89842  (16121606)                476526.08  
3774724.36       21.11922  (16021806)          
        476546.08   3774724.36       21.32946  (16021806)                476566.08  
3774724.36       21.32670  (16021806)          



        476586.08   3774724.36       21.32018  (15122518)                476606.08  
3774724.36       21.70518  (15122518)          
        476626.08   3774724.36       21.81337  (15122518)                476646.08  
3774724.36       22.08332  (13090718)          
        476666.08   3774724.36       22.80296  (13090718)                476686.08  
3774724.36       23.21288  (13090718)          
        476706.08   3774724.36       23.25029  (13090718)                476726.08  
3774724.36       22.93047  (13090718)          
        476746.08   3774724.36       22.25619  (13090718)                476766.08  
3774724.36       21.25901  (13090718)          
        476786.08   3774724.36       20.28938  (14121123)                476806.08  
3774724.36       19.59921  (14022508)          
        476826.08   3774724.36       19.21140  (14022508)                476846.08  
3774724.36       18.57490  (14022508)          
        476866.08   3774724.36       17.94670  (16111019)                476886.08  
3774724.36       17.52091  (16111019)          
        476906.08   3774724.36       16.93211  (16111019)                476926.08  
3774724.36       16.21866  (16111019)          
        476946.08   3774724.36       15.41682  (16111019)                476966.08  
3774724.36       14.58277  (16111019)          
        476986.08   3774724.36       13.98886  (16122407)                477006.08  
3774724.36       13.63366  (16122407)          
        477026.08   3774724.36       13.22803  (16122407)                477046.08  
3774724.36       12.78429  (16122407)          
        477066.08   3774724.36       12.31114  (16122407)                477086.08  
3774724.36       11.84246  (16122407)          
        477106.08   3774724.36       11.45791  (12121601)                477126.08  
3774724.36       11.16457  (16112620)          
        477146.08   3774724.36       10.91726  (13100917)                477166.08  
3774724.36       10.66268  (13100917)          
        477186.08   3774724.36       10.40418  (15101019)                477206.08  
3774724.36       10.33558  (15101019)          
        477226.08   3774724.36       10.29254  (15101019)                477246.08  
3774724.36       10.11214  (15101019)          
        477266.08   3774724.36        9.92783  (15101019)                477286.08  
3774724.36        9.82263  (15101019)          
        477306.08   3774724.36       10.07532  (15031520)                477326.08  
3774724.36        9.94762  (15101019)          
        477346.08   3774724.36        9.81855  (15101019)                477366.08  
3774724.36        9.68075  (15101019)          
        477386.08   3774724.36        9.53575  (15101019)                477406.08  
3774724.36        9.38558  (15101019)          
        477426.08   3774724.36        9.23260  (15101019)                477446.08  
3774724.36        9.07934  (15101019)          
        477466.08   3774724.36        9.40787  (15101019)                477486.08  
3774724.36        9.42023  (14051521)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48



                                                                                    
                                  PAGE 551
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774724.36        9.28850  (14051521)                477526.08  
3774724.36        9.13818  (14051521)          
        475946.08   3774744.36        9.97297  (13050502)                475966.08  
3774744.36       10.19627  (13050502)          
        475986.08   3774744.36       10.41538  (13050502)                476006.08  
3774744.36       10.75134  (16021808)          
        476026.08   3774744.36       11.11935  (16021808)                476046.08  
3774744.36       11.52130  (16021808)          
        476066.08   3774744.36       11.88396  (16021808)                476086.08  
3774744.36       12.23213  (16021808)          
        476106.08   3774744.36       12.56988  (16021808)                476126.08  
3774744.36       12.89221  (16021808)          
        476146.08   3774744.36       13.19325  (16021808)                476166.08  
3774744.36       13.46621  (16021808)          
        476186.08   3774744.36       13.75718  (16021808)                476206.08  
3774744.36       14.27798  (14091624)          
        476226.08   3774744.36       14.75554  (14091624)                476246.08  
3774744.36       15.19114  (14091624)          
        476266.08   3774744.36       15.57107  (14091624)                476286.08  
3774744.36       15.88068  (14091624)          
        476306.08   3774744.36       16.37934  (16092018)                476326.08  
3774744.36       16.97970  (16092018)          
        476346.08   3774744.36       17.54492  (16092018)                476366.08  
3774744.36       17.92714  (16092018)          
        476386.08   3774744.36       18.15715  (16092018)                476406.08  



3774744.36       18.36323  (14040103)          
        476426.08   3774744.36       18.60357  (13021808)                476446.08  
3774744.36       19.12046  (13021808)          
        476466.08   3774744.36       19.50561  (13021808)                476486.08  
3774744.36       19.77603  (16121606)          
        476506.08   3774744.36       19.99007  (16121606)                476526.08  
3774744.36       20.24828  (16021806)          
        476546.08   3774744.36       20.34118  (16021806)                476566.08  
3774744.36       20.23339  (16021806)          
        476586.08   3774744.36       20.47540  (15122518)                476606.08  
3774744.36       20.75432  (15122518)          
        476626.08   3774744.36       20.77140  (15122518)                476646.08  
3774744.36       21.23305  (13090718)          
        476666.08   3774744.36       21.84925  (13090718)                476686.08  
3774744.36       22.17174  (13090718)          
        476706.08   3774744.36       22.15180  (13090718)                476726.08  
3774744.36       21.81024  (13090718)          
        476746.08   3774744.36       21.15529  (13090718)                476766.08  
3774744.36       20.21834  (13090718)          
        476786.08   3774744.36       19.36484  (14121123)                476806.08  
3774744.36       18.71559  (14022508)          
        476826.08   3774744.36       18.38622  (14022508)                476846.08  
3774744.36       17.83067  (14022508)          
        476866.08   3774744.36       17.21564  (16111019)                476886.08  
3774744.36       16.87028  (16111019)          
        476906.08   3774744.36       16.36934  (16111019)                476926.08  
3774744.36       15.74488  (16111019)          
        476946.08   3774744.36       15.02810  (16111019)                476966.08  
3774744.36       14.27025  (16111019)          
        476986.08   3774744.36       13.55455  (16122407)                477006.08  
3774744.36       13.26396  (16122407)          
        477026.08   3774744.36       12.91511  (16122407)                477046.08  
3774744.36       12.52373  (16122407)          
        477066.08   3774744.36       12.10112  (16122407)                477086.08  
3774744.36       11.67339  (16122407)          
        477106.08   3774744.36       11.25456  (12121601)                477126.08  
3774744.36       10.94177  (16112620)          
        477146.08   3774744.36       10.69534  (16112620)                477166.08  
3774744.36       10.45307  (13100917)          
        477186.08   3774744.36       10.36476  (16112620)                477206.08  
3774744.36       10.39589  (15031520)          
        477226.08   3774744.36       10.14350  (15031520)                477246.08  
3774744.36        9.94131  (15101019)          
        477266.08   3774744.36        9.77591  (15101019)                477286.08  
3774744.36        9.67009  (15101019)          
        477306.08   3774744.36        9.99542  (15031520)                477326.08  
3774744.36        9.80309  (15031520)          
        477346.08   3774744.36        9.66652  (15101019)                477366.08  
3774744.36        9.54582  (15101019)          
        477386.08   3774744.36        9.41730  (15101019)                477406.08  



3774744.36        9.28247  (15101019)          
        477426.08   3774744.36        9.14323  (15101019)                477446.08  
3774744.36        9.00175  (15101019)          
        477466.08   3774744.36        9.34793  (15101019)                477486.08  
3774744.36        9.35532  (14051521)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 552
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774744.36        9.23645  (14051521)                477526.08  
3774744.36        9.08978  (14051521)          
        475946.08   3774764.36        9.89030  (13050502)                475966.08  
3774764.36       10.14887  (16021808)          
        475986.08   3774764.36       10.47349  (16021808)                476006.08  
3774764.36       10.79777  (16021808)          
        476026.08   3774764.36       11.13427  (16021808)                476046.08  
3774764.36       11.49929  (16021808)          
        476066.08   3774764.36       11.81969  (16021808)                476086.08  
3774764.36       12.11975  (16021808)          
        476106.08   3774764.36       12.40309  (16021808)                476126.08  
3774764.36       12.66446  (16021808)          
        476146.08   3774764.36       12.89793  (16021808)                476166.08  
3774764.36       13.15139  (14091624)          
        476186.08   3774764.36       13.64932  (14091624)                476206.08  
3774764.36       14.11454  (14091624)          



        476226.08   3774764.36       14.50456  (14091624)                476246.08  
3774764.36       14.84351  (14091624)          
        476266.08   3774764.36       15.11902  (14091624)                476286.08  
3774764.36       15.56810  (16092018)          
        476306.08   3774764.36       16.10183  (16092018)                476326.08  
3774764.36       16.57827  (16092018)          
        476346.08   3774764.36       17.00916  (16092018)                476366.08  
3774764.36       17.25831  (16092018)          
        476386.08   3774764.36       17.42640  (14040103)                476406.08  
3774764.36       17.63901  (14040103)          
        476426.08   3774764.36       18.05836  (13021808)                476446.08  
3774764.36       18.43690  (13021808)          
        476466.08   3774764.36       18.69690  (16121606)                476486.08  
3774764.36       19.00280  (16121606)          
        476506.08   3774764.36       19.19800  (16021806)                476526.08  
3774764.36       19.39933  (16021806)          
        476546.08   3774764.36       19.39098  (16021806)                476566.08  
3774764.36       19.20139  (15122518)          
        476586.08   3774764.36       19.66842  (15122518)                476606.08  
3774764.36       19.85528  (15122518)          
        476626.08   3774764.36       19.79661  (15122518)                476646.08  
3774764.36       20.43262  (13090718)          
        476666.08   3774764.36       20.95969  (13090718)                476686.08  
3774764.36       21.20985  (13090718)          
        476706.08   3774764.36       21.14531  (13090718)                476726.08  
3774764.36       20.79034  (13090718)          
        476746.08   3774764.36       20.15677  (13090718)                476766.08  
3774764.36       19.27517  (13090718)          
        476786.08   3774764.36       18.52303  (14121123)                476806.08  
3774764.36       17.90811  (14022508)          
        476826.08   3774764.36       17.62826  (14022508)                476846.08  
3774764.36       17.14186  (14022508)          
        476866.08   3774764.36       16.53289  (16111019)                476886.08  
3774764.36       16.25643  (16111019)          
        476906.08   3774764.36       15.83216  (16111019)                476926.08  
3774764.36       15.28689  (16111019)          
        476946.08   3774764.36       14.64734  (16111019)                476966.08  
3774764.36       13.96009  (16111019)          
        476986.08   3774764.36       13.24780  (16111019)                477006.08  
3774764.36       12.89144  (16122407)          
        477026.08   3774764.36       12.59172  (16122407)                477046.08  
3774764.36       12.24769  (16122407)          
        477066.08   3774764.36       11.88115  (16122407)                477086.08  
3774764.36       11.49509  (16122407)          
        477106.08   3774764.36       11.09948  (16122407)                477126.08  
3774764.36       10.75818  (12121601)          
        477146.08   3774764.36       10.49228  (16112620)                477166.08  
3774764.36       10.24944  (16112620)          
        477186.08   3774764.36       10.19468  (15031520)                477206.08  
3774764.36       10.23967  (15031520)          



        477226.08   3774764.36       10.01116  (15031520)                477246.08  
3774764.36        9.77583  (16112620)          
        477266.08   3774764.36        9.61446  (15101019)                477286.08  
3774764.36        9.51201  (15101019)          
        477306.08   3774764.36        9.90318  (15031520)                477326.08  
3774764.36        9.72839  (15031520)          
        477346.08   3774764.36        9.50773  (15101019)                477366.08  
3774764.36        9.40289  (15101019)          
        477386.08   3774764.36        9.29006  (15101019)                477406.08  
3774764.36        9.17023  (15101019)          
        477426.08   3774764.36        9.04486  (15101019)                477446.08  
3774764.36        8.91573  (15101019)          
        477466.08   3774764.36        9.28023  (15101019)                477486.08  
3774764.36        9.28482  (14051521)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774764.36        9.18055  (14051521)                477526.08  
3774764.36        9.03864  (14051521)          
        475946.08   3774784.36        9.90238  (16021808)                475966.08  
3774784.36       10.20233  (16021808)          
        475986.08   3774784.36       10.50010  (16021808)                476006.08  
3774784.36       10.79352  (16021808)          
        476026.08   3774784.36       11.09457  (16021808)                476046.08  



3774784.36       11.41869  (16021808)          
        476066.08   3774784.36       11.69345  (16021808)                476086.08  
3774784.36       11.94265  (16021808)          
        476106.08   3774784.36       12.16962  (16021808)                476126.08  
3774784.36       12.36916  (16021808)          
        476146.08   3774784.36       12.65247  (14091624)                476166.08  
3774784.36       13.06365  (14091624)          
        476186.08   3774784.36       13.46493  (14091624)                476206.08  
3774784.36       13.83742  (14091624)          
        476226.08   3774784.36       14.17300  (14091624)                476246.08  
3774784.36       14.42564  (14091624)          
        476266.08   3774784.36       14.83032  (16092018)                476286.08  
3774784.36       15.32818  (16092018)          
        476306.08   3774784.36       15.75357  (16092018)                476326.08  
3774784.36       16.11417  (16092018)          
        476346.08   3774784.36       16.42245  (16092018)                476366.08  
3774784.36       16.56463  (14040103)          
        476386.08   3774784.36       16.79843  (14040103)                476406.08  
3774784.36       17.09367  (13021808)          
        476426.08   3774784.36       17.48460  (13021808)                476446.08  
3774784.36       17.74035  (13021808)          
        476466.08   3774784.36       18.04408  (16121606)                476486.08  
3774784.36       18.23692  (16121606)          
        476506.08   3774784.36       18.47394  (16021806)                476526.08  
3774784.36       18.57499  (16021806)          
        476546.08   3774784.36       18.48035  (16021806)                476566.08  
3774784.36       18.52726  (15122518)          
        476586.08   3774784.36       18.89839  (15122518)                476606.08  
3774784.36       19.00596  (15122518)          
        476626.08   3774784.36       19.04565  (13090718)                476646.08  
3774784.36       19.67890  (13090718)          
        476666.08   3774784.36       20.12907  (13090718)                476686.08  
3774784.36       20.31922  (13090718)          
        476706.08   3774784.36       20.22008  (13090718)                476726.08  
3774784.36       19.85792  (13090718)          
        476746.08   3774784.36       19.25110  (13090718)                476766.08  
3774784.36       18.43008  (13090718)          
        476786.08   3774784.36       17.75457  (14121123)                476806.08  
3774784.36       17.16679  (14022508)          
        476826.08   3774784.36       16.92935  (14022508)                476846.08  
3774784.36       16.50252  (14022508)          
        476866.08   3774784.36       15.91517  (14022508)                476886.08  
3774784.36       15.67674  (16111019)          
        476906.08   3774784.36       15.31960  (16111019)                476926.08  
3774784.36       14.84484  (16111019)          
        476946.08   3774784.36       14.27533  (16111019)                476966.08  
3774784.36       13.65328  (16111019)          
        476986.08   3774784.36       12.99940  (16111019)                477006.08  
3774784.36       12.51789  (16122407)          
        477026.08   3774784.36       12.27078  (16122407)                477046.08  



3774784.36       11.97572  (16122407)          
        477066.08   3774784.36       11.65458  (16122407)                477086.08  
3774784.36       11.30807  (16122407)          
        477106.08   3774784.36       10.94649  (16122407)                477126.08  
3774784.36       10.57891  (16122407)          
        477146.08   3774784.36       10.30473  (12121601)                477166.08  
3774784.36       10.06348  (16112620)          
        477186.08   3774784.36       10.04295  (12121601)                477206.08  
3774784.36       10.07423  (15031520)          
        477226.08   3774784.36        9.86948  (15031520)                477246.08  
3774784.36        9.65475  (15031520)          
        477266.08   3774784.36        9.45105  (16112620)                477286.08  
3774784.36        9.39108  (15031520)          
        477306.08   3774784.36        9.79940  (15031520)                477326.08  
3774784.36        9.64218  (15031520)          
        477346.08   3774784.36        9.42243  (15031520)                477366.08  
3774784.36        9.25343  (15101019)          
        477386.08   3774784.36        9.15527  (15101019)                477406.08  
3774784.36        9.04983  (15101019)          
        477426.08   3774784.36        8.93812  (15101019)                477446.08  
3774784.36        9.36053  (15101019)          
        477466.08   3774784.36        9.31659  (15101019)                477486.08  
3774784.36        9.22679  (14051521)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 554
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)



 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774784.36        9.12034  (14051521)                477526.08  
3774784.36        8.98409  (14051521)          
        475946.08   3774804.36        9.93827  (16021808)                475966.08  
3774804.36       10.21170  (16021808)          
        475986.08   3774804.36       10.47934  (16021808)                476006.08  
3774804.36       10.73872  (16021808)          
        476026.08   3774804.36       11.00130  (16021808)                476046.08  
3774804.36       11.28170  (16021808)          
        476066.08   3774804.36       11.50874  (16021808)                476086.08  
3774804.36       11.70578  (16021808)          
        476106.08   3774804.36       11.87605  (16021808)                476126.08  
3774804.36       12.18741  (14091624)          
        476146.08   3774804.36       12.56207  (14091624)                476166.08  
3774804.36       12.90965  (14091624)          
        476186.08   3774804.36       13.22223  (14091624)                476206.08  
3774804.36       13.50895  (14091624)          
        476226.08   3774804.36       13.78214  (14091624)                476246.08  
3774804.36       14.15629  (16092018)          
        476266.08   3774804.36       14.62172  (16092018)                476286.08  
3774804.36       15.02324  (16092018)          
        476306.08   3774804.36       15.34659  (16092018)                476326.08  
3774804.36       15.60062  (16092018)          
        476346.08   3774804.36       15.79855  (16092018)                476366.08  
3774804.36       16.01895  (14040103)          
        476386.08   3774804.36       16.19676  (13021808)                476406.08  
3774804.36       16.61269  (13021808)          
        476426.08   3774804.36       16.89083  (13021808)                476446.08  
3774804.36       17.07751  (16121606)          
        476466.08   3774804.36       17.38895  (16121606)                476486.08  
3774804.36       17.56998  (16021806)          
        476506.08   3774804.36       17.76331  (16021806)                476526.08  
3774804.36       17.77750  (16021806)          
        476546.08   3774804.36       17.61021  (16021806)                476566.08  
3774804.36       17.87781  (15122518)          
        476586.08   3774804.36       18.16438  (15122518)                476606.08  
3774804.36       18.20412  (15122518)          
        476626.08   3774804.36       18.40886  (13090718)                476646.08  
3774804.36       18.96886  (13090718)          
        476666.08   3774804.36       19.35258  (13090718)                476686.08  
3774804.36       19.49282  (13090718)          
        476706.08   3774804.36       19.36695  (13090718)                476726.08  
3774804.36       19.00221  (13090718)          
        476746.08   3774804.36       18.42000  (13090718)                476766.08  
3774804.36       17.64576  (13090718)          
        476786.08   3774804.36       17.04633  (14121123)                476806.08  
3774804.36       16.50020  (14121123)          
        476826.08   3774804.36       16.28257  (14022508)                476846.08  
3774804.36       15.90744  (14022508)          



        476866.08   3774804.36       15.38269  (14022508)                476886.08  
3774804.36       15.12867  (16111019)          
        476906.08   3774804.36       14.83049  (16111019)                476926.08  
3774804.36       14.41863  (16111019)          
        476946.08   3774804.36       13.91260  (16111019)                476966.08  
3774804.36       13.35064  (16111019)          
        476986.08   3774804.36       12.75153  (16111019)                477006.08  
3774804.36       12.14491  (16122407)          
        477026.08   3774804.36       11.94740  (16122407)                477046.08  
3774804.36       11.69928  (16122407)          
        477066.08   3774804.36       11.42093  (16122407)                477086.08  
3774804.36       11.11296  (16122407)          
        477106.08   3774804.36       10.78529  (16122407)                477126.08  
3774804.36       10.44686  (16122407)          
        477146.08   3774804.36       10.12075  (12121601)                477166.08  
3774804.36        9.86151  (12121601)          
        477186.08   3774804.36       10.02746  (12121601)                477206.08  
3774804.36        9.92384  (12121601)          
        477226.08   3774804.36        9.71886  (15031520)                477246.08  
3774804.36        9.52586  (15031520)          
        477266.08   3774804.36        9.39959  (15031520)                477286.08  
3774804.36        9.46742  (15031520)          
        477306.08   3774804.36        9.71881  (15031520)                477326.08  
3774804.36        9.54521  (15031520)          
        477346.08   3774804.36        9.34476  (15031520)                477366.08  
3774804.36        9.13670  (15031520)          
        477386.08   3774804.36        9.01419  (15101019)                477406.08  
3774804.36        8.92231  (15101019)          
        477426.08   3774804.36        8.82380  (15101019)                477446.08  
3774804.36        9.32873  (15101019)          
        477466.08   3774804.36        9.33686  (15101019)                477486.08  
3774804.36        9.18893  (15101019)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 555
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774804.36        9.05557  (14051521)                477526.08  
3774804.36        8.92564  (14051521)          
        475946.08   3774824.36        9.93267  (16021808)                475966.08  
3774824.36       10.17683  (16021808)          
        475986.08   3774824.36       10.41174  (16021808)                476006.08  
3774824.36       10.63474  (16021808)          
        476026.08   3774824.36       10.85681  (16021808)                476046.08  
3774824.36       11.09180  (16021808)          
        476066.08   3774824.36       11.27030  (16021808)                476086.08  
3774824.36       11.41524  (16021808)          
        476106.08   3774824.36       11.75281  (14091624)                476126.08  
3774824.36       12.09536  (14091624)          
        476146.08   3774824.36       12.41183  (14091624)                476166.08  
3774824.36       12.69532  (14091624)          
        476186.08   3774824.36       12.93840  (14091624)                476206.08  
3774824.36       13.15017  (14091624)          
        476226.08   3774824.36       13.52832  (16092018)                476246.08  
3774824.36       13.97404  (16092018)          
        476266.08   3774824.36       14.35340  (16092018)                476286.08  
3774824.36       14.66352  (16092018)          
        476306.08   3774824.36       14.89226  (16092018)                476326.08  
3774824.36       15.04966  (16092018)          
        476346.08   3774824.36       15.28516  (14040103)                476366.08  
3774824.36       15.44596  (14040103)          
        476386.08   3774824.36       15.79532  (13021808)                476406.08  
3774824.36       16.10688  (13021808)          
        476426.08   3774824.36       16.28460  (13021808)                476446.08  
3774824.36       16.52405  (16121606)          
        476466.08   3774824.36       16.73655  (16121606)                476486.08  
3774824.36       16.96185  (16021806)          
        476506.08   3774824.36       17.06893  (16021806)                476526.08  
3774824.36       17.00856  (16021806)          
        476546.08   3774824.36       16.89606  (15122518)                476566.08  
3774824.36       17.25293  (15122518)          
        476586.08   3774824.36       17.46535  (15122518)                476606.08  
3774824.36       17.44739  (15122518)          
        476626.08   3774824.36       17.80478  (13090718)                476646.08  
3774824.36       18.29959  (13090718)          
        476666.08   3774824.36       18.62579  (13090718)                476686.08  



3774824.36       18.72443  (13090718)          
        476706.08   3774824.36       18.57804  (13090718)                476726.08  
3774824.36       18.21416  (13090718)          
        476746.08   3774824.36       17.65427  (13090718)                476766.08  
3774824.36       16.92266  (13090718)          
        476786.08   3774824.36       16.39341  (14121123)                476806.08  
3774824.36       15.89031  (14121123)          
        476826.08   3774824.36       15.68203  (14022508)                476846.08  
3774824.36       15.35210  (14022508)          
        476866.08   3774824.36       14.88243  (14022508)                476886.08  
3774824.36       14.60985  (16111019)          
        476906.08   3774824.36       14.36364  (16111019)                476926.08  
3774824.36       14.00797  (16111019)          
        476946.08   3774824.36       13.55949  (16111019)                476966.08  
3774824.36       13.05283  (16111019)          
        476986.08   3774824.36       12.50492  (16111019)                477006.08  
3774824.36       11.93445  (16111019)          
        477026.08   3774824.36       11.62233  (16122407)                477046.08  
3774824.36       11.41841  (16122407)          
        477066.08   3774824.36       11.18101  (16122407)                477086.08  
3774824.36       10.91052  (16122407)          
        477106.08   3774824.36       10.61634  (16122407)                477126.08  
3774824.36       10.30716  (16122407)          
        477146.08   3774824.36        9.96641  (16122407)                477166.08  
3774824.36       10.08860  (16122407)          
        477186.08   3774824.36        9.99089  (12121601)                477206.08  
3774824.36        9.78530  (12121601)          
        477226.08   3774824.36        9.56608  (12121601)                477246.08  
3774824.36        9.38836  (15031520)          
        477266.08   3774824.36        9.50695  (15031520)                477286.08  
3774824.36        9.75277  (15031520)          
        477306.08   3774824.36        9.60540  (15031520)                477326.08  
3774824.36        9.43838  (15031520)          
        477346.08   3774824.36        9.25713  (15031520)                477366.08  
3774824.36        9.06636  (15031520)          
        477386.08   3774824.36        8.86936  (15031520)                477406.08  
3774824.36        8.78878  (15101019)          
        477426.08   3774824.36        8.70280  (15101019)                477446.08  
3774824.36        9.23261  (15101019)          
        477466.08   3774824.36        9.27349  (15101019)                477486.08  
3774824.36        9.13320  (15101019)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 556
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   



VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774824.36        8.99379  (15101019)                477526.08  
3774824.36        8.86303  (14051521)          
        475946.08   3774844.36        9.88576  (16021808)                475966.08  
3774844.36       10.09853  (16021808)          
        475986.08   3774844.36       10.29886  (16021808)                476006.08  
3774844.36       10.48399  (16021808)          
        476026.08   3774844.36       10.66449  (16021808)                476046.08  
3774844.36       10.85347  (16021808)          
        476066.08   3774844.36       11.01209  (14091624)                476086.08  
3774844.36       11.34573  (14091624)          
        476106.08   3774844.36       11.65991  (14091624)                476126.08  
3774844.36       11.94903  (14091624)          
        476146.08   3774844.36       12.20701  (14091624)                476166.08  
3774844.36       12.42736  (14091624)          
        476186.08   3774844.36       12.60338  (14091624)                476206.08  
3774844.36       12.90806  (16092018)          
        476226.08   3774844.36       13.36877  (16092018)                476246.08  
3774844.36       13.73691  (16092018)          
        476266.08   3774844.36       14.03408  (16092018)                476286.08  
3774844.36       14.25880  (16092018)          
        476306.08   3774844.36       14.43089  (16092018)                476326.08  
3774844.36       14.59891  (14040103)          
        476346.08   3774844.36       14.78724  (14040103)                476366.08  
3774844.36       15.02992  (13021808)          
        476386.08   3774844.36       15.36591  (13021808)                476406.08  
3774844.36       15.58349  (13021808)          
        476426.08   3774844.36       15.73837  (16121606)                476446.08  
3774844.36       15.96574  (16121606)          
        476466.08   3774844.36       16.16728  (16021806)                476486.08  
3774844.36       16.36122  (16021806)          



        476506.08   3774844.36       16.39313  (16021806)                476526.08  
3774844.36       16.26936  (16021806)          
        476546.08   3774844.36       16.36723  (15122518)                476566.08  
3774844.36       16.65244  (15122518)          
        476586.08   3774844.36       16.80012  (15122518)                476606.08  
3774844.36       16.73338  (15122518)          
        476626.08   3774844.36       17.23914  (13090718)                476646.08  
3774844.36       17.69864  (13090718)          
        476666.08   3774844.36       17.95792  (13090718)                476686.08  
3774844.36       18.00855  (13090718)          
        476706.08   3774844.36       17.84658  (13090718)                476726.08  
3774844.36       17.48608  (13090718)          
        476746.08   3774844.36       16.94824  (13090718)                476766.08  
3774844.36       16.25612  (13090718)          
        476786.08   3774844.36       15.78896  (14121123)                476806.08  
3774844.36       15.32438  (14121123)          
        476826.08   3774844.36       15.12270  (14022508)                476846.08  
3774844.36       14.83254  (14022508)          
        476866.08   3774844.36       14.41159  (14022508)                476886.08  
3774844.36       14.11807  (16111019)          
        476906.08   3774844.36       13.91780  (16111019)                476926.08  
3774844.36       13.61245  (16111019)          
        476946.08   3774844.36       13.21616  (16111019)                476966.08  
3774844.36       12.76035  (16111019)          
        476986.08   3774844.36       12.26021  (16111019)                477006.08  
3774844.36       11.73299  (16111019)          
        477026.08   3774844.36       11.29687  (16122407)                477046.08  
3774844.36       11.13434  (16122407)          
        477066.08   3774844.36       10.93588  (16122407)                477086.08  
3774844.36       10.70156  (16122407)          
        477106.08   3774844.36       10.44022  (16122407)                477126.08  
3774844.36       10.16017  (16122407)          
        477146.08   3774844.36        9.84326  (16122407)                477166.08  
3774844.36       10.10199  (16122407)          
        477186.08   3774844.36        9.81970  (12121601)                477206.08  
3774844.36        9.63815  (12121601)          
        477226.08   3774844.36        9.44159  (12121601)                477246.08  
3774844.36        9.24266  (15031520)          
        477266.08   3774844.36        9.36098  (15031520)                477286.08  
3774844.36        9.60488  (15031520)          
        477306.08   3774844.36        9.47160  (15031520)                477326.08  
3774844.36        9.32270  (15031520)          
        477346.08   3774844.36        9.16026  (15031520)                477366.08  
3774844.36        8.98683  (15031520)          
        477386.08   3774844.36        8.80530  (15031520)                477406.08  
3774844.36        8.65030  (15101019)          
        477426.08   3774844.36        8.57607  (15101019)                477446.08  
3774844.36        9.13050  (15101019)          
        477466.08   3774844.36        9.20455  (15101019)                477486.08  
3774844.36        9.07234  (15101019)          



� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 557
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774844.36        8.93992  (15101019)                477526.08  
3774844.36        8.80821  (15101019)          
        475946.08   3774864.36        9.79857  (16021808)                475966.08  
3774864.36        9.97851  (16021808)          
        475986.08   3774864.36       10.14315  (16021808)                476006.08  
3774864.36       10.28977  (16021808)          
        476026.08   3774864.36       10.42855  (16021808)                476046.08  
3774864.36       10.64946  (14091624)          
        476066.08   3774864.36       10.96363  (14091624)                476086.08  
3774864.36       11.25262  (14091624)          
        476106.08   3774864.36       11.51757  (14091624)                476126.08  
3774864.36       11.75310  (14091624)          
        476146.08   3774864.36       11.95351  (14091624)                476166.08  
3774864.36       12.11293  (14091624)          
        476186.08   3774864.36       12.37128  (16092018)                476206.08  
3774864.36       12.76924  (16092018)          
        476226.08   3774864.36       13.15875  (16092018)                476246.08  
3774864.36       13.45235  (16092018)          
        476266.08   3774864.36       13.67220  (16092018)                476286.08  
3774864.36       13.81827  (16092018)          
        476306.08   3774864.36       13.96498  (14040103)                476326.08  



3774864.36       14.17901  (14040103)          
        476346.08   3774864.36       14.31360  (13021808)                476366.08  
3774864.36       14.66670  (13021808)          
        476386.08   3774864.36       14.91531  (13021808)                476406.08  
3774864.36       15.04891  (13021808)          
        476426.08   3774864.36       15.26050  (16121606)                476446.08  
3774864.36       15.40711  (16121606)          
        476466.08   3774864.36       15.65207  (16021806)                476486.08  
3774864.36       15.77086  (16021806)          
        476506.08   3774864.36       15.73773  (16021806)                476526.08  
3774864.36       15.56060  (16021806)          
        476546.08   3774864.36       15.85443  (15122518)                476566.08  
3774864.36       16.07604  (15122518)          
        476586.08   3774864.36       16.16742  (15122518)                476606.08  
3774864.36       16.13292  (13090718)          
        476626.08   3774864.36       16.69847  (13090718)                476646.08  
3774864.36       17.11441  (13090718)          
        476666.08   3774864.36       17.32426  (13090718)                476686.08  
3774864.36       17.34034  (13090718)          
        476706.08   3774864.36       17.16671  (13090718)                476726.08  
3774864.36       16.81141  (13090718)          
        476746.08   3774864.36       16.29512  (13090718)                476766.08  
3774864.36       15.63963  (13090718)          
        476786.08   3774864.36       15.22756  (14121123)                476806.08  
3774864.36       14.79765  (14121123)          
        476826.08   3774864.36       14.60027  (14022508)                476846.08  
3774864.36       14.34528  (14022508)          
        476866.08   3774864.36       13.96765  (14022508)                476886.08  
3774864.36       13.65132  (16111019)          
        476906.08   3774864.36       13.49179  (16111019)                476926.08  
3774864.36       13.23155  (16111019)          
        476946.08   3774864.36       12.88265  (16111019)                476966.08  
3774864.36       12.47359  (16111019)          
        476986.08   3774864.36       12.01794  (16111019)                477006.08  
3774864.36       11.53158  (16111019)          
        477026.08   3774864.36       11.02467  (16111019)                477046.08  
3774864.36       10.84821  (16122407)          
        477066.08   3774864.36       10.68656  (16122407)                477086.08  
3774864.36       10.48695  (16122407)          
        477106.08   3774864.36       10.24610  (16122407)                477126.08  
3774864.36        9.99282  (16122407)          
        477146.08   3774864.36        9.71158  (16122407)                477166.08  
3774864.36        9.97837  (16122407)          
        477186.08   3774864.36        9.69729  (16122407)                477206.08  
3774864.36        9.48300  (12121601)          
        477226.08   3774864.36        9.30886  (12121601)                477246.08  
3774864.36        9.12154  (12121601)          
        477266.08   3774864.36        9.22544  (12121601)                477286.08  
3774864.36        9.44392  (15031520)          
        477306.08   3774864.36        9.32942  (15031520)                477326.08  



3774864.36        9.19927  (15031520)          
        477346.08   3774864.36        9.05500  (15031520)                477366.08  
3774864.36        8.89869  (15031520)          
        477386.08   3774864.36        8.73280  (15031520)                477406.08  
3774864.36        8.56005  (15031520)          
        477426.08   3774864.36        8.44452  (15101019)                477446.08  
3774864.36        9.02313  (15101019)          
        477466.08   3774864.36        9.13007  (15101019)                477486.08  
3774864.36        9.00627  (15101019)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 558
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774864.36        8.88131  (15101019)                477526.08  
3774864.36        8.75605  (15101019)          
        475946.08   3774884.36        9.67287  (16021808)                475966.08  
3774884.36        9.81920  (16021808)          
        475986.08   3774884.36        9.94780  (16021808)                476006.08  
3774884.36       10.05606  (16021808)          
        476026.08   3774884.36       10.27999  (14091624)                476046.08  
3774884.36       10.59825  (14091624)          
        476066.08   3774884.36       10.87081  (14091624)                476086.08  
3774884.36       11.11431  (14091624)          
        476106.08   3774884.36       11.32999  (14091624)                476126.08  
3774884.36       11.51282  (14091624)          



        476146.08   3774884.36       11.65763  (14091624)                476166.08  
3774884.36       11.88920  (16092018)          
        476186.08   3774884.36       12.24919  (16092018)                476206.08  
3774884.36       12.58405  (16092018)          
        476226.08   3774884.36       12.90465  (16092018)                476246.08  
3774884.36       13.12768  (16092018)          
        476266.08   3774884.36       13.27580  (16092018)                476286.08  
3774884.36       13.35035  (16092018)          
        476306.08   3774884.36       13.57394  (14040103)                476326.08  
3774884.36       13.71194  (14040103)          
        476346.08   3774884.36       14.00761  (13021808)                476366.08  
3774884.36       14.27986  (13021808)          
        476386.08   3774884.36       14.44954  (13021808)                476406.08  
3774884.36       14.59805  (16121606)          
        476426.08   3774884.36       14.77675  (16121606)                476446.08  
3774884.36       14.91786  (16021806)          
        476466.08   3774884.36       15.14025  (16021806)                476486.08  
3774884.36       15.19306  (16021806)          
        476506.08   3774884.36       15.10409  (16021806)                476526.08  
3774884.36       15.06218  (15122518)          
        476546.08   3774884.36       15.35794  (15122518)                476566.08  
3774884.36       15.52330  (15122518)          
        476586.08   3774884.36       15.56590  (15122518)                476606.08  
3774884.36       15.67012  (13090718)          
        476626.08   3774884.36       16.18072  (13090718)                476646.08  
3774884.36       16.54840  (13090718)          
        476666.08   3774884.36       16.72227  (13090718)                476686.08  
3774884.36       16.71546  (13090718)          
        476706.08   3774884.36       16.53330  (13090718)                476726.08  
3774884.36       16.18454  (13090718)          
        476746.08   3774884.36       15.68913  (13090718)                476766.08  
3774884.36       15.06763  (13090718)          
        476786.08   3774884.36       14.70460  (14121123)                476806.08  
3774884.36       14.30600  (14121123)          
        476826.08   3774884.36       14.11103  (14022508)                476846.08  
3774884.36       13.88730  (14022508)          
        476866.08   3774884.36       13.54834  (14022508)                476886.08  
3774884.36       13.20778  (16111019)          
        476906.08   3774884.36       13.08444  (16111019)                476926.08  
3774884.36       12.86475  (16111019)          
        476946.08   3774884.36       12.55891  (16111019)                476966.08  
3774884.36       12.19282  (16111019)          
        476986.08   3774884.36       11.77857  (16111019)                477006.08  
3774884.36       11.33072  (16111019)          
        477026.08   3774884.36       10.85864  (16111019)                477046.08  
3774884.36       10.56111  (16122407)          
        477066.08   3774884.36       10.43406  (16122407)                477086.08  
3774884.36       10.26757  (16122407)          
        477106.08   3774884.36       10.05499  (16122407)                477126.08  
3774884.36       10.08865  (16122407)          



        477146.08   3774884.36       10.03521  (16122407)                477166.08  
3774884.36        9.84728  (16122407)          
        477186.08   3774884.36        9.59004  (16122407)                477206.08  
3774884.36        9.32224  (16122407)          
        477226.08   3774884.36        9.16840  (12121601)                477246.08  
3774884.36        9.00147  (12121601)          
        477266.08   3774884.36        9.10648  (12121601)                477286.08  
3774884.36        9.32417  (12121601)          
        477306.08   3774884.36        9.18173  (15031520)                477326.08  
3774884.36        9.06917  (15031520)          
        477346.08   3774884.36        8.94226  (15031520)                477366.08  
3774884.36        8.80263  (15031520)          
        477386.08   3774884.36        8.65232  (15031520)                477406.08  
3774884.36        8.49368  (15031520)          
        477426.08   3774884.36        8.32920  (15031520)                477446.08  
3774884.36        8.91117  (15101019)          
        477466.08   3774884.36        9.05014  (15101019)                477486.08  
3774884.36        8.93497  (15101019)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 559
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774884.36        8.81784  (15101019)                477526.08  
3774884.36        8.69950  (15101019)          
        475946.08   3774904.36        9.51108  (16021808)                475966.08  



3774904.36        9.62366  (16021808)          
        475986.08   3774904.36        9.71655  (16021808)                476006.08  
3774904.36        9.95428  (14091624)          
        476026.08   3774904.36       10.22720  (14091624)                476046.08  
3774904.36       10.50624  (14091624)          
        476066.08   3774904.36       10.73653  (14091624)                476086.08  
3774904.36       10.93459  (14091624)          
        476106.08   3774904.36       11.10185  (14091624)                476126.08  
3774904.36       11.23376  (14091624)          
        476146.08   3774904.36       11.44065  (16092018)                476166.08  
3774904.36       11.78119  (16092018)          
        476186.08   3774904.36       12.08432  (16092018)                476206.08  
3774904.36       12.35796  (16092018)          
        476226.08   3774904.36       12.61282  (16092018)                476246.08  
3774904.36       12.76992  (16092018)          
        476266.08   3774904.36       12.85235  (16092018)                476286.08  
3774904.36       13.00251  (14040103)          
        476306.08   3774904.36       13.15956  (14040103)                476326.08  
3774904.36       13.38678  (13021808)          
        476346.08   3774904.36       13.67656  (13021808)                476366.08  
3774904.36       13.87503  (13021808)          
        476386.08   3774904.36       13.97395  (13021808)                476406.08  
3774904.36       14.18012  (16121606)          
        476426.08   3774904.36       14.31397  (16121606)                476446.08  
3774904.36       14.51172  (16021806)          
        476466.08   3774904.36       14.63875  (16021806)                476486.08  
3774904.36       14.62965  (16021806)          
        476506.08   3774904.36       14.49311  (16021806)                476526.08  
3774904.36       14.63853  (15122518)          
        476546.08   3774904.36       14.87790  (15122518)                476566.08  
3774904.36       14.99367  (15122518)          
        476586.08   3774904.36       14.99417  (15122518)                476606.08  
3774904.36       15.22784  (13090718)          
        476626.08   3774904.36       15.68873  (13090718)                476646.08  
3774904.36       16.01344  (13090718)          
        476666.08   3774904.36       16.15601  (13090718)                476686.08  
3774904.36       16.13009  (13090718)          
        476706.08   3774904.36       15.94189  (13090718)                476726.08  
3774904.36       15.60057  (13090718)          
        476746.08   3774904.36       15.12530  (13090718)                476766.08  
3774904.36       14.53538  (13090718)          
        476786.08   3774904.36       14.21613  (14121123)                476806.08  
3774904.36       13.84592  (14121123)          
        476826.08   3774904.36       13.65177  (14022508)                476846.08  
3774904.36       13.45594  (14022508)          
        476866.08   3774904.36       13.15164  (14022508)                476886.08  
3774904.36       12.78577  (16111019)          
        476906.08   3774904.36       12.69217  (16111019)                476926.08  
3774904.36       12.50710  (16111019)          
        476946.08   3774904.36       12.24399  (16111019)                476966.08  



3774904.36       11.91821  (16111019)          
        476986.08   3774904.36       11.54104  (16111019)                477006.08  
3774904.36       11.12494  (16111019)          
        477026.08   3774904.36       10.68849  (16111019)                477046.08  
3774904.36       10.27403  (16122407)          
        477066.08   3774904.36       10.17937  (16122407)                477086.08  
3774904.36       10.04427  (16122407)          
        477106.08   3774904.36        9.86100  (16122407)                477126.08  
3774904.36        9.89850  (16122407)          
        477146.08   3774904.36        9.92435  (16122407)                477166.08  
3774904.36        9.70933  (16122407)          
        477186.08   3774904.36        9.47567  (16122407)                477206.08  
3774904.36        9.52306  (16122407)          
        477226.08   3774904.36        9.33678  (16122407)                477246.08  
3774904.36        9.16896  (12121601)          
        477266.08   3774904.36        9.29182  (12121601)                477286.08  
3774904.36        9.19932  (12121601)          
        477306.08   3774904.36        9.04845  (12121601)                477326.08  
3774904.36        8.93346  (15031520)          
        477346.08   3774904.36        8.82299  (15031520)                477366.08  
3774904.36        8.69942  (15031520)          
        477386.08   3774904.36        8.56440  (15031520)                477406.08  
3774904.36        8.41992  (15031520)          
        477426.08   3774904.36        8.26816  (15031520)                477446.08  
3774904.36        8.81343  (15031520)          
        477466.08   3774904.36        8.96480  (15101019)                477486.08  
3774904.36        8.85843  (15101019)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 560
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      



                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774904.36        8.74939  (15101019)                477526.08  
3774904.36        8.63837  (15101019)          
        475946.08   3774924.36        9.31612  (16021808)                475966.08  
3774924.36        9.39833  (14091624)          
        475986.08   3774924.36        9.65627  (14091624)                476006.08  
3774924.36        9.90005  (14091624)          
        476026.08   3774924.36       10.13689  (14091624)                476046.08  
3774924.36       10.37610  (14091624)          
        476066.08   3774924.36       10.56420  (14091624)                476086.08  
3774924.36       10.71764  (14091624)          
        476106.08   3774924.36       10.83813  (14091624)                476126.08  
3774924.36       11.02217  (16092018)          
        476146.08   3774924.36       11.34495  (16092018)                476166.08  
3774924.36       11.63360  (16092018)          
        476186.08   3774924.36       11.88141  (16092018)                476206.08  
3774924.36       12.09647  (16092018)          
        476226.08   3774924.36       12.28940  (16092018)                476246.08  
3774924.36       12.38568  (16092018)          
        476266.08   3774924.36       12.50456  (14040103)                476286.08  
3774924.36       12.63462  (14040103)          
        476306.08   3774924.36       12.77804  (13021808)                476326.08  
3774924.36       13.10447  (13021808)          
        476346.08   3774924.36       13.32558  (13021808)                476366.08  
3774924.36       13.45722  (13021808)          
        476386.08   3774924.36       13.60215  (16121606)                476406.08  
3774924.36       13.75600  (16121606)          
        476426.08   3774924.36       13.89717  (16021806)                476446.08  
3774924.36       14.08964  (16021806)          
        476466.08   3774924.36       14.14365  (16021806)                476486.08  
3774924.36       14.08206  (16021806)          
        476506.08   3774924.36       13.91271  (15122518)                476526.08  
3774924.36       14.22535  (15122518)          
        476546.08   3774924.36       14.42312  (15122518)                476566.08  
3774924.36       14.49828  (15122518)          
        476586.08   3774924.36       14.45217  (15122518)                476606.08  
3774924.36       14.80504  (13090718)          
        476626.08   3774924.36       15.22094  (13090718)                476646.08  
3774924.36       15.50737  (13090718)          
        476666.08   3774924.36       15.62268  (13090718)                476686.08  
3774924.36       15.58079  (13090718)          
        476706.08   3774924.36       15.38855  (13090718)                476726.08  
3774924.36       15.05530  (13090718)          
        476746.08   3774924.36       14.59933  (13090718)                476766.08  
3774924.36       14.03878  (13090718)          



        476786.08   3774924.36       13.75872  (14121123)                476806.08  
3774924.36       13.41434  (14121123)          
        476826.08   3774924.36       13.21970  (14022508)                476846.08  
3774924.36       13.04885  (14022508)          
        476866.08   3774924.36       12.77574  (14022508)                476886.08  
3774924.36       12.41513  (14022508)          
        476906.08   3774924.36       12.31720  (16111019)                476926.08  
3774924.36       12.16352  (16111019)          
        476946.08   3774924.36       11.93881  (16111019)                476966.08  
3774924.36       11.64989  (16111019)          
        476986.08   3774924.36       11.30768  (16111019)                477006.08  
3774924.36       10.92226  (16111019)          
        477026.08   3774924.36       10.51935  (16111019)                477046.08  
3774924.36       10.10594  (16111019)          
        477066.08   3774924.36        9.92339  (16122407)                477086.08  
3774924.36        9.81793  (16122407)          
        477106.08   3774924.36        9.66321  (16122407)                477126.08  
3774924.36        9.71385  (16122407)          
        477146.08   3774924.36        9.75513  (16122407)                477166.08  
3774924.36        9.56516  (16122407)          
        477186.08   3774924.36        9.35467  (16122407)                477206.08  
3774924.36        9.41931  (16122407)          
        477226.08   3774924.36        9.58812  (16122407)                477246.08  
3774924.36        9.34511  (16122407)          
        477266.08   3774924.36        9.18523  (12121601)                477286.08  
3774924.36        9.06876  (12121601)          
        477306.08   3774924.36        8.93566  (12121601)                477326.08  
3774924.36        8.79315  (15031520)          
        477346.08   3774924.36        8.69811  (15031520)                477366.08  
3774924.36        8.58987  (15031520)          
        477386.08   3774924.36        8.46969  (15031520)                477406.08  
3774924.36        8.92440  (15031520)          
        477426.08   3774924.36        8.84099  (15031520)                477446.08  
3774924.36        8.81687  (15031520)          
        477466.08   3774924.36        8.87404  (15101019)                477486.08  
3774924.36        8.77663  (15101019)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 561
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 



                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774924.36        8.67591  (15101019)                477526.08  
3774924.36        8.57253  (15101019)          
        475946.08   3774944.36        9.13259  (14091624)                475966.08  
3774944.36        9.37369  (14091624)          
        475986.08   3774944.36        9.60088  (14091624)                476006.08  
3774944.36        9.81113  (14091624)          
        476026.08   3774944.36       10.01149  (14091624)                476046.08  
3774944.36       10.21092  (14091624)          
        476066.08   3774944.36       10.35761  (14091624)                476086.08  
3774944.36       10.46794  (14091624)          
        476106.08   3774944.36       10.63080  (16092018)                476126.08  
3774944.36       10.93731  (16092018)          
        476146.08   3774944.36       11.21257  (16092018)                476166.08  
3774944.36       11.45056  (16092018)          
        476186.08   3774944.36       11.64526  (16092018)                476206.08  
3774944.36       11.80497  (16092018)          
        476226.08   3774944.36       11.94027  (16092018)                476246.08  
3774944.36       12.03667  (14040103)          
        476266.08   3774944.36       12.17568  (14040103)                476286.08  
3774944.36       12.24851  (14040103)          
        476306.08   3774944.36       12.53936  (13021808)                476326.08  
3774944.36       12.80102  (13021808)          
        476346.08   3774944.36       12.95932  (13021808)                476366.08  
3774944.36       13.04449  (16121606)          
        476386.08   3774944.36       13.23340  (16121606)                476406.08  
3774944.36       13.32908  (16121606)          
        476426.08   3774944.36       13.51715  (16021806)                476446.08  
3774944.36       13.65177  (16021806)          
        476466.08   3774944.36       13.65551  (16021806)                476486.08  
3774944.36       13.55133  (16021806)          
        476506.08   3774944.36       13.56144  (15122518)                476526.08  
3774944.36       13.82309  (15122518)          
        476546.08   3774944.36       13.99363  (15122518)                476566.08  
3774944.36       14.03639  (15122518)          
        476586.08   3774944.36       13.93896  (15122518)                476606.08  



3774944.36       14.40069  (13090718)          
        476626.08   3774944.36       14.77589  (13090718)                476646.08  
3774944.36       15.02819  (13090718)          
        476666.08   3774944.36       15.11971  (13090718)                476686.08  
3774944.36       15.06451  (13090718)          
        476706.08   3774944.36       14.86983  (13090718)                476726.08  
3774944.36       14.54502  (13090718)          
        476746.08   3774944.36       14.10750  (13090718)                476766.08  
3774944.36       13.57429  (13090718)          
        476786.08   3774944.36       13.32942  (14121123)                476806.08  
3774944.36       13.00859  (14121123)          
        476826.08   3774944.36       12.81237  (14022508)                476846.08  
3774944.36       12.66397  (14022508)          
        476866.08   3774944.36       12.41899  (14022508)                476886.08  
3774944.36       12.09065  (14022508)          
        476906.08   3774944.36       11.95985  (16111019)                476926.08  
3774944.36       11.83604  (16111019)          
        476946.08   3774944.36       11.64347  (16111019)                476966.08  
3774944.36       11.38789  (16111019)          
        476986.08   3774944.36       11.07903  (16111019)                477006.08  
3774944.36       10.72593  (16111019)          
        477026.08   3774944.36       10.35277  (16111019)                477046.08  
3774944.36        9.96608  (16111019)          
        477066.08   3774944.36        9.66696  (16122407)                477086.08  
3774944.36        9.58934  (16122407)          
        477106.08   3774944.36        9.46204  (16122407)                477126.08  
3774944.36        9.52553  (16122407)          
        477146.08   3774944.36        9.58123  (16122407)                477166.08  
3774944.36        9.41543  (16122407)          
        477186.08   3774944.36        9.22756  (16122407)                477206.08  
3774944.36        9.30185  (16122407)          
        477226.08   3774944.36        9.47931  (16122407)                477246.08  
3774944.36        9.25683  (16122407)          
        477266.08   3774944.36        9.03309  (12121601)                477286.08  
3774944.36        8.93341  (12121601)          
        477306.08   3774944.36        8.81715  (12121601)                477326.08  
3774944.36        8.68576  (12121601)          
        477346.08   3774944.36        8.56851  (15031520)                477366.08  
3774944.36        8.47476  (15031520)          
        477386.08   3774944.36        8.36885  (15031520)                477406.08  
3774944.36        8.91443  (15031520)          
        477426.08   3774944.36        9.03936  (15031520)                477446.08  
3774944.36        8.89086  (15031520)          
        477466.08   3774944.36        8.77783  (15101019)                477486.08  
3774944.36        8.68952  (15101019)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    



                                  PAGE 562
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774944.36        8.59732  (15101019)                477526.08  
3774944.36        8.50183  (15101019)          
        475946.08   3774964.36        9.10539  (14091624)                475966.08  
3774964.36        9.31754  (14091624)          
        475986.08   3774964.36        9.51331  (14091624)                476006.08  
3774964.36        9.68975  (14091624)          
        476026.08   3774964.36        9.85381  (14091624)                476046.08  
3774964.36       10.01414  (14091624)          
        476066.08   3774964.36       10.12078  (14091624)                476086.08  
3774964.36       10.26394  (16092018)          
        476106.08   3774964.36       10.55551  (16092018)                476126.08  
3774964.36       10.81836  (16092018)          
        476146.08   3774964.36       11.04709  (16092018)                476166.08  
3774964.36       11.23627  (16092018)          
        476186.08   3774964.36       11.38061  (16092018)                476206.08  
3774964.36       11.48862  (16092018)          
        476226.08   3774964.36       11.58973  (14040103)                476246.08  
3774964.36       11.74229  (14040103)          
        476266.08   3774964.36       11.82801  (14040103)                476286.08  
3774964.36       12.00094  (13021808)          
        476306.08   3774964.36       12.27888  (13021808)                476326.08  
3774964.36       12.48069  (13021808)          
        476346.08   3774964.36       12.58196  (13021808)                476366.08  
3774964.36       12.72536  (16121606)          
        476386.08   3774964.36       12.85847  (16121606)                476406.08  
3774964.36       12.95001  (16021806)          



        476426.08   3774964.36       13.13598  (16021806)                476446.08  
3774964.36       13.21899  (16021806)          
        476466.08   3774964.36       13.17877  (16021806)                476486.08  
3774964.36       13.03818  (16021806)          
        476506.08   3774964.36       13.21640  (15122518)                476526.08  
3774964.36       13.43205  (15122518)          
        476546.08   3774964.36       13.56222  (15122518)                476566.08  
3774964.36       13.57146  (15122518)          
        476586.08   3774964.36       13.56201  (13090718)                476606.08  
3774964.36       14.01385  (13090718)          
        476626.08   3774964.36       14.35222  (13090718)                476646.08  
3774964.36       14.57404  (13090718)          
        476666.08   3774964.36       14.64479  (13090718)                476686.08  
3774964.36       14.57850  (13090718)          
        476706.08   3774964.36       14.38265  (13090718)                476726.08  
3774964.36       14.06649  (13090718)          
        476746.08   3774964.36       13.64656  (13090718)                476766.08  
3774964.36       13.13882  (13090718)          
        476786.08   3774964.36       12.92564  (14121123)                476806.08  
3774964.36       12.62633  (14121123)          
        476826.08   3774964.36       12.42765  (14022508)                476846.08  
3774964.36       12.29947  (14022508)          
        476866.08   3774964.36       12.07995  (14022508)                476886.08  
3774964.36       11.78093  (14022508)          
        476906.08   3774964.36       11.61721  (16111019)                476926.08  
3774964.36       11.52040  (16111019)          
        476946.08   3774964.36       11.35712  (16111019)                476966.08  
3774964.36       11.12868  (16111019)          
        476986.08   3774964.36       10.84882  (16111019)                477006.08  
3774964.36       10.53053  (16111019)          
        477026.08   3774964.36       10.18661  (16111019)                477046.08  
3774964.36        9.82553  (16111019)          
        477066.08   3774964.36        9.45644  (16111019)                477086.08  
3774964.36        9.34400  (16122407)          
        477106.08   3774964.36        9.23937  (16122407)                477126.08  
3774964.36        9.42631  (16122407)          
        477146.08   3774964.36        9.40340  (16122407)                477166.08  
3774964.36        9.26080  (16122407)          
        477186.08   3774964.36        9.09490  (16122407)                477206.08  
3774964.36        9.17980  (16122407)          
        477226.08   3774964.36        9.36493  (16122407)                477246.08  
3774964.36        9.16229  (16122407)          
        477266.08   3774964.36        8.94369  (16122407)                477286.08  
3774964.36        8.79412  (12121601)          
        477306.08   3774964.36        8.69372  (12121601)                477326.08  
3774964.36        8.57807  (12121601)          
        477346.08   3774964.36        8.44869  (12121601)                477366.08  
3774964.36        8.35490  (15031520)          
        477386.08   3774964.36        8.26257  (15031520)                477406.08  
3774964.36        8.83304  (15031520)          



        477426.08   3774964.36        8.99613  (15031520)                477446.08  
3774964.36        8.88233  (15031520)          
        477466.08   3774964.36        8.69419  (15031520)                477486.08  
3774964.36        8.59702  (15101019)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 563
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774964.36        8.51355  (15101019)                477526.08  
3774964.36        8.42619  (15101019)          
        475946.08   3774984.36        9.04880  (14091624)                475966.08  
3774984.36        9.23145  (14091624)          
        475986.08   3774984.36        9.39561  (14091624)                476006.08  
3774984.36        9.53850  (14091624)          
        476026.08   3774984.36        9.66694  (14091624)                476046.08  
3774984.36        9.78936  (14091624)          
        476066.08   3774984.36        9.91931  (16092018)                476086.08  
3774984.36       10.19714  (16092018)          
        476106.08   3774984.36       10.44849  (16092018)                476126.08  
3774984.36       10.66849  (16092018)          
        476146.08   3774984.36       10.85224  (16092018)                476166.08  
3774984.36       10.99493  (16092018)          
        476186.08   3774984.36       11.10098  (16092018)                476206.08  
3774984.36       11.16474  (16092018)          
        476226.08   3774984.36       11.32786  (14040103)                476246.08  



3774984.36       11.42889  (14040103)          
        476266.08   3774984.36       11.52179  (13021808)                476286.08  
3774984.36       11.79021  (13021808)          
        476306.08   3774984.36       12.00657  (13021808)                476326.08  
3774984.36       12.14735  (13021808)          
        476346.08   3774984.36       12.23339  (16121606)                476366.08  
3774984.36       12.39745  (16121606)          
        476386.08   3774984.36       12.48344  (16121606)                476406.08  
3774984.36       12.63329  (16021806)          
        476426.08   3774984.36       12.76212  (16021806)                476446.08  
3774984.36       12.79298  (16021806)          
        476466.08   3774984.36       12.71451  (16021806)                476486.08  
3774984.36       12.60296  (15122518)          
        476506.08   3774984.36       12.88094  (15122518)                476526.08  
3774984.36       13.06351  (15122518)          
        476546.08   3774984.36       13.15073  (15122518)                476566.08  
3774984.36       13.12496  (15122518)          
        476586.08   3774984.36       13.23033  (13090718)                476606.08  
3774984.36       13.64866  (13090718)          
        476626.08   3774984.36       13.95528  (13090718)                476646.08  
3774984.36       14.14387  (13090718)          
        476666.08   3774984.36       14.19580  (13090718)                476686.08  
3774984.36       14.12030  (13090718)          
        476706.08   3774984.36       13.92430  (13090718)                476726.08  
3774984.36       13.61895  (13090718)          
        476746.08   3774984.36       13.21594  (13090718)                476766.08  
3774984.36       12.73573  (14121123)          
        476786.08   3774984.36       12.54511  (14121123)                476806.08  
3774984.36       12.26553  (14121123)          
        476826.08   3774984.36       12.06365  (14022508)                476846.08  
3774984.36       11.95372  (14022508)          
        476866.08   3774984.36       11.75611  (14022508)                476886.08  
3774984.36       11.48395  (14022508)          
        476906.08   3774984.36       11.28743  (16111019)                476926.08  
3774984.36       11.21606  (16111019)          
        476946.08   3774984.36       11.07952  (16111019)                476966.08  
3774984.36       10.87706  (16111019)          
        476986.08   3774984.36       10.62446  (16111019)                477006.08  
3774984.36       10.33777  (16111019)          
        477026.08   3774984.36       10.02113  (16111019)                477046.08  
3774984.36        9.68456  (16111019)          
        477066.08   3774984.36        9.33736  (16111019)                477086.08  
3774984.36        9.10283  (16122407)          
        477106.08   3774984.36        9.37509  (16122407)                477126.08  
3774984.36        9.31461  (16122407)          
        477146.08   3774984.36        9.22236  (16122407)                477166.08  
3774984.36        9.10194  (16122407)          
        477186.08   3774984.36        8.95727  (16122407)                477206.08  
3774984.36        9.05383  (16122407)          
        477226.08   3774984.36        9.24573  (16122407)                477246.08  



3774984.36        9.06216  (16122407)          
        477266.08   3774984.36        8.86157  (16122407)                477286.08  
3774984.36        8.65163  (12121601)          
        477306.08   3774984.36        8.56613  (12121601)                477326.08  
3774984.36        8.46541  (12121601)          
        477346.08   3774984.36        8.35070  (12121601)                477366.08  
3774984.36        8.23099  (15031520)          
        477386.08   3774984.36        8.15154  (15031520)                477406.08  
3774984.36        8.74130  (15031520)          
        477426.08   3774984.36        8.93575  (15031520)                477446.08  
3774984.36        8.84091  (15031520)          
        477466.08   3774984.36        8.66307  (15031520)                477486.08  
3774984.36        8.49903  (15101019)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 564
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774984.36        8.42447  (15101019)                477526.08  
3774984.36        8.34548  (15101019)          
        475946.08   3775004.36        8.96431  (14091624)                475966.08  
3775004.36        9.11735  (14091624)          
        475986.08   3775004.36        9.25016  (14091624)                476006.08  
3775004.36        9.36017  (14091624)          
        476026.08   3775004.36        9.45416  (14091624)                476046.08  
3775004.36        9.58962  (16092018)          



        476066.08   3775004.36        9.86008  (16092018)                476086.08  
3775004.36       10.10075  (16092018)          
        476106.08   3775004.36       10.31253  (16092018)                476126.08  
3775004.36       10.49098  (16092018)          
        476146.08   3775004.36       10.63172  (16092018)                476166.08  
3775004.36       10.73062  (16092018)          
        476186.08   3775004.36       10.81222  (16092018)                476206.08  
3775004.36       10.94280  (14040103)          
        476226.08   3775004.36       11.04939  (14040103)                476246.08  
3775004.36       11.10060  (14040103)          
        476266.08   3775004.36       11.33772  (13021808)                476286.08  
3775004.36       11.57403  (13021808)          
        476306.08   3775004.36       11.72634  (13021808)                476326.08  
3775004.36       11.80449  (13021808)          
        476346.08   3775004.36       11.94783  (16121606)                476366.08  
3775004.36       12.06356  (16121606)          
        476386.08   3775004.36       12.15134  (16021806)                476406.08  
3775004.36       12.32731  (16021806)          
        476426.08   3775004.36       12.39743  (16021806)                476446.08  
3775004.36       12.37507  (16021806)          
        476466.08   3775004.36       12.26354  (16021806)                476486.08  
3775004.36       12.31389  (15122518)          
        476506.08   3775004.36       12.55578  (15122518)                476526.08  
3775004.36       12.71693  (15122518)          
        476546.08   3775004.36       12.75980  (15122518)                476566.08  
3775004.36       12.69804  (15122518)          
        476586.08   3775004.36       12.91110  (13090718)                476606.08  
3775004.36       13.30386  (13090718)          
        476626.08   3775004.36       13.58253  (13090718)                476646.08  
3775004.36       13.73634  (13090718)          
        476666.08   3775004.36       13.77082  (13090718)                476686.08  
3775004.36       13.68770  (13090718)          
        476706.08   3775004.36       13.49234  (13090718)                476726.08  
3775004.36       13.19895  (13090718)          
        476746.08   3775004.36       12.81079  (13090718)                476766.08  
3775004.36       12.36367  (14121123)          
        476786.08   3775004.36       12.18584  (14121123)                476806.08  
3775004.36       11.92436  (14121123)          
        476826.08   3775004.36       11.71869  (14022508)                476846.08  
3775004.36       11.62528  (14022508)          
        476866.08   3775004.36       11.44441  (14022508)                476886.08  
3775004.36       11.19700  (14022508)          
        476906.08   3775004.36       10.96900  (16111019)                476926.08  
3775004.36       10.92253  (16111019)          
        476946.08   3775004.36       10.81039  (16111019)                476966.08  
3775004.36       10.63423  (16111019)          
        476986.08   3775004.36       10.40851  (16111019)                477006.08  
3775004.36       10.14808  (16111019)          
        477026.08   3775004.36        9.85662  (16111019)                477046.08  
3775004.36        9.54345  (16111019)          



        477066.08   3775004.36        9.21738  (16111019)                477086.08  
3775004.36        8.87553  (16122407)          
        477106.08   3775004.36        9.14889  (16122407)                477126.08  
3775004.36        9.10965  (16122407)          
        477146.08   3775004.36        9.03880  (16122407)                477166.08  
3775004.36        8.93948  (16122407)          
        477186.08   3775004.36        8.81522  (16122407)                477206.08  
3775004.36        8.92456  (16122407)          
        477226.08   3775004.36        9.12244  (16122407)                477246.08  
3775004.36        8.95711  (16122407)          
        477266.08   3775004.36        8.77398  (16122407)                477286.08  
3775004.36        8.57632  (16122407)          
        477306.08   3775004.36        8.43506  (12121601)                477326.08  
3775004.36        8.34847  (12121601)          
        477346.08   3775004.36        8.24777  (12121601)                477366.08  
3775004.36        8.13427  (12121601)          
        477386.08   3775004.36        8.03641  (15031520)                477406.08  
3775004.36        8.64424  (15031520)          
        477426.08   3775004.36        8.86912  (15031520)                477446.08  
3775004.36        8.79317  (15031520)          
        477466.08   3775004.36        8.62605  (15031520)                477486.08  
3775004.36        8.45383  (15031520)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 565
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  TRUCKS   ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -



- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3775004.36        8.32998  (15101019)                477526.08  
3775004.36        8.25957  (15101019)          
        475946.08   3775024.36        8.85369  (14091624)                475966.08  
3775024.36        8.97739  (14091624)          
        475986.08   3775024.36        9.07951  (14091624)                476006.08  
3775024.36        9.17140  (14091624)          
        476026.08   3775024.36        9.27607  (16092018)                476046.08  
3775024.36        9.54032  (16092018)          
        476066.08   3775024.36        9.77321  (16092018)                476086.08  
3775024.36        9.97724  (16092018)          
        476106.08   3775024.36       10.15054  (16092018)                476126.08  
3775024.36       10.28912  (16092018)          
        476146.08   3775024.36       10.38918  (16092018)                476166.08  
3775024.36       10.44726  (16092018)          
        476186.08   3775024.36       10.55666  (14040103)                476206.08  
3775024.36       10.68985  (14040103)          
        476226.08   3775024.36       10.75183  (14040103)                476246.08  
3775024.36       10.90047  (13021808)          
        476266.08   3775024.36       11.12869  (13021808)                476286.08  
3775024.36       11.31832  (13021808)          
        476306.08   3775024.36       11.42264  (13021808)                476326.08  
3775024.36       11.51100  (16121606)          
        476346.08   3775024.36       11.65420  (16121606)                476366.08  
3775024.36       11.72617  (16121606)          
        476386.08   3775024.36       11.86218  (16021806)                476406.08  
3775024.36       11.99532  (16021806)          
        476426.08   3775024.36       12.02439  (16021806)                           
                                               
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 566
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476426.08   3773784.36      101.89042  (14012317)                476446.08  
3773784.36      100.42242  (14012317)          
        476466.08   3773784.36      101.19308  (15103021)                476486.08  
3773784.36      101.98140  (15103021)          
        476506.08   3773784.36      101.29822  (12021703)                476526.08  
3773784.36      100.40599  (12021703)          
        476546.08   3773784.36      102.50297  (12102519)                475526.08  
3773804.36       39.42952  (15101007)          
        475546.08   3773804.36       40.30618  (15101007)                475566.08  
3773804.36       41.05810  (15101007)          
        475586.08   3773804.36       41.86379  (15101007)                475606.08  
3773804.36       42.63273  (13120108)          
        475626.08   3773804.36       43.66331  (13120108)                475646.08  
3773804.36       44.65110  (13120108)          
        475666.08   3773804.36       45.57263  (13120108)                475686.08  
3773804.36       46.41036  (13120108)          
        475706.08   3773804.36       47.16021  (13120108)                475726.08  
3773804.36       48.43414  (14012117)          
        475746.08   3773804.36       49.76498  (14012117)                475766.08  
3773804.36       50.99956  (14012117)          
        475786.08   3773804.36       52.18410  (14012117)                475806.08  
3773804.36       53.39631  (16020908)          
        475826.08   3773804.36       55.00073  (16020908)                475846.08  
3773804.36       56.41994  (16020908)          
        475866.08   3773804.36       57.66811  (16020908)                475886.08  
3773804.36       58.71539  (16020908)          
        475906.08   3773804.36       59.57194  (15120508)                475926.08  
3773804.36       61.31985  (16061906)          
        475946.08   3773804.36       63.52628  (16061906)                475966.08  
3773804.36       65.48710  (16061906)          
        475986.08   3773804.36       67.28744  (12100207)                476006.08  
3773804.36       69.83042  (12100207)          
        476426.08   3773804.36      107.07413  (14012317)                476446.08  
3773804.36      105.84357  (14012317)          
        476466.08   3773804.36      106.04209  (15103021)                476486.08  
3773804.36      107.08169  (15103021)          
        476506.08   3773804.36      106.36324  (12021703)                476526.08  
3773804.36      105.45398  (12021703)          
        476546.08   3773804.36      107.69956  (12102519)                476566.08  
3773804.36      108.67364  (12102519)          
        476586.08   3773804.36      108.96555  (13103118)                476606.08  
3773804.36      107.68871  (13103118)          



        476626.08   3773804.36      104.65205  (13103118)                476646.08  
3773804.36      103.03757  (16030807)          
        476666.08   3773804.36      100.52142  (15030205)                476686.08  
3773804.36      100.13868  (15030205)          
        476706.08   3773804.36      102.67253  (12012408)                476726.08  
3773804.36      104.79213  (12012408)          
        476746.08   3773804.36      105.97352  (12012408)                476766.08  
3773804.36      107.02274  (12012408)          
        476786.08   3773804.36      113.95860  (13062606)                476846.08  
3773804.36      174.81446  (13062606)          
        476866.08   3773804.36      149.75693  (13062606)                476886.08  
3773804.36      140.21362  (13062606)          
        476906.08   3773804.36      135.02639  (13062606)                476926.08  
3773804.36      131.70239  (13062606)          
        476946.08   3773804.36      129.80039  (13062606)                476966.08  
3773804.36      129.20535  (13062606)          
        476986.08   3773804.36      131.77761  (13062606)                477006.08  
3773804.36      141.38725  (13062606)          
        477026.08   3773804.36      168.55871  (13062606)                477046.08  
3773804.36      135.42955  (14041207)          
        475526.08   3773824.36       39.83754  (14100307)                475546.08  
3773824.36       40.79004  (15101007)          
        475566.08   3773824.36       41.76810  (15101007)                475586.08  
3773824.36       42.68495  (15101007)          
        475606.08   3773824.36       43.53130  (15101007)                475626.08  
3773824.36       44.28098  (15101007)          
        475646.08   3773824.36       45.14695  (13120108)                475666.08  
3773824.36       46.24882  (13120108)          
        475686.08   3773824.36       47.28780  (13120108)                475706.08  
3773824.36       48.25119  (13120108)          
        475726.08   3773824.36       49.12550  (13120108)                475746.08  
3773824.36       50.17800  (14012117)          
        475766.08   3773824.36       51.76467  (14012117)                475786.08  
3773824.36       53.26791  (14012117)          
        475806.08   3773824.36       54.63426  (14012117)                475826.08  
3773824.36       55.79313  (14012117)          
        475846.08   3773824.36       57.30391  (16020908)                475866.08  
3773824.36       58.89221  (16020908)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 



                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475886.08   3773824.36       60.44517  (16020908)                475906.08  
3773824.36       61.71239  (16020908)          
        475926.08   3773824.36       62.47243  (16020908)                475946.08  
3773824.36       64.19271  (16061906)          
        475966.08   3773824.36       66.60361  (16061906)                475986.08  
3773824.36       68.73340  (16061906)          
        476006.08   3773824.36       71.04151  (12100207)                476426.08  
3773824.36      112.65025  (14012317)          
        476446.08   3773824.36      111.72769  (14012317)                476466.08  
3773824.36      111.28857  (15103021)          
        476486.08   3773824.36      112.63163  (15103021)                476506.08  
3773824.36      111.88544  (12021703)          
        476526.08   3773824.36      110.96549  (12021703)                476546.08  
3773824.36      113.36547  (12102519)          
        476566.08   3773824.36      114.27219  (12102519)                476586.08  
3773824.36      114.52277  (13103118)          
        476606.08   3773824.36      112.84292  (13103118)                476626.08  
3773824.36      109.55024  (16030807)          
        476646.08   3773824.36      107.66216  (16030807)                476666.08  
3773824.36      105.49965  (15030205)          
        476686.08   3773824.36      105.49579  (12012408)                476706.08  
3773824.36      108.51838  (12012408)          
        476726.08   3773824.36      110.08537  (12012408)                476746.08  
3773824.36      110.58635  (12012408)          
        476766.08   3773824.36      110.84969  (12012408)                476786.08  
3773824.36      117.62281  (13062606)          
        476846.08   3773824.36      157.28209  (13062606)                476866.08  
3773824.36      140.17290  (12110517)          
        476886.08   3773824.36      129.53453  (12110517)                476906.08  
3773824.36      120.98935  (16121624)          
        476926.08   3773824.36      115.25033  (12010803)                476946.08  
3773824.36      110.29343  (12010803)          
        476966.08   3773824.36      107.72209  (12010717)                476986.08  



3773824.36      105.71184  (12010717)          
        477006.08   3773824.36      104.60262  (13062606)                477026.08  
3773824.36      114.38356  (13062606)          
        477046.08   3773824.36      134.45345  (13062606)                477066.08  
3773824.36      175.46015  (13062606)          
        477086.08   3773824.36      137.74765  (13062606)                475526.08  
3773844.36       40.20114  (14100307)          
        475546.08   3773844.36       41.17977  (14100307)                475566.08  
3773844.36       42.24239  (14100307)          
        475586.08   3773844.36       43.24545  (15101007)                475606.08  
3773844.36       44.22106  (15101007)          
        475626.08   3773844.36       45.14934  (15101007)                475646.08  
3773844.36       46.02083  (15101007)          
        475666.08   3773844.36       46.82543  (15101007)                475686.08  
3773844.36       47.89809  (13120108)          
        475706.08   3773844.36       49.12476  (13120108)                475726.08  
3773844.36       50.27091  (13120108)          
        475746.08   3773844.36       51.28988  (13120108)                475766.08  
3773844.36       52.34286  (13120108)          
        475786.08   3773844.36       53.98274  (14012117)                475806.08  
3773844.36       55.56206  (14012117)          
        475826.08   3773844.36       57.02129  (14012117)                475846.08  
3773844.36       58.35525  (14012117)          
        475866.08   3773844.36       59.86317  (16020908)                475886.08  
3773844.36       61.84420  (16020908)          
        475906.08   3773844.36       63.53168  (16020908)                475926.08  
3773844.36       64.67775  (16020908)          
        475946.08   3773844.36       65.73285  (16020908)                475966.08  
3773844.36       67.43003  (16061906)          
        475986.08   3773844.36       70.08087  (16061906)                476006.08  
3773844.36       72.69308  (16061906)          
        476426.08   3773844.36      118.65266  (14012317)                476446.08  
3773844.36      118.12539  (14012317)          
        476466.08   3773844.36      116.97752  (15103021)                476486.08  
3773844.36      118.68792  (15103021)          
        476506.08   3773844.36      117.96052  (15103021)                476526.08  
3773844.36      117.00332  (12021703)          
        476546.08   3773844.36      119.56426  (12102519)                476566.08  
3773844.36      120.38131  (12102519)          
        476586.08   3773844.36      120.56354  (13103118)                476606.08  
3773844.36      118.40163  (13103118)          
        476626.08   3773844.36      115.08945  (16030807)                476646.08  
3773844.36      112.55937  (16030807)          
        476666.08   3773844.36      110.75005  (15030205)                476686.08  
3773844.36      112.12167  (12012408)          
        476706.08   3773844.36      114.62418  (12012408)                476726.08  
3773844.36      115.47855  (12012408)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476746.08   3773844.36      115.12524  (12012408)                476766.08  
3773844.36      115.20012  (14100220)          
        476786.08   3773844.36      119.57257  (13062606)                476846.08  
3773844.36      157.92998  (12110517)          
        476866.08   3773844.36      141.86817  (12110517)                476886.08  
3773844.36      130.06494  (12110517)          
        476906.08   3773844.36      121.32501  (16121624)                476926.08  
3773844.36      115.15259  (12010803)          
        476946.08   3773844.36      111.55231  (12010717)                476966.08  
3773844.36      108.84782  (12010717)          
        476986.08   3773844.36      106.02404  (12010717)                477006.08  
3773844.36      103.11572  (12010717)          
        477026.08   3773844.36      100.82636  (14031818)                477046.08  
3773844.36      100.15873  (13062606)          
        477066.08   3773844.36      114.03676  (13062606)                477086.08  
3773844.36      138.84021  (13062606)          
        477106.08   3773844.36      150.04371  (13062606)                475526.08  
3773864.36       40.29778  (14100307)          
        475546.08   3773864.36       41.40706  (14100307)                475566.08  
3773864.36       42.61376  (14100307)          
        475586.08   3773864.36       43.66700  (14100307)                475606.08  
3773864.36       44.65876  (14100307)          
        475626.08   3773864.36       45.75614  (15101007)                475646.08  
3773864.36       46.81761  (15101007)          



        475666.08   3773864.36       47.82511  (15101007)                475686.08  
3773864.36       48.76752  (15101007)          
        475706.08   3773864.36       49.77463  (15101007)                475726.08  
3773864.36       51.24804  (13120108)          
        475746.08   3773864.36       52.52585  (13120108)                475766.08  
3773864.36       53.72903  (13120108)          
        475786.08   3773864.36       54.82319  (13120108)                475806.08  
3773864.36       56.11108  (14012117)          
        475826.08   3773864.36       57.88848  (14012117)                475846.08  
3773864.36       59.61831  (14012117)          
        475866.08   3773864.36       61.35606  (14012117)                475886.08  
3773864.36       62.83440  (16020908)          
        475906.08   3773864.36       64.86851  (16020908)                475926.08  
3773864.36       66.67118  (16020908)          
        475946.08   3773864.36       68.24777  (16020908)                475966.08  
3773864.36       69.53797  (16020908)          
        475986.08   3773864.36       71.14341  (16061906)                476006.08  
3773864.36       74.34527  (16061906)          
        476026.08   3773864.36       77.18880  (16061906)                476426.08  
3773864.36      125.11732  (14012317)          
        476446.08   3773864.36      125.09373  (14012317)                476466.08  
3773864.36      123.23781  (14030720)          
        476486.08   3773864.36      125.31670  (15103021)                476506.08  
3773864.36      124.73383  (15103021)          
        476526.08   3773864.36      123.64192  (12021703)                476546.08  
3773864.36      126.37132  (12102519)          
        476566.08   3773864.36      127.10106  (13103118)                476586.08  
3773864.36      127.14977  (13103118)          
        476606.08   3773864.36      124.40989  (13103118)                476626.08  
3773864.36      121.04451  (16030807)          
        476646.08   3773864.36      117.74652  (16030807)                476666.08  
3773864.36      116.28675  (15030205)          
        476686.08   3773864.36      119.16860  (12012408)                476706.08  
3773864.36      120.98975  (12012408)          
        476726.08   3773864.36      120.95625  (12012408)                476746.08  
3773864.36      119.57345  (12012408)          
        476766.08   3773864.36      120.10764  (14100220)                476786.08  
3773864.36      122.92129  (14100220)          
        476846.08   3773864.36      161.09161  (12110517)                476866.08  
3773864.36      143.72542  (12110517)          
        476886.08   3773864.36      131.45355  (16121624)                476906.08  
3773864.36      122.65876  (12010803)          
        476926.08   3773864.36      117.48296  (12010717)                476946.08  
3773864.36      114.00931  (12010717)          
        476966.08   3773864.36      110.44700  (12010717)                476986.08  
3773864.36      106.75089  (12010717)          
        477006.08   3773864.36      103.42594  (14031818)                477026.08  
3773864.36      101.39911  (14031818)          
        477046.08   3773864.36       99.26911  (14031818)                477066.08  
3773864.36       97.11356  (14031818)          



        477086.08   3773864.36      100.11357  (13062606)                477106.08  
3773864.36      116.31567  (13062606)          
        475526.08   3773884.36       40.69063  (14051306)                475546.08  
3773884.36       41.50157  (14100307)          
        475566.08   3773884.36       42.74841  (14100307)                475586.08  
3773884.36       43.93213  (14100307)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475606.08   3773884.36       45.08384  (14100307)                475626.08  
3773884.36       46.20768  (14100307)          
        475646.08   3773884.36       47.32321  (15101007)                475666.08  
3773884.36       48.53201  (15101007)          
        475686.08   3773884.36       49.69108  (15101007)                475706.08  
3773884.36       50.94348  (15101007)          
        475726.08   3773884.36       52.10404  (15101007)                475746.08  
3773884.36       53.23239  (13120108)          
        475766.08   3773884.36       54.69152  (13120108)                475786.08  
3773884.36       56.06468  (13120108)          
        475806.08   3773884.36       57.33161  (13120108)                475826.08  
3773884.36       58.60323  (13120108)          
        475846.08   3773884.36       60.60075  (14012117)                475866.08  
3773884.36       62.59606  (14012117)          
        475886.08   3773884.36       64.36386  (14012117)                475906.08  



3773884.36       65.92448  (14012117)          
        475926.08   3773884.36       67.98241  (16020908)                475946.08  
3773884.36       70.05572  (16020908)          
        475966.08   3773884.36       71.94163  (16020908)                475986.08  
3773884.36       73.66960  (16020908)          
        476006.08   3773884.36       75.31101  (16061906)                476026.08  
3773884.36       78.67464  (16061906)          
        476046.08   3773884.36       81.58880  (16061906)                476426.08  
3773884.36      131.82824  (14012317)          
        476446.08   3773884.36      132.69681  (14012317)                476466.08  
3773884.36      130.26487  (14030720)          
        476486.08   3773884.36      132.59554  (15103021)                476506.08  
3773884.36      132.20592  (15103021)          
        476526.08   3773884.36      130.97010  (12021703)                476546.08  
3773884.36      133.87655  (12102519)          
        476566.08   3773884.36      134.65621  (13103118)                476586.08  
3773884.36      134.35392  (13103118)          
        476606.08   3773884.36      130.91904  (13103118)                476626.08  
3773884.36      127.41352  (16030807)          
        476646.08   3773884.36      123.47279  (15030205)                476666.08  
3773884.36      123.31023  (12012408)          
        476686.08   3773884.36      126.62726  (12012408)                476706.08  
3773884.36      127.55494  (12012408)          
        476726.08   3773884.36      126.45844  (12012408)                476746.08  
3773884.36      124.26256  (14100220)          
        476766.08   3773884.36      124.89450  (14100220)                476786.08  
3773884.36      126.51390  (14100220)          
        476846.08   3773884.36      165.38313  (16123116)                476866.08  
3773884.36      145.43084  (12110517)          
        476886.08   3773884.36      133.10359  (12010803)                476906.08  
3773884.36      125.40509  (12010717)          
        476926.08   3773884.36      120.93807  (12010717)                476946.08  
3773884.36      116.55950  (12010717)          
        476966.08   3773884.36      112.09575  (12010717)                476986.08  
3773884.36      107.84377  (14031818)          
        477006.08   3773884.36      105.09869  (14031818)                477026.08  
3773884.36      102.17516  (14031818)          
        477046.08   3773884.36       99.10986  (14031818)                477066.08  
3773884.36       95.97140  (14031818)          
        477086.08   3773884.36       92.84265  (14031818)                477106.08  
3773884.36       91.67064  (15050221)          
        475526.08   3773904.36       41.33762  (14051306)                475546.08  
3773904.36       42.29895  (14051306)          
        475566.08   3773904.36       43.12999  (14051306)                475586.08  
3773904.36       43.93177  (14051306)          
        475606.08   3773904.36       45.22346  (14100307)                475626.08  
3773904.36       46.51352  (14100307)          
        475646.08   3773904.36       47.78215  (14100307)                475666.08  
3773904.36       49.03862  (14100307)          
        475686.08   3773904.36       50.35252  (15101007)                475706.08  



3773904.36       51.81142  (15101007)          
        475726.08   3773904.36       53.18867  (15101007)                475746.08  
3773904.36       54.40204  (15101007)          
        475766.08   3773904.36       55.52818  (15101007)                475786.08  
3773904.36       56.95308  (13120108)          
        475806.08   3773904.36       58.60213  (13120108)                475826.08  
3773904.36       60.26182  (13120108)          
        475846.08   3773904.36       61.75770  (13120108)                475866.08  
3773904.36       63.35102  (14012117)          
        475886.08   3773904.36       65.51280  (14012117)                475906.08  
3773904.36       67.52150  (14012117)          
        475926.08   3773904.36       69.33546  (14012117)                475946.08  
3773904.36       71.33509  (16020908)          
        475966.08   3773904.36       73.81404  (16020908)                475986.08  
3773904.36       76.29122  (16020908)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 570
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476006.08   3773904.36       78.13167  (16020908)                476026.08  
3773904.36       79.63764  (15120508)          
        476046.08   3773904.36       83.17640  (16061906)                476066.08  
3773904.36       86.41545  (16061906)          
        476426.08   3773904.36      139.23887  (14012317)                476446.08  
3773904.36      141.00653  (14012317)          



        476466.08   3773904.36      138.84361  (14012317)                476486.08  
3773904.36      140.61580  (15103021)          
        476506.08   3773904.36      140.48226  (15103021)                476526.08  
3773904.36      139.09443  (12021703)          
        476546.08   3773904.36      142.18785  (12102519)                476566.08  
3773904.36      143.00364  (13103118)          
        476586.08   3773904.36      142.26092  (13103118)                476606.08  
3773904.36      137.98723  (13103118)          
        476626.08   3773904.36      134.28902  (16030807)                476646.08  
3773904.36      130.52129  (15030205)          
        476666.08   3773904.36      131.93113  (12012408)                476686.08  
3773904.36      134.45464  (12012408)          
        476706.08   3773904.36      134.27550  (12012408)                476726.08  
3773904.36      131.97997  (12012408)          
        476746.08   3773904.36      130.17803  (14100220)                476766.08  
3773904.36      129.50455  (14100220)          
        476786.08   3773904.36      129.77210  (14100220)                476798.66  
3773910.67      156.74178  (13062606)          
        476846.08   3773904.36      177.30302  (16123116)                476866.08  
3773904.36      151.45754  (16123116)          
        476886.08   3773904.36      137.27367  (16123116)                476906.08  
3773904.36      129.78693  (12010717)          
        476926.08   3773904.36      124.30175  (12010717)                476946.08  
3773904.36      118.93017  (12010717)          
        476966.08   3773904.36      113.72034  (14031818)                476986.08  
3773904.36      110.30104  (14031818)          
        477006.08   3773904.36      106.63622  (14031818)                477026.08  
3773904.36      102.82448  (14031818)          
        477046.08   3773904.36       98.89119  (14031818)                477066.08  
3773904.36       94.89774  (14031818)          
        477086.08   3773904.36       92.36611  (15050221)                477106.08  
3773904.36       90.53077  (16032319)          
        475526.08   3773924.36       41.69739  (14051306)                475546.08  
3773924.36       42.79272  (14051306)          
        475566.08   3773924.36       43.76623  (14051306)                475586.08  
3773924.36       44.72112  (14051306)          
        475606.08   3773924.36       45.65142  (14051306)                475626.08  
3773924.36       46.55052  (14051306)          
        475646.08   3773924.36       47.94678  (14100307)                475666.08  
3773924.36       49.43614  (14100307)          
        475686.08   3773924.36       51.03998  (14100307)                475706.08  
3773924.36       52.47148  (14100307)          
        475726.08   3773924.36       53.90052  (15101007)                475746.08  
3773924.36       55.38129  (15101007)          
        475766.08   3773924.36       56.79662  (15101007)                475786.08  
3773924.36       58.19718  (15101007)          
        475806.08   3773924.36       59.64281  (15101007)                475826.08  
3773924.36       61.48412  (13120108)          
        475846.08   3773924.36       63.23326  (13120108)                475866.08  
3773924.36       64.84364  (13120108)          



        475886.08   3773924.36       66.29674  (13120108)                475906.08  
3773924.36       68.60346  (14012117)          
        475926.08   3773924.36       70.91034  (14012117)                475946.08  
3773924.36       73.01877  (14012117)          
        475966.08   3773924.36       75.08165  (16020908)                475986.08  
3773924.36       78.18351  (16020908)          
        476006.08   3773924.36       80.68803  (16020908)                476026.08  
3773924.36       82.75736  (16020908)          
        476046.08   3773924.36       84.38073  (15120508)                476066.08  
3773924.36       88.14303  (16061906)          
        476086.08   3773924.36       91.76019  (16061906)                476426.08  
3773924.36      147.63129  (14012317)          
        476446.08   3773924.36      150.10307  (14012317)                476466.08  
3773924.36      148.47218  (14012317)          
        476486.08   3773924.36      149.48558  (15103021)                476506.08  
3773924.36      149.68971  (15103021)          
        476526.08   3773924.36      148.14378  (12021703)                476546.08  
3773924.36      151.43555  (12102519)          
        476566.08   3773924.36      152.26708  (13103118)                476586.08  
3773924.36      150.97057  (13103118)          
        476606.08   3773924.36      145.67998  (13103118)                476626.08  
3773924.36      141.74498  (16030807)          
        476646.08   3773924.36      138.17599  (15030205)                476666.08  
3773924.36      141.34770  (12012408)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 571
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  



Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476686.08   3773924.36      142.84361  (12012408)                476706.08  
3773924.36      141.31230  (12012408)          
        476726.08   3773924.36      137.47504  (12012408)                476746.08  
3773924.36      136.04098  (14100220)          
        476766.08   3773924.36      133.84977  (14100220)                476786.08  
3773924.36      135.39972  (12110517)          
        476846.08   3773924.36      189.35206  (16123116)                476866.08  
3773924.36      161.58421  (16123116)          
        476886.08   3773924.36      144.55967  (16123116)                476906.08  
3773924.36      133.95094  (12010717)          
        476926.08   3773924.36      127.34781  (12010717)                476946.08  
3773924.36      120.97797  (14031818)          
        476966.08   3773924.36      116.80755  (14031818)                476986.08  
3773924.36      112.42158  (14031818)          
        477006.08   3773924.36      107.81317  (14031818)                477026.08  
3773924.36      103.12025  (14031818)          
        477046.08   3773924.36       98.36057  (14031818)                477066.08  
3773924.36       95.01913  (15122319)          
        477086.08   3773924.36       93.09161  (16032319)                477106.08  
3773924.36       91.22835  (16032319)          
        475526.08   3773944.36       41.93231  (13100607)                475546.08  
3773944.36       43.03910  (13100607)          
        475566.08   3773944.36       44.13240  (14051306)                475586.08  
3773944.36       45.23502  (14051306)          
        475606.08   3773944.36       46.32534  (14051306)                475626.08  
3773944.36       47.39718  (14051306)          
        475646.08   3773944.36       48.44360  (14051306)                475666.08  
3773944.36       49.52384  (14051306)          
        475686.08   3773944.36       51.25657  (14100307)                475706.08  
3773944.36       52.89732  (14100307)          
        475726.08   3773944.36       54.47691  (14100307)                475746.08  
3773944.36       56.01951  (14100307)          
        475766.08   3773944.36       57.64098  (15101007)                475786.08  
3773944.36       59.35769  (15101007)          
        475806.08   3773944.36       61.16580  (15101007)                475826.08  
3773944.36       62.69393  (15101007)          
        475846.08   3773944.36       64.22318  (13120108)                475866.08  
3773944.36       66.23620  (13120108)          
        475886.08   3773944.36       68.28358  (13120108)                475906.08  
3773944.36       70.15661  (13120108)          
        475926.08   3773944.36       72.17257  (14012117)                475946.08  
3773944.36       74.84171  (14012117)          
        475966.08   3773944.36       77.35133  (14012117)                475986.08  
3773944.36       79.70295  (14012117)          
        476006.08   3773944.36       82.62197  (16020908)                476026.08  
3773944.36       85.43521  (16020908)          
        476046.08   3773944.36       87.85483  (16020908)                476066.08  



3773944.36       89.78532  (16020908)          
        476086.08   3773944.36       93.64523  (16061906)                476106.08  
3773944.36       97.70542  (16061906)          
        476126.08   3773944.36      101.43401  (12100207)                476426.08  
3773944.36      156.35366  (14012317)          
        476446.08   3773944.36      160.07512  (14012317)                476466.08  
3773944.36      159.17003  (14012317)          
        476486.08   3773944.36      159.33344  (15103021)                476506.08  
3773944.36      159.82374  (15103021)          
        476526.08   3773944.36      157.74586  (12021703)                476546.08  
3773944.36      161.53321  (12102519)          
        476566.08   3773944.36      162.59572  (13103118)                476586.08  
3773944.36      160.60047  (13103118)          
        476606.08   3773944.36      154.50020  (16030807)                476626.08  
3773944.36      149.79941  (16030807)          
        476646.08   3773944.36      147.57855  (12012408)                476666.08  
3773944.36      151.50157  (12012408)          
        476686.08   3773944.36      151.74056  (12012408)                476706.08  
3773944.36      148.63768  (12012408)          
        476726.08   3773944.36      144.60953  (14100220)                476746.08  
3773944.36      141.75290  (14100220)          
        476766.08   3773944.36      141.13674  (12110517)                476786.08  
3773944.36      141.28446  (12110517)          
        476846.08   3773944.36      201.49979  (16123116)                476866.08  
3773944.36      170.82446  (16123116)          
        476886.08   3773944.36      149.65313  (16123116)                476906.08  
3773944.36      137.68893  (12010717)          
        476926.08   3773944.36      129.87901  (12010717)                476946.08  
3773944.36      124.66702  (14031818)          
        476966.08   3773944.36      119.42501  (14031818)                476986.08  
3773944.36      114.02963  (14031818)          
        477006.08   3773944.36      108.50622  (14031818)                477026.08  
3773944.36      102.91792  (14031818)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 572
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   



, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477046.08   3773944.36       99.26293  (16032319)                477066.08  
3773944.36       96.93153  (16032319)          
        477086.08   3773944.36       94.42383  (16032319)                477106.08  
3773944.36       91.79253  (16032319)          
        475526.08   3773964.36       42.14937  (16020608)                475546.08  
3773964.36       43.25903  (13100607)          
        475566.08   3773964.36       44.38721  (13100607)                475586.08  
3773964.36       45.51316  (13100607)          
        475606.08   3773964.36       46.69244  (14051306)                475626.08  
3773964.36       47.93008  (14051306)          
        475646.08   3773964.36       49.20407  (14051306)                475666.08  
3773964.36       50.50264  (14051306)          
        475686.08   3773964.36       51.85267  (14051306)                475706.08  
3773964.36       53.04514  (14051306)          
        475726.08   3773964.36       54.71072  (14100307)                475746.08  
3773964.36       56.50364  (14100307)          
        475766.08   3773964.36       58.32918  (14100307)                475786.08  
3773964.36       60.16701  (14100307)          
        475806.08   3773964.36       62.19211  (15101007)                475826.08  
3773964.36       64.07672  (15101007)          
        475846.08   3773964.36       65.84109  (15101007)                475866.08  
3773964.36       67.49026  (15101007)          
        475886.08   3773964.36       69.66508  (13120108)                475906.08  
3773964.36       72.11798  (13120108)          
        475926.08   3773964.36       74.20939  (13120108)                475946.08  
3773964.36       76.10532  (13120108)          
        475966.08   3773964.36       78.98540  (14012117)                475986.08  
3773964.36       81.87353  (14012117)          
        476006.08   3773964.36       84.49650  (14012117)                476026.08  
3773964.36       87.39444  (16020908)          
        476046.08   3773964.36       90.65440  (16020908)                476066.08  
3773964.36       93.49254  (16020908)          
        476086.08   3773964.36       95.79464  (16020908)                476106.08  
3773964.36       99.76817  (16061906)          
        476126.08   3773964.36      104.35128  (16061906)                476146.08  
3773964.36      108.55005  (12100207)          
        476406.08   3773964.36      168.85801  (13041207)                476426.08  
3773964.36      165.68197  (14012317)          



        476446.08   3773964.36      171.01952  (14012317)                476466.08  
3773964.36      171.09433  (14012317)          
        476486.08   3773964.36      170.31304  (15103021)                476506.08  
3773964.36      171.25083  (15103021)          
        476526.08   3773964.36      168.61026  (12021703)                476546.08  
3773964.36      172.76903  (12102519)          
        476566.08   3773964.36      173.95291  (13103118)                476586.08  
3773964.36      171.26015  (13103118)          
        476606.08   3773964.36      164.73601  (16030807)                476626.08  
3773964.36      158.50162  (16030807)          
        476646.08   3773964.36      159.68080  (12012408)                476666.08  
3773964.36      162.41790  (12012408)          
        476686.08   3773964.36      160.99930  (12012408)                476706.08  
3773964.36      155.85371  (12012408)          
        476726.08   3773964.36      152.03095  (14100220)                476746.08  
3773964.36      149.24562  (12110517)          
        476766.08   3773964.36      148.56443  (12110517)                476786.08  
3773964.36      146.76988  (12110517)          
        476846.08   3773964.36      211.91186  (16123116)                476866.08  
3773964.36      177.08840  (16123116)          
        476886.08   3773964.36      151.98652  (16123116)                476906.08  
3773964.36      140.80213  (12010717)          
        476926.08   3773964.36      134.10863  (14031818)                476946.08  
3773964.36      127.76682  (14031818)          
        476966.08   3773964.36      121.38556  (14031818)                476986.08  
3773964.36      114.94759  (14031818)          
        477006.08   3773964.36      108.48920  (14031818)                477026.08  
3773964.36      104.77147  (16032319)          
        477046.08   3773964.36      101.78555  (16032319)                477066.08  
3773964.36       98.63522  (16032319)          
        477086.08   3773964.36       95.36278  (16032319)                477106.08  
3773964.36       92.00773  (16032319)          
        475526.08   3773984.36       42.49078  (16020608)                475546.08  
3773984.36       43.64564  (16020608)          
        475566.08   3773984.36       44.68111  (16020608)                475586.08  
3773984.36       45.71344  (16020608)          
        475606.08   3773984.36       46.97063  (13100607)                475626.08  
3773984.36       48.24065  (13100607)          
        475646.08   3773984.36       49.68017  (14051306)                475666.08  
3773984.36       51.22399  (14051306)          
        475686.08   3773984.36       52.64078  (14051306)                475706.08  
3773984.36       54.03278  (14051306)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 573
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475726.08   3773984.36       55.39622  (14051306)                475746.08  
3773984.36       56.72360  (14051306)          
        475766.08   3773984.36       58.74375  (14100307)                475786.08  
3773984.36       60.94446  (14100307)          
        475806.08   3773984.36       62.97342  (14100307)                475826.08  
3773984.36       64.94669  (14100307)          
        475846.08   3773984.36       67.05987  (15101007)                475866.08  
3773984.36       69.14081  (15101007)          
        475886.08   3773984.36       71.35216  (15101007)                475906.08  
3773984.36       73.40219  (15101007)          
        475926.08   3773984.36       75.87360  (13120108)                475946.08  
3773984.36       78.35239  (13120108)          
        475966.08   3773984.36       80.63916  (13120108)                475986.08  
3773984.36       83.24658  (14012117)          
        476006.08   3773984.36       86.61132  (14012117)                476026.08  
3773984.36       89.70946  (14012117)          
        476046.08   3773984.36       92.61975  (16020908)                476066.08  
3773984.36       96.41076  (16020908)          
        476086.08   3773984.36       99.75188  (16020908)                476106.08  
3773984.36      102.50584  (16020908)          
        476126.08   3773984.36      106.61525  (16061906)                476146.08  
3773984.36      111.82059  (16061906)          
        476166.08   3773984.36      116.57652  (12100207)                476406.08  
3773984.36      191.51368  (13041207)          
        476426.08   3773984.36      175.66383  (14012317)                476446.08  
3773984.36      183.03980  (14012317)          
        476466.08   3773984.36      184.42926  (14012317)                476486.08  
3773984.36      182.60895  (15103021)          
        476506.08   3773984.36      184.27398  (15103021)                476526.08  



3773984.36      181.37077  (12021703)          
        476546.08   3773984.36      185.30789  (12102519)                476566.08  
3773984.36      186.22885  (13103118)          
        476586.08   3773984.36      183.06550  (13103118)                476606.08  
3773984.36      176.03893  (16030807)          
        476626.08   3773984.36      169.48212  (15030205)                476646.08  
3773984.36      172.97677  (12012408)          
        476666.08   3773984.36      174.09932  (12012408)                476686.08  
3773984.36      170.53104  (12012408)          
        476706.08   3773984.36      164.16267  (14100220)                476726.08  
3773984.36      159.29629  (14100220)          
        476746.08   3773984.36      158.53066  (12110517)                476775.68  
3773975.63      151.19343  (12110517)          
        476793.06   3773974.32      148.49924  (12110517)                476846.08  
3773984.36      220.29797  (16123116)          
        476866.08   3773984.36      180.66227  (16123116)                476886.08  
3773984.36      154.34291  (12010717)          
        476906.08   3773984.36      145.53178  (14031818)                476926.08  
3773984.36      137.71290  (14031818)          
        476946.08   3773984.36      130.07473  (14031818)                476966.08  
3773984.36      122.51302  (14031818)          
        476986.08   3773984.36      115.02318  (14031818)                477006.08  
3773984.36      111.27787  (16032319)          
        477026.08   3773984.36      107.61636  (16032319)                477046.08  
3773984.36      103.76969  (16032319)          
        477066.08   3773984.36       99.77441  (16032319)                477086.08  
3773984.36       95.78750  (13010720)          
        477106.08   3773984.36       93.24133  (16102720)                475526.08  
3774004.36       42.68413  (15112106)          
        475546.08   3774004.36       43.82612  (16020608)                475566.08  
3774004.36       44.98740  (16020608)          
        475586.08   3774004.36       46.15739  (16020608)                475606.08  
3774004.36       47.33241  (16020608)          
        475626.08   3774004.36       48.50818  (16020608)                475646.08  
3774004.36       49.98228  (13100607)          
        475666.08   3774004.36       51.56996  (13100607)                475686.08  
3774004.36       53.02590  (13100607)          
        475706.08   3774004.36       54.60338  (14051306)                475726.08  
3774004.36       56.20179  (14051306)          
        475746.08   3774004.36       57.78701  (14051306)                475766.08  
3774004.36       59.56351  (14051306)          
        475786.08   3774004.36       61.28253  (14051306)                475806.08  
3774004.36       63.30993  (14100307)          
        475826.08   3774004.36       65.62091  (14100307)                475846.08  
3774004.36       67.90527  (14100307)          
        475866.08   3774004.36       70.14463  (15101007)                475886.08  
3774004.36       72.83089  (15101007)          
        475906.08   3774004.36       75.40664  (15101007)                475926.08  
3774004.36       77.66187  (15101007)          
        475946.08   3774004.36       79.85491  (13120108)                475966.08  



3774004.36       82.78547  (13120108)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 574
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475986.08   3774004.36       85.53377  (13120108)                476006.08  
3774004.36       88.03561  (13120108)          
        476026.08   3774004.36       91.75582  (14012117)                476046.08  
3774004.36       95.41951  (14012117)          
        476066.08   3774004.36       98.95963  (14012117)                476086.08  
3774004.36      103.33537  (16020908)          
        476106.08   3774004.36      107.32640  (16020908)                476126.08  
3774004.36      110.67434  (16020908)          
        476146.08   3774004.36      114.88420  (16061906)                476166.08  
3774004.36      120.88765  (16061906)          
        476186.08   3774004.36      126.63082  (12100207)                476366.08  
3774004.36      207.48591  (13041207)          
        476386.08   3774004.36      218.42628  (13041207)                476406.08  
3774004.36      216.77781  (13041207)          
        476426.08   3774004.36      202.06360  (13041207)                476446.08  
3774004.36      196.24289  (14012317)          
        476466.08   3774004.36      199.39039  (14012317)                476486.08  
3774004.36      196.44400  (15103021)          
        476506.08   3774004.36      199.07752  (15103021)                476526.08  
3774004.36      195.91115  (12021703)          



        476546.08   3774004.36      200.03128  (12102519)                476566.08  
3774004.36      200.53321  (13103118)          
        476586.08   3774004.36      195.57963  (13103118)                476606.08  
3774004.36      188.20175  (16030807)          
        476626.08   3774004.36      182.48995  (12012408)                476646.08  
3774004.36      187.55496  (12012408)          
        476666.08   3774004.36      186.51274  (12012408)                476686.08  
3774004.36      180.15397  (12012408)          
        476706.08   3774004.36      173.74758  (14100220)                476726.08  
3774004.36      170.52033  (12110517)          
        476746.08   3774004.36      167.51454  (12110517)                476766.08  
3774004.36      161.93543  (12110517)          
        476786.08   3774004.36      156.69648  (16121624)                476846.08  
3774004.36      224.93711  (16123116)          
        476866.08   3774004.36      180.54907  (16123116)                476886.08  
3774004.36      159.60829  (14031818)          
        476906.08   3774004.36      149.68728  (14031818)                476926.08  
3774004.36      140.37754  (14031818)          
        476946.08   3774004.36      131.39401  (14031818)                476966.08  
3774004.36      123.11039  (16032319)          
        476986.08   3774004.36      118.82813  (16032319)                477006.08  
3774004.36      114.35564  (16032319)          
        477026.08   3774004.36      109.73043  (16032319)                477046.08  
3774004.36      104.99649  (16032319)          
        477066.08   3774004.36      100.73295  (13010720)                477086.08  
3774004.36       98.15099  (16102720)          
        477106.08   3774004.36       95.44999  (16102720)                475526.08  
3774024.36       43.24239  (13021518)          
        475546.08   3774024.36       44.22572  (13021518)                475566.08  
3774024.36       45.21450  (13021518)          
        475586.08   3774024.36       46.30139  (15112106)                475606.08  
3774024.36       47.58683  (16020608)          
        475626.08   3774024.36       48.91487  (16020608)                475646.08  
3774024.36       50.43925  (16020608)          
        475666.08   3774024.36       51.95296  (16020608)                475686.08  
3774024.36       53.31698  (16020608)          
        475706.08   3774024.36       54.96318  (13100607)                475726.08  
3774024.36       56.62856  (13100607)          
        475746.08   3774024.36       58.36615  (14051306)                475766.08  
3774024.36       60.41744  (14051306)          
        475786.08   3774024.36       62.44094  (14051306)                475806.08  
3774024.36       64.26462  (14051306)          
        475826.08   3774024.36       66.05200  (14051306)                475846.08  
3774024.36       68.32685  (14100307)          
        475866.08   3774024.36       71.05124  (14100307)                475886.08  
3774024.36       73.89615  (14100307)          
        475906.08   3774024.36       76.64941  (15101007)                475926.08  
3774024.36       79.46863  (15101007)          
        475946.08   3774024.36       82.18242  (15101007)                475966.08  
3774024.36       84.74409  (15101007)          



        475986.08   3774024.36       87.52115  (13120108)                476006.08  
3774024.36       90.81485  (13120108)          
        476026.08   3774024.36       93.91794  (13120108)                476046.08  
3774024.36       97.51305  (14012117)          
        476066.08   3774024.36      102.19498  (14012117)                476086.08  
3774024.36      106.45412  (14012117)          
        476106.08   3774024.36      110.87625  (16020908)                476126.08  
3774024.36      115.64987  (16020908)          
        476146.08   3774024.36      119.72225  (16020908)                476166.08  
3774024.36      124.08484  (16061906)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 575
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476186.08   3774024.36      131.04477  (16061906)                476206.08  
3774024.36      137.42639  (12100207)          
        476226.08   3774024.36      143.84130  (12100207)                476366.08  
3774024.36      221.31816  (13041207)          
        476386.08   3774024.36      239.98693  (13041207)                476406.08  
3774024.36      244.72247  (13041207)          
        476426.08   3774024.36      233.52503  (13041207)                476446.08  
3774024.36      210.73249  (14012317)          
        476466.08   3774024.36      216.22880  (14012317)                476486.08  
3774024.36      212.90481  (14012317)          
        476506.08   3774024.36      216.01897  (15103021)                476526.08  



3774024.36      212.60293  (12021703)          
        476546.08   3774024.36      216.98443  (12102519)                476566.08  
3774024.36      216.98141  (13103118)          
        476586.08   3774024.36      209.70095  (13103118)                476606.08  
3774024.36      201.73393  (16030807)          
        476626.08   3774024.36      200.32878  (12012408)                476646.08  
3774024.36      203.48059  (12012408)          
        476666.08   3774024.36      199.57029  (12012408)                476686.08  
3774024.36      190.31090  (14100220)          
        476706.08   3774024.36      184.24917  (12110517)                476726.08  
3774024.36      181.93292  (12110517)          
        476746.08   3774024.36      175.79830  (12110517)                476766.08  
3774024.36      167.94317  (16121624)          
        476786.08   3774024.36      169.71849  (16123116)                476846.08  
3774024.36      226.08818  (16123116)          
        476866.08   3774024.36      177.50331  (14031818)                476886.08  
3774024.36      164.38673  (14031818)          
        476906.08   3774024.36      152.73298  (14031818)                476926.08  
3774024.36      141.87572  (14031818)          
        476946.08   3774024.36      132.92897  (16032319)                476966.08  
3774024.36      127.58039  (16032319)          
        476986.08   3774024.36      122.11567  (16032319)                477006.08  
3774024.36      116.55715  (16032319)          
        477026.08   3774024.36      110.95016  (16032319)                477046.08  
3774024.36      107.12789  (16102720)          
        477066.08   3774024.36      103.82459  (16102720)                477086.08  
3774024.36      100.44290  (16102720)          
        477106.08   3774024.36       96.98416  (16102720)                475526.08  
3774044.36       43.75371  (16020920)          
        475546.08   3774044.36       44.76641  (16020920)                475566.08  
3774044.36       45.78951  (16020920)          
        475586.08   3774044.36       46.86277  (13021518)                475606.08  
3774044.36       47.99909  (13021518)          
        475626.08   3774044.36       49.14356  (13021518)                475646.08  
3774044.36       50.62465  (16020608)          
        475666.08   3774044.36       52.31023  (16020608)                475686.08  
3774044.36       53.86250  (16020608)          
        475706.08   3774044.36       55.42953  (16020608)                475726.08  
3774044.36       57.00527  (16020608)          
        475746.08   3774044.36       58.75125  (13100607)                475766.08  
3774044.36       60.88078  (13100607)          
        475786.08   3774044.36       63.02905  (14051306)                475806.08  
3774044.36       65.16563  (14051306)          
        475826.08   3774044.36       67.30143  (14051306)                475846.08  
3774044.36       69.51826  (14051306)          
        475866.08   3774044.36       71.91413  (14051306)                475886.08  
3774044.36       74.52092  (14100307)          
        475906.08   3774044.36       77.60932  (14100307)                475926.08  
3774044.36       80.65918  (14100307)          
        475946.08   3774044.36       83.71419  (15101007)                475966.08  



3774044.36       86.96122  (15101007)          
        475986.08   3774044.36       90.08115  (15101007)                476006.08  
3774044.36       93.01357  (15101007)          
        476026.08   3774044.36       96.66827  (13120108)                476046.08  
3774044.36      100.91330  (13120108)          
        476066.08   3774044.36      104.49523  (13120108)                476086.08  
3774044.36      109.41657  (14012117)          
        476106.08   3774044.36      114.27603  (14012117)                476126.08  
3774044.36      118.90626  (16020908)          
        476146.08   3774044.36      124.60921  (16020908)                476166.08  
3774044.36      129.55257  (16020908)          
        476186.08   3774044.36      134.16644  (16061906)                476206.08  
3774044.36      142.26113  (16061906)          
        476226.08   3774044.36      149.66071  (12100207)                476246.08  
3774044.36      157.01489  (12100207)          
        476266.08   3774044.36      162.21521  (12100207)                476286.08  
3774044.36      166.37049  (16092407)          
        476366.08   3774044.36      233.18965  (13041207)                476386.08  
3774044.36      261.56310  (13041207)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 576
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476406.08   3774044.36      275.13709  (13041207)                476426.08  
3774044.36      269.71280  (13041207)          



        476446.08   3774044.36      244.76032  (13041207)                476466.08  
3774044.36      235.23427  (14012317)          
        476486.08   3774044.36      233.46401  (14012317)                476506.08  
3774044.36      235.55204  (15103021)          
        476526.08   3774044.36      231.92350  (12021703)                476546.08  
3774044.36      236.58130  (12102519)          
        476566.08   3774044.36      236.02729  (13103118)                476586.08  
3774044.36      226.30849  (13103118)          
        476606.08   3774044.36      217.01211  (16030807)                476626.08  
3774044.36      220.36603  (12012408)          
        476646.08   3774044.36      220.77353  (12012408)                476666.08  
3774044.36      213.10200  (12012408)          
        476686.08   3774044.36      203.19883  (14100220)                476706.08  
3774044.36      199.14158  (12110517)          
        476726.08   3774044.36      193.15744  (12110517)                476746.08  
3774044.36      183.31580  (12110517)          
        476766.08   3774044.36      186.64101  (16123116)                476786.08  
3774044.36      184.82693  (16123116)          
        476846.08   3774044.36      221.97600  (16123116)                476866.08  
3774044.36      183.01034  (14031818)          
        476886.08   3774044.36      167.85312  (14031818)                476906.08  
3774044.36      154.40268  (14031818)          
        476926.08   3774044.36      144.47979  (16032319)                476946.08  
3774044.36      137.74853  (16032319)          
        476966.08   3774044.36      131.04066  (16032319)                476986.08  
3774044.36      124.34405  (16032319)          
        477006.08   3774044.36      118.27207  (16102720)                477026.08  
3774044.36      114.37105  (16102720)          
        477046.08   3774044.36      110.30758  (16102720)                477066.08  
3774044.36      106.09438  (16102720)          
        477086.08   3774044.36      102.13433  (14090718)                477106.08  
3774044.36       99.05629  (14090718)          
        475526.08   3774064.36       44.01668  (16020920)                475546.08  
3774064.36       45.13786  (16020920)          
        475566.08   3774064.36       46.27966  (16020920)                475586.08  
3774064.36       47.44056  (16020920)          
        475606.08   3774064.36       48.66227  (16020920)                475626.08  
3774064.36       49.99516  (16020920)          
        475646.08   3774064.36       51.34935  (13021518)                475666.08  
3774064.36       52.75484  (13021518)          
        475686.08   3774064.36       54.11193  (13021518)                475706.08  
3774064.36       55.70795  (16020608)          
        475726.08   3774064.36       57.49396  (16020608)                475746.08  
3774064.36       59.30547  (16020608)          
        475766.08   3774064.36       61.37914  (16020608)                475786.08  
3774064.36       63.44354  (16020608)          
        475806.08   3774064.36       65.66224  (13100607)                475826.08  
3774064.36       67.92796  (13100607)          
        475846.08   3774064.36       70.46504  (14051306)                475866.08  
3774064.36       73.30364  (14051306)          



        475886.08   3774064.36       75.87949  (14051306)                475906.08  
3774064.36       78.36867  (14051306)          
        475926.08   3774064.36       81.22956  (14100307)                475946.08  
3774064.36       84.80303  (14100307)          
        475966.08   3774064.36       88.35607  (14100307)                475986.08  
3774064.36       91.98661  (15101007)          
        476006.08   3774064.36       95.76335  (15101007)                476026.08  
3774064.36       99.53917  (15101007)          
        476046.08   3774064.36      103.43379  (15101007)                476066.08  
3774064.36      108.08485  (13120108)          
        476086.08   3774064.36      112.38829  (13120108)                476106.08  
3774064.36      117.11832  (14012117)          
        476126.08   3774064.36      122.99750  (14012117)                476146.08  
3774064.36      128.34081  (14012117)          
        476166.08   3774064.36      134.75340  (16020908)                476186.08  
3774064.36      140.79258  (16020908)          
        476206.08   3774064.36      145.73823  (16061906)                476226.08  
3774064.36      155.24288  (16061906)          
        476246.08   3774064.36      163.90516  (12100207)                476266.08  
3774064.36      172.41487  (12100207)          
        476286.08   3774064.36      178.28963  (12100207)                476306.08  
3774064.36      182.97803  (16092407)          
        476326.08   3774064.36      190.17109  (15103024)                476346.08  
3774064.36      197.22262  (13121401)          
        476366.08   3774064.36      241.83808  (13041207)                476386.08  
3774064.36      281.73710  (13041207)          
        476406.08   3774064.36      307.02120  (13041207)                476426.08  
3774064.36      310.80402  (13041207)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 577
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476446.08   3774064.36      289.83219  (13041207)                476466.08  
3774064.36      261.41429  (15022217)          
        476486.08   3774064.36      257.27915  (14012317)                476506.08  
3774064.36      258.25936  (15103021)          
        476526.08   3774064.36      254.49532  (12021703)                476546.08  
3774064.36      259.44125  (12102519)          
        476566.08   3774064.36      258.04346  (13103118)                476586.08  
3774064.36      245.59714  (16030807)          
        476606.08   3774064.36      235.53087  (15030205)                476626.08  
3774064.36      242.83143  (12012408)          
        476646.08   3774064.36      239.37312  (12012408)                476666.08  
3774064.36      226.81732  (12012408)          
        476686.08   3774064.36      219.02764  (12110517)                476706.08  
3774064.36      214.00301  (12110517)          
        476726.08   3774064.36      203.47184  (12110517)                476746.08  
3774064.36      208.14280  (16123116)          
        476766.08   3774064.36      206.20725  (16123116)                476786.08  
3774064.36      195.30342  (16123116)          
        476846.08   3774064.36      214.42192  (16123116)                476866.08  
3774064.36      186.95356  (14031818)          
        476886.08   3774064.36      169.69164  (14031818)                476906.08  
3774064.36      158.22562  (16032319)          
        476926.08   3774064.36      149.64369  (16032319)                476946.08  
3774064.36      141.33830  (16032319)          
        476966.08   3774064.36      133.22440  (16032319)                476986.08  
3774064.36      127.44839  (16102720)          
        477006.08   3774064.36      122.52631  (16102720)                477026.08  
3774064.36      117.48544  (16102720)          
        477046.08   3774064.36      112.39668  (16102720)                477066.08  
3774064.36      108.33228  (14090718)          
        477086.08   3774064.36      104.46490  (14090718)                477106.08  
3774064.36      100.57562  (14090718)          
        475526.08   3774084.36       44.36124  (16102004)                475546.08  
3774084.36       45.34740  (16102004)          
        475566.08   3774084.36       46.43628  (16020920)                475586.08  
3774084.36       47.71323  (16020920)          
        475606.08   3774084.36       49.09068  (16020920)                475626.08  
3774084.36       50.65908  (16020920)          
        475646.08   3774084.36       52.07732  (16020920)                475666.08  
3774084.36       53.48076  (16020920)          
        475686.08   3774084.36       54.90658  (16020920)                475706.08  
3774084.36       56.38505  (13021518)          
        475726.08   3774084.36       57.97239  (13021518)                475746.08  



3774084.36       59.57869  (13021518)          
        475766.08   3774084.36       61.78544  (16020608)                475786.08  
3774084.36       64.12005  (16020608)          
        475806.08   3774084.36       66.28955  (16020608)                475826.08  
3774084.36       68.48552  (16020608)          
        475846.08   3774084.36       70.99041  (13100607)                475866.08  
3774084.36       73.98330  (13100607)          
        475886.08   3774084.36       76.86300  (14051306)                475906.08  
3774084.36       79.83788  (14051306)          
        475926.08   3774084.36       82.81955  (14051306)                475946.08  
3774084.36       85.78084  (14051306)          
        475966.08   3774084.36       89.04077  (14100307)                475986.08  
3774084.36       93.23971  (14100307)          
        476006.08   3774084.36       97.42490  (14100307)                476026.08  
3774084.36      101.94284  (15101007)          
        476046.08   3774084.36      106.92414  (15101007)                476066.08  
3774084.36      111.32631  (15101007)          
        476086.08   3774084.36      115.73867  (13120108)                476106.08  
3774084.36      121.06673  (13120108)          
        476126.08   3774084.36      125.99105  (13120108)                476146.08  
3774084.36      132.74905  (14012117)          
        476166.08   3774084.36      139.36457  (14012117)                476186.08  
3774084.36      146.54102  (16020908)          
        476206.08   3774084.36      154.20286  (16020908)                476226.08  
3774084.36      160.36939  (16020908)          
        476246.08   3774084.36      170.88381  (16061906)                476266.08  
3774084.36      181.20903  (12100207)          
        476286.08   3774084.36      191.21805  (12100207)                476306.08  
3774084.36      197.94638  (12100207)          
        476326.08   3774084.36      204.02044  (15103024)                476346.08  
3774084.36      212.11389  (15103024)          
        476366.08   3774084.36      245.84359  (13041207)                476386.08  
3774084.36      298.97124  (13041207)          
        476406.08   3774084.36      339.31795  (13041207)                476426.08  
3774084.36      356.51179  (13041207)          
        476446.08   3774084.36      343.31428  (13041207)                476466.08  
3774084.36      299.89082  (13041207)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 578
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   



, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476486.08   3774084.36      287.51373  (15022217)                476506.08  
3774084.36      284.89882  (15103021)          
        476526.08   3774084.36      281.14365  (12021703)                476546.08  
3774084.36      288.61274  (16112816)          
        476566.08   3774084.36      283.92289  (13103118)                476586.08  
3774084.36      269.84218  (16030807)          
        476606.08   3774084.36      263.17782  (12012408)                476626.08  
3774084.36      267.91235  (12012408)          
        476646.08   3774084.36      259.08271  (12012408)                476666.08  
3774084.36      244.41164  (14100220)          
        476686.08   3774084.36      238.85966  (12110517)                476706.08  
3774084.36      228.43089  (12110517)          
        476726.08   3774084.36      234.32438  (16123116)                476746.08  
3774084.36      233.73346  (16123116)          
        476766.08   3774084.36      220.43782  (16123116)                476786.08  
3774084.36      199.24405  (16123116)          
        476806.08   3774084.36      196.85771  (13062606)                476846.08  
3774084.36      211.68404  (14031818)          
        476866.08   3774084.36      188.96432  (14031818)                476886.08  
3774084.36      174.87465  (16032319)          
        476906.08   3774084.36      163.72460  (16032319)                476926.08  
3774084.36      153.30637  (16032319)          
        476946.08   3774084.36      144.07695  (16102720)                476966.08  
3774084.36      137.89194  (16102720)          
        476986.08   3774084.36      131.69915  (16102720)                477006.08  
3774084.36      125.52050  (16102720)          
        477026.08   3774084.36      120.03457  (14090718)                477046.08  
3774084.36      115.19727  (14090718)          
        477066.08   3774084.36      110.42524  (14090718)                477086.08  
3774084.36      105.74901  (16092618)          
        477106.08   3774084.36      102.33426  (16092618)                475526.08  
3774104.36       44.83945  (16102004)          
        475546.08   3774104.36       45.93166  (16102004)                475566.08  
3774104.36       47.04903  (16102004)          



        475586.08   3774104.36       48.19093  (16102004)                475606.08  
3774104.36       49.42921  (16102004)          
        475626.08   3774104.36       50.85544  (16102004)                475646.08  
3774104.36       52.35947  (16020920)          
        475666.08   3774104.36       53.91676  (16020920)                475686.08  
3774104.36       55.51345  (16020920)          
        475706.08   3774104.36       57.14779  (16020920)                475726.08  
3774104.36       58.81740  (16020920)          
        475746.08   3774104.36       60.51914  (16020920)                475766.08  
3774104.36       62.53192  (13021518)          
        475786.08   3774104.36       64.66663  (13021518)                475806.08  
3774104.36       66.62290  (13021518)          
        475826.08   3774104.36       69.06931  (16020608)                475846.08  
3774104.36       71.73899  (16020608)          
        475866.08   3774104.36       74.72359  (16020608)                475886.08  
3774104.36       77.46287  (16020608)          
        475906.08   3774104.36       80.57643  (13100607)                475926.08  
3774104.36       83.81976  (14051306)          
        475946.08   3774104.36       87.35972  (14051306)                475966.08  
3774104.36       90.92789  (14051306)          
        475986.08   3774104.36       94.49109  (14051306)                476006.08  
3774104.36       98.25251  (14100307)          
        476026.08   3774104.36      103.43540  (14100307)                476046.08  
3774104.36      109.06216  (14100307)          
        476066.08   3774104.36      114.42440  (15101007)                476086.08  
3774104.36      119.80066  (15101007)          
        476106.08   3774104.36      124.93438  (15101007)                476126.08  
3774104.36      130.63386  (13120108)          
        476146.08   3774104.36      136.86995  (13120108)                476166.08  
3774104.36      143.67930  (14012117)          
        476186.08   3774104.36      152.61802  (14012117)                476206.08  
3774104.36      161.18331  (16020908)          
        476226.08   3774104.36      170.59171  (16020908)                476246.08  
3774104.36      178.54594  (16020908)          
        476266.08   3774104.36      190.20878  (16061906)                476286.08  
3774104.36      202.80841  (12100207)          
        476306.08   3774104.36      214.83838  (12100207)                476326.08  
3774104.36      222.74009  (16092407)          
        476346.08   3774104.36      231.47995  (15103024)                476366.08  
3774104.36      243.56210  (13041207)          
        476386.08   3774104.36      310.97663  (13041207)                476406.08  
3774104.36      370.01497  (13041207)          
        476426.08   3774104.36      405.95080  (13041207)                476446.08  
3774104.36      406.19239  (13041207)          
        476466.08   3774104.36      366.20565  (13041207)                476486.08  
3774104.36      334.33440  (15022217)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48



                                                                                    
                                  PAGE 579
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476506.08   3774104.36      316.46982  (15103021)                476526.08  
3774104.36      312.98309  (12021703)          
        476546.08   3774104.36      329.64114  (16112816)                476566.08  
3774104.36      314.74929  (13103118)          
        476586.08   3774104.36      299.02216  (16030807)                476606.08  
3774104.36      296.95003  (12012408)          
        476626.08   3774104.36      295.68893  (12012408)                476646.08  
3774104.36      279.48419  (12012408)          
        476666.08   3774104.36      268.00982  (12110517)                476686.08  
3774104.36      258.65255  (12110517)          
        476706.08   3774104.36      267.58393  (16123116)                476726.08  
3774104.36      271.09552  (16123116)          
        476746.08   3774104.36      255.77844  (16123116)                476766.08  
3774104.36      228.53149  (16123116)          
        476786.08   3774104.36      206.01411  (14031818)                476806.08  
3774104.36      201.00305  (14031818)          
        476846.08   3774104.36      212.91969  (15050221)                476866.08  
3774104.36      195.52971  (16032319)          
        476886.08   3774104.36      180.68896  (16032319)                476906.08  
3774104.36      167.38171  (16032319)          
        476926.08   3774104.36      157.80334  (16102720)                476946.08  
3774104.36      149.80872  (16102720)          
        476966.08   3774104.36      142.01178  (16102720)                476986.08  
3774104.36      134.85629  (14090718)          
        477006.08   3774104.36      128.80992  (14090718)                477026.08  



3774104.36      122.80313  (14090718)          
        477046.08   3774104.36      117.23268  (16092618)                477066.08  
3774104.36      112.98082  (16092618)          
        477086.08   3774104.36      109.30470  (13090918)                477106.08  
3774104.36      105.74859  (13090918)          
        475526.08   3774124.36       44.99937  (16102004)                475546.08  
3774124.36       46.18400  (16102004)          
        475566.08   3774124.36       47.40314  (16102004)                475586.08  
3774124.36       48.76714  (16102004)          
        475606.08   3774124.36       50.18088  (16102004)                475626.08  
3774124.36       51.61083  (16102004)          
        475646.08   3774124.36       53.00479  (16102004)                475666.08  
3774124.36       54.41644  (16102004)          
        475686.08   3774124.36       55.86198  (16102004)                475706.08  
3774124.36       57.42681  (16020920)          
        475726.08   3774124.36       59.33932  (16020920)                475746.08  
3774124.36       61.43587  (16020920)          
        475766.08   3774124.36       63.54975  (16020920)                475786.08  
3774124.36       65.67475  (16020920)          
        475806.08   3774124.36       67.76570  (16020920)                475826.08  
3774124.36       69.91004  (13021518)          
        475846.08   3774124.36       72.37167  (13021518)                475866.08  
3774124.36       75.18178  (15112106)          
        475886.08   3774124.36       78.30660  (16020608)                475906.08  
3774124.36       81.45771  (16020608)          
        475926.08   3774124.36       84.67653  (16020608)                475946.08  
3774124.36       88.14568  (13100607)          
        475966.08   3774124.36       92.03655  (13100607)                475986.08  
3774124.36       96.17799  (14051306)          
        476006.08   3774124.36      100.49971  (14051306)                476026.08  
3774124.36      105.03941  (14051306)          
        476046.08   3774124.36      110.09562  (14100307)                476066.08  
3774124.36      116.32294  (14100307)          
        476086.08   3774124.36      122.47127  (14100307)                476106.08  
3774124.36      128.95154  (15101007)          
        476126.08   3774124.36      135.46781  (15101007)                476146.08  
3774124.36      141.66722  (15101007)          
        476166.08   3774124.36      149.04697  (13120108)                476186.08  
3774124.36      157.33184  (13120108)          
        476206.08   3774124.36      167.82448  (14012117)                476226.08  
3774124.36      177.48186  (14012117)          
        476246.08   3774124.36      188.67468  (16020908)                476266.08  
3774124.36      198.90129  (16020908)          
        476286.08   3774124.36      212.18316  (16061906)                476306.08  
3774124.36      227.56161  (12100207)          
        476326.08   3774124.36      242.44052  (12100207)                476346.08  
3774124.36      253.49343  (16092407)          
        476366.08   3774124.36      265.98158  (15103024)                476386.08  
3774124.36      315.88892  (13041207)          
        476406.08   3774124.36      396.81857  (13041207)                476426.08  



3774124.36      458.01578  (13041207)          
        476446.08   3774124.36      479.46856  (13041207)                476466.08  
3774124.36      448.68495  (13041207)          
        476486.08   3774124.36      391.94409  (15022217)                476506.08  
3774124.36      354.30914  (15103021)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 580
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476526.08   3774124.36      360.15654  (16112816)                476546.08  
3774124.36      380.95125  (16112816)          
        476566.08   3774124.36      353.12528  (13103118)                476586.08  
3774124.36      331.38794  (16030807)          
        476606.08   3774124.36      335.28999  (12012408)                476626.08  
3774124.36      326.30006  (12012408)          
        476646.08   3774124.36      304.48948  (14100220)                476666.08  
3774124.36      295.63146  (12110517)          
        476686.08   3774124.36      304.60188  (16123116)                476706.08  
3774124.36      315.11639  (16123116)          
        476726.08   3774124.36      301.88444  (16123116)                476746.08  
3774124.36      269.24616  (16123116)          
        476766.08   3774124.36      226.40353  (16123116)                476786.08  
3774124.36      215.27956  (14031818)          
        476806.08   3774124.36      205.93049  (14031818)                476846.08  
3774124.36      219.49370  (16032319)          



        476866.08   3774124.36      201.61053  (16032319)                476886.08  
3774124.36      185.03087  (16102720)          
        476906.08   3774124.36      173.87663  (16102720)                476926.08  
3774124.36      163.47346  (16102720)          
        476946.08   3774124.36      154.01218  (14090718)                476966.08  
3774124.36      146.05083  (14090718)          
        476986.08   3774124.36      138.37756  (14090718)                477006.08  
3774124.36      131.57949  (16092618)          
        477026.08   3774124.36      126.17686  (13090918)                477046.08  
3774124.36      121.60845  (13090918)          
        477066.08   3774124.36      117.10501  (13090918)                477086.08  
3774124.36      112.64991  (13090918)          
        477106.08   3774124.36      108.26716  (13090918)                475526.08  
3774144.36       44.94324  (16102002)          
        475546.08   3774144.36       46.14045  (16102002)                475566.08  
3774144.36       47.39205  (16102004)          
        475586.08   3774144.36       48.92007  (16102004)                475606.08  
3774144.36       50.47796  (16102004)          
        475626.08   3774144.36       51.93682  (16102004)                475646.08  
3774144.36       53.44421  (16102004)          
        475666.08   3774144.36       55.00089  (16102004)                475686.08  
3774144.36       56.60735  (16102004)          
        475706.08   3774144.36       58.26380  (16102004)                475726.08  
3774144.36       60.06524  (16102004)          
        475746.08   3774144.36       62.13432  (16102004)                475766.08  
3774144.36       64.01840  (16102004)          
        475786.08   3774144.36       66.16945  (16020920)                475806.08  
3774144.36       68.51847  (16020920)          
        475826.08   3774144.36       70.94531  (16020920)                475846.08  
3774144.36       73.53674  (16020920)          
        475866.08   3774144.36       76.41726  (16020920)                475886.08  
3774144.36       79.23572  (16020920)          
        475906.08   3774144.36       82.23562  (13021518)                475926.08  
3774144.36       85.35564  (16020608)          
        475946.08   3774144.36       89.15314  (16020608)                475966.08  
3774144.36       93.06338  (16020608)          
        475986.08   3774144.36       97.06866  (16020608)                476006.08  
3774144.36      101.72094  (13100607)          
        476026.08   3774144.36      106.82940  (14051306)                476046.08  
3774144.36      112.82344  (14051306)          
        476066.08   3774144.36      118.40472  (14051306)                476086.08  
3774144.36      123.88134  (14051306)          
        476106.08   3774144.36      131.26816  (14100307)                476126.08  
3774144.36      138.85684  (14100307)          
        476146.08   3774144.36      147.05922  (15101007)                476166.08  
3774144.36      155.37311  (15101007)          
        476186.08   3774144.36      163.87561  (13120108)                476206.08  
3774144.36      174.20386  (13120108)          
        476226.08   3774144.36      184.57871  (14012117)                476246.08  
3774144.36      197.04466  (14012117)          



        476266.08   3774144.36      209.94522  (16020908)                476286.08  
3774144.36      223.24612  (16020908)          
        476306.08   3774144.36      238.73926  (16061906)                476326.08  
3774144.36      258.50829  (12100207)          
        476346.08   3774144.36      278.62597  (12100207)                476366.08  
3774144.36      291.48377  (16092407)          
        476386.08   3774144.36      310.47198  (13041207)                476406.08  
3774144.36      415.37498  (13041207)          
        476426.08   3774144.36      509.07298  (13041207)                476446.08  
3774144.36      562.79681  (13041207)          
        476466.08   3774144.36      551.51154  (13041207)                476486.08  
3774144.36      469.82209  (13041207)          
        476506.08   3774144.36      427.36705  (15022217)                476526.08  
3774144.36      422.02641  (16112816)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 581
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476546.08   3774144.36      446.01898  (16112816)                476566.08  
3774144.36      398.64095  (13103118)          
        476586.08   3774144.36      374.07791  (12012408)                476606.08  
3774144.36      379.82295  (12012408)          
        476626.08   3774144.36      358.84264  (12012408)                476646.08  
3774144.36      340.66222  (12110517)          
        476666.08   3774144.36      353.32426  (16123116)                476686.08  



3774144.36      371.31124  (16123116)          
        476706.08   3774144.36      354.51423  (16123116)                476726.08  
3774144.36      317.82446  (16123116)          
        476746.08   3774144.36      265.29487  (16123116)                476766.08  
3774144.36      236.49782  (14031818)          
        476786.08   3774144.36      220.60159  (14031818)                476806.08  
3774144.36      215.39504  (16032319)          
        476846.08   3774144.36      226.35240  (16032319)                476866.08  
3774144.36      208.17268  (16102720)          
        476886.08   3774144.36      192.95681  (16102720)                476906.08  
3774144.36      180.04090  (14090718)          
        476926.08   3774144.36      168.89880  (14090718)                477066.08  
3774144.36      119.90479  (13090918)          
        477086.08   3774144.36      114.56734  (13090918)                477106.08  
3774144.36      109.80270  (12121716)          
        475526.08   3774164.36       45.29147  (15012905)                475546.08  
3774164.36       46.44422  (15012905)          
        475566.08   3774164.36       47.63558  (15012905)                475586.08  
3774164.36       49.04628  (15012905)          
        475606.08   3774164.36       50.48152  (15012905)                475626.08  
3774164.36       51.87590  (16102002)          
        475646.08   3774164.36       53.41439  (16102004)                475666.08  
3774164.36       55.09071  (16102004)          
        475686.08   3774164.36       56.83176  (16102004)                475706.08  
3774164.36       58.63946  (16102004)          
        475726.08   3774164.36       60.61225  (16102004)                475746.08  
3774164.36       62.87815  (16102004)          
        475766.08   3774164.36       64.97893  (16102004)                475786.08  
3774164.36       67.09997  (16102004)          
        475806.08   3774164.36       69.29565  (16102004)                475826.08  
3774164.36       71.56573  (16102004)          
        475846.08   3774164.36       73.95872  (16020920)                475866.08  
3774164.36       76.88824  (16020920)          
        475886.08   3774164.36       80.24716  (16020920)                475906.08  
3774164.36       83.69492  (16020920)          
        475926.08   3774164.36       86.97842  (16020920)                475946.08  
3774164.36       90.36778  (16020920)          
        475966.08   3774164.36       94.03984  (13021518)                475986.08  
3774164.36       98.09326  (16020608)          
        476006.08   3774164.36      102.89449  (16020608)                476026.08  
3774164.36      108.08046  (16020608)          
        476046.08   3774164.36      114.11096  (13100607)                476066.08  
3774164.36      120.35634  (13100607)          
        476086.08   3774164.36      127.03159  (14051306)                476106.08  
3774164.36      133.92804  (14051306)          
        476126.08   3774164.36      140.89560  (14051306)                476146.08  
3774164.36      150.18464  (14100307)          
        476166.08   3774164.36      160.79904  (14100307)                476186.08  
3774164.36      171.41484  (15101007)          
        476206.08   3774164.36      181.80498  (15101007)                476226.08  



3774164.36      192.68404  (13120108)          
        476246.08   3774164.36      204.81424  (13120108)                476266.08  
3774164.36      220.12442  (14012117)          
        476286.08   3774164.36      235.37030  (16020908)                476306.08  
3774164.36      252.93649  (16020908)          
        476326.08   3774164.36      272.27754  (16061906)                476346.08  
3774164.36      299.21447  (12100207)          
        476366.08   3774164.36      322.40112  (12100207)                476386.08  
3774164.36      337.74525  (16092407)          
        476406.08   3774164.36      420.38346  (13041207)                476426.08  
3774164.36      553.33986  (13041207)          
        476446.08   3774164.36      653.76641  (13041207)                476466.08  
3774164.36      678.77869  (13041207)          
        476486.08   3774164.36      604.41351  (13041207)                476506.08  
3774164.36      523.39236  (15022217)          
        476526.08   3774164.36      503.03163  (16112816)                476546.08  
3774164.36      530.28600  (16112816)          
        476566.08   3774164.36      458.61753  (16112816)                476586.08  
3774164.36      436.26253  (12012408)          
        476606.08   3774164.36      430.33279  (12012408)                476626.08  
3774164.36      396.41566  (14100220)          
        476646.08   3774164.36      407.57633  (16123116)                476666.08  
3774164.36      442.64656  (16123116)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 582
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)



 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476686.08   3774164.36      427.50436  (16123116)                476706.08  
3774164.36      376.73589  (16123116)          
        476726.08   3774164.36      312.60057  (16123116)                476746.08  
3774164.36      264.82452  (14031818)          
        476766.08   3774164.36      244.12293  (16032319)                476786.08  
3774164.36      233.84322  (16032319)          
        476806.08   3774164.36      224.64010  (16032319)                476846.08  
3774164.36      240.77039  (14090718)          
        476866.08   3774164.36      219.05050  (14090718)                476886.08  
3774164.36      201.23946  (14090718)          
        476906.08   3774164.36      186.02571  (14090718)                476926.08  
3774164.36      172.87694  (16072519)          
        477066.08   3774164.36      127.34204  (12121716)                477086.08  
3774164.36      120.75247  (12121716)          
        477106.08   3774164.36      114.21920  (12121716)                475526.08  
3774184.36       46.18730  (16102007)          
        475546.08   3774184.36       47.31217  (16102007)                475566.08  
3774184.36       48.56305  (16102007)          
        475586.08   3774184.36       49.82397  (16102007)                475606.08  
3774184.36       51.09428  (16102007)          
        475626.08   3774184.36       52.34762  (16102007)                475646.08  
3774184.36       53.76341  (15012905)          
        475666.08   3774184.36       55.31473  (15012905)                475686.08  
3774184.36       56.92599  (15012905)          
        475706.08   3774184.36       58.59933  (15012905)                475726.08  
3774184.36       60.58638  (16102002)          
        475746.08   3774184.36       62.96775  (16102004)                475766.08  
3774184.36       65.24565  (16102004)          
        475786.08   3774184.36       67.56783  (16102004)                475806.08  
3774184.36       69.99229  (16102004)          
        475826.08   3774184.36       72.52238  (16102004)                475846.08  
3774184.36       75.16104  (16102004)          
        475866.08   3774184.36       77.91063  (16102004)                475886.08  
3774184.36       81.15128  (16102004)          
        475906.08   3774184.36       84.48135  (16102004)                475926.08  
3774184.36       87.89295  (16020920)          
        475946.08   3774184.36       91.76540  (16020920)                475966.08  
3774184.36       95.81274  (16020920)          
        475986.08   3774184.36      100.03278  (16020920)                476006.08  
3774184.36      104.41943  (16020920)          
        476026.08   3774184.36      109.37751  (13021518)                476046.08  
3774184.36      115.51920  (16020608)          
        476066.08   3774184.36      121.99915  (16020608)                476086.08  
3774184.36      128.61177  (16020608)          
        476106.08   3774184.36      136.12535  (13100607)                476126.08  
3774184.36      144.40255  (14051306)          
        476146.08   3774184.36      153.41497  (14051306)                476166.08  
3774184.36      162.98721  (14051306)          



        476186.08   3774184.36      174.97003  (14100307)                476206.08  
3774184.36      188.10963  (14100307)          
        476226.08   3774184.36      201.77995  (15101007)                476246.08  
3774184.36      215.22699  (15101007)          
        476266.08   3774184.36      230.17496  (13120108)                476286.08  
3774184.36      247.55174  (14012117)          
        476306.08   3774184.36      267.85132  (14012117)                476326.08  
3774184.36      290.71945  (16020908)          
        476346.08   3774184.36      316.64773  (16061906)                476366.08  
3774184.36      349.51734  (12100207)          
        476386.08   3774184.36      378.77922  (12100207)                476406.08  
3774184.36      405.90785  (13041207)          
        476426.08   3774184.36      581.88878  (13041207)                476446.08  
3774184.36      745.83990  (13041207)          
        476466.08   3774184.36      832.88222  (13041207)                476486.08  
3774184.36      785.84795  (13041207)          
        476506.08   3774184.36      652.95547  (15022217)                476526.08  
3774184.36      610.74226  (16112816)          
        476546.08   3774184.36      641.75681  (16112816)                476566.08  
3774184.36      533.32831  (16112816)          
        476586.08   3774184.36      513.25254  (12012408)                476606.08  
3774184.36      486.09987  (12012408)          
        476626.08   3774184.36      470.15693  (16123116)                476646.08  
3774184.36      535.55110  (16123116)          
        476666.08   3774184.36      526.22206  (16123116)                476686.08  
3774184.36      464.48646  (16123116)          
        476706.08   3774184.36      377.78634  (16123116)                476726.08  
3774184.36      301.83073  (14031818)          
        476746.08   3774184.36      276.96861  (16032319)                476766.08  
3774184.36      260.24150  (16032319)          
        476786.08   3774184.36      244.51013  (16102720)                476806.08  
3774184.36      240.21660  (14090718)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 583
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476846.08   3774184.36      259.76242  (12121716)                476866.08  
3774184.36      237.88219  (12121716)          
        476886.08   3774184.36      220.65742  (12121716)                476906.08  
3774184.36      208.30906  (12121716)          
        476926.08   3774184.36      197.74149  (12121716)                477066.08  
3774184.36      130.97247  (12121716)          
        477086.08   3774184.36      122.47434  (12121716)                477106.08  
3774184.36      114.44836  (12121716)          
        475526.08   3774204.36       46.75772  (16102007)                475546.08  
3774204.36       47.99121  (16102007)          
        475566.08   3774204.36       49.42067  (16102007)                475586.08  
3774204.36       50.73062  (16102007)          
        475606.08   3774204.36       52.05221  (16102007)                475626.08  
3774204.36       53.42493  (16102007)          
        475646.08   3774204.36       54.85103  (16102007)                475666.08  
3774204.36       56.33289  (16102007)          
        475686.08   3774204.36       57.87288  (16102007)                475706.08  
3774204.36       59.53991  (16102007)          
        475726.08   3774204.36       61.33141  (16102007)                475746.08  
3774204.36       63.33014  (15012905)          
        475766.08   3774204.36       65.45784  (15012905)                475786.08  
3774204.36       67.63945  (15012905)          
        475806.08   3774204.36       69.94643  (16102002)                475826.08  
3774204.36       72.59250  (16102004)          
        475846.08   3774204.36       75.46680  (16102004)                475866.08  
3774204.36       78.48899  (16102004)          
        475886.08   3774204.36       82.05215  (16102004)                475906.08  
3774204.36       85.75616  (16102004)          
        475926.08   3774204.36       89.32330  (16102004)                475946.08  
3774204.36       93.06979  (16102004)          
        475966.08   3774204.36       97.00045  (16102004)                475986.08  
3774204.36      101.11835  (16102004)          
        476006.08   3774204.36      106.18535  (16020920)                476026.08  
3774204.36      111.80248  (16020920)          
        476046.08   3774204.36      117.99625  (16020920)                476066.08  
3774204.36      124.06325  (16020920)          
        476086.08   3774204.36      130.46819  (13021518)                476106.08  
3774204.36      137.92423  (16020608)          
        476126.08   3774204.36      146.48961  (16020608)                476146.08  



3774204.36      155.78199  (13100607)          
        476166.08   3774204.36      166.71675  (13100607)                476186.08  
3774204.36      179.34513  (14051306)          
        476206.08   3774204.36      192.39417  (14051306)                476226.08  
3774204.36      207.12410  (14100307)          
        476246.08   3774204.36      224.21442  (15101007)                476266.08  
3774204.36      242.63912  (15101007)          
        476286.08   3774204.36      260.71957  (15101007)                476306.08  
3774204.36      281.66996  (13120108)          
        476326.08   3774204.36      309.34431  (14012117)                476346.08  
3774204.36      341.31030  (16020908)          
        476366.08   3774204.36      371.85072  (16061906)                476386.08  
3774204.36      415.49394  (12100207)          
        476406.08   3774204.36      454.29646  (12100207)                476426.08  
3774204.36      582.43353  (13041207)          
        476446.08   3774204.36      825.56772  (13041207)                476466.08  
3774204.36     1011.82010  (13041207)          
        476486.08   3774204.36     1031.35684  (13041207)                476506.08  
3774204.36      834.65744  (13041207)          
        476526.08   3774204.36      759.49128  (16112816)                476546.08  
3774204.36      793.98444  (16112816)          
        477046.08   3774204.36      139.70706  (12121716)                477066.08  
3774204.36      129.10694  (12121716)          
        477086.08   3774204.36      119.20687  (12121716)                477106.08  
3774204.36      110.85896  (12081020)          
        477126.08   3774204.36      105.86524  (12081020)                477146.08  
3774204.36      101.10375  (12081020)          
        477166.08   3774204.36       96.62841  (12081020)                475526.08  
3774224.36       46.97197  (16102007)          
        475546.08   3774224.36       48.27108  (16102007)                475566.08  
3774224.36       49.77470  (16102007)          
        475586.08   3774224.36       51.16485  (16102007)                475606.08  
3774224.36       52.57456  (16102007)          
        475626.08   3774224.36       54.04464  (16102007)                475646.08  
3774224.36       55.57838  (16102007)          
        475666.08   3774224.36       57.17929  (16102007)                475686.08  
3774224.36       58.85108  (16102007)          
        475706.08   3774224.36       60.82499  (16102007)                475726.08  
3774224.36       62.86245  (16102007)          
        475746.08   3774224.36       64.81684  (16102007)                475766.08  
3774224.36       66.84866  (16102007)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 584
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   



VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475786.08   3774224.36       68.97083  (16102007)                475806.08  
3774224.36       71.19317  (16102007)          
        475826.08   3774224.36       73.52098  (16102007)                475846.08  
3774224.36       75.95970  (16102007)          
        475866.08   3774224.36       78.71152  (15012905)                475886.08  
3774224.36       82.13283  (15012905)          
        475906.08   3774224.36       85.78917  (16102002)                475926.08  
3774224.36       89.67032  (16102004)          
        475946.08   3774224.36       93.80373  (16102004)                475966.08  
3774224.36       98.19101  (16102004)          
        475986.08   3774224.36      102.84732  (16102004)                476006.08  
3774224.36      108.32810  (16102004)          
        476026.08   3774224.36      114.09648  (16102004)                476046.08  
3774224.36      119.79567  (16102004)          
        476066.08   3774224.36      125.93862  (16020920)                476086.08  
3774224.36      133.25029  (16020920)          
        476106.08   3774224.36      141.04138  (16020920)                476126.08  
3774224.36      149.31881  (16020920)          
        476146.08   3774224.36      158.59236  (13021518)                476166.08  
3774224.36      170.44531  (16020608)          
        476186.08   3774224.36      183.06419  (16020608)                476206.08  
3774224.36      196.99765  (13100607)          
        476226.08   3774224.36      212.96850  (14051306)                476246.08  
3774224.36      230.20952  (14051306)          
        476266.08   3774224.36      250.02656  (14100307)                476286.08  
3774224.36      274.17254  (15101007)          
        476306.08   3774224.36      300.04684  (15101007)                476326.08  
3774224.36      327.02941  (13120108)          
        476346.08   3774224.36      364.14259  (14012117)                476366.08  
3774224.36      403.73919  (14012117)          



        476386.08   3774224.36      446.92033  (16020908)                476406.08  
3774224.36      505.92534  (12100207)          
        476426.08   3774224.36      575.80434  (14113016)                476446.08  
3774224.36      869.36182  (13041207)          
        476466.08   3774224.36     1202.16362  (13041207)                476486.08  
3774224.36     1361.16501  (13041207)          
        476506.08   3774224.36     1184.86722  (13041207)                476526.08  
3774224.36      973.62212  (16112816)          
        476546.08   3774224.36     1009.36488  (16112816)                477046.08  
3774224.36      133.38072  (12121716)          
        477066.08   3774224.36      123.16770  (12081020)                477086.08  
3774224.36      117.02626  (12081020)          
        477106.08   3774224.36      111.28755  (12081020)                477126.08  
3774224.36      105.94028  (12013017)          
        477146.08   3774224.36      101.34831  (12013017)                477166.08  
3774224.36       96.98500  (12013017)          
        475526.08   3774244.36       46.81692  (16102007)                475546.08  
3774244.36       48.16113  (16102007)          
        475566.08   3774244.36       49.71578  (16102007)                475586.08  
3774244.36       51.16292  (16102007)          
        475606.08   3774244.36       52.63636  (16102007)                475626.08  
3774244.36       54.17776  (16102007)          
        475646.08   3774244.36       55.79136  (16102007)                475666.08  
3774244.36       57.48170  (16102007)          
        475686.08   3774244.36       59.25367  (16102007)                475706.08  
3774244.36       61.35594  (16102007)          
        475726.08   3774244.36       63.53192  (16102007)                475746.08  
3774244.36       65.61171  (16102007)          
        475766.08   3774244.36       67.79921  (16102007)                475786.08  
3774244.36       70.10169  (16102007)          
        475806.08   3774244.36       72.52702  (16102007)                475826.08  
3774244.36       75.08362  (16102007)          
        475846.08   3774244.36       77.78055  (16102007)                475866.08  
3774244.36       80.62749  (16102007)          
        475886.08   3774244.36       84.03303  (16102007)                475906.08  
3774244.36       87.58725  (16102007)          
        475926.08   3774244.36       91.01014  (16102007)                475946.08  
3774244.36       94.63471  (16102007)          
        475966.08   3774244.36       98.48136  (15012905)                475986.08  
3774244.36      103.02203  (15012905)          
        476006.08   3774244.36      108.71555  (16102004)                476026.08  
3774244.36      115.08667  (16102004)          
        476046.08   3774244.36      121.44249  (16102004)                476066.08  
3774244.36      128.27883  (16102004)          
        476086.08   3774244.36      135.63272  (16102004)                476106.08  
3774244.36      143.54090  (16102004)          
        476126.08   3774244.36      152.03787  (16102004)                476146.08  
3774244.36      162.15335  (16020920)          
        476166.08   3774244.36      174.78871  (16020920)                476186.08  
3774244.36      187.37282  (16020920)          



� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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                       ***        16:12:48
                                                                                    
                                  PAGE 585
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476206.08   3774244.36      200.72448  (13021518)                476226.08  
3774244.36      216.91896  (16020608)          
        476246.08   3774244.36      235.49704  (16020608)                476266.08  
3774244.36      257.62006  (14051306)          
        476286.08   3774244.36      282.64181  (14051306)                476306.08  
3774244.36      312.43708  (14100307)          
        476326.08   3774244.36      350.40598  (15101007)                476346.08  
3774244.36      391.34137  (15101007)          
        476366.08   3774244.36      434.09913  (13120108)                476386.08  
3774244.36      490.57607  (14012117)          
        476406.08   3774244.36      579.62311  (15012517)                476426.08  
3774244.36      646.22746  (15012517)          
        476446.08   3774244.36      842.53095  (13041207)                476466.08  
3774244.36     1365.11450  (13041207)          
        476486.08   3774244.36     1788.95520  (13041207)                476506.08  
3774244.36     1736.81273  (13041207)          
        476526.08   3774244.36     1299.27799  (16112816)                476546.08  
3774244.36     1327.72245  (16112816)          
        477046.08   3774244.36      130.02330  (12013017)                477066.08  
3774244.36      123.54203  (12013017)          
        477086.08   3774244.36      117.51756  (12013017)                477106.08  



3774244.36      111.87881  (12013017)          
        477126.08   3774244.36      106.55784  (12013017)                477146.08  
3774244.36      101.69660  (12101418)          
        477166.08   3774244.36       97.34770  (12101418)                475526.08  
3774264.36       46.59840  (16101924)          
        475546.08   3774264.36       47.88794  (16101924)                475566.08  
3774264.36       49.30438  (16101924)          
        475586.08   3774264.36       50.71578  (16102007)                475606.08  
3774264.36       52.22601  (16102007)          
        475626.08   3774264.36       53.80979  (16102007)                475646.08  
3774264.36       55.47210  (16102007)          
        475666.08   3774264.36       57.24291  (16102007)                475686.08  
3774264.36       59.15355  (16102007)          
        475706.08   3774264.36       61.28712  (16102007)                475726.08  
3774264.36       63.49124  (16102007)          
        475746.08   3774264.36       65.66774  (16102007)                475766.08  
3774264.36       67.96583  (16102007)          
        475786.08   3774264.36       70.39482  (16102007)                475806.08  
3774264.36       72.96491  (16102007)          
        475826.08   3774264.36       75.68727  (16102007)                475846.08  
3774264.36       78.57416  (16102007)          
        475866.08   3774264.36       81.63902  (16102007)                475886.08  
3774264.36       85.30300  (16102007)          
        475906.08   3774264.36       89.15512  (16102007)                475926.08  
3774264.36       92.91385  (16102007)          
        475946.08   3774264.36       96.92627  (16102007)                475966.08  
3774264.36      101.21491  (16102007)          
        475986.08   3774264.36      105.80452  (16102007)                476006.08  
3774264.36      111.31588  (16102007)          
        476026.08   3774264.36      117.16618  (16102007)                476046.08  
3774264.36      122.94882  (16102007)          
        476066.08   3774264.36      129.17223  (16102007)                476086.08  
3774264.36      136.14058  (15012905)          
        476106.08   3774264.36      144.70101  (16102004)                476126.08  
3774264.36      154.32363  (16102004)          
        476146.08   3774264.36      165.29337  (16102004)                476166.08  
3774264.36      178.36712  (16102004)          
        476186.08   3774264.36      191.57667  (16102004)                476206.08  
3774264.36      205.80421  (16102004)          
        476226.08   3774264.36      222.78649  (16020920)                476246.08  
3774264.36      242.07802  (16020920)          
        476266.08   3774264.36      263.34212  (16020920)                476286.08  
3774264.36      289.48991  (16020608)          
        476306.08   3774264.36      324.10281  (13100607)                476326.08  
3774264.36      365.28958  (14051306)          
        476346.08   3774264.36      409.52895  (14100307)                476366.08  
3774264.36      468.45107  (15101007)          
        476386.08   3774264.36      533.08039  (15101007)                476406.08  
3774264.36      615.42776  (15012517)          
        476426.08   3774264.36      787.71929  (15012517)                476446.08  



3774264.36      923.44653  (15012517)          
        476466.08   3774264.36     1415.13597  (13041207)                476486.08  
3774264.36     2283.00022  (13041207)          
        476506.08   3774264.36     2629.60365  (13041207)                476526.08  
3774264.36     1881.70305  (15022217)          
        476546.08   3774264.36     1821.47195  (16112816)                477046.08  
3774264.36      130.92334  (12101418)          
        477066.08   3774264.36      124.75872  (15020417)                477086.08  
3774264.36      119.01015  (15020417)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
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                       ***        16:12:48
                                                                                    
                                  PAGE 586
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477106.08   3774264.36      113.64109  (15020417)                477126.08  
3774264.36      108.58162  (15020417)          
        477146.08   3774264.36      103.98284  (15020417)                477166.08  
3774264.36       99.65754  (15020417)          
        475526.08   3774284.36       46.73082  (16101924)                475546.08  
3774284.36       48.10756  (16101924)          
        475566.08   3774284.36       49.43146  (16101924)                475586.08  
3774284.36       50.80876  (16101924)          
        475606.08   3774284.36       52.24890  (16101924)                475626.08  
3774284.36       53.75939  (16101924)          
        475646.08   3774284.36       55.34512  (16101924)                475666.08  
3774284.36       57.08992  (16101924)          



        475686.08   3774284.36       59.09498  (16101924)                475706.08  
3774284.36       61.02188  (16101924)          
        475726.08   3774284.36       63.00591  (16101924)                475746.08  
3774284.36       65.08757  (16101924)          
        475766.08   3774284.36       67.32449  (16102007)                475786.08  
3774284.36       69.81936  (16102007)          
        475806.08   3774284.36       72.46782  (16102007)                475826.08  
3774284.36       75.28315  (16102007)          
        475846.08   3774284.36       78.28008  (16102007)                475866.08  
3774284.36       81.47500  (16102007)          
        475886.08   3774284.36       85.29455  (16102007)                475906.08  
3774284.36       89.33165  (16102007)          
        475926.08   3774284.36       93.30699  (16102007)                475946.08  
3774284.36       97.57550  (16102007)          
        475966.08   3774284.36      102.16721  (16102007)                475986.08  
3774284.36      107.11605  (16102007)          
        476006.08   3774284.36      113.06711  (16102007)                476026.08  
3774284.36      119.44252  (16102007)          
        476046.08   3774284.36      125.83986  (16102007)                476066.08  
3774284.36      132.79976  (16102007)          
        476086.08   3774284.36      140.38937  (16102007)                476106.08  
3774284.36      148.68539  (16102007)          
        476126.08   3774284.36      157.77536  (16102007)                476146.08  
3774284.36      168.20542  (16102007)          
        476166.08   3774284.36      180.76132  (16102007)                476186.08  
3774284.36      193.45689  (16102007)          
        476206.08   3774284.36      209.21012  (16102004)                476226.08  
3774284.36      227.51003  (16102004)          
        476246.08   3774284.36      248.17036  (16102004)                476266.08  
3774284.36      271.54099  (16102004)          
        476286.08   3774284.36      297.99651  (16102004)                476306.08  
3774284.36      334.40366  (16020920)          
        476326.08   3774284.36      378.27402  (15090107)                476346.08  
3774284.36      443.38162  (15090107)          
        476366.08   3774284.36      518.17984  (15090107)                476386.08  
3774284.36      600.61528  (15090107)          
        476406.08   3774284.36      683.84633  (15090107)                476426.08  
3774284.36      801.72611  (15012517)          
        476446.08   3774284.36     1129.20163  (15012517)                476466.08  
3774284.36     1445.28701  (15012517)          
        476486.08   3774284.36     2654.20157  (13041207)                476506.08  
3774284.36     4049.79675  (13041207)          
        476526.08   3774284.36     3227.65993  (13041207)                476546.08  
3774284.36     2612.74635  (16112816)          
        477046.08   3774284.36      134.55346  (15020417)                477066.08  
3774284.36      127.72978  (15020417)          
        477086.08   3774284.36      121.30358  (15020417)                477106.08  
3774284.36      115.39517  (15020417)          
        477126.08   3774284.36      110.07012  (15020417)                477146.08  
3774284.36      105.14848  (15020417)          



        477166.08   3774284.36      100.52480  (15020417)                475526.08  
3774304.36       47.32616  (15012917)          
        475546.08   3774304.36       48.68067  (15012917)                475566.08  
3774304.36       49.95466  (15012917)          
        475586.08   3774304.36       51.28840  (15012917)                475606.08  
3774304.36       52.68596  (15012917)          
        475626.08   3774304.36       54.15177  (15012917)                475646.08  
3774304.36       55.69067  (15012917)          
        475666.08   3774304.36       57.39529  (15012917)                475686.08  
3774304.36       59.38455  (15012917)          
        475706.08   3774304.36       61.25073  (15012917)                475726.08  
3774304.36       63.16802  (15012917)          
        475746.08   3774304.36       65.19289  (15012917)                475766.08  
3774304.36       67.35768  (16101924)          
        475786.08   3774304.36       69.76060  (16101924)                475806.08  
3774304.36       72.31296  (16101924)          
        475826.08   3774304.36       75.02811  (16101924)                475846.08  
3774304.36       77.92098  (16101924)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 587
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475866.08   3774304.36       81.00828  (16101924)                475886.08  
3774304.36       84.70167  (16101924)          
        475906.08   3774304.36       88.61033  (16101924)                475926.08  



3774304.36       92.46827  (16101924)          
        475946.08   3774304.36       96.61914  (16101924)                475966.08  
3774304.36      101.22913  (16102007)          
        475986.08   3774304.36      106.34508  (16102007)                476006.08  
3774304.36      112.50607  (16102007)          
        476026.08   3774304.36      119.14678  (16102007)                476046.08  
3774304.36      125.87457  (16102007)          
        476066.08   3774304.36      133.24667  (16102007)                476086.08  
3774304.36      141.35093  (16102007)          
        476106.08   3774304.36      150.29068  (16102007)                476126.08  
3774304.36      160.18817  (16102007)          
        476146.08   3774304.36      171.64787  (16102007)                476166.08  
3774304.36      185.54838  (16102007)          
        476186.08   3774304.36      199.92028  (16102007)                476206.08  
3774304.36      215.84144  (16102007)          
        476226.08   3774304.36      233.89531  (16102007)                476246.08  
3774304.36      254.47686  (16102007)          
        476266.08   3774304.36      278.06878  (16102007)                476286.08  
3774304.36      305.25976  (16102007)          
        476306.08   3774304.36      342.51004  (16102004)                476326.08  
3774304.36      389.32048  (16102004)          
        476346.08   3774304.36      445.91529  (15090107)                476366.08  
3774304.36      549.54880  (15090107)          
        476386.08   3774304.36      682.63986  (15090107)                477046.08  
3774304.36      135.35594  (15020417)          
        477066.08   3774304.36      127.98485  (15020417)                477086.08  
3774304.36      121.29059  (15020417)          
        477106.08   3774304.36      115.19858  (15020417)                477126.08  
3774304.36      109.66271  (15020417)          
        477146.08   3774304.36      104.45777  (15020417)                477166.08  
3774304.36       99.63924  (15020417)          
        475526.08   3774324.36       47.86048  (15012917)                475546.08  
3774324.36       49.25423  (15012917)          
        475566.08   3774324.36       50.56891  (15012917)                475586.08  
3774324.36       51.94681  (15012917)          
        475606.08   3774324.36       53.39236  (15012917)                475626.08  
3774324.36       54.91040  (15012917)          
        475646.08   3774324.36       56.50622  (15012917)                475666.08  
3774324.36       58.27444  (15012917)          
        475686.08   3774324.36       60.33668  (15012917)                475706.08  
3774324.36       62.27895  (15012917)          
        475726.08   3774324.36       64.27888  (15012917)                475746.08  
3774324.36       66.39468  (15012917)          
        475766.08   3774324.36       68.63613  (15012917)                475786.08  
3774324.36       71.01411  (15012917)          
        475806.08   3774324.36       73.54075  (15012917)                475826.08  
3774324.36       76.22960  (15012917)          
        475846.08   3774324.36       79.13708  (15012917)                475866.08  
3774324.36       82.33241  (15012917)          
        475886.08   3774324.36       85.94827  (15012917)                475906.08  



3774324.36       89.76007  (15012917)          
        475926.08   3774324.36       93.59860  (15012917)                475946.08  
3774324.36       97.73347  (15012917)          
        475966.08   3774324.36      102.19809  (15012917)                475986.08  
3774324.36      107.03085  (15012917)          
        476006.08   3774324.36      112.89782  (15012917)                476026.08  
3774324.36      119.21429  (15012917)          
        476046.08   3774324.36      125.57689  (15012917)                476066.08  
3774324.36      132.55303  (15012917)          
        476086.08   3774324.36      140.22933  (15012917)                476106.08  
3774324.36      148.84385  (16101924)          
        476126.08   3774324.36      158.63031  (16101924)                476146.08  
3774324.36      170.00206  (16101924)          
        476166.08   3774324.36      183.88152  (16102007)                476186.08  
3774324.36      198.88775  (16102007)          
        476206.08   3774324.36      215.69650  (16102007)                476226.08  
3774324.36      234.98931  (16102007)          
        476246.08   3774324.36      257.30366  (16102007)                476266.08  
3774324.36      283.33256  (16102007)          
        476286.08   3774324.36      313.98127  (16102007)                476306.08  
3774324.36      354.16072  (16102007)          
        476326.08   3774324.36      402.57967  (16102007)                476346.08  
3774324.36      471.70110  (12110208)          
        476366.08   3774324.36      560.10740  (12110208)                476386.08  
3774324.36      675.47574  (12110208)          
        477046.08   3774324.36      133.14604  (13012617)                477066.08  
3774324.36      125.96551  (13012617)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 588
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      



                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477086.08   3774324.36      119.58344  (13012617)                477106.08  
3774324.36      113.75762  (13012617)          
        477126.08   3774324.36      108.36862  (13012617)                477146.08  
3774324.36      103.36253  (13020617)          
        477166.08   3774324.36       98.79119  (15020117)                477466.08  
3774324.36       85.20934  (13013017)          
        477486.08   3774324.36       82.79223  (13013017)                477506.08  
3774324.36       80.48735  (13013017)          
        477526.08   3774324.36       78.28767  (13013017)                475526.08  
3774344.36       48.01247  (15012917)          
        475546.08   3774344.36       49.42269  (15012917)                475566.08  
3774344.36       50.75474  (15012917)          
        475586.08   3774344.36       52.15159  (15012917)                475606.08  
3774344.36       53.61787  (15012917)          
        475626.08   3774344.36       55.15859  (15012917)                475646.08  
3774344.36       56.77927  (15012917)          
        475666.08   3774344.36       58.57530  (15012917)                475686.08  
3774344.36       60.66944  (15012917)          
        475706.08   3774344.36       62.64538  (15012917)                475726.08  
3774344.36       64.68208  (15012917)          
        475746.08   3774344.36       66.83850  (15012917)                475766.08  
3774344.36       69.12493  (15012917)          
        475786.08   3774344.36       71.55281  (15012917)                475806.08  
3774344.36       74.13491  (15012917)          
        475826.08   3774344.36       76.88555  (15012917)                475846.08  
3774344.36       79.95873  (15012917)          
        475866.08   3774344.36       83.54719  (15012917)                475886.08  
3774344.36       87.06485  (15012917)          
        475906.08   3774344.36       90.75703  (15012917)                475926.08  
3774344.36       94.70766  (15012917)          
        475946.08   3774344.36       98.96976  (15012917)                475966.08  
3774344.36      103.57932  (15012917)          
        475986.08   3774344.36      108.57788  (15012917)                476006.08  
3774344.36      114.64565  (15012917)          
        476026.08   3774344.36      121.19348  (15012917)                476046.08  
3774344.36      127.81526  (15012917)          
        476066.08   3774344.36      135.09410  (15012917)                476086.08  
3774344.36      143.12609  (15012917)          
        476106.08   3774344.36      152.02624  (15012917)                476126.08  
3774344.36      161.93324  (15012917)          
        476146.08   3774344.36      173.49215  (15012917)                476166.08  
3774344.36      187.64501  (15012917)          
        476186.08   3774344.36      202.38723  (15012917)                476206.08  
3774344.36      218.89792  (15012917)          



        476226.08   3774344.36      237.87603  (15012917)                476246.08  
3774344.36      259.87302  (15012917)          
        476266.08   3774344.36      285.60875  (15012917)                476286.08  
3774344.36      316.03818  (15012917)          
        476306.08   3774344.36      358.36500  (12110208)                476326.08  
3774344.36      419.64400  (12110208)          
        476346.08   3774344.36      498.44368  (12110208)                476366.08  
3774344.36      602.11035  (12110208)          
        476386.08   3774344.36      742.58886  (12110208)                476406.08  
3774344.36      940.31274  (12110208)          
        477046.08   3774344.36      134.40668  (15020117)                477066.08  
3774344.36      127.29341  (15020117)          
        477086.08   3774344.36      120.83339  (15020117)                477106.08  
3774344.36      114.87060  (15020117)          
        477126.08   3774344.36      109.24981  (15020117)                477146.08  
3774344.36      104.25096  (15020117)          
        477166.08   3774344.36       99.68231  (15020117)                477466.08  
3774344.36       84.97878  (13013017)          
        477486.08   3774344.36       82.54563  (13013017)                477506.08  
3774344.36       80.22746  (13013017)          
        477526.08   3774344.36       78.01682  (13013017)                475526.08  
3774364.36       47.77373  (15012917)          
        475546.08   3774364.36       49.17684  (15012917)                475566.08  
3774364.36       50.50203  (15012917)          
        475586.08   3774364.36       51.89165  (15012917)                475606.08  
3774364.36       53.35028  (15012917)          
        475626.08   3774364.36       54.88290  (15012917)                475646.08  
3774364.36       56.49498  (15012917)          
        475666.08   3774364.36       58.28148  (15012917)                475686.08  
3774364.36       60.36458  (15012917)          
        475706.08   3774364.36       62.32972  (15012917)                475726.08  
3774364.36       64.35506  (15012917)          
        475746.08   3774364.36       66.49925  (15012917)                475766.08  
3774364.36       68.77246  (15012917)          
        475786.08   3774364.36       71.18600  (15012917)                475806.08  
3774364.36       73.75250  (15012917)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 589
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 



                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        475826.08   3774364.36       76.69543  (15012917)                475846.08  
3774364.36       79.85725  (15012917)          
        475866.08   3774364.36       83.19349  (15012917)                475886.08  
3774364.36       86.62145  (15012917)          
        475906.08   3774364.36       90.26625  (15012917)                475926.08  
3774364.36       94.18816  (15012917)          
        475946.08   3774364.36       98.41800  (15012917)                475966.08  
3774364.36      102.99111  (15012917)          
        475986.08   3774364.36      107.94824  (15012917)                476006.08  
3774364.36      113.96529  (15012917)          
        476026.08   3774364.36      120.45508  (15012917)                476046.08  
3774364.36      127.01264  (15012917)          
        476066.08   3774364.36      134.21641  (15012917)                476086.08  
3774364.36      142.15996  (15012917)          
        476106.08   3774364.36      150.95501  (15012917)                476126.08  
3774364.36      160.73590  (15012917)          
        476146.08   3774364.36      172.13846  (15012917)                476166.08  
3774364.36      186.09038  (15012917)          
        476186.08   3774364.36      200.59337  (15012917)                476206.08  
3774364.36      216.80554  (15012917)          
        476226.08   3774364.36      235.40208  (15012917)                476246.08  
3774364.36      256.90304  (15012917)          
        476266.08   3774364.36      281.98165  (15012917)                476286.08  
3774364.36      311.52161  (15012917)          
        476306.08   3774364.36      356.68679  (15090407)                476326.08  
3774364.36      417.18092  (15090407)          
        476346.08   3774364.36      494.53151  (15090407)                476366.08  
3774364.36      595.33328  (15090407)          
        476386.08   3774364.36      729.86788  (15090407)                477046.08  
3774364.36      134.33083  (13062919)          
        477066.08   3774364.36      127.20210  (13062919)                477086.08  
3774364.36      120.71646  (13062919)          
        477106.08   3774364.36      114.71691  (13062919)                477126.08  
3774364.36      109.05018  (13062919)          
        477146.08   3774364.36      104.05267  (14012817)                477166.08  



3774364.36       99.50965  (14012817)          
        477466.08   3774364.36       85.57916  (12101317)                477486.08  
3774364.36       83.11936  (12101317)          
        477506.08   3774364.36       80.77625  (12101317)                477526.08  
3774364.36       79.71627  (12101317)          
        475526.08   3774384.36       47.14662  (15012917)                475546.08  
3774384.36       48.51920  (15012917)          
        475566.08   3774384.36       49.81348  (15012917)                475586.08  
3774384.36       51.16987  (15012917)          
        475606.08   3774384.36       52.59269  (15012917)                475626.08  
3774384.36       54.08667  (15012917)          
        475646.08   3774384.36       55.65696  (15012917)                475666.08  
3774384.36       57.39687  (15012917)          
        475686.08   3774384.36       59.42635  (15012917)                475706.08  
3774384.36       61.33664  (15012917)          
        475726.08   3774384.36       63.30294  (15012917)                475746.08  
3774384.36       65.38254  (15012917)          
        475766.08   3774384.36       67.58491  (15012917)                475786.08  
3774384.36       69.95362  (15012917)          
        475806.08   3774384.36       72.54127  (15012917)                475826.08  
3774384.36       75.44904  (15012917)          
        475846.08   3774384.36       78.49457  (15012917)                475866.08  
3774384.36       81.54391  (15012917)          
        475886.08   3774384.36       84.83376  (12012506)                475906.08  
3774384.36       88.39478  (12012506)          
        475926.08   3774384.36       92.22381  (12012506)                475946.08  
3774384.36       96.35010  (12012506)          
        475966.08   3774384.36      100.80709  (12012506)                475986.08  
3774384.36      105.63321  (12012506)          
        476006.08   3774384.36      111.43288  (12012506)                476026.08  
3774384.36      117.68433  (12012506)          
        476046.08   3774384.36      124.03097  (12012506)                476066.08  
3774384.36      131.11248  (16100705)          
        476086.08   3774384.36      139.01221  (16100705)                476106.08  
3774384.36      147.75294  (16100705)          
        476126.08   3774384.36      157.46388  (16100705)                476146.08  
3774384.36      168.74213  (16100705)          
        476166.08   3774384.36      182.45574  (16100705)                476186.08  
3774384.36      196.73964  (16100705)          
        476206.08   3774384.36      212.67035  (16100705)                476226.08  
3774384.36      230.86612  (16100705)          
        476246.08   3774384.36      251.78769  (16100705)                476266.08  
3774384.36      276.01601  (16100705)          
        476286.08   3774384.36      304.28848  (16100705)                476306.08  
3774384.36      341.02202  (16100705)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    



                                  PAGE 590
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        476326.08   3774384.36      387.60980  (13112720)                476346.08  
3774384.36      442.88112  (15090407)          
        476366.08   3774384.36      516.63409  (15090407)                476386.08  
3774384.36      641.19788  (14090307)          
        476417.86   3774377.82      990.36459  (14090307)                477046.08  
3774384.36      133.80148  (13062919)          
        477066.08   3774384.36      126.81598  (13062919)                477086.08  
3774384.36      120.44859  (13062919)          
        477106.08   3774384.36      114.54698  (13062919)                477126.08  
3774384.36      108.96170  (13062919)          
        477146.08   3774384.36      104.01638  (13062919)                477166.08  
3774384.36       99.49655  (13062919)          
        477466.08   3774384.36       85.79381  (12101317)                477486.08  
3774384.36       83.35390  (12101317)          
        477506.08   3774384.36       81.02827  (12101317)                477526.08  
3774384.36       80.19439  (12101317)          
        475526.08   3774404.36       46.77146  (12012506)                475546.08  
3774404.36       48.12269  (12012506)          
        475566.08   3774404.36       49.40820  (12012506)                475586.08  
3774404.36       50.75495  (12012506)          
        475606.08   3774404.36       52.16713  (12012506)                475626.08  
3774404.36       53.64934  (12012506)          
        475646.08   3774404.36       55.20660  (12012506)                475666.08  
3774404.36       56.93091  (15012908)          
        475686.08   3774404.36       58.92401  (15012908)                475706.08  
3774404.36       60.83044  (15012908)          



        475726.08   3774404.36       62.80008  (15012908)                475746.08  
3774404.36       64.91283  (16100705)          
        475766.08   3774404.36       67.17295  (16100705)                475786.08  
3774404.36       69.67446  (16100705)          
        475806.08   3774404.36       72.55751  (16100705)                475826.08  
3774404.36       75.38210  (16100705)          
        475846.08   3774404.36       78.33059  (16100705)                475866.08  
3774404.36       81.46259  (16100705)          
        475886.08   3774404.36       84.81350  (16100705)                475906.08  
3774404.36       88.40515  (16100705)          
        475926.08   3774404.36       92.26215  (16100705)                475946.08  
3774404.36       96.41236  (16100705)          
        475966.08   3774404.36      100.88741  (16100705)                475986.08  
3774404.36      105.72334  (16100705)          
        476006.08   3774404.36      111.54605  (16100705)                476026.08  
3774404.36      117.80409  (16100705)          
        476046.08   3774404.36      124.11645  (16100705)                476066.08  
3774404.36      131.01256  (16100705)          
        476086.08   3774404.36      138.56808  (16100705)                476106.08  
3774404.36      146.87096  (16100705)          
        476126.08   3774404.36      156.02381  (16100705)                476146.08  
3774404.36      166.58014  (16100705)          
        476166.08   3774404.36      179.33844  (16100705)                476186.08  
3774404.36      193.04225  (13112720)          
        476206.08   3774404.36      209.37856  (13112720)                476226.08  
3774404.36      227.94322  (13112720)          
        476246.08   3774404.36      249.13641  (13112720)                476266.08  
3774404.36      273.43676  (13112720)          
        476286.08   3774404.36      301.40976  (13112720)                476306.08  
3774404.36      337.05530  (13112720)          
        476326.08   3774404.36      381.89750  (16111017)                477046.08  
3774404.36      133.63518  (13101617)          
        477066.08   3774404.36      126.57715  (13101617)                477086.08  
3774404.36      120.12814  (13101617)          
        477106.08   3774404.36      114.14406  (13101617)                477126.08  
3774404.36      108.48331  (13101617)          
        477146.08   3774404.36      103.45073  (13101617)                477166.08  
3774404.36       98.84241  (13101617)          
        477186.08   3774404.36       94.56968  (13101617)                477206.08  
3774404.36       90.59888  (13101617)          
        477226.08   3774404.36      106.27916  (13062919)                477246.08  
3774404.36      115.00067  (16051606)          
        477266.08   3774404.36      111.12555  (16051606)                477286.08  
3774404.36      107.09726  (12101317)          
        477306.08   3774404.36      103.51526  (12101317)                477326.08  
3774404.36      100.13084  (12101317)          
        477346.08   3774404.36       98.41398  (12101317)                477366.08  
3774404.36       97.77431  (12101317)          
        477386.08   3774404.36       95.33834  (12101317)                477406.08  
3774404.36       92.48748  (12101317)          



        477426.08   3774404.36       89.77616  (12101317)                477446.08  
3774404.36       87.19484  (12101317)          
        477466.08   3774404.36       84.73483  (12101317)                477486.08  
3774404.36       82.38825  (12101317)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774404.36       80.14790  (12101317)                477526.08  
3774404.36       79.34549  (12101317)          
        475946.08   3774424.36       95.61149  (16100705)                475966.08  
3774424.36       99.84316  (16100705)          
        475986.08   3774424.36      104.39025  (16100705)                476006.08  
3774424.36      109.85815  (16100705)          
        476026.08   3774424.36      115.69172  (16100705)                476046.08  
3774424.36      121.81569  (13112720)          
        476066.08   3774424.36      129.11571  (13112720)                476086.08  
3774424.36      137.11042  (13112720)          
        476106.08   3774424.36      145.88637  (13112720)                476126.08  
3774424.36      155.54220  (13112720)          
        476146.08   3774424.36      166.61588  (13112720)                476166.08  
3774424.36      179.88334  (13112720)          
        476186.08   3774424.36      193.46672  (13112720)                476206.08  
3774424.36      208.28704  (13112720)          
        476226.08   3774424.36      224.76487  (13112720)                476246.08  



3774424.36      244.84811  (16111017)          
        476266.08   3774424.36      269.86105  (16111017)                476286.08  
3774424.36      298.22903  (16111017)          
        476306.08   3774424.36      333.55256  (16111017)                476326.08  
3774424.36      381.94023  (14090307)          
        476346.08   3774424.36      451.61615  (14090307)                476366.08  
3774424.36      529.45672  (14090307)          
        476386.08   3774424.36      611.00850  (14090307)                476406.08  
3774424.36      686.08243  (14090307)          
        476426.08   3774424.36      759.63031  (15082107)                476446.08  
3774424.36      914.63631  (15082107)          
        476466.08   3774424.36     1047.31724  (14091624)                476486.08  
3774424.36     1228.84979  (13021808)          
        476506.08   3774424.36     1777.90984  (14030117)                476526.08  
3774424.36     2393.76014  (13042407)          
        476546.08   3774424.36     2235.06859  (13112916)                476566.08  
3774424.36     3033.30397  (13112916)          
        476586.08   3774424.36     2368.09089  (13112916)                476606.08  
3774424.36     1422.67353  (13112916)          
        476626.08   3774424.36     1346.24629  (14041207)                476646.08  
3774424.36     1265.54110  (14041207)          
        476666.08   3774424.36     1134.64505  (14041207)                476686.08  
3774424.36      991.49327  (12041107)          
        476706.08   3774424.36      921.43546  (12041107)                476726.08  
3774424.36      838.15486  (12041107)          
        476746.08   3774424.36      753.13611  (12041107)                476766.08  
3774424.36      672.84529  (12041107)          
        476786.08   3774424.36      597.16789  (12041107)                476806.08  
3774424.36      512.93259  (12041107)          
        476826.08   3774424.36      432.93741  (12041107)                476846.08  
3774424.36      362.97759  (12041107)          
        476866.08   3774424.36      306.05994  (12041107)                476886.08  
3774424.36      259.88955  (12041107)          
        476906.08   3774424.36      222.03088  (12041107)                476926.08  
3774424.36      190.69498  (12041107)          
        476946.08   3774424.36      176.57172  (16102817)                476966.08  
3774424.36      165.45758  (16102817)          
        476986.08   3774424.36      155.49841  (13101617)                477006.08  
3774424.36      146.88874  (13101617)          
        477026.08   3774424.36      139.03833  (13101617)                477046.08  
3774424.36      131.85667  (13101617)          
        477066.08   3774424.36      125.26699  (13101617)                477086.08  
3774424.36      119.07796  (13101617)          
        477106.08   3774424.36      113.35964  (13101617)                477126.08  
3774424.36      108.11248  (13101617)          
        477146.08   3774424.36      103.32805  (13101617)                477166.08  
3774424.36       98.90008  (13101617)          
        477186.08   3774424.36       94.77701  (13101617)                477206.08  
3774424.36       90.93034  (13101617)          
        477226.08   3774424.36      107.23454  (13101617)                477246.08  



3774424.36      114.66098  (13101617)          
        477266.08   3774424.36      110.69671  (13101617)                477286.08  
3774424.36      106.62631  (13101617)          
        477306.08   3774424.36      102.92900  (16051606)                477326.08  
3774424.36      101.07404  (16051606)          
        477346.08   3774424.36       98.95553  (13090121)                477366.08  
3774424.36       96.80971  (13090121)          
        477386.08   3774424.36       93.96023  (13090121)                477406.08  
3774424.36       91.08246  (13090121)          
        477426.08   3774424.36       88.35722  (15061921)                477446.08  
3774424.36       85.81679  (15061921)          
        477466.08   3774424.36       83.39280  (15061921)                477486.08  
3774424.36       81.07806  (15061921)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774424.36       78.86598  (15061921)                477526.08  
3774424.36       78.15744  (15061921)          
        475946.08   3774444.36       94.79420  (13112720)                475966.08  
3774444.36       99.46510  (13112720)          
        475986.08   3774444.36      104.61043  (13112720)                476006.08  
3774444.36      110.42096  (13112720)          
        476026.08   3774444.36      116.61032  (13112720)                476046.08  
3774444.36      122.95335  (13112720)          



        476066.08   3774444.36      129.81554  (13112720)                476086.08  
3774444.36      137.24683  (13112720)          
        476106.08   3774444.36      145.30057  (13112720)                476126.08  
3774444.36      154.03270  (13112720)          
        476146.08   3774444.36      163.91413  (13112720)                476166.08  
3774444.36      176.75449  (16111017)          
        476186.08   3774444.36      191.27754  (16111017)                476206.08  
3774444.36      207.06302  (16111017)          
        476226.08   3774444.36      224.47185  (16111017)                476246.08  
3774444.36      243.59945  (16111017)          
        476266.08   3774444.36      264.72524  (16111017)                476286.08  
3774444.36      288.16624  (16111017)          
        476306.08   3774444.36      318.63993  (14090307)                476326.08  
3774444.36      360.53071  (14090307)          
        476346.08   3774444.36      402.42780  (14090307)                476366.08  
3774444.36      447.01550  (15091504)          
        476386.08   3774444.36      502.10176  (15091504)                476406.08  
3774444.36      577.94066  (16021808)          
        476426.08   3774444.36      666.43792  (16021808)                476446.08  
3774444.36      770.06676  (14091624)          
        476466.08   3774444.36      875.25754  (16092018)                476486.08  
3774444.36     1020.20863  (14030117)          
        476506.08   3774444.36     1269.00403  (14030117)                476526.08  
3774444.36     1594.74866  (13042407)          
        476546.08   3774444.36     1437.22263  (15011116)                476566.08  
3774444.36     1919.97986  (13112916)          
        476586.08   3774444.36     1926.31331  (13112916)                476606.08  
3774444.36     1445.37135  (13112916)          
        476626.08   3774444.36      917.19894  (13112916)                476646.08  
3774444.36      845.63828  (14041207)          
        476666.08   3774444.36      853.68823  (14041207)                476686.08  
3774444.36      809.33523  (14041207)          
        476706.08   3774444.36      732.44160  (14041207)                476726.08  
3774444.36      643.40029  (14041207)          
        476746.08   3774444.36      606.01131  (12041107)                476766.08  
3774444.36      566.91241  (12041107)          
        476786.08   3774444.36      522.41480  (12041107)                476806.08  
3774444.36      477.90239  (12041107)          
        476826.08   3774444.36      433.95027  (12041107)                476846.08  
3774444.36      384.74396  (12041107)          
        476866.08   3774444.36      337.72263  (12041107)                476886.08  
3774444.36      295.50220  (12041107)          
        476906.08   3774444.36      258.39528  (12041107)                476926.08  
3774444.36      226.09105  (12041107)          
        476946.08   3774444.36      198.08018  (12041107)                476966.08  
3774444.36      174.37049  (12041107)          
        476986.08   3774444.36      153.35434  (12041107)                477006.08  
3774444.36      141.41218  (16102817)          
        477026.08   3774444.36      134.39465  (16102817)                477046.08  
3774444.36      127.89724  (16102817)          



        477066.08   3774444.36      121.87280  (16102817)                477086.08  
3774444.36      116.05264  (16102817)          
        477106.08   3774444.36      110.67186  (16102817)                477126.08  
3774444.36      105.86118  (16102817)          
        477146.08   3774444.36      101.42115  (13101617)                477166.08  
3774444.36       97.32693  (13101617)          
        477186.08   3774444.36       93.49052  (13101617)                477206.08  
3774444.36       89.89066  (13101617)          
        477226.08   3774444.36      106.22210  (13101617)                477246.08  
3774444.36      114.07211  (13101617)          
        477266.08   3774444.36      110.39913  (13101617)                477286.08  
3774444.36      106.57161  (13101617)          
        477306.08   3774444.36      102.94198  (13101617)                477326.08  
3774444.36      101.51880  (13101617)          
        477346.08   3774444.36       99.70048  (14072722)                477366.08  
3774444.36       96.51246  (14073022)          
        477386.08   3774444.36       93.55558  (14073022)                477406.08  
3774444.36       90.73591  (14073022)          
        477426.08   3774444.36       88.04528  (14073022)                477446.08  
3774444.36       85.47606  (14073022)          
        477466.08   3774444.36       83.02121  (14073022)                477486.08  
3774444.36       80.67415  (14073022)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 593
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -



- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774444.36       79.61579  (14073022)                477526.08  
3774444.36       78.43948  (14073022)          
        475946.08   3774464.36       95.41485  (13112720)                475966.08  
3774464.36       99.94097  (13112720)          
        475986.08   3774464.36      105.16214  (13112720)                476006.08  
3774464.36      110.32157  (13112720)          
        476026.08   3774464.36      115.72238  (13112720)                476046.08  
3774464.36      121.45856  (13112720)          
        476066.08   3774464.36      127.58015  (13112720)                476086.08  
3774464.36      134.94751  (16111017)          
        476106.08   3774464.36      143.87889  (16111017)                476126.08  
3774464.36      153.56121  (16111017)          
        476146.08   3774464.36      164.45676  (16111017)                476166.08  
3774464.36      177.22630  (16111017)          
        476186.08   3774464.36      189.92623  (16111017)                476206.08  
3774464.36      203.28783  (16111017)          
        476226.08   3774464.36      217.48783  (16111017)                476246.08  
3774464.36      232.38986  (16111017)          
        476266.08   3774464.36      251.98691  (13052302)                476286.08  
3774464.36      275.19789  (16100301)          
        476306.08   3774464.36      305.27417  (15091504)                476326.08  
3774464.36      340.51268  (15091504)          
        476346.08   3774464.36      376.55956  (15091504)                476366.08  
3774464.36      415.85505  (16021808)          
        476386.08   3774464.36      472.26534  (16021808)                476406.08  
3774464.36      521.43774  (16021808)          
        476426.08   3774464.36      591.67346  (14091624)                476446.08  
3774464.36      669.12185  (16092018)          
        476466.08   3774464.36      735.55126  (13021808)                476486.08  
3774464.36      838.66914  (14030117)          
        476506.08   3774464.36      916.06805  (14030117)                476526.08  
3774464.36     1137.01230  (13042407)          
        476546.08   3774464.36     1063.88977  (15011116)                476566.08  
3774464.36     1211.40907  (13112916)          
        476586.08   3774464.36     1439.05243  (13112916)                476606.08  
3774464.36     1288.69091  (13112916)          
        476626.08   3774464.36      958.40522  (13112916)                476646.08  
3774464.36      633.27563  (13112916)          
        476666.08   3774464.36      574.43518  (16060806)                476686.08  
3774464.36      594.33622  (14041207)          
        476706.08   3774464.36      590.85782  (14041207)                476726.08  
3774464.36      558.15918  (14041207)          
        476746.08   3774464.36      510.22898  (14041207)                476766.08  
3774464.36      456.77419  (14041207)          
        476786.08   3774464.36      429.59250  (12041107)                476806.08  
3774464.36      411.94102  (12041107)          
        476826.08   3774464.36      391.69797  (12041107)                476846.08  
3774464.36      364.38690  (12041107)          
        476866.08   3774464.36      334.18276  (12041107)                476886.08  



3774464.36      303.51302  (12041107)          
        476906.08   3774464.36      273.80315  (12041107)                476926.08  
3774464.36      245.90069  (12041107)          
        476946.08   3774464.36      220.21945  (12041107)                476966.08  
3774464.36      197.93392  (12041107)          
        476986.08   3774464.36      177.22079  (12041107)                477006.08  
3774464.36      158.09292  (12041107)          
        477026.08   3774464.36      141.05704  (12041107)                477046.08  
3774464.36      125.92362  (12041107)          
        477066.08   3774464.36      116.66875  (16102817)                477086.08  
3774464.36      111.62773  (16102817)          
        477106.08   3774464.36      106.91132  (16102817)                477126.08  
3774464.36      102.66272  (16102817)          
        477146.08   3774464.36       98.65757  (16102817)                477166.08  
3774464.36       94.88013  (16102817)          
        477186.08   3774464.36       91.31539  (16102817)                477206.08  
3774464.36       87.94909  (16102817)          
        477226.08   3774464.36      103.30482  (13101617)                477246.08  
3774464.36      112.59510  (12092320)          
        477266.08   3774464.36      109.10487  (12092320)                477286.08  
3774464.36      105.27081  (12092320)          
        477306.08   3774464.36      101.62358  (12092320)                477326.08  
3774464.36      100.89700  (12092320)          
        477346.08   3774464.36       99.20185  (12092320)                477366.08  
3774464.36       95.90480  (12092320)          
        477386.08   3774464.36       92.83952  (14072722)                477406.08  
3774464.36       90.11285  (14072722)          
        477426.08   3774464.36       87.50136  (14072722)                477446.08  
3774464.36       84.99931  (14072722)          
        477466.08   3774464.36       82.60125  (14072722)                477486.08  
3774464.36       80.30201  (14072722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 594
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 



                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774464.36       80.56141  (12090821)                477526.08  
3774464.36       80.55682  (15082520)          
        475946.08   3774484.36       94.48486  (13112720)                475966.08  
3774484.36       98.60135  (13112720)          
        475986.08   3774484.36      103.35952  (13112720)                476006.08  
3774484.36      108.60734  (16111017)          
        476026.08   3774484.36      114.74870  (16111017)                476046.08  
3774484.36      121.32405  (16111017)          
        476066.08   3774484.36      128.35651  (16111017)                476086.08  
3774484.36      135.86510  (16111017)          
        476106.08   3774484.36      143.86198  (16111017)                476126.08  
3774484.36      152.34838  (16111017)          
        476146.08   3774484.36      161.70892  (16111017)                476166.08  
3774484.36      172.48428  (16111017)          
        476186.08   3774484.36      182.70669  (16111017)                476206.08  
3774484.36      194.55613  (13052302)          
        476226.08   3774484.36      208.08553  (13052302)                476246.08  
3774484.36      223.39118  (16100301)          
        476266.08   3774484.36      244.17859  (15091504)                476286.08  
3774484.36      270.72084  (15091504)          
        476306.08   3774484.36      296.20099  (15091504)                476326.08  
3774484.36      320.58627  (15091504)          
        476346.08   3774484.36      355.84893  (16021808)                476366.08  
3774484.36      394.64399  (16021808)          
        476386.08   3774484.36      428.08272  (14091624)                476406.08  
3774484.36      472.76708  (14091624)          
        476426.08   3774484.36      527.47432  (16092018)                476446.08  
3774484.36      571.10780  (13021808)          
        476466.08   3774484.36      618.19468  (16121606)                476486.08  
3774484.36      676.78918  (14030117)          
        476506.08   3774484.36      751.27445  (13090718)                476526.08  
3774484.36      855.12327  (15011116)          
        476546.08   3774484.36      820.34786  (15011116)                476566.08  
3774484.36      788.83979  (16082607)          
        476586.08   3774484.36     1041.42703  (13112916)                476606.08  
3774484.36     1066.43895  (13112916)          
        476626.08   3774484.36      906.29947  (13112916)                476646.08  
3774484.36      675.32625  (13112916)          
        476666.08   3774484.36      465.81471  (16041118)                476686.08  
3774484.36      440.27354  (16041118)          



        476706.08   3774484.36      431.25386  (14041207)                476726.08  
3774484.36      441.08819  (14041207)          
        476746.08   3774484.36      430.98317  (14041207)                476766.08  
3774484.36      407.60422  (14041207)          
        476786.08   3774484.36      376.55618  (14041207)                476806.08  
3774484.36      342.99800  (14041207)          
        476826.08   3774484.36      323.21142  (12041107)                476846.08  
3774484.36      314.57676  (12041107)          
        476866.08   3774484.36      301.08272  (12041107)                476886.08  
3774484.36      284.34297  (12041107)          
        476906.08   3774484.36      265.60970  (12041107)                476926.08  
3774484.36      245.96805  (12041107)          
        476946.08   3774484.36      226.26488  (12041107)                476966.08  
3774484.36      208.37000  (12041107)          
        476986.08   3774484.36      190.67723  (12041107)                477006.08  
3774484.36      173.25773  (12041107)          
        477026.08   3774484.36      157.10851  (12041107)                477046.08  
3774484.36      142.26544  (12041107)          
        477066.08   3774484.36      128.70985  (12041107)                477086.08  
3774484.36      116.62370  (12041107)          
        477106.08   3774484.36      105.52186  (12041107)                477126.08  
3774484.36       99.69836  (16102617)          
        477146.08   3774484.36       94.93962  (16102617)                477166.08  
3774484.36       91.16810  (16102817)          
        477186.08   3774484.36       88.06322  (16102817)                477206.08  
3774484.36      116.86367  (13083021)          
        477226.08   3774484.36      114.39605  (13083021)                477246.08  
3774484.36      111.31938  (13083021)          
        477266.08   3774484.36      107.26842  (12092320)                477286.08  
3774484.36      103.84063  (12092320)          
        477306.08   3774484.36      100.55017  (12092320)                477326.08  
3774484.36      100.19109  (12092320)          
        477346.08   3774484.36       98.80619  (12092320)                477366.08  
3774484.36       95.76906  (12092320)          
        477386.08   3774484.36       92.85338  (12092320)                477406.08  
3774484.36       90.05455  (12092320)          
        477426.08   3774484.36       87.36794  (12092320)                477446.08  
3774484.36       84.78897  (12092320)          
        477466.08   3774484.36       82.31312  (12092320)                477486.08  
3774484.36       79.93599  (12092320)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 595
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***



                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774484.36       80.33985  (15101421)                477526.08  
3774484.36       80.42195  (15101421)          
        475946.08   3774504.36       93.80691  (16111017)                475966.08  
3774504.36       98.59047  (16111017)          
        475986.08   3774504.36      103.97787  (16111017)                476006.08  
3774504.36      109.47264  (16111017)          
        476026.08   3774504.36      115.17878  (16111017)                476046.08  
3774504.36      121.07491  (16111017)          
        476066.08   3774504.36      127.26757  (16111017)                476086.08  
3774504.36      133.74274  (16111017)          
        476106.08   3774504.36      140.47322  (16111017)                476126.08  
3774504.36      147.41368  (16111017)          
        476146.08   3774504.36      155.49229  (13052302)                476166.08  
3774504.36      166.14118  (13052302)          
        476186.08   3774504.36      176.20554  (13052302)                476206.08  
3774504.36      188.04472  (16100301)          
        476226.08   3774504.36      202.83027  (15091504)                476246.08  
3774504.36      220.37963  (15091504)          
        476266.08   3774504.36      238.75269  (15091504)                476286.08  
3774504.36      258.08803  (15091504)          
        476306.08   3774504.36      278.30047  (16021808)                476326.08  
3774504.36      308.47491  (16021808)          
        476346.08   3774504.36      335.99954  (16021808)                476366.08  
3774504.36      360.68415  (14091624)          
        476386.08   3774504.36      393.15059  (14091624)                476406.08  
3774504.36      428.70609  (16092018)          
        476426.08   3774504.36      459.90080  (16092018)                476446.08  
3774504.36      499.69462  (13021808)          
        476466.08   3774504.36      530.57366  (16021806)                476486.08  
3774504.36      561.02814  (15122518)          
        476506.08   3774504.36      632.55372  (13090718)                476526.08  



3774504.36      675.61483  (15011116)          
        476546.08   3774504.36      653.13867  (15011116)                476566.08  
3774504.36      591.57855  (16111019)          
        476586.08   3774504.36      748.42139  (13112916)                476606.08  
3774504.36      847.58427  (13112916)          
        476626.08   3774504.36      802.32750  (13112916)                476646.08  
3774504.36      663.95596  (13112916)          
        476666.08   3774504.36      497.61447  (13112916)                476686.08  
3774504.36      383.60480  (16041118)          
        476706.08   3774504.36      366.53780  (16041118)                476726.08  
3774504.36      341.25506  (16041118)          
        476746.08   3774504.36      335.27805  (14041207)                476766.08  
3774504.36      336.96288  (14041207)          
        476786.08   3774504.36      327.78846  (14041207)                476806.08  
3774504.36      311.88723  (14041207)          
        476826.08   3774504.36      292.42829  (14041207)                476846.08  
3774504.36      268.75824  (14041207)          
        476866.08   3774504.36      249.33293  (12041107)                476886.08  
3774504.36      245.20613  (12041107)          
        476906.08   3774504.36      237.66006  (12041107)                476926.08  
3774504.36      227.55421  (12041107)          
        476946.08   3774504.36      215.69954  (12041107)                476966.08  
3774504.36      204.01070  (12041107)          
        476986.08   3774504.36      191.33321  (12041107)                477006.08  
3774504.36      177.70948  (12041107)          
        477026.08   3774504.36      164.33534  (12041107)                477046.08  
3774504.36      151.44276  (12041107)          
        477066.08   3774504.36      139.18322  (12041107)                477086.08  
3774504.36      128.04064  (12041107)          
        477106.08   3774504.36      117.45062  (12041107)                477126.08  
3774504.36      107.34612  (12041107)          
        477146.08   3774504.36       98.02549  (12041107)                477166.08  
3774504.36       91.21510  (16102617)          
        477186.08   3774504.36       87.28541  (16102617)                477206.08  
3774504.36      116.98106  (15070506)          
        477226.08   3774504.36      115.04101  (13083021)                477246.08  
3774504.36      111.04548  (13083021)          
        477266.08   3774504.36      107.19603  (13083021)                477286.08  
3774504.36      103.49210  (13083021)          
        477306.08   3774504.36       99.93191  (13083021)                477326.08  
3774504.36       99.62784  (13083021)          
        477346.08   3774504.36       98.17905  (13083021)                477366.08  
3774504.36       94.84461  (13083021)          
        477386.08   3774504.36       91.78678  (15062921)                477406.08  
3774504.36       88.97264  (12092320)          
        477426.08   3774504.36       86.54215  (12092320)                477446.08  
3774504.36       84.19186  (12092320)          
        477466.08   3774504.36       81.92014  (12092320)                477486.08  
3774504.36       79.72511  (12092320)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           



                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 596
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774504.36       80.00732  (12092320)                477526.08  
3774504.36       79.60855  (12092320)          
        475946.08   3774524.36       94.38881  (16111017)                475966.08  
3774524.36       98.63356  (16111017)          
        475986.08   3774524.36      103.10473  (16111017)                476006.08  
3774524.36      108.21973  (16111017)          
        476026.08   3774524.36      113.47811  (16111017)                476046.08  
3774524.36      118.49466  (16111017)          
        476066.08   3774524.36      123.63923  (16111017)                476086.08  
3774524.36      128.93434  (13052302)          
        476106.08   3774524.36      135.90721  (13052302)                476126.08  
3774524.36      143.06566  (13052302)          
        476146.08   3774524.36      150.66850  (13052302)                476166.08  
3774524.36      161.24675  (16100301)          
        476186.08   3774524.36      172.70213  (15091504)                476206.08  
3774524.36      186.08276  (15091504)          
        476226.08   3774524.36      199.67709  (15091504)                476246.08  
3774524.36      213.06984  (15091504)          
        476266.08   3774524.36      225.69440  (15091504)                476286.08  
3774524.36      245.11418  (16021808)          
        476306.08   3774524.36      268.98542  (16021808)                476326.08  
3774524.36      290.55369  (16021808)          



        476346.08   3774524.36      309.70031  (14091624)                476366.08  
3774524.36      334.15600  (14091624)          
        476386.08   3774524.36      360.66441  (16092018)                476406.08  
3774524.36      383.87586  (16092018)          
        476426.08   3774524.36      410.99825  (13021808)                476446.08  
3774524.36      436.29754  (16121606)          
        476466.08   3774524.36      454.21061  (16021806)                476486.08  
3774524.36      495.20351  (13090718)          
        476506.08   3774524.36      540.36030  (13090718)                476526.08  
3774524.36      548.55652  (15011116)          
        476546.08   3774524.36      533.32915  (15011116)                476566.08  
3774524.36      504.75491  (16111019)          
        476586.08   3774524.36      540.11059  (13112916)                476606.08  
3774524.36      660.00621  (13112916)          
        476626.08   3774524.36      681.10037  (13112916)                476646.08  
3774524.36      615.77523  (13112916)          
        476666.08   3774524.36      502.44948  (13112916)                476686.08  
3774524.36      379.98813  (13112916)          
        476706.08   3774524.36      322.96594  (13102820)                476726.08  
3774524.36      311.73257  (16041118)          
        476746.08   3774524.36      294.12078  (16041118)                476766.08  
3774524.36      272.54511  (16041118)          
        476786.08   3774524.36      266.53647  (14041207)                476806.08  
3774524.36      265.87186  (14041207)          
        476826.08   3774524.36      259.63501  (14041207)                476846.08  
3774524.36      247.62803  (14041207)          
        476866.08   3774524.36      232.22732  (14041207)                476886.08  
3774524.36      214.90003  (14041207)          
        476906.08   3774524.36      197.36637  (12041107)                476926.08  
3774524.36      195.80936  (12041107)          
        476946.08   3774524.36      191.70663  (12041107)                476966.08  
3774524.36      186.53209  (12041107)          
        476986.08   3774524.36      179.64803  (12041107)                477006.08  
3774524.36      171.02066  (12041107)          
        477026.08   3774524.36      161.71979  (12041107)                477046.08  
3774524.36      152.07621  (12041107)          
        477066.08   3774524.36      142.35036  (12041107)                477086.08  
3774524.36      133.22356  (12041107)          
        477106.08   3774524.36      124.14942  (12041107)                477126.08  
3774524.36      115.05810  (12041107)          
        477146.08   3774524.36      106.40398  (12041107)                477166.08  
3774524.36       98.22999  (12041107)          
        477186.08   3774524.36       90.55918  (12041107)                477206.08  
3774524.36      115.79034  (15070506)          
        477226.08   3774524.36      113.82869  (15070506)                477246.08  
3774524.36      109.81892  (15070506)          
        477266.08   3774524.36      105.93293  (15070506)                477286.08  
3774524.36      102.17525  (15070506)          
        477306.08   3774524.36       98.87273  (13083021)                477326.08  
3774524.36       99.01327  (13083021)          



        477346.08   3774524.36       97.95439  (13083021)                477366.08  
3774524.36       94.94440  (13083021)          
        477386.08   3774524.36       92.02830  (13083021)                477406.08  
3774524.36       89.20640  (13083021)          
        477426.08   3774524.36       86.47832  (13083021)                477446.08  
3774524.36       83.84306  (13083021)          
        477466.08   3774524.36       81.29919  (13083021)                477486.08  
3774524.36       78.91816  (15062921)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 597
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774524.36       79.42442  (15062921)                477526.08  
3774524.36       79.13807  (15062921)          
        475946.08   3774544.36       93.54992  (16111017)                475966.08  
3774544.36       97.24817  (16111017)          
        475986.08   3774544.36      101.04114  (16111017)                476006.08  
3774544.36      105.42760  (16111017)          
        476026.08   3774544.36      109.83030  (16111017)                476046.08  
3774544.36      114.91658  (13052302)          
        476066.08   3774544.36      120.40742  (13052302)                476086.08  
3774544.36      125.98513  (13052302)          
        476106.08   3774544.36      131.94636  (16100301)                476126.08  
3774544.36      139.52984  (16100301)          
        476146.08   3774544.36      148.41625  (15091504)                476166.08  



3774544.36      159.91284  (15091504)          
        476186.08   3774544.36      170.74879  (15091504)                476206.08  
3774544.36      181.27219  (15091504)          
        476226.08   3774544.36      191.30651  (15091504)                476246.08  
3774544.36      202.21003  (16021808)          
        476266.08   3774544.36      219.91829  (16021808)                476286.08  
3774544.36      236.64305  (16021808)          
        476306.08   3774544.36      253.07918  (16021808)                476326.08  
3774544.36      270.03419  (14091624)          
        476346.08   3774544.36      288.99830  (14091624)                476366.08  
3774544.36      309.06323  (16092018)          
        476386.08   3774544.36      329.15763  (16092018)                476406.08  
3774544.36      343.13451  (13021808)          
        476426.08   3774544.36      366.57465  (13021808)                476446.08  
3774544.36      387.12347  (16021806)          
        476466.08   3774544.36      402.25009  (15122518)                476486.08  
3774544.36      440.15250  (13090718)          
        476506.08   3774544.36      467.73726  (13090718)                476526.08  
3774544.36      455.05979  (15011116)          
        476546.08   3774544.36      444.36642  (15011116)                476566.08  
3774544.36      436.07695  (16111019)          
        476586.08   3774544.36      411.72999  (16111019)                476606.08  
3774544.36      509.30391  (13112916)          
        476626.08   3774544.36      563.26604  (13112916)                476646.08  
3774544.36      548.31545  (13112916)          
        476666.08   3774544.36      481.80965  (13112916)                476686.08  
3774544.36      391.73756  (13112916)          
        476706.08   3774544.36      305.50115  (15101019)                476726.08  
3774544.36      277.94907  (13102820)          
        476746.08   3774544.36      269.44800  (16041118)                476766.08  
3774544.36      256.79765  (16041118)          
        476786.08   3774544.36      240.75717  (16041118)                476806.08  
3774544.36      222.83579  (16041118)          
        476826.08   3774544.36      217.32475  (14041207)                476846.08  
3774544.36      215.65318  (14041207)          
        476866.08   3774544.36      209.55877  (14041207)                476886.08  
3774544.36      200.24195  (14041207)          
        476906.08   3774544.36      188.68020  (14041207)                476926.08  
3774544.36      175.71112  (14041207)          
        476946.08   3774544.36      162.03101  (14041207)                476966.08  
3774544.36      159.93430  (12041107)          
        476986.08   3774544.36      158.41818  (12041107)                477006.08  
3774544.36      154.90783  (12041107)          
        477026.08   3774544.36      150.11608  (12041107)                477046.08  
3774544.36      144.36091  (12041107)          
        477066.08   3774544.36      137.92374  (12041107)                477086.08  
3774544.36      131.53013  (12041107)          
        477106.08   3774544.36      124.73377  (12041107)                477126.08  
3774544.36      117.45956  (12041107)          
        477146.08   3774544.36      110.22503  (12041107)                477166.08  



3774544.36      103.13149  (12041107)          
        477186.08   3774544.36       96.25531  (12041107)                477206.08  
3774544.36      113.11323  (12081023)          
        477226.08   3774544.36      111.76112  (12081023)                477246.08  
3774544.36      108.06249  (12081023)          
        477266.08   3774544.36      104.47835  (15070506)                477286.08  
3774544.36      101.23655  (15070506)          
        477306.08   3774544.36       98.06152  (15070506)                477326.08  
3774544.36       97.66886  (15070506)          
        477346.08   3774544.36       96.86297  (16062906)                477366.08  
3774544.36       93.98334  (16062906)          
        477386.08   3774544.36       91.17035  (16062906)                477406.08  
3774544.36       88.49746  (13083021)          
        477426.08   3774544.36       86.06551  (13083021)                477446.08  
3774544.36       83.69339  (13083021)          
        477466.08   3774544.36       81.38294  (13083021)                477486.08  
3774544.36       79.13532  (13083021)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 598
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774544.36       79.67335  (13083021)                477526.08  
3774544.36       79.40432  (13083021)          
        475946.08   3774564.36       91.37662  (16111017)                475966.08  
3774564.36       94.45071  (16111017)          



        475986.08   3774564.36       98.17301  (13052302)                476006.08  
3774564.36      102.91274  (13052302)          
        476026.08   3774564.36      107.69147  (13052302)                476046.08  
3774564.36      112.11759  (13052302)          
        476066.08   3774564.36      117.27677  (16100301)                476086.08  
3774564.36      123.35721  (16100301)          
        476106.08   3774564.36      130.21531  (15091504)                476126.08  
3774564.36      138.52374  (15091504)          
        476146.08   3774564.36      147.24374  (15091504)                476166.08  
3774564.36      156.66150  (15091504)          
        476186.08   3774564.36      164.97866  (15091504)                476206.08  
3774564.36      172.85581  (13050502)          
        476226.08   3774564.36      184.66637  (16021808)                476246.08  
3774564.36      198.76470  (16021808)          
        476266.08   3774564.36      211.77787  (16021808)                476286.08  
3774564.36      222.77227  (16021808)          
        476306.08   3774564.36      237.28012  (14091624)                476326.08  
3774564.36      253.50396  (14091624)          
        476346.08   3774564.36      268.86202  (16092018)                476366.08  
3774564.36      286.22745  (16092018)          
        476386.08   3774564.36      295.79353  (14040103)                476406.08  
3774564.36      313.90817  (13021808)          
        476426.08   3774564.36      328.74243  (16121606)                476446.08  
3774564.36      342.70650  (16021806)          
        476466.08   3774564.36      358.14434  (15122518)                476486.08  
3774564.36      393.14518  (13090718)          
        476506.08   3774564.36      409.63110  (13090718)                476526.08  
3774564.36      392.50310  (13090718)          
        476546.08   3774564.36      387.04092  (14022508)                476566.08  
3774564.36      380.95873  (16111019)          
        476586.08   3774564.36      367.31648  (16111019)                476606.08  
3774564.36      392.05264  (13112916)          
        476626.08   3774564.36      458.50283  (13112916)                476646.08  
3774564.36      474.75498  (13112916)          
        476666.08   3774564.36      444.68044  (13112916)                476686.08  
3774564.36      385.48231  (13112916)          
        476706.08   3774564.36      312.94381  (13112916)                476726.08  
3774564.36      264.48157  (15101019)          
        476746.08   3774564.36      242.79397  (13102820)                476766.08  
3774564.36      235.94624  (16041118)          
        476786.08   3774564.36      226.70975  (16041118)                476806.08  
3774564.36      214.46706  (16041118)          
        476826.08   3774564.36      200.20595  (16041118)                476846.08  
3774564.36      185.58079  (16041118)          
        476866.08   3774564.36      179.69585  (14041207)                476886.08  
3774564.36      177.58058  (14041207)          
        476906.08   3774564.36      172.51499  (14041207)                476926.08  
3774564.36      165.19969  (14041207)          
        476946.08   3774564.36      156.27833  (14041207)                476966.08  
3774564.36      146.73751  (14041207)          



        476986.08   3774564.36      136.41812  (14041207)                477006.08  
3774564.36      132.49065  (12041107)          
        477026.08   3774564.36      131.81381  (12041107)                477046.08  
3774564.36      129.86399  (12041107)          
        477066.08   3774564.36      126.86643  (12041107)                477086.08  
3774564.36      123.44261  (12041107)          
        477106.08   3774564.36      119.29607  (12041107)                477126.08  
3774564.36      114.34545  (12041107)          
        477146.08   3774564.36      109.06921  (12041107)                477166.08  
3774564.36      103.60021  (12041107)          
        477186.08   3774564.36       98.04897  (12041107)                477206.08  
3774564.36      111.36786  (13072423)          
        477226.08   3774564.36      109.74545  (13072423)                477246.08  
3774564.36      106.03197  (13072423)          
        477266.08   3774564.36      102.48528  (15072422)                477286.08  
3774564.36       99.42491  (12081023)          
        477306.08   3774564.36       96.47836  (12081023)                477326.08  
3774564.36       96.56787  (12081023)          
        477346.08   3774564.36       95.47998  (12081023)                477366.08  
3774564.36       92.52501  (12081023)          
        477386.08   3774564.36       89.79582  (16062906)                477406.08  
3774564.36       87.43606  (16062906)          
        477426.08   3774564.36       85.10946  (16062906)                477446.08  
3774564.36       82.82159  (16062906)          
        477466.08   3774564.36       80.57691  (16062906)                477486.08  
3774564.36       78.38264  (13083021)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 599
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774564.36       79.34735  (16062906)                477526.08  
3774564.36       79.34402  (16062906)          
        475946.08   3774584.36       89.33097  (13052302)                475966.08  
3774584.36       92.81973  (13052302)          
        475986.08   3774584.36       96.33437  (13052302)                476006.08  
3774584.36      100.30456  (13052302)          
        476026.08   3774584.36      105.24136  (16100301)                476046.08  
3774584.36      110.20515  (16100301)          
        476066.08   3774584.36      115.80707  (15091504)                476086.08  
3774584.36      122.63163  (15091504)          
        476106.08   3774584.36      129.51065  (15091504)                476126.08  
3774584.36      136.32059  (15091504)          
        476146.08   3774584.36      143.21307  (15091504)                476166.08  
3774584.36      150.40090  (15091504)          
        476186.08   3774584.36      157.92267  (13050502)                476206.08  
3774584.36      169.36642  (16021808)          
        476226.08   3774584.36      180.70927  (16021808)                476246.08  
3774584.36      190.96259  (16021808)          
        476266.08   3774584.36      199.41556  (16021808)                476286.08  
3774584.36      210.62452  (14091624)          
        476306.08   3774584.36      223.94595  (14091624)                476326.08  
3774584.36      236.82865  (16092018)          
        476346.08   3774584.36      251.88899  (16092018)                476366.08  
3774584.36      260.81909  (16092018)          
        476386.08   3774584.36      272.91759  (13021808)                476406.08  
3774584.36      284.21170  (13021808)          
        476426.08   3774584.36      298.26939  (16021806)                476446.08  
3774584.36      305.55245  (15122518)          
        476466.08   3774584.36      321.04111  (13090718)                476486.08  
3774584.36      353.10544  (13090718)          
        476506.08   3774584.36      362.43846  (13090718)                476526.08  
3774584.36      345.80260  (13090718)          
        476546.08   3774584.36      341.99409  (14022508)                476566.08  
3774584.36      336.08784  (16111019)          
        476586.08   3774584.36      329.34864  (16111019)                476606.08  
3774584.36      302.73344  (16111019)          
        476626.08   3774584.36      369.86128  (13112916)                476646.08  
3774584.36      403.29341  (13112916)          
        476666.08   3774584.36      399.05525  (13112916)                476686.08  
3774584.36      365.89392  (13112916)          
        476706.08   3774584.36      314.71647  (13112916)                476726.08  
3774584.36      252.58438  (13112916)          
        476746.08   3774584.36      232.07773  (15101019)                476766.08  
3774584.36      214.65764  (13102820)          
        476786.08   3774584.36      208.88992  (16041118)                476806.08  



3774584.36      201.94266  (16041118)          
        476826.08   3774584.36      192.24473  (16041118)                476846.08  
3774584.36      181.36382  (16041118)          
        476866.08   3774584.36      169.65433  (16041118)                476886.08  
3774584.36      157.54021  (16041118)          
        476906.08   3774584.36      150.79689  (14041207)                476926.08  
3774584.36      148.64457  (14041207)          
        476946.08   3774584.36      144.40132  (14041207)                476966.08  
3774584.36      138.89816  (14041207)          
        476986.08   3774584.36      132.08610  (14041207)                477006.08  
3774584.36      124.23926  (14041207)          
        477026.08   3774584.36      115.93988  (14041207)                477046.08  
3774584.36      110.99095  (12041107)          
        477066.08   3774584.36      111.03813  (12041107)                477086.08  
3774584.36      110.35459  (12041107)          
        477106.08   3774584.36      108.80751  (12041107)                477126.08  
3774584.36      106.31319  (12041107)          
        477146.08   3774584.36      103.22847  (12041107)                477166.08  
3774584.36       99.68518  (12041107)          
        477186.08   3774584.36       95.80180  (12041107)                477206.08  
3774584.36      110.79445  (16111417)          
        477226.08   3774584.36      108.77772  (16111417)                477246.08  
3774584.36      104.56890  (16111417)          
        477266.08   3774584.36      100.91480  (13072423)                477286.08  
3774584.36       97.88757  (13072423)          
        477306.08   3774584.36       94.87536  (13072423)                477326.08  
3774584.36       95.09208  (14061006)          
        477346.08   3774584.36       94.09641  (15072422)                477366.08  
3774584.36       91.44641  (12081023)          
        477386.08   3774584.36       88.96019  (12081023)                477406.08  
3774584.36       86.49838  (12081023)          
        477426.08   3774584.36       84.06935  (12081023)                477446.08  
3774584.36       81.67992  (12081023)          
        477466.08   3774584.36       79.46520  (15070506)                477486.08  
3774584.36       77.48028  (16062906)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   



, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774584.36       78.64642  (16062906)                477526.08  
3774584.36       78.84688  (16062906)          
        475946.08   3774604.36       87.53653  (13052302)                475966.08  
3774604.36       90.48954  (16100301)          
        475986.08   3774604.36       94.52540  (16100301)                476006.08  
3774604.36       98.99912  (16100301)          
        476026.08   3774604.36      103.97162  (15091504)                476046.08  
3774604.36      109.66907  (15091504)          
        476066.08   3774604.36      115.40295  (15091504)                476086.08  
3774604.36      121.08397  (15091504)          
        476106.08   3774604.36      126.59792  (15091504)                476126.08  
3774604.36      131.80175  (15091504)          
        476146.08   3774604.36      137.52316  (13050502)                476166.08  
3774604.36      146.00354  (16021808)          
        476186.08   3774604.36      155.96658  (16021808)                476206.08  
3774604.36      165.17765  (16021808)          
        476226.08   3774604.36      173.34361  (16021808)                476246.08  
3774604.36      179.91726  (16021808)          
        476266.08   3774604.36      189.84141  (14091624)                476286.08  
3774604.36      199.69654  (14091624)          
        476306.08   3774604.36      209.80235  (16092018)                476326.08  
3774604.36      223.94820  (16092018)          
        476346.08   3774604.36      232.51629  (16092018)                476366.08  
3774604.36      239.19833  (13021808)          
        476386.08   3774604.36      251.75456  (13021808)                476406.08  
3774604.36      259.86352  (16121606)          
        476426.08   3774604.36      270.14007  (16021806)                476446.08  
3774604.36      279.38801  (15122518)          
        476466.08   3774604.36      295.58164  (13090718)                476486.08  
3774604.36      318.92564  (13090718)          
        476506.08   3774604.36      323.57829  (13090718)                476526.08  
3774604.36      307.82984  (13090718)          
        476546.08   3774604.36      305.21673  (14022508)                476566.08  
3774604.36      299.07178  (16111019)          
        476586.08   3774604.36      296.84193  (16111019)                476606.08  
3774604.36      278.18089  (16111019)          



        476626.08   3774604.36      296.98725  (13112916)                476646.08  
3774604.36      338.22355  (13112916)          
        476666.08   3774604.36      350.83928  (13112916)                476686.08  
3774604.36      337.81121  (13112916)          
        476706.08   3774604.36      305.73853  (13112916)                476726.08  
3774604.36      257.84249  (13112916)          
        476746.08   3774604.36      219.88562  (15101019)                476766.08  
3774604.36      205.91174  (15101019)          
        476786.08   3774604.36      191.73465  (13102820)                476806.08  
3774604.36      186.56705  (16041118)          
        476826.08   3774604.36      181.08492  (16041118)                476846.08  
3774604.36      173.87173  (16041118)          
        476866.08   3774604.36      165.28163  (16041118)                476886.08  
3774604.36      155.75618  (16041118)          
        476906.08   3774604.36      145.72409  (16041118)                476926.08  
3774604.36      136.37134  (12092019)          
        476946.08   3774604.36      129.78316  (13031818)                476966.08  
3774604.36      126.37921  (14041207)          
        476986.08   3774604.36      123.00878  (14041207)                477006.08  
3774604.36      118.25903  (14041207)          
        477026.08   3774604.36      112.61184  (14041207)                477046.08  
3774604.36      106.35416  (14041207)          
        477066.08   3774604.36       99.73341  (14041207)                477086.08  
3774604.36       95.66927  (16090621)          
        477106.08   3774604.36       94.82473  (12041107)                477126.08  
3774604.36       94.56811  (12041107)          
        477146.08   3774604.36       93.59202  (12041107)                477166.08  
3774604.36       91.99969  (12041107)          
        477186.08   3774604.36       89.89265  (12041107)                477206.08  
3774604.36      109.31910  (12082819)          
        477226.08   3774604.36      107.72393  (16111417)                477246.08  
3774604.36      104.19331  (16111417)          
        477266.08   3774604.36      100.65142  (16111417)                477286.08  
3774604.36       97.12515  (16111417)          
        477306.08   3774604.36       93.63654  (16111417)                477326.08  
3774604.36       93.79217  (14061006)          
        477346.08   3774604.36       93.26528  (14061006)                477366.08  
3774604.36       90.60430  (14061006)          
        477386.08   3774604.36       87.95063  (14061006)                477406.08  
3774604.36       85.31716  (14061006)          
        477426.08   3774604.36       82.94129  (15072422)                477446.08  
3774604.36       80.87294  (12081023)          
        477466.08   3774604.36       79.89175  (12081023)                477486.08  
3774604.36       79.36006  (12081023)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774604.36       78.76422  (15062706)                477526.08  
3774604.36       77.71078  (15062706)          
        475946.08   3774624.36       86.17461  (16100301)                475966.08  
3774624.36       89.58603  (16100301)          
        475986.08   3774624.36       93.35898  (15091504)                476006.08  
3774624.36       98.56580  (15091504)          
        476026.08   3774624.36      103.76964  (15091504)                476046.08  
3774624.36      108.57417  (15091504)          
        476066.08   3774624.36      113.25306  (15091504)                476086.08  
3774624.36      117.70362  (15091504)          
        476106.08   3774624.36      121.80172  (15091504)                476126.08  
3774624.36      127.13735  (13050502)          
        476146.08   3774624.36      135.04035  (16021808)                476166.08  
3774624.36      144.02132  (16021808)          
        476186.08   3774624.36      151.71713  (16021808)                476206.08  
3774624.36      158.28026  (16021808)          
        476226.08   3774624.36      163.43942  (16021808)                476246.08  
3774624.36      172.40069  (14091624)          
        476266.08   3774624.36      180.64697  (14091624)                476286.08  
3774624.36      187.43011  (16092018)          
        476306.08   3774624.36      199.95625  (16092018)                476326.08  
3774624.36      208.90914  (16092018)          
        476346.08   3774624.36      213.71654  (14040103)                476366.08  
3774624.36      224.01543  (13021808)          
        476386.08   3774624.36      231.17215  (16121606)                476406.08  
3774624.36      239.45946  (16021806)          
        476426.08   3774624.36      244.32403  (16021806)                476446.08  



3774624.36      255.57780  (15122518)          
        476466.08   3774624.36      272.60765  (13090718)                476486.08  
3774624.36      289.61912  (13090718)          
        476506.08   3774624.36      291.17836  (13090718)                476526.08  
3774624.36      276.46908  (13090718)          
        476546.08   3774624.36      274.73592  (14022508)                476566.08  
3774624.36      268.34828  (14022508)          
        476586.08   3774624.36      268.91261  (16111019)                476606.08  
3774624.36      256.00681  (16111019)          
        476626.08   3774624.36      241.93120  (16122407)                476646.08  
3774624.36      281.26949  (13112916)          
        476666.08   3774624.36      303.86743  (13112916)                476686.08  
3774624.36      305.32970  (13112916)          
        476706.08   3774624.36      288.96821  (13112916)                476726.08  
3774624.36      254.93580  (13112916)          
        476746.08   3774624.36      213.62669  (13112916)                476766.08  
3774624.36      196.45199  (15101019)          
        476786.08   3774624.36      184.43349  (15101019)                476806.08  
3774624.36      172.66731  (13102820)          
        476826.08   3774624.36      167.72574  (16041118)                476846.08  
3774624.36      163.86681  (16041118)          
        476866.08   3774624.36      158.28291  (16041118)                476886.08  
3774624.36      151.37771  (16041118)          
        476906.08   3774624.36      143.56892  (16041118)                476926.08  
3774624.36      135.18487  (16041118)          
        476946.08   3774624.36      126.66419  (12092019)                476966.08  
3774624.36      119.98849  (13031818)          
        476986.08   3774624.36      114.52138  (13031818)                477006.08  
3774624.36      109.38873  (15121924)          
        477026.08   3774624.36      105.61624  (14041207)                477046.08  
3774624.36      101.72429  (14041207)          
        477066.08   3774624.36       97.17578  (14041207)                477086.08  
3774624.36       92.18881  (14041207)          
        477106.08   3774624.36       89.29200  (16090621)                477126.08  
3774624.36       86.51593  (16090621)          
        477146.08   3774624.36       83.92854  (12082819)                477166.08  
3774624.36       81.78924  (12082819)          
        477186.08   3774624.36       81.10837  (12041107)                477206.08  
3774624.36      107.41900  (12112417)          
        477226.08   3774624.36      105.85862  (12112417)                477246.08  
3774624.36      102.26059  (12082819)          
        477266.08   3774624.36       99.28150  (16111417)                477286.08  
3774624.36       96.35901  (16111417)          
        477306.08   3774624.36       93.40181  (16111417)                477326.08  
3774624.36       93.19591  (16111417)          
        477346.08   3774624.36       91.82847  (16111417)                477366.08  
3774624.36       88.90404  (14061006)          
        477386.08   3774624.36       86.72757  (14061006)                477406.08  
3774624.36       84.52297  (14061006)          
        477426.08   3774624.36       82.30449  (14061006)                477446.08  



3774624.36       80.08438  (14061006)          
        477466.08   3774624.36       79.41055  (14061006)                477486.08  
3774624.36       80.06429  (14061006)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774624.36       78.39544  (14061006)                477526.08  
3774624.36       76.36417  (12081023)          
        475946.08   3774644.36       85.13849  (15091504)                475966.08  
3774644.36       89.21789  (15091504)          
        475986.08   3774644.36       93.30913  (15091504)                476006.08  
3774644.36       97.80056  (15091504)          
        476026.08   3774644.36      102.16241  (15091504)                476046.08  
3774644.36      106.00358  (15091504)          
        476066.08   3774644.36      109.58090  (15091504)                476086.08  
3774644.36      113.69461  (13050502)          
        476106.08   3774644.36      118.74142  (16021808)                476126.08  
3774644.36      125.82440  (16021808)          
        476146.08   3774644.36      132.81559  (16021808)                476166.08  
3774644.36      139.82434  (16021808)          
        476186.08   3774644.36      145.28519  (16021808)                476206.08  
3774644.36      149.36318  (16021808)          
        476226.08   3774644.36      157.58656  (14091624)                476246.08  
3774644.36      164.56998  (14091624)          



        476266.08   3774644.36      169.78974  (16092018)                476286.08  
3774644.36      179.80736  (16092018)          
        476306.08   3774644.36      188.19856  (16092018)                476326.08  
3774644.36      192.85513  (14040103)          
        476346.08   3774644.36      200.32241  (13021808)                476366.08  
3774644.36      208.12792  (13021808)          
        476386.08   3774644.36      213.88541  (16121606)                476406.08  
3774644.36      220.41788  (16021806)          
        476426.08   3774644.36      224.55532  (15122518)                476446.08  
3774644.36      234.11928  (15122518)          
        476466.08   3774644.36      251.99263  (13090718)                476486.08  
3774644.36      264.35454  (13090718)          
        476506.08   3774644.36      263.85986  (13090718)                476526.08  
3774644.36      250.21722  (13090718)          
        476546.08   3774644.36      248.93174  (14022508)                476566.08  
3774644.36      244.70754  (14022508)          
        476586.08   3774644.36      244.79985  (16111019)                476606.08  
3774644.36      236.09002  (16111019)          
        476626.08   3774644.36      218.01768  (16111019)                476646.08  
3774644.36      232.66400  (13112916)          
        476666.08   3774644.36      260.34747  (13112916)                476686.08  
3774644.36      271.52650  (13112916)          
        476706.08   3774644.36      267.24945  (13112916)                476726.08  
3774644.36      245.57456  (13112916)          
        476746.08   3774644.36      214.17470  (13112916)                476766.08  
3774644.36      184.99624  (15101019)          
        476786.08   3774644.36      176.97113  (15101019)                476806.08  
3774644.36      166.45853  (15101019)          
        476826.08   3774644.36      156.44990  (13102820)                476846.08  
3774644.36      152.13091  (16041118)          
        476866.08   3774644.36      149.27729  (16041118)                476886.08  
3774644.36      144.86786  (16041118)          
        476906.08   3774644.36      139.27378  (16041118)                476926.08  
3774644.36      132.75256  (16041118)          
        476946.08   3774644.36      125.49150  (16041118)                476966.08  
3774644.36      118.14045  (16041118)          
        476986.08   3774644.36      111.57862  (12092019)                477006.08  
3774644.36      106.91421  (13031818)          
        477026.08   3774644.36      102.29856  (13031818)                477046.08  
3774644.36       98.12358  (15121924)          
        477066.08   3774644.36       93.85790  (15121924)                477086.08  
3774644.36       89.75442  (13090921)          
        477106.08   3774644.36       86.37483  (16010418)                477126.08  
3774644.36       83.41330  (16090621)          
        477146.08   3774644.36       81.19232  (16090621)                477166.08  
3774644.36       78.87527  (16090621)          
        477186.08   3774644.36       76.49451  (16090621)                477206.08  
3774644.36      104.73453  (13081722)          
        477226.08   3774644.36      103.65875  (12112417)                477246.08  
3774644.36      100.78815  (12112417)          



        477266.08   3774644.36       97.80666  (12112417)                477286.08  
3774644.36       94.75164  (12112417)          
        477306.08   3774644.36       91.86440  (12082819)                477326.08  
3774644.36       92.17670  (16111417)          
        477346.08   3774644.36       91.34110  (16111417)                477366.08  
3774644.36       88.68929  (16111417)          
        477386.08   3774644.36       86.01911  (16111417)                477406.08  
3774644.36       83.34836  (16111417)          
        477426.08   3774644.36       80.77483  (14061006)                477446.08  
3774644.36       78.94949  (14061006)          
        477466.08   3774644.36       78.57936  (14061006)                477486.08  
3774644.36       79.51244  (14061006)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 603
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774644.36       78.14798  (14061006)                477526.08  
3774644.36       76.19307  (14061006)          
        475946.08   3774664.36       85.18035  (15091504)                475966.08  
3774664.36       88.68967  (15091504)          
        475986.08   3774664.36       92.11901  (15091504)                476006.08  
3774664.36       95.83307  (15091504)          
        476026.08   3774664.36       99.30778  (15091504)                476046.08  
3774664.36      102.44373  (13050502)          
        476066.08   3774664.36      106.35400  (13050502)                476086.08  



3774664.36      111.73702  (16021808)          
        476106.08   3774664.36      117.78110  (16021808)                476126.08  
3774664.36      123.44239  (16021808)          
        476146.08   3774664.36      128.61317  (16021808)                476166.08  
3774664.36      133.21406  (16021808)          
        476186.08   3774664.36      137.34108  (14091624)                476206.08  
3774664.36      144.86942  (14091624)          
        476226.08   3774664.36      150.84562  (14091624)                476246.08  
3774664.36      155.12932  (14091624)          
        476266.08   3774664.36      163.73699  (16092018)                476286.08  
3774664.36      170.50588  (16092018)          
        476306.08   3774664.36      174.81489  (16092018)                476326.08  
3774664.36      179.35714  (13021808)          
        476346.08   3774664.36      188.29278  (13021808)                476366.08  
3774664.36      193.35503  (16121606)          
        476386.08   3774664.36      199.24902  (16021806)                476406.08  
3774664.36      202.52680  (16021806)          
        476426.08   3774664.36      208.51050  (15122518)                476446.08  
3774664.36      214.53360  (13090718)          
        476466.08   3774664.36      233.38920  (13090718)                476486.08  
3774664.36      242.44774  (13090718)          
        476506.08   3774664.36      240.59158  (13090718)                476526.08  
3774664.36      227.98070  (13090718)          
        476546.08   3774664.36      227.16492  (14022508)                476566.08  
3774664.36      224.34425  (14022508)          
        476586.08   3774664.36      223.83370  (16111019)                476606.08  
3774664.36      218.23847  (16111019)          
        476626.08   3774664.36      204.44814  (16111019)                476646.08  
3774664.36      200.59041  (16122407)          
        476666.08   3774664.36      221.34148  (13112916)                476686.08  
3774664.36      238.49725  (13112916)          
        476706.08   3774664.36      242.96397  (13112916)                476726.08  
3774664.36      231.59924  (13112916)          
        476746.08   3774664.36      209.53269  (13112916)                476766.08  
3774664.36      181.50587  (13112916)          
        476786.08   3774664.36      167.65892  (15101019)                476806.08  
3774664.36      160.28850  (15101019)          
        476826.08   3774664.36      151.06554  (15101019)                476846.08  
3774664.36      142.91704  (13102820)          
        476866.08   3774664.36      138.88630  (16041118)                476886.08  
3774664.36      136.73282  (16041118)          
        476906.08   3774664.36      133.22992  (16041118)                476926.08  
3774664.36      128.58917  (16041118)          
        476946.08   3774664.36      122.97543  (16041118)                476966.08  
3774664.36      117.05459  (16041118)          
        476986.08   3774664.36      110.84281  (16041118)                477006.08  
3774664.36      104.77484  (12092019)          
        477026.08   3774664.36       99.97218  (13031818)                477046.08  
3774664.36       96.07387  (13031818)          
        477066.08   3774664.36       91.94409  (15121924)                477086.08  



3774664.36       88.51929  (15121924)          
        477106.08   3774664.36       85.02535  (15121924)                477126.08  
3774664.36       81.60782  (13090921)          
        477146.08   3774664.36       78.76678  (16010418)                477166.08  
3774664.36       76.23506  (16010418)          
        477186.08   3774664.36       74.28176  (16090621)                477206.08  
3774664.36      103.47702  (13081722)          
        477226.08   3774664.36      102.45888  (13081722)                477246.08  
3774664.36       98.93301  (13081722)          
        477266.08   3774664.36       95.69245  (15062801)                477286.08  
3774664.36       93.21645  (12112417)          
        477306.08   3774664.36       90.70801  (12112417)                477326.08  
3774664.36       90.75531  (16062023)          
        477346.08   3774664.36       89.84414  (16062023)                477366.08  
3774664.36       87.44291  (16111417)          
        477386.08   3774664.36       85.24798  (16111417)                477406.08  
3774664.36       83.00276  (16111417)          
        477426.08   3774664.36       80.72562  (16111417)                477446.08  
3774664.36       78.43257  (16111417)          
        477466.08   3774664.36       77.38343  (16111417)                477486.08  
3774664.36       78.53100  (15090822)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 604
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -



        477506.08   3774664.36       77.36903  (15090822)                477526.08  
3774664.36       75.47000  (15090822)          
        475946.08   3774684.36       84.27689  (15091504)                475966.08  
3774684.36       87.16930  (15091504)          
        475986.08   3774684.36       89.90120  (15091504)                476006.08  
3774684.36       92.81386  (15091504)          
        476026.08   3774684.36       96.42399  (13050502)                476046.08  
3774684.36       99.91901  (16021808)          
        476066.08   3774684.36      105.33723  (16021808)                476086.08  
3774684.36      110.51695  (16021808)          
        476106.08   3774684.36      115.30984  (16021808)                476126.08  
3774684.36      119.54397  (16021808)          
        476146.08   3774684.36      123.02575  (16021808)                476166.08  
3774684.36      126.60639  (14091624)          
        476186.08   3774684.36      133.37149  (14091624)                476206.08  
3774684.36      139.01152  (14091624)          
        476226.08   3774684.36      142.74379  (14091624)                476246.08  
3774684.36      149.96336  (16092018)          
        476266.08   3774684.36      156.21266  (16092018)                476286.08  
3774684.36      160.16207  (16092018)          
        476306.08   3774684.36      163.13747  (14040103)                476326.08  
3774684.36      170.04335  (13021808)          
        476346.08   3774684.36      175.95074  (13021808)                476366.08  
3774684.36      180.49743  (16121606)          
        476386.08   3774684.36      185.55667  (16021806)                476406.08  
3774684.36      185.95388  (16021806)          
        476426.08   3774684.36      193.80643  (15122518)                476446.08  
3774684.36      201.30738  (13090718)          
        476466.08   3774684.36      216.81888  (13090718)                476486.08  
3774684.36      223.34095  (13090718)          
        476506.08   3774684.36      220.59091  (13090718)                476526.08  
3774684.36      209.48261  (14121123)          
        476546.08   3774684.36      208.50489  (14022508)                476566.08  
3774684.36      206.70733  (14022508)          
        476586.08   3774684.36      205.52369  (16111019)                476606.08  
3774684.36      202.23957  (16111019)          
        476626.08   3774684.36      191.79454  (16111019)                476646.08  
3774684.36      182.97196  (16122407)          
        476666.08   3774684.36      187.47284  (13112916)                476686.08  
3774684.36      208.15092  (13112916)          
        476706.08   3774684.36      218.00996  (13112916)                476726.08  
3774684.36      214.70056  (13112916)          
        476746.08   3774684.36      200.86342  (13112916)                476766.08  
3774684.36      179.85716  (13112916)          
        476786.08   3774684.36      157.29890  (15101019)                476806.08  
3774684.36      152.72236  (15101019)          
        476826.08   3774684.36      146.23805  (15101019)                476846.08  
3774684.36      138.21081  (15101019)          
        476866.08   3774684.36      131.34234  (13102820)                476886.08  
3774684.36      127.47307  (16041118)          



        476906.08   3774684.36      125.85405  (16041118)                476926.08  
3774684.36      122.98590  (16041118)          
        476946.08   3774684.36      118.99924  (16041118)                476966.08  
3774684.36      114.51111  (16041118)          
        476986.08   3774684.36      109.54423  (16041118)                477006.08  
3774684.36      104.22161  (16041118)          
        477026.08   3774684.36       98.69246  (16041118)                477046.08  
3774684.36       93.85441  (12092019)          
        477066.08   3774684.36       90.21340  (13031818)                477086.08  
3774684.36       86.79919  (13031818)          
        477106.08   3774684.36       83.57615  (15121924)                477126.08  
3774684.36       80.61876  (15121924)          
        477146.08   3774684.36       77.57407  (15121924)                477166.08  
3774684.36       74.66807  (13090921)          
        477186.08   3774684.36       72.25339  (16010418)                477206.08  
3774684.36      101.71398  (13081820)          
        477226.08   3774684.36      100.65223  (13081820)                477246.08  
3774684.36       97.73393  (13081722)          
        477266.08   3774684.36       94.81642  (13081722)                477286.08  
3774684.36       92.70598  (13081722)          
        477306.08   3774684.36       90.44064  (15062801)                477326.08  
3774684.36       89.75797  (15062801)          
        477346.08   3774684.36       88.80925  (16062023)                477366.08  
3774684.36       86.46574  (16062023)          
        477386.08   3774684.36       84.05200  (16062023)                477406.08  
3774684.36       81.59763  (16111417)          
        477426.08   3774684.36       79.74797  (16111417)                477446.08  
3774684.36       77.84153  (16111417)          
        477466.08   3774684.36       77.10943  (16111417)                477486.08  
3774684.36       77.45779  (16111417)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 605
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 



***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774684.36       76.06944  (15090822)                477526.08  
3774684.36       74.51535  (15090822)          
        475946.08   3774704.36       82.51097  (15091504)                475966.08  
3774704.36       84.76688  (15091504)          
        475986.08   3774704.36       87.29596  (13050502)                476006.08  
3774704.36       90.57630  (13050502)          
        476026.08   3774704.36       94.77025  (16021808)                476046.08  
3774704.36       99.48083  (16021808)          
        476066.08   3774704.36      103.93711  (16021808)                476086.08  
3774704.36      108.01238  (16021808)          
        476106.08   3774704.36      111.56261  (16021808)                476126.08  
3774704.36      114.42864  (16021808)          
        476146.08   3774704.36      117.91838  (14091624)                476166.08  
3774704.36      123.27579  (14091624)          
        476186.08   3774704.36      128.27243  (14091624)                476206.08  
3774704.36      131.99144  (14091624)          
        476226.08   3774704.36      138.05136  (16092018)                476246.08  
3774704.36      143.81699  (16092018)          
        476266.08   3774704.36      147.70951  (16092018)                476286.08  
3774704.36      150.08442  (14040103)          
        476306.08   3774704.36      154.73327  (13021808)                476326.08  
3774704.36      160.60553  (13021808)          
        476346.08   3774704.36      165.04647  (16121606)                476366.08  
3774704.36      169.54113  (16021806)          
        476386.08   3774704.36      172.47456  (16021806)                476406.08  
3774704.36      174.69534  (15122518)          
        476426.08   3774704.36      180.59871  (15122518)                476446.08  
3774704.36      189.61947  (13090718)          
        476466.08   3774704.36      202.02933  (13090718)                476486.08  
3774704.36      206.58052  (13090718)          
        476506.08   3774704.36      203.25571  (13090718)                476526.08  
3774704.36      193.46618  (14121123)          
        476546.08   3774704.36      192.33998  (14022508)                476566.08  
3774704.36      191.30667  (14022508)          
        476586.08   3774704.36      189.44635  (16111019)                476606.08  
3774704.36      187.88494  (16111019)          
        476626.08   3774704.36      180.06533  (16111019)                476646.08  
3774704.36      167.18533  (16111019)          
        476666.08   3774704.36      169.77335  (16122407)                476686.08  
3774704.36      180.65173  (13112916)          
        476706.08   3774704.36      193.63985  (13112916)                476726.08  



3774704.36      196.28535  (13112916)          
        476746.08   3774704.36      189.33258  (13112916)                476766.08  
3774704.36      174.79969  (13112916)          
        476786.08   3774704.36      155.93446  (13112916)                476806.08  
3774704.36      144.30198  (15101019)          
        476826.08   3774704.36      140.15962  (15101019)                476846.08  
3774704.36      134.28461  (15101019)          
        476866.08   3774704.36      127.14307  (15101019)                476886.08  
3774704.36      121.30408  (13102820)          
        476906.08   3774704.36      117.55376  (16041118)                476926.08  
3774704.36      116.27969  (16041118)          
        476946.08   3774704.36      113.81418  (16041118)                476966.08  
3774704.36      110.71183  (16041118)          
        476986.08   3774704.36      106.99112  (16041118)                477006.08  
3774704.36      102.76834  (16041118)          
        477026.08   3774704.36       98.19026  (16041118)                477046.08  
3774704.36       93.32661  (16041118)          
        477066.08   3774704.36       88.63981  (12092019)                477086.08  
3774704.36       84.94937  (13031818)          
        477106.08   3774704.36       82.09906  (13031818)                477126.08  
3774704.36       79.09842  (13031818)          
        477146.08   3774704.36       76.45745  (15121924)                477166.08  
3774704.36       73.85245  (15121924)          
        477186.08   3774704.36       71.17836  (15121924)                477206.08  
3774704.36       99.68738  (13090921)          
        477226.08   3774704.36       98.43643  (12052222)                477246.08  
3774704.36       95.85935  (13081820)          
        477266.08   3774704.36       93.22024  (13081820)                477286.08  
3774704.36       92.12794  (13081722)          
        477306.08   3774704.36       92.22715  (13081722)                477326.08  
3774704.36       90.13002  (13081722)          
        477346.08   3774704.36       87.34047  (13081722)                477366.08  
3774704.36       85.11106  (15062801)          
        477386.08   3774704.36       82.91301  (16062023)                477406.08  
3774704.36       80.90984  (16062023)          
        477426.08   3774704.36       78.83413  (16062023)                477446.08  
3774704.36       76.70601  (16062023)          
        477466.08   3774704.36       75.92854  (16111417)                477486.08  
3774704.36       76.57704  (16111417)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 606
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   



, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774704.36       75.33452  (16111417)                477526.08  
3774704.36       73.58675  (16111417)          
        475946.08   3774724.36       80.06634  (13050502)                475966.08  
3774724.36       82.71151  (13050502)          
        475986.08   3774724.36       85.15172  (13050502)                476006.08  
3774724.36       89.48400  (16021808)          
        476026.08   3774724.36       93.77462  (16021808)                476046.08  
3774724.36       97.90827  (16021808)          
        476066.08   3774724.36      101.43773  (16021808)                476086.08  
3774724.36      104.42575  (16021808)          
        476106.08   3774724.36      106.79188  (16021808)                476126.08  
3774724.36      110.22205  (14091624)          
        476146.08   3774724.36      114.92358  (14091624)                476166.08  
3774724.36      118.80775  (14091624)          
        476186.08   3774724.36      122.17315  (14091624)                476206.08  
3774724.36      127.66584  (16092018)          
        476226.08   3774724.36      132.98783  (16092018)                476246.08  
3774724.36      136.76550  (16092018)          
        476266.08   3774724.36      138.64074  (16092018)                476286.08  
3774724.36      141.51693  (13021808)          
        476306.08   3774724.36      147.42932  (13021808)                476326.08  
3774724.36      150.92478  (13021808)          
        476346.08   3774724.36      155.17092  (16121606)                476366.08  
3774724.36      159.31503  (16021806)          
        476386.08   3774724.36      160.14051  (16021806)                476406.08  
3774724.36      164.67231  (15122518)          
        476426.08   3774724.36      168.44744  (15122518)                476446.08  
3774724.36      178.80508  (13090718)          
        476466.08   3774724.36      188.74356  (13090718)                476486.08  
3774724.36      191.79695  (13090718)          
        476506.08   3774724.36      188.11687  (13090718)                476526.08  
3774724.36      179.48329  (14121123)          



        476546.08   3774724.36      178.22442  (14022508)                476566.08  
3774724.36      177.76640  (14022508)          
        476586.08   3774724.36      175.25554  (16111019)                476606.08  
3774724.36      174.98162  (16111019)          
        476626.08   3774724.36      169.23128  (16111019)                476646.08  
3774724.36      158.87969  (16111019)          
        476666.08   3774724.36      156.80961  (16122407)                476686.08  
3774724.36      156.60488  (16122407)          
        476706.08   3774724.36      170.40511  (13112916)                476726.08  
3774724.36      177.43988  (13112916)          
        476746.08   3774724.36      175.98784  (13112916)                476766.08  
3774724.36      167.12317  (13112916)          
        476786.08   3774724.36      153.40656  (13112916)                476806.08  
3774724.36      135.64649  (13112916)          
        476826.08   3774724.36      133.16476  (15101019)                476846.08  
3774724.36      129.25025  (15101019)          
        476866.08   3774724.36      123.90796  (15101019)                476886.08  
3774724.36      117.51307  (15101019)          
        476906.08   3774724.36      112.52778  (13102820)                476926.08  
3774724.36      108.80560  (16041118)          
        476946.08   3774724.36      107.70784  (16041118)                476966.08  
3774724.36      105.89396  (16041118)          
        476986.08   3774724.36      103.37043  (16041118)                477006.08  
3774724.36      100.23874  (16041118)          
        477026.08   3774724.36       96.63509  (16041118)                477046.08  
3774724.36       92.62688  (16041118)          
        477066.08   3774724.36       88.25910  (16041118)                477086.08  
3774724.36       83.96663  (12092019)          
        477106.08   3774724.36       80.36956  (12092019)                477126.08  
3774724.36       77.71914  (13031818)          
        477146.08   3774724.36       75.15455  (13031818)                477166.08  
3774724.36       81.96567  (13031818)          
        477186.08   3774724.36      100.75195  (13090921)                477206.08  
3774724.36       99.27142  (13090921)          
        477226.08   3774724.36       97.08274  (13090921)                477246.08  
3774724.36       93.91491  (13090921)          
        477266.08   3774724.36       91.24985  (12052222)                477286.08  
3774724.36       90.34951  (13081820)          
        477306.08   3774724.36       90.69502  (13081722)                477326.08  
3774724.36       89.13991  (13081722)          
        477346.08   3774724.36       86.80933  (13081722)                477366.08  
3774724.36       84.35553  (13081722)          
        477386.08   3774724.36       81.81068  (13081722)                477406.08  
3774724.36       79.67014  (15062801)          
        477426.08   3774724.36       77.69883  (15062801)                477446.08  
3774724.36       75.90876  (16062023)          
        477466.08   3774724.36       75.39107  (16062023)                477486.08  
3774724.36       75.99963  (16062023)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22



 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 607
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774724.36       74.55048  (16062023)                477526.08  
3774724.36       72.55976  (16062023)          
        475946.08   3774744.36       78.44201  (13050502)                475966.08  
3774744.36       81.24933  (16021808)          
        475986.08   3774744.36       84.97647  (16021808)                476006.08  
3774744.36       88.52434  (16021808)          
        476026.08   3774744.36       91.96685  (16021808)                476046.08  
3774744.36       95.40772  (16021808)          
        476066.08   3774744.36       98.01417  (16021808)                476086.08  
3774744.36       99.97134  (16021808)          
        476106.08   3774744.36      103.36350  (14091624)                476126.08  
3774744.36      107.51592  (14091624)          
        476146.08   3774744.36      110.94813  (14091624)                476166.08  
3774744.36      113.47231  (14091624)          
        476186.08   3774744.36      118.12754  (16092018)                476206.08  
3774744.36      123.46347  (16092018)          
        476226.08   3774744.36      127.09456  (16092018)                476246.08  
3774744.36      129.14154  (16092018)          
        476266.08   3774744.36      131.37208  (14040103)                476286.08  
3774744.36      135.85236  (13021808)          
        476306.08   3774744.36      139.73059  (13021808)                476326.08  
3774744.36      142.71296  (16121606)          
        476346.08   3774744.36      146.70374  (16021806)                476366.08  



3774744.36      149.41672  (16021806)          
        476386.08   3774744.36      149.20270  (15122518)                476406.08  
3774744.36      155.19102  (15122518)          
        476426.08   3774744.36      157.29905  (15122518)                476446.08  
3774744.36      168.82207  (13090718)          
        476466.08   3774744.36      176.77956  (13090718)                476486.08  
3774744.36      178.68827  (13090718)          
        476506.08   3774744.36      174.80469  (13090718)                476526.08  
3774744.36      167.18662  (14121123)          
        476546.08   3774744.36      165.80979  (14022508)                476566.08  
3774744.36      165.78712  (14022508)          
        476586.08   3774744.36      162.66751  (16111019)                476606.08  
3774744.36      163.35625  (16111019)          
        476626.08   3774744.36      159.24308  (16111019)                476646.08  
3774744.36      150.96370  (16111019)          
        476666.08   3774744.36      144.85235  (16122407)                476686.08  
3774744.36      146.20222  (16122407)          
        476706.08   3774744.36      148.96743  (13112916)                476726.08  
3774744.36      158.94846  (13112916)          
        476746.08   3774744.36      161.70138  (13112916)                476766.08  
3774744.36      157.58857  (13112916)          
        476786.08   3774744.36      148.51207  (13112916)                476806.08  
3774744.36      134.84533  (13112916)          
        476826.08   3774744.36      125.57243  (15101019)                476846.08  
3774744.36      123.38980  (15101019)          
        476866.08   3774744.36      119.70464  (15101019)                476886.08  
3774744.36      114.82926  (15101019)          
        476906.08   3774744.36      109.06978  (15101019)                476926.08  
3774744.36      104.74570  (13102820)          
        476946.08   3774744.36      100.95776  (16041118)                476966.08  
3774744.36      100.29927  (16041118)          
        476986.08   3774744.36       98.88485  (16041118)                477006.08  
3774744.36       96.79574  (16041118)          
        477026.08   3774744.36       94.11009  (16041118)                477046.08  
3774744.36       90.95388  (16041118)          
        477066.08   3774744.36       87.40470  (16041118)                477086.08  
3774744.36       83.73585  (16041118)          
        477106.08   3774744.36       79.93643  (16041118)                477126.08  
3774744.36       76.52822  (12092019)          
        477146.08   3774744.36       73.63854  (13031818)                477166.08  
3774744.36       90.24795  (13031818)          
        477186.08   3774744.36      100.87049  (16072821)                477206.08  
3774744.36       98.10266  (15082722)          
        477226.08   3774744.36       95.12343  (13090921)                477246.08  
3774744.36       92.71523  (13090921)          
        477266.08   3774744.36       90.06798  (13090921)                477286.08  
3774744.36       88.49197  (13090921)          
        477306.08   3774744.36       88.77499  (12052222)                477326.08  
3774744.36       86.95064  (13081820)          
        477346.08   3774744.36       85.18386  (13081722)                477366.08  



3774744.36       83.28699  (13081722)          
        477386.08   3774744.36       81.24648  (13081722)                477406.08  
3774744.36       79.09233  (13081722)          
        477426.08   3774744.36       76.85173  (13081722)                477446.08  
3774744.36       74.78344  (15062801)          
        477466.08   3774744.36       74.32705  (15062801)                477486.08  
3774744.36       74.99716  (16062023)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 608
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774744.36       73.89864  (16062023)                477526.08  
3774744.36       72.24704  (16062023)          
        475946.08   3774764.36       77.64088  (16021808)                475966.08  
3774764.36       80.93830  (16021808)          
        475986.08   3774764.36       84.05062  (16021808)                476006.08  
3774764.36       86.90629  (16021808)          
        476026.08   3774764.36       89.57449  (16021808)                476046.08  
3774764.36       92.15011  (16021808)          
        476066.08   3774764.36       93.84946  (16021808)                476086.08  
3774764.36       97.21837  (14091624)          
        476106.08   3774764.36      100.90710  (14091624)                476126.08  
3774764.36      103.95755  (14091624)          
        476146.08   3774764.36      106.21378  (14091624)                476166.08  
3774764.36      109.64795  (16092018)          



        476186.08   3774764.36      114.64402  (16092018)                476206.08  
3774764.36      118.50403  (16092018)          
        476226.08   3774764.36      120.64137  (16092018)                476246.08  
3774764.36      122.42292  (14040103)          
        476266.08   3774764.36      125.46415  (13021808)                476286.08  
3774764.36      129.71545  (13021808)          
        476306.08   3774764.36      131.87406  (13021808)                476326.08  
3774764.36      134.97350  (16121606)          
        476346.08   3774764.36      138.84372  (16021806)                476366.08  
3774764.36      139.95450  (16021806)          
        476386.08   3774764.36      141.97227  (15122518)                476406.08  
3774764.36      146.27883  (15122518)          
        476426.08   3774764.36      149.60801  (13090718)                476446.08  
3774764.36      159.61612  (13090718)          
        476466.08   3774764.36      165.97666  (13090718)                476486.08  
3774764.36      167.00665  (13090718)          
        476506.08   3774764.36      163.02470  (13090718)                476526.08  
3774764.36      156.30144  (14121123)          
        476546.08   3774764.36      154.82029  (14022508)                476566.08  
3774764.36      155.12805  (14022508)          
        476586.08   3774764.36      151.44868  (16111019)                476606.08  
3774764.36      152.85569  (16111019)          
        476626.08   3774764.36      150.04202  (16111019)                476646.08  
3774764.36      143.46494  (16111019)          
        476666.08   3774764.36      133.86181  (16122407)                476686.08  
3774764.36      136.38177  (16122407)          
        476706.08   3774764.36      135.84295  (16122407)                476726.08  
3774764.36      141.33831  (13112916)          
        476746.08   3774764.36      147.15529  (13112916)                476766.08  
3774764.36      146.87084  (13112916)          
        476786.08   3774764.36      141.80369  (13112916)                476806.08  
3774764.36      131.96952  (13112916)          
        476826.08   3774764.36      118.62760  (13112916)                476846.08  
3774764.36      116.95944  (15101019)          
        476866.08   3774764.36      114.75758  (15101019)                476886.08  
3774764.36      111.29511  (15101019)          
        476906.08   3774764.36      106.83042  (15101019)                476926.08  
3774764.36      101.56722  (15101019)          
        476946.08   3774764.36       97.72961  (13102820)                476966.08  
3774764.36       94.16012  (16041118)          
        476986.08   3774764.36       93.73913  (16041118)                477006.08  
3774764.36       92.61334  (16041118)          
        477026.08   3774764.36       90.74295  (16041118)                477046.08  
3774764.36       88.38604  (16041118)          
        477066.08   3774764.36       85.74088  (16041118)                477086.08  
3774764.36       82.78405  (16041118)          
        477106.08   3774764.36       79.59094  (16041118)                477126.08  
3774764.36       76.23202  (16041118)          
        477146.08   3774764.36       72.94130  (12092019)                477166.08  
3774764.36       88.38598  (13031818)          



        477186.08   3774764.36       98.90202  (16072821)                477206.08  
3774764.36       96.80567  (16072821)          
        477226.08   3774764.36       93.80302  (16072821)                477246.08  
3774764.36       90.88229  (15082722)          
        477266.08   3774764.36       88.45541  (13090921)                477286.08  
3774764.36       87.53907  (13090921)          
        477306.08   3774764.36       87.51018  (13062306)                477326.08  
3774764.36       85.87213  (13062306)          
        477346.08   3774764.36       83.45630  (12052222)                477366.08  
3774764.36       81.33342  (13081820)          
        477386.08   3774764.36       79.73043  (13081722)                477406.08  
3774764.36       78.06412  (13081722)          
        477426.08   3774764.36       76.26784  (13081722)                477446.08  
3774764.36       74.36688  (13081722)          
        477466.08   3774764.36       73.65722  (13081722)                477486.08  
3774764.36       74.01547  (13081722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 609
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774764.36       72.89550  (15062801)                477526.08  
3774764.36       71.29405  (15062801)          
        475946.08   3774784.36       77.18524  (16021808)                475966.08  
3774784.36       79.92181  (16021808)          
        475986.08   3774784.36       82.40909  (16021808)                476006.08  



3774784.36       84.57875  (16021808)          
        476026.08   3774784.36       86.49784  (16021808)                476046.08  
3774784.36       88.25558  (16021808)          
        476066.08   3774784.36       91.68520  (14091624)                476086.08  
3774784.36       94.97929  (14091624)          
        476106.08   3774784.36       97.70473  (14091624)                476126.08  
3774784.36       99.73090  (14091624)          
        476146.08   3774784.36      102.57935  (16092018)                476166.08  
3774784.36      106.74891  (16092018)          
        476186.08   3774784.36      110.19914  (16092018)                476206.08  
3774784.36      112.60855  (16092018)          
        476226.08   3774784.36      114.30058  (14040103)                476246.08  
3774784.36      116.13518  (13021808)          
        476266.08   3774784.36      120.58047  (13021808)                476286.08  
3774784.36      123.30952  (13021808)          
        476306.08   3774784.36      125.57979  (16121606)                476326.08  
3774784.36      128.29944  (16021806)          
        476346.08   3774784.36      131.15541  (16021806)                476366.08  
3774784.36      130.99070  (16021806)          
        476386.08   3774784.36      135.00127  (15122518)                476406.08  
3774784.36      137.93754  (15122518)          
        476426.08   3774784.36      142.75441  (13090718)                476446.08  
3774784.36      151.12814  (13090718)          
        476466.08   3774784.36      156.19441  (13090718)                476486.08  
3774784.36      156.54766  (13090718)          
        476506.08   3774784.36      152.54007  (13090718)                476526.08  
3774784.36      146.60797  (14121123)          
        476546.08   3774784.36      145.03506  (14022508)                476566.08  
3774784.36      145.59376  (14022508)          
        476586.08   3774784.36      142.05367  (14022508)                476606.08  
3774784.36      143.34593  (16111019)          
        476626.08   3774784.36      141.56638  (16111019)                476646.08  
3774784.36      136.39107  (16111019)          
        476666.08   3774784.36      128.35317  (16111019)                476686.08  
3774784.36      127.17211  (16122407)          
        476706.08   3774784.36      127.84564  (16122407)                476726.08  
3774784.36      125.89658  (16122407)          
        476746.08   3774784.36      133.00118  (13112916)                476766.08  
3774784.36      136.18111  (13112916)          
        476786.08   3774784.36      134.10217  (13112916)                476806.08  
3774784.36      127.41173  (13112916)          
        476826.08   3774784.36      117.16323  (13112916)                476846.08  
3774784.36      110.41812  (13100917)          
        476866.08   3774784.36      109.27442  (15101019)                476886.08  
3774784.36      107.09118  (15101019)          
        476906.08   3774784.36      103.84058  (15101019)                476926.08  
3774784.36       99.69195  (15101019)          
        476946.08   3774784.36       94.79456  (15101019)                476966.08  
3774784.36       91.61959  (13102820)          
        476986.08   3774784.36       88.23412  (12071219)                477006.08  



3774784.36       87.86604  (16041118)          
        477026.08   3774784.36       86.83806  (16041118)                477046.08  
3774784.36       85.28330  (16041118)          
        477066.08   3774784.36       83.39807  (16041118)                477086.08  
3774784.36       81.13127  (16041118)          
        477106.08   3774784.36       78.55941  (16041118)                477126.08  
3774784.36       75.75338  (16041118)          
        477146.08   3774784.36       72.77746  (16041118)                477166.08  
3774784.36       86.87562  (12092019)          
        477186.08   3774784.36       96.76552  (16061920)                477206.08  
3774784.36       94.53839  (16072821)          
        477226.08   3774784.36       92.34273  (16072821)                477246.08  
3774784.36       89.82366  (16072821)          
        477266.08   3774784.36       87.04559  (16072821)                477286.08  
3774784.36       86.11570  (15082722)          
        477306.08   3774784.36       86.43244  (14083022)                477326.08  
3774784.36       84.47092  (14083022)          
        477346.08   3774784.36       82.41878  (13062306)                477366.08  
3774784.36       80.33713  (13062306)          
        477386.08   3774784.36       78.21962  (12052222)                477406.08  
3774784.36       76.31572  (13081820)          
        477426.08   3774784.36       74.85082  (13081722)                477446.08  
3774784.36       75.07659  (13081722)          
        477466.08   3774784.36       74.79746  (13081722)                477486.08  
3774784.36       74.02443  (13081722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 610
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **



      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774784.36       72.38939  (13081722)                477526.08  
3774784.36       70.49972  (13081722)          
        475946.08   3774804.36       76.10394  (16021808)                475966.08  
3774804.36       78.27492  (16021808)          
        475986.08   3774804.36       80.14661  (16021808)                476006.08  
3774804.36       81.65659  (16021808)          
        476026.08   3774804.36       82.91310  (14091624)                476046.08  
3774804.36       86.61745  (14091624)          
        476066.08   3774804.36       89.63629  (14091624)                476086.08  
3774804.36       92.08304  (14091624)          
        476106.08   3774804.36       93.91042  (14091624)                476126.08  
3774804.36       96.25380  (16092018)          
        476146.08   3774804.36      100.13135  (16092018)                476166.08  
3774804.36      103.22454  (16092018)          
        476186.08   3774804.36      105.35758  (16092018)                476206.08  
3774804.36      106.54642  (16092018)          
        476226.08   3774804.36      108.96309  (14040103)                476246.08  
3774804.36      112.26042  (13021808)          
        476266.08   3774804.36      115.36393  (13021808)                476286.08  
3774804.36      117.01376  (16121606)          
        476306.08   3774804.36      119.33185  (16121606)                476326.08  
3774804.36      122.14877  (16021806)          
        476346.08   3774804.36      123.72319  (16021806)                476366.08  
3774804.36      123.92181  (15122518)          
        476386.08   3774804.36      128.33043  (15122518)                476406.08  
3774804.36      130.15277  (15122518)          
        476426.08   3774804.36      136.28955  (13090718)                476446.08  
3774804.36      143.29865  (13090718)          
        476466.08   3774804.36      147.31072  (13090718)                476486.08  
3774804.36      147.14178  (13090718)          
        476506.08   3774804.36      143.15863  (13090718)                476526.08  
3774804.36      137.92857  (14121123)          
        476546.08   3774804.36      136.27539  (14022508)                476566.08  
3774804.36      137.02423  (14022508)          
        476586.08   3774804.36      134.15554  (14022508)                476606.08  
3774804.36      134.71031  (16111019)          
        476626.08   3774804.36      133.75519  (16111019)                476646.08  
3774804.36      129.73682  (16111019)          
        476666.08   3774804.36      123.06002  (16111019)                476686.08  
3774804.36      118.57661  (16122407)          
        476706.08   3774804.36      120.19793  (16122407)                476726.08  
3774804.36      119.43699  (16122407)          
        476746.08   3774804.36      119.32988  (13112916)                476766.08  
3774804.36      124.87390  (13112916)          
        476786.08   3774804.36      125.41155  (13112916)                476806.08  
3774804.36      121.56914  (13112916)          



        476826.08   3774804.36      114.20648  (13112916)                476846.08  
3774804.36      105.38685  (16112620)          
        476866.08   3774804.36      103.50332  (13100917)                476886.08  
3774804.36      102.38720  (15101019)          
        476906.08   3774804.36      100.24690  (15101019)                476926.08  
3774804.36       97.15147  (15101019)          
        476946.08   3774804.36       93.22297  (15101019)                476966.08  
3774804.36       88.93501  (13102820)          
        476986.08   3774804.36       86.17350  (13102820)                477006.08  
3774804.36       82.96362  (12071219)          
        477026.08   3774804.36       82.45574  (16041118)                477046.08  
3774804.36       81.64624  (16041118)          
        477066.08   3774804.36       80.46722  (16041118)                477086.08  
3774804.36       78.86576  (16041118)          
        477106.08   3774804.36       76.91016  (16041118)                477126.08  
3774804.36       74.66601  (16041118)          
        477146.08   3774804.36       82.26696  (16041118)                477166.08  
3774804.36       95.69241  (16072623)          
        477186.08   3774804.36       95.13811  (16072623)                477206.08  
3774804.36       92.77995  (16061920)          
        477226.08   3774804.36       90.25759  (16061920)                477246.08  
3774804.36       88.07799  (16072821)          
        477266.08   3774804.36       87.24834  (16072821)                477286.08  
3774804.36       85.89828  (16072821)          
        477306.08   3774804.36       85.85221  (15082722)                477326.08  
3774804.36       83.71565  (15082722)          
        477346.08   3774804.36       81.42324  (14083022)                477366.08  
3774804.36       79.01255  (14083022)          
        477386.08   3774804.36       77.27650  (13062306)                477406.08  
3774804.36       75.38958  (13062306)          
        477426.08   3774804.36       73.52741  (12052222)                477446.08  
3774804.36       74.13100  (12080223)          
        477466.08   3774804.36       74.51163  (12080223)                477486.08  
3774804.36       73.11032  (13081722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 611
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 



                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774804.36       71.68341  (13081722)                477526.08  
3774804.36       70.15056  (13081722)          
        475946.08   3774824.36       74.46512  (16021808)                475966.08  
3774824.36       76.08208  (16021808)          
        475986.08   3774824.36       77.36419  (16021808)                476006.08  
3774824.36       78.62931  (14091624)          
        476026.08   3774824.36       81.74085  (14091624)                476046.08  
3774824.36       84.73874  (14091624)          
        476066.08   3774824.36       87.00504  (14091624)                476086.08  
3774824.36       88.65966  (14091624)          
        476106.08   3774824.36       90.56551  (16092018)                476126.08  
3774824.36       94.17831  (16092018)          
        476146.08   3774824.36       97.11457  (16092018)                476166.08  
3774824.36       99.22397  (16092018)          
        476186.08   3774824.36      100.36426  (16092018)                476206.08  
3774824.36      102.03923  (14040103)          
        476226.08   3774824.36      104.61353  (13021808)                476246.08  
3774824.36      108.02051  (13021808)          
        476266.08   3774824.36      109.95657  (13021808)                476286.08  
3774824.36      111.92038  (16121606)          
        476306.08   3774824.36      113.91630  (16021806)                476326.08  
3774824.36      116.07777  (16021806)          
        476346.08   3774824.36      116.60168  (16021806)                476366.08  
3774824.36      118.69284  (15122518)          
        476386.08   3774824.36      121.98139  (15122518)                476406.08  
3774824.36      122.90041  (15122518)          
        476426.08   3774824.36      130.20486  (13090718)                476446.08  
3774824.36      136.07033  (13090718)          
        476466.08   3774824.36      139.21977  (13090718)                476486.08  
3774824.36      138.64773  (13090718)          
        476506.08   3774824.36      134.72309  (13090718)                476526.08  
3774824.36      130.11830  (14121123)          
        476546.08   3774824.36      128.39535  (14022508)                476566.08  
3774824.36      129.28748  (14022508)          
        476586.08   3774824.36      126.97067  (14022508)                476606.08  
3774824.36      126.84752  (16111019)          
        476626.08   3774824.36      126.55026  (16111019)                476646.08  



3774824.36      123.48877  (16111019)          
        476666.08   3774824.36      117.96762  (16111019)                476686.08  
3774824.36      110.58207  (16122407)          
        476706.08   3774824.36      112.93424  (16122407)                476726.08  
3774824.36      113.13990  (16122407)          
        476746.08   3774824.36      111.31014  (16122407)                476766.08  
3774824.36      113.37908  (13112916)          
        476786.08   3774824.36      116.10458  (13112916)                476806.08  
3774824.36      114.81425  (13112916)          
        476826.08   3774824.36      110.04731  (13112916)                476846.08  
3774824.36      102.53362  (13112916)          
        476866.08   3774824.36       98.58181  (16112620)                476886.08  
3774824.36       97.33681  (15101019)          
        476906.08   3774824.36       96.18919  (15101019)                476926.08  
3774824.36       94.06581  (15101019)          
        476946.08   3774824.36       91.05963  (15101019)                476966.08  
3774824.36       87.55084  (15101019)          
        476986.08   3774824.36       83.77530  (13102820)                477006.08  
3774824.36       81.26786  (13102820)          
        477026.08   3774824.36       78.23218  (13102820)                477046.08  
3774824.36       77.58831  (16041118)          
        477066.08   3774824.36       77.05833  (16041118)                477086.08  
3774824.36       76.08355  (16041118)          
        477106.08   3774824.36       74.72214  (16041118)                477126.08  
3774824.36       73.03225  (16041118)          
        477146.08   3774824.36       96.46976  (13072106)                477166.08  
3774824.36       95.78626  (16072623)          
        477186.08   3774824.36       93.85150  (16072623)                477206.08  
3774824.36       91.34307  (16072623)          
        477226.08   3774824.36       88.49409  (16061920)                477246.08  
3774824.36       86.36915  (16061920)          
        477266.08   3774824.36       86.77879  (16072821)                477286.08  
3774824.36       86.75024  (16072821)          
        477306.08   3774824.36       84.78829  (16072821)                477326.08  
3774824.36       82.79383  (15082722)          
        477346.08   3774824.36       80.66641  (15082722)                477366.08  
3774824.36       78.39841  (14083022)          
        477386.08   3774824.36       76.33832  (14083022)                477406.08  
3774824.36       74.23028  (13062306)          
        477426.08   3774824.36       72.66237  (13062306)                477446.08  
3774824.36       73.67566  (13062306)          
        477466.08   3774824.36       73.65391  (13062306)                477486.08  
3774824.36       71.76383  (12080223)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*



                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774824.36       70.37782  (12080223)                477526.08  
3774824.36       69.10142  (13081722)          
        475946.08   3774844.36       72.34426  (16021808)                475966.08  
3774844.36       73.43244  (16021808)          
        475986.08   3774844.36       74.81464  (14091624)                476006.08  
3774844.36       77.53258  (14091624)          
        476026.08   3774844.36       80.02465  (14091624)                476046.08  
3774844.36       82.34147  (14091624)          
        476066.08   3774844.36       83.90209  (14091624)                476086.08  
3774844.36       85.42734  (16092018)          
        476106.08   3774844.36       88.79988  (16092018)                476126.08  
3774844.36       91.58500  (16092018)          
        476146.08   3774844.36       93.65338  (16092018)                476166.08  
3774844.36       94.88155  (16092018)          
        476186.08   3774844.36       96.05447  (14040103)                476206.08  
3774844.36       97.34177  (14040103)          
        476226.08   3774844.36      101.18203  (13021808)                476246.08  
3774844.36      103.53820  (13021808)          
        476266.08   3774844.36      104.93591  (16121606)                476286.08  
3774844.36      106.76658  (16121606)          
        476306.08   3774844.36      109.19467  (16021806)                476326.08  
3774844.36      110.46573  (16021806)          
        476346.08   3774844.36      109.86411  (16021806)                476366.08  
3774844.36      113.61192  (15122518)          
        476386.08   3774844.36      115.96238  (15122518)                476406.08  
3774844.36      117.34464  (13090718)          
        476426.08   3774844.36      124.48572  (13090718)                476446.08  
3774844.36      129.38929  (13090718)          



        476466.08   3774844.36      131.82992  (13090718)                476486.08  
3774844.36      130.94710  (13090718)          
        476506.08   3774844.36      127.10371  (13090718)                476526.08  
3774844.36      123.05789  (14121123)          
        476546.08   3774844.36      121.27468  (14022508)                476566.08  
3774844.36      122.27373  (14022508)          
        476586.08   3774844.36      120.41298  (14022508)                476606.08  
3774844.36      119.66960  (16111019)          
        476626.08   3774844.36      119.88702  (16111019)                476646.08  
3774844.36      117.57889  (16111019)          
        476666.08   3774844.36      113.05404  (16111019)                476686.08  
3774844.36      106.72429  (16111019)          
        476706.08   3774844.36      106.07082  (16122407)                476726.08  
3774844.36      107.05533  (16122407)          
        476746.08   3774844.36      106.16637  (16122407)                476766.08  
3774844.36      103.52496  (16122407)          
        476786.08   3774844.36      106.68478  (13112916)                476806.08  
3774844.36      107.47747  (13112916)          
        476826.08   3774844.36      104.97183  (13112916)                476846.08  
3774844.36       99.66373  (13112916)          
        476866.08   3774844.36       94.74191  (16112620)                476886.08  
3774844.36       92.49384  (13100917)          
        476906.08   3774844.36       91.79602  (15101019)                476926.08  
3774844.36       90.55092  (15101019)          
        476946.08   3774844.36       88.40341  (15101019)                476966.08  
3774844.36       85.69515  (15101019)          
        476986.08   3774844.36       82.46890  (15101019)                477006.08  
3774844.36       79.11554  (13102820)          
        477026.08   3774844.36       76.72370  (13102820)                477046.08  
3774844.36       73.97525  (13102820)          
        477066.08   3774844.36       73.28291  (16041118)                477086.08  
3774844.36       72.88337  (16041118)          
        477106.08   3774844.36       72.08026  (16041118)                477126.08  
3774844.36       70.92282  (16041118)          
        477146.08   3774844.36       96.23461  (12071219)                477166.08  
3774844.36       93.81961  (13072106)          
        477186.08   3774844.36       91.29338  (16072623)                477206.08  
3774844.36       89.55426  (16072623)          
        477226.08   3774844.36       87.38589  (16072623)                477246.08  
3774844.36       84.86096  (16072623)          
        477266.08   3774844.36       85.41225  (16061920)                477286.08  
3774844.36       84.97361  (16061920)          
        477306.08   3774844.36       83.20483  (16072821)                477326.08  
3774844.36       81.44845  (16072821)          
        477346.08   3774844.36       79.45168  (15082722)                477366.08  
3774844.36       77.66570  (15082722)          
        477386.08   3774844.36       75.67585  (15082722)                477406.08  
3774844.36       73.67284  (14083022)          
        477426.08   3774844.36       71.76832  (14083022)                477446.08  
3774844.36       72.56655  (13062306)          



        477466.08   3774844.36       72.92342  (13062306)                477486.08  
3774844.36       71.32210  (13062306)          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774844.36       69.59244  (13062306)                477526.08  
3774844.36       67.87521  (12080223)          
        475946.08   3774864.36       69.82032  (16021808)                475966.08  
3774864.36       71.31094  (14091624)          
        475986.08   3774864.36       73.78323  (14091624)                476006.08  
3774864.36       75.94984  (14091624)          
        476026.08   3774864.36       77.84542  (14091624)                476046.08  
3774864.36       79.52035  (14091624)          
        476066.08   3774864.36       80.76691  (16092018)                476086.08  
3774864.36       83.92112  (16092018)          
        476106.08   3774864.36       86.56219  (16092018)                476126.08  
3774864.36       88.57823  (16092018)          
        476146.08   3774864.36       89.86156  (16092018)                476166.08  
3774864.36       90.71768  (14040103)          
        476186.08   3774864.36       92.02538  (14040103)                476206.08  
3774864.36       94.59474  (13021808)          
        476226.08   3774864.36       97.47880  (13021808)                476246.08  
3774864.36       98.91598  (13021808)          
        476266.08   3774864.36      100.67414  (16121606)                476286.08  



3774864.36      102.27929  (16021806)          
        476306.08   3774864.36      104.38212  (16021806)                476326.08  
3774864.36      104.86886  (16021806)          
        476346.08   3774864.36      105.32269  (15122518)                476366.08  
3774864.36      108.70600  (15122518)          
        476386.08   3774864.36      110.27239  (15122518)                476406.08  
3774864.36      112.95129  (13090718)          
        476426.08   3774864.36      119.11407  (13090718)                476446.08  
3774864.36      123.20578  (13090718)          
        476466.08   3774864.36      125.06175  (13090718)                476486.08  
3774864.36      123.94015  (13090718)          
        476506.08   3774864.36      120.19272  (13090718)                476526.08  
3774864.36      116.64840  (14121123)          
        476546.08   3774864.36      114.81353  (14022508)                476566.08  
3774864.36      115.89114  (14022508)          
        476586.08   3774864.36      114.40901  (14022508)                476606.08  
3774864.36      113.10017  (16111019)          
        476626.08   3774864.36      113.73050  (16111019)                476646.08  
3774864.36      112.04548  (16111019)          
        476666.08   3774864.36      108.37527  (16111019)                476686.08  
3774864.36      102.99999  (16111019)          
        476706.08   3774864.36       99.61096  (16122407)                476726.08  
3774864.36      101.21625  (16122407)          
        476746.08   3774864.36      101.11047  (16122407)                476766.08  
3774864.36       99.35975  (16122407)          
        476786.08   3774864.36       97.40190  (13112916)                476806.08  
3774864.36       99.83904  (13112916)          
        476826.08   3774864.36       99.24583  (13112916)                476846.08  
3774864.36       95.91503  (13112916)          
        476866.08   3774864.36       90.67039  (16112620)                476886.08  
3774864.36       89.18675  (16112620)          
        476906.08   3774864.36       87.44979  (13100917)                476926.08  
3774864.36       86.71490  (15101019)          
        476946.08   3774864.36       85.35095  (15101019)                476966.08  
3774864.36       83.39270  (15101019)          
        476986.08   3774864.36       80.87006  (15101019)                477006.08  
3774864.36       77.87147  (15101019)          
        477026.08   3774864.36       74.78905  (13102820)                477046.08  
3774864.36       72.61158  (13102820)          
        477066.08   3774864.36       70.19464  (13102820)                477086.08  
3774864.36       69.36240  (16041118)          
        477106.08   3774864.36       78.85673  (12071219)                477126.08  
3774864.36       92.85077  (12071219)          
        477146.08   3774864.36       96.50462  (12071219)                477166.08  
3774864.36       93.77471  (12071219)          
        477186.08   3774864.36       89.82448  (13072106)                477206.08  
3774864.36       87.02182  (12092019)          
        477226.08   3774864.36       85.48135  (16072623)                477246.08  
3774864.36       83.64827  (16072623)          
        477266.08   3774864.36       84.27090  (15072106)                477286.08  



3774864.36       83.48632  (15072106)          
        477306.08   3774864.36       81.61561  (16061920)                477326.08  
3774864.36       79.62274  (16072821)          
        477346.08   3774864.36       78.18199  (16072821)                477366.08  
3774864.36       76.48748  (16072821)          
        477386.08   3774864.36       74.72812  (15082722)                477406.08  
3774864.36       73.03908  (15082722)          
        477426.08   3774864.36       71.17702  (15082722)                477446.08  
3774864.36       72.10289  (14083022)          
        477466.08   3774864.36       72.14735  (14083022)                477486.08  
3774864.36       70.29104  (13062306)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774864.36       68.95802  (13062306)                477526.08  
3774864.36       67.48857  (13062306)          
        475946.08   3774884.36       68.08328  (14091624)                475966.08  
3774884.36       70.33958  (14091624)          
        475986.08   3774884.36       72.31517  (14091624)                476006.08  
3774884.36       73.95103  (14091624)          
        476026.08   3774884.36       75.28441  (14091624)                476046.08  
3774884.36       76.46846  (16092018)          
        476066.08   3774884.36       79.47913  (16092018)                476086.08  
3774884.36       81.98386  (16092018)          



        476106.08   3774884.36       83.94050  (16092018)                476126.08  
3774884.36       85.25474  (16092018)          
        476146.08   3774884.36       85.84046  (16092018)                476166.08  
3774884.36       87.24434  (14040103)          
        476186.08   3774884.36       88.78940  (13021808)                476206.08  
3774884.36       91.56275  (13021808)          
        476226.08   3774884.36       93.59393  (13021808)                476246.08  
3774884.36       94.88819  (16121606)          
        476266.08   3774884.36       96.35603  (16121606)                476286.08  
3774884.36       98.22228  (16021806)          
        476306.08   3774884.36       99.52025  (16021806)                476326.08  
3774884.36       99.31763  (16021806)          
        476346.08   3774884.36      101.39477  (15122518)                476366.08  
3774884.36      103.99171  (15122518)          
        476386.08   3774884.36      104.90414  (15122518)                476406.08  
3774884.36      108.75086  (13090718)          
        476426.08   3774884.36      114.07009  (13090718)                476446.08  
3774884.36      117.47430  (13090718)          
        476466.08   3774884.36      118.84640  (13090718)                476486.08  
3774884.36      117.54243  (13090718)          
        476506.08   3774884.36      113.89996  (13090718)                476526.08  
3774884.36      110.80713  (14121123)          
        476546.08   3774884.36      108.92835  (14022508)                476566.08  
3774884.36      110.06230  (14022508)          
        476586.08   3774884.36      108.89580  (14022508)                476606.08  
3774884.36      107.07279  (16111019)          
        476626.08   3774884.36      108.03725  (16111019)                476646.08  
3774884.36      106.90571  (16111019)          
        476666.08   3774884.36      103.94485  (16111019)                476686.08  
3774884.36       99.37618  (16111019)          
        476706.08   3774884.36       93.54891  (16122407)                476726.08  
3774884.36       95.64264  (16122407)          
        476746.08   3774884.36       96.18347  (16122407)                476766.08  
3774884.36       95.19403  (16122407)          
        476786.08   3774884.36       92.98797  (16122407)                476806.08  
3774884.36       92.12735  (13112916)          
        476826.08   3774884.36       93.10500  (13112916)                476846.08  
3774884.36       91.49757  (13112916)          
        476866.08   3774884.36       87.63416  (13112916)                476886.08  
3774884.36       85.70946  (16112620)          
        476906.08   3774884.36       84.10274  (16112620)                476926.08  
3774884.36       82.79327  (13100917)          
        476946.08   3774884.36       81.99351  (15101019)                476966.08  
3774884.36       80.72466  (15101019)          
        476986.08   3774884.36       78.86532  (15101019)                477006.08  
3774884.36       76.48949  (15101019)          
        477026.08   3774884.36       73.60216  (15101019)                477046.08  
3774884.36       70.86506  (13102820)          
        477066.08   3774884.36       68.95359  (13102820)                477086.08  
3774884.36       66.73897  (13102820)          



        477106.08   3774884.36       81.72772  (12071219)                477126.08  
3774884.36       98.45478  (12071219)          
        477146.08   3774884.36       96.56495  (12071219)                477166.08  
3774884.36       93.52439  (12071219)          
        477186.08   3774884.36       89.89969  (12071219)                477206.08  
3774884.36       86.08525  (13072106)          
        477226.08   3774884.36       83.13102  (12092019)                477246.08  
3774884.36       81.65928  (16072623)          
        477266.08   3774884.36       82.91144  (15072106)                477286.08  
3774884.36       82.78251  (15072106)          
        477306.08   3774884.36       80.44036  (15072106)                477326.08  
3774884.36       78.39730  (16061920)          
        477346.08   3774884.36       76.56855  (16061920)                477366.08  
3774884.36       75.03138  (16072821)          
        477386.08   3774884.36       73.61854  (16072821)                477406.08  
3774884.36       71.99139  (16072821)          
        477426.08   3774884.36       70.44559  (15082722)                477446.08  
3774884.36       71.39579  (15082722)          
        477466.08   3774884.36       71.45134  (14083022)                477486.08  
3774884.36       69.89964  (14083022)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774884.36       68.20574  (14083022)                477526.08  



3774884.36       66.58270  (13062306)          
        475946.08   3774904.36       67.16720  (14091624)                475966.08  
3774904.36       68.97430  (14091624)          
        475986.08   3774904.36       70.47137  (14091624)                476006.08  
3774904.36       71.60654  (14091624)          
        476026.08   3774904.36       72.42042  (14091624)                476046.08  
3774904.36       75.36782  (16092018)          
        476066.08   3774904.36       77.79712  (16092018)                476086.08  
3774904.36       79.69029  (16092018)          
        476106.08   3774904.36       81.01744  (16092018)                476126.08  
3774904.36       81.70197  (16092018)          
        476146.08   3774904.36       82.81747  (14040103)                476166.08  
3774904.36       83.58882  (14040103)          
        476186.08   3774904.36       86.30321  (13021808)                476206.08  
3774904.36       88.32311  (13021808)          
        476226.08   3774904.36       89.60337  (13021808)                476246.08  
3774904.36       91.27357  (16121606)          
        476266.08   3774904.36       92.58208  (16021806)                476286.08  
3774904.36       94.16658  (16021806)          
        476306.08   3774904.36       94.78068  (16021806)                476326.08  
3774904.36       94.21509  (15122518)          
        476346.08   3774904.36       97.55396  (15122518)                476366.08  
3774904.36       99.47811  (15122518)          
        476386.08   3774904.36       99.84633  (15122518)                476406.08  
3774904.36      104.74325  (13090718)          
        476426.08   3774904.36      109.51727  (13090718)                476446.08  
3774904.36      112.40376  (13090718)          
        476466.08   3774904.36      113.15460  (13090718)                476486.08  
3774904.36      111.68211  (13090718)          
        476506.08   3774904.36      108.14951  (13090718)                476526.08  
3774904.36      105.46452  (14121123)          
        476546.08   3774904.36      103.54878  (14022508)                476566.08  
3774904.36      104.72159  (14022508)          
        476586.08   3774904.36      103.81918  (14022508)                476606.08  
3774904.36      101.52960  (16111019)          
        476626.08   3774904.36      102.75870  (16111019)                476646.08  
3774904.36      102.08773  (16111019)          
        476666.08   3774904.36       99.73210  (16111019)                476686.08  
3774904.36       95.86565  (16111019)          
        476706.08   3774904.36       90.75269  (16111019)                476726.08  
3774904.36       90.34466  (16122407)          
        476746.08   3774904.36       91.41458  (16122407)                476766.08  
3774904.36       91.07122  (16122407)          
        476786.08   3774904.36       89.57194  (16122407)                476806.08  
3774904.36       87.00209  (16122407)          
        476826.08   3774904.36       86.75030  (13112916)                476846.08  
3774904.36       86.60518  (13112916)          
        476866.08   3774904.36       84.27396  (13112916)                476886.08  
3774904.36       82.06922  (16112620)          
        476906.08   3774904.36       81.07307  (16112620)                476926.08  



3774904.36       79.32713  (16112620)          
        476946.08   3774904.36       78.42543  (13100917)                476966.08  
3774904.36       77.76854  (15101019)          
        476986.08   3774904.36       76.50049  (15101019)                477006.08  
3774904.36       74.64489  (15101019)          
        477026.08   3774904.36       72.35688  (15101019)                477046.08  
3774904.36       69.72405  (15101019)          
        477066.08   3774904.36       67.36696  (13102820)                477086.08  
3774904.36       65.60578  (13102820)          
        477106.08   3774904.36       83.71950  (12071219)                477126.08  
3774904.36       95.77069  (12071219)          
        477146.08   3774904.36       94.63038  (12071219)                477166.08  
3774904.36       92.36654  (12071219)          
        477186.08   3774904.36       89.54737  (12071219)                477206.08  
3774904.36       87.92863  (12071219)          
        477226.08   3774904.36       85.17485  (12083019)                477246.08  
3774904.36       82.63863  (14092320)          
        477266.08   3774904.36       81.83911  (15072106)                477286.08  
3774904.36       81.27035  (15072106)          
        477306.08   3774904.36       79.55277  (15072106)                477326.08  
3774904.36       77.51708  (15072106)          
        477346.08   3774904.36       75.31737  (16061920)                477366.08  
3774904.36       73.75662  (16061920)          
        477386.08   3774904.36       71.99973  (16072821)                477406.08  
3774904.36       70.83703  (16072821)          
        477426.08   3774904.36       69.46169  (16072821)                477446.08  
3774904.36       70.36068  (15082722)          
        477466.08   3774904.36       70.70065  (15082722)                477486.08  
3774904.36       69.16239  (15082722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***



                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774904.36       67.65309  (14083022)                477526.08  
3774904.36       66.19723  (14083022)          
        475946.08   3774924.36       65.89436  (14091624)                475966.08  
3774924.36       67.26841  (14091624)          
        475986.08   3774924.36       68.31324  (14091624)                476006.08  
3774924.36       68.98487  (14091624)          
        476026.08   3774924.36       71.36675  (16092018)                476046.08  
3774924.36       73.90609  (16092018)          
        476066.08   3774924.36       75.78456  (16092018)                476086.08  
3774924.36       77.11128  (16092018)          
        476106.08   3774924.36       77.86867  (16092018)                476126.08  
3774924.36       78.71474  (14040103)          
        476146.08   3774924.36       79.62584  (14040103)                476166.08  
3774924.36       81.51713  (13021808)          
        476186.08   3774924.36       83.59583  (13021808)                476206.08  
3774924.36       84.94342  (13021808)          
        476226.08   3774924.36       86.36127  (16121606)                476246.08  
3774924.36       87.60695  (16121606)          
        476266.08   3774924.36       89.20498  (16021806)                476286.08  
3774924.36       90.15342  (16021806)          
        476306.08   3774924.36       90.19070  (16021806)                476326.08  
3774924.36       91.13976  (15122518)          
        476346.08   3774924.36       93.81899  (15122518)                476366.08  
3774924.36       95.16859  (15122518)          
        476386.08   3774924.36       95.45138  (13090718)                476406.08  
3774924.36      100.92524  (13090718)          
        476426.08   3774924.36      105.15004  (13090718)                476446.08  
3774924.36      107.56073  (13090718)          
        476466.08   3774924.36      107.88975  (13090718)                476486.08  
3774924.36      106.29775  (13090718)          
        476506.08   3774924.36      102.87708  (13090718)                476526.08  
3774924.36      100.56163  (14121123)          
        476546.08   3774924.36       98.75060  (14121123)                476566.08  
3774924.36       99.81710  (14022508)          
        476586.08   3774924.36       99.13154  (14022508)                476606.08  
3774924.36       96.69588  (14022508)          
        476626.08   3774924.36       97.85744  (16111019)                476646.08  
3774924.36       97.56987  (16111019)          
        476666.08   3774924.36       95.73119  (16111019)                476686.08  
3774924.36       92.47645  (16111019)          
        476706.08   3774924.36       88.02444  (16111019)                476726.08  
3774924.36       85.32521  (16122407)          



        476746.08   3774924.36       86.82367  (16122407)                476766.08  
3774924.36       87.02470  (16122407)          
        476786.08   3774924.36       86.13801  (16122407)                476806.08  
3774924.36       84.21893  (16122407)          
        476826.08   3774924.36       81.39319  (16122407)                476846.08  
3774924.36       81.40963  (13112916)          
        476866.08   3774924.36       80.41487  (13112916)                476886.08  
3774924.36       78.33226  (16112620)          
        476906.08   3774924.36       77.89214  (16112620)                476926.08  
3774924.36       76.72758  (16112620)          
        476946.08   3774924.36       75.06774  (13100917)                476966.08  
3774924.36       74.59638  (15101019)          
        476986.08   3774924.36       73.87513  (15101019)                477006.08  
3774924.36       72.52431  (15101019)          
        477026.08   3774924.36       70.79521  (15101019)                477046.08  
3774924.36       68.68979  (15101019)          
        477066.08   3774924.36       66.25794  (15101019)                477086.08  
3774924.36       64.15952  (13102820)          
        477106.08   3774924.36       79.86760  (12071219)                477126.08  
3774924.36       92.06085  (12071219)          
        477146.08   3774924.36       91.79114  (12071219)                477166.08  
3774924.36       90.38588  (12071219)          
        477186.08   3774924.36       88.37261  (12071219)                477206.08  
3774924.36       88.30422  (12071219)          
        477226.08   3774924.36       86.66860  (12071219)                477246.08  
3774924.36       83.13302  (12071219)          
        477266.08   3774924.36       80.93640  (14092320)                477286.08  
3774924.36       79.09976  (14092320)          
        477306.08   3774924.36       77.93306  (15072106)                477326.08  
3774924.36       76.47802  (15072106)          
        477346.08   3774924.36       74.71487  (15072106)                477366.08  
3774924.36       72.69166  (15072106)          
        477386.08   3774924.36       71.05069  (16061920)                477406.08  
3774924.36       70.15559  (16061920)          
        477426.08   3774924.36       69.30591  (16072821)                477446.08  
3774924.36       69.60282  (16072821)          
        477466.08   3774924.36       69.41111  (15082722)                477486.08  
3774924.36       68.28352  (15082722)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 617
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 



                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774924.36       66.97756  (15082722)                477526.08  
3774924.36       65.51839  (15082722)          
        475946.08   3774944.36       64.31168  (14091624)                475966.08  
3774944.36       65.27576  (14091624)          
        475986.08   3774944.36       65.90075  (14091624)                476006.08  
3774944.36       67.89000  (16092018)          
        476026.08   3774944.36       70.10356  (16092018)                476046.08  
3774944.36       72.13778  (16092018)          
        476066.08   3774944.36       73.50250  (16092018)                476086.08  
3774944.36       74.31247  (16092018)          
        476106.08   3774944.36       74.90822  (14040103)                476126.08  
3774944.36       75.92349  (14040103)          
        476146.08   3774944.36       77.06764  (13021808)                476166.08  
3774944.36       79.25673  (13021808)          
        476186.08   3774944.36       80.72691  (13021808)                476206.08  
3774944.36       81.48118  (13021808)          
        476226.08   3774944.36       83.26296  (16121606)                476246.08  
3774944.36       84.39275  (16021806)          
        476266.08   3774944.36       85.81272  (16021806)                476286.08  
3774944.36       86.21446  (16021806)          
        476306.08   3774944.36       85.76889  (16021806)                476326.08  
3774944.36       88.09849  (15122518)          
        476346.08   3774944.36       90.20267  (15122518)                476366.08  
3774944.36       91.06253  (15122518)          
        476386.08   3774944.36       92.45827  (13090718)                476406.08  
3774944.36       97.29149  (13090718)          
        476426.08   3774944.36      100.94627  (13090718)                476446.08  
3774944.36      102.92373  (13090718)          
        476466.08   3774944.36      102.99957  (13090718)                476486.08  
3774944.36      101.33662  (13090718)          
        476506.08   3774944.36       98.02789  (13090718)                476526.08  
3774944.36       96.04830  (14121123)          
        476546.08   3774944.36       94.38365  (14121123)                476566.08  



3774944.36       95.28574  (14022508)          
        476586.08   3774944.36       94.79173  (14022508)                476606.08  
3774944.36       92.69526  (14022508)          
        476626.08   3774944.36       93.29977  (16111019)                476646.08  
3774944.36       93.33131  (16111019)          
        476666.08   3774944.36       91.93457  (16111019)                476686.08  
3774944.36       89.21304  (16111019)          
        476706.08   3774944.36       85.34728  (16111019)                476726.08  
3774944.36       80.58187  (16122407)          
        476746.08   3774944.36       82.42325  (16122407)                476766.08  
3774944.36       83.07954  (16122407)          
        476786.08   3774944.36       82.72034  (16122407)                476806.08  
3774944.36       81.37583  (16122407)          
        476826.08   3774944.36       79.14329  (16122407)                476846.08  
3774944.36       77.56681  (12121601)          
        476866.08   3774944.36       76.80267  (12121601)                476886.08  
3774944.36       75.27954  (12121601)          
        476906.08   3774944.36       74.63286  (16112620)                476926.08  
3774944.36       74.00885  (16112620)          
        476946.08   3774944.36       72.82461  (16112620)                476966.08  
3774944.36       71.55650  (13100917)          
        476986.08   3774944.36       71.05521  (15101019)                477006.08  
3774944.36       70.21542  (15101019)          
        477026.08   3774944.36       68.98099  (15101019)                477046.08  
3774944.36       67.34757  (15101019)          
        477066.08   3774944.36       65.35743  (15101019)                477086.08  
3774944.36       63.07668  (15101019)          
        477106.08   3774944.36       77.19653  (15110223)                477126.08  
3774944.36       87.76034  (12071219)          
        477146.08   3774944.36       88.27941  (12071219)                477166.08  
3774944.36       87.68429  (12071219)          
        477186.08   3774944.36       86.45278  (12071219)                477206.08  
3774944.36       87.11409  (12071219)          
        477226.08   3774944.36       86.22736  (12071219)                477246.08  
3774944.36       83.36504  (12071219)          
        477266.08   3774944.36       80.14467  (12071219)                477286.08  
3774944.36       77.66861  (14092320)          
        477306.08   3774944.36       76.07427  (14092320)                477326.08  
3774944.36       74.77545  (15072106)          
        477346.08   3774944.36       73.55184  (15072106)                477366.08  
3774944.36       72.03116  (15072106)          
        477386.08   3774944.36       70.25595  (15072106)                477406.08  
3774944.36       69.44466  (15072106)          
        477426.08   3774944.36       70.16696  (16061920)                477446.08  
3774944.36       69.09693  (16061920)          
        477466.08   3774944.36       68.16207  (16072821)                477486.08  
3774944.36       67.04536  (16072821)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              



                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774944.36       65.91250  (15082722)                477526.08  
3774944.36       64.81702  (15082722)          
        475946.08   3774964.36       62.46659  (14091624)                475966.08  
3774964.36       63.04910  (14091624)          
        475986.08   3774964.36       64.77152  (16092018)                476006.08  
3774964.36       66.78941  (16092018)          
        476026.08   3774964.36       68.55635  (16092018)                476046.08  
3774964.36       70.11560  (16092018)          
        476066.08   3774964.36       71.00806  (16092018)                476086.08  
3774964.36       71.37215  (14040103)          
        476106.08   3774964.36       72.46353  (14040103)                476126.08  
3774964.36       72.99346  (14040103)          
        476146.08   3774964.36       75.18841  (13021808)                476166.08  
3774964.36       76.82222  (13021808)          
        476186.08   3774964.36       77.74834  (13021808)                476206.08  
3774964.36       78.86512  (16121606)          
        476226.08   3774964.36       80.11679  (16121606)                476246.08  
3774964.36       81.54592  (16021806)          
        476266.08   3774964.36       82.43835  (16021806)                476286.08  
3774964.36       82.37345  (16021806)          
        476306.08   3774964.36       82.28543  (15122518)                476326.08  
3774964.36       85.10937  (15122518)          
        476346.08   3774964.36       86.71314  (15122518)                476366.08  
3774964.36       87.15641  (15122518)          



        476386.08   3774964.36       89.56757  (13090718)                476406.08  
3774964.36       93.83526  (13090718)          
        476426.08   3774964.36       96.99334  (13090718)                476446.08  
3774964.36       98.59960  (13090718)          
        476466.08   3774964.36       98.46542  (13090718)                476486.08  
3774964.36       96.75320  (13090718)          
        476506.08   3774964.36       93.55502  (13090718)                476526.08  
3774964.36       91.88152  (14121123)          
        476546.08   3774964.36       90.33135  (14121123)                476566.08  
3774964.36       91.10357  (14022508)          
        476586.08   3774964.36       90.76781  (14022508)                476606.08  
3774964.36       88.96258  (14022508)          
        476626.08   3774964.36       89.05535  (16111019)                476646.08  
3774964.36       89.35228  (16111019)          
        476666.08   3774964.36       88.33363  (16111019)                476686.08  
3774964.36       86.07718  (16111019)          
        476706.08   3774964.36       82.73141  (16111019)                476726.08  
3774964.36       78.49644  (16111019)          
        476746.08   3774964.36       78.22013  (16122407)                476766.08  
3774964.36       79.25399  (16122407)          
        476786.08   3774964.36       79.34605  (16122407)                476806.08  
3774964.36       78.50568  (16122407)          
        476826.08   3774964.36       76.80546  (16122407)                476846.08  
3774964.36       74.35939  (16122407)          
        476866.08   3774964.36       73.91924  (12121601)                476886.08  
3774964.36       72.90541  (12121601)          
        476906.08   3774964.36       71.30806  (16112620)                476926.08  
3774964.36       71.16208  (16112620)          
        476946.08   3774964.36       70.46547  (16112620)                476966.08  
3774964.36       69.15514  (16112620)          
        476986.08   3774964.36       68.18572  (13100917)                477006.08  
3774964.36       67.69213  (15101019)          
        477026.08   3774964.36       66.92825  (15101019)                477046.08  
3774964.36       65.73984  (15101019)          
        477066.08   3774964.36       64.17471  (15101019)                477086.08  
3774964.36       87.26133  (14051521)          
        477106.08   3774964.36       86.12035  (13063021)                477126.08  
3774964.36       84.79416  (15070603)          
        477146.08   3774964.36       84.22634  (12071219)                477166.08  
3774964.36       84.37421  (12071219)          
        477186.08   3774964.36       83.87980  (12071219)                477206.08  
3774964.36       85.20301  (12071219)          
        477226.08   3774964.36       85.03082  (12071219)                477246.08  
3774964.36       82.85692  (12071219)          
        477266.08   3774964.36       80.26114  (12071219)                477286.08  
3774964.36       77.32318  (12071219)          
        477306.08   3774964.36       74.79607  (12083019)                477326.08  
3774964.36       73.21143  (14092320)          
        477346.08   3774964.36       71.78710  (15072106)                477366.08  
3774964.36       70.76758  (15072106)          



        477386.08   3774964.36       69.46269  (15072106)                477406.08  
3774964.36       69.10520  (15072106)          
        477426.08   3774964.36       69.65909  (15072106)                477446.08  
3774964.36       68.29747  (16061920)          
        477466.08   3774964.36       66.97975  (16061920)                477486.08  
3774964.36       65.69670  (16072821)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 619
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774964.36       64.77546  (16072821)                477526.08  
3774964.36       63.67656  (16072821)          
        475946.08   3774984.36       60.40569  (14091624)                475966.08  
3774984.36       61.88770  (16092018)          
        475986.08   3774984.36       63.80828  (16092018)                476006.08  
3774984.36       65.42519  (16092018)          
        476026.08   3774984.36       66.77065  (16092018)                476046.08  
3774984.36       67.88941  (16092018)          
        476066.08   3774984.36       68.35367  (16092018)                476086.08  
3774984.36       69.22831  (14040103)          
        476106.08   3774984.36       69.87379  (14040103)                476126.08  
3774984.36       71.37729  (13021808)          
        476146.08   3774984.36       73.12881  (13021808)                476166.08  
3774984.36       74.25999  (13021808)          
        476186.08   3774984.36       74.92600  (16121606)                476206.08  



3774984.36       76.28060  (16121606)          
        476226.08   3774984.36       77.36393  (16021806)                476246.08  
3774984.36       78.67455  (16021806)          
        476266.08   3774984.36       79.13062  (16021806)                476286.08  
3774984.36       78.73713  (16021806)          
        476306.08   3774984.36       79.90753  (15122518)                476326.08  
3774984.36       82.18594  (15122518)          
        476346.08   3774984.36       83.35503  (15122518)                476366.08  
3774984.36       83.44470  (15122518)          
        476386.08   3774984.36       86.80438  (13090718)                476406.08  
3774984.36       90.64317  (13090718)          
        476426.08   3774984.36       93.31764  (13090718)                476446.08  
3774984.36       94.56076  (13090718)          
        476466.08   3774984.36       94.25232  (13090718)                476486.08  
3774984.36       92.50807  (13090718)          
        476506.08   3774984.36       89.43037  (13090718)                476526.08  
3774984.36       88.06039  (14121123)          
        476546.08   3774984.36       86.57665  (14121123)                476566.08  
3774984.36       87.23010  (14022508)          
        476586.08   3774984.36       87.02699  (14022508)                476606.08  
3774984.36       85.46946  (14022508)          
        476626.08   3774984.36       85.08560  (16111019)                476646.08  
3774984.36       85.61162  (16111019)          
        476666.08   3774984.36       84.91916  (16111019)                476686.08  
3774984.36       83.06864  (16111019)          
        476706.08   3774984.36       80.18415  (16111019)                476726.08  
3774984.36       76.42430  (16111019)          
        476746.08   3774984.36       74.19652  (16122407)                476766.08  
3774984.36       75.55710  (16122407)          
        476786.08   3774984.36       76.03631  (16122407)                476806.08  
3774984.36       75.63563  (16122407)          
        476826.08   3774984.36       74.41018  (16122407)                476846.08  
3774984.36       72.45182  (16122407)          
        476866.08   3774984.36       70.96430  (12121601)                476886.08  
3774984.36       70.40515  (12121601)          
        476906.08   3774984.36       69.15774  (12121601)                476926.08  
3774984.36       68.23226  (16112620)          
        476946.08   3774984.36       67.97155  (16112620)                476966.08  
3774984.36       67.07497  (16112620)          
        476986.08   3774984.36       65.69510  (16112620)                477006.08  
3774984.36       65.11341  (13100917)          
        477026.08   3774984.36       64.68365  (15101019)                477046.08  
3774984.36       63.90871  (15101019)          
        477066.08   3774984.36       62.74630  (15101019)                477086.08  
3774984.36       86.14451  (14051521)          
        477106.08   3774984.36       85.90672  (14051521)                477126.08  
3774984.36       83.69577  (13063021)          
        477146.08   3774984.36       81.33563  (15070603)                477166.08  
3774984.36       80.57255  (12071219)          
        477186.08   3774984.36       80.75448  (12071219)                477206.08  



3774984.36       82.65965  (12071219)          
        477226.08   3774984.36       83.15006  (12071219)                477246.08  
3774984.36       81.65880  (12071219)          
        477266.08   3774984.36       79.69883  (12071219)                477286.08  
3774984.36       77.34107  (12071219)          
        477306.08   3774984.36       74.65674  (12071219)                477326.08  
3774984.36       72.15364  (12083019)          
        477346.08   3774984.36       70.50100  (14092320)                477366.08  
3774984.36       69.01682  (14092320)          
        477386.08   3774984.36       68.11851  (15072106)                477406.08  
3774984.36       68.14293  (15072106)          
        477426.08   3774984.36       69.08674  (15072106)                477446.08  
3774984.36       67.95241  (15072106)          
        477466.08   3774984.36       66.16496  (15072106)                477486.08  
3774984.36       64.82328  (16061920)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  
Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3774984.36       63.51776  (16061920)                477526.08  
3774984.36       62.56403  (16072821)          
        475946.08   3775004.36       59.21435  (16092018)                475966.08  
3775004.36       61.04379  (16092018)          
        475986.08   3775004.36       62.59993  (16092018)                476006.08  
3775004.36       63.83692  (16092018)          



        476026.08   3775004.36       64.78991  (16092018)                476046.08  
3775004.36       65.50538  (16092018)          
        476066.08   3775004.36       66.20108  (14040103)                476086.08  
3775004.36       66.93661  (14040103)          
        476106.08   3775004.36       67.80868  (13021808)                476126.08  
3775004.36       69.64139  (13021808)          
        476146.08   3775004.36       70.93004  (13021808)                476166.08  
3775004.36       71.61064  (13021808)          
        476186.08   3775004.36       72.78965  (16121606)                476206.08  
3775004.36       73.74680  (16121606)          
        476226.08   3775004.36       74.96680  (16021806)                476246.08  
3775004.36       75.80544  (16021806)          
        476266.08   3775004.36       75.91088  (16021806)                476286.08  
3775004.36       75.31197  (16021806)          
        476306.08   3775004.36       77.58968  (15122518)                476326.08  
3775004.36       79.33809  (15122518)          
        476346.08   3775004.36       80.13023  (15122518)                476366.08  
3775004.36       79.92053  (15122518)          
        476386.08   3775004.36       84.16992  (13090718)                476406.08  
3775004.36       87.69472  (13090718)          
        476426.08   3775004.36       89.89697  (13090718)                476446.08  
3775004.36       90.78246  (13090718)          
        476466.08   3775004.36       90.32950  (13090718)                476486.08  
3775004.36       88.56694  (13090718)          
        476506.08   3775004.36       85.61704  (13090718)                476526.08  
3775004.36       84.48013  (14121123)          
        476546.08   3775004.36       83.08545  (14121123)                476566.08  
3775004.36       83.63267  (14022508)          
        476586.08   3775004.36       83.54182  (14022508)                476606.08  
3775004.36       82.18973  (14022508)          
        476626.08   3775004.36       81.35286  (16111019)                476646.08  
3775004.36       82.09076  (16111019)          
        476666.08   3775004.36       81.68172  (16111019)                476686.08  
3775004.36       80.18571  (16111019)          
        476706.08   3775004.36       77.71051  (16111019)                476726.08  
3775004.36       74.35875  (16111019)          
        476746.08   3775004.36       70.34505  (16111019)                476766.08  
3775004.36       71.99562  (16122407)          
        476786.08   3775004.36       72.80727  (16122407)                476806.08  
3775004.36       72.78780  (16122407)          
        476826.08   3775004.36       71.98337  (16122407)                476846.08  
3775004.36       70.46631  (16122407)          
        476866.08   3775004.36       68.21425  (16122407)                476886.08  
3775004.36       67.79365  (12121601)          
        476906.08   3775004.36       67.01101  (12121601)                476926.08  
3775004.36       65.66823  (12121601)          
        476946.08   3775004.36       65.38284  (16112620)                476966.08  
3775004.36       64.89291  (16112620)          
        476986.08   3775004.36       63.92209  (16112620)                477006.08  
3775004.36       62.64259  (13100917)          



        477026.08   3775004.36       62.30340  (13100917)                477046.08  
3775004.36       61.89485  (15101019)          
        477066.08   3775004.36       61.10874  (15101019)                477086.08  
3775004.36       84.41829  (15101019)          
        477106.08   3775004.36       84.09349  (14051521)                477126.08  
3775004.36       82.18318  (14051521)          
        477146.08   3775004.36       80.11392  (13063021)                477166.08  
3775004.36       77.94463  (15070603)          
        477186.08   3775004.36       77.18143  (12071219)                477206.08  
3775004.36       79.58111  (12071219)          
        477226.08   3775004.36       80.66878  (12071219)                477246.08  
3775004.36       79.83593  (12071219)          
        477266.08   3775004.36       78.50465  (12071219)                477286.08  
3775004.36       76.73514  (12071219)          
        477306.08   3775004.36       74.59049  (12071219)                477326.08  
3775004.36       72.13442  (12071219)          
        477346.08   3775004.36       69.65153  (12083019)                477366.08  
3775004.36       67.93335  (14092320)          
        477386.08   3775004.36       66.63048  (14092320)                477406.08  
3775004.36       66.66598  (15072106)          
        477426.08   3775004.36       67.96722  (15072106)                477446.08  
3775004.36       67.24228  (15072106)          
        477466.08   3775004.36       65.85077  (15072106)                477486.08  
3775004.36       64.26159  (15072106)          
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 621
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                              *** THE   1ST HIGHEST  1-HR AVERAGE CONCENTRATION   
VALUES FOR SOURCE GROUP:  ALL      ***
                                  INCLUDING SOURCE(S):     L0002973    , L0002974   
, L0002975    , L0002976    , L0002977    , 
                 L0002978    , L0002979    , L0002980    , L0002981    , L0002982   
, L0002983    , L0002984    , L0002985    , 
                 L0002986    , L0002987    , L0002988    , L0002989    , L0002990   
, L0002991    , L0002992    , L0002993    , 
                 L0002994    , L0002995    , L0002996    , L0002997    , L0002998   
, L0002999    , L0003000    ,  . . .      , 

                                             *** DISCRETE CARTESIAN RECEPTOR POINTS 
***

                                        ** CONC OF PM_10    IN MICROGRAMS/M**3      
                   **

      X-COORD (M)  Y-COORD (M)        CONC     (YYMMDDHH)              X-COORD (M)  



Y-COORD (M)        CONC     (YYMMDDHH)
 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - - - - - - - - - - - - - - - - -
        477506.08   3775004.36       62.73215  (16061920)                477526.08  
3775004.36       61.59904  (16061920)          
        475946.08   3775024.36       58.47450  (16092018)                475966.08  
3775024.36       59.97179  (16092018)          
        475986.08   3775024.36       61.18107  (16092018)                476006.08  
3775024.36       62.17603  (16092018)          
        476026.08   3775024.36       62.81714  (16092018)                476046.08  
3775024.36       63.35061  (14040103)          
        476066.08   3775024.36       64.17096  (14040103)                476086.08  
3775024.36       64.53638  (14040103)          
        476106.08   3775024.36       66.35239  (13021808)                476126.08  
3775024.36       67.75982  (13021808)          
        476146.08   3775024.36       68.62876  (13021808)                476166.08  
3775024.36       69.22893  (16121606)          
        476186.08   3775024.36       70.45656  (16121606)                476206.08  
3775024.36       71.35914  (16021806)          
        476226.08   3775024.36       72.51421  (16021806)                476246.08  
3775024.36       72.96031  (16021806)          
        476266.08   3775024.36       72.72311  (16021806)                476286.08  
3775024.36       73.00864  (15122518)          
        476306.08   3775024.36       75.21601  (15122518)                476326.08  
3775024.36       76.57275  (15122518)          
        476346.08   3775024.36       77.03861  (15122518)                476366.08  
3775024.36       77.62466  (13090718)          
        476386.08   3775024.36       81.59077  (13090718)                476406.08  
3775024.36       84.72080  (13090718)          
        476426.08   3775024.36       86.59175  (13090718)                           
                                               
� *** AERMOD - VERSION 21112  ***   *** Drake Warehouse Construction HRA           
                         ***        12/02/22
 *** AERMET - VERSION  16216 ***   ***                                              
                       ***        16:12:48
                                                                                    
                                  PAGE 622
 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                        *** THE SUMMARY OF MAXIMUM PERIOD ( 43848 
HRS) RESULTS ***

                                    ** CONC OF PM_10    IN MICROGRAMS/M**3          
               **

                                                                                    
                        NETWORK
GROUP ID                       AVERAGE CONC                RECEPTOR  (XR, YR, ZELEV,
ZHILL, ZFLAG)  OF TYPE  GRID-ID



- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - 
- - - - - - - - - - - - - - - - - - 

FORK      1ST HIGHEST VALUE IS     164.03228 AT (  476526.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
          2ND HIGHEST VALUE IS     152.53706 AT (  476546.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
          3RD HIGHEST VALUE IS     150.29702 AT (  476506.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
          4TH HIGHEST VALUE IS     121.85687 AT (  476486.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
          5TH HIGHEST VALUE IS      97.42775 AT (  476526.08,  3774264.36,   329.00,
  329.00,    0.00)  DC          
          6TH HIGHEST VALUE IS      95.23019 AT (  476506.08,  3774264.36,   329.00,
  329.00,    0.00)  DC          
          7TH HIGHEST VALUE IS      94.11192 AT (  476466.08,  3774284.36,   328.88,
  328.88,    0.00)  DC          
          8TH HIGHEST VALUE IS      91.86569 AT (  476546.08,  3774264.36,   329.00,
  329.00,    0.00)  DC          
          9TH HIGHEST VALUE IS      85.77326 AT (  476486.08,  3774264.36,   329.00,
  329.00,    0.00)  DC          
         10TH HIGHEST VALUE IS      84.73239 AT (  476546.08,  3774424.36,   329.54,
  329.54,    0.00)  DC          

IDLE      1ST HIGHEST VALUE IS     152.38809 AT (  476506.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
          2ND HIGHEST VALUE IS     148.33730 AT (  476526.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
          3RD HIGHEST VALUE IS     134.27755 AT (  476486.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
          4TH HIGHEST VALUE IS     127.85827 AT (  476546.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
          5TH HIGHEST VALUE IS     107.21613 AT (  476466.08,  3774284.36,   328.88,
  328.88,    0.00)  DC          
          6TH HIGHEST VALUE IS      93.28562 AT (  476506.08,  3774264.36,   329.00,
  329.00,    0.00)  DC          
          7TH HIGHEST VALUE IS      90.03391 AT (  476526.08,  3774264.36,   329.00,
  329.00,    0.00)  DC          
          8TH HIGHEST VALUE IS      88.97179 AT (  476486.08,  3774264.36,   329.00,
  329.00,    0.00)  DC          
          9TH HIGHEST VALUE IS      84.42502 AT (  476526.08,  3774424.36,   329.00,
  329.00,    0.00)  DC          
         10TH HIGHEST VALUE IS      82.32610 AT (  476446.08,  3774284.36,   328.21,
  328.21,    0.00)  DC          

ONSITE    1ST HIGHEST VALUE IS     138.49694 AT (  476546.08,  3774424.36,   329.54,
  329.54,    0.00)  DC          
          2ND HIGHEST VALUE IS     138.04884 AT (  476526.08,  3774424.36,   329.00,
  329.00,    0.00)  DC          
          3RD HIGHEST VALUE IS     116.27774 AT (  476566.08,  3774424.36,   330.00,



  330.00,    0.00)  DC          
          4TH HIGHEST VALUE IS     114.74694 AT (  476506.08,  3774424.36,   329.00,
  329.00,    0.00)  DC          
          5TH HIGHEST VALUE IS     109.76017 AT (  476526.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
          6TH HIGHEST VALUE IS     106.05409 AT (  476506.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
          7TH HIGHEST VALUE IS     102.37529 AT (  476546.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
          8TH HIGHEST VALUE IS      93.79165 AT (  476586.08,  3774424.36,   330.00,
  330.00,    0.00)  DC          
          9TH HIGHEST VALUE IS      93.16034 AT (  476486.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
         10TH HIGHEST VALUE IS      87.80550 AT (  476486.08,  3774424.36,   329.00,
  329.00,    0.00)  DC          

TRUCKS    1ST HIGHEST VALUE IS      56.41604 AT (  477026.08,  3773804.36,   332.00,
  332.00,    0.00)  DC          
          2ND HIGHEST VALUE IS      56.37024 AT (  477066.08,  3773824.36,   332.00,
  332.00,    0.00)  DC          
          3RD HIGHEST VALUE IS      56.07565 AT (  476846.08,  3773804.36,   331.00,
  331.00,    0.00)  DC          
          4TH HIGHEST VALUE IS      50.00771 AT (  476846.08,  3773824.36,   331.00,
  331.00,    0.00)  DC          
          5TH HIGHEST VALUE IS      49.26477 AT (  477106.08,  3773844.36,   332.79,
  332.79,    0.00)  DC          
          6TH HIGHEST VALUE IS      49.26123 AT (  476726.08,  3774424.36,   331.00,
  331.00,    0.00)  DC          
          7TH HIGHEST VALUE IS      49.00282 AT (  476746.08,  3774424.36,   331.00,
  331.00,    0.00)  DC          
          8TH HIGHEST VALUE IS      48.90461 AT (  476706.08,  3774424.36,   331.00,
  331.00,    0.00)  DC          
          9TH HIGHEST VALUE IS      48.46442 AT (  477086.08,  3773824.36,   332.54,
  332.54,    0.00)  DC          
         10TH HIGHEST VALUE IS      48.26056 AT (  476846.08,  3774184.36,   331.00,
  331.00,    0.00)  DC          
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                        *** THE SUMMARY OF MAXIMUM PERIOD ( 43848 
HRS) RESULTS ***

                                    ** CONC OF PM_10    IN MICROGRAMS/M**3          
               **



                                                                                    
                        NETWORK
GROUP ID                       AVERAGE CONC                RECEPTOR  (XR, YR, ZELEV,
ZHILL, ZFLAG)  OF TYPE  GRID-ID
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - 
- - - - - - - - - - - - - - - - - - 

ALL       1ST HIGHEST VALUE IS     431.21939 AT (  476526.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
          2ND HIGHEST VALUE IS     417.15887 AT (  476506.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
          3RD HIGHEST VALUE IS     392.52529 AT (  476546.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
          4TH HIGHEST VALUE IS     357.04996 AT (  476486.08,  3774284.36,   329.00,
  329.00,    0.00)  DC          
          5TH HIGHEST VALUE IS     335.71720 AT (  476546.08,  3774424.36,   329.54,
  329.54,    0.00)  DC          
          6TH HIGHEST VALUE IS     331.23824 AT (  476526.08,  3774424.36,   329.00,
  329.00,    0.00)  DC          
          7TH HIGHEST VALUE IS     300.87921 AT (  476566.08,  3774424.36,   330.00,
  330.00,    0.00)  DC          
          8TH HIGHEST VALUE IS     287.14278 AT (  476506.08,  3774424.36,   329.00,
  329.00,    0.00)  DC          
          9TH HIGHEST VALUE IS     285.87383 AT (  476466.08,  3774284.36,   328.88,
  328.88,    0.00)  DC          
         10TH HIGHEST VALUE IS     266.98445 AT (  476506.08,  3774264.36,   329.00,
  329.00,    0.00)  DC          

 *** RECEPTOR TYPES:  GC = GRIDCART
                      GP = GRIDPOLR
                      DC = DISCCART
                      DP = DISCPOLR
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

                                                *** THE SUMMARY OF HIGHEST  1-HR 
RESULTS ***

                                    ** CONC OF PM_10    IN MICROGRAMS/M**3          
               **

                                                      DATE                          



                                         NETWORK
GROUP ID                          AVERAGE CONC     (YYMMDDHH)             RECEPTOR  
(XR, YR, ZELEV, ZHILL, ZFLAG)    OF TYPE  GRID-ID
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - 
- - - - - - - - - - - - - - - - - - - - - - - - 
  
FORK     HIGH   1ST HIGH VALUE IS    1515.52521  ON 13041207: AT (  476526.08,  
3774284.36,   329.00,   329.00,    0.00)  DC          
  
IDLE     HIGH   1ST HIGH VALUE IS    1549.15328  ON 13041207: AT (  476506.08,  
3774284.36,   329.00,   329.00,    0.00)  DC          
  
ONSITE   HIGH   1ST HIGH VALUE IS    1269.86587  ON 13112916: AT (  476566.08,  
3774424.36,   330.00,   330.00,    0.00)  DC          
  
TRUCKS   HIGH   1ST HIGH VALUE IS     157.72318  ON 13062606: AT (  477066.08,  
3773824.36,   332.00,   332.00,    0.00)  DC          
  
ALL      HIGH   1ST HIGH VALUE IS    4049.79675  ON 13041207: AT (  476506.08,  
3774284.36,   329.00,   329.00,    0.00)  DC          

 *** RECEPTOR TYPES:  GC = GRIDCART
                      GP = GRIDPOLR
                      DC = DISCCART
                      DP = DISCPOLR
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 *** MODELOPTs:    RegDFAULT  CONC  ELEV  URBAN  ADJ_U*

 *** Message Summary : AERMOD Model Execution ***

  --------- Summary of Total Messages --------
  
 A Total of            0 Fatal Error Message(s)
 A Total of            2 Warning Message(s)
 A Total of         1638 Informational Message(s)

 A Total of        43848 Hours Were Processed

 A Total of         1039 Calm Hours Identified

 A Total of          599 Missing Hours Identified (  1.37 Percent)
  
  
    ******** FATAL ERROR MESSAGES ******** 



               ***  NONE  ***         
  
  
    ********   WARNING MESSAGES   ******** 
 ME W186     419       MEOPEN: THRESH_1MIN 1-min ASOS wind speed threshold used     
     0.50
 ME W187     419       MEOPEN: ADJ_U* Option for Stable Low Winds used in AERMET    
         

    ************************************
    *** AERMOD Finishes Successfully ***
    ************************************



Unmitigated



HARP2 - HRACalc (dated 22118) 12/5/2022 4:03:26 PM - Output Log

GLCs loaded successfully
Pollutants loaded successfully
Pathway receptors loaded successfully
**********************************
RISK SCENARIO SETTINGS

Receptor Type: Resident
Scenario: Cancer
Calculation Method: Derived

**********************************
EXPOSURE DURATION PARAMETERS FOR CANCER

Start Age: -0.25
Total Exposure Duration: 30

Exposure Duration Bin Distribution
3rd Trimester Bin: 0.25
0<2 Years Bin: 2
2<9 Years Bin: 0
2<16 Years Bin: 14
16<30 Years Bin: 14
16 to 70 Years Bin: 0

**********************************
PATHWAYS ENABLED

NOTE: Inhalation is always enabled and used for all assessments.  The remaining 
pathways are only used for cancer and noncancer chronic assessments.

Inhalation: True
Soil: True
Dermal: True
Mother's milk: True
Water: False
Fish: False
Homegrown crops: True
Beef: False
Dairy: False
Pig: False
Chicken: False
Egg: False

**********************************
INHALATION

Daily breathing rate: RMP



**Worker Adjustment Factors**
Worker adjustment factors enabled: NO

**Fraction at time at home**
3rd Trimester to 16 years: OFF
16 years to 70 years: ON

**********************************
SOIL & DERMAL PATHWAY SETTINGS

Deposition rate (m/s): 0.02
Soil mixing depth (m): 0.01
Dermal climate: Warm

**********************************
HOMEGROWN CROP PATHWAY SETTINGS

Household type: HouseholdsthatGarden
Fraction leafy: 0.137
Fraction exposed: 0.137
Fraction protected: 0.137
Fraction root: 0.137

**********************************
TIER 2 SETTINGS
Tier2 not used.

**********************************

Calculating cancer risk
Cancer risk breakdown by pollutant and receptor saved to: 
C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6thRosaOP\hra\OpCancer30yrCancerRisk.csv
Cancer risk total by receptor saved to: C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6thRosaOP\hra\OpCancer30yrCancerRiskSumByRec.csv
HRA ran successfully



*HARP - HRACalc v22118 12/5/2022 4:03:26 PM - Cancer Risk -  Input File: C:\Users\dlarocca\Desktop\Air Quality Work\HARP2\6thRosaOP\hra\OpCancer30yrHRAInput.hra

REC GRP NETID X Y RISK_SUM SCENARIO INH_RISK SOIL_RISK DERMAL_RISKMMILK_RISKWATER_RISKFISH_RISK CROP_RISK BEEF_RISK DAIRY_RISKPIG_RISK CHICKEN_RISKEGG_RISK

1 ALL 476426.1 3773784 8.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2 ALL 476446.1 3773784 8.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3 ALL 476466.1 3773784 8.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4 ALL 476486.1 3773784 8.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

5 ALL 476506.1 3773784 8.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

6 ALL 476526.1 3773784 8.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

7 ALL 476546.1 3773784 7.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

8 ALL 475526.1 3773804 3.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

9 ALL 475546.1 3773804 3.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

10 ALL 475566.1 3773804 3.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

11 ALL 475586.1 3773804 4.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

12 ALL 475606.1 3773804 4.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

13 ALL 475626.1 3773804 4.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

14 ALL 475646.1 3773804 4.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

15 ALL 475666.1 3773804 4.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

16 ALL 475686.1 3773804 4.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

17 ALL 475706.1 3773804 4.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

18 ALL 475726.1 3773804 4.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

19 ALL 475746.1 3773804 5.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

20 ALL 475766.1 3773804 5.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

21 ALL 475786.1 3773804 5.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

22 ALL 475806.1 3773804 5.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

23 ALL 475826.1 3773804 5.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

24 ALL 475846.1 3773804 5.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

25 ALL 475866.1 3773804 5.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

26 ALL 475886.1 3773804 6.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

27 ALL 475906.1 3773804 6.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

28 ALL 475926.1 3773804 6.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

29 ALL 475946.1 3773804 6.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

30 ALL 475966.1 3773804 6.68E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

31 ALL 475986.1 3773804 6.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

32 ALL 476006.1 3773804 6.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

33 ALL 476426.1 3773804 8.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

34 ALL 476446.1 3773804 8.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

35 ALL 476466.1 3773804 8.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

36 ALL 476486.1 3773804 8.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

37 ALL 476506.1 3773804 8.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

38 ALL 476526.1 3773804 8.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

39 ALL 476546.1 3773804 8.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

40 ALL 476566.1 3773804 8.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

41 ALL 476586.1 3773804 8.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

42 ALL 476606.1 3773804 8.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



43 ALL 476626.1 3773804 8.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

44 ALL 476646.1 3773804 7.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

45 ALL 476666.1 3773804 7.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

46 ALL 476686.1 3773804 7.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

47 ALL 476706.1 3773804 7.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

48 ALL 476726.1 3773804 7.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

49 ALL 476746.1 3773804 7.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

50 ALL 476766.1 3773804 7.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

51 ALL 476786.1 3773804 6.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

52 ALL 476846.1 3773804 6.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

53 ALL 476866.1 3773804 6.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

54 ALL 476886.1 3773804 6.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

55 ALL 476906.1 3773804 6.01E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

56 ALL 476926.1 3773804 5.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

57 ALL 476946.1 3773804 5.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

58 ALL 476966.1 3773804 5.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

59 ALL 476986.1 3773804 5.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

60 ALL 477006.1 3773804 5.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

61 ALL 477026.1 3773804 5.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

62 ALL 477046.1 3773804 5.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

63 ALL 475526.1 3773824 3.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

64 ALL 475546.1 3773824 3.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

65 ALL 475566.1 3773824 4.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

66 ALL 475586.1 3773824 4.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

67 ALL 475606.1 3773824 4.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

68 ALL 475626.1 3773824 4.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

69 ALL 475646.1 3773824 4.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

70 ALL 475666.1 3773824 4.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

71 ALL 475686.1 3773824 4.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

72 ALL 475706.1 3773824 4.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

73 ALL 475726.1 3773824 5.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

74 ALL 475746.1 3773824 5.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

75 ALL 475766.1 3773824 5.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

76 ALL 475786.1 3773824 5.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

77 ALL 475806.1 3773824 5.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

78 ALL 475826.1 3773824 5.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

79 ALL 475846.1 3773824 5.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

80 ALL 475866.1 3773824 6.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

81 ALL 475886.1 3773824 6.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

82 ALL 475906.1 3773824 6.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

83 ALL 475926.1 3773824 6.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

84 ALL 475946.1 3773824 6.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

85 ALL 475966.1 3773824 6.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

86 ALL 475986.1 3773824 7.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



87 ALL 476006.1 3773824 7.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

88 ALL 476426.1 3773824 9.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

89 ALL 476446.1 3773824 9.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

90 ALL 476466.1 3773824 9.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

91 ALL 476486.1 3773824 9.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

92 ALL 476506.1 3773824 9.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

93 ALL 476526.1 3773824 9.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

94 ALL 476546.1 3773824 9.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

95 ALL 476566.1 3773824 8.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

96 ALL 476586.1 3773824 8.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

97 ALL 476606.1 3773824 8.68E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

98 ALL 476626.1 3773824 8.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

99 ALL 476646.1 3773824 8.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

100 ALL 476666.1 3773824 8.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

101 ALL 476686.1 3773824 8.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

102 ALL 476706.1 3773824 7.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

103 ALL 476726.1 3773824 7.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

104 ALL 476746.1 3773824 7.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

105 ALL 476766.1 3773824 7.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

106 ALL 476786.1 3773824 7.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

107 ALL 476846.1 3773824 6.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

108 ALL 476866.1 3773824 6.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

109 ALL 476886.1 3773824 6.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

110 ALL 476906.1 3773824 6.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

111 ALL 476926.1 3773824 6.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

112 ALL 476946.1 3773824 5.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

113 ALL 476966.1 3773824 5.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

114 ALL 476986.1 3773824 5.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

115 ALL 477006.1 3773824 5.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

116 ALL 477026.1 3773824 5.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

117 ALL 477046.1 3773824 5.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

118 ALL 477066.1 3773824 5.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

119 ALL 477086.1 3773824 4.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

120 ALL 475526.1 3773844 3.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

121 ALL 475546.1 3773844 3.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

122 ALL 475566.1 3773844 4.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

123 ALL 475586.1 3773844 4.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

124 ALL 475606.1 3773844 4.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

125 ALL 475626.1 3773844 4.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

126 ALL 475646.1 3773844 4.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

127 ALL 475666.1 3773844 4.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

128 ALL 475686.1 3773844 4.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

129 ALL 475706.1 3773844 5.01E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

130 ALL 475726.1 3773844 5.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



131 ALL 475746.1 3773844 5.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

132 ALL 475766.1 3773844 5.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

133 ALL 475786.1 3773844 5.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

134 ALL 475806.1 3773844 5.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

135 ALL 475826.1 3773844 5.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

136 ALL 475846.1 3773844 6.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

137 ALL 475866.1 3773844 6.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

138 ALL 475886.1 3773844 6.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

139 ALL 475906.1 3773844 6.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

140 ALL 475926.1 3773844 6.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

141 ALL 475946.1 3773844 7.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

142 ALL 475966.1 3773844 7.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

143 ALL 475986.1 3773844 7.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

144 ALL 476006.1 3773844 7.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

145 ALL 476426.1 3773844 9.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

146 ALL 476446.1 3773844 9.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

147 ALL 476466.1 3773844 9.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

148 ALL 476486.1 3773844 9.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

149 ALL 476506.1 3773844 9.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

150 ALL 476526.1 3773844 9.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

151 ALL 476546.1 3773844 9.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

152 ALL 476566.1 3773844 9.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

153 ALL 476586.1 3773844 9.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

154 ALL 476606.1 3773844 9.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

155 ALL 476626.1 3773844 9.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

156 ALL 476646.1 3773844 8.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

157 ALL 476666.1 3773844 8.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

158 ALL 476686.1 3773844 8.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

159 ALL 476706.1 3773844 8.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

160 ALL 476726.1 3773844 8.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

161 ALL 476746.1 3773844 8.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

162 ALL 476766.1 3773844 7.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

163 ALL 476786.1 3773844 7.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

164 ALL 476846.1 3773844 7.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

165 ALL 476866.1 3773844 6.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

166 ALL 476886.1 3773844 6.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

167 ALL 476906.1 3773844 6.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

168 ALL 476926.1 3773844 6.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

169 ALL 476946.1 3773844 6.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

170 ALL 476966.1 3773844 5.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

171 ALL 476986.1 3773844 5.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

172 ALL 477006.1 3773844 5.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

173 ALL 477026.1 3773844 5.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

174 ALL 477046.1 3773844 5.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



175 ALL 477066.1 3773844 5.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

176 ALL 477086.1 3773844 5.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

177 ALL 477106.1 3773844 5.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

178 ALL 475526.1 3773864 3.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

179 ALL 475546.1 3773864 3.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

180 ALL 475566.1 3773864 4.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

181 ALL 475586.1 3773864 4.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

182 ALL 475606.1 3773864 4.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

183 ALL 475626.1 3773864 4.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

184 ALL 475646.1 3773864 4.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

185 ALL 475666.1 3773864 4.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

186 ALL 475686.1 3773864 4.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

187 ALL 475706.1 3773864 5.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

188 ALL 475726.1 3773864 5.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

189 ALL 475746.1 3773864 5.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

190 ALL 475766.1 3773864 5.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

191 ALL 475786.1 3773864 5.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

192 ALL 475806.1 3773864 5.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

193 ALL 475826.1 3773864 6.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

194 ALL 475846.1 3773864 6.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

195 ALL 475866.1 3773864 6.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

196 ALL 475886.1 3773864 6.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

197 ALL 475906.1 3773864 6.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

198 ALL 475926.1 3773864 7.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

199 ALL 475946.1 3773864 7.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

200 ALL 475966.1 3773864 7.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

201 ALL 475986.1 3773864 7.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

202 ALL 476006.1 3773864 7.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

203 ALL 476026.1 3773864 8.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

204 ALL 476426.1 3773864 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

205 ALL 476446.1 3773864 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

206 ALL 476466.1 3773864 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

207 ALL 476486.1 3773864 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

208 ALL 476506.1 3773864 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

209 ALL 476526.1 3773864 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

210 ALL 476546.1 3773864 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

211 ALL 476566.1 3773864 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

212 ALL 476586.1 3773864 1.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

213 ALL 476606.1 3773864 9.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

214 ALL 476626.1 3773864 9.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

215 ALL 476646.1 3773864 9.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

216 ALL 476666.1 3773864 9.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

217 ALL 476686.1 3773864 9.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

218 ALL 476706.1 3773864 8.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



219 ALL 476726.1 3773864 8.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

220 ALL 476746.1 3773864 8.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

221 ALL 476766.1 3773864 8.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

222 ALL 476786.1 3773864 8.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

223 ALL 476846.1 3773864 7.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

224 ALL 476866.1 3773864 7.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

225 ALL 476886.1 3773864 7.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

226 ALL 476906.1 3773864 6.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

227 ALL 476926.1 3773864 6.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

228 ALL 476946.1 3773864 6.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

229 ALL 476966.1 3773864 6.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

230 ALL 476986.1 3773864 6.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

231 ALL 477006.1 3773864 5.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

232 ALL 477026.1 3773864 5.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

233 ALL 477046.1 3773864 5.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

234 ALL 477066.1 3773864 5.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

235 ALL 477086.1 3773864 5.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

236 ALL 477106.1 3773864 5.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

237 ALL 475526.1 3773884 3.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

238 ALL 475546.1 3773884 4.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

239 ALL 475566.1 3773884 4.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

240 ALL 475586.1 3773884 4.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

241 ALL 475606.1 3773884 4.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

242 ALL 475626.1 3773884 4.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

243 ALL 475646.1 3773884 4.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

244 ALL 475666.1 3773884 4.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

245 ALL 475686.1 3773884 5.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

246 ALL 475706.1 3773884 5.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

247 ALL 475726.1 3773884 5.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

248 ALL 475746.1 3773884 5.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

249 ALL 475766.1 3773884 5.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

250 ALL 475786.1 3773884 5.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

251 ALL 475806.1 3773884 6.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

252 ALL 475826.1 3773884 6.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

253 ALL 475846.1 3773884 6.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

254 ALL 475866.1 3773884 6.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

255 ALL 475886.1 3773884 6.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

256 ALL 475906.1 3773884 7.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

257 ALL 475926.1 3773884 7.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

258 ALL 475946.1 3773884 7.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

259 ALL 475966.1 3773884 7.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

260 ALL 475986.1 3773884 8.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

261 ALL 476006.1 3773884 8.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

262 ALL 476026.1 3773884 8.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



263 ALL 476046.1 3773884 8.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

264 ALL 476426.1 3773884 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

265 ALL 476446.1 3773884 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

266 ALL 476466.1 3773884 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

267 ALL 476486.1 3773884 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

268 ALL 476506.1 3773884 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

269 ALL 476526.1 3773884 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

270 ALL 476546.1 3773884 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

271 ALL 476566.1 3773884 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

272 ALL 476586.1 3773884 1.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

273 ALL 476606.1 3773884 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

274 ALL 476626.1 3773884 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

275 ALL 476646.1 3773884 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

276 ALL 476666.1 3773884 1.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

277 ALL 476686.1 3773884 9.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

278 ALL 476706.1 3773884 9.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

279 ALL 476726.1 3773884 9.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

280 ALL 476746.1 3773884 9.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

281 ALL 476766.1 3773884 8.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

282 ALL 476786.1 3773884 8.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

283 ALL 476846.1 3773884 7.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

284 ALL 476866.1 3773884 7.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

285 ALL 476886.1 3773884 7.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

286 ALL 476906.1 3773884 7.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

287 ALL 476926.1 3773884 6.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

288 ALL 476946.1 3773884 6.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

289 ALL 476966.1 3773884 6.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

290 ALL 476986.1 3773884 6.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

291 ALL 477006.1 3773884 6.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

292 ALL 477026.1 3773884 6.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

293 ALL 477046.1 3773884 5.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

294 ALL 477066.1 3773884 5.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

295 ALL 477086.1 3773884 5.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

296 ALL 477106.1 3773884 5.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

297 ALL 475526.1 3773904 3.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

298 ALL 475546.1 3773904 4.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

299 ALL 475566.1 3773904 4.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

300 ALL 475586.1 3773904 4.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

301 ALL 475606.1 3773904 4.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

302 ALL 475626.1 3773904 4.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

303 ALL 475646.1 3773904 4.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

304 ALL 475666.1 3773904 4.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

305 ALL 475686.1 3773904 5.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

306 ALL 475706.1 3773904 5.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



307 ALL 475726.1 3773904 5.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

308 ALL 475746.1 3773904 5.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

309 ALL 475766.1 3773904 5.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

310 ALL 475786.1 3773904 5.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

311 ALL 475806.1 3773904 6.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

312 ALL 475826.1 3773904 6.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

313 ALL 475846.1 3773904 6.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

314 ALL 475866.1 3773904 6.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

315 ALL 475886.1 3773904 7.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

316 ALL 475906.1 3773904 7.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

317 ALL 475926.1 3773904 7.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

318 ALL 475946.1 3773904 7.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

319 ALL 475966.1 3773904 8.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

320 ALL 475986.1 3773904 8.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

321 ALL 476006.1 3773904 8.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

322 ALL 476026.1 3773904 8.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

323 ALL 476046.1 3773904 9.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

324 ALL 476066.1 3773904 9.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

325 ALL 476426.1 3773904 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

326 ALL 476446.1 3773904 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

327 ALL 476466.1 3773904 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

328 ALL 476486.1 3773904 1.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

329 ALL 476506.1 3773904 1.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

330 ALL 476526.1 3773904 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

331 ALL 476546.1 3773904 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

332 ALL 476566.1 3773904 1.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

333 ALL 476586.1 3773904 1.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

334 ALL 476606.1 3773904 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

335 ALL 476626.1 3773904 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

336 ALL 476646.1 3773904 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

337 ALL 476666.1 3773904 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

338 ALL 476686.1 3773904 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

339 ALL 476706.1 3773904 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

340 ALL 476726.1 3773904 9.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

341 ALL 476746.1 3773904 9.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

342 ALL 476766.1 3773904 9.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

343 ALL 476786.1 3773904 9.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

344 ALL 476798.7 3773911 9.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

345 ALL 476846.1 3773904 8.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

346 ALL 476866.1 3773904 8.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

347 ALL 476886.1 3773904 7.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

348 ALL 476906.1 3773904 7.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

349 ALL 476926.1 3773904 7.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

350 ALL 476946.1 3773904 7.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



351 ALL 476966.1 3773904 6.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

352 ALL 476986.1 3773904 6.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

353 ALL 477006.1 3773904 6.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

354 ALL 477026.1 3773904 6.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

355 ALL 477046.1 3773904 6.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

356 ALL 477066.1 3773904 5.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

357 ALL 477086.1 3773904 5.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

358 ALL 477106.1 3773904 5.68E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

359 ALL 475526.1 3773924 3.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

360 ALL 475546.1 3773924 4.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

361 ALL 475566.1 3773924 4.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

362 ALL 475586.1 3773924 4.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

363 ALL 475606.1 3773924 4.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

364 ALL 475626.1 3773924 4.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

365 ALL 475646.1 3773924 4.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

366 ALL 475666.1 3773924 4.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

367 ALL 475686.1 3773924 5.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

368 ALL 475706.1 3773924 5.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

369 ALL 475726.1 3773924 5.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

370 ALL 475746.1 3773924 5.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

371 ALL 475766.1 3773924 5.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

372 ALL 475786.1 3773924 6.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

373 ALL 475806.1 3773924 6.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

374 ALL 475826.1 3773924 6.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

375 ALL 475846.1 3773924 6.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

376 ALL 475866.1 3773924 7.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

377 ALL 475886.1 3773924 7.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

378 ALL 475906.1 3773924 7.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

379 ALL 475926.1 3773924 7.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

380 ALL 475946.1 3773924 8.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

381 ALL 475966.1 3773924 8.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

382 ALL 475986.1 3773924 8.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

383 ALL 476006.1 3773924 8.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

384 ALL 476026.1 3773924 9.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

385 ALL 476046.1 3773924 9.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

386 ALL 476066.1 3773924 9.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

387 ALL 476086.1 3773924 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

388 ALL 476426.1 3773924 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

389 ALL 476446.1 3773924 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

390 ALL 476466.1 3773924 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

391 ALL 476486.1 3773924 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

392 ALL 476506.1 3773924 1.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

393 ALL 476526.1 3773924 1.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

394 ALL 476546.1 3773924 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



395 ALL 476566.1 3773924 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

396 ALL 476586.1 3773924 1.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

397 ALL 476606.1 3773924 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

398 ALL 476626.1 3773924 1.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

399 ALL 476646.1 3773924 1.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

400 ALL 476666.1 3773924 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

401 ALL 476686.1 3773924 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

402 ALL 476706.1 3773924 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

403 ALL 476726.1 3773924 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

404 ALL 476746.1 3773924 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

405 ALL 476766.1 3773924 9.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

406 ALL 476786.1 3773924 9.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

407 ALL 476846.1 3773924 8.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

408 ALL 476866.1 3773924 8.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

409 ALL 476886.1 3773924 8.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

410 ALL 476906.1 3773924 7.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

411 ALL 476926.1 3773924 7.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

412 ALL 476946.1 3773924 7.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

413 ALL 476966.1 3773924 7.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

414 ALL 476986.1 3773924 6.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

415 ALL 477006.1 3773924 6.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

416 ALL 477026.1 3773924 6.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

417 ALL 477046.1 3773924 6.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

418 ALL 477066.1 3773924 6.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

419 ALL 477086.1 3773924 6.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

420 ALL 477106.1 3773924 5.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

421 ALL 475526.1 3773944 3.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

422 ALL 475546.1 3773944 4.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

423 ALL 475566.1 3773944 4.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

424 ALL 475586.1 3773944 4.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

425 ALL 475606.1 3773944 4.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

426 ALL 475626.1 3773944 4.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

427 ALL 475646.1 3773944 4.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

428 ALL 475666.1 3773944 5.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

429 ALL 475686.1 3773944 5.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

430 ALL 475706.1 3773944 5.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

431 ALL 475726.1 3773944 5.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

432 ALL 475746.1 3773944 5.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

433 ALL 475766.1 3773944 5.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

434 ALL 475786.1 3773944 6.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

435 ALL 475806.1 3773944 6.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

436 ALL 475826.1 3773944 6.68E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

437 ALL 475846.1 3773944 6.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

438 ALL 475866.1 3773944 7.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



439 ALL 475886.1 3773944 7.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

440 ALL 475906.1 3773944 7.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

441 ALL 475926.1 3773944 8.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

442 ALL 475946.1 3773944 8.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

443 ALL 475966.1 3773944 8.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

444 ALL 475986.1 3773944 8.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

445 ALL 476006.1 3773944 9.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

446 ALL 476026.1 3773944 9.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

447 ALL 476046.1 3773944 9.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

448 ALL 476066.1 3773944 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

449 ALL 476086.1 3773944 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

450 ALL 476106.1 3773944 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

451 ALL 476126.1 3773944 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

452 ALL 476426.1 3773944 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

453 ALL 476446.1 3773944 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

454 ALL 476466.1 3773944 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

455 ALL 476486.1 3773944 1.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

456 ALL 476506.1 3773944 1.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

457 ALL 476526.1 3773944 1.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

458 ALL 476546.1 3773944 1.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

459 ALL 476566.1 3773944 1.38E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

460 ALL 476586.1 3773944 1.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

461 ALL 476606.1 3773944 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

462 ALL 476626.1 3773944 1.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

463 ALL 476646.1 3773944 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

464 ALL 476666.1 3773944 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

465 ALL 476686.1 3773944 1.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

466 ALL 476706.1 3773944 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

467 ALL 476726.1 3773944 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

468 ALL 476746.1 3773944 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

469 ALL 476766.1 3773944 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

470 ALL 476786.1 3773944 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

471 ALL 476846.1 3773944 9.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

472 ALL 476866.1 3773944 8.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

473 ALL 476886.1 3773944 8.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

474 ALL 476906.1 3773944 8.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

475 ALL 476926.1 3773944 8.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

476 ALL 476946.1 3773944 7.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

477 ALL 476966.1 3773944 7.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

478 ALL 476986.1 3773944 7.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

479 ALL 477006.1 3773944 7.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

480 ALL 477026.1 3773944 6.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

481 ALL 477046.1 3773944 6.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

482 ALL 477066.1 3773944 6.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



483 ALL 477086.1 3773944 6.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

484 ALL 477106.1 3773944 6.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

485 ALL 475526.1 3773964 3.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

486 ALL 475546.1 3773964 4.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

487 ALL 475566.1 3773964 4.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

488 ALL 475586.1 3773964 4.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

489 ALL 475606.1 3773964 4.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

490 ALL 475626.1 3773964 4.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

491 ALL 475646.1 3773964 4.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

492 ALL 475666.1 3773964 5.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

493 ALL 475686.1 3773964 5.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

494 ALL 475706.1 3773964 5.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

495 ALL 475726.1 3773964 5.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

496 ALL 475746.1 3773964 5.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

497 ALL 475766.1 3773964 6.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

498 ALL 475786.1 3773964 6.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

499 ALL 475806.1 3773964 6.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

500 ALL 475826.1 3773964 6.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

501 ALL 475846.1 3773964 7.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

502 ALL 475866.1 3773964 7.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

503 ALL 475886.1 3773964 7.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

504 ALL 475906.1 3773964 7.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

505 ALL 475926.1 3773964 8.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

506 ALL 475946.1 3773964 8.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

507 ALL 475966.1 3773964 8.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

508 ALL 475986.1 3773964 9.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

509 ALL 476006.1 3773964 9.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

510 ALL 476026.1 3773964 1.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

511 ALL 476046.1 3773964 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

512 ALL 476066.1 3773964 1.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

513 ALL 476086.1 3773964 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

514 ALL 476106.1 3773964 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

515 ALL 476126.1 3773964 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

516 ALL 476146.1 3773964 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

517 ALL 476406.1 3773964 1.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

518 ALL 476426.1 3773964 1.59E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

519 ALL 476446.1 3773964 1.59E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

520 ALL 476466.1 3773964 1.59E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

521 ALL 476486.1 3773964 1.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

522 ALL 476506.1 3773964 1.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

523 ALL 476526.1 3773964 1.55E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

524 ALL 476546.1 3773964 1.53E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

525 ALL 476566.1 3773964 1.51E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

526 ALL 476586.1 3773964 1.48E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



527 ALL 476606.1 3773964 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

528 ALL 476626.1 3773964 1.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

529 ALL 476646.1 3773964 1.37E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

530 ALL 476666.1 3773964 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

531 ALL 476686.1 3773964 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

532 ALL 476706.1 3773964 1.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

533 ALL 476726.1 3773964 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

534 ALL 476746.1 3773964 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

535 ALL 476766.1 3773964 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

536 ALL 476786.1 3773964 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

537 ALL 476846.1 3773964 9.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

538 ALL 476866.1 3773964 9.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

539 ALL 476886.1 3773964 9.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

540 ALL 476906.1 3773964 8.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

541 ALL 476926.1 3773964 8.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

542 ALL 476946.1 3773964 8.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

543 ALL 476966.1 3773964 8.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

544 ALL 476986.1 3773964 7.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

545 ALL 477006.1 3773964 7.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

546 ALL 477026.1 3773964 7.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

547 ALL 477046.1 3773964 7.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

548 ALL 477066.1 3773964 6.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

549 ALL 477086.1 3773964 6.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

550 ALL 477106.1 3773964 6.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

551 ALL 475526.1 3773984 3.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

552 ALL 475546.1 3773984 4.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

553 ALL 475566.1 3773984 4.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

554 ALL 475586.1 3773984 4.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

555 ALL 475606.1 3773984 4.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

556 ALL 475626.1 3773984 4.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

557 ALL 475646.1 3773984 4.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

558 ALL 475666.1 3773984 5.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

559 ALL 475686.1 3773984 5.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

560 ALL 475706.1 3773984 5.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

561 ALL 475726.1 3773984 5.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

562 ALL 475746.1 3773984 5.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

563 ALL 475766.1 3773984 6.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

564 ALL 475786.1 3773984 6.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

565 ALL 475806.1 3773984 6.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

566 ALL 475826.1 3773984 6.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

567 ALL 475846.1 3773984 7.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

568 ALL 475866.1 3773984 7.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

569 ALL 475886.1 3773984 7.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

570 ALL 475906.1 3773984 8.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



571 ALL 475926.1 3773984 8.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

572 ALL 475946.1 3773984 8.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

573 ALL 475966.1 3773984 9.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

574 ALL 475986.1 3773984 9.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

575 ALL 476006.1 3773984 9.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

576 ALL 476026.1 3773984 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

577 ALL 476046.1 3773984 1.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

578 ALL 476066.1 3773984 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

579 ALL 476086.1 3773984 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

580 ALL 476106.1 3773984 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

581 ALL 476126.1 3773984 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

582 ALL 476146.1 3773984 1.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

583 ALL 476166.1 3773984 1.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

584 ALL 476406.1 3773984 1.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

585 ALL 476426.1 3773984 1.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

586 ALL 476446.1 3773984 1.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

587 ALL 476466.1 3773984 1.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

588 ALL 476486.1 3773984 1.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

589 ALL 476506.1 3773984 1.72E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

590 ALL 476526.1 3773984 1.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

591 ALL 476546.1 3773984 1.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

592 ALL 476566.1 3773984 1.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

593 ALL 476586.1 3773984 1.62E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

594 ALL 476606.1 3773984 1.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

595 ALL 476626.1 3773984 1.54E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

596 ALL 476646.1 3773984 1.49E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

597 ALL 476666.1 3773984 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

598 ALL 476686.1 3773984 1.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

599 ALL 476706.1 3773984 1.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

600 ALL 476726.1 3773984 1.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

601 ALL 476746.1 3773984 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

602 ALL 476775.7 3773976 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

603 ALL 476793.1 3773974 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

604 ALL 476846.1 3773984 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

605 ALL 476866.1 3773984 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

606 ALL 476886.1 3773984 9.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

607 ALL 476906.1 3773984 9.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

608 ALL 476926.1 3773984 9.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

609 ALL 476946.1 3773984 8.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

610 ALL 476966.1 3773984 8.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

611 ALL 476986.1 3773984 8.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

612 ALL 477006.1 3773984 7.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

613 ALL 477026.1 3773984 7.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

614 ALL 477046.1 3773984 7.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



615 ALL 477066.1 3773984 7.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

616 ALL 477086.1 3773984 7.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

617 ALL 477106.1 3773984 7.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

618 ALL 475526.1 3774004 3.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

619 ALL 475546.1 3774004 4.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

620 ALL 475566.1 3774004 4.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

621 ALL 475586.1 3774004 4.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

622 ALL 475606.1 3774004 4.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

623 ALL 475626.1 3774004 4.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

624 ALL 475646.1 3774004 4.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

625 ALL 475666.1 3774004 5.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

626 ALL 475686.1 3774004 5.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

627 ALL 475706.1 3774004 5.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

628 ALL 475726.1 3774004 5.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

629 ALL 475746.1 3774004 5.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

630 ALL 475766.1 3774004 6.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

631 ALL 475786.1 3774004 6.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

632 ALL 475806.1 3774004 6.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

633 ALL 475826.1 3774004 6.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

634 ALL 475846.1 3774004 7.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

635 ALL 475866.1 3774004 7.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

636 ALL 475886.1 3774004 7.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

637 ALL 475906.1 3774004 8.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

638 ALL 475926.1 3774004 8.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

639 ALL 475946.1 3774004 9.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

640 ALL 475966.1 3774004 9.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

641 ALL 475986.1 3774004 9.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

642 ALL 476006.1 3774004 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

643 ALL 476026.1 3774004 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

644 ALL 476046.1 3774004 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

645 ALL 476066.1 3774004 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

646 ALL 476086.1 3774004 1.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

647 ALL 476106.1 3774004 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

648 ALL 476126.1 3774004 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

649 ALL 476146.1 3774004 1.38E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

650 ALL 476166.1 3774004 1.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

651 ALL 476186.1 3774004 1.49E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

652 ALL 476366.1 3774004 1.86E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

653 ALL 476386.1 3774004 1.89E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

654 ALL 476406.1 3774004 1.91E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

655 ALL 476426.1 3774004 1.92E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

656 ALL 476446.1 3774004 1.93E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

657 ALL 476466.1 3774004 1.92E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

658 ALL 476486.1 3774004 1.91E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



659 ALL 476506.1 3774004 1.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

660 ALL 476526.1 3774004 1.87E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

661 ALL 476546.1 3774004 1.85E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

662 ALL 476566.1 3774004 1.81E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

663 ALL 476586.1 3774004 1.77E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

664 ALL 476606.1 3774004 1.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

665 ALL 476626.1 3774004 1.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

666 ALL 476646.1 3774004 1.63E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

667 ALL 476666.1 3774004 1.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

668 ALL 476686.1 3774004 1.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

669 ALL 476706.1 3774004 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

670 ALL 476726.1 3774004 1.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

671 ALL 476746.1 3774004 1.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

672 ALL 476766.1 3774004 1.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

673 ALL 476786.1 3774004 1.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

674 ALL 476846.1 3774004 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

675 ALL 476866.1 3774004 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

676 ALL 476886.1 3774004 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

677 ALL 476906.1 3774004 9.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

678 ALL 476926.1 3774004 9.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

679 ALL 476946.1 3774004 9.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

680 ALL 476966.1 3774004 9.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

681 ALL 476986.1 3774004 8.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

682 ALL 477006.1 3774004 8.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

683 ALL 477026.1 3774004 8.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

684 ALL 477046.1 3774004 8.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

685 ALL 477066.1 3774004 7.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

686 ALL 477086.1 3774004 7.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

687 ALL 477106.1 3774004 7.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

688 ALL 475526.1 3774024 3.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

689 ALL 475546.1 3774024 4.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

690 ALL 475566.1 3774024 4.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

691 ALL 475586.1 3774024 4.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

692 ALL 475606.1 3774024 4.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

693 ALL 475626.1 3774024 4.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

694 ALL 475646.1 3774024 4.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

695 ALL 475666.1 3774024 5.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

696 ALL 475686.1 3774024 5.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

697 ALL 475706.1 3774024 5.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

698 ALL 475726.1 3774024 5.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

699 ALL 475746.1 3774024 5.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

700 ALL 475766.1 3774024 6.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

701 ALL 475786.1 3774024 6.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

702 ALL 475806.1 3774024 6.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



703 ALL 475826.1 3774024 7.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

704 ALL 475846.1 3774024 7.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

705 ALL 475866.1 3774024 7.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

706 ALL 475886.1 3774024 8.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

707 ALL 475906.1 3774024 8.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

708 ALL 475926.1 3774024 8.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

709 ALL 475946.1 3774024 9.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

710 ALL 475966.1 3774024 9.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

711 ALL 475986.1 3774024 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

712 ALL 476006.1 3774024 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

713 ALL 476026.1 3774024 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

714 ALL 476046.1 3774024 1.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

715 ALL 476066.1 3774024 1.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

716 ALL 476086.1 3774024 1.28E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

717 ALL 476106.1 3774024 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

718 ALL 476126.1 3774024 1.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

719 ALL 476146.1 3774024 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

720 ALL 476166.1 3774024 1.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

721 ALL 476186.1 3774024 1.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

722 ALL 476206.1 3774024 1.64E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

723 ALL 476226.1 3774024 1.71E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

724 ALL 476366.1 3774024 2.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

725 ALL 476386.1 3774024 2.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

726 ALL 476406.1 3774024 2.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

727 ALL 476426.1 3774024 2.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

728 ALL 476446.1 3774024 2.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

729 ALL 476466.1 3774024 2.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

730 ALL 476486.1 3774024 2.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

731 ALL 476506.1 3774024 2.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

732 ALL 476526.1 3774024 2.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

733 ALL 476546.1 3774024 2.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

734 ALL 476566.1 3774024 2.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

735 ALL 476586.1 3774024 1.95E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

736 ALL 476606.1 3774024 1.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

737 ALL 476626.1 3774024 1.85E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

738 ALL 476646.1 3774024 1.78E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

739 ALL 476666.1 3774024 1.72E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

740 ALL 476686.1 3774024 1.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

741 ALL 476706.1 3774024 1.59E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

742 ALL 476726.1 3774024 1.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

743 ALL 476746.1 3774024 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

744 ALL 476766.1 3774024 1.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

745 ALL 476786.1 3774024 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

746 ALL 476846.1 3774024 1.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



747 ALL 476866.1 3774024 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

748 ALL 476886.1 3774024 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

749 ALL 476906.1 3774024 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

750 ALL 476926.1 3774024 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

751 ALL 476946.1 3774024 9.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

752 ALL 476966.1 3774024 9.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

753 ALL 476986.1 3774024 9.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

754 ALL 477006.1 3774024 9.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

755 ALL 477026.1 3774024 8.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

756 ALL 477046.1 3774024 8.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

757 ALL 477066.1 3774024 8.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

758 ALL 477086.1 3774024 8.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

759 ALL 477106.1 3774024 7.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

760 ALL 475526.1 3774044 3.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

761 ALL 475546.1 3774044 4.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

762 ALL 475566.1 3774044 4.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

763 ALL 475586.1 3774044 4.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

764 ALL 475606.1 3774044 4.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

765 ALL 475626.1 3774044 4.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

766 ALL 475646.1 3774044 4.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

767 ALL 475666.1 3774044 5.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

768 ALL 475686.1 3774044 5.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

769 ALL 475706.1 3774044 5.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

770 ALL 475726.1 3774044 5.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

771 ALL 475746.1 3774044 6.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

772 ALL 475766.1 3774044 6.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

773 ALL 475786.1 3774044 6.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

774 ALL 475806.1 3774044 6.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

775 ALL 475826.1 3774044 7.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

776 ALL 475846.1 3774044 7.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

777 ALL 475866.1 3774044 7.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

778 ALL 475886.1 3774044 8.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

779 ALL 475906.1 3774044 8.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

780 ALL 475926.1 3774044 8.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

781 ALL 475946.1 3774044 9.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

782 ALL 475966.1 3774044 9.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

783 ALL 475986.1 3774044 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

784 ALL 476006.1 3774044 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

785 ALL 476026.1 3774044 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

786 ALL 476046.1 3774044 1.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

787 ALL 476066.1 3774044 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

788 ALL 476086.1 3774044 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

789 ALL 476106.1 3774044 1.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

790 ALL 476126.1 3774044 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



791 ALL 476146.1 3774044 1.53E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

792 ALL 476166.1 3774044 1.61E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

793 ALL 476186.1 3774044 1.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

794 ALL 476206.1 3774044 1.76E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

795 ALL 476226.1 3774044 1.83E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

796 ALL 476246.1 3774044 1.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

797 ALL 476266.1 3774044 1.98E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

798 ALL 476286.1 3774044 2.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

799 ALL 476366.1 3774044 2.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

800 ALL 476386.1 3774044 2.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

801 ALL 476406.1 3774044 2.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

802 ALL 476426.1 3774044 2.37E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

803 ALL 476446.1 3774044 2.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

804 ALL 476466.1 3774044 2.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

805 ALL 476486.1 3774044 2.38E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

806 ALL 476506.1 3774044 2.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

807 ALL 476526.1 3774044 2.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

808 ALL 476546.1 3774044 2.28E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

809 ALL 476566.1 3774044 2.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

810 ALL 476586.1 3774044 2.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

811 ALL 476606.1 3774044 2.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

812 ALL 476626.1 3774044 2.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

813 ALL 476646.1 3774044 1.96E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

814 ALL 476666.1 3774044 1.88E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

815 ALL 476686.1 3774044 1.80E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

816 ALL 476706.1 3774044 1.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

817 ALL 476726.1 3774044 1.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

818 ALL 476746.1 3774044 1.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

819 ALL 476766.1 3774044 1.51E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

820 ALL 476786.1 3774044 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

821 ALL 476846.1 3774044 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

822 ALL 476866.1 3774044 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

823 ALL 476886.1 3774044 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

824 ALL 476906.1 3774044 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

825 ALL 476926.1 3774044 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

826 ALL 476946.1 3774044 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

827 ALL 476966.1 3774044 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

828 ALL 476986.1 3774044 1.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

829 ALL 477006.1 3774044 9.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

830 ALL 477026.1 3774044 9.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

831 ALL 477046.1 3774044 9.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

832 ALL 477066.1 3774044 8.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

833 ALL 477086.1 3774044 8.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

834 ALL 477106.1 3774044 8.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



835 ALL 475526.1 3774064 3.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

836 ALL 475546.1 3774064 4.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

837 ALL 475566.1 3774064 4.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

838 ALL 475586.1 3774064 4.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

839 ALL 475606.1 3774064 4.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

840 ALL 475626.1 3774064 4.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

841 ALL 475646.1 3774064 4.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

842 ALL 475666.1 3774064 5.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

843 ALL 475686.1 3774064 5.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

844 ALL 475706.1 3774064 5.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

845 ALL 475726.1 3774064 5.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

846 ALL 475746.1 3774064 6.01E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

847 ALL 475766.1 3774064 6.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

848 ALL 475786.1 3774064 6.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

849 ALL 475806.1 3774064 6.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

850 ALL 475826.1 3774064 7.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

851 ALL 475846.1 3774064 7.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

852 ALL 475866.1 3774064 7.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

853 ALL 475886.1 3774064 8.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

854 ALL 475906.1 3774064 8.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

855 ALL 475926.1 3774064 9.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

856 ALL 475946.1 3774064 9.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

857 ALL 475966.1 3774064 1.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

858 ALL 475986.1 3774064 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

859 ALL 476006.1 3774064 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

860 ALL 476026.1 3774064 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

861 ALL 476046.1 3774064 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

862 ALL 476066.1 3774064 1.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

863 ALL 476086.1 3774064 1.38E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

864 ALL 476106.1 3774064 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

865 ALL 476126.1 3774064 1.53E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

866 ALL 476146.1 3774064 1.61E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

867 ALL 476166.1 3774064 1.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

868 ALL 476186.1 3774064 1.78E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

869 ALL 476206.1 3774064 1.87E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

870 ALL 476226.1 3774064 1.96E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

871 ALL 476246.1 3774064 2.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

872 ALL 476266.1 3774064 2.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

873 ALL 476286.1 3774064 2.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

874 ALL 476306.1 3774064 2.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

875 ALL 476326.1 3774064 2.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

876 ALL 476346.1 3774064 2.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

877 ALL 476366.1 3774064 2.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

878 ALL 476386.1 3774064 2.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



879 ALL 476406.1 3774064 2.63E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

880 ALL 476426.1 3774064 2.66E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

881 ALL 476446.1 3774064 2.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

882 ALL 476466.1 3774064 2.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

883 ALL 476486.1 3774064 2.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

884 ALL 476506.1 3774064 2.66E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

885 ALL 476526.1 3774064 2.62E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

886 ALL 476546.1 3774064 2.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

887 ALL 476566.1 3774064 2.50E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

888 ALL 476586.1 3774064 2.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

889 ALL 476606.1 3774064 2.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

890 ALL 476626.1 3774064 2.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

891 ALL 476646.1 3774064 2.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

892 ALL 476666.1 3774064 2.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

893 ALL 476686.1 3774064 1.98E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

894 ALL 476706.1 3774064 1.89E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

895 ALL 476726.1 3774064 1.80E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

896 ALL 476746.1 3774064 1.72E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

897 ALL 476766.1 3774064 1.64E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

898 ALL 476786.1 3774064 1.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

899 ALL 476846.1 3774064 1.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

900 ALL 476866.1 3774064 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

901 ALL 476886.1 3774064 1.28E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

902 ALL 476906.1 3774064 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

903 ALL 476926.1 3774064 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

904 ALL 476946.1 3774064 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

905 ALL 476966.1 3774064 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

906 ALL 476986.1 3774064 1.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

907 ALL 477006.1 3774064 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

908 ALL 477026.1 3774064 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

909 ALL 477046.1 3774064 9.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

910 ALL 477066.1 3774064 9.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

911 ALL 477086.1 3774064 9.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

912 ALL 477106.1 3774064 9.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

913 ALL 475526.1 3774084 3.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

914 ALL 475546.1 3774084 4.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

915 ALL 475566.1 3774084 4.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

916 ALL 475586.1 3774084 4.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

917 ALL 475606.1 3774084 4.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

918 ALL 475626.1 3774084 4.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

919 ALL 475646.1 3774084 4.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

920 ALL 475666.1 3774084 5.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

921 ALL 475686.1 3774084 5.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

922 ALL 475706.1 3774084 5.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



923 ALL 475726.1 3774084 5.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

924 ALL 475746.1 3774084 6.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

925 ALL 475766.1 3774084 6.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

926 ALL 475786.1 3774084 6.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

927 ALL 475806.1 3774084 6.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

928 ALL 475826.1 3774084 7.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

929 ALL 475846.1 3774084 7.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

930 ALL 475866.1 3774084 7.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

931 ALL 475886.1 3774084 8.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

932 ALL 475906.1 3774084 8.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

933 ALL 475926.1 3774084 9.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

934 ALL 475946.1 3774084 9.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

935 ALL 475966.1 3774084 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

936 ALL 475986.1 3774084 1.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

937 ALL 476006.1 3774084 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

938 ALL 476026.1 3774084 1.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

939 ALL 476046.1 3774084 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

940 ALL 476066.1 3774084 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

941 ALL 476086.1 3774084 1.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

942 ALL 476106.1 3774084 1.51E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

943 ALL 476126.1 3774084 1.59E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

944 ALL 476146.1 3774084 1.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

945 ALL 476166.1 3774084 1.78E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

946 ALL 476186.1 3774084 1.89E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

947 ALL 476206.1 3774084 1.99E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

948 ALL 476226.1 3774084 2.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

949 ALL 476246.1 3774084 2.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

950 ALL 476266.1 3774084 2.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

951 ALL 476286.1 3774084 2.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

952 ALL 476306.1 3774084 2.55E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

953 ALL 476326.1 3774084 2.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

954 ALL 476346.1 3774084 2.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

955 ALL 476366.1 3774084 2.83E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

956 ALL 476386.1 3774084 2.91E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

957 ALL 476406.1 3774084 2.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

958 ALL 476426.1 3774084 3.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

959 ALL 476446.1 3774084 3.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

960 ALL 476466.1 3774084 3.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

961 ALL 476486.1 3774084 3.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

962 ALL 476506.1 3774084 3.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

963 ALL 476526.1 3774084 2.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

964 ALL 476546.1 3774084 2.91E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

965 ALL 476566.1 3774084 2.83E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

966 ALL 476586.1 3774084 2.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



967 ALL 476606.1 3774084 2.64E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

968 ALL 476626.1 3774084 2.53E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

969 ALL 476646.1 3774084 2.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

970 ALL 476666.1 3774084 2.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

971 ALL 476686.1 3774084 2.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

972 ALL 476706.1 3774084 2.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

973 ALL 476726.1 3774084 1.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

974 ALL 476746.1 3774084 1.88E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

975 ALL 476766.1 3774084 1.79E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

976 ALL 476786.1 3774084 1.71E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

977 ALL 476806.1 3774084 1.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

978 ALL 476846.1 3774084 1.51E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

979 ALL 476866.1 3774084 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

980 ALL 476886.1 3774084 1.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

981 ALL 476906.1 3774084 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

982 ALL 476926.1 3774084 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

983 ALL 476946.1 3774084 1.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

984 ALL 476966.1 3774084 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

985 ALL 476986.1 3774084 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

986 ALL 477006.1 3774084 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

987 ALL 477026.1 3774084 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

988 ALL 477046.1 3774084 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

989 ALL 477066.1 3774084 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

990 ALL 477086.1 3774084 9.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

991 ALL 477106.1 3774084 9.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

992 ALL 475526.1 3774104 3.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

993 ALL 475546.1 3774104 4.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

994 ALL 475566.1 3774104 4.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

995 ALL 475586.1 3774104 4.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

996 ALL 475606.1 3774104 4.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

997 ALL 475626.1 3774104 4.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

998 ALL 475646.1 3774104 4.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

999 ALL 475666.1 3774104 5.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1000 ALL 475686.1 3774104 5.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1001 ALL 475706.1 3774104 5.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1002 ALL 475726.1 3774104 5.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1003 ALL 475746.1 3774104 6.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1004 ALL 475766.1 3774104 6.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1005 ALL 475786.1 3774104 6.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1006 ALL 475806.1 3774104 6.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1007 ALL 475826.1 3774104 7.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1008 ALL 475846.1 3774104 7.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1009 ALL 475866.1 3774104 7.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1010 ALL 475886.1 3774104 8.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1011 ALL 475906.1 3774104 8.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1012 ALL 475926.1 3774104 9.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1013 ALL 475946.1 3774104 9.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1014 ALL 475966.1 3774104 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1015 ALL 475986.1 3774104 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1016 ALL 476006.1 3774104 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1017 ALL 476026.1 3774104 1.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1018 ALL 476046.1 3774104 1.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1019 ALL 476066.1 3774104 1.38E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1020 ALL 476086.1 3774104 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1021 ALL 476106.1 3774104 1.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1022 ALL 476126.1 3774104 1.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1023 ALL 476146.1 3774104 1.76E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1024 ALL 476166.1 3774104 1.87E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1025 ALL 476186.1 3774104 1.99E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1026 ALL 476206.1 3774104 2.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1027 ALL 476226.1 3774104 2.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1028 ALL 476246.1 3774104 2.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1029 ALL 476266.1 3774104 2.53E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1030 ALL 476286.1 3774104 2.67E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1031 ALL 476306.1 3774104 2.81E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1032 ALL 476326.1 3774104 2.95E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1033 ALL 476346.1 3774104 3.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1034 ALL 476366.1 3774104 3.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1035 ALL 476386.1 3774104 3.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1036 ALL 476406.1 3774104 3.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1037 ALL 476426.1 3774104 3.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1038 ALL 476446.1 3774104 3.50E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1039 ALL 476466.1 3774104 3.50E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1040 ALL 476486.1 3774104 3.50E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1041 ALL 476506.1 3774104 3.47E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1042 ALL 476526.1 3774104 3.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1043 ALL 476546.1 3774104 3.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1044 ALL 476566.1 3774104 3.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1045 ALL 476586.1 3774104 3.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1046 ALL 476606.1 3774104 2.99E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1047 ALL 476626.1 3774104 2.85E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1048 ALL 476646.1 3774104 2.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1049 ALL 476666.1 3774104 2.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1050 ALL 476686.1 3774104 2.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1051 ALL 476706.1 3774104 2.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1052 ALL 476726.1 3774104 2.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1053 ALL 476746.1 3774104 2.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1054 ALL 476766.1 3774104 1.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1055 ALL 476786.1 3774104 1.88E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1056 ALL 476806.1 3774104 1.80E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1057 ALL 476846.1 3774104 1.66E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1058 ALL 476866.1 3774104 1.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1059 ALL 476886.1 3774104 1.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1060 ALL 476906.1 3774104 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1061 ALL 476926.1 3774104 1.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1062 ALL 476946.1 3774104 1.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1063 ALL 476966.1 3774104 1.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1064 ALL 476986.1 3774104 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1065 ALL 477006.1 3774104 1.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1066 ALL 477026.1 3774104 1.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1067 ALL 477046.1 3774104 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1068 ALL 477066.1 3774104 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1069 ALL 477086.1 3774104 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1070 ALL 477106.1 3774104 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1071 ALL 475526.1 3774124 3.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1072 ALL 475546.1 3774124 4.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1073 ALL 475566.1 3774124 4.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1074 ALL 475586.1 3774124 4.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1075 ALL 475606.1 3774124 4.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1076 ALL 475626.1 3774124 4.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1077 ALL 475646.1 3774124 4.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1078 ALL 475666.1 3774124 5.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1079 ALL 475686.1 3774124 5.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1080 ALL 475706.1 3774124 5.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1081 ALL 475726.1 3774124 5.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1082 ALL 475746.1 3774124 6.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1083 ALL 475766.1 3774124 6.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1084 ALL 475786.1 3774124 6.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1085 ALL 475806.1 3774124 6.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1086 ALL 475826.1 3774124 7.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1087 ALL 475846.1 3774124 7.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1088 ALL 475866.1 3774124 7.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1089 ALL 475886.1 3774124 8.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1090 ALL 475906.1 3774124 8.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1091 ALL 475926.1 3774124 9.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1092 ALL 475946.1 3774124 9.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1093 ALL 475966.1 3774124 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1094 ALL 475986.1 3774124 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1095 ALL 476006.1 3774124 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1096 ALL 476026.1 3774124 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1097 ALL 476046.1 3774124 1.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1098 ALL 476066.1 3774124 1.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1099 ALL 476086.1 3774124 1.50E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1100 ALL 476106.1 3774124 1.60E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1101 ALL 476126.1 3774124 1.71E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1102 ALL 476146.1 3774124 1.82E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1103 ALL 476166.1 3774124 1.95E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1104 ALL 476186.1 3774124 2.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1105 ALL 476206.1 3774124 2.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1106 ALL 476226.1 3774124 2.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1107 ALL 476246.1 3774124 2.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1108 ALL 476266.1 3774124 2.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1109 ALL 476286.1 3774124 2.91E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1110 ALL 476306.1 3774124 3.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1111 ALL 476326.1 3774124 3.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1112 ALL 476346.1 3774124 3.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1113 ALL 476366.1 3774124 3.62E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1114 ALL 476386.1 3774124 3.77E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1115 ALL 476406.1 3774124 3.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1116 ALL 476426.1 3774124 4.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1117 ALL 476446.1 3774124 4.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1118 ALL 476466.1 3774124 4.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1119 ALL 476486.1 3774124 4.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1120 ALL 476506.1 3774124 4.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1121 ALL 476526.1 3774124 3.96E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1122 ALL 476546.1 3774124 3.86E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1123 ALL 476566.1 3774124 3.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1124 ALL 476586.1 3774124 3.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1125 ALL 476606.1 3774124 3.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1126 ALL 476626.1 3774124 3.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1127 ALL 476646.1 3774124 3.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1128 ALL 476666.1 3774124 2.87E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1129 ALL 476686.1 3774124 2.71E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1130 ALL 476706.1 3774124 2.55E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1131 ALL 476726.1 3774124 2.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1132 ALL 476746.1 3774124 2.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1133 ALL 476766.1 3774124 2.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1134 ALL 476786.1 3774124 2.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1135 ALL 476806.1 3774124 1.99E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1136 ALL 476846.1 3774124 1.82E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1137 ALL 476866.1 3774124 1.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1138 ALL 476886.1 3774124 1.67E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1139 ALL 476906.1 3774124 1.60E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1140 ALL 476926.1 3774124 1.54E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1141 ALL 476946.1 3774124 1.48E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1142 ALL 476966.1 3774124 1.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1143 ALL 476986.1 3774124 1.37E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1144 ALL 477006.1 3774124 1.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1145 ALL 477026.1 3774124 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1146 ALL 477046.1 3774124 1.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1147 ALL 477066.1 3774124 1.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1148 ALL 477086.1 3774124 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1149 ALL 477106.1 3774124 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1150 ALL 475526.1 3774144 3.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1151 ALL 475546.1 3774144 4.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1152 ALL 475566.1 3774144 4.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1153 ALL 475586.1 3774144 4.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1154 ALL 475606.1 3774144 4.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1155 ALL 475626.1 3774144 4.68E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1156 ALL 475646.1 3774144 4.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1157 ALL 475666.1 3774144 5.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1158 ALL 475686.1 3774144 5.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1159 ALL 475706.1 3774144 5.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1160 ALL 475726.1 3774144 5.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1161 ALL 475746.1 3774144 6.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1162 ALL 475766.1 3774144 6.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1163 ALL 475786.1 3774144 6.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1164 ALL 475806.1 3774144 6.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1165 ALL 475826.1 3774144 7.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1166 ALL 475846.1 3774144 7.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1167 ALL 475866.1 3774144 7.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1168 ALL 475886.1 3774144 8.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1169 ALL 475906.1 3774144 8.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1170 ALL 475926.1 3774144 9.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1171 ALL 475946.1 3774144 9.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1172 ALL 475966.1 3774144 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1173 ALL 475986.1 3774144 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1174 ALL 476006.1 3774144 1.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1175 ALL 476026.1 3774144 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1176 ALL 476046.1 3774144 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1177 ALL 476066.1 3774144 1.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1178 ALL 476086.1 3774144 1.53E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1179 ALL 476106.1 3774144 1.64E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1180 ALL 476126.1 3774144 1.76E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1181 ALL 476146.1 3774144 1.88E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1182 ALL 476166.1 3774144 2.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1183 ALL 476186.1 3774144 2.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1184 ALL 476206.1 3774144 2.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1185 ALL 476226.1 3774144 2.54E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1186 ALL 476246.1 3774144 2.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1187 ALL 476266.1 3774144 2.94E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1188 ALL 476286.1 3774144 3.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1189 ALL 476306.1 3774144 3.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1190 ALL 476326.1 3774144 3.63E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1191 ALL 476346.1 3774144 3.88E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1192 ALL 476366.1 3774144 4.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1193 ALL 476386.1 3774144 4.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1194 ALL 476406.1 3774144 4.51E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1195 ALL 476426.1 3774144 4.66E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1196 ALL 476446.1 3774144 4.76E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1197 ALL 476466.1 3774144 4.82E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1198 ALL 476486.1 3774144 4.82E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1199 ALL 476506.1 3774144 4.77E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1200 ALL 476526.1 3774144 4.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1201 ALL 476546.1 3774144 4.55E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1202 ALL 476566.1 3774144 4.37E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1203 ALL 476586.1 3774144 4.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1204 ALL 476606.1 3774144 3.93E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1205 ALL 476626.1 3774144 3.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1206 ALL 476646.1 3774144 3.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1207 ALL 476666.1 3774144 3.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1208 ALL 476686.1 3774144 3.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1209 ALL 476706.1 3774144 2.87E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1210 ALL 476726.1 3774144 2.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1211 ALL 476746.1 3774144 2.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1212 ALL 476766.1 3774144 2.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1213 ALL 476786.1 3774144 2.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1214 ALL 476806.1 3774144 2.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1215 ALL 476846.1 3774144 2.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1216 ALL 476866.1 3774144 1.92E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1217 ALL 476886.1 3774144 1.84E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1218 ALL 476906.1 3774144 1.76E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1219 ALL 476926.1 3774144 1.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1220 ALL 477066.1 3774144 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1221 ALL 477086.1 3774144 1.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1222 ALL 477106.1 3774144 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1223 ALL 475526.1 3774164 3.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1224 ALL 475546.1 3774164 4.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1225 ALL 475566.1 3774164 4.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1226 ALL 475586.1 3774164 4.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1227 ALL 475606.1 3774164 4.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1228 ALL 475626.1 3774164 4.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1229 ALL 475646.1 3774164 4.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1230 ALL 475666.1 3774164 5.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1231 ALL 475686.1 3774164 5.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1232 ALL 475706.1 3774164 5.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1233 ALL 475726.1 3774164 5.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1234 ALL 475746.1 3774164 5.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1235 ALL 475766.1 3774164 6.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1236 ALL 475786.1 3774164 6.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1237 ALL 475806.1 3774164 6.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1238 ALL 475826.1 3774164 7.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1239 ALL 475846.1 3774164 7.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1240 ALL 475866.1 3774164 7.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1241 ALL 475886.1 3774164 8.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1242 ALL 475906.1 3774164 8.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1243 ALL 475926.1 3774164 9.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1244 ALL 475946.1 3774164 9.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1245 ALL 475966.1 3774164 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1246 ALL 475986.1 3774164 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1247 ALL 476006.1 3774164 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1248 ALL 476026.1 3774164 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1249 ALL 476046.1 3774164 1.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1250 ALL 476066.1 3774164 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1251 ALL 476086.1 3774164 1.55E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1252 ALL 476106.1 3774164 1.67E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1253 ALL 476126.1 3774164 1.80E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1254 ALL 476146.1 3774164 1.94E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1255 ALL 476166.1 3774164 2.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1256 ALL 476186.1 3774164 2.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1257 ALL 476206.1 3774164 2.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1258 ALL 476226.1 3774164 2.67E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1259 ALL 476246.1 3774164 2.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1260 ALL 476266.1 3774164 3.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1261 ALL 476286.1 3774164 3.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1262 ALL 476306.1 3774164 3.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1263 ALL 476326.1 3774164 4.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1264 ALL 476346.1 3774164 4.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1265 ALL 476366.1 3774164 4.67E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1266 ALL 476386.1 3774164 4.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1267 ALL 476406.1 3774164 5.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1268 ALL 476426.1 3774164 5.49E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1269 ALL 476446.1 3774164 5.67E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1270 ALL 476466.1 3774164 5.77E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1271 ALL 476486.1 3774164 5.79E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1272 ALL 476506.1 3774164 5.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1273 ALL 476526.1 3774164 5.63E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1274 ALL 476546.1 3774164 5.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1275 ALL 476566.1 3774164 5.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1276 ALL 476586.1 3774164 4.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1277 ALL 476606.1 3774164 4.59E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1278 ALL 476626.1 3774164 4.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1279 ALL 476646.1 3774164 3.98E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1280 ALL 476666.1 3774164 3.71E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1281 ALL 476686.1 3774164 3.48E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1282 ALL 476706.1 3774164 3.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1283 ALL 476726.1 3774164 3.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1284 ALL 476746.1 3774164 2.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1285 ALL 476766.1 3774164 2.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1286 ALL 476786.1 3774164 2.61E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1287 ALL 476806.1 3774164 2.48E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1288 ALL 476846.1 3774164 2.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1289 ALL 476866.1 3774164 2.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1290 ALL 476886.1 3774164 2.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1291 ALL 476906.1 3774164 1.93E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1292 ALL 476926.1 3774164 1.84E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1293 ALL 477066.1 3774164 1.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1294 ALL 477086.1 3774164 1.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1295 ALL 477106.1 3774164 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1296 ALL 475526.1 3774184 3.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1297 ALL 475546.1 3774184 3.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1298 ALL 475566.1 3774184 4.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1299 ALL 475586.1 3774184 4.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1300 ALL 475606.1 3774184 4.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1301 ALL 475626.1 3774184 4.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1302 ALL 475646.1 3774184 4.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1303 ALL 475666.1 3774184 4.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1304 ALL 475686.1 3774184 5.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1305 ALL 475706.1 3774184 5.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1306 ALL 475726.1 3774184 5.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1307 ALL 475746.1 3774184 5.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1308 ALL 475766.1 3774184 6.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1309 ALL 475786.1 3774184 6.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1310 ALL 475806.1 3774184 6.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1311 ALL 475826.1 3774184 7.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1312 ALL 475846.1 3774184 7.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1313 ALL 475866.1 3774184 7.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1314 ALL 475886.1 3774184 8.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1315 ALL 475906.1 3774184 8.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1316 ALL 475926.1 3774184 9.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1317 ALL 475946.1 3774184 9.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1318 ALL 475966.1 3774184 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1319 ALL 475986.1 3774184 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1320 ALL 476006.1 3774184 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1321 ALL 476026.1 3774184 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1322 ALL 476046.1 3774184 1.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1323 ALL 476066.1 3774184 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1324 ALL 476086.1 3774184 1.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1325 ALL 476106.1 3774184 1.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1326 ALL 476126.1 3774184 1.82E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1327 ALL 476146.1 3774184 1.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1328 ALL 476166.1 3774184 2.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1329 ALL 476186.1 3774184 2.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1330 ALL 476206.1 3774184 2.55E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1331 ALL 476226.1 3774184 2.79E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1332 ALL 476246.1 3774184 3.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1333 ALL 476266.1 3774184 3.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1334 ALL 476286.1 3774184 3.67E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1335 ALL 476306.1 3774184 4.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1336 ALL 476326.1 3774184 4.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1337 ALL 476346.1 3774184 4.86E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1338 ALL 476366.1 3774184 5.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1339 ALL 476386.1 3774184 5.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1340 ALL 476406.1 3774184 6.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1341 ALL 476426.1 3774184 6.55E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1342 ALL 476446.1 3774184 6.84E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1343 ALL 476466.1 3774184 7.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1344 ALL 476486.1 3774184 7.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1345 ALL 476506.1 3774184 7.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1346 ALL 476526.1 3774184 6.92E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1347 ALL 476546.1 3774184 6.64E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1348 ALL 476566.1 3774184 6.28E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1349 ALL 476586.1 3774184 5.86E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1350 ALL 476606.1 3774184 5.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1351 ALL 476626.1 3774184 5.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1352 ALL 476646.1 3774184 4.64E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1353 ALL 476666.1 3774184 4.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1354 ALL 476686.1 3774184 4.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1355 ALL 476706.1 3774184 3.76E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1356 ALL 476726.1 3774184 3.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1357 ALL 476746.1 3774184 3.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1358 ALL 476766.1 3774184 3.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1359 ALL 476786.1 3774184 2.96E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1360 ALL 476806.1 3774184 2.80E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1361 ALL 476846.1 3774184 2.51E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1362 ALL 476866.1 3774184 2.37E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1363 ALL 476886.1 3774184 2.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1364 ALL 476906.1 3774184 2.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1365 ALL 476926.1 3774184 2.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1366 ALL 477066.1 3774184 1.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1367 ALL 477086.1 3774184 1.37E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1368 ALL 477106.1 3774184 1.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1369 ALL 475526.1 3774204 3.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1370 ALL 475546.1 3774204 3.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1371 ALL 475566.1 3774204 4.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1372 ALL 475586.1 3774204 4.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1373 ALL 475606.1 3774204 4.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1374 ALL 475626.1 3774204 4.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1375 ALL 475646.1 3774204 4.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1376 ALL 475666.1 3774204 4.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1377 ALL 475686.1 3774204 5.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1378 ALL 475706.1 3774204 5.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1379 ALL 475726.1 3774204 5.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1380 ALL 475746.1 3774204 5.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1381 ALL 475766.1 3774204 6.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1382 ALL 475786.1 3774204 6.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1383 ALL 475806.1 3774204 6.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1384 ALL 475826.1 3774204 7.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1385 ALL 475846.1 3774204 7.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1386 ALL 475866.1 3774204 7.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1387 ALL 475886.1 3774204 8.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1388 ALL 475906.1 3774204 8.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1389 ALL 475926.1 3774204 9.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1390 ALL 475946.1 3774204 9.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1391 ALL 475966.1 3774204 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1392 ALL 475986.1 3774204 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1393 ALL 476006.1 3774204 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1394 ALL 476026.1 3774204 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1395 ALL 476046.1 3774204 1.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1396 ALL 476066.1 3774204 1.47E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1397 ALL 476086.1 3774204 1.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1398 ALL 476106.1 3774204 1.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1399 ALL 476126.1 3774204 1.84E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1400 ALL 476146.1 3774204 2.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1401 ALL 476166.1 3774204 2.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1402 ALL 476186.1 3774204 2.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1403 ALL 476206.1 3774204 2.62E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1404 ALL 476226.1 3774204 2.88E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1405 ALL 476246.1 3774204 3.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1406 ALL 476266.1 3774204 3.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1407 ALL 476286.1 3774204 3.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1408 ALL 476306.1 3774204 4.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1409 ALL 476326.1 3774204 4.82E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1410 ALL 476346.1 3774204 5.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1411 ALL 476366.1 3774204 6.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1412 ALL 476386.1 3774204 6.63E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1413 ALL 476406.1 3774204 7.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1414 ALL 476426.1 3774204 7.88E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1415 ALL 476446.1 3774204 8.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1416 ALL 476466.1 3774204 8.80E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1417 ALL 476486.1 3774204 9.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1418 ALL 476506.1 3774204 8.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1419 ALL 476526.1 3774204 8.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1420 ALL 476546.1 3774204 8.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1421 ALL 477046.1 3774204 1.60E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1422 ALL 477066.1 3774204 1.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1423 ALL 477086.1 3774204 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1424 ALL 477106.1 3774204 1.38E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1425 ALL 477126.1 3774204 1.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1426 ALL 477146.1 3774204 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1427 ALL 477166.1 3774204 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1428 ALL 475526.1 3774224 3.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1429 ALL 475546.1 3774224 3.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1430 ALL 475566.1 3774224 4.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1431 ALL 475586.1 3774224 4.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1432 ALL 475606.1 3774224 4.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1433 ALL 475626.1 3774224 4.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1434 ALL 475646.1 3774224 4.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1435 ALL 475666.1 3774224 4.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1436 ALL 475686.1 3774224 5.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1437 ALL 475706.1 3774224 5.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1438 ALL 475726.1 3774224 5.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1439 ALL 475746.1 3774224 5.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1440 ALL 475766.1 3774224 6.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1441 ALL 475786.1 3774224 6.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1442 ALL 475806.1 3774224 6.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1443 ALL 475826.1 3774224 7.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1444 ALL 475846.1 3774224 7.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1445 ALL 475866.1 3774224 7.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1446 ALL 475886.1 3774224 8.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1447 ALL 475906.1 3774224 8.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1448 ALL 475926.1 3774224 9.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1449 ALL 475946.1 3774224 9.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1450 ALL 475966.1 3774224 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1451 ALL 475986.1 3774224 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1452 ALL 476006.1 3774224 1.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1453 ALL 476026.1 3774224 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1454 ALL 476046.1 3774224 1.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1455 ALL 476066.1 3774224 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1456 ALL 476086.1 3774224 1.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1457 ALL 476106.1 3774224 1.71E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1458 ALL 476126.1 3774224 1.85E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1459 ALL 476146.1 3774224 2.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1460 ALL 476166.1 3774224 2.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1461 ALL 476186.1 3774224 2.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1462 ALL 476206.1 3774224 2.67E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1463 ALL 476226.1 3774224 2.96E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1464 ALL 476246.1 3774224 3.28E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1465 ALL 476266.1 3774224 3.66E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1466 ALL 476286.1 3774224 4.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1467 ALL 476306.1 3774224 4.61E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1468 ALL 476326.1 3774224 5.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1469 ALL 476346.1 3774224 5.93E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1470 ALL 476366.1 3774224 6.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1471 ALL 476386.1 3774224 7.61E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1472 ALL 476406.1 3774224 8.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1473 ALL 476426.1 3774224 9.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1474 ALL 476446.1 3774224 1.05E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1475 ALL 476466.1 3774224 1.13E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1476 ALL 476486.1 3774224 1.18E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1477 ALL 476506.1 3774224 1.18E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1478 ALL 476526.1 3774224 1.14E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1479 ALL 476546.1 3774224 1.07E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1480 ALL 477046.1 3774224 1.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1481 ALL 477066.1 3774224 1.60E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1482 ALL 477086.1 3774224 1.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1483 ALL 477106.1 3774224 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1484 ALL 477126.1 3774224 1.38E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1485 ALL 477146.1 3774224 1.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1486 ALL 477166.1 3774224 1.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1487 ALL 475526.1 3774244 3.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1488 ALL 475546.1 3774244 3.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1489 ALL 475566.1 3774244 4.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1490 ALL 475586.1 3774244 4.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1491 ALL 475606.1 3774244 4.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1492 ALL 475626.1 3774244 4.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1493 ALL 475646.1 3774244 4.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1494 ALL 475666.1 3774244 4.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1495 ALL 475686.1 3774244 5.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1496 ALL 475706.1 3774244 5.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1497 ALL 475726.1 3774244 5.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1498 ALL 475746.1 3774244 5.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1499 ALL 475766.1 3774244 6.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1500 ALL 475786.1 3774244 6.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1501 ALL 475806.1 3774244 6.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1502 ALL 475826.1 3774244 6.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1503 ALL 475846.1 3774244 7.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1504 ALL 475866.1 3774244 7.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1505 ALL 475886.1 3774244 8.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1506 ALL 475906.1 3774244 8.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1507 ALL 475926.1 3774244 9.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1508 ALL 475946.1 3774244 9.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1509 ALL 475966.1 3774244 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1510 ALL 475986.1 3774244 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1511 ALL 476006.1 3774244 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1512 ALL 476026.1 3774244 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1513 ALL 476046.1 3774244 1.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1514 ALL 476066.1 3774244 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1515 ALL 476086.1 3774244 1.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1516 ALL 476106.1 3774244 1.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1517 ALL 476126.1 3774244 1.85E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1518 ALL 476146.1 3774244 2.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1519 ALL 476166.1 3774244 2.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1520 ALL 476186.1 3774244 2.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1521 ALL 476206.1 3774244 2.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1522 ALL 476226.1 3774244 3.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1523 ALL 476246.1 3774244 3.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1524 ALL 476266.1 3774244 3.77E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1525 ALL 476286.1 3774244 4.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1526 ALL 476306.1 3774244 4.85E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1527 ALL 476326.1 3774244 5.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1528 ALL 476346.1 3774244 6.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1529 ALL 476366.1 3774244 7.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1530 ALL 476386.1 3774244 8.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1531 ALL 476406.1 3774244 1.01E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1532 ALL 476426.1 3774244 1.16E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1533 ALL 476446.1 3774244 1.33E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1534 ALL 476466.1 3774244 1.49E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1535 ALL 476486.1 3774244 1.60E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1536 ALL 476506.1 3774244 1.62E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1537 ALL 476526.1 3774244 1.57E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1538 ALL 476546.1 3774244 1.45E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1539 ALL 477046.1 3774244 1.76E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1540 ALL 477066.1 3774244 1.67E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1541 ALL 477086.1 3774244 1.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1542 ALL 477106.1 3774244 1.50E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1543 ALL 477126.1 3774244 1.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1544 ALL 477146.1 3774244 1.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1545 ALL 477166.1 3774244 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1546 ALL 475526.1 3774264 3.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1547 ALL 475546.1 3774264 3.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1548 ALL 475566.1 3774264 3.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1549 ALL 475586.1 3774264 4.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1550 ALL 475606.1 3774264 4.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1551 ALL 475626.1 3774264 4.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1552 ALL 475646.1 3774264 4.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1553 ALL 475666.1 3774264 4.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1554 ALL 475686.1 3774264 5.01E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1555 ALL 475706.1 3774264 5.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1556 ALL 475726.1 3774264 5.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1557 ALL 475746.1 3774264 5.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1558 ALL 475766.1 3774264 5.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1559 ALL 475786.1 3774264 6.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1560 ALL 475806.1 3774264 6.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1561 ALL 475826.1 3774264 6.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1562 ALL 475846.1 3774264 7.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1563 ALL 475866.1 3774264 7.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1564 ALL 475886.1 3774264 8.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1565 ALL 475906.1 3774264 8.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1566 ALL 475926.1 3774264 9.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1567 ALL 475946.1 3774264 9.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1568 ALL 475966.1 3774264 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1569 ALL 475986.1 3774264 1.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1570 ALL 476006.1 3774264 1.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1571 ALL 476026.1 3774264 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1572 ALL 476046.1 3774264 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1573 ALL 476066.1 3774264 1.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1574 ALL 476086.1 3774264 1.55E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1575 ALL 476106.1 3774264 1.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1576 ALL 476126.1 3774264 1.83E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1577 ALL 476146.1 3774264 2.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1578 ALL 476166.1 3774264 2.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1579 ALL 476186.1 3774264 2.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1580 ALL 476206.1 3774264 2.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1581 ALL 476226.1 3774264 3.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1582 ALL 476246.1 3774264 3.38E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1583 ALL 476266.1 3774264 3.82E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1584 ALL 476286.1 3774264 4.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1585 ALL 476306.1 3774264 5.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1586 ALL 476326.1 3774264 5.84E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1587 ALL 476346.1 3774264 6.84E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1588 ALL 476366.1 3774264 8.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1589 ALL 476386.1 3774264 9.64E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1590 ALL 476406.1 3774264 1.16E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1591 ALL 476426.1 3774264 1.40E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1592 ALL 476446.1 3774264 1.69E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1593 ALL 476466.1 3774264 2.02E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1594 ALL 476486.1 3774264 2.28E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1595 ALL 476506.1 3774264 2.39E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1596 ALL 476526.1 3774264 2.31E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1597 ALL 476546.1 3774264 2.09E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1598 ALL 477046.1 3774264 1.83E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1599 ALL 477066.1 3774264 1.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1600 ALL 477086.1 3774264 1.63E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1601 ALL 477106.1 3774264 1.55E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1602 ALL 477126.1 3774264 1.47E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1603 ALL 477146.1 3774264 1.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1604 ALL 477166.1 3774264 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1605 ALL 475526.1 3774284 3.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1606 ALL 475546.1 3774284 3.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1607 ALL 475566.1 3774284 3.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1608 ALL 475586.1 3774284 4.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1609 ALL 475606.1 3774284 4.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1610 ALL 475626.1 3774284 4.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1611 ALL 475646.1 3774284 4.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1612 ALL 475666.1 3774284 4.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1613 ALL 475686.1 3774284 4.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1614 ALL 475706.1 3774284 5.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1615 ALL 475726.1 3774284 5.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1616 ALL 475746.1 3774284 5.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1617 ALL 475766.1 3774284 5.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1618 ALL 475786.1 3774284 6.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1619 ALL 475806.1 3774284 6.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1620 ALL 475826.1 3774284 6.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1621 ALL 475846.1 3774284 7.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1622 ALL 475866.1 3774284 7.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1623 ALL 475886.1 3774284 7.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1624 ALL 475906.1 3774284 8.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1625 ALL 475926.1 3774284 8.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1626 ALL 475946.1 3774284 9.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1627 ALL 475966.1 3774284 1.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1628 ALL 475986.1 3774284 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1629 ALL 476006.1 3774284 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1630 ALL 476026.1 3774284 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1631 ALL 476046.1 3774284 1.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1632 ALL 476066.1 3774284 1.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1633 ALL 476086.1 3774284 1.53E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1634 ALL 476106.1 3774284 1.66E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1635 ALL 476126.1 3774284 1.81E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1636 ALL 476146.1 3774284 1.98E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1637 ALL 476166.1 3774284 2.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1638 ALL 476186.1 3774284 2.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1639 ALL 476206.1 3774284 2.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1640 ALL 476226.1 3774284 2.99E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1641 ALL 476246.1 3774284 3.37E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1642 ALL 476266.1 3774284 3.83E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1643 ALL 476286.1 3774284 4.38E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1644 ALL 476306.1 3774284 5.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1645 ALL 476326.1 3774284 5.98E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1646 ALL 476346.1 3774284 7.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1647 ALL 476366.1 3774284 8.53E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1648 ALL 476386.1 3774284 1.04E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1649 ALL 476406.1 3774284 1.30E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1650 ALL 476426.1 3774284 1.64E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1651 ALL 476446.1 3774284 2.11E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1652 ALL 476466.1 3774284 2.75E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1653 ALL 476486.1 3774284 3.44E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1654 ALL 476506.1 3774284 3.91E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1655 ALL 476526.1 3774284 3.81E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1656 ALL 476546.1 3774284 3.28E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1657 ALL 477046.1 3774284 1.88E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1658 ALL 477066.1 3774284 1.77E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1659 ALL 477086.1 3774284 1.67E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1660 ALL 477106.1 3774284 1.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1661 ALL 477126.1 3774284 1.49E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1662 ALL 477146.1 3774284 1.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1663 ALL 477166.1 3774284 1.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1664 ALL 475526.1 3774304 3.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1665 ALL 475546.1 3774304 3.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1666 ALL 475566.1 3774304 3.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1667 ALL 475586.1 3774304 4.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1668 ALL 475606.1 3774304 4.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1669 ALL 475626.1 3774304 4.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1670 ALL 475646.1 3774304 4.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1671 ALL 475666.1 3774304 4.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1672 ALL 475686.1 3774304 4.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1673 ALL 475706.1 3774304 5.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1674 ALL 475726.1 3774304 5.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1675 ALL 475746.1 3774304 5.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1676 ALL 475766.1 3774304 5.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1677 ALL 475786.1 3774304 6.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1678 ALL 475806.1 3774304 6.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1679 ALL 475826.1 3774304 6.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1680 ALL 475846.1 3774304 7.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1681 ALL 475866.1 3774304 7.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1682 ALL 475886.1 3774304 7.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1683 ALL 475906.1 3774304 8.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1684 ALL 475926.1 3774304 8.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1685 ALL 475946.1 3774304 9.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1686 ALL 475966.1 3774304 9.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1687 ALL 475986.1 3774304 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1688 ALL 476006.1 3774304 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1689 ALL 476026.1 3774304 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1690 ALL 476046.1 3774304 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1691 ALL 476066.1 3774304 1.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1692 ALL 476086.1 3774304 1.51E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1693 ALL 476106.1 3774304 1.63E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1694 ALL 476126.1 3774304 1.78E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1695 ALL 476146.1 3774304 1.94E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1696 ALL 476166.1 3774304 2.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1697 ALL 476186.1 3774304 2.37E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1698 ALL 476206.1 3774304 2.63E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1699 ALL 476226.1 3774304 2.95E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1700 ALL 476246.1 3774304 3.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1701 ALL 476266.1 3774304 3.78E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1702 ALL 476286.1 3774304 4.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1703 ALL 476306.1 3774304 5.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1704 ALL 476326.1 3774304 5.98E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1705 ALL 476346.1 3774304 7.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1706 ALL 476366.1 3774304 8.71E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1707 ALL 476386.1 3774304 1.08E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1708 ALL 477046.1 3774304 1.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1709 ALL 477066.1 3774304 1.79E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1710 ALL 477086.1 3774304 1.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1711 ALL 477106.1 3774304 1.59E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1712 ALL 477126.1 3774304 1.51E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1713 ALL 477146.1 3774304 1.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1714 ALL 477166.1 3774304 1.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1715 ALL 475526.1 3774324 3.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1716 ALL 475546.1 3774324 3.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1717 ALL 475566.1 3774324 3.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1718 ALL 475586.1 3774324 3.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1719 ALL 475606.1 3774324 4.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1720 ALL 475626.1 3774324 4.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1721 ALL 475646.1 3774324 4.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1722 ALL 475666.1 3774324 4.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1723 ALL 475686.1 3774324 4.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1724 ALL 475706.1 3774324 5.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1725 ALL 475726.1 3774324 5.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1726 ALL 475746.1 3774324 5.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1727 ALL 475766.1 3774324 5.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1728 ALL 475786.1 3774324 6.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1729 ALL 475806.1 3774324 6.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1730 ALL 475826.1 3774324 6.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1731 ALL 475846.1 3774324 6.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1732 ALL 475866.1 3774324 7.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1733 ALL 475886.1 3774324 7.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1734 ALL 475906.1 3774324 8.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1735 ALL 475926.1 3774324 8.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1736 ALL 475946.1 3774324 9.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1737 ALL 475966.1 3774324 9.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1738 ALL 475986.1 3774324 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1739 ALL 476006.1 3774324 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1740 ALL 476026.1 3774324 1.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1741 ALL 476046.1 3774324 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1742 ALL 476066.1 3774324 1.37E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1743 ALL 476086.1 3774324 1.47E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1744 ALL 476106.1 3774324 1.60E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1745 ALL 476126.1 3774324 1.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1746 ALL 476146.1 3774324 1.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1747 ALL 476166.1 3774324 2.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1748 ALL 476186.1 3774324 2.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1749 ALL 476206.1 3774324 2.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1750 ALL 476226.1 3774324 2.87E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1751 ALL 476246.1 3774324 3.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1752 ALL 476266.1 3774324 3.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1753 ALL 476286.1 3774324 4.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1754 ALL 476306.1 3774324 4.94E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1755 ALL 476326.1 3774324 5.85E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1756 ALL 476346.1 3774324 7.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1757 ALL 476366.1 3774324 8.60E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1758 ALL 476386.1 3774324 1.08E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1759 ALL 477046.1 3774324 1.91E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1760 ALL 477066.1 3774324 1.79E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1761 ALL 477086.1 3774324 1.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1762 ALL 477106.1 3774324 1.60E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1763 ALL 477126.1 3774324 1.51E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1764 ALL 477146.1 3774324 1.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1765 ALL 477166.1 3774324 1.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1766 ALL 477466.1 3774324 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1767 ALL 477486.1 3774324 9.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1768 ALL 477506.1 3774324 9.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1769 ALL 477526.1 3774324 9.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1770 ALL 475526.1 3774344 3.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1771 ALL 475546.1 3774344 3.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1772 ALL 475566.1 3774344 3.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1773 ALL 475586.1 3774344 3.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1774 ALL 475606.1 3774344 4.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1775 ALL 475626.1 3774344 4.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1776 ALL 475646.1 3774344 4.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1777 ALL 475666.1 3774344 4.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1778 ALL 475686.1 3774344 4.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1779 ALL 475706.1 3774344 4.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1780 ALL 475726.1 3774344 5.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1781 ALL 475746.1 3774344 5.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1782 ALL 475766.1 3774344 5.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1783 ALL 475786.1 3774344 5.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1784 ALL 475806.1 3774344 6.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1785 ALL 475826.1 3774344 6.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1786 ALL 475846.1 3774344 6.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1787 ALL 475866.1 3774344 7.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1788 ALL 475886.1 3774344 7.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1789 ALL 475906.1 3774344 8.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1790 ALL 475926.1 3774344 8.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1791 ALL 475946.1 3774344 8.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1792 ALL 475966.1 3774344 9.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1793 ALL 475986.1 3774344 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1794 ALL 476006.1 3774344 1.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1795 ALL 476026.1 3774344 1.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1796 ALL 476046.1 3774344 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1797 ALL 476066.1 3774344 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1798 ALL 476086.1 3774344 1.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1799 ALL 476106.1 3774344 1.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1800 ALL 476126.1 3774344 1.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1801 ALL 476146.1 3774344 1.85E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1802 ALL 476166.1 3774344 2.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1803 ALL 476186.1 3774344 2.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1804 ALL 476206.1 3774344 2.49E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1805 ALL 476226.1 3774344 2.78E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1806 ALL 476246.1 3774344 3.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1807 ALL 476266.1 3774344 3.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1808 ALL 476286.1 3774344 4.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1809 ALL 476306.1 3774344 4.75E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1810 ALL 476326.1 3774344 5.61E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1811 ALL 476346.1 3774344 6.72E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1812 ALL 476366.1 3774344 8.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1813 ALL 476386.1 3774344 1.03E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1814 ALL 476406.1 3774344 1.34E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1815 ALL 477046.1 3774344 1.89E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1816 ALL 477066.1 3774344 1.78E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1817 ALL 477086.1 3774344 1.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1818 ALL 477106.1 3774344 1.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1819 ALL 477126.1 3774344 1.50E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1820 ALL 477146.1 3774344 1.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1821 ALL 477166.1 3774344 1.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1822 ALL 477466.1 3774344 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1823 ALL 477486.1 3774344 9.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1824 ALL 477506.1 3774344 9.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1825 ALL 477526.1 3774344 9.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1826 ALL 475526.1 3774364 3.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1827 ALL 475546.1 3774364 3.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1828 ALL 475566.1 3774364 3.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1829 ALL 475586.1 3774364 3.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1830 ALL 475606.1 3774364 4.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1831 ALL 475626.1 3774364 4.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1832 ALL 475646.1 3774364 4.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1833 ALL 475666.1 3774364 4.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1834 ALL 475686.1 3774364 4.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1835 ALL 475706.1 3774364 4.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1836 ALL 475726.1 3774364 5.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1837 ALL 475746.1 3774364 5.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1838 ALL 475766.1 3774364 5.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1839 ALL 475786.1 3774364 5.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1840 ALL 475806.1 3774364 6.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1841 ALL 475826.1 3774364 6.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1842 ALL 475846.1 3774364 6.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1843 ALL 475866.1 3774364 7.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1844 ALL 475886.1 3774364 7.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1845 ALL 475906.1 3774364 7.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1846 ALL 475926.1 3774364 8.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1847 ALL 475946.1 3774364 8.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1848 ALL 475966.1 3774364 9.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1849 ALL 475986.1 3774364 9.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1850 ALL 476006.1 3774364 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1851 ALL 476026.1 3774364 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1852 ALL 476046.1 3774364 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1853 ALL 476066.1 3774364 1.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1854 ALL 476086.1 3774364 1.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1855 ALL 476106.1 3774364 1.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1856 ALL 476126.1 3774364 1.64E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1857 ALL 476146.1 3774364 1.79E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1858 ALL 476166.1 3774364 1.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1859 ALL 476186.1 3774364 2.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1860 ALL 476206.1 3774364 2.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1861 ALL 476226.1 3774364 2.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1862 ALL 476246.1 3774364 3.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1863 ALL 476266.1 3774364 3.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1864 ALL 476286.1 3774364 3.89E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1865 ALL 476306.1 3774364 4.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1866 ALL 476326.1 3774364 5.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1867 ALL 476346.1 3774364 6.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1868 ALL 476366.1 3774364 7.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1869 ALL 476386.1 3774364 9.55E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1870 ALL 477046.1 3774364 1.86E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1871 ALL 477066.1 3774364 1.75E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1872 ALL 477086.1 3774364 1.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1873 ALL 477106.1 3774364 1.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1874 ALL 477126.1 3774364 1.47E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1875 ALL 477146.1 3774364 1.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1876 ALL 477166.1 3774364 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1877 ALL 477466.1 3774364 9.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1878 ALL 477486.1 3774364 9.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1879 ALL 477506.1 3774364 9.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1880 ALL 477526.1 3774364 8.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1881 ALL 475526.1 3774384 3.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1882 ALL 475546.1 3774384 3.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1883 ALL 475566.1 3774384 3.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1884 ALL 475586.1 3774384 3.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1885 ALL 475606.1 3774384 3.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1886 ALL 475626.1 3774384 4.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1887 ALL 475646.1 3774384 4.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1888 ALL 475666.1 3774384 4.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1889 ALL 475686.1 3774384 4.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1890 ALL 475706.1 3774384 4.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1891 ALL 475726.1 3774384 5.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1892 ALL 475746.1 3774384 5.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1893 ALL 475766.1 3774384 5.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1894 ALL 475786.1 3774384 5.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1895 ALL 475806.1 3774384 5.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1896 ALL 475826.1 3774384 6.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1897 ALL 475846.1 3774384 6.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1898 ALL 475866.1 3774384 6.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1899 ALL 475886.1 3774384 7.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1900 ALL 475906.1 3774384 7.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1901 ALL 475926.1 3774384 8.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1902 ALL 475946.1 3774384 8.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1903 ALL 475966.1 3774384 9.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1904 ALL 475986.1 3774384 9.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1905 ALL 476006.1 3774384 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1906 ALL 476026.1 3774384 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1907 ALL 476046.1 3774384 1.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1908 ALL 476066.1 3774384 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1909 ALL 476086.1 3774384 1.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1910 ALL 476106.1 3774384 1.47E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1911 ALL 476126.1 3774384 1.59E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1912 ALL 476146.1 3774384 1.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1913 ALL 476166.1 3774384 1.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1914 ALL 476186.1 3774384 2.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1915 ALL 476206.1 3774384 2.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1916 ALL 476226.1 3774384 2.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1917 ALL 476246.1 3774384 2.87E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1918 ALL 476266.1 3774384 3.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1919 ALL 476286.1 3774384 3.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1920 ALL 476306.1 3774384 4.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1921 ALL 476326.1 3774384 4.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1922 ALL 476346.1 3774384 5.87E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1923 ALL 476366.1 3774384 7.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1924 ALL 476386.1 3774384 8.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1925 ALL 476417.9 3774378 1.33E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1926 ALL 477046.1 3774384 1.80E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1927 ALL 477066.1 3774384 1.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1928 ALL 477086.1 3774384 1.60E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1929 ALL 477106.1 3774384 1.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1930 ALL 477126.1 3774384 1.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1931 ALL 477146.1 3774384 1.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1932 ALL 477166.1 3774384 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1933 ALL 477466.1 3774384 9.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1934 ALL 477486.1 3774384 9.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1935 ALL 477506.1 3774384 8.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1936 ALL 477526.1 3774384 8.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1937 ALL 475526.1 3774404 3.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1938 ALL 475546.1 3774404 3.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1939 ALL 475566.1 3774404 3.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1940 ALL 475586.1 3774404 3.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1941 ALL 475606.1 3774404 3.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1942 ALL 475626.1 3774404 4.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1943 ALL 475646.1 3774404 4.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1944 ALL 475666.1 3774404 4.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1945 ALL 475686.1 3774404 4.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1946 ALL 475706.1 3774404 4.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1947 ALL 475726.1 3774404 4.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1948 ALL 475746.1 3774404 5.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1949 ALL 475766.1 3774404 5.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1950 ALL 475786.1 3774404 5.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1951 ALL 475806.1 3774404 5.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1952 ALL 475826.1 3774404 6.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1953 ALL 475846.1 3774404 6.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1954 ALL 475866.1 3774404 6.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1955 ALL 475886.1 3774404 7.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1956 ALL 475906.1 3774404 7.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1957 ALL 475926.1 3774404 7.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1958 ALL 475946.1 3774404 8.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1959 ALL 475966.1 3774404 8.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1960 ALL 475986.1 3774404 9.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1961 ALL 476006.1 3774404 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1962 ALL 476026.1 3774404 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1963 ALL 476046.1 3774404 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1964 ALL 476066.1 3774404 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1965 ALL 476086.1 3774404 1.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1966 ALL 476106.1 3774404 1.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1967 ALL 476126.1 3774404 1.54E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1968 ALL 476146.1 3774404 1.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1969 ALL 476166.1 3774404 1.83E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1970 ALL 476186.1 3774404 2.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1971 ALL 476206.1 3774404 2.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1972 ALL 476226.1 3774404 2.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1973 ALL 476246.1 3774404 2.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1974 ALL 476266.1 3774404 3.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1975 ALL 476286.1 3774404 3.48E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1976 ALL 476306.1 3774404 3.99E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1977 ALL 476326.1 3774404 4.62E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1978 ALL 477046.1 3774404 1.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1979 ALL 477066.1 3774404 1.64E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1980 ALL 477086.1 3774404 1.55E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1981 ALL 477106.1 3774404 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1982 ALL 477126.1 3774404 1.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1983 ALL 477146.1 3774404 1.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1984 ALL 477166.1 3774404 1.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1985 ALL 477186.1 3774404 1.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1986 ALL 477206.1 3774404 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1987 ALL 477226.1 3774404 1.37E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1988 ALL 477246.1 3774404 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1989 ALL 477266.1 3774404 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1990 ALL 477286.1 3774404 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1991 ALL 477306.1 3774404 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1992 ALL 477326.1 3774404 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1993 ALL 477346.1 3774404 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1994 ALL 477366.1 3774404 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1995 ALL 477386.1 3774404 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1996 ALL 477406.1 3774404 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1997 ALL 477426.1 3774404 9.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1998 ALL 477446.1 3774404 9.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1999 ALL 477466.1 3774404 9.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2000 ALL 477486.1 3774404 8.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2001 ALL 477506.1 3774404 8.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2002 ALL 477526.1 3774404 8.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2003 ALL 475946.1 3774424 8.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2004 ALL 475966.1 3774424 8.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2005 ALL 475986.1 3774424 9.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2006 ALL 476006.1 3774424 9.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2007 ALL 476026.1 3774424 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2008 ALL 476046.1 3774424 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2009 ALL 476066.1 3774424 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2010 ALL 476086.1 3774424 1.28E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2011 ALL 476106.1 3774424 1.38E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2012 ALL 476126.1 3774424 1.49E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2013 ALL 476146.1 3774424 1.62E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2014 ALL 476166.1 3774424 1.76E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2015 ALL 476186.1 3774424 1.93E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2016 ALL 476206.1 3774424 2.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2017 ALL 476226.1 3774424 2.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2018 ALL 476246.1 3774424 2.60E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2019 ALL 476266.1 3774424 2.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2020 ALL 476286.1 3774424 3.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2021 ALL 476306.1 3774424 3.72E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2022 ALL 476326.1 3774424 4.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2023 ALL 476346.1 3774424 4.94E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2024 ALL 476366.1 3774424 5.78E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2025 ALL 476386.1 3774424 6.85E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2026 ALL 476406.1 3774424 8.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2027 ALL 476426.1 3774424 1.00E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2028 ALL 476446.1 3774424 1.24E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2029 ALL 476466.1 3774424 1.52E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2030 ALL 476486.1 3774424 1.82E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2031 ALL 476506.1 3774424 2.08E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2032 ALL 476526.1 3774424 2.17E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2033 ALL 476546.1 3774424 2.04E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2034 ALL 476566.1 3774424 1.78E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2035 ALL 476586.1 3774424 1.51E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2036 ALL 476606.1 3774424 1.29E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2037 ALL 476626.1 3774424 1.11E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2038 ALL 476646.1 3774424 9.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2039 ALL 476666.1 3774424 8.48E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2040 ALL 476686.1 3774424 7.47E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2041 ALL 476706.1 3774424 6.63E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2042 ALL 476726.1 3774424 5.92E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2043 ALL 476746.1 3774424 5.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2044 ALL 476766.1 3774424 4.79E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2045 ALL 476786.1 3774424 4.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2046 ALL 476806.1 3774424 3.94E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2047 ALL 476826.1 3774424 3.60E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2048 ALL 476846.1 3774424 3.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2049 ALL 476866.1 3774424 3.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2050 ALL 476886.1 3774424 2.81E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2051 ALL 476906.1 3774424 2.61E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2052 ALL 476926.1 3774424 2.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2053 ALL 476946.1 3774424 2.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2054 ALL 476966.1 3774424 2.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2055 ALL 476986.1 3774424 1.98E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2056 ALL 477006.1 3774424 1.86E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2057 ALL 477026.1 3774424 1.75E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2058 ALL 477046.1 3774424 1.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2059 ALL 477066.1 3774424 1.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2060 ALL 477086.1 3774424 1.48E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2061 ALL 477106.1 3774424 1.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2062 ALL 477126.1 3774424 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2063 ALL 477146.1 3774424 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2064 ALL 477166.1 3774424 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2065 ALL 477186.1 3774424 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2066 ALL 477206.1 3774424 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2067 ALL 477226.1 3774424 1.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2068 ALL 477246.1 3774424 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2069 ALL 477266.1 3774424 1.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2070 ALL 477286.1 3774424 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2071 ALL 477306.1 3774424 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2072 ALL 477326.1 3774424 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2073 ALL 477346.1 3774424 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2074 ALL 477366.1 3774424 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2075 ALL 477386.1 3774424 1.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2076 ALL 477406.1 3774424 9.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2077 ALL 477426.1 3774424 9.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2078 ALL 477446.1 3774424 9.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2079 ALL 477466.1 3774424 8.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2080 ALL 477486.1 3774424 8.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2081 ALL 477506.1 3774424 8.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2082 ALL 477526.1 3774424 8.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2083 ALL 475946.1 3774444 8.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2084 ALL 475966.1 3774444 8.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2085 ALL 475986.1 3774444 8.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2086 ALL 476006.1 3774444 9.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2087 ALL 476026.1 3774444 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2088 ALL 476046.1 3774444 1.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2089 ALL 476066.1 3774444 1.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2090 ALL 476086.1 3774444 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2091 ALL 476106.1 3774444 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2092 ALL 476126.1 3774444 1.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2093 ALL 476146.1 3774444 1.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2094 ALL 476166.1 3774444 1.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2095 ALL 476186.1 3774444 1.85E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2096 ALL 476206.1 3774444 2.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2097 ALL 476226.1 3774444 2.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2098 ALL 476246.1 3774444 2.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2099 ALL 476266.1 3774444 2.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2100 ALL 476286.1 3774444 3.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2101 ALL 476306.1 3774444 3.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2102 ALL 476326.1 3774444 3.93E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2103 ALL 476346.1 3774444 4.50E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2104 ALL 476366.1 3774444 5.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2105 ALL 476386.1 3774444 6.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2106 ALL 476406.1 3774444 7.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2107 ALL 476426.1 3774444 8.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2108 ALL 476446.1 3774444 9.88E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2109 ALL 476466.1 3774444 1.15E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2110 ALL 476486.1 3774444 1.31E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2111 ALL 476506.1 3774444 1.43E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2112 ALL 476526.1 3774444 1.47E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2113 ALL 476546.1 3774444 1.41E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2114 ALL 476566.1 3774444 1.29E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2115 ALL 476586.1 3774444 1.14E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2116 ALL 476606.1 3774444 9.94E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2117 ALL 476626.1 3774444 8.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2118 ALL 476646.1 3774444 7.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2119 ALL 476666.1 3774444 6.88E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2120 ALL 476686.1 3774444 6.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2121 ALL 476706.1 3774444 5.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2122 ALL 476726.1 3774444 5.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2123 ALL 476746.1 3774444 4.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2124 ALL 476766.1 3774444 4.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2125 ALL 476786.1 3774444 3.83E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2126 ALL 476806.1 3774444 3.51E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2127 ALL 476826.1 3774444 3.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2128 ALL 476846.1 3774444 2.99E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2129 ALL 476866.1 3774444 2.77E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2130 ALL 476886.1 3774444 2.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2131 ALL 476906.1 3774444 2.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2132 ALL 476926.1 3774444 2.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2133 ALL 476946.1 3774444 2.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2134 ALL 476966.1 3774444 1.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2135 ALL 476986.1 3774444 1.85E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2136 ALL 477006.1 3774444 1.75E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2137 ALL 477026.1 3774444 1.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2138 ALL 477046.1 3774444 1.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2139 ALL 477066.1 3774444 1.48E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2140 ALL 477086.1 3774444 1.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2141 ALL 477106.1 3774444 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2142 ALL 477126.1 3774444 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2143 ALL 477146.1 3774444 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2144 ALL 477166.1 3774444 1.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2145 ALL 477186.1 3774444 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2146 ALL 477206.1 3774444 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2147 ALL 477226.1 3774444 1.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2148 ALL 477246.1 3774444 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2149 ALL 477266.1 3774444 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2150 ALL 477286.1 3774444 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2151 ALL 477306.1 3774444 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2152 ALL 477326.1 3774444 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2153 ALL 477346.1 3774444 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2154 ALL 477366.1 3774444 9.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2155 ALL 477386.1 3774444 9.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2156 ALL 477406.1 3774444 9.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2157 ALL 477426.1 3774444 8.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2158 ALL 477446.1 3774444 8.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2159 ALL 477466.1 3774444 8.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2160 ALL 477486.1 3774444 8.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2161 ALL 477506.1 3774444 7.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2162 ALL 477526.1 3774444 7.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2163 ALL 475946.1 3774464 7.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2164 ALL 475966.1 3774464 8.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2165 ALL 475986.1 3774464 8.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2166 ALL 476006.1 3774464 9.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2167 ALL 476026.1 3774464 9.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2168 ALL 476046.1 3774464 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2169 ALL 476066.1 3774464 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2170 ALL 476086.1 3774464 1.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2171 ALL 476106.1 3774464 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2172 ALL 476126.1 3774464 1.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2173 ALL 476146.1 3774464 1.50E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2174 ALL 476166.1 3774464 1.63E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2175 ALL 476186.1 3774464 1.77E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2176 ALL 476206.1 3774464 1.93E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2177 ALL 476226.1 3774464 2.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2178 ALL 476246.1 3774464 2.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2179 ALL 476266.1 3774464 2.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2180 ALL 476286.1 3774464 2.87E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2181 ALL 476306.1 3774464 3.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2182 ALL 476326.1 3774464 3.61E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2183 ALL 476346.1 3774464 4.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2184 ALL 476366.1 3774464 4.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2185 ALL 476386.1 3774464 5.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2186 ALL 476406.1 3774464 6.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2187 ALL 476426.1 3774464 6.99E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2188 ALL 476446.1 3774464 8.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2189 ALL 476466.1 3774464 9.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2190 ALL 476486.1 3774464 9.89E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2191 ALL 476506.1 3774464 1.05E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2192 ALL 476526.1 3774464 1.07E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2193 ALL 476546.1 3774464 1.04E-04 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2194 ALL 476566.1 3774464 9.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2195 ALL 476586.1 3774464 8.86E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2196 ALL 476606.1 3774464 7.95E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2197 ALL 476626.1 3774464 7.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2198 ALL 476646.1 3774464 6.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2199 ALL 476666.1 3774464 5.72E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2200 ALL 476686.1 3774464 5.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2201 ALL 476706.1 3774464 4.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2202 ALL 476726.1 3774464 4.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2203 ALL 476746.1 3774464 3.95E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2204 ALL 476766.1 3774464 3.64E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2205 ALL 476786.1 3774464 3.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2206 ALL 476806.1 3774464 3.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2207 ALL 476826.1 3774464 2.89E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2208 ALL 476846.1 3774464 2.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2209 ALL 476866.1 3774464 2.51E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2210 ALL 476886.1 3774464 2.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2211 ALL 476906.1 3774464 2.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2212 ALL 476926.1 3774464 2.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2213 ALL 476946.1 3774464 1.94E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2214 ALL 476966.1 3774464 1.83E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2215 ALL 476986.1 3774464 1.72E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2216 ALL 477006.1 3774464 1.63E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2217 ALL 477026.1 3774464 1.55E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2218 ALL 477046.1 3774464 1.47E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2219 ALL 477066.1 3774464 1.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2220 ALL 477086.1 3774464 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2221 ALL 477106.1 3774464 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2222 ALL 477126.1 3774464 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2223 ALL 477146.1 3774464 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2224 ALL 477166.1 3774464 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2225 ALL 477186.1 3774464 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2226 ALL 477206.1 3774464 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2227 ALL 477226.1 3774464 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2228 ALL 477246.1 3774464 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2229 ALL 477266.1 3774464 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2230 ALL 477286.1 3774464 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2231 ALL 477306.1 3774464 1.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2232 ALL 477326.1 3774464 9.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2233 ALL 477346.1 3774464 9.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2234 ALL 477366.1 3774464 9.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2235 ALL 477386.1 3774464 8.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2236 ALL 477406.1 3774464 8.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2237 ALL 477426.1 3774464 8.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2238 ALL 477446.1 3774464 8.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2239 ALL 477466.1 3774464 7.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2240 ALL 477486.1 3774464 7.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2241 ALL 477506.1 3774464 7.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2242 ALL 477526.1 3774464 7.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2243 ALL 475946.1 3774484 7.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2244 ALL 475966.1 3774484 8.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2245 ALL 475986.1 3774484 8.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2246 ALL 476006.1 3774484 9.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2247 ALL 476026.1 3774484 9.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2248 ALL 476046.1 3774484 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2249 ALL 476066.1 3774484 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2250 ALL 476086.1 3774484 1.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2251 ALL 476106.1 3774484 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2252 ALL 476126.1 3774484 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2253 ALL 476146.1 3774484 1.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2254 ALL 476166.1 3774484 1.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2255 ALL 476186.1 3774484 1.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2256 ALL 476206.1 3774484 1.84E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2257 ALL 476226.1 3774484 2.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2258 ALL 476246.1 3774484 2.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2259 ALL 476266.1 3774484 2.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2260 ALL 476286.1 3774484 2.68E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2261 ALL 476306.1 3774484 2.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2262 ALL 476326.1 3774484 3.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2263 ALL 476346.1 3774484 3.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2264 ALL 476366.1 3774484 4.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2265 ALL 476386.1 3774484 4.66E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2266 ALL 476406.1 3774484 5.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2267 ALL 476426.1 3774484 5.89E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2268 ALL 476446.1 3774484 6.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2269 ALL 476466.1 3774484 7.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2270 ALL 476486.1 3774484 7.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2271 ALL 476506.1 3774484 8.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2272 ALL 476526.1 3774484 8.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2273 ALL 476546.1 3774484 8.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2274 ALL 476566.1 3774484 7.63E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2275 ALL 476586.1 3774484 7.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2276 ALL 476606.1 3774484 6.50E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2277 ALL 476626.1 3774484 5.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2278 ALL 476646.1 3774484 5.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2279 ALL 476666.1 3774484 4.86E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2280 ALL 476686.1 3774484 4.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2281 ALL 476706.1 3774484 4.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2282 ALL 476726.1 3774484 3.72E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2283 ALL 476746.1 3774484 3.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2284 ALL 476766.1 3774484 3.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2285 ALL 476786.1 3774484 2.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2286 ALL 476806.1 3774484 2.76E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2287 ALL 476826.1 3774484 2.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2288 ALL 476846.1 3774484 2.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2289 ALL 476866.1 3774484 2.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2290 ALL 476886.1 3774484 2.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2291 ALL 476906.1 3774484 2.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2292 ALL 476926.1 3774484 1.89E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2293 ALL 476946.1 3774484 1.79E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2294 ALL 476966.1 3774484 1.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2295 ALL 476986.1 3774484 1.60E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2296 ALL 477006.1 3774484 1.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2297 ALL 477026.1 3774484 1.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2298 ALL 477046.1 3774484 1.37E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2299 ALL 477066.1 3774484 1.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2300 ALL 477086.1 3774484 1.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2301 ALL 477106.1 3774484 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2302 ALL 477126.1 3774484 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2303 ALL 477146.1 3774484 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2304 ALL 477166.1 3774484 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2305 ALL 477186.1 3774484 1.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2306 ALL 477206.1 3774484 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2307 ALL 477226.1 3774484 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2308 ALL 477246.1 3774484 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2309 ALL 477266.1 3774484 9.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2310 ALL 477286.1 3774484 9.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2311 ALL 477306.1 3774484 9.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2312 ALL 477326.1 3774484 9.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2313 ALL 477346.1 3774484 8.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2314 ALL 477366.1 3774484 8.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2315 ALL 477386.1 3774484 8.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2316 ALL 477406.1 3774484 8.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2317 ALL 477426.1 3774484 7.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2318 ALL 477446.1 3774484 7.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2319 ALL 477466.1 3774484 7.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2320 ALL 477486.1 3774484 7.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2321 ALL 477506.1 3774484 7.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2322 ALL 477526.1 3774484 7.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2323 ALL 475946.1 3774504 7.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2324 ALL 475966.1 3774504 7.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2325 ALL 475986.1 3774504 8.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2326 ALL 476006.1 3774504 8.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2327 ALL 476026.1 3774504 9.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2328 ALL 476046.1 3774504 9.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2329 ALL 476066.1 3774504 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2330 ALL 476086.1 3774504 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2331 ALL 476106.1 3774504 1.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2332 ALL 476126.1 3774504 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2333 ALL 476146.1 3774504 1.38E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2334 ALL 476166.1 3774504 1.49E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2335 ALL 476186.1 3774504 1.61E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2336 ALL 476206.1 3774504 1.75E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2337 ALL 476226.1 3774504 1.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2338 ALL 476246.1 3774504 2.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2339 ALL 476266.1 3774504 2.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2340 ALL 476286.1 3774504 2.49E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2341 ALL 476306.1 3774504 2.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2342 ALL 476326.1 3774504 3.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2343 ALL 476346.1 3774504 3.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2344 ALL 476366.1 3774504 3.71E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2345 ALL 476386.1 3774504 4.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2346 ALL 476406.1 3774504 4.54E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2347 ALL 476426.1 3774504 5.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2348 ALL 476446.1 3774504 5.47E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2349 ALL 476466.1 3774504 5.88E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2350 ALL 476486.1 3774504 6.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2351 ALL 476506.1 3774504 6.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2352 ALL 476526.1 3774504 6.51E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2353 ALL 476546.1 3774504 6.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2354 ALL 476566.1 3774504 6.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2355 ALL 476586.1 3774504 5.81E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2356 ALL 476606.1 3774504 5.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2357 ALL 476626.1 3774504 4.99E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2358 ALL 476646.1 3774504 4.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2359 ALL 476666.1 3774504 4.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2360 ALL 476686.1 3774504 3.85E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2361 ALL 476706.1 3774504 3.53E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2362 ALL 476726.1 3774504 3.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2363 ALL 476746.1 3774504 3.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2364 ALL 476766.1 3774504 2.82E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2365 ALL 476786.1 3774504 2.64E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2366 ALL 476806.1 3774504 2.47E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2367 ALL 476826.1 3774504 2.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2368 ALL 476846.1 3774504 2.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2369 ALL 476866.1 3774504 2.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2370 ALL 476886.1 3774504 1.93E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2371 ALL 476906.1 3774504 1.83E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2372 ALL 476926.1 3774504 1.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2373 ALL 476946.1 3774504 1.64E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2374 ALL 476966.1 3774504 1.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2375 ALL 476986.1 3774504 1.48E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2376 ALL 477006.1 3774504 1.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2377 ALL 477026.1 3774504 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2378 ALL 477046.1 3774504 1.28E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2379 ALL 477066.1 3774504 1.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2380 ALL 477086.1 3774504 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2381 ALL 477106.1 3774504 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2382 ALL 477126.1 3774504 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2383 ALL 477146.1 3774504 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2384 ALL 477166.1 3774504 9.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2385 ALL 477186.1 3774504 9.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2386 ALL 477206.1 3774504 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2387 ALL 477226.1 3774504 9.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2388 ALL 477246.1 3774504 9.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2389 ALL 477266.1 3774504 9.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2390 ALL 477286.1 3774504 8.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2391 ALL 477306.1 3774504 8.68E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2392 ALL 477326.1 3774504 8.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2393 ALL 477346.1 3774504 8.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2394 ALL 477366.1 3774504 8.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2395 ALL 477386.1 3774504 7.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2396 ALL 477406.1 3774504 7.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2397 ALL 477426.1 3774504 7.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2398 ALL 477446.1 3774504 7.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2399 ALL 477466.1 3774504 7.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2400 ALL 477486.1 3774504 6.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2401 ALL 477506.1 3774504 6.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2402 ALL 477526.1 3774504 6.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2403 ALL 475946.1 3774524 7.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2404 ALL 475966.1 3774524 7.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2405 ALL 475986.1 3774524 8.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2406 ALL 476006.1 3774524 8.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2407 ALL 476026.1 3774524 9.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2408 ALL 476046.1 3774524 9.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2409 ALL 476066.1 3774524 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2410 ALL 476086.1 3774524 1.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2411 ALL 476106.1 3774524 1.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2412 ALL 476126.1 3774524 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2413 ALL 476146.1 3774524 1.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2414 ALL 476166.1 3774524 1.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2415 ALL 476186.1 3774524 1.54E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2416 ALL 476206.1 3774524 1.66E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2417 ALL 476226.1 3774524 1.79E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2418 ALL 476246.1 3774524 1.94E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2419 ALL 476266.1 3774524 2.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2420 ALL 476286.1 3774524 2.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2421 ALL 476306.1 3774524 2.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2422 ALL 476326.1 3774524 2.77E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2423 ALL 476346.1 3774524 3.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2424 ALL 476366.1 3774524 3.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2425 ALL 476386.1 3774524 3.63E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2426 ALL 476406.1 3774524 3.95E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2427 ALL 476426.1 3774524 4.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2428 ALL 476446.1 3774524 4.62E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2429 ALL 476466.1 3774524 4.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2430 ALL 476486.1 3774524 5.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2431 ALL 476506.1 3774524 5.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2432 ALL 476526.1 3774524 5.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2433 ALL 476546.1 3774524 5.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2434 ALL 476566.1 3774524 5.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2435 ALL 476586.1 3774524 4.85E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2436 ALL 476606.1 3774524 4.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2437 ALL 476626.1 3774524 4.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2438 ALL 476646.1 3774524 3.96E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2439 ALL 476666.1 3774524 3.66E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2440 ALL 476686.1 3774524 3.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2441 ALL 476706.1 3774524 3.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2442 ALL 476726.1 3774524 2.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2443 ALL 476746.1 3774524 2.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2444 ALL 476766.1 3774524 2.53E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2445 ALL 476786.1 3774524 2.37E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2446 ALL 476806.1 3774524 2.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2447 ALL 476826.1 3774524 2.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2448 ALL 476846.1 3774524 1.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2449 ALL 476866.1 3774524 1.86E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2450 ALL 476886.1 3774524 1.76E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2451 ALL 476906.1 3774524 1.67E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2452 ALL 476926.1 3774524 1.59E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2453 ALL 476946.1 3774524 1.51E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2454 ALL 476966.1 3774524 1.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2455 ALL 476986.1 3774524 1.37E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2456 ALL 477006.1 3774524 1.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2457 ALL 477026.1 3774524 1.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2458 ALL 477046.1 3774524 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2459 ALL 477066.1 3774524 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2460 ALL 477086.1 3774524 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2461 ALL 477106.1 3774524 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2462 ALL 477126.1 3774524 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2463 ALL 477146.1 3774524 9.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2464 ALL 477166.1 3774524 9.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2465 ALL 477186.1 3774524 8.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2466 ALL 477206.1 3774524 9.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2467 ALL 477226.1 3774524 8.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2468 ALL 477246.1 3774524 8.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2469 ALL 477266.1 3774524 8.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2470 ALL 477286.1 3774524 8.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2471 ALL 477306.1 3774524 8.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2472 ALL 477326.1 3774524 7.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2473 ALL 477346.1 3774524 7.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2474 ALL 477366.1 3774524 7.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2475 ALL 477386.1 3774524 7.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2476 ALL 477406.1 3774524 7.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2477 ALL 477426.1 3774524 6.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2478 ALL 477446.1 3774524 6.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2479 ALL 477466.1 3774524 6.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2480 ALL 477486.1 3774524 6.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2481 ALL 477506.1 3774524 6.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2482 ALL 477526.1 3774524 6.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2483 ALL 475946.1 3774544 7.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2484 ALL 475966.1 3774544 7.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2485 ALL 475986.1 3774544 7.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2486 ALL 476006.1 3774544 8.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2487 ALL 476026.1 3774544 8.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2488 ALL 476046.1 3774544 9.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2489 ALL 476066.1 3774544 9.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2490 ALL 476086.1 3774544 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2491 ALL 476106.1 3774544 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2492 ALL 476126.1 3774544 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2493 ALL 476146.1 3774544 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2494 ALL 476166.1 3774544 1.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2495 ALL 476186.1 3774544 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2496 ALL 476206.1 3774544 1.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2497 ALL 476226.1 3774544 1.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2498 ALL 476246.1 3774544 1.83E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2499 ALL 476266.1 3774544 1.98E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2500 ALL 476286.1 3774544 2.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2501 ALL 476306.1 3774544 2.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2502 ALL 476326.1 3774544 2.53E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2503 ALL 476346.1 3774544 2.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2504 ALL 476366.1 3774544 2.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2505 ALL 476386.1 3774544 3.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2506 ALL 476406.1 3774544 3.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2507 ALL 476426.1 3774544 3.71E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2508 ALL 476446.1 3774544 3.95E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2509 ALL 476466.1 3774544 4.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2510 ALL 476486.1 3774544 4.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2511 ALL 476506.1 3774544 4.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2512 ALL 476526.1 3774544 4.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2513 ALL 476546.1 3774544 4.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2514 ALL 476566.1 3774544 4.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2515 ALL 476586.1 3774544 4.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2516 ALL 476606.1 3774544 3.91E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2517 ALL 476626.1 3774544 3.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2518 ALL 476646.1 3774544 3.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2519 ALL 476666.1 3774544 3.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2520 ALL 476686.1 3774544 3.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2521 ALL 476706.1 3774544 2.80E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2522 ALL 476726.1 3774544 2.61E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2523 ALL 476746.1 3774544 2.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2524 ALL 476766.1 3774544 2.28E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2525 ALL 476786.1 3774544 2.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2526 ALL 476806.1 3774544 2.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2527 ALL 476826.1 3774544 1.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2528 ALL 476846.1 3774544 1.79E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2529 ALL 476866.1 3774544 1.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2530 ALL 476886.1 3774544 1.61E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2531 ALL 476906.1 3774544 1.53E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2532 ALL 476926.1 3774544 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2533 ALL 476946.1 3774544 1.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2534 ALL 476966.1 3774544 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2535 ALL 476986.1 3774544 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2536 ALL 477006.1 3774544 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2537 ALL 477026.1 3774544 1.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2538 ALL 477046.1 3774544 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2539 ALL 477066.1 3774544 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2540 ALL 477086.1 3774544 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2541 ALL 477106.1 3774544 9.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2542 ALL 477126.1 3774544 9.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2543 ALL 477146.1 3774544 9.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2544 ALL 477166.1 3774544 8.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2545 ALL 477186.1 3774544 8.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2546 ALL 477206.1 3774544 8.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2547 ALL 477226.1 3774544 8.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2548 ALL 477246.1 3774544 8.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2549 ALL 477266.1 3774544 7.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2550 ALL 477286.1 3774544 7.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2551 ALL 477306.1 3774544 7.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2552 ALL 477326.1 3774544 7.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2553 ALL 477346.1 3774544 7.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2554 ALL 477366.1 3774544 6.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2555 ALL 477386.1 3774544 6.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2556 ALL 477406.1 3774544 6.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2557 ALL 477426.1 3774544 6.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2558 ALL 477446.1 3774544 6.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2559 ALL 477466.1 3774544 6.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2560 ALL 477486.1 3774544 6.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2561 ALL 477506.1 3774544 5.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2562 ALL 477526.1 3774544 5.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2563 ALL 475946.1 3774564 6.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2564 ALL 475966.1 3774564 7.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2565 ALL 475986.1 3774564 7.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2566 ALL 476006.1 3774564 8.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2567 ALL 476026.1 3774564 8.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2568 ALL 476046.1 3774564 9.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2569 ALL 476066.1 3774564 9.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2570 ALL 476086.1 3774564 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2571 ALL 476106.1 3774564 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2572 ALL 476126.1 3774564 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2573 ALL 476146.1 3774564 1.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2574 ALL 476166.1 3774564 1.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2575 ALL 476186.1 3774564 1.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2576 ALL 476206.1 3774564 1.49E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2577 ALL 476226.1 3774564 1.60E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2578 ALL 476246.1 3774564 1.72E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2579 ALL 476266.1 3774564 1.85E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2580 ALL 476286.1 3774564 1.99E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2581 ALL 476306.1 3774564 2.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2582 ALL 476326.1 3774564 2.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2583 ALL 476346.1 3774564 2.49E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2584 ALL 476366.1 3774564 2.67E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2585 ALL 476386.1 3774564 2.86E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2586 ALL 476406.1 3774564 3.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2587 ALL 476426.1 3774564 3.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2588 ALL 476446.1 3774564 3.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2589 ALL 476466.1 3774564 3.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2590 ALL 476486.1 3774564 3.67E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2591 ALL 476506.1 3774564 3.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2592 ALL 476526.1 3774564 3.76E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2593 ALL 476546.1 3774564 3.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2594 ALL 476566.1 3774564 3.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2595 ALL 476586.1 3774564 3.53E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2596 ALL 476606.1 3774564 3.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2597 ALL 476626.1 3774564 3.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2598 ALL 476646.1 3774564 3.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2599 ALL 476666.1 3774564 2.87E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2600 ALL 476686.1 3774564 2.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2601 ALL 476706.1 3774564 2.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2602 ALL 476726.1 3774564 2.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2603 ALL 476746.1 3774564 2.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2604 ALL 476766.1 3774564 2.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2605 ALL 476786.1 3774564 1.96E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2606 ALL 476806.1 3774564 1.84E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2607 ALL 476826.1 3774564 1.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2608 ALL 476846.1 3774564 1.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2609 ALL 476866.1 3774564 1.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2610 ALL 476886.1 3774564 1.49E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2611 ALL 476906.1 3774564 1.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2612 ALL 476926.1 3774564 1.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2613 ALL 476946.1 3774564 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2614 ALL 476966.1 3774564 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2615 ALL 476986.1 3774564 1.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2616 ALL 477006.1 3774564 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2617 ALL 477026.1 3774564 1.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2618 ALL 477046.1 3774564 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2619 ALL 477066.1 3774564 1.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2620 ALL 477086.1 3774564 9.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2621 ALL 477106.1 3774564 9.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2622 ALL 477126.1 3774564 8.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2623 ALL 477146.1 3774564 8.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2624 ALL 477166.1 3774564 8.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2625 ALL 477186.1 3774564 8.01E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2626 ALL 477206.1 3774564 7.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2627 ALL 477226.1 3774564 7.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2628 ALL 477246.1 3774564 7.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2629 ALL 477266.1 3774564 7.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2630 ALL 477286.1 3774564 7.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2631 ALL 477306.1 3774564 6.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2632 ALL 477326.1 3774564 6.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2633 ALL 477346.1 3774564 6.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2634 ALL 477366.1 3774564 6.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2635 ALL 477386.1 3774564 6.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2636 ALL 477406.1 3774564 6.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2637 ALL 477426.1 3774564 6.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2638 ALL 477446.1 3774564 5.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2639 ALL 477466.1 3774564 5.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2640 ALL 477486.1 3774564 5.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2641 ALL 477506.1 3774564 5.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2642 ALL 477526.1 3774564 5.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2643 ALL 475946.1 3774584 6.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2644 ALL 475966.1 3774584 7.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2645 ALL 475986.1 3774584 7.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2646 ALL 476006.1 3774584 7.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2647 ALL 476026.1 3774584 8.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2648 ALL 476046.1 3774584 8.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2649 ALL 476066.1 3774584 9.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2650 ALL 476086.1 3774584 9.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2651 ALL 476106.1 3774584 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2652 ALL 476126.1 3774584 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2653 ALL 476146.1 3774584 1.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2654 ALL 476166.1 3774584 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2655 ALL 476186.1 3774584 1.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2656 ALL 476206.1 3774584 1.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2657 ALL 476226.1 3774584 1.51E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2658 ALL 476246.1 3774584 1.61E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2659 ALL 476266.1 3774584 1.72E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2660 ALL 476286.1 3774584 1.84E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2661 ALL 476306.1 3774584 1.98E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2662 ALL 476326.1 3774584 2.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2663 ALL 476346.1 3774584 2.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2664 ALL 476366.1 3774584 2.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2665 ALL 476386.1 3774584 2.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2666 ALL 476406.1 3774584 2.71E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2667 ALL 476426.1 3774584 2.86E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2668 ALL 476446.1 3774584 2.99E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2669 ALL 476466.1 3774584 3.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2670 ALL 476486.1 3774584 3.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2671 ALL 476506.1 3774584 3.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2672 ALL 476526.1 3774584 3.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2673 ALL 476546.1 3774584 3.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2674 ALL 476566.1 3774584 3.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2675 ALL 476586.1 3774584 3.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2676 ALL 476606.1 3774584 2.96E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2677 ALL 476626.1 3774584 2.84E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2678 ALL 476646.1 3774584 2.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2679 ALL 476666.1 3774584 2.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2680 ALL 476686.1 3774584 2.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2681 ALL 476706.1 3774584 2.28E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2682 ALL 476726.1 3774584 2.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2683 ALL 476746.1 3774584 2.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2684 ALL 476766.1 3774584 1.90E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2685 ALL 476786.1 3774584 1.80E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2686 ALL 476806.1 3774584 1.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2687 ALL 476826.1 3774584 1.60E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2688 ALL 476846.1 3774584 1.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2689 ALL 476866.1 3774584 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2690 ALL 476886.1 3774584 1.38E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2691 ALL 476906.1 3774584 1.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2692 ALL 476926.1 3774584 1.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2693 ALL 476946.1 3774584 1.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2694 ALL 476966.1 3774584 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2695 ALL 476986.1 3774584 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2696 ALL 477006.1 3774584 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2697 ALL 477026.1 3774584 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2698 ALL 477046.1 3774584 9.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2699 ALL 477066.1 3774584 9.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2700 ALL 477086.1 3774584 9.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2701 ALL 477106.1 3774584 8.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2702 ALL 477126.1 3774584 8.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2703 ALL 477146.1 3774584 8.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2704 ALL 477166.1 3774584 7.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2705 ALL 477186.1 3774584 7.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2706 ALL 477206.1 3774584 7.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2707 ALL 477226.1 3774584 6.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2708 ALL 477246.1 3774584 6.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2709 ALL 477266.1 3774584 6.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2710 ALL 477286.1 3774584 6.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2711 ALL 477306.1 3774584 6.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2712 ALL 477326.1 3774584 6.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2713 ALL 477346.1 3774584 6.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2714 ALL 477366.1 3774584 5.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2715 ALL 477386.1 3774584 5.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2716 ALL 477406.1 3774584 5.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2717 ALL 477426.1 3774584 5.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2718 ALL 477446.1 3774584 5.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2719 ALL 477466.1 3774584 5.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2720 ALL 477486.1 3774584 5.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2721 ALL 477506.1 3774584 5.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2722 ALL 477526.1 3774584 5.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2723 ALL 475946.1 3774604 6.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2724 ALL 475966.1 3774604 6.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2725 ALL 475986.1 3774604 7.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2726 ALL 476006.1 3774604 7.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2727 ALL 476026.1 3774604 8.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2728 ALL 476046.1 3774604 8.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2729 ALL 476066.1 3774604 8.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2730 ALL 476086.1 3774604 9.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2731 ALL 476106.1 3774604 9.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2732 ALL 476126.1 3774604 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2733 ALL 476146.1 3774604 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2734 ALL 476166.1 3774604 1.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2735 ALL 476186.1 3774604 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2736 ALL 476206.1 3774604 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2737 ALL 476226.1 3774604 1.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2738 ALL 476246.1 3774604 1.51E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2739 ALL 476266.1 3774604 1.61E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2740 ALL 476286.1 3774604 1.71E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2741 ALL 476306.1 3774604 1.83E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2742 ALL 476326.1 3774604 1.94E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2743 ALL 476346.1 3774604 2.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2744 ALL 476366.1 3774604 2.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2745 ALL 476386.1 3774604 2.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2746 ALL 476406.1 3774604 2.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2747 ALL 476426.1 3774604 2.53E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2748 ALL 476446.1 3774604 2.63E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2749 ALL 476466.1 3774604 2.72E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2750 ALL 476486.1 3774604 2.78E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2751 ALL 476506.1 3774604 2.81E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2752 ALL 476526.1 3774604 2.82E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2753 ALL 476546.1 3774604 2.81E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2754 ALL 476566.1 3774604 2.76E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2755 ALL 476586.1 3774604 2.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2756 ALL 476606.1 3774604 2.62E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2757 ALL 476626.1 3774604 2.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2758 ALL 476646.1 3774604 2.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2759 ALL 476666.1 3774604 2.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2760 ALL 476686.1 3774604 2.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2761 ALL 476706.1 3774604 2.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2762 ALL 476726.1 3774604 1.96E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2763 ALL 476746.1 3774604 1.85E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2764 ALL 476766.1 3774604 1.75E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2765 ALL 476786.1 3774604 1.66E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2766 ALL 476806.1 3774604 1.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2767 ALL 476826.1 3774604 1.49E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2768 ALL 476846.1 3774604 1.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2769 ALL 476866.1 3774604 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2770 ALL 476886.1 3774604 1.28E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2771 ALL 476906.1 3774604 1.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2772 ALL 476926.1 3774604 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2773 ALL 476946.1 3774604 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2774 ALL 476966.1 3774604 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2775 ALL 476986.1 3774604 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2776 ALL 477006.1 3774604 9.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2777 ALL 477026.1 3774604 9.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2778 ALL 477046.1 3774604 9.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2779 ALL 477066.1 3774604 8.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2780 ALL 477086.1 3774604 8.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2781 ALL 477106.1 3774604 8.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2782 ALL 477126.1 3774604 7.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2783 ALL 477146.1 3774604 7.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2784 ALL 477166.1 3774604 7.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2785 ALL 477186.1 3774604 7.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2786 ALL 477206.1 3774604 6.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2787 ALL 477226.1 3774604 6.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2788 ALL 477246.1 3774604 6.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2789 ALL 477266.1 3774604 6.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2790 ALL 477286.1 3774604 6.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2791 ALL 477306.1 3774604 5.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2792 ALL 477326.1 3774604 5.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2793 ALL 477346.1 3774604 5.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2794 ALL 477366.1 3774604 5.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2795 ALL 477386.1 3774604 5.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2796 ALL 477406.1 3774604 5.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2797 ALL 477426.1 3774604 5.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2798 ALL 477446.1 3774604 5.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2799 ALL 477466.1 3774604 4.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2800 ALL 477486.1 3774604 4.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2801 ALL 477506.1 3774604 4.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2802 ALL 477526.1 3774604 4.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2803 ALL 475946.1 3774624 6.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2804 ALL 475966.1 3774624 6.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2805 ALL 475986.1 3774624 7.01E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2806 ALL 476006.1 3774624 7.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2807 ALL 476026.1 3774624 7.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2808 ALL 476046.1 3774624 8.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2809 ALL 476066.1 3774624 8.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2810 ALL 476086.1 3774624 9.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2811 ALL 476106.1 3774624 9.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2812 ALL 476126.1 3774624 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2813 ALL 476146.1 3774624 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2814 ALL 476166.1 3774624 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2815 ALL 476186.1 3774624 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2816 ALL 476206.1 3774624 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2817 ALL 476226.1 3774624 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2818 ALL 476246.1 3774624 1.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2819 ALL 476266.1 3774624 1.50E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2820 ALL 476286.1 3774624 1.59E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2821 ALL 476306.1 3774624 1.69E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2822 ALL 476326.1 3774624 1.79E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2823 ALL 476346.1 3774624 1.89E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2824 ALL 476366.1 3774624 1.98E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2825 ALL 476386.1 3774624 2.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2826 ALL 476406.1 3774624 2.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2827 ALL 476426.1 3774624 2.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2828 ALL 476446.1 3774624 2.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2829 ALL 476466.1 3774624 2.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2830 ALL 476486.1 3774624 2.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2831 ALL 476506.1 3774624 2.48E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2832 ALL 476526.1 3774624 2.49E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2833 ALL 476546.1 3774624 2.47E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2834 ALL 476566.1 3774624 2.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2835 ALL 476586.1 3774624 2.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2836 ALL 476606.1 3774624 2.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2837 ALL 476626.1 3774624 2.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2838 ALL 476646.1 3774624 2.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2839 ALL 476666.1 3774624 2.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2840 ALL 476686.1 3774624 1.98E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2841 ALL 476706.1 3774624 1.89E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2842 ALL 476726.1 3774624 1.79E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2843 ALL 476746.1 3774624 1.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2844 ALL 476766.1 3774624 1.62E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2845 ALL 476786.1 3774624 1.54E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2846 ALL 476806.1 3774624 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2847 ALL 476826.1 3774624 1.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2848 ALL 476846.1 3774624 1.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2849 ALL 476866.1 3774624 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2850 ALL 476886.1 3774624 1.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2851 ALL 476906.1 3774624 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2852 ALL 476926.1 3774624 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2853 ALL 476946.1 3774624 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2854 ALL 476966.1 3774624 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2855 ALL 476986.1 3774624 9.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2856 ALL 477006.1 3774624 9.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2857 ALL 477026.1 3774624 8.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2858 ALL 477046.1 3774624 8.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2859 ALL 477066.1 3774624 8.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2860 ALL 477086.1 3774624 8.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2861 ALL 477106.1 3774624 7.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2862 ALL 477126.1 3774624 7.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2863 ALL 477146.1 3774624 7.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2864 ALL 477166.1 3774624 7.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2865 ALL 477186.1 3774624 6.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2866 ALL 477206.1 3774624 6.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2867 ALL 477226.1 3774624 5.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2868 ALL 477246.1 3774624 5.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2869 ALL 477266.1 3774624 5.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2870 ALL 477286.1 3774624 5.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2871 ALL 477306.1 3774624 5.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2872 ALL 477326.1 3774624 5.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2873 ALL 477346.1 3774624 5.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2874 ALL 477366.1 3774624 5.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2875 ALL 477386.1 3774624 5.01E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2876 ALL 477406.1 3774624 4.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2877 ALL 477426.1 3774624 4.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2878 ALL 477446.1 3774624 4.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2879 ALL 477466.1 3774624 4.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2880 ALL 477486.1 3774624 4.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2881 ALL 477506.1 3774624 4.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2882 ALL 477526.1 3774624 4.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2883 ALL 475946.1 3774644 6.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2884 ALL 475966.1 3774644 6.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2885 ALL 475986.1 3774644 6.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2886 ALL 476006.1 3774644 7.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2887 ALL 476026.1 3774644 7.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2888 ALL 476046.1 3774644 7.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2889 ALL 476066.1 3774644 8.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2890 ALL 476086.1 3774644 8.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2891 ALL 476106.1 3774644 9.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2892 ALL 476126.1 3774644 9.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2893 ALL 476146.1 3774644 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2894 ALL 476166.1 3774644 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2895 ALL 476186.1 3774644 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2896 ALL 476206.1 3774644 1.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2897 ALL 476226.1 3774644 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2898 ALL 476246.1 3774644 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2899 ALL 476266.1 3774644 1.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2900 ALL 476286.1 3774644 1.48E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2901 ALL 476306.1 3774644 1.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2902 ALL 476326.1 3774644 1.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2903 ALL 476346.1 3774644 1.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2904 ALL 476366.1 3774644 1.81E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2905 ALL 476386.1 3774644 1.89E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2906 ALL 476406.1 3774644 1.96E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2907 ALL 476426.1 3774644 2.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2908 ALL 476446.1 3774644 2.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2909 ALL 476466.1 3774644 2.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2910 ALL 476486.1 3774644 2.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2911 ALL 476506.1 3774644 2.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2912 ALL 476526.1 3774644 2.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2913 ALL 476546.1 3774644 2.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2914 ALL 476566.1 3774644 2.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2915 ALL 476586.1 3774644 2.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2916 ALL 476606.1 3774644 2.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2917 ALL 476626.1 3774644 2.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2918 ALL 476646.1 3774644 1.96E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2919 ALL 476666.1 3774644 1.88E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2920 ALL 476686.1 3774644 1.81E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2921 ALL 476706.1 3774644 1.73E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2922 ALL 476726.1 3774644 1.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2923 ALL 476746.1 3774644 1.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2924 ALL 476766.1 3774644 1.50E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2925 ALL 476786.1 3774644 1.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2926 ALL 476806.1 3774644 1.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2927 ALL 476826.1 3774644 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2928 ALL 476846.1 3774644 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2929 ALL 476866.1 3774644 1.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2930 ALL 476886.1 3774644 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2931 ALL 476906.1 3774644 1.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2932 ALL 476926.1 3774644 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2933 ALL 476946.1 3774644 9.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2934 ALL 476966.1 3774644 9.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2935 ALL 476986.1 3774644 9.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2936 ALL 477006.1 3774644 8.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2937 ALL 477026.1 3774644 8.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2938 ALL 477046.1 3774644 8.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2939 ALL 477066.1 3774644 7.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2940 ALL 477086.1 3774644 7.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2941 ALL 477106.1 3774644 7.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2942 ALL 477126.1 3774644 7.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2943 ALL 477146.1 3774644 6.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2944 ALL 477166.1 3774644 6.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2945 ALL 477186.1 3774644 6.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2946 ALL 477206.1 3774644 5.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2947 ALL 477226.1 3774644 5.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2948 ALL 477246.1 3774644 5.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2949 ALL 477266.1 3774644 5.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2950 ALL 477286.1 3774644 5.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2951 ALL 477306.1 3774644 5.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2952 ALL 477326.1 3774644 4.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2953 ALL 477346.1 3774644 4.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2954 ALL 477366.1 3774644 4.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2955 ALL 477386.1 3774644 4.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2956 ALL 477406.1 3774644 4.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2957 ALL 477426.1 3774644 4.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2958 ALL 477446.1 3774644 4.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2959 ALL 477466.1 3774644 4.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2960 ALL 477486.1 3774644 4.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2961 ALL 477506.1 3774644 4.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2962 ALL 477526.1 3774644 4.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2963 ALL 475946.1 3774664 6.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2964 ALL 475966.1 3774664 6.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2965 ALL 475986.1 3774664 6.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2966 ALL 476006.1 3774664 6.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2967 ALL 476026.1 3774664 7.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2968 ALL 476046.1 3774664 7.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2969 ALL 476066.1 3774664 7.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2970 ALL 476086.1 3774664 8.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2971 ALL 476106.1 3774664 8.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2972 ALL 476126.1 3774664 9.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2973 ALL 476146.1 3774664 9.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2974 ALL 476166.1 3774664 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2975 ALL 476186.1 3774664 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2976 ALL 476206.1 3774664 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2977 ALL 476226.1 3774664 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2978 ALL 476246.1 3774664 1.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2979 ALL 476266.1 3774664 1.32E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2980 ALL 476286.1 3774664 1.38E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2981 ALL 476306.1 3774664 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2982 ALL 476326.1 3774664 1.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2983 ALL 476346.1 3774664 1.59E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2984 ALL 476366.1 3774664 1.66E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2985 ALL 476386.1 3774664 1.72E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2986 ALL 476406.1 3774664 1.78E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2987 ALL 476426.1 3774664 1.84E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2988 ALL 476446.1 3774664 1.89E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2989 ALL 476466.1 3774664 1.93E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2990 ALL 476486.1 3774664 1.96E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2991 ALL 476506.1 3774664 1.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2992 ALL 476526.1 3774664 1.98E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2993 ALL 476546.1 3774664 1.97E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2994 ALL 476566.1 3774664 1.95E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2995 ALL 476586.1 3774664 1.92E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2996 ALL 476606.1 3774664 1.88E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2997 ALL 476626.1 3774664 1.83E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2998 ALL 476646.1 3774664 1.78E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2999 ALL 476666.1 3774664 1.72E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3000 ALL 476686.1 3774664 1.65E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3001 ALL 476706.1 3774664 1.59E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3002 ALL 476726.1 3774664 1.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3003 ALL 476746.1 3774664 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3004 ALL 476766.1 3774664 1.39E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3005 ALL 476786.1 3774664 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3006 ALL 476806.1 3774664 1.27E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3007 ALL 476826.1 3774664 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3008 ALL 476846.1 3774664 1.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3009 ALL 476866.1 3774664 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3010 ALL 476886.1 3774664 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3011 ALL 476906.1 3774664 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3012 ALL 476926.1 3774664 9.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3013 ALL 476946.1 3774664 9.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3014 ALL 476966.1 3774664 8.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3015 ALL 476986.1 3774664 8.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3016 ALL 477006.1 3774664 8.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3017 ALL 477026.1 3774664 8.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3018 ALL 477046.1 3774664 7.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3019 ALL 477066.1 3774664 7.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3020 ALL 477086.1 3774664 7.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3021 ALL 477106.1 3774664 6.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3022 ALL 477126.1 3774664 6.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3023 ALL 477146.1 3774664 6.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3024 ALL 477166.1 3774664 6.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3025 ALL 477186.1 3774664 6.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3026 ALL 477206.1 3774664 5.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3027 ALL 477226.1 3774664 5.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3028 ALL 477246.1 3774664 5.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3029 ALL 477266.1 3774664 4.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3030 ALL 477286.1 3774664 4.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3031 ALL 477306.1 3774664 4.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3032 ALL 477326.1 3774664 4.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3033 ALL 477346.1 3774664 4.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3034 ALL 477366.1 3774664 4.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3035 ALL 477386.1 3774664 4.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3036 ALL 477406.1 3774664 4.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3037 ALL 477426.1 3774664 4.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3038 ALL 477446.1 3774664 4.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3039 ALL 477466.1 3774664 4.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3040 ALL 477486.1 3774664 3.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3041 ALL 477506.1 3774664 3.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3042 ALL 477526.1 3774664 3.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3043 ALL 475946.1 3774684 5.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3044 ALL 475966.1 3774684 6.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3045 ALL 475986.1 3774684 6.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3046 ALL 476006.1 3774684 6.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3047 ALL 476026.1 3774684 7.01E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3048 ALL 476046.1 3774684 7.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3049 ALL 476066.1 3774684 7.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3050 ALL 476086.1 3774684 8.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3051 ALL 476106.1 3774684 8.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3052 ALL 476126.1 3774684 8.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3053 ALL 476146.1 3774684 9.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3054 ALL 476166.1 3774684 9.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3055 ALL 476186.1 3774684 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3056 ALL 476206.1 3774684 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3057 ALL 476226.1 3774684 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3058 ALL 476246.1 3774684 1.18E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3059 ALL 476266.1 3774684 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3060 ALL 476286.1 3774684 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3061 ALL 476306.1 3774684 1.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3062 ALL 476326.1 3774684 1.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3063 ALL 476346.1 3774684 1.47E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3064 ALL 476366.1 3774684 1.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3065 ALL 476386.1 3774684 1.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3066 ALL 476406.1 3774684 1.63E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3067 ALL 476426.1 3774684 1.67E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3068 ALL 476446.1 3774684 1.71E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3069 ALL 476466.1 3774684 1.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3070 ALL 476486.1 3774684 1.77E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3071 ALL 476506.1 3774684 1.78E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3072 ALL 476526.1 3774684 1.78E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3073 ALL 476546.1 3774684 1.78E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3074 ALL 476566.1 3774684 1.76E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3075 ALL 476586.1 3774684 1.74E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3076 ALL 476606.1 3774684 1.70E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3077 ALL 476626.1 3774684 1.66E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3078 ALL 476646.1 3774684 1.62E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3079 ALL 476666.1 3774684 1.57E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3080 ALL 476686.1 3774684 1.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3081 ALL 476706.1 3774684 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3082 ALL 476726.1 3774684 1.41E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3083 ALL 476746.1 3774684 1.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3084 ALL 476766.1 3774684 1.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3085 ALL 476786.1 3774684 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3086 ALL 476806.1 3774684 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3087 ALL 476826.1 3774684 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3088 ALL 476846.1 3774684 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3089 ALL 476866.1 3774684 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3090 ALL 476886.1 3774684 1.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3091 ALL 476906.1 3774684 9.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3092 ALL 476926.1 3774684 9.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3093 ALL 476946.1 3774684 8.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3094 ALL 476966.1 3774684 8.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3095 ALL 476986.1 3774684 8.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3096 ALL 477006.1 3774684 7.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3097 ALL 477026.1 3774684 7.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3098 ALL 477046.1 3774684 7.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3099 ALL 477066.1 3774684 7.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3100 ALL 477086.1 3774684 6.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3101 ALL 477106.1 3774684 6.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3102 ALL 477126.1 3774684 6.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3103 ALL 477146.1 3774684 6.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3104 ALL 477166.1 3774684 6.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3105 ALL 477186.1 3774684 5.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3106 ALL 477206.1 3774684 5.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3107 ALL 477226.1 3774684 4.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3108 ALL 477246.1 3774684 4.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3109 ALL 477266.1 3774684 4.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3110 ALL 477286.1 3774684 4.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3111 ALL 477306.1 3774684 4.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3112 ALL 477326.1 3774684 4.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3113 ALL 477346.1 3774684 4.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3114 ALL 477366.1 3774684 4.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3115 ALL 477386.1 3774684 4.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3116 ALL 477406.1 3774684 4.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3117 ALL 477426.1 3774684 3.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3118 ALL 477446.1 3774684 3.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3119 ALL 477466.1 3774684 3.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3120 ALL 477486.1 3774684 3.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3121 ALL 477506.1 3774684 3.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3122 ALL 477526.1 3774684 3.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3123 ALL 475946.1 3774704 5.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3124 ALL 475966.1 3774704 5.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3125 ALL 475986.1 3774704 6.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3126 ALL 476006.1 3774704 6.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3127 ALL 476026.1 3774704 6.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3128 ALL 476046.1 3774704 7.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3129 ALL 476066.1 3774704 7.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3130 ALL 476086.1 3774704 7.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3131 ALL 476106.1 3774704 8.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3132 ALL 476126.1 3774704 8.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3133 ALL 476146.1 3774704 8.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3134 ALL 476166.1 3774704 9.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3135 ALL 476186.1 3774704 9.68E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3136 ALL 476206.1 3774704 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3137 ALL 476226.1 3774704 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3138 ALL 476246.1 3774704 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3139 ALL 476266.1 3774704 1.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3140 ALL 476286.1 3774704 1.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3141 ALL 476306.1 3774704 1.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3142 ALL 476326.1 3774704 1.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3143 ALL 476346.1 3774704 1.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3144 ALL 476366.1 3774704 1.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3145 ALL 476386.1 3774704 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3146 ALL 476406.1 3774704 1.49E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3147 ALL 476426.1 3774704 1.53E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3148 ALL 476446.1 3774704 1.56E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3149 ALL 476466.1 3774704 1.59E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3150 ALL 476486.1 3774704 1.60E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3151 ALL 476506.1 3774704 1.62E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3152 ALL 476526.1 3774704 1.62E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3153 ALL 476546.1 3774704 1.61E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3154 ALL 476566.1 3774704 1.60E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3155 ALL 476586.1 3774704 1.58E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3156 ALL 476606.1 3774704 1.55E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3157 ALL 476626.1 3774704 1.52E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3158 ALL 476646.1 3774704 1.48E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3159 ALL 476666.1 3774704 1.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3160 ALL 476686.1 3774704 1.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3161 ALL 476706.1 3774704 1.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3162 ALL 476726.1 3774704 1.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3163 ALL 476746.1 3774704 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3164 ALL 476766.1 3774704 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3165 ALL 476786.1 3774704 1.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3166 ALL 476806.1 3774704 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3167 ALL 476826.1 3774704 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3168 ALL 476846.1 3774704 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3169 ALL 476866.1 3774704 9.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3170 ALL 476886.1 3774704 9.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3171 ALL 476906.1 3774704 9.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3172 ALL 476926.1 3774704 8.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3173 ALL 476946.1 3774704 8.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3174 ALL 476966.1 3774704 8.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3175 ALL 476986.1 3774704 7.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3176 ALL 477006.1 3774704 7.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3177 ALL 477026.1 3774704 7.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3178 ALL 477046.1 3774704 7.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3179 ALL 477066.1 3774704 6.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3180 ALL 477086.1 3774704 6.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3181 ALL 477106.1 3774704 6.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3182 ALL 477126.1 3774704 6.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3183 ALL 477146.1 3774704 5.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3184 ALL 477166.1 3774704 5.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3185 ALL 477186.1 3774704 5.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3186 ALL 477206.1 3774704 4.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3187 ALL 477226.1 3774704 4.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3188 ALL 477246.1 3774704 4.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3189 ALL 477266.1 3774704 4.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3190 ALL 477286.1 3774704 4.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3191 ALL 477306.1 3774704 4.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3192 ALL 477326.1 3774704 4.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3193 ALL 477346.1 3774704 3.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3194 ALL 477366.1 3774704 3.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3195 ALL 477386.1 3774704 3.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3196 ALL 477406.1 3774704 3.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3197 ALL 477426.1 3774704 3.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3198 ALL 477446.1 3774704 3.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3199 ALL 477466.1 3774704 3.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3200 ALL 477486.1 3774704 3.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3201 ALL 477506.1 3774704 3.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3202 ALL 477526.1 3774704 3.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3203 ALL 475946.1 3774724 5.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3204 ALL 475966.1 3774724 5.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3205 ALL 475986.1 3774724 6.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3206 ALL 476006.1 3774724 6.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3207 ALL 476026.1 3774724 6.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3208 ALL 476046.1 3774724 6.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3209 ALL 476066.1 3774724 7.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3210 ALL 476086.1 3774724 7.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3211 ALL 476106.1 3774724 7.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3212 ALL 476126.1 3774724 8.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3213 ALL 476146.1 3774724 8.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3214 ALL 476166.1 3774724 8.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3215 ALL 476186.1 3774724 9.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3216 ALL 476206.1 3774724 9.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3217 ALL 476226.1 3774724 1.00E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3218 ALL 476246.1 3774724 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3219 ALL 476266.1 3774724 1.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3220 ALL 476286.1 3774724 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3221 ALL 476306.1 3774724 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3222 ALL 476326.1 3774724 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3223 ALL 476346.1 3774724 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3224 ALL 476366.1 3774724 1.30E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3225 ALL 476386.1 3774724 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3226 ALL 476406.1 3774724 1.37E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3227 ALL 476426.1 3774724 1.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3228 ALL 476446.1 3774724 1.43E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3229 ALL 476466.1 3774724 1.45E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3230 ALL 476486.1 3774724 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3231 ALL 476506.1 3774724 1.47E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3232 ALL 476526.1 3774724 1.48E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3233 ALL 476546.1 3774724 1.47E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3234 ALL 476566.1 3774724 1.46E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3235 ALL 476586.1 3774724 1.44E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3236 ALL 476606.1 3774724 1.42E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3237 ALL 476626.1 3774724 1.40E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3238 ALL 476646.1 3774724 1.36E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3239 ALL 476666.1 3774724 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3240 ALL 476686.1 3774724 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3241 ALL 476706.1 3774724 1.25E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3242 ALL 476726.1 3774724 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3243 ALL 476746.1 3774724 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3244 ALL 476766.1 3774724 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3245 ALL 476786.1 3774724 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3246 ALL 476806.1 3774724 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3247 ALL 476826.1 3774724 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3248 ALL 476846.1 3774724 9.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3249 ALL 476866.1 3774724 9.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3250 ALL 476886.1 3774724 8.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3251 ALL 476906.1 3774724 8.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3252 ALL 476926.1 3774724 8.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3253 ALL 476946.1 3774724 8.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3254 ALL 476966.1 3774724 7.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3255 ALL 476986.1 3774724 7.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3256 ALL 477006.1 3774724 7.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3257 ALL 477026.1 3774724 6.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3258 ALL 477046.1 3774724 6.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3259 ALL 477066.1 3774724 6.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3260 ALL 477086.1 3774724 6.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3261 ALL 477106.1 3774724 6.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3262 ALL 477126.1 3774724 5.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3263 ALL 477146.1 3774724 5.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3264 ALL 477166.1 3774724 4.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3265 ALL 477186.1 3774724 4.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3266 ALL 477206.1 3774724 4.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3267 ALL 477226.1 3774724 4.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3268 ALL 477246.1 3774724 4.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3269 ALL 477266.1 3774724 4.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3270 ALL 477286.1 3774724 4.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3271 ALL 477306.1 3774724 3.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3272 ALL 477326.1 3774724 3.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3273 ALL 477346.1 3774724 3.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3274 ALL 477366.1 3774724 3.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3275 ALL 477386.1 3774724 3.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3276 ALL 477406.1 3774724 3.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3277 ALL 477426.1 3774724 3.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3278 ALL 477446.1 3774724 3.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3279 ALL 477466.1 3774724 3.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3280 ALL 477486.1 3774724 3.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3281 ALL 477506.1 3774724 3.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3282 ALL 477526.1 3774724 3.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3283 ALL 475946.1 3774744 5.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3284 ALL 475966.1 3774744 5.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3285 ALL 475986.1 3774744 5.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3286 ALL 476006.1 3774744 6.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3287 ALL 476026.1 3774744 6.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3288 ALL 476046.1 3774744 6.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3289 ALL 476066.1 3774744 6.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3290 ALL 476086.1 3774744 7.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3291 ALL 476106.1 3774744 7.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3292 ALL 476126.1 3774744 7.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3293 ALL 476146.1 3774744 8.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3294 ALL 476166.1 3774744 8.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3295 ALL 476186.1 3774744 8.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3296 ALL 476206.1 3774744 9.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3297 ALL 476226.1 3774744 9.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3298 ALL 476246.1 3774744 9.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3299 ALL 476266.1 3774744 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3300 ALL 476286.1 3774744 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3301 ALL 476306.1 3774744 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3302 ALL 476326.1 3774744 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3303 ALL 476346.1 3774744 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3304 ALL 476366.1 3774744 1.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3305 ALL 476386.1 3774744 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3306 ALL 476406.1 3774744 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3307 ALL 476426.1 3774744 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3308 ALL 476446.1 3774744 1.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3309 ALL 476466.1 3774744 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3310 ALL 476486.1 3774744 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3311 ALL 476506.1 3774744 1.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3312 ALL 476526.1 3774744 1.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3313 ALL 476546.1 3774744 1.35E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3314 ALL 476566.1 3774744 1.34E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3315 ALL 476586.1 3774744 1.33E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3316 ALL 476606.1 3774744 1.31E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3317 ALL 476626.1 3774744 1.29E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3318 ALL 476646.1 3774744 1.26E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3319 ALL 476666.1 3774744 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3320 ALL 476686.1 3774744 1.20E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3321 ALL 476706.1 3774744 1.16E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3322 ALL 476726.1 3774744 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3323 ALL 476746.1 3774744 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3324 ALL 476766.1 3774744 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3325 ALL 476786.1 3774744 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3326 ALL 476806.1 3774744 9.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3327 ALL 476826.1 3774744 9.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3328 ALL 476846.1 3774744 9.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3329 ALL 476866.1 3774744 8.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3330 ALL 476886.1 3774744 8.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3331 ALL 476906.1 3774744 8.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3332 ALL 476926.1 3774744 7.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3333 ALL 476946.1 3774744 7.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3334 ALL 476966.1 3774744 7.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3335 ALL 476986.1 3774744 7.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3336 ALL 477006.1 3774744 6.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3337 ALL 477026.1 3774744 6.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3338 ALL 477046.1 3774744 6.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3339 ALL 477066.1 3774744 6.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3340 ALL 477086.1 3774744 5.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3341 ALL 477106.1 3774744 5.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3342 ALL 477126.1 3774744 5.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3343 ALL 477146.1 3774744 5.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3344 ALL 477166.1 3774744 4.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3345 ALL 477186.1 3774744 4.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3346 ALL 477206.1 3774744 4.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3347 ALL 477226.1 3774744 4.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3348 ALL 477246.1 3774744 4.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3349 ALL 477266.1 3774744 3.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3350 ALL 477286.1 3774744 3.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3351 ALL 477306.1 3774744 3.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3352 ALL 477326.1 3774744 3.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3353 ALL 477346.1 3774744 3.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3354 ALL 477366.1 3774744 3.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3355 ALL 477386.1 3774744 3.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3356 ALL 477406.1 3774744 3.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3357 ALL 477426.1 3774744 3.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3358 ALL 477446.1 3774744 3.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3359 ALL 477466.1 3774744 3.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3360 ALL 477486.1 3774744 3.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3361 ALL 477506.1 3774744 3.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3362 ALL 477526.1 3774744 3.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3363 ALL 475946.1 3774764 5.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3364 ALL 475966.1 3774764 5.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3365 ALL 475986.1 3774764 5.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3366 ALL 476006.1 3774764 5.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3367 ALL 476026.1 3774764 6.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3368 ALL 476046.1 3774764 6.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3369 ALL 476066.1 3774764 6.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3370 ALL 476086.1 3774764 6.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3371 ALL 476106.1 3774764 7.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3372 ALL 476126.1 3774764 7.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3373 ALL 476146.1 3774764 7.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3374 ALL 476166.1 3774764 7.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3375 ALL 476186.1 3774764 8.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3376 ALL 476206.1 3774764 8.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3377 ALL 476226.1 3774764 8.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3378 ALL 476246.1 3774764 9.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3379 ALL 476266.1 3774764 9.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3380 ALL 476286.1 3774764 9.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3381 ALL 476306.1 3774764 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3382 ALL 476326.1 3774764 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3383 ALL 476346.1 3774764 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3384 ALL 476366.1 3774764 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3385 ALL 476386.1 3774764 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3386 ALL 476406.1 3774764 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3387 ALL 476426.1 3774764 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3388 ALL 476446.1 3774764 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3389 ALL 476466.1 3774764 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3390 ALL 476486.1 3774764 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3391 ALL 476506.1 3774764 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3392 ALL 476526.1 3774764 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3393 ALL 476546.1 3774764 1.24E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3394 ALL 476566.1 3774764 1.23E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3395 ALL 476586.1 3774764 1.22E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3396 ALL 476606.1 3774764 1.21E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3397 ALL 476626.1 3774764 1.19E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3398 ALL 476646.1 3774764 1.17E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3399 ALL 476666.1 3774764 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3400 ALL 476686.1 3774764 1.11E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3401 ALL 476706.1 3774764 1.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3402 ALL 476726.1 3774764 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3403 ALL 476746.1 3774764 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3404 ALL 476766.1 3774764 9.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3405 ALL 476786.1 3774764 9.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3406 ALL 476806.1 3774764 9.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3407 ALL 476826.1 3774764 8.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3408 ALL 476846.1 3774764 8.68E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3409 ALL 476866.1 3774764 8.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3410 ALL 476886.1 3774764 8.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3411 ALL 476906.1 3774764 7.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3412 ALL 476926.1 3774764 7.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3413 ALL 476946.1 3774764 7.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3414 ALL 476966.1 3774764 7.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3415 ALL 476986.1 3774764 6.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3416 ALL 477006.1 3774764 6.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3417 ALL 477026.1 3774764 6.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3418 ALL 477046.1 3774764 6.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3419 ALL 477066.1 3774764 5.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3420 ALL 477086.1 3774764 5.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3421 ALL 477106.1 3774764 5.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3422 ALL 477126.1 3774764 5.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3423 ALL 477146.1 3774764 5.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3424 ALL 477166.1 3774764 4.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3425 ALL 477186.1 3774764 4.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3426 ALL 477206.1 3774764 4.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3427 ALL 477226.1 3774764 3.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3428 ALL 477246.1 3774764 3.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3429 ALL 477266.1 3774764 3.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3430 ALL 477286.1 3774764 3.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3431 ALL 477306.1 3774764 3.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3432 ALL 477326.1 3774764 3.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3433 ALL 477346.1 3774764 3.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3434 ALL 477366.1 3774764 3.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3435 ALL 477386.1 3774764 3.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3436 ALL 477406.1 3774764 3.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3437 ALL 477426.1 3774764 3.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3438 ALL 477446.1 3774764 3.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3439 ALL 477466.1 3774764 3.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3440 ALL 477486.1 3774764 2.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3441 ALL 477506.1 3774764 2.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3442 ALL 477526.1 3774764 2.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3443 ALL 475946.1 3774784 5.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3444 ALL 475966.1 3774784 5.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3445 ALL 475986.1 3774784 5.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3446 ALL 476006.1 3774784 5.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3447 ALL 476026.1 3774784 5.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3448 ALL 476046.1 3774784 6.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3449 ALL 476066.1 3774784 6.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3450 ALL 476086.1 3774784 6.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3451 ALL 476106.1 3774784 6.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3452 ALL 476126.1 3774784 7.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3453 ALL 476146.1 3774784 7.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3454 ALL 476166.1 3774784 7.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3455 ALL 476186.1 3774784 7.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3456 ALL 476206.1 3774784 8.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3457 ALL 476226.1 3774784 8.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3458 ALL 476246.1 3774784 8.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3459 ALL 476266.1 3774784 9.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3460 ALL 476286.1 3774784 9.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3461 ALL 476306.1 3774784 9.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3462 ALL 476326.1 3774784 9.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3463 ALL 476346.1 3774784 1.02E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3464 ALL 476366.1 3774784 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3465 ALL 476386.1 3774784 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3466 ALL 476406.1 3774784 1.09E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3467 ALL 476426.1 3774784 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3468 ALL 476446.1 3774784 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3469 ALL 476466.1 3774784 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3470 ALL 476486.1 3774784 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3471 ALL 476506.1 3774784 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3472 ALL 476526.1 3774784 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3473 ALL 476546.1 3774784 1.15E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3474 ALL 476566.1 3774784 1.14E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3475 ALL 476586.1 3774784 1.13E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3476 ALL 476606.1 3774784 1.12E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3477 ALL 476626.1 3774784 1.10E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3478 ALL 476646.1 3774784 1.08E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3479 ALL 476666.1 3774784 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3480 ALL 476686.1 3774784 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3481 ALL 476706.1 3774784 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3482 ALL 476726.1 3774784 9.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3483 ALL 476746.1 3774784 9.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3484 ALL 476766.1 3774784 9.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3485 ALL 476786.1 3774784 9.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3486 ALL 476806.1 3774784 8.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3487 ALL 476826.1 3774784 8.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3488 ALL 476846.1 3774784 8.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3489 ALL 476866.1 3774784 7.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3490 ALL 476886.1 3774784 7.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3491 ALL 476906.1 3774784 7.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3492 ALL 476926.1 3774784 7.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3493 ALL 476946.1 3774784 6.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3494 ALL 476966.1 3774784 6.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3495 ALL 476986.1 3774784 6.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3496 ALL 477006.1 3774784 6.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3497 ALL 477026.1 3774784 6.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3498 ALL 477046.1 3774784 5.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3499 ALL 477066.1 3774784 5.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3500 ALL 477086.1 3774784 5.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3501 ALL 477106.1 3774784 5.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3502 ALL 477126.1 3774784 5.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3503 ALL 477146.1 3774784 5.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3504 ALL 477166.1 3774784 4.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3505 ALL 477186.1 3774784 4.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3506 ALL 477206.1 3774784 3.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3507 ALL 477226.1 3774784 3.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3508 ALL 477246.1 3774784 3.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3509 ALL 477266.1 3774784 3.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3510 ALL 477286.1 3774784 3.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3511 ALL 477306.1 3774784 3.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3512 ALL 477326.1 3774784 3.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3513 ALL 477346.1 3774784 3.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3514 ALL 477366.1 3774784 3.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3515 ALL 477386.1 3774784 3.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3516 ALL 477406.1 3774784 3.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3517 ALL 477426.1 3774784 3.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3518 ALL 477446.1 3774784 2.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3519 ALL 477466.1 3774784 2.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3520 ALL 477486.1 3774784 2.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3521 ALL 477506.1 3774784 2.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3522 ALL 477526.1 3774784 2.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3523 ALL 475946.1 3774804 4.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3524 ALL 475966.1 3774804 5.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3525 ALL 475986.1 3774804 5.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3526 ALL 476006.1 3774804 5.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3527 ALL 476026.1 3774804 5.68E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3528 ALL 476046.1 3774804 5.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3529 ALL 476066.1 3774804 6.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3530 ALL 476086.1 3774804 6.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3531 ALL 476106.1 3774804 6.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3532 ALL 476126.1 3774804 6.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3533 ALL 476146.1 3774804 7.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3534 ALL 476166.1 3774804 7.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3535 ALL 476186.1 3774804 7.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3536 ALL 476206.1 3774804 7.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3537 ALL 476226.1 3774804 8.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3538 ALL 476246.1 3774804 8.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3539 ALL 476266.1 3774804 8.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3540 ALL 476286.1 3774804 8.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3541 ALL 476306.1 3774804 9.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3542 ALL 476326.1 3774804 9.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3543 ALL 476346.1 3774804 9.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3544 ALL 476366.1 3774804 9.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3545 ALL 476386.1 3774804 9.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3546 ALL 476406.1 3774804 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3547 ALL 476426.1 3774804 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3548 ALL 476446.1 3774804 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3549 ALL 476466.1 3774804 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3550 ALL 476486.1 3774804 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3551 ALL 476506.1 3774804 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3552 ALL 476526.1 3774804 1.07E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3553 ALL 476546.1 3774804 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3554 ALL 476566.1 3774804 1.06E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3555 ALL 476586.1 3774804 1.05E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3556 ALL 476606.1 3774804 1.04E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3557 ALL 476626.1 3774804 1.03E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3558 ALL 476646.1 3774804 1.01E-05 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3559 ALL 476666.1 3774804 9.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3560 ALL 476686.1 3774804 9.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3561 ALL 476706.1 3774804 9.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3562 ALL 476726.1 3774804 9.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3563 ALL 476746.1 3774804 9.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3564 ALL 476766.1 3774804 8.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3565 ALL 476786.1 3774804 8.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3566 ALL 476806.1 3774804 8.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3567 ALL 476826.1 3774804 8.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3568 ALL 476846.1 3774804 7.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3569 ALL 476866.1 3774804 7.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3570 ALL 476886.1 3774804 7.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3571 ALL 476906.1 3774804 7.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3572 ALL 476926.1 3774804 6.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3573 ALL 476946.1 3774804 6.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3574 ALL 476966.1 3774804 6.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3575 ALL 476986.1 3774804 6.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3576 ALL 477006.1 3774804 6.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3577 ALL 477026.1 3774804 5.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3578 ALL 477046.1 3774804 5.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3579 ALL 477066.1 3774804 5.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3580 ALL 477086.1 3774804 5.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3581 ALL 477106.1 3774804 5.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3582 ALL 477126.1 3774804 5.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3583 ALL 477146.1 3774804 4.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3584 ALL 477166.1 3774804 4.01E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3585 ALL 477186.1 3774804 3.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3586 ALL 477206.1 3774804 3.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3587 ALL 477226.1 3774804 3.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3588 ALL 477246.1 3774804 3.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3589 ALL 477266.1 3774804 3.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3590 ALL 477286.1 3774804 3.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3591 ALL 477306.1 3774804 3.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3592 ALL 477326.1 3774804 3.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3593 ALL 477346.1 3774804 3.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3594 ALL 477366.1 3774804 3.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3595 ALL 477386.1 3774804 3.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3596 ALL 477406.1 3774804 2.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3597 ALL 477426.1 3774804 2.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3598 ALL 477446.1 3774804 2.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3599 ALL 477466.1 3774804 2.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3600 ALL 477486.1 3774804 2.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3601 ALL 477506.1 3774804 2.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3602 ALL 477526.1 3774804 2.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3603 ALL 475946.1 3774824 4.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3604 ALL 475966.1 3774824 4.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3605 ALL 475986.1 3774824 5.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3606 ALL 476006.1 3774824 5.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3607 ALL 476026.1 3774824 5.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3608 ALL 476046.1 3774824 5.68E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3609 ALL 476066.1 3774824 5.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3610 ALL 476086.1 3774824 6.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3611 ALL 476106.1 3774824 6.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3612 ALL 476126.1 3774824 6.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3613 ALL 476146.1 3774824 6.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3614 ALL 476166.1 3774824 6.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3615 ALL 476186.1 3774824 7.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3616 ALL 476206.1 3774824 7.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3617 ALL 476226.1 3774824 7.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3618 ALL 476246.1 3774824 7.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3619 ALL 476266.1 3774824 8.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3620 ALL 476286.1 3774824 8.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3621 ALL 476306.1 3774824 8.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3622 ALL 476326.1 3774824 8.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3623 ALL 476346.1 3774824 8.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3624 ALL 476366.1 3774824 9.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3625 ALL 476386.1 3774824 9.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3626 ALL 476406.1 3774824 9.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3627 ALL 476426.1 3774824 9.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3628 ALL 476446.1 3774824 9.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3629 ALL 476466.1 3774824 9.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3630 ALL 476486.1 3774824 9.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3631 ALL 476506.1 3774824 9.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3632 ALL 476526.1 3774824 9.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3633 ALL 476546.1 3774824 9.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3634 ALL 476566.1 3774824 9.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3635 ALL 476586.1 3774824 9.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3636 ALL 476606.1 3774824 9.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3637 ALL 476626.1 3774824 9.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3638 ALL 476646.1 3774824 9.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3639 ALL 476666.1 3774824 9.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3640 ALL 476686.1 3774824 9.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3641 ALL 476706.1 3774824 8.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3642 ALL 476726.1 3774824 8.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3643 ALL 476746.1 3774824 8.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3644 ALL 476766.1 3774824 8.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3645 ALL 476786.1 3774824 8.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3646 ALL 476806.1 3774824 7.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3647 ALL 476826.1 3774824 7.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3648 ALL 476846.1 3774824 7.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3649 ALL 476866.1 3774824 7.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3650 ALL 476886.1 3774824 6.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3651 ALL 476906.1 3774824 6.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3652 ALL 476926.1 3774824 6.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3653 ALL 476946.1 3774824 6.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3654 ALL 476966.1 3774824 6.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3655 ALL 476986.1 3774824 5.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3656 ALL 477006.1 3774824 5.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3657 ALL 477026.1 3774824 5.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3658 ALL 477046.1 3774824 5.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3659 ALL 477066.1 3774824 5.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3660 ALL 477086.1 3774824 5.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3661 ALL 477106.1 3774824 4.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3662 ALL 477126.1 3774824 4.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3663 ALL 477146.1 3774824 3.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3664 ALL 477166.1 3774824 3.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3665 ALL 477186.1 3774824 3.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3666 ALL 477206.1 3774824 3.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3667 ALL 477226.1 3774824 3.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3668 ALL 477246.1 3774824 3.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3669 ALL 477266.1 3774824 3.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3670 ALL 477286.1 3774824 3.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3671 ALL 477306.1 3774824 3.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3672 ALL 477326.1 3774824 3.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3673 ALL 477346.1 3774824 3.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3674 ALL 477366.1 3774824 2.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3675 ALL 477386.1 3774824 2.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3676 ALL 477406.1 3774824 2.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3677 ALL 477426.1 3774824 2.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3678 ALL 477446.1 3774824 2.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3679 ALL 477466.1 3774824 2.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3680 ALL 477486.1 3774824 2.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3681 ALL 477506.1 3774824 2.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3682 ALL 477526.1 3774824 2.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3683 ALL 475946.1 3774844 4.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3684 ALL 475966.1 3774844 4.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3685 ALL 475986.1 3774844 4.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3686 ALL 476006.1 3774844 5.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3687 ALL 476026.1 3774844 5.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3688 ALL 476046.1 3774844 5.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3689 ALL 476066.1 3774844 5.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3690 ALL 476086.1 3774844 5.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3691 ALL 476106.1 3774844 6.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3692 ALL 476126.1 3774844 6.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3693 ALL 476146.1 3774844 6.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3694 ALL 476166.1 3774844 6.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3695 ALL 476186.1 3774844 6.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3696 ALL 476206.1 3774844 7.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3697 ALL 476226.1 3774844 7.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3698 ALL 476246.1 3774844 7.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3699 ALL 476266.1 3774844 7.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3700 ALL 476286.1 3774844 7.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3701 ALL 476306.1 3774844 8.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3702 ALL 476326.1 3774844 8.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3703 ALL 476346.1 3774844 8.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3704 ALL 476366.1 3774844 8.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3705 ALL 476386.1 3774844 8.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3706 ALL 476406.1 3774844 8.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3707 ALL 476426.1 3774844 8.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3708 ALL 476446.1 3774844 9.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3709 ALL 476466.1 3774844 9.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3710 ALL 476486.1 3774844 9.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3711 ALL 476506.1 3774844 9.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3712 ALL 476526.1 3774844 9.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3713 ALL 476546.1 3774844 9.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3714 ALL 476566.1 3774844 9.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3715 ALL 476586.1 3774844 9.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3716 ALL 476606.1 3774844 9.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3717 ALL 476626.1 3774844 8.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3718 ALL 476646.1 3774844 8.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3719 ALL 476666.1 3774844 8.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3720 ALL 476686.1 3774844 8.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3721 ALL 476706.1 3774844 8.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3722 ALL 476726.1 3774844 8.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3723 ALL 476746.1 3774844 8.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3724 ALL 476766.1 3774844 7.83E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3725 ALL 476786.1 3774844 7.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3726 ALL 476806.1 3774844 7.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3727 ALL 476826.1 3774844 7.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3728 ALL 476846.1 3774844 7.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3729 ALL 476866.1 3774844 6.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3730 ALL 476886.1 3774844 6.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3731 ALL 476906.1 3774844 6.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3732 ALL 476926.1 3774844 6.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3733 ALL 476946.1 3774844 6.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3734 ALL 476966.1 3774844 5.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3735 ALL 476986.1 3774844 5.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3736 ALL 477006.1 3774844 5.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3737 ALL 477026.1 3774844 5.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3738 ALL 477046.1 3774844 5.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3739 ALL 477066.1 3774844 5.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3740 ALL 477086.1 3774844 4.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3741 ALL 477106.1 3774844 4.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3742 ALL 477126.1 3774844 4.68E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3743 ALL 477146.1 3774844 3.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3744 ALL 477166.1 3774844 3.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3745 ALL 477186.1 3774844 3.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3746 ALL 477206.1 3774844 3.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3747 ALL 477226.1 3774844 3.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3748 ALL 477246.1 3774844 3.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3749 ALL 477266.1 3774844 3.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3750 ALL 477286.1 3774844 3.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3751 ALL 477306.1 3774844 3.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3752 ALL 477326.1 3774844 2.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3753 ALL 477346.1 3774844 2.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3754 ALL 477366.1 3774844 2.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3755 ALL 477386.1 3774844 2.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3756 ALL 477406.1 3774844 2.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3757 ALL 477426.1 3774844 2.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3758 ALL 477446.1 3774844 2.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3759 ALL 477466.1 3774844 2.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3760 ALL 477486.1 3774844 2.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3761 ALL 477506.1 3774844 2.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3762 ALL 477526.1 3774844 2.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3763 ALL 475946.1 3774864 4.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3764 ALL 475966.1 3774864 4.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3765 ALL 475986.1 3774864 4.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3766 ALL 476006.1 3774864 4.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3767 ALL 476026.1 3774864 5.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3768 ALL 476046.1 3774864 5.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3769 ALL 476066.1 3774864 5.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3770 ALL 476086.1 3774864 5.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3771 ALL 476106.1 3774864 5.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3772 ALL 476126.1 3774864 5.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3773 ALL 476146.1 3774864 6.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3774 ALL 476166.1 3774864 6.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3775 ALL 476186.1 3774864 6.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3776 ALL 476206.1 3774864 6.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3777 ALL 476226.1 3774864 6.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3778 ALL 476246.1 3774864 7.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3779 ALL 476266.1 3774864 7.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3780 ALL 476286.1 3774864 7.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3781 ALL 476306.1 3774864 7.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3782 ALL 476326.1 3774864 7.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3783 ALL 476346.1 3774864 7.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3784 ALL 476366.1 3774864 8.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3785 ALL 476386.1 3774864 8.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3786 ALL 476406.1 3774864 8.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3787 ALL 476426.1 3774864 8.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3788 ALL 476446.1 3774864 8.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3789 ALL 476466.1 3774864 8.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3790 ALL 476486.1 3774864 8.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3791 ALL 476506.1 3774864 8.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3792 ALL 476526.1 3774864 8.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3793 ALL 476546.1 3774864 8.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3794 ALL 476566.1 3774864 8.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3795 ALL 476586.1 3774864 8.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3796 ALL 476606.1 3774864 8.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3797 ALL 476626.1 3774864 8.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3798 ALL 476646.1 3774864 8.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3799 ALL 476666.1 3774864 8.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3800 ALL 476686.1 3774864 8.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3801 ALL 476706.1 3774864 7.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3802 ALL 476726.1 3774864 7.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3803 ALL 476746.1 3774864 7.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3804 ALL 476766.1 3774864 7.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3805 ALL 476786.1 3774864 7.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3806 ALL 476806.1 3774864 7.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3807 ALL 476826.1 3774864 6.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3808 ALL 476846.1 3774864 6.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3809 ALL 476866.1 3774864 6.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3810 ALL 476886.1 3774864 6.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3811 ALL 476906.1 3774864 6.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3812 ALL 476926.1 3774864 6.01E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3813 ALL 476946.1 3774864 5.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3814 ALL 476966.1 3774864 5.68E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3815 ALL 476986.1 3774864 5.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3816 ALL 477006.1 3774864 5.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3817 ALL 477026.1 3774864 5.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3818 ALL 477046.1 3774864 5.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3819 ALL 477066.1 3774864 4.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3820 ALL 477086.1 3774864 4.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3821 ALL 477106.1 3774864 3.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3822 ALL 477126.1 3774864 3.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3823 ALL 477146.1 3774864 3.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3824 ALL 477166.1 3774864 3.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3825 ALL 477186.1 3774864 3.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3826 ALL 477206.1 3774864 3.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3827 ALL 477226.1 3774864 3.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3828 ALL 477246.1 3774864 3.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3829 ALL 477266.1 3774864 3.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3830 ALL 477286.1 3774864 3.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3831 ALL 477306.1 3774864 2.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3832 ALL 477326.1 3774864 2.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3833 ALL 477346.1 3774864 2.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3834 ALL 477366.1 3774864 2.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3835 ALL 477386.1 3774864 2.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3836 ALL 477406.1 3774864 2.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3837 ALL 477426.1 3774864 2.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3838 ALL 477446.1 3774864 2.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3839 ALL 477466.1 3774864 2.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3840 ALL 477486.1 3774864 2.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3841 ALL 477506.1 3774864 2.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3842 ALL 477526.1 3774864 2.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3843 ALL 475946.1 3774884 4.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3844 ALL 475966.1 3774884 4.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3845 ALL 475986.1 3774884 4.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3846 ALL 476006.1 3774884 4.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3847 ALL 476026.1 3774884 4.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3848 ALL 476046.1 3774884 5.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3849 ALL 476066.1 3774884 5.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3850 ALL 476086.1 3774884 5.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3851 ALL 476106.1 3774884 5.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3852 ALL 476126.1 3774884 5.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3853 ALL 476146.1 3774884 5.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3854 ALL 476166.1 3774884 6.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3855 ALL 476186.1 3774884 6.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3856 ALL 476206.1 3774884 6.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3857 ALL 476226.1 3774884 6.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3858 ALL 476246.1 3774884 6.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3859 ALL 476266.1 3774884 6.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3860 ALL 476286.1 3774884 7.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3861 ALL 476306.1 3774884 7.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3862 ALL 476326.1 3774884 7.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3863 ALL 476346.1 3774884 7.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3864 ALL 476366.1 3774884 7.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3865 ALL 476386.1 3774884 7.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3866 ALL 476406.1 3774884 7.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3867 ALL 476426.1 3774884 7.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3868 ALL 476446.1 3774884 7.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3869 ALL 476466.1 3774884 8.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3870 ALL 476486.1 3774884 8.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3871 ALL 476506.1 3774884 8.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3872 ALL 476526.1 3774884 8.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3873 ALL 476546.1 3774884 8.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3874 ALL 476566.1 3774884 8.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3875 ALL 476586.1 3774884 8.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3876 ALL 476606.1 3774884 7.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3877 ALL 476626.1 3774884 7.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3878 ALL 476646.1 3774884 7.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3879 ALL 476666.1 3774884 7.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3880 ALL 476686.1 3774884 7.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3881 ALL 476706.1 3774884 7.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3882 ALL 476726.1 3774884 7.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3883 ALL 476746.1 3774884 7.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3884 ALL 476766.1 3774884 7.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3885 ALL 476786.1 3774884 6.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3886 ALL 476806.1 3774884 6.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3887 ALL 476826.1 3774884 6.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3888 ALL 476846.1 3774884 6.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3889 ALL 476866.1 3774884 6.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3890 ALL 476886.1 3774884 6.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3891 ALL 476906.1 3774884 5.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3892 ALL 476926.1 3774884 5.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3893 ALL 476946.1 3774884 5.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3894 ALL 476966.1 3774884 5.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3895 ALL 476986.1 3774884 5.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3896 ALL 477006.1 3774884 5.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3897 ALL 477026.1 3774884 5.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3898 ALL 477046.1 3774884 4.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3899 ALL 477066.1 3774884 4.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3900 ALL 477086.1 3774884 4.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3901 ALL 477106.1 3774884 3.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3902 ALL 477126.1 3774884 3.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3903 ALL 477146.1 3774884 3.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3904 ALL 477166.1 3774884 3.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3905 ALL 477186.1 3774884 3.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3906 ALL 477206.1 3774884 3.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3907 ALL 477226.1 3774884 3.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3908 ALL 477246.1 3774884 3.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3909 ALL 477266.1 3774884 3.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3910 ALL 477286.1 3774884 2.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3911 ALL 477306.1 3774884 2.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3912 ALL 477326.1 3774884 2.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3913 ALL 477346.1 3774884 2.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3914 ALL 477366.1 3774884 2.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3915 ALL 477386.1 3774884 2.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3916 ALL 477406.1 3774884 2.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3917 ALL 477426.1 3774884 2.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3918 ALL 477446.1 3774884 2.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3919 ALL 477466.1 3774884 2.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3920 ALL 477486.1 3774884 2.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3921 ALL 477506.1 3774884 2.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3922 ALL 477526.1 3774884 2.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3923 ALL 475946.1 3774904 4.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3924 ALL 475966.1 3774904 4.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3925 ALL 475986.1 3774904 4.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3926 ALL 476006.1 3774904 4.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3927 ALL 476026.1 3774904 4.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3928 ALL 476046.1 3774904 4.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3929 ALL 476066.1 3774904 5.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3930 ALL 476086.1 3774904 5.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3931 ALL 476106.1 3774904 5.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3932 ALL 476126.1 3774904 5.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3933 ALL 476146.1 3774904 5.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3934 ALL 476166.1 3774904 5.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3935 ALL 476186.1 3774904 5.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3936 ALL 476206.1 3774904 6.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3937 ALL 476226.1 3774904 6.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3938 ALL 476246.1 3774904 6.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3939 ALL 476266.1 3774904 6.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3940 ALL 476286.1 3774904 6.68E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3941 ALL 476306.1 3774904 6.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3942 ALL 476326.1 3774904 6.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3943 ALL 476346.1 3774904 7.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3944 ALL 476366.1 3774904 7.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3945 ALL 476386.1 3774904 7.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3946 ALL 476406.1 3774904 7.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3947 ALL 476426.1 3774904 7.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3948 ALL 476446.1 3774904 7.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3949 ALL 476466.1 3774904 7.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3950 ALL 476486.1 3774904 7.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3951 ALL 476506.1 3774904 7.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3952 ALL 476526.1 3774904 7.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3953 ALL 476546.1 3774904 7.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3954 ALL 476566.1 3774904 7.60E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3955 ALL 476586.1 3774904 7.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3956 ALL 476606.1 3774904 7.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3957 ALL 476626.1 3774904 7.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3958 ALL 476646.1 3774904 7.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3959 ALL 476666.1 3774904 7.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3960 ALL 476686.1 3774904 7.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3961 ALL 476706.1 3774904 7.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3962 ALL 476726.1 3774904 6.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3963 ALL 476746.1 3774904 6.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3964 ALL 476766.1 3774904 6.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3965 ALL 476786.1 3774904 6.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3966 ALL 476806.1 3774904 6.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3967 ALL 476826.1 3774904 6.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3968 ALL 476846.1 3774904 6.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3969 ALL 476866.1 3774904 5.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3970 ALL 476886.1 3774904 5.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3971 ALL 476906.1 3774904 5.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3972 ALL 476926.1 3774904 5.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3973 ALL 476946.1 3774904 5.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3974 ALL 476966.1 3774904 5.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3975 ALL 476986.1 3774904 5.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3976 ALL 477006.1 3774904 4.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3977 ALL 477026.1 3774904 4.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3978 ALL 477046.1 3774904 4.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3979 ALL 477066.1 3774904 4.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3980 ALL 477086.1 3774904 4.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3981 ALL 477106.1 3774904 3.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3982 ALL 477126.1 3774904 3.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3983 ALL 477146.1 3774904 3.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3984 ALL 477166.1 3774904 3.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3985 ALL 477186.1 3774904 3.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3986 ALL 477206.1 3774904 3.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3987 ALL 477226.1 3774904 3.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3988 ALL 477246.1 3774904 2.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3989 ALL 477266.1 3774904 2.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3990 ALL 477286.1 3774904 2.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3991 ALL 477306.1 3774904 2.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3992 ALL 477326.1 3774904 2.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3993 ALL 477346.1 3774904 2.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3994 ALL 477366.1 3774904 2.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3995 ALL 477386.1 3774904 2.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3996 ALL 477406.1 3774904 2.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3997 ALL 477426.1 3774904 2.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3998 ALL 477446.1 3774904 2.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3999 ALL 477466.1 3774904 2.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4000 ALL 477486.1 3774904 2.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4001 ALL 477506.1 3774904 2.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4002 ALL 477526.1 3774904 2.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4003 ALL 475946.1 3774924 4.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4004 ALL 475966.1 3774924 4.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4005 ALL 475986.1 3774924 4.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4006 ALL 476006.1 3774924 4.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4007 ALL 476026.1 3774924 4.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4008 ALL 476046.1 3774924 4.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4009 ALL 476066.1 3774924 4.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4010 ALL 476086.1 3774924 5.01E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4011 ALL 476106.1 3774924 5.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4012 ALL 476126.1 3774924 5.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4013 ALL 476146.1 3774924 5.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4014 ALL 476166.1 3774924 5.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4015 ALL 476186.1 3774924 5.68E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4016 ALL 476206.1 3774924 5.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4017 ALL 476226.1 3774924 5.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4018 ALL 476246.1 3774924 6.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4019 ALL 476266.1 3774924 6.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4020 ALL 476286.1 3774924 6.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4021 ALL 476306.1 3774924 6.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4022 ALL 476326.1 3774924 6.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4023 ALL 476346.1 3774924 6.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4024 ALL 476366.1 3774924 6.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4025 ALL 476386.1 3774924 6.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4026 ALL 476406.1 3774924 6.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4027 ALL 476426.1 3774924 7.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4028 ALL 476446.1 3774924 7.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4029 ALL 476466.1 3774924 7.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4030 ALL 476486.1 3774924 7.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4031 ALL 476506.1 3774924 7.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4032 ALL 476526.1 3774924 7.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4033 ALL 476546.1 3774924 7.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4034 ALL 476566.1 3774924 7.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4035 ALL 476586.1 3774924 7.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4036 ALL 476606.1 3774924 7.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4037 ALL 476626.1 3774924 7.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4038 ALL 476646.1 3774924 6.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4039 ALL 476666.1 3774924 6.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4040 ALL 476686.1 3774924 6.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4041 ALL 476706.1 3774924 6.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4042 ALL 476726.1 3774924 6.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4043 ALL 476746.1 3774924 6.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4044 ALL 476766.1 3774924 6.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4045 ALL 476786.1 3774924 6.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4046 ALL 476806.1 3774924 6.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4047 ALL 476826.1 3774924 5.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4048 ALL 476846.1 3774924 5.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4049 ALL 476866.1 3774924 5.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4050 ALL 476886.1 3774924 5.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4051 ALL 476906.1 3774924 5.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4052 ALL 476926.1 3774924 5.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4053 ALL 476946.1 3774924 5.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4054 ALL 476966.1 3774924 5.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4055 ALL 476986.1 3774924 4.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4056 ALL 477006.1 3774924 4.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4057 ALL 477026.1 3774924 4.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4058 ALL 477046.1 3774924 4.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4059 ALL 477066.1 3774924 4.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4060 ALL 477086.1 3774924 4.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4061 ALL 477106.1 3774924 3.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4062 ALL 477126.1 3774924 3.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4063 ALL 477146.1 3774924 3.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4064 ALL 477166.1 3774924 3.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4065 ALL 477186.1 3774924 3.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4066 ALL 477206.1 3774924 3.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4067 ALL 477226.1 3774924 2.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4068 ALL 477246.1 3774924 2.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4069 ALL 477266.1 3774924 2.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4070 ALL 477286.1 3774924 2.72E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4071 ALL 477306.1 3774924 2.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4072 ALL 477326.1 3774924 2.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4073 ALL 477346.1 3774924 2.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4074 ALL 477366.1 3774924 2.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4075 ALL 477386.1 3774924 2.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4076 ALL 477406.1 3774924 2.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4077 ALL 477426.1 3774924 2.36E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4078 ALL 477446.1 3774924 2.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4079 ALL 477466.1 3774924 2.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4080 ALL 477486.1 3774924 2.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4081 ALL 477506.1 3774924 2.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4082 ALL 477526.1 3774924 2.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4083 ALL 475946.1 3774944 4.01E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4084 ALL 475966.1 3774944 4.12E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4085 ALL 475986.1 3774944 4.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4086 ALL 476006.1 3774944 4.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4087 ALL 476026.1 3774944 4.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4088 ALL 476046.1 3774944 4.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4089 ALL 476066.1 3774944 4.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4090 ALL 476086.1 3774944 4.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4091 ALL 476106.1 3774944 4.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4092 ALL 476126.1 3774944 5.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4093 ALL 476146.1 3774944 5.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4094 ALL 476166.1 3774944 5.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4095 ALL 476186.1 3774944 5.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4096 ALL 476206.1 3774944 5.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4097 ALL 476226.1 3774944 5.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4098 ALL 476246.1 3774944 5.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4099 ALL 476266.1 3774944 5.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4100 ALL 476286.1 3774944 6.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4101 ALL 476306.1 3774944 6.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4102 ALL 476326.1 3774944 6.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4103 ALL 476346.1 3774944 6.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4104 ALL 476366.1 3774944 6.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4105 ALL 476386.1 3774944 6.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4106 ALL 476406.1 3774944 6.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4107 ALL 476426.1 3774944 6.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4108 ALL 476446.1 3774944 6.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4109 ALL 476466.1 3774944 6.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4110 ALL 476486.1 3774944 6.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4111 ALL 476506.1 3774944 6.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4112 ALL 476526.1 3774944 6.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4113 ALL 476546.1 3774944 6.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4114 ALL 476566.1 3774944 6.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4115 ALL 476586.1 3774944 6.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4116 ALL 476606.1 3774944 6.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4117 ALL 476626.1 3774944 6.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4118 ALL 476646.1 3774944 6.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4119 ALL 476666.1 3774944 6.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4120 ALL 476686.1 3774944 6.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4121 ALL 476706.1 3774944 6.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4122 ALL 476726.1 3774944 6.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4123 ALL 476746.1 3774944 6.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4124 ALL 476766.1 3774944 6.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4125 ALL 476786.1 3774944 5.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4126 ALL 476806.1 3774944 5.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4127 ALL 476826.1 3774944 5.68E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4128 ALL 476846.1 3774944 5.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4129 ALL 476866.1 3774944 5.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4130 ALL 476886.1 3774944 5.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4131 ALL 476906.1 3774944 5.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4132 ALL 476926.1 3774944 5.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4133 ALL 476946.1 3774944 4.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4134 ALL 476966.1 3774944 4.85E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4135 ALL 476986.1 3774944 4.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4136 ALL 477006.1 3774944 4.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4137 ALL 477026.1 3774944 4.50E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4138 ALL 477046.1 3774944 4.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4139 ALL 477066.1 3774944 4.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4140 ALL 477086.1 3774944 4.18E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4141 ALL 477106.1 3774944 3.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4142 ALL 477126.1 3774944 3.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4143 ALL 477146.1 3774944 3.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4144 ALL 477166.1 3774944 3.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4145 ALL 477186.1 3774944 3.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4146 ALL 477206.1 3774944 2.91E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4147 ALL 477226.1 3774944 2.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4148 ALL 477246.1 3774944 2.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4149 ALL 477266.1 3774944 2.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4150 ALL 477286.1 3774944 2.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4151 ALL 477306.1 3774944 2.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4152 ALL 477326.1 3774944 2.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4153 ALL 477346.1 3774944 2.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4154 ALL 477366.1 3774944 2.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4155 ALL 477386.1 3774944 2.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4156 ALL 477406.1 3774944 2.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4157 ALL 477426.1 3774944 2.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4158 ALL 477446.1 3774944 2.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4159 ALL 477466.1 3774944 2.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4160 ALL 477486.1 3774944 2.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4161 ALL 477506.1 3774944 2.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4162 ALL 477526.1 3774944 2.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4163 ALL 475946.1 3774964 3.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4164 ALL 475966.1 3774964 3.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4165 ALL 475986.1 3774964 4.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4166 ALL 476006.1 3774964 4.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4167 ALL 476026.1 3774964 4.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4168 ALL 476046.1 3774964 4.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4169 ALL 476066.1 3774964 4.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4170 ALL 476086.1 3774964 4.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4171 ALL 476106.1 3774964 4.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4172 ALL 476126.1 3774964 4.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4173 ALL 476146.1 3774964 4.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4174 ALL 476166.1 3774964 5.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4175 ALL 476186.1 3774964 5.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4176 ALL 476206.1 3774964 5.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4177 ALL 476226.1 3774964 5.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4178 ALL 476246.1 3774964 5.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4179 ALL 476266.1 3774964 5.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4180 ALL 476286.1 3774964 5.76E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4181 ALL 476306.1 3774964 5.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4182 ALL 476326.1 3774964 5.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4183 ALL 476346.1 3774964 6.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4184 ALL 476366.1 3774964 6.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4185 ALL 476386.1 3774964 6.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4186 ALL 476406.1 3774964 6.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4187 ALL 476426.1 3774964 6.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4188 ALL 476446.1 3774964 6.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4189 ALL 476466.1 3774964 6.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4190 ALL 476486.1 3774964 6.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4191 ALL 476506.1 3774964 6.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4192 ALL 476526.1 3774964 6.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4193 ALL 476546.1 3774964 6.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4194 ALL 476566.1 3774964 6.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4195 ALL 476586.1 3774964 6.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4196 ALL 476606.1 3774964 6.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4197 ALL 476626.1 3774964 6.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4198 ALL 476646.1 3774964 6.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4199 ALL 476666.1 3774964 6.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4200 ALL 476686.1 3774964 6.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4201 ALL 476706.1 3774964 6.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4202 ALL 476726.1 3774964 5.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4203 ALL 476746.1 3774964 5.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4204 ALL 476766.1 3774964 5.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4205 ALL 476786.1 3774964 5.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4206 ALL 476806.1 3774964 5.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4207 ALL 476826.1 3774964 5.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4208 ALL 476846.1 3774964 5.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4209 ALL 476866.1 3774964 5.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4210 ALL 476886.1 3774964 5.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4211 ALL 476906.1 3774964 4.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4212 ALL 476926.1 3774964 4.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4213 ALL 476946.1 3774964 4.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4214 ALL 476966.1 3774964 4.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4215 ALL 476986.1 3774964 4.55E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4216 ALL 477006.1 3774964 4.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4217 ALL 477026.1 3774964 4.34E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4218 ALL 477046.1 3774964 4.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4219 ALL 477066.1 3774964 4.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4220 ALL 477086.1 3774964 3.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4221 ALL 477106.1 3774964 3.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4222 ALL 477126.1 3774964 3.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4223 ALL 477146.1 3774964 3.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4224 ALL 477166.1 3774964 2.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4225 ALL 477186.1 3774964 2.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4226 ALL 477206.1 3774964 2.82E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4227 ALL 477226.1 3774964 2.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4228 ALL 477246.1 3774964 2.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4229 ALL 477266.1 3774964 2.62E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4230 ALL 477286.1 3774964 2.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4231 ALL 477306.1 3774964 2.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4232 ALL 477326.1 3774964 2.46E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4233 ALL 477346.1 3774964 2.41E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4234 ALL 477366.1 3774964 2.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4235 ALL 477386.1 3774964 2.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4236 ALL 477406.1 3774964 2.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4237 ALL 477426.1 3774964 2.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4238 ALL 477446.1 3774964 2.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4239 ALL 477466.1 3774964 2.11E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4240 ALL 477486.1 3774964 2.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4241 ALL 477506.1 3774964 2.04E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4242 ALL 477526.1 3774964 2.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4243 ALL 475946.1 3774984 3.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4244 ALL 475966.1 3774984 3.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4245 ALL 475986.1 3774984 3.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4246 ALL 476006.1 3774984 4.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4247 ALL 476026.1 3774984 4.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4248 ALL 476046.1 3774984 4.27E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4249 ALL 476066.1 3774984 4.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4250 ALL 476086.1 3774984 4.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4251 ALL 476106.1 3774984 4.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4252 ALL 476126.1 3774984 4.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4253 ALL 476146.1 3774984 4.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4254 ALL 476166.1 3774984 4.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4255 ALL 476186.1 3774984 5.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4256 ALL 476206.1 3774984 5.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4257 ALL 476226.1 3774984 5.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4258 ALL 476246.1 3774984 5.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4259 ALL 476266.1 3774984 5.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4260 ALL 476286.1 3774984 5.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4261 ALL 476306.1 3774984 5.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4262 ALL 476326.1 3774984 5.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4263 ALL 476346.1 3774984 5.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4264 ALL 476366.1 3774984 5.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4265 ALL 476386.1 3774984 5.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4266 ALL 476406.1 3774984 5.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4267 ALL 476426.1 3774984 5.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4268 ALL 476446.1 3774984 6.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4269 ALL 476466.1 3774984 6.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4270 ALL 476486.1 3774984 6.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4271 ALL 476506.1 3774984 6.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4272 ALL 476526.1 3774984 6.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4273 ALL 476546.1 3774984 6.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4274 ALL 476566.1 3774984 6.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4275 ALL 476586.1 3774984 6.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4276 ALL 476606.1 3774984 6.01E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4277 ALL 476626.1 3774984 5.97E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4278 ALL 476646.1 3774984 5.92E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4279 ALL 476666.1 3774984 5.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4280 ALL 476686.1 3774984 5.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4281 ALL 476706.1 3774984 5.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4282 ALL 476726.1 3774984 5.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4283 ALL 476746.1 3774984 5.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4284 ALL 476766.1 3774984 5.48E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4285 ALL 476786.1 3774984 5.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4286 ALL 476806.1 3774984 5.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4287 ALL 476826.1 3774984 5.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4288 ALL 476846.1 3774984 5.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4289 ALL 476866.1 3774984 5.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4290 ALL 476886.1 3774984 4.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4291 ALL 476906.1 3774984 4.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4292 ALL 476926.1 3774984 4.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4293 ALL 476946.1 3774984 4.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4294 ALL 476966.1 3774984 4.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4295 ALL 476986.1 3774984 4.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4296 ALL 477006.1 3774984 4.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4297 ALL 477026.1 3774984 4.19E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4298 ALL 477046.1 3774984 4.10E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4299 ALL 477066.1 3774984 4.01E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4300 ALL 477086.1 3774984 3.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4301 ALL 477106.1 3774984 3.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4302 ALL 477126.1 3774984 3.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4303 ALL 477146.1 3774984 2.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4304 ALL 477166.1 3774984 2.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4305 ALL 477186.1 3774984 2.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4306 ALL 477206.1 3774984 2.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4307 ALL 477226.1 3774984 2.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4308 ALL 477246.1 3774984 2.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4309 ALL 477266.1 3774984 2.54E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4310 ALL 477286.1 3774984 2.49E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4311 ALL 477306.1 3774984 2.44E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4312 ALL 477326.1 3774984 2.39E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4313 ALL 477346.1 3774984 2.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4314 ALL 477366.1 3774984 2.30E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4315 ALL 477386.1 3774984 2.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4316 ALL 477406.1 3774984 2.21E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4317 ALL 477426.1 3774984 2.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4318 ALL 477446.1 3774984 2.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4319 ALL 477466.1 3774984 2.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4320 ALL 477486.1 3774984 2.01E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4321 ALL 477506.1 3774984 1.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4322 ALL 477526.1 3774984 1.95E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4323 ALL 475946.1 3775004 3.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4324 ALL 475966.1 3775004 3.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4325 ALL 475986.1 3775004 3.84E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4326 ALL 476006.1 3775004 3.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4327 ALL 476026.1 3775004 4.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4328 ALL 476046.1 3775004 4.13E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4329 ALL 476066.1 3775004 4.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4330 ALL 476086.1 3775004 4.32E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4331 ALL 476106.1 3775004 4.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4332 ALL 476126.1 3775004 4.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4333 ALL 476146.1 3775004 4.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4334 ALL 476166.1 3775004 4.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4335 ALL 476186.1 3775004 4.80E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4336 ALL 476206.1 3775004 4.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4337 ALL 476226.1 3775004 4.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4338 ALL 476246.1 3775004 5.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4339 ALL 476266.1 3775004 5.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4340 ALL 476286.1 3775004 5.25E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4341 ALL 476306.1 3775004 5.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4342 ALL 476326.1 3775004 5.40E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4343 ALL 476346.1 3775004 5.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4344 ALL 476366.1 3775004 5.53E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4345 ALL 476386.1 3775004 5.59E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4346 ALL 476406.1 3775004 5.65E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4347 ALL 476426.1 3775004 5.69E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4348 ALL 476446.1 3775004 5.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4349 ALL 476466.1 3775004 5.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4350 ALL 476486.1 3775004 5.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4351 ALL 476506.1 3775004 5.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4352 ALL 476526.1 3775004 5.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4353 ALL 476546.1 3775004 5.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4354 ALL 476566.1 3775004 5.77E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4355 ALL 476586.1 3775004 5.74E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4356 ALL 476606.1 3775004 5.71E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4357 ALL 476626.1 3775004 5.67E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4358 ALL 476646.1 3775004 5.63E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4359 ALL 476666.1 3775004 5.58E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4360 ALL 476686.1 3775004 5.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4361 ALL 476706.1 3775004 5.45E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4362 ALL 476726.1 3775004 5.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4363 ALL 476746.1 3775004 5.31E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4364 ALL 476766.1 3775004 5.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4365 ALL 476786.1 3775004 5.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4366 ALL 476806.1 3775004 5.06E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4367 ALL 476826.1 3775004 4.98E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4368 ALL 476846.1 3775004 4.89E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4369 ALL 476866.1 3775004 4.79E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4370 ALL 476886.1 3775004 4.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4371 ALL 476906.1 3775004 4.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4372 ALL 476926.1 3775004 4.51E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4373 ALL 476946.1 3775004 4.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4374 ALL 476966.1 3775004 4.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4375 ALL 476986.1 3775004 4.23E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4376 ALL 477006.1 3775004 4.14E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4377 ALL 477026.1 3775004 4.05E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4378 ALL 477046.1 3775004 3.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4379 ALL 477066.1 3775004 3.88E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4380 ALL 477086.1 3775004 3.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4381 ALL 477106.1 3775004 2.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4382 ALL 477126.1 3775004 2.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4383 ALL 477146.1 3775004 2.87E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4384 ALL 477166.1 3775004 2.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4385 ALL 477186.1 3775004 2.75E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4386 ALL 477206.1 3775004 2.66E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4387 ALL 477226.1 3775004 2.57E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4388 ALL 477246.1 3775004 2.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4389 ALL 477266.1 3775004 2.47E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4390 ALL 477286.1 3775004 2.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4391 ALL 477306.1 3775004 2.37E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4392 ALL 477326.1 3775004 2.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4393 ALL 477346.1 3775004 2.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4394 ALL 477366.1 3775004 2.24E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4395 ALL 477386.1 3775004 2.20E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4396 ALL 477406.1 3775004 2.15E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4397 ALL 477426.1 3775004 2.07E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4398 ALL 477446.1 3775004 2.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4399 ALL 477466.1 3775004 2.00E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4400 ALL 477486.1 3775004 1.96E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4401 ALL 477506.1 3775004 1.93E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4402 ALL 477526.1 3775004 1.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4403 ALL 475946.1 3775024 3.56E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4404 ALL 475966.1 3775024 3.64E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4405 ALL 475986.1 3775024 3.73E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4406 ALL 476006.1 3775024 3.81E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4407 ALL 476026.1 3775024 3.90E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4408 ALL 476046.1 3775024 3.99E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4409 ALL 476066.1 3775024 4.08E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4410 ALL 476086.1 3775024 4.17E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4411 ALL 476106.1 3775024 4.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4412 ALL 476126.1 3775024 4.35E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4413 ALL 476146.1 3775024 4.43E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4414 ALL 476166.1 3775024 4.52E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4415 ALL 476186.1 3775024 4.61E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4416 ALL 476206.1 3775024 4.70E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4417 ALL 476226.1 3775024 4.78E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4418 ALL 476246.1 3775024 4.86E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4419 ALL 476266.1 3775024 4.94E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4420 ALL 476286.1 3775024 5.02E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4421 ALL 476306.1 3775024 5.09E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4422 ALL 476326.1 3775024 5.16E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4423 ALL 476346.1 3775024 5.22E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4424 ALL 476366.1 3775024 5.28E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4425 ALL 476386.1 3775024 5.33E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4426 ALL 476406.1 3775024 5.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4427 ALL 476426.1 3775024 5.42E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3.91E-04

3.91E+02



HARP2 - HRACalc (dated 22118) 12/5/2022 4:07:33 PM - Output Log

GLCs loaded successfully
Pollutants loaded successfully
Pathway receptors loaded successfully
**********************************
RISK SCENARIO SETTINGS

Receptor Type: Resident
Scenario: NCChronic
Calculation Method: Derived

**********************************
EXPOSURE DURATION PARAMETERS FOR CANCER
**Exposure duration are only adjusted for cancer assessments**

**********************************
PATHWAYS ENABLED

NOTE: Inhalation is always enabled and used for all assessments.  The remaining 
pathways are only used for cancer and noncancer chronic assessments.

Inhalation: True
Soil: True
Dermal: True
Mother's milk: True
Water: False
Fish: False
Homegrown crops: True
Beef: False
Dairy: False
Pig: False
Chicken: False
Egg: False

**********************************
INHALATION

Daily breathing rate: LongTerm24HR

**Worker Adjustment Factors**
Worker adjustment factors enabled: NO

**Fraction at time at home**
NOTE: Exposure duration (i.e., start age, end age, ED, & FAH) are only adjusted for 
cancer assessments.

**********************************
SOIL & DERMAL PATHWAY SETTINGS



Deposition rate (m/s): 0.02
Soil mixing depth (m): 0.01
Dermal climate: Warm

**********************************
HOMEGROWN CROP PATHWAY SETTINGS

Household type: HouseholdsthatGarden
Fraction leafy: 0.137
Fraction exposed: 0.137
Fraction protected: 0.137
Fraction root: 0.137

**********************************
TIER 2 SETTINGS
Tier2 not used.

**********************************

Calculating chronic risk
Chronic risk breakdown by pollutant and receptor saved to: 
C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6thRosaOP\hra\OpChronicNCChronicRisk.csv
Chronic risk total by receptor saved to: C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6thRosaOP\hra\OpChronicNCChronicRiskSumByRec.csv
HRA ran successfully



*HARP - HRACalc v22118 12/5/2022 4:07:33 PM - Chronic Risk - Input File: C:\Users\dlarocca\Desktop\Air Quality Work\HARP2\6thRosaOP\hra\OpChronicHRAInput.hra

REC GRP NETID X Y SCENARIO CV CNS IMMUN KIDNEY GILV REPRO/DEVELRESP SKIN EYE BONE/TEETHENDO BLOOD ODOR GENERAL MAXHI

1 ALL 476426.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

2 ALL 476446.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

3 ALL 476466.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

4 ALL 476486.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

5 ALL 476506.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

6 ALL 476526.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

7 ALL 476546.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

8 ALL 475526.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

9 ALL 475546.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

10 ALL 475566.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

11 ALL 475586.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

12 ALL 475606.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

13 ALL 475626.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

14 ALL 475646.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

15 ALL 475666.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

16 ALL 475686.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

17 ALL 475706.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

18 ALL 475726.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

19 ALL 475746.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

20 ALL 475766.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

21 ALL 475786.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

22 ALL 475806.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

23 ALL 475826.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

24 ALL 475846.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

25 ALL 475866.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

26 ALL 475886.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

27 ALL 475906.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

28 ALL 475926.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

29 ALL 475946.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

30 ALL 475966.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

31 ALL 475986.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

32 ALL 476006.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

33 ALL 476426.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

34 ALL 476446.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

35 ALL 476466.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

36 ALL 476486.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

37 ALL 476506.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03

38 ALL 476526.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03

39 ALL 476546.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

40 ALL 476566.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

41 ALL 476586.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

42 ALL 476606.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

43 ALL 476626.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

44 ALL 476646.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

45 ALL 476666.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

46 ALL 476686.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

47 ALL 476706.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

48 ALL 476726.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03



49 ALL 476746.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

50 ALL 476766.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

51 ALL 476786.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

52 ALL 476846.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

53 ALL 476866.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

54 ALL 476886.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

55 ALL 476906.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

56 ALL 476926.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

57 ALL 476946.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

58 ALL 476966.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

59 ALL 476986.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

60 ALL 477006.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

61 ALL 477026.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

62 ALL 477046.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

63 ALL 475526.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

64 ALL 475546.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

65 ALL 475566.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

66 ALL 475586.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

67 ALL 475606.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

68 ALL 475626.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

69 ALL 475646.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

70 ALL 475666.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

71 ALL 475686.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

72 ALL 475706.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

73 ALL 475726.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

74 ALL 475746.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

75 ALL 475766.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

76 ALL 475786.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

77 ALL 475806.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

78 ALL 475826.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

79 ALL 475846.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

80 ALL 475866.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

81 ALL 475886.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

82 ALL 475906.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

83 ALL 475926.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

84 ALL 475946.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

85 ALL 475966.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

86 ALL 475986.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

87 ALL 476006.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03

88 ALL 476426.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

89 ALL 476446.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

90 ALL 476466.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

91 ALL 476486.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03

92 ALL 476506.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03

93 ALL 476526.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03

94 ALL 476546.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03

95 ALL 476566.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

96 ALL 476586.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

97 ALL 476606.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

98 ALL 476626.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03



99 ALL 476646.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

100 ALL 476666.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

101 ALL 476686.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

102 ALL 476706.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

103 ALL 476726.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

104 ALL 476746.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

105 ALL 476766.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

106 ALL 476786.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

107 ALL 476846.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

108 ALL 476866.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

109 ALL 476886.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

110 ALL 476906.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

111 ALL 476926.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

112 ALL 476946.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

113 ALL 476966.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

114 ALL 476986.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

115 ALL 477006.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

116 ALL 477026.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

117 ALL 477046.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

118 ALL 477066.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

119 ALL 477086.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

120 ALL 475526.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

121 ALL 475546.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

122 ALL 475566.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

123 ALL 475586.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

124 ALL 475606.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

125 ALL 475626.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

126 ALL 475646.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

127 ALL 475666.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

128 ALL 475686.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

129 ALL 475706.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

130 ALL 475726.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

131 ALL 475746.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

132 ALL 475766.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

133 ALL 475786.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

134 ALL 475806.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

135 ALL 475826.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

136 ALL 475846.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

137 ALL 475866.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

138 ALL 475886.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

139 ALL 475906.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

140 ALL 475926.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

141 ALL 475946.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

142 ALL 475966.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

143 ALL 475986.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

144 ALL 476006.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

145 ALL 476426.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

146 ALL 476446.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

147 ALL 476466.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

148 ALL 476486.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03



149 ALL 476506.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03

150 ALL 476526.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03

151 ALL 476546.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

152 ALL 476566.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

153 ALL 476586.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03

154 ALL 476606.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

155 ALL 476626.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

156 ALL 476646.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

157 ALL 476666.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

158 ALL 476686.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

159 ALL 476706.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

160 ALL 476726.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

161 ALL 476746.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

162 ALL 476766.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

163 ALL 476786.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

164 ALL 476846.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

165 ALL 476866.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

166 ALL 476886.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

167 ALL 476906.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

168 ALL 476926.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

169 ALL 476946.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

170 ALL 476966.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

171 ALL 476986.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

172 ALL 477006.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

173 ALL 477026.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

174 ALL 477046.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

175 ALL 477066.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

176 ALL 477086.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

177 ALL 477106.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

178 ALL 475526.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

179 ALL 475546.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

180 ALL 475566.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

181 ALL 475586.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

182 ALL 475606.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

183 ALL 475626.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

184 ALL 475646.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

185 ALL 475666.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

186 ALL 475686.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

187 ALL 475706.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

188 ALL 475726.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

189 ALL 475746.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

190 ALL 475766.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

191 ALL 475786.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

192 ALL 475806.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

193 ALL 475826.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

194 ALL 475846.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

195 ALL 475866.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

196 ALL 475886.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03

197 ALL 475906.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

198 ALL 475926.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03



199 ALL 475946.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

200 ALL 475966.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

201 ALL 475986.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

202 ALL 476006.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

203 ALL 476026.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

204 ALL 476426.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03

205 ALL 476446.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03

206 ALL 476466.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03

207 ALL 476486.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03

208 ALL 476506.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

209 ALL 476526.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

210 ALL 476546.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03

211 ALL 476566.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03

212 ALL 476586.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03

213 ALL 476606.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

214 ALL 476626.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03

215 ALL 476646.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

216 ALL 476666.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

217 ALL 476686.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03

218 ALL 476706.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

219 ALL 476726.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

220 ALL 476746.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03

221 ALL 476766.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03

222 ALL 476786.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

223 ALL 476846.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

224 ALL 476866.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

225 ALL 476886.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

226 ALL 476906.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

227 ALL 476926.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

228 ALL 476946.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

229 ALL 476966.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

230 ALL 476986.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

231 ALL 477006.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

232 ALL 477026.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

233 ALL 477046.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

234 ALL 477066.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

235 ALL 477086.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

236 ALL 477106.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

237 ALL 475526.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

238 ALL 475546.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

239 ALL 475566.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

240 ALL 475586.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

241 ALL 475606.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

242 ALL 475626.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

243 ALL 475646.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

244 ALL 475666.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

245 ALL 475686.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

246 ALL 475706.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

247 ALL 475726.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

248 ALL 475746.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03



249 ALL 475766.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

250 ALL 475786.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

251 ALL 475806.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

252 ALL 475826.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

253 ALL 475846.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

254 ALL 475866.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

255 ALL 475886.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

256 ALL 475906.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

257 ALL 475926.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

258 ALL 475946.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

259 ALL 475966.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

260 ALL 475986.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

261 ALL 476006.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

262 ALL 476026.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03

263 ALL 476046.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

264 ALL 476426.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03

265 ALL 476446.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03

266 ALL 476466.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03

267 ALL 476486.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03

268 ALL 476506.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03

269 ALL 476526.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03

270 ALL 476546.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-03

271 ALL 476566.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03

272 ALL 476586.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03

273 ALL 476606.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03

274 ALL 476626.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

275 ALL 476646.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03

276 ALL 476666.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03

277 ALL 476686.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03

278 ALL 476706.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

279 ALL 476726.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

280 ALL 476746.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

281 ALL 476766.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

282 ALL 476786.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

283 ALL 476846.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

284 ALL 476866.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

285 ALL 476886.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

286 ALL 476906.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

287 ALL 476926.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

288 ALL 476946.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03

289 ALL 476966.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

290 ALL 476986.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

291 ALL 477006.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

292 ALL 477026.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

293 ALL 477046.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

294 ALL 477066.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

295 ALL 477086.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

296 ALL 477106.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

297 ALL 475526.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

298 ALL 475546.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03



299 ALL 475566.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

300 ALL 475586.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

301 ALL 475606.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

302 ALL 475626.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

303 ALL 475646.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

304 ALL 475666.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

305 ALL 475686.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

306 ALL 475706.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

307 ALL 475726.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

308 ALL 475746.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

309 ALL 475766.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

310 ALL 475786.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

311 ALL 475806.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

312 ALL 475826.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

313 ALL 475846.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

314 ALL 475866.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

315 ALL 475886.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

316 ALL 475906.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

317 ALL 475926.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

318 ALL 475946.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

319 ALL 475966.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

320 ALL 475986.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

321 ALL 476006.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

322 ALL 476026.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

323 ALL 476046.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

324 ALL 476066.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03

325 ALL 476426.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03

326 ALL 476446.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03

327 ALL 476466.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03

328 ALL 476486.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03

329 ALL 476506.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03

330 ALL 476526.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03

331 ALL 476546.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03

332 ALL 476566.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-03

333 ALL 476586.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-03

334 ALL 476606.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03

335 ALL 476626.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03

336 ALL 476646.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03

337 ALL 476666.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03

338 ALL 476686.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03

339 ALL 476706.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03

340 ALL 476726.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

341 ALL 476746.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03

342 ALL 476766.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

343 ALL 476786.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

344 ALL 476798.7 3773911 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

345 ALL 476846.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03

346 ALL 476866.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

347 ALL 476886.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03

348 ALL 476906.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03



349 ALL 476926.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

350 ALL 476946.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

351 ALL 476966.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

352 ALL 476986.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

353 ALL 477006.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

354 ALL 477026.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

355 ALL 477046.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

356 ALL 477066.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

357 ALL 477086.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

358 ALL 477106.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

359 ALL 475526.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

360 ALL 475546.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

361 ALL 475566.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

362 ALL 475586.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

363 ALL 475606.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

364 ALL 475626.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

365 ALL 475646.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

366 ALL 475666.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

367 ALL 475686.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

368 ALL 475706.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

369 ALL 475726.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

370 ALL 475746.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

371 ALL 475766.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

372 ALL 475786.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

373 ALL 475806.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

374 ALL 475826.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

375 ALL 475846.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

376 ALL 475866.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

377 ALL 475886.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03

378 ALL 475906.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

379 ALL 475926.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

380 ALL 475946.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

381 ALL 475966.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

382 ALL 475986.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

383 ALL 476006.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

384 ALL 476026.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

385 ALL 476046.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

386 ALL 476066.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03

387 ALL 476086.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03

388 ALL 476426.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03

389 ALL 476446.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03

390 ALL 476466.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03

391 ALL 476486.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03

392 ALL 476506.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-03

393 ALL 476526.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-03

394 ALL 476546.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-03

395 ALL 476566.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03

396 ALL 476586.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03

397 ALL 476606.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03

398 ALL 476626.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03



399 ALL 476646.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-03

400 ALL 476666.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-03

401 ALL 476686.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03

402 ALL 476706.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03

403 ALL 476726.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03

404 ALL 476746.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03

405 ALL 476766.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03

406 ALL 476786.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

407 ALL 476846.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

408 ALL 476866.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

409 ALL 476886.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

410 ALL 476906.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

411 ALL 476926.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

412 ALL 476946.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

413 ALL 476966.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

414 ALL 476986.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

415 ALL 477006.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

416 ALL 477026.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

417 ALL 477046.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

418 ALL 477066.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

419 ALL 477086.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

420 ALL 477106.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

421 ALL 475526.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

422 ALL 475546.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

423 ALL 475566.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

424 ALL 475586.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

425 ALL 475606.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

426 ALL 475626.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

427 ALL 475646.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

428 ALL 475666.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

429 ALL 475686.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

430 ALL 475706.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

431 ALL 475726.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

432 ALL 475746.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

433 ALL 475766.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

434 ALL 475786.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

435 ALL 475806.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

436 ALL 475826.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

437 ALL 475846.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

438 ALL 475866.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

439 ALL 475886.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

440 ALL 475906.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03

441 ALL 475926.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

442 ALL 475946.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03

443 ALL 475966.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

444 ALL 475986.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

445 ALL 476006.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

446 ALL 476026.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03

447 ALL 476046.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03

448 ALL 476066.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03



449 ALL 476086.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03

450 ALL 476106.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-03

451 ALL 476126.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03

452 ALL 476426.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03

453 ALL 476446.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03

454 ALL 476466.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03

455 ALL 476486.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-03

456 ALL 476506.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-03

457 ALL 476526.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-03

458 ALL 476546.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-03

459 ALL 476566.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-03

460 ALL 476586.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03

461 ALL 476606.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03

462 ALL 476626.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03

463 ALL 476646.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03

464 ALL 476666.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03

465 ALL 476686.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03

466 ALL 476706.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-03

467 ALL 476726.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03

468 ALL 476746.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03

469 ALL 476766.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03

470 ALL 476786.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03

471 ALL 476846.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

472 ALL 476866.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

473 ALL 476886.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

474 ALL 476906.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03

475 ALL 476926.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

476 ALL 476946.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

477 ALL 476966.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

478 ALL 476986.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

479 ALL 477006.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

480 ALL 477026.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

481 ALL 477046.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03

482 ALL 477066.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

483 ALL 477086.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

484 ALL 477106.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

485 ALL 475526.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

486 ALL 475546.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

487 ALL 475566.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

488 ALL 475586.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

489 ALL 475606.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

490 ALL 475626.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

491 ALL 475646.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

492 ALL 475666.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

493 ALL 475686.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

494 ALL 475706.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

495 ALL 475726.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

496 ALL 475746.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

497 ALL 475766.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

498 ALL 475786.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03



499 ALL 475806.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

500 ALL 475826.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

501 ALL 475846.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

502 ALL 475866.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

503 ALL 475886.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

504 ALL 475906.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

505 ALL 475926.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

506 ALL 475946.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

507 ALL 475966.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

508 ALL 475986.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

509 ALL 476006.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03

510 ALL 476026.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03

511 ALL 476046.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03

512 ALL 476066.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03

513 ALL 476086.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

514 ALL 476106.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03

515 ALL 476126.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03

516 ALL 476146.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-03

517 ALL 476406.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-03

518 ALL 476426.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-03

519 ALL 476446.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-03

520 ALL 476466.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03

521 ALL 476486.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-03

522 ALL 476506.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-03

523 ALL 476526.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-03

524 ALL 476546.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-03

525 ALL 476566.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-03

526 ALL 476586.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-03

527 ALL 476606.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03

528 ALL 476626.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-03

529 ALL 476646.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03

530 ALL 476666.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03

531 ALL 476686.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03

532 ALL 476706.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03

533 ALL 476726.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03

534 ALL 476746.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03

535 ALL 476766.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03

536 ALL 476786.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03

537 ALL 476846.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

538 ALL 476866.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

539 ALL 476886.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

540 ALL 476906.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

541 ALL 476926.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03

542 ALL 476946.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

543 ALL 476966.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

544 ALL 476986.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

545 ALL 477006.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

546 ALL 477026.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

547 ALL 477046.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

548 ALL 477066.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03



549 ALL 477086.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

550 ALL 477106.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

551 ALL 475526.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

552 ALL 475546.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

553 ALL 475566.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

554 ALL 475586.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

555 ALL 475606.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

556 ALL 475626.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

557 ALL 475646.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

558 ALL 475666.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

559 ALL 475686.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

560 ALL 475706.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

561 ALL 475726.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

562 ALL 475746.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

563 ALL 475766.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

564 ALL 475786.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

565 ALL 475806.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

566 ALL 475826.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

567 ALL 475846.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

568 ALL 475866.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

569 ALL 475886.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

570 ALL 475906.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

571 ALL 475926.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

572 ALL 475946.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

573 ALL 475966.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03

574 ALL 475986.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03

575 ALL 476006.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-03

576 ALL 476026.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03

577 ALL 476046.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03

578 ALL 476066.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03

579 ALL 476086.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03

580 ALL 476106.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03

581 ALL 476126.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03

582 ALL 476146.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03

583 ALL 476166.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03

584 ALL 476406.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-03

585 ALL 476426.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-03

586 ALL 476446.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-03

587 ALL 476466.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-03

588 ALL 476486.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-03

589 ALL 476506.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-03

590 ALL 476526.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-03

591 ALL 476546.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-03

592 ALL 476566.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03

593 ALL 476586.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-03

594 ALL 476606.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-03

595 ALL 476626.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-03

596 ALL 476646.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-03

597 ALL 476666.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03

598 ALL 476686.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03



599 ALL 476706.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03

600 ALL 476726.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03

601 ALL 476746.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03

602 ALL 476775.7 3773976 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03

603 ALL 476793.1 3773974 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03

604 ALL 476846.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

605 ALL 476866.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03

606 ALL 476886.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

607 ALL 476906.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

608 ALL 476926.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

609 ALL 476946.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

610 ALL 476966.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

611 ALL 476986.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

612 ALL 477006.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

613 ALL 477026.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

614 ALL 477046.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

615 ALL 477066.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

616 ALL 477086.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

617 ALL 477106.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

618 ALL 475526.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

619 ALL 475546.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

620 ALL 475566.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

621 ALL 475586.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

622 ALL 475606.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

623 ALL 475626.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

624 ALL 475646.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

625 ALL 475666.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

626 ALL 475686.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

627 ALL 475706.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

628 ALL 475726.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

629 ALL 475746.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

630 ALL 475766.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

631 ALL 475786.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

632 ALL 475806.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

633 ALL 475826.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

634 ALL 475846.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03

635 ALL 475866.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

636 ALL 475886.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

637 ALL 475906.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

638 ALL 475926.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

639 ALL 475946.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

640 ALL 475966.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03

641 ALL 475986.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

642 ALL 476006.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03

643 ALL 476026.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03

644 ALL 476046.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03

645 ALL 476066.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03

646 ALL 476086.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-03

647 ALL 476106.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03

648 ALL 476126.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03



649 ALL 476146.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-03

650 ALL 476166.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-03

651 ALL 476186.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-03

652 ALL 476366.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-03

653 ALL 476386.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-03

654 ALL 476406.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-03

655 ALL 476426.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-03

656 ALL 476446.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-03

657 ALL 476466.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-03

658 ALL 476486.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-03

659 ALL 476506.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-03

660 ALL 476526.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-03

661 ALL 476546.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-03

662 ALL 476566.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-03

663 ALL 476586.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-03

664 ALL 476606.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-03

665 ALL 476626.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-03

666 ALL 476646.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-03

667 ALL 476666.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03

668 ALL 476686.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03

669 ALL 476706.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03

670 ALL 476726.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03

671 ALL 476746.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03

672 ALL 476766.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-03

673 ALL 476786.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-03

674 ALL 476846.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03

675 ALL 476866.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03

676 ALL 476886.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03

677 ALL 476906.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03

678 ALL 476926.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03

679 ALL 476946.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

680 ALL 476966.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03

681 ALL 476986.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

682 ALL 477006.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

683 ALL 477026.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

684 ALL 477046.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

685 ALL 477066.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

686 ALL 477086.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

687 ALL 477106.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

688 ALL 475526.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

689 ALL 475546.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

690 ALL 475566.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

691 ALL 475586.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

692 ALL 475606.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

693 ALL 475626.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

694 ALL 475646.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

695 ALL 475666.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

696 ALL 475686.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

697 ALL 475706.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

698 ALL 475726.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03



699 ALL 475746.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

700 ALL 475766.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

701 ALL 475786.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

702 ALL 475806.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

703 ALL 475826.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

704 ALL 475846.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

705 ALL 475866.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

706 ALL 475886.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

707 ALL 475906.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

708 ALL 475926.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

709 ALL 475946.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

710 ALL 475966.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

711 ALL 475986.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03

712 ALL 476006.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03

713 ALL 476026.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-03

714 ALL 476046.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-03

715 ALL 476066.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03

716 ALL 476086.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-03

717 ALL 476106.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03

718 ALL 476126.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03

719 ALL 476146.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03

720 ALL 476166.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03

721 ALL 476186.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-03

722 ALL 476206.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-03

723 ALL 476226.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-03

724 ALL 476366.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-03

725 ALL 476386.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-03

726 ALL 476406.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-03

727 ALL 476426.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-03

728 ALL 476446.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-03

729 ALL 476466.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-03

730 ALL 476486.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-03

731 ALL 476506.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-03

732 ALL 476526.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-03

733 ALL 476546.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-03

734 ALL 476566.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-03

735 ALL 476586.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03

736 ALL 476606.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-03

737 ALL 476626.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-03

738 ALL 476646.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-03

739 ALL 476666.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-03

740 ALL 476686.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-03

741 ALL 476706.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03

742 ALL 476726.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03

743 ALL 476746.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-03

744 ALL 476766.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03

745 ALL 476786.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03

746 ALL 476846.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03

747 ALL 476866.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03

748 ALL 476886.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03



749 ALL 476906.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03

750 ALL 476926.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03

751 ALL 476946.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03

752 ALL 476966.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03

753 ALL 476986.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

754 ALL 477006.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03

755 ALL 477026.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

756 ALL 477046.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03

757 ALL 477066.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03

758 ALL 477086.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

759 ALL 477106.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

760 ALL 475526.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

761 ALL 475546.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

762 ALL 475566.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

763 ALL 475586.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

764 ALL 475606.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

765 ALL 475626.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

766 ALL 475646.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

767 ALL 475666.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

768 ALL 475686.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

769 ALL 475706.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

770 ALL 475726.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

771 ALL 475746.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

772 ALL 475766.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

773 ALL 475786.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

774 ALL 475806.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

775 ALL 475826.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

776 ALL 475846.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

777 ALL 475866.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

778 ALL 475886.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03

779 ALL 475906.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03

780 ALL 475926.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

781 ALL 475946.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03

782 ALL 475966.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

783 ALL 475986.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03

784 ALL 476006.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03

785 ALL 476026.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03

786 ALL 476046.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03

787 ALL 476066.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-03

788 ALL 476086.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03

789 ALL 476106.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03

790 ALL 476126.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03

791 ALL 476146.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-03

792 ALL 476166.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-03

793 ALL 476186.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-03

794 ALL 476206.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-03

795 ALL 476226.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-03

796 ALL 476246.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-03

797 ALL 476266.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-03

798 ALL 476286.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-03



799 ALL 476366.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-03

800 ALL 476386.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-03

801 ALL 476406.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-03

802 ALL 476426.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-03

803 ALL 476446.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-03

804 ALL 476466.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-03

805 ALL 476486.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-03

806 ALL 476506.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-03

807 ALL 476526.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-03

808 ALL 476546.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-03

809 ALL 476566.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-03

810 ALL 476586.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.83E-03

811 ALL 476606.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-03

812 ALL 476626.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-03

813 ALL 476646.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-03

814 ALL 476666.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-03

815 ALL 476686.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03

816 ALL 476706.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-03

817 ALL 476726.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-03

818 ALL 476746.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-03

819 ALL 476766.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-03

820 ALL 476786.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03

821 ALL 476846.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03

822 ALL 476866.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03

823 ALL 476886.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03

824 ALL 476906.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03

825 ALL 476926.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03

826 ALL 476946.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03

827 ALL 476966.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03

828 ALL 476986.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03

829 ALL 477006.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03

830 ALL 477026.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

831 ALL 477046.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03

832 ALL 477066.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

833 ALL 477086.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

834 ALL 477106.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

835 ALL 475526.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

836 ALL 475546.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

837 ALL 475566.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

838 ALL 475586.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

839 ALL 475606.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

840 ALL 475626.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

841 ALL 475646.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

842 ALL 475666.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

843 ALL 475686.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

844 ALL 475706.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

845 ALL 475726.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

846 ALL 475746.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

847 ALL 475766.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

848 ALL 475786.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03



849 ALL 475806.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

850 ALL 475826.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

851 ALL 475846.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

852 ALL 475866.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

853 ALL 475886.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

854 ALL 475906.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

855 ALL 475926.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

856 ALL 475946.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03

857 ALL 475966.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03

858 ALL 475986.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03

859 ALL 476006.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

860 ALL 476026.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03

861 ALL 476046.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03

862 ALL 476066.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-03

863 ALL 476086.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-03

864 ALL 476106.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03

865 ALL 476126.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-03

866 ALL 476146.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03

867 ALL 476166.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-03

868 ALL 476186.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-03

869 ALL 476206.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-03

870 ALL 476226.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-03

871 ALL 476246.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-03

872 ALL 476266.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-03

873 ALL 476286.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-03

874 ALL 476306.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.22E-03

875 ALL 476326.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-03

876 ALL 476346.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-03

877 ALL 476366.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-03

878 ALL 476386.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-03

879 ALL 476406.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-03

880 ALL 476426.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-03

881 ALL 476446.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-03

882 ALL 476466.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-03

883 ALL 476486.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-03

884 ALL 476506.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-03

885 ALL 476526.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-03

886 ALL 476546.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-03

887 ALL 476566.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-03

888 ALL 476586.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-03

889 ALL 476606.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-03

890 ALL 476626.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-03

891 ALL 476646.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.83E-03

892 ALL 476666.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-03

893 ALL 476686.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-03

894 ALL 476706.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-03

895 ALL 476726.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-03

896 ALL 476746.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-03

897 ALL 476766.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-03

898 ALL 476786.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-03



899 ALL 476846.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03

900 ALL 476866.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03

901 ALL 476886.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-03

902 ALL 476906.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03

903 ALL 476926.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03

904 ALL 476946.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03

905 ALL 476966.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03

906 ALL 476986.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03

907 ALL 477006.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03

908 ALL 477026.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03

909 ALL 477046.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03

910 ALL 477066.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

911 ALL 477086.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

912 ALL 477106.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03

913 ALL 475526.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

914 ALL 475546.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

915 ALL 475566.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

916 ALL 475586.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

917 ALL 475606.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

918 ALL 475626.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

919 ALL 475646.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

920 ALL 475666.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

921 ALL 475686.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

922 ALL 475706.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

923 ALL 475726.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

924 ALL 475746.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

925 ALL 475766.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

926 ALL 475786.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

927 ALL 475806.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

928 ALL 475826.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

929 ALL 475846.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

930 ALL 475866.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

931 ALL 475886.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03

932 ALL 475906.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

933 ALL 475926.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03

934 ALL 475946.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

935 ALL 475966.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03

936 ALL 475986.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03

937 ALL 476006.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03

938 ALL 476026.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03

939 ALL 476046.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03

940 ALL 476066.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03

941 ALL 476086.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-03

942 ALL 476106.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-03

943 ALL 476126.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-03

944 ALL 476146.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-03

945 ALL 476166.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-03

946 ALL 476186.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-03

947 ALL 476206.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-03

948 ALL 476226.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-03



949 ALL 476246.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-03

950 ALL 476266.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-03

951 ALL 476286.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-03

952 ALL 476306.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-03

953 ALL 476326.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-03

954 ALL 476346.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-03

955 ALL 476366.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-03

956 ALL 476386.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-03

957 ALL 476406.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-03

958 ALL 476426.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-03

959 ALL 476446.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-03

960 ALL 476466.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.21E-03

961 ALL 476486.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-03

962 ALL 476506.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-03

963 ALL 476526.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-03

964 ALL 476546.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-03

965 ALL 476566.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-03

966 ALL 476586.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.36E-03

967 ALL 476606.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-03

968 ALL 476626.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-03

969 ALL 476646.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-03

970 ALL 476666.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-03

971 ALL 476686.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-03

972 ALL 476706.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-03

973 ALL 476726.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03

974 ALL 476746.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-03

975 ALL 476766.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-03

976 ALL 476786.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-03

977 ALL 476806.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-03

978 ALL 476846.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-03

979 ALL 476866.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03

980 ALL 476886.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03

981 ALL 476906.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-03

982 ALL 476926.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-03

983 ALL 476946.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03

984 ALL 476966.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03

985 ALL 476986.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-03

986 ALL 477006.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03

987 ALL 477026.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03

988 ALL 477046.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03

989 ALL 477066.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03

990 ALL 477086.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03

991 ALL 477106.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

992 ALL 475526.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

993 ALL 475546.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

994 ALL 475566.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

995 ALL 475586.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

996 ALL 475606.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

997 ALL 475626.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

998 ALL 475646.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03



999 ALL 475666.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

1000 ALL 475686.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

1001 ALL 475706.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

1002 ALL 475726.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

1003 ALL 475746.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

1004 ALL 475766.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

1005 ALL 475786.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

1006 ALL 475806.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

1007 ALL 475826.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

1008 ALL 475846.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

1009 ALL 475866.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

1010 ALL 475886.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

1011 ALL 475906.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

1012 ALL 475926.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

1013 ALL 475946.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03

1014 ALL 475966.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03

1015 ALL 475986.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03

1016 ALL 476006.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03

1017 ALL 476026.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03

1018 ALL 476046.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-03

1019 ALL 476066.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-03

1020 ALL 476086.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03

1021 ALL 476106.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03

1022 ALL 476126.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-03

1023 ALL 476146.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-03

1024 ALL 476166.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-03

1025 ALL 476186.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-03

1026 ALL 476206.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-03

1027 ALL 476226.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-03

1028 ALL 476246.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-03

1029 ALL 476266.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-03

1030 ALL 476286.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-03

1031 ALL 476306.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-03

1032 ALL 476326.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-03

1033 ALL 476346.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-03

1034 ALL 476366.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-03

1035 ALL 476386.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-03

1036 ALL 476406.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-03

1037 ALL 476426.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-03

1038 ALL 476446.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-03

1039 ALL 476466.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-03

1040 ALL 476486.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-03

1041 ALL 476506.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.33E-03

1042 ALL 476526.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-03

1043 ALL 476546.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-03

1044 ALL 476566.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-03

1045 ALL 476586.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-03

1046 ALL 476606.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-03

1047 ALL 476626.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.65E-03

1048 ALL 476646.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-03



1049 ALL 476666.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-03

1050 ALL 476686.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-03

1051 ALL 476706.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-03

1052 ALL 476726.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-03

1053 ALL 476746.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-03

1054 ALL 476766.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-03

1055 ALL 476786.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-03

1056 ALL 476806.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-03

1057 ALL 476846.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-03

1058 ALL 476866.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-03

1059 ALL 476886.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03

1060 ALL 476906.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03

1061 ALL 476926.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03

1062 ALL 476946.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03

1063 ALL 476966.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03

1064 ALL 476986.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03

1065 ALL 477006.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-03

1066 ALL 477026.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-03

1067 ALL 477046.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03

1068 ALL 477066.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-03

1069 ALL 477086.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03

1070 ALL 477106.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03

1071 ALL 475526.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

1072 ALL 475546.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

1073 ALL 475566.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

1074 ALL 475586.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

1075 ALL 475606.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

1076 ALL 475626.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1077 ALL 475646.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

1078 ALL 475666.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

1079 ALL 475686.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

1080 ALL 475706.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

1081 ALL 475726.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

1082 ALL 475746.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

1083 ALL 475766.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

1084 ALL 475786.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

1085 ALL 475806.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

1086 ALL 475826.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

1087 ALL 475846.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

1088 ALL 475866.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

1089 ALL 475886.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

1090 ALL 475906.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03

1091 ALL 475926.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

1092 ALL 475946.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

1093 ALL 475966.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

1094 ALL 475986.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03

1095 ALL 476006.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03

1096 ALL 476026.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03

1097 ALL 476046.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03

1098 ALL 476066.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-03



1099 ALL 476086.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-03

1100 ALL 476106.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-03

1101 ALL 476126.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-03

1102 ALL 476146.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-03

1103 ALL 476166.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-03

1104 ALL 476186.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-03

1105 ALL 476206.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-03

1106 ALL 476226.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-03

1107 ALL 476246.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-03

1108 ALL 476266.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-03

1109 ALL 476286.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-03

1110 ALL 476306.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.30E-03

1111 ALL 476326.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-03

1112 ALL 476346.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-03

1113 ALL 476366.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.73E-03

1114 ALL 476386.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02

1115 ALL 476406.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-02

1116 ALL 476426.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02

1117 ALL 476446.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-02

1118 ALL 476466.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02

1119 ALL 476486.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02

1120 ALL 476506.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-02

1121 ALL 476526.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02

1122 ALL 476546.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-02

1123 ALL 476566.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-02

1124 ALL 476586.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-03

1125 ALL 476606.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.16E-03

1126 ALL 476626.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-03

1127 ALL 476646.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-03

1128 ALL 476666.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-03

1129 ALL 476686.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.27E-03

1130 ALL 476706.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-03

1131 ALL 476726.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-03

1132 ALL 476746.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-03

1133 ALL 476766.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-03

1134 ALL 476786.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-03

1135 ALL 476806.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.34E-03

1136 ALL 476846.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-03

1137 ALL 476866.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-03

1138 ALL 476886.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-03

1139 ALL 476906.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-03

1140 ALL 476926.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-03

1141 ALL 476946.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-03

1142 ALL 476966.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-03

1143 ALL 476986.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-03

1144 ALL 477006.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-03

1145 ALL 477026.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03

1146 ALL 477046.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-03

1147 ALL 477066.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-03

1148 ALL 477086.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03



1149 ALL 477106.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-03

1150 ALL 475526.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

1151 ALL 475546.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1152 ALL 475566.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

1153 ALL 475586.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

1154 ALL 475606.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

1155 ALL 475626.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1156 ALL 475646.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

1157 ALL 475666.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

1158 ALL 475686.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

1159 ALL 475706.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

1160 ALL 475726.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

1161 ALL 475746.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

1162 ALL 475766.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

1163 ALL 475786.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

1164 ALL 475806.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

1165 ALL 475826.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

1166 ALL 475846.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

1167 ALL 475866.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

1168 ALL 475886.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

1169 ALL 475906.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03

1170 ALL 475926.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03

1171 ALL 475946.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

1172 ALL 475966.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

1173 ALL 475986.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

1174 ALL 476006.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-03

1175 ALL 476026.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03

1176 ALL 476046.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03

1177 ALL 476066.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-03

1178 ALL 476086.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-03

1179 ALL 476106.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-03

1180 ALL 476126.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-03

1181 ALL 476146.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-03

1182 ALL 476166.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-03

1183 ALL 476186.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-03

1184 ALL 476206.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-03

1185 ALL 476226.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-03

1186 ALL 476246.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-03

1187 ALL 476266.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-03

1188 ALL 476286.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-03

1189 ALL 476306.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-03

1190 ALL 476326.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-03

1191 ALL 476346.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-02

1192 ALL 476366.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02

1193 ALL 476386.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02

1194 ALL 476406.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-02

1195 ALL 476426.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-02

1196 ALL 476446.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-02

1197 ALL 476466.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-02

1198 ALL 476486.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-02



1199 ALL 476506.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-02

1200 ALL 476526.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-02

1201 ALL 476546.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-02

1202 ALL 476566.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-02

1203 ALL 476586.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-02

1204 ALL 476606.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02

1205 ALL 476626.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-03

1206 ALL 476646.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-03

1207 ALL 476666.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-03

1208 ALL 476686.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-03

1209 ALL 476706.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-03

1210 ALL 476726.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.27E-03

1211 ALL 476746.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-03

1212 ALL 476766.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-03

1213 ALL 476786.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.22E-03

1214 ALL 476806.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-03

1215 ALL 476846.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.43E-03

1216 ALL 476866.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-03

1217 ALL 476886.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-03

1218 ALL 476906.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-03

1219 ALL 476926.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-03

1220 ALL 477066.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03

1221 ALL 477086.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03

1222 ALL 477106.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03

1223 ALL 475526.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

1224 ALL 475546.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1225 ALL 475566.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

1226 ALL 475586.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

1227 ALL 475606.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

1228 ALL 475626.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

1229 ALL 475646.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

1230 ALL 475666.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

1231 ALL 475686.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

1232 ALL 475706.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

1233 ALL 475726.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

1234 ALL 475746.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

1235 ALL 475766.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

1236 ALL 475786.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

1237 ALL 475806.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

1238 ALL 475826.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

1239 ALL 475846.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

1240 ALL 475866.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

1241 ALL 475886.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

1242 ALL 475906.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03

1243 ALL 475926.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03

1244 ALL 475946.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

1245 ALL 475966.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

1246 ALL 475986.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03

1247 ALL 476006.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03

1248 ALL 476026.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-03



1249 ALL 476046.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-03

1250 ALL 476066.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03

1251 ALL 476086.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03

1252 ALL 476106.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-03

1253 ALL 476126.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-03

1254 ALL 476146.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-03

1255 ALL 476166.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-03

1256 ALL 476186.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-03

1257 ALL 476206.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-03

1258 ALL 476226.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-03

1259 ALL 476246.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-03

1260 ALL 476266.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-03

1261 ALL 476286.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-03

1262 ALL 476306.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-03

1263 ALL 476326.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-02

1264 ALL 476346.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-02

1265 ALL 476366.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-02

1266 ALL 476386.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-02

1267 ALL 476406.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-02

1268 ALL 476426.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-02

1269 ALL 476446.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-02

1270 ALL 476466.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-02

1271 ALL 476486.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-02

1272 ALL 476506.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-02

1273 ALL 476526.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-02

1274 ALL 476546.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-02

1275 ALL 476566.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-02

1276 ALL 476586.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-02

1277 ALL 476606.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-02

1278 ALL 476626.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-02

1279 ALL 476646.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02

1280 ALL 476666.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.98E-03

1281 ALL 476686.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.34E-03

1282 ALL 476706.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.77E-03

1283 ALL 476726.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-03

1284 ALL 476746.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-03

1285 ALL 476766.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-03

1286 ALL 476786.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-03

1287 ALL 476806.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-03

1288 ALL 476846.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-03

1289 ALL 476866.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-03

1290 ALL 476886.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-03

1291 ALL 476906.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-03

1292 ALL 476926.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-03

1293 ALL 477066.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03

1294 ALL 477086.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03

1295 ALL 477106.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03

1296 ALL 475526.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1297 ALL 475546.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

1298 ALL 475566.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03



1299 ALL 475586.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

1300 ALL 475606.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

1301 ALL 475626.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

1302 ALL 475646.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

1303 ALL 475666.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

1304 ALL 475686.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

1305 ALL 475706.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

1306 ALL 475726.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

1307 ALL 475746.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

1308 ALL 475766.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

1309 ALL 475786.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

1310 ALL 475806.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

1311 ALL 475826.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

1312 ALL 475846.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

1313 ALL 475866.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

1314 ALL 475886.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

1315 ALL 475906.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

1316 ALL 475926.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

1317 ALL 475946.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

1318 ALL 475966.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

1319 ALL 475986.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03

1320 ALL 476006.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03

1321 ALL 476026.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03

1322 ALL 476046.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-03

1323 ALL 476066.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03

1324 ALL 476086.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-03

1325 ALL 476106.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-03

1326 ALL 476126.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-03

1327 ALL 476146.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-03

1328 ALL 476166.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-03

1329 ALL 476186.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-03

1330 ALL 476206.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-03

1331 ALL 476226.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-03

1332 ALL 476246.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-03

1333 ALL 476266.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.98E-03

1334 ALL 476286.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-03

1335 ALL 476306.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-02

1336 ALL 476326.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-02

1337 ALL 476346.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-02

1338 ALL 476366.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-02

1339 ALL 476386.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-02

1340 ALL 476406.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-02

1341 ALL 476426.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-02

1342 ALL 476446.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-02

1343 ALL 476466.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-02

1344 ALL 476486.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-02

1345 ALL 476506.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-02

1346 ALL 476526.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-02

1347 ALL 476546.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-02

1348 ALL 476566.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-02



1349 ALL 476586.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-02

1350 ALL 476606.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-02

1351 ALL 476626.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-02

1352 ALL 476646.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-02

1353 ALL 476666.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02

1354 ALL 476686.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-02

1355 ALL 476706.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02

1356 ALL 476726.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.47E-03

1357 ALL 476746.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-03

1358 ALL 476766.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-03

1359 ALL 476786.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-03

1360 ALL 476806.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-03

1361 ALL 476846.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-03

1362 ALL 476866.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-03

1363 ALL 476886.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-03

1364 ALL 476906.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-03

1365 ALL 476926.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-03

1366 ALL 477066.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-03

1367 ALL 477086.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03

1368 ALL 477106.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-03

1369 ALL 475526.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

1370 ALL 475546.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

1371 ALL 475566.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

1372 ALL 475586.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

1373 ALL 475606.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

1374 ALL 475626.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

1375 ALL 475646.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

1376 ALL 475666.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

1377 ALL 475686.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

1378 ALL 475706.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

1379 ALL 475726.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

1380 ALL 475746.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

1381 ALL 475766.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

1382 ALL 475786.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

1383 ALL 475806.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

1384 ALL 475826.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

1385 ALL 475846.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

1386 ALL 475866.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03

1387 ALL 475886.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

1388 ALL 475906.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

1389 ALL 475926.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

1390 ALL 475946.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

1391 ALL 475966.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03

1392 ALL 475986.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

1393 ALL 476006.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03

1394 ALL 476026.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-03

1395 ALL 476046.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-03

1396 ALL 476066.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03

1397 ALL 476086.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-03

1398 ALL 476106.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-03



1399 ALL 476126.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-03

1400 ALL 476146.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-03

1401 ALL 476166.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-03

1402 ALL 476186.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-03

1403 ALL 476206.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-03

1404 ALL 476226.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-03

1405 ALL 476246.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-03

1406 ALL 476266.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-03

1407 ALL 476286.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-02

1408 ALL 476306.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02

1409 ALL 476326.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-02

1410 ALL 476346.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-02

1411 ALL 476366.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-02

1412 ALL 476386.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-02

1413 ALL 476406.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-02

1414 ALL 476426.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-02

1415 ALL 476446.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-02

1416 ALL 476466.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-02

1417 ALL 476486.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-02

1418 ALL 476506.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-02

1419 ALL 476526.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-02

1420 ALL 476546.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-02

1421 ALL 477046.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-03

1422 ALL 477066.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03

1423 ALL 477086.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03

1424 ALL 477106.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-03

1425 ALL 477126.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-03

1426 ALL 477146.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03

1427 ALL 477166.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03

1428 ALL 475526.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

1429 ALL 475546.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

1430 ALL 475566.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

1431 ALL 475586.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

1432 ALL 475606.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

1433 ALL 475626.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

1434 ALL 475646.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

1435 ALL 475666.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

1436 ALL 475686.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

1437 ALL 475706.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

1438 ALL 475726.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

1439 ALL 475746.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

1440 ALL 475766.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

1441 ALL 475786.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

1442 ALL 475806.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

1443 ALL 475826.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

1444 ALL 475846.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

1445 ALL 475866.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

1446 ALL 475886.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

1447 ALL 475906.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03

1448 ALL 475926.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03



1449 ALL 475946.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03

1450 ALL 475966.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03

1451 ALL 475986.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03

1452 ALL 476006.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-03

1453 ALL 476026.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03

1454 ALL 476046.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-03

1455 ALL 476066.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03

1456 ALL 476086.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-03

1457 ALL 476106.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-03

1458 ALL 476126.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-03

1459 ALL 476146.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-03

1460 ALL 476166.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-03

1461 ALL 476186.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-03

1462 ALL 476206.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.19E-03

1463 ALL 476226.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-03

1464 ALL 476246.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.82E-03

1465 ALL 476266.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-03

1466 ALL 476286.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02

1467 ALL 476306.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-02

1468 ALL 476326.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-02

1469 ALL 476346.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-02

1470 ALL 476366.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-02

1471 ALL 476386.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-02

1472 ALL 476406.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-02

1473 ALL 476426.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-02

1474 ALL 476446.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-02

1475 ALL 476466.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-02

1476 ALL 476486.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-02

1477 ALL 476506.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-02

1478 ALL 476526.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-02

1479 ALL 476546.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-02

1480 ALL 477046.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-03

1481 ALL 477066.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-03

1482 ALL 477086.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03

1483 ALL 477106.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03

1484 ALL 477126.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-03

1485 ALL 477146.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-03

1486 ALL 477166.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03

1487 ALL 475526.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

1488 ALL 475546.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

1489 ALL 475566.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1490 ALL 475586.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

1491 ALL 475606.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

1492 ALL 475626.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

1493 ALL 475646.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

1494 ALL 475666.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

1495 ALL 475686.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

1496 ALL 475706.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

1497 ALL 475726.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

1498 ALL 475746.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03



1499 ALL 475766.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

1500 ALL 475786.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

1501 ALL 475806.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

1502 ALL 475826.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

1503 ALL 475846.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

1504 ALL 475866.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

1505 ALL 475886.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

1506 ALL 475906.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

1507 ALL 475926.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

1508 ALL 475946.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

1509 ALL 475966.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03

1510 ALL 475986.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-03

1511 ALL 476006.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03

1512 ALL 476026.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03

1513 ALL 476046.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03

1514 ALL 476066.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03

1515 ALL 476086.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-03

1516 ALL 476106.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-03

1517 ALL 476126.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-03

1518 ALL 476146.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-03

1519 ALL 476166.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-03

1520 ALL 476186.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-03

1521 ALL 476206.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-03

1522 ALL 476226.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.06E-03

1523 ALL 476246.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-03

1524 ALL 476266.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02

1525 ALL 476286.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-02

1526 ALL 476306.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-02

1527 ALL 476326.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-02

1528 ALL 476346.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-02

1529 ALL 476366.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-02

1530 ALL 476386.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-02

1531 ALL 476406.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-02

1532 ALL 476426.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-02

1533 ALL 476446.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-02

1534 ALL 476466.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-02

1535 ALL 476486.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-02

1536 ALL 476506.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-02

1537 ALL 476526.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-02

1538 ALL 476546.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-02

1539 ALL 477046.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-03

1540 ALL 477066.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-03

1541 ALL 477086.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-03

1542 ALL 477106.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-03

1543 ALL 477126.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-03

1544 ALL 477146.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03

1545 ALL 477166.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03

1546 ALL 475526.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-04

1547 ALL 475546.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1548 ALL 475566.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03



1549 ALL 475586.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

1550 ALL 475606.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

1551 ALL 475626.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

1552 ALL 475646.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

1553 ALL 475666.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

1554 ALL 475686.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

1555 ALL 475706.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

1556 ALL 475726.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

1557 ALL 475746.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

1558 ALL 475766.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

1559 ALL 475786.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

1560 ALL 475806.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

1561 ALL 475826.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

1562 ALL 475846.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

1563 ALL 475866.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

1564 ALL 475886.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

1565 ALL 475906.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03

1566 ALL 475926.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

1567 ALL 475946.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03

1568 ALL 475966.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03

1569 ALL 475986.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03

1570 ALL 476006.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-03

1571 ALL 476026.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03

1572 ALL 476046.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03

1573 ALL 476066.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-03

1574 ALL 476086.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03

1575 ALL 476106.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-03

1576 ALL 476126.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-03

1577 ALL 476146.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-03

1578 ALL 476166.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-03

1579 ALL 476186.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-03

1580 ALL 476206.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-03

1581 ALL 476226.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-03

1582 ALL 476246.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.09E-03

1583 ALL 476266.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-02

1584 ALL 476286.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-02

1585 ALL 476306.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-02

1586 ALL 476326.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-02

1587 ALL 476346.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-02

1588 ALL 476366.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-02

1589 ALL 476386.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-02

1590 ALL 476406.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-02

1591 ALL 476426.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-02

1592 ALL 476446.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-02

1593 ALL 476466.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-02

1594 ALL 476486.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-02

1595 ALL 476506.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-02

1596 ALL 476526.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-02

1597 ALL 476546.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-02

1598 ALL 477046.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-03



1599 ALL 477066.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-03

1600 ALL 477086.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-03

1601 ALL 477106.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-03

1602 ALL 477126.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03

1603 ALL 477146.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03

1604 ALL 477166.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03

1605 ALL 475526.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04

1606 ALL 475546.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

1607 ALL 475566.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

1608 ALL 475586.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

1609 ALL 475606.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

1610 ALL 475626.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

1611 ALL 475646.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

1612 ALL 475666.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

1613 ALL 475686.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

1614 ALL 475706.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

1615 ALL 475726.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

1616 ALL 475746.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

1617 ALL 475766.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

1618 ALL 475786.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

1619 ALL 475806.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

1620 ALL 475826.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

1621 ALL 475846.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

1622 ALL 475866.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

1623 ALL 475886.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

1624 ALL 475906.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

1625 ALL 475926.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

1626 ALL 475946.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

1627 ALL 475966.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03

1628 ALL 475986.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03

1629 ALL 476006.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03

1630 ALL 476026.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-03

1631 ALL 476046.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-03

1632 ALL 476066.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03

1633 ALL 476086.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-03

1634 ALL 476106.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-03

1635 ALL 476126.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-03

1636 ALL 476146.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-03

1637 ALL 476166.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-03

1638 ALL 476186.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-03

1639 ALL 476206.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-03

1640 ALL 476226.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-03

1641 ALL 476246.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.06E-03

1642 ALL 476266.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-02

1643 ALL 476286.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-02

1644 ALL 476306.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-02

1645 ALL 476326.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-02

1646 ALL 476346.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-02

1647 ALL 476366.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-02

1648 ALL 476386.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-02



1649 ALL 476406.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-02

1650 ALL 476426.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-02

1651 ALL 476446.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-02

1652 ALL 476466.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.39E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.39E-02

1653 ALL 476486.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.25E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.25E-02

1654 ALL 476506.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-01 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-01

1655 ALL 476526.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-01 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-01

1656 ALL 476546.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.82E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.82E-02

1657 ALL 477046.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-03

1658 ALL 477066.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-03

1659 ALL 477086.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-03

1660 ALL 477106.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-03

1661 ALL 477126.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-03

1662 ALL 477146.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03

1663 ALL 477166.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-03

1664 ALL 475526.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-04

1665 ALL 475546.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

1666 ALL 475566.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

1667 ALL 475586.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1668 ALL 475606.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

1669 ALL 475626.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

1670 ALL 475646.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

1671 ALL 475666.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1672 ALL 475686.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

1673 ALL 475706.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

1674 ALL 475726.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

1675 ALL 475746.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

1676 ALL 475766.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

1677 ALL 475786.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

1678 ALL 475806.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

1679 ALL 475826.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

1680 ALL 475846.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

1681 ALL 475866.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

1682 ALL 475886.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

1683 ALL 475906.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

1684 ALL 475926.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

1685 ALL 475946.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

1686 ALL 475966.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

1687 ALL 475986.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

1688 ALL 476006.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03

1689 ALL 476026.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03

1690 ALL 476046.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03

1691 ALL 476066.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03

1692 ALL 476086.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-03

1693 ALL 476106.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-03

1694 ALL 476126.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-03

1695 ALL 476146.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-03

1696 ALL 476166.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-03

1697 ALL 476186.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-03

1698 ALL 476206.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-03



1699 ALL 476226.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-03

1700 ALL 476246.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-03

1701 ALL 476266.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02

1702 ALL 476286.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-02

1703 ALL 476306.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-02

1704 ALL 476326.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-02

1705 ALL 476346.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-02

1706 ALL 476366.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-02

1707 ALL 476386.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-02

1708 ALL 477046.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-03

1709 ALL 477066.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-03

1710 ALL 477086.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-03

1711 ALL 477106.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-03

1712 ALL 477126.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-03

1713 ALL 477146.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-03

1714 ALL 477166.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03

1715 ALL 475526.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-04

1716 ALL 475546.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.98E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.98E-04

1717 ALL 475566.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1718 ALL 475586.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

1719 ALL 475606.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

1720 ALL 475626.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

1721 ALL 475646.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

1722 ALL 475666.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

1723 ALL 475686.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

1724 ALL 475706.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

1725 ALL 475726.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

1726 ALL 475746.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

1727 ALL 475766.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

1728 ALL 475786.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

1729 ALL 475806.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

1730 ALL 475826.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

1731 ALL 475846.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

1732 ALL 475866.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03

1733 ALL 475886.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

1734 ALL 475906.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

1735 ALL 475926.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

1736 ALL 475946.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

1737 ALL 475966.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

1738 ALL 475986.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03

1739 ALL 476006.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03

1740 ALL 476026.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-03

1741 ALL 476046.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03

1742 ALL 476066.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-03

1743 ALL 476086.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-03

1744 ALL 476106.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-03

1745 ALL 476126.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03

1746 ALL 476146.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-03

1747 ALL 476166.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-03

1748 ALL 476186.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.22E-03



1749 ALL 476206.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.91E-03

1750 ALL 476226.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-03

1751 ALL 476246.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-03

1752 ALL 476266.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-03

1753 ALL 476286.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-02

1754 ALL 476306.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-02

1755 ALL 476326.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-02

1756 ALL 476346.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-02

1757 ALL 476366.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-02

1758 ALL 476386.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-02

1759 ALL 477046.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-03

1760 ALL 477066.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-03

1761 ALL 477086.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-03

1762 ALL 477106.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-03

1763 ALL 477126.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-03

1764 ALL 477146.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-03

1765 ALL 477166.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03

1766 ALL 477466.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03

1767 ALL 477486.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

1768 ALL 477506.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

1769 ALL 477526.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

1770 ALL 475526.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-04

1771 ALL 475546.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-04

1772 ALL 475566.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

1773 ALL 475586.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

1774 ALL 475606.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

1775 ALL 475626.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

1776 ALL 475646.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

1777 ALL 475666.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

1778 ALL 475686.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

1779 ALL 475706.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

1780 ALL 475726.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

1781 ALL 475746.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

1782 ALL 475766.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

1783 ALL 475786.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

1784 ALL 475806.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

1785 ALL 475826.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

1786 ALL 475846.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

1787 ALL 475866.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

1788 ALL 475886.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

1789 ALL 475906.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

1790 ALL 475926.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

1791 ALL 475946.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

1792 ALL 475966.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03

1793 ALL 475986.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03

1794 ALL 476006.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-03

1795 ALL 476026.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03

1796 ALL 476046.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03

1797 ALL 476066.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03

1798 ALL 476086.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-03



1799 ALL 476106.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-03

1800 ALL 476126.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-03

1801 ALL 476146.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-03

1802 ALL 476166.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-03

1803 ALL 476186.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-03

1804 ALL 476206.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-03

1805 ALL 476226.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-03

1806 ALL 476246.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.42E-03

1807 ALL 476266.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-03

1808 ALL 476286.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02

1809 ALL 476306.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-02

1810 ALL 476326.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-02

1811 ALL 476346.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-02

1812 ALL 476366.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-02

1813 ALL 476386.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-02

1814 ALL 476406.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-02

1815 ALL 477046.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-03

1816 ALL 477066.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-03

1817 ALL 477086.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-03

1818 ALL 477106.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03

1819 ALL 477126.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-03

1820 ALL 477146.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03

1821 ALL 477166.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-03

1822 ALL 477466.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03

1823 ALL 477486.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03

1824 ALL 477506.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

1825 ALL 477526.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03

1826 ALL 475526.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04

1827 ALL 475546.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-04

1828 ALL 475566.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

1829 ALL 475586.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

1830 ALL 475606.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

1831 ALL 475626.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

1832 ALL 475646.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

1833 ALL 475666.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

1834 ALL 475686.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

1835 ALL 475706.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

1836 ALL 475726.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

1837 ALL 475746.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

1838 ALL 475766.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

1839 ALL 475786.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

1840 ALL 475806.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

1841 ALL 475826.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

1842 ALL 475846.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

1843 ALL 475866.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

1844 ALL 475886.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

1845 ALL 475906.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03

1846 ALL 475926.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

1847 ALL 475946.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

1848 ALL 475966.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03



1849 ALL 475986.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

1850 ALL 476006.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03

1851 ALL 476026.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03

1852 ALL 476046.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03

1853 ALL 476066.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-03

1854 ALL 476086.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-03

1855 ALL 476106.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-03

1856 ALL 476126.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-03

1857 ALL 476146.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-03

1858 ALL 476166.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03

1859 ALL 476186.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-03

1860 ALL 476206.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-03

1861 ALL 476226.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-03

1862 ALL 476246.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-03

1863 ALL 476266.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-03

1864 ALL 476286.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-02

1865 ALL 476306.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-02

1866 ALL 476326.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-02

1867 ALL 476346.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-02

1868 ALL 476366.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-02

1869 ALL 476386.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-02

1870 ALL 477046.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-03

1871 ALL 477066.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-03

1872 ALL 477086.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03

1873 ALL 477106.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03

1874 ALL 477126.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-03

1875 ALL 477146.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03

1876 ALL 477166.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03

1877 ALL 477466.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

1878 ALL 477486.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

1879 ALL 477506.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

1880 ALL 477526.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

1881 ALL 475526.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-04

1882 ALL 475546.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-04

1883 ALL 475566.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-04

1884 ALL 475586.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

1885 ALL 475606.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

1886 ALL 475626.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

1887 ALL 475646.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

1888 ALL 475666.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

1889 ALL 475686.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

1890 ALL 475706.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

1891 ALL 475726.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

1892 ALL 475746.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

1893 ALL 475766.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

1894 ALL 475786.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

1895 ALL 475806.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

1896 ALL 475826.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

1897 ALL 475846.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

1898 ALL 475866.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03



1899 ALL 475886.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03

1900 ALL 475906.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

1901 ALL 475926.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

1902 ALL 475946.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

1903 ALL 475966.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

1904 ALL 475986.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

1905 ALL 476006.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03

1906 ALL 476026.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03

1907 ALL 476046.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-03

1908 ALL 476066.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-03

1909 ALL 476086.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-03

1910 ALL 476106.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-03

1911 ALL 476126.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-03

1912 ALL 476146.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03

1913 ALL 476166.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.12E-03

1914 ALL 476186.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-03

1915 ALL 476206.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-03

1916 ALL 476226.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-03

1917 ALL 476246.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-03

1918 ALL 476266.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-03

1919 ALL 476286.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-03

1920 ALL 476306.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-02

1921 ALL 476326.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-02

1922 ALL 476346.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-02

1923 ALL 476366.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-02

1924 ALL 476386.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-02

1925 ALL 476417.9 3774378 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-02

1926 ALL 477046.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03

1927 ALL 477066.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-03

1928 ALL 477086.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-03

1929 ALL 477106.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-03

1930 ALL 477126.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-03

1931 ALL 477146.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-03

1932 ALL 477166.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03

1933 ALL 477466.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03

1934 ALL 477486.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

1935 ALL 477506.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

1936 ALL 477526.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

1937 ALL 475526.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-04

1938 ALL 475546.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-04

1939 ALL 475566.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-04

1940 ALL 475586.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

1941 ALL 475606.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

1942 ALL 475626.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

1943 ALL 475646.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

1944 ALL 475666.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

1945 ALL 475686.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

1946 ALL 475706.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

1947 ALL 475726.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

1948 ALL 475746.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03



1949 ALL 475766.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

1950 ALL 475786.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

1951 ALL 475806.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

1952 ALL 475826.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

1953 ALL 475846.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

1954 ALL 475866.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

1955 ALL 475886.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

1956 ALL 475906.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

1957 ALL 475926.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

1958 ALL 475946.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

1959 ALL 475966.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

1960 ALL 475986.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

1961 ALL 476006.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03

1962 ALL 476026.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03

1963 ALL 476046.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-03

1964 ALL 476066.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03

1965 ALL 476086.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-03

1966 ALL 476106.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-03

1967 ALL 476126.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-03

1968 ALL 476146.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-03

1969 ALL 476166.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-03

1970 ALL 476186.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-03

1971 ALL 476206.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-03

1972 ALL 476226.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-03

1973 ALL 476246.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-03

1974 ALL 476266.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-03

1975 ALL 476286.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.34E-03

1976 ALL 476306.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-02

1977 ALL 476326.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-02

1978 ALL 477046.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-03

1979 ALL 477066.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-03

1980 ALL 477086.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-03

1981 ALL 477106.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03

1982 ALL 477126.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-03

1983 ALL 477146.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-03

1984 ALL 477166.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03

1985 ALL 477186.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03

1986 ALL 477206.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03

1987 ALL 477226.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-03

1988 ALL 477246.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03

1989 ALL 477266.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-03

1990 ALL 477286.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03

1991 ALL 477306.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03

1992 ALL 477326.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03

1993 ALL 477346.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-03

1994 ALL 477366.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03

1995 ALL 477386.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03

1996 ALL 477406.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03

1997 ALL 477426.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03

1998 ALL 477446.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03



1999 ALL 477466.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

2000 ALL 477486.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

2001 ALL 477506.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

2002 ALL 477526.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

2003 ALL 475946.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

2004 ALL 475966.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

2005 ALL 475986.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

2006 ALL 476006.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03

2007 ALL 476026.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03

2008 ALL 476046.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03

2009 ALL 476066.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03

2010 ALL 476086.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-03

2011 ALL 476106.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-03

2012 ALL 476126.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03

2013 ALL 476146.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-03

2014 ALL 476166.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-03

2015 ALL 476186.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-03

2016 ALL 476206.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-03

2017 ALL 476226.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-03

2018 ALL 476246.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-03

2019 ALL 476266.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-03

2020 ALL 476286.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-03

2021 ALL 476306.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.99E-03

2022 ALL 476326.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-02

2023 ALL 476346.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-02

2024 ALL 476366.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-02

2025 ALL 476386.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-02

2026 ALL 476406.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-02

2027 ALL 476426.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-02

2028 ALL 476446.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-02

2029 ALL 476466.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-02

2030 ALL 476486.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-02

2031 ALL 476506.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-02

2032 ALL 476526.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-02

2033 ALL 476546.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-02

2034 ALL 476566.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-02

2035 ALL 476586.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-02

2036 ALL 476606.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-02

2037 ALL 476626.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-02

2038 ALL 476646.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-02

2039 ALL 476666.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-02

2040 ALL 476686.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-02

2041 ALL 476706.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-02

2042 ALL 476726.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-02

2043 ALL 476746.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-02

2044 ALL 476766.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-02

2045 ALL 476786.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-02

2046 ALL 476806.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02

2047 ALL 476826.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-03

2048 ALL 476846.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-03



2049 ALL 476866.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-03

2050 ALL 476886.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-03

2051 ALL 476906.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-03

2052 ALL 476926.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-03

2053 ALL 476946.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-03

2054 ALL 476966.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-03

2055 ALL 476986.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-03

2056 ALL 477006.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-03

2057 ALL 477026.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-03

2058 ALL 477046.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-03

2059 ALL 477066.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-03

2060 ALL 477086.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-03

2061 ALL 477106.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-03

2062 ALL 477126.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03

2063 ALL 477146.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03

2064 ALL 477166.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03

2065 ALL 477186.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03

2066 ALL 477206.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03

2067 ALL 477226.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03

2068 ALL 477246.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03

2069 ALL 477266.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03

2070 ALL 477286.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03

2071 ALL 477306.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03

2072 ALL 477326.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-03

2073 ALL 477346.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03

2074 ALL 477366.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03

2075 ALL 477386.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03

2076 ALL 477406.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03

2077 ALL 477426.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03

2078 ALL 477446.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

2079 ALL 477466.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

2080 ALL 477486.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03

2081 ALL 477506.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

2082 ALL 477526.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

2083 ALL 475946.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

2084 ALL 475966.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

2085 ALL 475986.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03

2086 ALL 476006.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03

2087 ALL 476026.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03

2088 ALL 476046.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03

2089 ALL 476066.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03

2090 ALL 476086.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03

2091 ALL 476106.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03

2092 ALL 476126.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-03

2093 ALL 476146.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03

2094 ALL 476166.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-03

2095 ALL 476186.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-03

2096 ALL 476206.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-03

2097 ALL 476226.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-03

2098 ALL 476246.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-03



2099 ALL 476266.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-03

2100 ALL 476286.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-03

2101 ALL 476306.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-03

2102 ALL 476326.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02

2103 ALL 476346.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-02

2104 ALL 476366.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-02

2105 ALL 476386.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-02

2106 ALL 476406.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-02

2107 ALL 476426.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-02

2108 ALL 476446.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-02

2109 ALL 476466.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-02

2110 ALL 476486.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-02

2111 ALL 476506.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-02

2112 ALL 476526.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-02

2113 ALL 476546.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-02

2114 ALL 476566.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-02

2115 ALL 476586.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-02

2116 ALL 476606.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-02

2117 ALL 476626.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-02

2118 ALL 476646.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-02

2119 ALL 476666.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-02

2120 ALL 476686.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-02

2121 ALL 476706.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-02

2122 ALL 476726.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-02

2123 ALL 476746.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-02

2124 ALL 476766.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-02

2125 ALL 476786.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-02

2126 ALL 476806.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.44E-03

2127 ALL 476826.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-03

2128 ALL 476846.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-03

2129 ALL 476866.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-03

2130 ALL 476886.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-03

2131 ALL 476906.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-03

2132 ALL 476926.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-03

2133 ALL 476946.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-03

2134 ALL 476966.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03

2135 ALL 476986.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-03

2136 ALL 477006.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-03

2137 ALL 477026.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03

2138 ALL 477046.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-03

2139 ALL 477066.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-03

2140 ALL 477086.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-03

2141 ALL 477106.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03

2142 ALL 477126.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03

2143 ALL 477146.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03

2144 ALL 477166.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03

2145 ALL 477186.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03

2146 ALL 477206.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03

2147 ALL 477226.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03

2148 ALL 477246.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03



2149 ALL 477266.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03

2150 ALL 477286.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03

2151 ALL 477306.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03

2152 ALL 477326.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

2153 ALL 477346.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03

2154 ALL 477366.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03

2155 ALL 477386.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03

2156 ALL 477406.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

2157 ALL 477426.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

2158 ALL 477446.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

2159 ALL 477466.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

2160 ALL 477486.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

2161 ALL 477506.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

2162 ALL 477526.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

2163 ALL 475946.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03

2164 ALL 475966.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

2165 ALL 475986.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

2166 ALL 476006.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

2167 ALL 476026.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

2168 ALL 476046.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03

2169 ALL 476066.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03

2170 ALL 476086.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03

2171 ALL 476106.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03

2172 ALL 476126.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-03

2173 ALL 476146.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-03

2174 ALL 476166.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-03

2175 ALL 476186.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-03

2176 ALL 476206.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-03

2177 ALL 476226.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-03

2178 ALL 476246.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-03

2179 ALL 476266.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-03

2180 ALL 476286.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-03

2181 ALL 476306.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-03

2182 ALL 476326.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-03

2183 ALL 476346.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02

2184 ALL 476366.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-02

2185 ALL 476386.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-02

2186 ALL 476406.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-02

2187 ALL 476426.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-02

2188 ALL 476446.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-02

2189 ALL 476466.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-02

2190 ALL 476486.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-02

2191 ALL 476506.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-02

2192 ALL 476526.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-02

2193 ALL 476546.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-02

2194 ALL 476566.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-02

2195 ALL 476586.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-02

2196 ALL 476606.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-02

2197 ALL 476626.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-02

2198 ALL 476646.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-02



2199 ALL 476666.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-02

2200 ALL 476686.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-02

2201 ALL 476706.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-02

2202 ALL 476726.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02

2203 ALL 476746.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02

2204 ALL 476766.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-03

2205 ALL 476786.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.04E-03

2206 ALL 476806.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-03

2207 ALL 476826.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-03

2208 ALL 476846.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.22E-03

2209 ALL 476866.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-03

2210 ALL 476886.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-03

2211 ALL 476906.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-03

2212 ALL 476926.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-03

2213 ALL 476946.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-03

2214 ALL 476966.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-03

2215 ALL 476986.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-03

2216 ALL 477006.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-03

2217 ALL 477026.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-03

2218 ALL 477046.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03

2219 ALL 477066.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03

2220 ALL 477086.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03

2221 ALL 477106.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03

2222 ALL 477126.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03

2223 ALL 477146.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-03

2224 ALL 477166.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03

2225 ALL 477186.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03

2226 ALL 477206.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03

2227 ALL 477226.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03

2228 ALL 477246.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03

2229 ALL 477266.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03

2230 ALL 477286.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-03

2231 ALL 477306.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03

2232 ALL 477326.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03

2233 ALL 477346.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

2234 ALL 477366.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

2235 ALL 477386.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

2236 ALL 477406.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03

2237 ALL 477426.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

2238 ALL 477446.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03

2239 ALL 477466.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

2240 ALL 477486.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03

2241 ALL 477506.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

2242 ALL 477526.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

2243 ALL 475946.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

2244 ALL 475966.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

2245 ALL 475986.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03

2246 ALL 476006.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

2247 ALL 476026.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

2248 ALL 476046.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03



2249 ALL 476066.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03

2250 ALL 476086.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-03

2251 ALL 476106.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03

2252 ALL 476126.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03

2253 ALL 476146.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-03

2254 ALL 476166.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-03

2255 ALL 476186.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-03

2256 ALL 476206.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.93E-03

2257 ALL 476226.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-03

2258 ALL 476246.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-03

2259 ALL 476266.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-03

2260 ALL 476286.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.19E-03

2261 ALL 476306.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-03

2262 ALL 476326.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-03

2263 ALL 476346.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-03

2264 ALL 476366.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-02

2265 ALL 476386.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-02

2266 ALL 476406.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-02

2267 ALL 476426.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-02

2268 ALL 476446.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-02

2269 ALL 476466.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-02

2270 ALL 476486.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-02

2271 ALL 476506.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-02

2272 ALL 476526.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-02

2273 ALL 476546.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-02

2274 ALL 476566.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-02

2275 ALL 476586.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-02

2276 ALL 476606.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-02

2277 ALL 476626.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-02

2278 ALL 476646.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-02

2279 ALL 476666.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-02

2280 ALL 476686.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-02

2281 ALL 476706.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-02

2282 ALL 476726.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-02

2283 ALL 476746.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.25E-03

2284 ALL 476766.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-03

2285 ALL 476786.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-03

2286 ALL 476806.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.43E-03

2287 ALL 476826.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-03

2288 ALL 476846.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-03

2289 ALL 476866.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-03

2290 ALL 476886.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-03

2291 ALL 476906.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-03

2292 ALL 476926.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-03

2293 ALL 476946.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-03

2294 ALL 476966.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-03

2295 ALL 476986.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-03

2296 ALL 477006.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03

2297 ALL 477026.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-03

2298 ALL 477046.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-03



2299 ALL 477066.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03

2300 ALL 477086.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03

2301 ALL 477106.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03

2302 ALL 477126.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03

2303 ALL 477146.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03

2304 ALL 477166.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03

2305 ALL 477186.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03

2306 ALL 477206.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03

2307 ALL 477226.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03

2308 ALL 477246.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03

2309 ALL 477266.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03

2310 ALL 477286.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03

2311 ALL 477306.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

2312 ALL 477326.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

2313 ALL 477346.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

2314 ALL 477366.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

2315 ALL 477386.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

2316 ALL 477406.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

2317 ALL 477426.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

2318 ALL 477446.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

2319 ALL 477466.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

2320 ALL 477486.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

2321 ALL 477506.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

2322 ALL 477526.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

2323 ALL 475946.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

2324 ALL 475966.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03

2325 ALL 475986.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03

2326 ALL 476006.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

2327 ALL 476026.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

2328 ALL 476046.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

2329 ALL 476066.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03

2330 ALL 476086.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03

2331 ALL 476106.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03

2332 ALL 476126.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-03

2333 ALL 476146.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-03

2334 ALL 476166.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-03

2335 ALL 476186.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03

2336 ALL 476206.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-03

2337 ALL 476226.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-03

2338 ALL 476246.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-03

2339 ALL 476266.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-03

2340 ALL 476286.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-03

2341 ALL 476306.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-03

2342 ALL 476326.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.13E-03

2343 ALL 476346.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-03

2344 ALL 476366.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-03

2345 ALL 476386.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-02

2346 ALL 476406.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-02

2347 ALL 476426.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-02

2348 ALL 476446.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-02



2349 ALL 476466.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-02

2350 ALL 476486.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-02

2351 ALL 476506.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-02

2352 ALL 476526.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-02

2353 ALL 476546.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-02

2354 ALL 476566.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-02

2355 ALL 476586.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-02

2356 ALL 476606.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-02

2357 ALL 476626.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-02

2358 ALL 476646.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-02

2359 ALL 476666.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-02

2360 ALL 476686.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-02

2361 ALL 476706.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-03

2362 ALL 476726.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-03

2363 ALL 476746.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-03

2364 ALL 476766.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-03

2365 ALL 476786.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-03

2366 ALL 476806.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-03

2367 ALL 476826.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-03

2368 ALL 476846.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-03

2369 ALL 476866.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-03

2370 ALL 476886.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-03

2371 ALL 476906.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-03

2372 ALL 476926.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-03

2373 ALL 476946.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-03

2374 ALL 476966.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-03

2375 ALL 476986.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-03

2376 ALL 477006.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03

2377 ALL 477026.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03

2378 ALL 477046.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-03

2379 ALL 477066.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03

2380 ALL 477086.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03

2381 ALL 477106.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03

2382 ALL 477126.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03

2383 ALL 477146.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03

2384 ALL 477166.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

2385 ALL 477186.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03

2386 ALL 477206.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03

2387 ALL 477226.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03

2388 ALL 477246.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03

2389 ALL 477266.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

2390 ALL 477286.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

2391 ALL 477306.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

2392 ALL 477326.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

2393 ALL 477346.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

2394 ALL 477366.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

2395 ALL 477386.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

2396 ALL 477406.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

2397 ALL 477426.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

2398 ALL 477446.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03



2399 ALL 477466.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

2400 ALL 477486.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

2401 ALL 477506.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03

2402 ALL 477526.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

2403 ALL 475946.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03

2404 ALL 475966.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

2405 ALL 475986.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

2406 ALL 476006.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03

2407 ALL 476026.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

2408 ALL 476046.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

2409 ALL 476066.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03

2410 ALL 476086.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03

2411 ALL 476106.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03

2412 ALL 476126.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03

2413 ALL 476146.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03

2414 ALL 476166.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-03

2415 ALL 476186.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-03

2416 ALL 476206.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-03

2417 ALL 476226.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-03

2418 ALL 476246.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-03

2419 ALL 476266.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-03

2420 ALL 476286.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-03

2421 ALL 476306.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-03

2422 ALL 476326.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-03

2423 ALL 476346.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-03

2424 ALL 476366.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-03

2425 ALL 476386.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.74E-03

2426 ALL 476406.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02

2427 ALL 476426.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-02

2428 ALL 476446.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-02

2429 ALL 476466.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-02

2430 ALL 476486.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-02

2431 ALL 476506.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-02

2432 ALL 476526.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-02

2433 ALL 476546.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-02

2434 ALL 476566.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-02

2435 ALL 476586.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-02

2436 ALL 476606.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-02

2437 ALL 476626.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-02

2438 ALL 476646.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02

2439 ALL 476666.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-03

2440 ALL 476686.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-03

2441 ALL 476706.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-03

2442 ALL 476726.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-03

2443 ALL 476746.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.27E-03

2444 ALL 476766.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-03

2445 ALL 476786.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-03

2446 ALL 476806.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-03

2447 ALL 476826.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-03

2448 ALL 476846.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-03



2449 ALL 476866.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-03

2450 ALL 476886.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-03

2451 ALL 476906.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-03

2452 ALL 476926.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03

2453 ALL 476946.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-03

2454 ALL 476966.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-03

2455 ALL 476986.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-03

2456 ALL 477006.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-03

2457 ALL 477026.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-03

2458 ALL 477046.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03

2459 ALL 477066.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03

2460 ALL 477086.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03

2461 ALL 477106.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

2462 ALL 477126.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03

2463 ALL 477146.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03

2464 ALL 477166.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

2465 ALL 477186.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

2466 ALL 477206.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

2467 ALL 477226.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03

2468 ALL 477246.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

2469 ALL 477266.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

2470 ALL 477286.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

2471 ALL 477306.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

2472 ALL 477326.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03

2473 ALL 477346.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

2474 ALL 477366.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

2475 ALL 477386.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03

2476 ALL 477406.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

2477 ALL 477426.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

2478 ALL 477446.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

2479 ALL 477466.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

2480 ALL 477486.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

2481 ALL 477506.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

2482 ALL 477526.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

2483 ALL 475946.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

2484 ALL 475966.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

2485 ALL 475986.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03

2486 ALL 476006.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

2487 ALL 476026.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

2488 ALL 476046.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

2489 ALL 476066.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

2490 ALL 476086.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03

2491 ALL 476106.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

2492 ALL 476126.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03

2493 ALL 476146.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03

2494 ALL 476166.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-03

2495 ALL 476186.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03

2496 ALL 476206.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-03

2497 ALL 476226.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-03

2498 ALL 476246.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-03



2499 ALL 476266.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-03

2500 ALL 476286.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-03

2501 ALL 476306.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-03

2502 ALL 476326.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-03

2503 ALL 476346.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-03

2504 ALL 476366.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-03

2505 ALL 476386.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-03

2506 ALL 476406.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-03

2507 ALL 476426.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.98E-03

2508 ALL 476446.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-02

2509 ALL 476466.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-02

2510 ALL 476486.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-02

2511 ALL 476506.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-02

2512 ALL 476526.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-02

2513 ALL 476546.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-02

2514 ALL 476566.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-02

2515 ALL 476586.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-02

2516 ALL 476606.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-02

2517 ALL 476626.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.92E-03

2518 ALL 476646.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-03

2519 ALL 476666.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-03

2520 ALL 476686.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-03

2521 ALL 476706.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.51E-03

2522 ALL 476726.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-03

2523 ALL 476746.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-03

2524 ALL 476766.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-03

2525 ALL 476786.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-03

2526 ALL 476806.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-03

2527 ALL 476826.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-03

2528 ALL 476846.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-03

2529 ALL 476866.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-03

2530 ALL 476886.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03

2531 ALL 476906.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-03

2532 ALL 476926.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-03

2533 ALL 476946.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03

2534 ALL 476966.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03

2535 ALL 476986.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-03

2536 ALL 477006.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03

2537 ALL 477026.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-03

2538 ALL 477046.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

2539 ALL 477066.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03

2540 ALL 477086.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03

2541 ALL 477106.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

2542 ALL 477126.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03

2543 ALL 477146.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

2544 ALL 477166.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

2545 ALL 477186.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

2546 ALL 477206.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

2547 ALL 477226.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

2548 ALL 477246.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03



2549 ALL 477266.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

2550 ALL 477286.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

2551 ALL 477306.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

2552 ALL 477326.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

2553 ALL 477346.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

2554 ALL 477366.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

2555 ALL 477386.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

2556 ALL 477406.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

2557 ALL 477426.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

2558 ALL 477446.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

2559 ALL 477466.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

2560 ALL 477486.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

2561 ALL 477506.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

2562 ALL 477526.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

2563 ALL 475946.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

2564 ALL 475966.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

2565 ALL 475986.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

2566 ALL 476006.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

2567 ALL 476026.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03

2568 ALL 476046.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03

2569 ALL 476066.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

2570 ALL 476086.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03

2571 ALL 476106.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03

2572 ALL 476126.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03

2573 ALL 476146.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-03

2574 ALL 476166.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-03

2575 ALL 476186.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03

2576 ALL 476206.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03

2577 ALL 476226.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-03

2578 ALL 476246.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-03

2579 ALL 476266.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-03

2580 ALL 476286.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.34E-03

2581 ALL 476306.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-03

2582 ALL 476326.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.22E-03

2583 ALL 476346.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-03

2584 ALL 476366.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-03

2585 ALL 476386.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-03

2586 ALL 476406.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-03

2587 ALL 476426.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-03

2588 ALL 476446.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-03

2589 ALL 476466.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.57E-03

2590 ALL 476486.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.87E-03

2591 ALL 476506.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02

2592 ALL 476526.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-02

2593 ALL 476546.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-02

2594 ALL 476566.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-03

2595 ALL 476586.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.50E-03

2596 ALL 476606.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-03

2597 ALL 476626.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-03

2598 ALL 476646.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-03



2599 ALL 476666.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.70E-03

2600 ALL 476686.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.22E-03

2601 ALL 476706.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-03

2602 ALL 476726.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-03

2603 ALL 476746.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-03

2604 ALL 476766.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-03

2605 ALL 476786.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03

2606 ALL 476806.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-03

2607 ALL 476826.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03

2608 ALL 476846.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-03

2609 ALL 476866.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-03

2610 ALL 476886.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-03

2611 ALL 476906.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-03

2612 ALL 476926.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-03

2613 ALL 476946.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03

2614 ALL 476966.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03

2615 ALL 476986.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-03

2616 ALL 477006.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03

2617 ALL 477026.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03

2618 ALL 477046.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03

2619 ALL 477066.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03

2620 ALL 477086.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

2621 ALL 477106.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

2622 ALL 477126.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

2623 ALL 477146.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

2624 ALL 477166.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

2625 ALL 477186.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

2626 ALL 477206.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

2627 ALL 477226.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

2628 ALL 477246.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

2629 ALL 477266.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

2630 ALL 477286.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

2631 ALL 477306.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

2632 ALL 477326.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

2633 ALL 477346.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

2634 ALL 477366.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

2635 ALL 477386.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

2636 ALL 477406.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

2637 ALL 477426.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

2638 ALL 477446.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

2639 ALL 477466.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

2640 ALL 477486.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

2641 ALL 477506.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

2642 ALL 477526.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

2643 ALL 475946.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03

2644 ALL 475966.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

2645 ALL 475986.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

2646 ALL 476006.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

2647 ALL 476026.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

2648 ALL 476046.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03



2649 ALL 476066.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03

2650 ALL 476086.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03

2651 ALL 476106.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03

2652 ALL 476126.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03

2653 ALL 476146.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-03

2654 ALL 476166.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03

2655 ALL 476186.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-03

2656 ALL 476206.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-03

2657 ALL 476226.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-03

2658 ALL 476246.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03

2659 ALL 476266.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-03

2660 ALL 476286.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-03

2661 ALL 476306.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-03

2662 ALL 476326.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-03

2663 ALL 476346.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-03

2664 ALL 476366.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-03

2665 ALL 476386.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-03

2666 ALL 476406.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-03

2667 ALL 476426.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-03

2668 ALL 476446.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-03

2669 ALL 476466.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-03

2670 ALL 476486.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.53E-03

2671 ALL 476506.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-03

2672 ALL 476526.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.70E-03

2673 ALL 476546.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-03

2674 ALL 476566.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.48E-03

2675 ALL 476586.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-03

2676 ALL 476606.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-03

2677 ALL 476626.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-03

2678 ALL 476646.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-03

2679 ALL 476666.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-03

2680 ALL 476686.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-03

2681 ALL 476706.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-03

2682 ALL 476726.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-03

2683 ALL 476746.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-03

2684 ALL 476766.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-03

2685 ALL 476786.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-03

2686 ALL 476806.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-03

2687 ALL 476826.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-03

2688 ALL 476846.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03

2689 ALL 476866.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-03

2690 ALL 476886.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-03

2691 ALL 476906.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-03

2692 ALL 476926.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03

2693 ALL 476946.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03

2694 ALL 476966.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03

2695 ALL 476986.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-03

2696 ALL 477006.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03

2697 ALL 477026.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03

2698 ALL 477046.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03



2699 ALL 477066.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03

2700 ALL 477086.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-03

2701 ALL 477106.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

2702 ALL 477126.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

2703 ALL 477146.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

2704 ALL 477166.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

2705 ALL 477186.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

2706 ALL 477206.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

2707 ALL 477226.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

2708 ALL 477246.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

2709 ALL 477266.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

2710 ALL 477286.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

2711 ALL 477306.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

2712 ALL 477326.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

2713 ALL 477346.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

2714 ALL 477366.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

2715 ALL 477386.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

2716 ALL 477406.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

2717 ALL 477426.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

2718 ALL 477446.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

2719 ALL 477466.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

2720 ALL 477486.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

2721 ALL 477506.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

2722 ALL 477526.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

2723 ALL 475946.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

2724 ALL 475966.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

2725 ALL 475986.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

2726 ALL 476006.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

2727 ALL 476026.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

2728 ALL 476046.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

2729 ALL 476066.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

2730 ALL 476086.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-03

2731 ALL 476106.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

2732 ALL 476126.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

2733 ALL 476146.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

2734 ALL 476166.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-03

2735 ALL 476186.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03

2736 ALL 476206.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03

2737 ALL 476226.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-03

2738 ALL 476246.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-03

2739 ALL 476266.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-03

2740 ALL 476286.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-03

2741 ALL 476306.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-03

2742 ALL 476326.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-03

2743 ALL 476346.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-03

2744 ALL 476366.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-03

2745 ALL 476386.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-03

2746 ALL 476406.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-03

2747 ALL 476426.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-03

2748 ALL 476446.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-03



2749 ALL 476466.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-03

2750 ALL 476486.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.46E-03

2751 ALL 476506.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-03

2752 ALL 476526.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-03

2753 ALL 476546.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-03

2754 ALL 476566.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-03

2755 ALL 476586.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-03

2756 ALL 476606.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-03

2757 ALL 476626.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-03

2758 ALL 476646.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-03

2759 ALL 476666.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-03

2760 ALL 476686.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-03

2761 ALL 476706.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-03

2762 ALL 476726.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-03

2763 ALL 476746.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-03

2764 ALL 476766.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-03

2765 ALL 476786.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-03

2766 ALL 476806.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-03

2767 ALL 476826.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03

2768 ALL 476846.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-03

2769 ALL 476866.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03

2770 ALL 476886.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-03

2771 ALL 476906.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03

2772 ALL 476926.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03

2773 ALL 476946.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03

2774 ALL 476966.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03

2775 ALL 476986.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03

2776 ALL 477006.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

2777 ALL 477026.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03

2778 ALL 477046.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03

2779 ALL 477066.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

2780 ALL 477086.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

2781 ALL 477106.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03

2782 ALL 477126.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

2783 ALL 477146.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

2784 ALL 477166.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

2785 ALL 477186.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

2786 ALL 477206.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

2787 ALL 477226.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

2788 ALL 477246.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

2789 ALL 477266.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

2790 ALL 477286.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

2791 ALL 477306.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

2792 ALL 477326.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

2793 ALL 477346.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

2794 ALL 477366.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

2795 ALL 477386.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

2796 ALL 477406.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

2797 ALL 477426.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

2798 ALL 477446.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03



2799 ALL 477466.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

2800 ALL 477486.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

2801 ALL 477506.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

2802 ALL 477526.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

2803 ALL 475946.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

2804 ALL 475966.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

2805 ALL 475986.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

2806 ALL 476006.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

2807 ALL 476026.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03

2808 ALL 476046.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

2809 ALL 476066.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03

2810 ALL 476086.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

2811 ALL 476106.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

2812 ALL 476126.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03

2813 ALL 476146.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03

2814 ALL 476166.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03

2815 ALL 476186.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03

2816 ALL 476206.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-03

2817 ALL 476226.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-03

2818 ALL 476246.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-03

2819 ALL 476266.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-03

2820 ALL 476286.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-03

2821 ALL 476306.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-03

2822 ALL 476326.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-03

2823 ALL 476346.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-03

2824 ALL 476366.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-03

2825 ALL 476386.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-03

2826 ALL 476406.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-03

2827 ALL 476426.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-03

2828 ALL 476446.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-03

2829 ALL 476466.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-03

2830 ALL 476486.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-03

2831 ALL 476506.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.66E-03

2832 ALL 476526.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-03

2833 ALL 476546.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-03

2834 ALL 476566.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-03

2835 ALL 476586.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-03

2836 ALL 476606.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-03

2837 ALL 476626.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-03

2838 ALL 476646.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-03

2839 ALL 476666.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-03

2840 ALL 476686.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-03

2841 ALL 476706.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-03

2842 ALL 476726.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-03

2843 ALL 476746.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-03

2844 ALL 476766.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-03

2845 ALL 476786.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-03

2846 ALL 476806.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-03

2847 ALL 476826.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-03

2848 ALL 476846.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-03



2849 ALL 476866.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03

2850 ALL 476886.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03

2851 ALL 476906.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03

2852 ALL 476926.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03

2853 ALL 476946.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

2854 ALL 476966.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-03

2855 ALL 476986.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03

2856 ALL 477006.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

2857 ALL 477026.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

2858 ALL 477046.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

2859 ALL 477066.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

2860 ALL 477086.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

2861 ALL 477106.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03

2862 ALL 477126.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

2863 ALL 477146.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

2864 ALL 477166.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

2865 ALL 477186.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

2866 ALL 477206.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

2867 ALL 477226.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

2868 ALL 477246.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

2869 ALL 477266.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

2870 ALL 477286.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

2871 ALL 477306.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

2872 ALL 477326.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

2873 ALL 477346.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

2874 ALL 477366.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

2875 ALL 477386.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

2876 ALL 477406.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

2877 ALL 477426.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

2878 ALL 477446.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

2879 ALL 477466.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

2880 ALL 477486.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

2881 ALL 477506.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

2882 ALL 477526.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

2883 ALL 475946.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

2884 ALL 475966.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

2885 ALL 475986.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

2886 ALL 476006.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

2887 ALL 476026.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

2888 ALL 476046.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03

2889 ALL 476066.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-03

2890 ALL 476086.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

2891 ALL 476106.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03

2892 ALL 476126.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-03

2893 ALL 476146.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03

2894 ALL 476166.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03

2895 ALL 476186.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03

2896 ALL 476206.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-03

2897 ALL 476226.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03

2898 ALL 476246.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-03



2899 ALL 476266.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03

2900 ALL 476286.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-03

2901 ALL 476306.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-03

2902 ALL 476326.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03

2903 ALL 476346.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-03

2904 ALL 476366.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-03

2905 ALL 476386.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-03

2906 ALL 476406.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-03

2907 ALL 476426.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-03

2908 ALL 476446.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-03

2909 ALL 476466.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-03

2910 ALL 476486.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-03

2911 ALL 476506.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-03

2912 ALL 476526.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-03

2913 ALL 476546.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-03

2914 ALL 476566.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-03

2915 ALL 476586.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-03

2916 ALL 476606.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-03

2917 ALL 476626.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-03

2918 ALL 476646.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-03

2919 ALL 476666.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-03

2920 ALL 476686.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-03

2921 ALL 476706.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-03

2922 ALL 476726.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-03

2923 ALL 476746.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03

2924 ALL 476766.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-03

2925 ALL 476786.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-03

2926 ALL 476806.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-03

2927 ALL 476826.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03

2928 ALL 476846.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03

2929 ALL 476866.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-03

2930 ALL 476886.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03

2931 ALL 476906.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03

2932 ALL 476926.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-03

2933 ALL 476946.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

2934 ALL 476966.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03

2935 ALL 476986.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

2936 ALL 477006.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

2937 ALL 477026.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

2938 ALL 477046.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

2939 ALL 477066.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03

2940 ALL 477086.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

2941 ALL 477106.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

2942 ALL 477126.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

2943 ALL 477146.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

2944 ALL 477166.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

2945 ALL 477186.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

2946 ALL 477206.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

2947 ALL 477226.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

2948 ALL 477246.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03



2949 ALL 477266.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

2950 ALL 477286.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

2951 ALL 477306.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

2952 ALL 477326.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

2953 ALL 477346.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

2954 ALL 477366.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

2955 ALL 477386.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

2956 ALL 477406.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

2957 ALL 477426.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

2958 ALL 477446.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

2959 ALL 477466.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

2960 ALL 477486.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

2961 ALL 477506.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

2962 ALL 477526.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

2963 ALL 475946.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

2964 ALL 475966.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

2965 ALL 475986.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

2966 ALL 476006.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

2967 ALL 476026.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

2968 ALL 476046.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

2969 ALL 476066.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

2970 ALL 476086.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-03

2971 ALL 476106.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

2972 ALL 476126.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

2973 ALL 476146.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

2974 ALL 476166.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03

2975 ALL 476186.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-03

2976 ALL 476206.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03

2977 ALL 476226.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03

2978 ALL 476246.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-03

2979 ALL 476266.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-03

2980 ALL 476286.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-03

2981 ALL 476306.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-03

2982 ALL 476326.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03

2983 ALL 476346.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-03

2984 ALL 476366.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-03

2985 ALL 476386.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-03

2986 ALL 476406.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-03

2987 ALL 476426.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-03

2988 ALL 476446.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-03

2989 ALL 476466.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-03

2990 ALL 476486.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-03

2991 ALL 476506.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03

2992 ALL 476526.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-03

2993 ALL 476546.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-03

2994 ALL 476566.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-03

2995 ALL 476586.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-03

2996 ALL 476606.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-03

2997 ALL 476626.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-03

2998 ALL 476646.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-03



2999 ALL 476666.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-03

3000 ALL 476686.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-03

3001 ALL 476706.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03

3002 ALL 476726.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03

3003 ALL 476746.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-03

3004 ALL 476766.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-03

3005 ALL 476786.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03

3006 ALL 476806.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-03

3007 ALL 476826.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03

3008 ALL 476846.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-03

3009 ALL 476866.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-03

3010 ALL 476886.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03

3011 ALL 476906.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03

3012 ALL 476926.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03

3013 ALL 476946.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

3014 ALL 476966.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

3015 ALL 476986.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

3016 ALL 477006.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

3017 ALL 477026.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

3018 ALL 477046.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

3019 ALL 477066.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

3020 ALL 477086.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

3021 ALL 477106.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

3022 ALL 477126.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03

3023 ALL 477146.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

3024 ALL 477166.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

3025 ALL 477186.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

3026 ALL 477206.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

3027 ALL 477226.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

3028 ALL 477246.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

3029 ALL 477266.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

3030 ALL 477286.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

3031 ALL 477306.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

3032 ALL 477326.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

3033 ALL 477346.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3034 ALL 477366.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

3035 ALL 477386.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

3036 ALL 477406.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

3037 ALL 477426.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

3038 ALL 477446.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

3039 ALL 477466.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

3040 ALL 477486.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

3041 ALL 477506.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

3042 ALL 477526.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

3043 ALL 475946.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

3044 ALL 475966.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

3045 ALL 475986.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

3046 ALL 476006.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

3047 ALL 476026.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

3048 ALL 476046.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03



3049 ALL 476066.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

3050 ALL 476086.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

3051 ALL 476106.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

3052 ALL 476126.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

3053 ALL 476146.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

3054 ALL 476166.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03

3055 ALL 476186.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03

3056 ALL 476206.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03

3057 ALL 476226.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-03

3058 ALL 476246.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-03

3059 ALL 476266.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-03

3060 ALL 476286.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03

3061 ALL 476306.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-03

3062 ALL 476326.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03

3063 ALL 476346.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-03

3064 ALL 476366.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03

3065 ALL 476386.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-03

3066 ALL 476406.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-03

3067 ALL 476426.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-03

3068 ALL 476446.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-03

3069 ALL 476466.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-03

3070 ALL 476486.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-03

3071 ALL 476506.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-03

3072 ALL 476526.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-03

3073 ALL 476546.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-03

3074 ALL 476566.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-03

3075 ALL 476586.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-03

3076 ALL 476606.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-03

3077 ALL 476626.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-03

3078 ALL 476646.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-03

3079 ALL 476666.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-03

3080 ALL 476686.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-03

3081 ALL 476706.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03

3082 ALL 476726.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-03

3083 ALL 476746.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03

3084 ALL 476766.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03

3085 ALL 476786.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-03

3086 ALL 476806.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03

3087 ALL 476826.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-03

3088 ALL 476846.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03

3089 ALL 476866.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03

3090 ALL 476886.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03

3091 ALL 476906.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

3092 ALL 476926.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

3093 ALL 476946.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03

3094 ALL 476966.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03

3095 ALL 476986.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03

3096 ALL 477006.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

3097 ALL 477026.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

3098 ALL 477046.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03



3099 ALL 477066.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

3100 ALL 477086.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

3101 ALL 477106.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

3102 ALL 477126.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

3103 ALL 477146.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

3104 ALL 477166.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

3105 ALL 477186.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

3106 ALL 477206.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

3107 ALL 477226.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

3108 ALL 477246.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

3109 ALL 477266.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

3110 ALL 477286.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

3111 ALL 477306.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

3112 ALL 477326.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

3113 ALL 477346.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

3114 ALL 477366.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

3115 ALL 477386.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

3116 ALL 477406.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

3117 ALL 477426.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

3118 ALL 477446.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

3119 ALL 477466.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

3120 ALL 477486.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

3121 ALL 477506.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.83E-04

3122 ALL 477526.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.69E-04

3123 ALL 475946.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

3124 ALL 475966.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

3125 ALL 475986.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

3126 ALL 476006.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

3127 ALL 476026.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

3128 ALL 476046.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

3129 ALL 476066.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

3130 ALL 476086.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

3131 ALL 476106.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

3132 ALL 476126.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

3133 ALL 476146.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

3134 ALL 476166.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

3135 ALL 476186.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

3136 ALL 476206.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03

3137 ALL 476226.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03

3138 ALL 476246.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03

3139 ALL 476266.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-03

3140 ALL 476286.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03

3141 ALL 476306.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-03

3142 ALL 476326.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03

3143 ALL 476346.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-03

3144 ALL 476366.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-03

3145 ALL 476386.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03

3146 ALL 476406.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-03

3147 ALL 476426.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-03

3148 ALL 476446.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-03



3149 ALL 476466.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-03

3150 ALL 476486.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-03

3151 ALL 476506.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-03

3152 ALL 476526.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-03

3153 ALL 476546.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-03

3154 ALL 476566.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-03

3155 ALL 476586.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-03

3156 ALL 476606.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-03

3157 ALL 476626.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-03

3158 ALL 476646.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-03

3159 ALL 476666.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-03

3160 ALL 476686.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03

3161 ALL 476706.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03

3162 ALL 476726.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-03

3163 ALL 476746.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03

3164 ALL 476766.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03

3165 ALL 476786.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-03

3166 ALL 476806.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

3167 ALL 476826.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-03

3168 ALL 476846.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03

3169 ALL 476866.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

3170 ALL 476886.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03

3171 ALL 476906.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

3172 ALL 476926.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

3173 ALL 476946.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

3174 ALL 476966.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

3175 ALL 476986.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

3176 ALL 477006.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

3177 ALL 477026.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

3178 ALL 477046.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

3179 ALL 477066.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

3180 ALL 477086.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

3181 ALL 477106.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

3182 ALL 477126.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

3183 ALL 477146.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

3184 ALL 477166.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

3185 ALL 477186.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

3186 ALL 477206.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

3187 ALL 477226.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

3188 ALL 477246.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3189 ALL 477266.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

3190 ALL 477286.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

3191 ALL 477306.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

3192 ALL 477326.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

3193 ALL 477346.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

3194 ALL 477366.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

3195 ALL 477386.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

3196 ALL 477406.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

3197 ALL 477426.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

3198 ALL 477446.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-04



3199 ALL 477466.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.65E-04

3200 ALL 477486.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-04

3201 ALL 477506.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.25E-04

3202 ALL 477526.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-04

3203 ALL 475946.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

3204 ALL 475966.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

3205 ALL 475986.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

3206 ALL 476006.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

3207 ALL 476026.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

3208 ALL 476046.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

3209 ALL 476066.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

3210 ALL 476086.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

3211 ALL 476106.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03

3212 ALL 476126.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

3213 ALL 476146.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-03

3214 ALL 476166.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

3215 ALL 476186.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03

3216 ALL 476206.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

3217 ALL 476226.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-03

3218 ALL 476246.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

3219 ALL 476266.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03

3220 ALL 476286.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03

3221 ALL 476306.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03

3222 ALL 476326.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03

3223 ALL 476346.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03

3224 ALL 476366.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-03

3225 ALL 476386.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-03

3226 ALL 476406.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-03

3227 ALL 476426.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-03

3228 ALL 476446.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-03

3229 ALL 476466.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-03

3230 ALL 476486.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03

3231 ALL 476506.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-03

3232 ALL 476526.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-03

3233 ALL 476546.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-03

3234 ALL 476566.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-03

3235 ALL 476586.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-03

3236 ALL 476606.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-03

3237 ALL 476626.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-03

3238 ALL 476646.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-03

3239 ALL 476666.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03

3240 ALL 476686.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-03

3241 ALL 476706.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-03

3242 ALL 476726.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-03

3243 ALL 476746.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-03

3244 ALL 476766.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03

3245 ALL 476786.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03

3246 ALL 476806.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-03

3247 ALL 476826.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03

3248 ALL 476846.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03



3249 ALL 476866.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

3250 ALL 476886.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

3251 ALL 476906.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

3252 ALL 476926.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

3253 ALL 476946.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

3254 ALL 476966.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

3255 ALL 476986.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

3256 ALL 477006.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

3257 ALL 477026.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

3258 ALL 477046.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

3259 ALL 477066.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

3260 ALL 477086.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

3261 ALL 477106.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

3262 ALL 477126.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

3263 ALL 477146.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

3264 ALL 477166.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3265 ALL 477186.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

3266 ALL 477206.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3267 ALL 477226.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

3268 ALL 477246.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

3269 ALL 477266.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

3270 ALL 477286.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

3271 ALL 477306.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

3272 ALL 477326.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

3273 ALL 477346.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

3274 ALL 477366.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-04

3275 ALL 477386.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-04

3276 ALL 477406.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-04

3277 ALL 477426.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-04

3278 ALL 477446.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-04

3279 ALL 477466.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.12E-04

3280 ALL 477486.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-04

3281 ALL 477506.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-04

3282 ALL 477526.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04

3283 ALL 475946.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

3284 ALL 475966.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

3285 ALL 475986.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

3286 ALL 476006.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

3287 ALL 476026.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

3288 ALL 476046.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

3289 ALL 476066.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

3290 ALL 476086.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

3291 ALL 476106.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

3292 ALL 476126.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03

3293 ALL 476146.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

3294 ALL 476166.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

3295 ALL 476186.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

3296 ALL 476206.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03

3297 ALL 476226.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

3298 ALL 476246.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03



3299 ALL 476266.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-03

3300 ALL 476286.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03

3301 ALL 476306.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03

3302 ALL 476326.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03

3303 ALL 476346.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03

3304 ALL 476366.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-03

3305 ALL 476386.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03

3306 ALL 476406.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-03

3307 ALL 476426.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-03

3308 ALL 476446.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-03

3309 ALL 476466.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-03

3310 ALL 476486.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-03

3311 ALL 476506.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03

3312 ALL 476526.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03

3313 ALL 476546.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-03

3314 ALL 476566.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-03

3315 ALL 476586.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-03

3316 ALL 476606.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-03

3317 ALL 476626.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-03

3318 ALL 476646.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-03

3319 ALL 476666.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-03

3320 ALL 476686.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-03

3321 ALL 476706.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-03

3322 ALL 476726.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-03

3323 ALL 476746.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-03

3324 ALL 476766.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03

3325 ALL 476786.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03

3326 ALL 476806.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

3327 ALL 476826.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

3328 ALL 476846.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03

3329 ALL 476866.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03

3330 ALL 476886.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03

3331 ALL 476906.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

3332 ALL 476926.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

3333 ALL 476946.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

3334 ALL 476966.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

3335 ALL 476986.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

3336 ALL 477006.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

3337 ALL 477026.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

3338 ALL 477046.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

3339 ALL 477066.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

3340 ALL 477086.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

3341 ALL 477106.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

3342 ALL 477126.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

3343 ALL 477146.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

3344 ALL 477166.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

3345 ALL 477186.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

3346 ALL 477206.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

3347 ALL 477226.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

3348 ALL 477246.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03



3349 ALL 477266.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

3350 ALL 477286.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

3351 ALL 477306.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

3352 ALL 477326.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.83E-04

3353 ALL 477346.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.64E-04

3354 ALL 477366.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-04

3355 ALL 477386.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-04

3356 ALL 477406.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-04

3357 ALL 477426.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.97E-04

3358 ALL 477446.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.82E-04

3359 ALL 477466.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04

3360 ALL 477486.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-04

3361 ALL 477506.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04

3362 ALL 477526.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-04

3363 ALL 475946.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

3364 ALL 475966.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

3365 ALL 475986.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

3366 ALL 476006.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

3367 ALL 476026.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

3368 ALL 476046.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

3369 ALL 476066.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

3370 ALL 476086.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

3371 ALL 476106.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

3372 ALL 476126.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

3373 ALL 476146.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

3374 ALL 476166.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

3375 ALL 476186.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

3376 ALL 476206.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

3377 ALL 476226.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

3378 ALL 476246.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

3379 ALL 476266.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

3380 ALL 476286.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03

3381 ALL 476306.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03

3382 ALL 476326.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-03

3383 ALL 476346.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-03

3384 ALL 476366.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03

3385 ALL 476386.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03

3386 ALL 476406.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-03

3387 ALL 476426.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-03

3388 ALL 476446.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-03

3389 ALL 476466.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03

3390 ALL 476486.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03

3391 ALL 476506.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03

3392 ALL 476526.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03

3393 ALL 476546.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-03

3394 ALL 476566.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-03

3395 ALL 476586.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-03

3396 ALL 476606.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-03

3397 ALL 476626.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-03

3398 ALL 476646.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-03



3399 ALL 476666.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03

3400 ALL 476686.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-03

3401 ALL 476706.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03

3402 ALL 476726.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03

3403 ALL 476746.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-03

3404 ALL 476766.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03

3405 ALL 476786.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

3406 ALL 476806.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

3407 ALL 476826.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

3408 ALL 476846.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

3409 ALL 476866.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

3410 ALL 476886.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

3411 ALL 476906.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

3412 ALL 476926.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

3413 ALL 476946.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03

3414 ALL 476966.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

3415 ALL 476986.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

3416 ALL 477006.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

3417 ALL 477026.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

3418 ALL 477046.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

3419 ALL 477066.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

3420 ALL 477086.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

3421 ALL 477106.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

3422 ALL 477126.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

3423 ALL 477146.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

3424 ALL 477166.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

3425 ALL 477186.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

3426 ALL 477206.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

3427 ALL 477226.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

3428 ALL 477246.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

3429 ALL 477266.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

3430 ALL 477286.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-04

3431 ALL 477306.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-04

3432 ALL 477326.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-04

3433 ALL 477346.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.19E-04

3434 ALL 477366.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-04

3435 ALL 477386.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.85E-04

3436 ALL 477406.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.70E-04

3437 ALL 477426.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-04

3438 ALL 477446.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.40E-04

3439 ALL 477466.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-04

3440 ALL 477486.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-04

3441 ALL 477506.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.86E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.86E-04

3442 ALL 477526.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-04

3443 ALL 475946.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

3444 ALL 475966.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

3445 ALL 475986.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

3446 ALL 476006.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

3447 ALL 476026.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

3448 ALL 476046.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03



3449 ALL 476066.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

3450 ALL 476086.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

3451 ALL 476106.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

3452 ALL 476126.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

3453 ALL 476146.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

3454 ALL 476166.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

3455 ALL 476186.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

3456 ALL 476206.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03

3457 ALL 476226.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

3458 ALL 476246.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

3459 ALL 476266.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

3460 ALL 476286.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

3461 ALL 476306.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

3462 ALL 476326.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

3463 ALL 476346.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-03

3464 ALL 476366.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03

3465 ALL 476386.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03

3466 ALL 476406.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-03

3467 ALL 476426.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-03

3468 ALL 476446.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-03

3469 ALL 476466.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-03

3470 ALL 476486.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03

3471 ALL 476506.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-03

3472 ALL 476526.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-03

3473 ALL 476546.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-03

3474 ALL 476566.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-03

3475 ALL 476586.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-03

3476 ALL 476606.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-03

3477 ALL 476626.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-03

3478 ALL 476646.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-03

3479 ALL 476666.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03

3480 ALL 476686.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03

3481 ALL 476706.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03

3482 ALL 476726.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

3483 ALL 476746.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

3484 ALL 476766.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-03

3485 ALL 476786.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

3486 ALL 476806.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

3487 ALL 476826.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

3488 ALL 476846.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

3489 ALL 476866.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

3490 ALL 476886.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

3491 ALL 476906.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

3492 ALL 476926.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

3493 ALL 476946.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

3494 ALL 476966.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03

3495 ALL 476986.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

3496 ALL 477006.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

3497 ALL 477026.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

3498 ALL 477046.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03



3499 ALL 477066.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

3500 ALL 477086.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

3501 ALL 477106.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

3502 ALL 477126.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

3503 ALL 477146.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

3504 ALL 477166.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

3505 ALL 477186.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

3506 ALL 477206.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

3507 ALL 477226.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

3508 ALL 477246.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

3509 ALL 477266.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-04

3510 ALL 477286.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.53E-04

3511 ALL 477306.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-04

3512 ALL 477326.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.97E-04

3513 ALL 477346.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-04

3514 ALL 477366.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-04

3515 ALL 477386.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-04

3516 ALL 477406.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-04

3517 ALL 477426.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.16E-04

3518 ALL 477446.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-04

3519 ALL 477466.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-04

3520 ALL 477486.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-04

3521 ALL 477506.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-04

3522 ALL 477526.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-04

3523 ALL 475946.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

3524 ALL 475966.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

3525 ALL 475986.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

3526 ALL 476006.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

3527 ALL 476026.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

3528 ALL 476046.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

3529 ALL 476066.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

3530 ALL 476086.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

3531 ALL 476106.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

3532 ALL 476126.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

3533 ALL 476146.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

3534 ALL 476166.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

3535 ALL 476186.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

3536 ALL 476206.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

3537 ALL 476226.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

3538 ALL 476246.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

3539 ALL 476266.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03

3540 ALL 476286.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

3541 ALL 476306.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

3542 ALL 476326.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

3543 ALL 476346.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-03

3544 ALL 476366.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-03

3545 ALL 476386.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03

3546 ALL 476406.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-03

3547 ALL 476426.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03

3548 ALL 476446.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-03



3549 ALL 476466.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-03

3550 ALL 476486.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03

3551 ALL 476506.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03

3552 ALL 476526.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-03

3553 ALL 476546.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-03

3554 ALL 476566.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-03

3555 ALL 476586.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-03

3556 ALL 476606.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-03

3557 ALL 476626.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-03

3558 ALL 476646.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-03

3559 ALL 476666.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

3560 ALL 476686.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03

3561 ALL 476706.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-03

3562 ALL 476726.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

3563 ALL 476746.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

3564 ALL 476766.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-03

3565 ALL 476786.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03

3566 ALL 476806.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

3567 ALL 476826.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

3568 ALL 476846.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

3569 ALL 476866.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

3570 ALL 476886.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

3571 ALL 476906.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

3572 ALL 476926.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

3573 ALL 476946.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

3574 ALL 476966.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

3575 ALL 476986.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

3576 ALL 477006.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

3577 ALL 477026.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

3578 ALL 477046.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

3579 ALL 477066.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

3580 ALL 477086.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

3581 ALL 477106.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

3582 ALL 477126.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

3583 ALL 477146.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

3584 ALL 477166.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

3585 ALL 477186.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

3586 ALL 477206.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

3587 ALL 477226.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04

3588 ALL 477246.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-04

3589 ALL 477266.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-04

3590 ALL 477286.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-04

3591 ALL 477306.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-04

3592 ALL 477326.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-04

3593 ALL 477346.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.44E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.44E-04

3594 ALL 477366.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-04

3595 ALL 477386.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-04

3596 ALL 477406.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-04

3597 ALL 477426.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04

3598 ALL 477446.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-04



3599 ALL 477466.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-04

3600 ALL 477486.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-04

3601 ALL 477506.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04

3602 ALL 477526.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-04

3603 ALL 475946.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3604 ALL 475966.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

3605 ALL 475986.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

3606 ALL 476006.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

3607 ALL 476026.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

3608 ALL 476046.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

3609 ALL 476066.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

3610 ALL 476086.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

3611 ALL 476106.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

3612 ALL 476126.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

3613 ALL 476146.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

3614 ALL 476166.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

3615 ALL 476186.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

3616 ALL 476206.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

3617 ALL 476226.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

3618 ALL 476246.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03

3619 ALL 476266.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

3620 ALL 476286.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

3621 ALL 476306.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03

3622 ALL 476326.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-03

3623 ALL 476346.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-03

3624 ALL 476366.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-03

3625 ALL 476386.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-03

3626 ALL 476406.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-03

3627 ALL 476426.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-03

3628 ALL 476446.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-03

3629 ALL 476466.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-03

3630 ALL 476486.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

3631 ALL 476506.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

3632 ALL 476526.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-03

3633 ALL 476546.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-03

3634 ALL 476566.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-03

3635 ALL 476586.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-03

3636 ALL 476606.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-03

3637 ALL 476626.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-03

3638 ALL 476646.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-03

3639 ALL 476666.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

3640 ALL 476686.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03

3641 ALL 476706.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-03

3642 ALL 476726.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03

3643 ALL 476746.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

3644 ALL 476766.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

3645 ALL 476786.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

3646 ALL 476806.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03

3647 ALL 476826.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

3648 ALL 476846.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03



3649 ALL 476866.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

3650 ALL 476886.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-03

3651 ALL 476906.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

3652 ALL 476926.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

3653 ALL 476946.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

3654 ALL 476966.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

3655 ALL 476986.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

3656 ALL 477006.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

3657 ALL 477026.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

3658 ALL 477046.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

3659 ALL 477066.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

3660 ALL 477086.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

3661 ALL 477106.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

3662 ALL 477126.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

3663 ALL 477146.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

3664 ALL 477166.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

3665 ALL 477186.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-04

3666 ALL 477206.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.72E-04

3667 ALL 477226.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-04

3668 ALL 477246.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04

3669 ALL 477266.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.94E-04

3670 ALL 477286.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-04

3671 ALL 477306.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-04

3672 ALL 477326.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.29E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.29E-04

3673 ALL 477346.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-04

3674 ALL 477366.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-04

3675 ALL 477386.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-04

3676 ALL 477406.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-04

3677 ALL 477426.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-04

3678 ALL 477446.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-04

3679 ALL 477466.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-04

3680 ALL 477486.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-04

3681 ALL 477506.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04

3682 ALL 477526.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-04

3683 ALL 475946.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

3684 ALL 475966.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3685 ALL 475986.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

3686 ALL 476006.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

3687 ALL 476026.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

3688 ALL 476046.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

3689 ALL 476066.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

3690 ALL 476086.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

3691 ALL 476106.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

3692 ALL 476126.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

3693 ALL 476146.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

3694 ALL 476166.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

3695 ALL 476186.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

3696 ALL 476206.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

3697 ALL 476226.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

3698 ALL 476246.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03



3699 ALL 476266.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-03

3700 ALL 476286.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-03

3701 ALL 476306.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

3702 ALL 476326.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-03

3703 ALL 476346.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

3704 ALL 476366.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03

3705 ALL 476386.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03

3706 ALL 476406.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-03

3707 ALL 476426.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

3708 ALL 476446.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-03

3709 ALL 476466.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03

3710 ALL 476486.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

3711 ALL 476506.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

3712 ALL 476526.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-03

3713 ALL 476546.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-03

3714 ALL 476566.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-03

3715 ALL 476586.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-03

3716 ALL 476606.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-03

3717 ALL 476626.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-03

3718 ALL 476646.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-03

3719 ALL 476666.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-03

3720 ALL 476686.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-03

3721 ALL 476706.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-03

3722 ALL 476726.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03

3723 ALL 476746.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

3724 ALL 476766.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

3725 ALL 476786.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

3726 ALL 476806.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

3727 ALL 476826.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

3728 ALL 476846.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

3729 ALL 476866.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

3730 ALL 476886.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

3731 ALL 476906.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

3732 ALL 476926.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

3733 ALL 476946.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

3734 ALL 476966.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

3735 ALL 476986.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

3736 ALL 477006.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

3737 ALL 477026.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

3738 ALL 477046.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

3739 ALL 477066.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

3740 ALL 477086.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

3741 ALL 477106.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3742 ALL 477126.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

3743 ALL 477146.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

3744 ALL 477166.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-04

3745 ALL 477186.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-04

3746 ALL 477206.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-04

3747 ALL 477226.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-04

3748 ALL 477246.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.94E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.94E-04



3749 ALL 477266.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.62E-04

3750 ALL 477286.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.33E-04

3751 ALL 477306.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.16E-04

3752 ALL 477326.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-04

3753 ALL 477346.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-04

3754 ALL 477366.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-04

3755 ALL 477386.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-04

3756 ALL 477406.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-04

3757 ALL 477426.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-04

3758 ALL 477446.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-04

3759 ALL 477466.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-04

3760 ALL 477486.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-04

3761 ALL 477506.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-04

3762 ALL 477526.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-04

3763 ALL 475946.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3764 ALL 475966.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

3765 ALL 475986.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3766 ALL 476006.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

3767 ALL 476026.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

3768 ALL 476046.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

3769 ALL 476066.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

3770 ALL 476086.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

3771 ALL 476106.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

3772 ALL 476126.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

3773 ALL 476146.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

3774 ALL 476166.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

3775 ALL 476186.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

3776 ALL 476206.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

3777 ALL 476226.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

3778 ALL 476246.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

3779 ALL 476266.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

3780 ALL 476286.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

3781 ALL 476306.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

3782 ALL 476326.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-03

3783 ALL 476346.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

3784 ALL 476366.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

3785 ALL 476386.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-03

3786 ALL 476406.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03

3787 ALL 476426.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

3788 ALL 476446.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

3789 ALL 476466.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03

3790 ALL 476486.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

3791 ALL 476506.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

3792 ALL 476526.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-03

3793 ALL 476546.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-03

3794 ALL 476566.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-03

3795 ALL 476586.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-03

3796 ALL 476606.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-03

3797 ALL 476626.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-03

3798 ALL 476646.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-03



3799 ALL 476666.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-03

3800 ALL 476686.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

3801 ALL 476706.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

3802 ALL 476726.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-03

3803 ALL 476746.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

3804 ALL 476766.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-03

3805 ALL 476786.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-03

3806 ALL 476806.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

3807 ALL 476826.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

3808 ALL 476846.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

3809 ALL 476866.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

3810 ALL 476886.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

3811 ALL 476906.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

3812 ALL 476926.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

3813 ALL 476946.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

3814 ALL 476966.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

3815 ALL 476986.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

3816 ALL 477006.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

3817 ALL 477026.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

3818 ALL 477046.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

3819 ALL 477066.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

3820 ALL 477086.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3821 ALL 477106.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

3822 ALL 477126.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

3823 ALL 477146.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.83E-04

3824 ALL 477166.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-04

3825 ALL 477186.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.27E-04

3826 ALL 477206.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-04

3827 ALL 477226.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-04

3828 ALL 477246.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.64E-04

3829 ALL 477266.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.33E-04

3830 ALL 477286.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-04

3831 ALL 477306.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.88E-04

3832 ALL 477326.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-04

3833 ALL 477346.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-04

3834 ALL 477366.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-04

3835 ALL 477386.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.27E-04

3836 ALL 477406.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-04

3837 ALL 477426.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-04

3838 ALL 477446.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-04

3839 ALL 477466.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-04

3840 ALL 477486.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04

3841 ALL 477506.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04

3842 ALL 477526.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-04

3843 ALL 475946.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

3844 ALL 475966.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3845 ALL 475986.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

3846 ALL 476006.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

3847 ALL 476026.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

3848 ALL 476046.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03



3849 ALL 476066.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

3850 ALL 476086.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

3851 ALL 476106.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

3852 ALL 476126.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

3853 ALL 476146.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

3854 ALL 476166.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

3855 ALL 476186.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

3856 ALL 476206.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

3857 ALL 476226.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

3858 ALL 476246.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03

3859 ALL 476266.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

3860 ALL 476286.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

3861 ALL 476306.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

3862 ALL 476326.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

3863 ALL 476346.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-03

3864 ALL 476366.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

3865 ALL 476386.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

3866 ALL 476406.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

3867 ALL 476426.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-03

3868 ALL 476446.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-03

3869 ALL 476466.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

3870 ALL 476486.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

3871 ALL 476506.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

3872 ALL 476526.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

3873 ALL 476546.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-03

3874 ALL 476566.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-03

3875 ALL 476586.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-03

3876 ALL 476606.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-03

3877 ALL 476626.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-03

3878 ALL 476646.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-03

3879 ALL 476666.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-03

3880 ALL 476686.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

3881 ALL 476706.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

3882 ALL 476726.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-03

3883 ALL 476746.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

3884 ALL 476766.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

3885 ALL 476786.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

3886 ALL 476806.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

3887 ALL 476826.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

3888 ALL 476846.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

3889 ALL 476866.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

3890 ALL 476886.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

3891 ALL 476906.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

3892 ALL 476926.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

3893 ALL 476946.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

3894 ALL 476966.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

3895 ALL 476986.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

3896 ALL 477006.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

3897 ALL 477026.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

3898 ALL 477046.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03



3899 ALL 477066.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

3900 ALL 477086.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

3901 ALL 477106.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

3902 ALL 477126.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-04

3903 ALL 477146.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.40E-04

3904 ALL 477166.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-04

3905 ALL 477186.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-04

3906 ALL 477206.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-04

3907 ALL 477226.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-04

3908 ALL 477246.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-04

3909 ALL 477266.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.06E-04

3910 ALL 477286.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-04

3911 ALL 477306.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04

3912 ALL 477326.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04

3913 ALL 477346.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-04

3914 ALL 477366.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-04

3915 ALL 477386.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-04

3916 ALL 477406.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-04

3917 ALL 477426.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-04

3918 ALL 477446.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04

3919 ALL 477466.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04

3920 ALL 477486.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-04

3921 ALL 477506.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-04

3922 ALL 477526.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04

3923 ALL 475946.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

3924 ALL 475966.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

3925 ALL 475986.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

3926 ALL 476006.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

3927 ALL 476026.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

3928 ALL 476046.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

3929 ALL 476066.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

3930 ALL 476086.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

3931 ALL 476106.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

3932 ALL 476126.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

3933 ALL 476146.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

3934 ALL 476166.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

3935 ALL 476186.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

3936 ALL 476206.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

3937 ALL 476226.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

3938 ALL 476246.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

3939 ALL 476266.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

3940 ALL 476286.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

3941 ALL 476306.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

3942 ALL 476326.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

3943 ALL 476346.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

3944 ALL 476366.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

3945 ALL 476386.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-03

3946 ALL 476406.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

3947 ALL 476426.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

3948 ALL 476446.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03



3949 ALL 476466.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

3950 ALL 476486.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

3951 ALL 476506.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

3952 ALL 476526.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

3953 ALL 476546.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-03

3954 ALL 476566.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-03

3955 ALL 476586.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-03

3956 ALL 476606.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-03

3957 ALL 476626.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-03

3958 ALL 476646.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-03

3959 ALL 476666.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-03

3960 ALL 476686.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

3961 ALL 476706.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

3962 ALL 476726.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-03

3963 ALL 476746.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

3964 ALL 476766.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

3965 ALL 476786.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

3966 ALL 476806.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

3967 ALL 476826.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

3968 ALL 476846.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

3969 ALL 476866.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

3970 ALL 476886.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

3971 ALL 476906.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

3972 ALL 476926.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

3973 ALL 476946.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-03

3974 ALL 476966.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

3975 ALL 476986.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

3976 ALL 477006.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

3977 ALL 477026.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

3978 ALL 477046.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

3979 ALL 477066.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

3980 ALL 477086.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

3981 ALL 477106.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-04

3982 ALL 477126.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.33E-04

3983 ALL 477146.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-04

3984 ALL 477166.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-04

3985 ALL 477186.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04

3986 ALL 477206.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.39E-04

3987 ALL 477226.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-04

3988 ALL 477246.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-04

3989 ALL 477266.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-04

3990 ALL 477286.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-04

3991 ALL 477306.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.39E-04

3992 ALL 477326.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04

3993 ALL 477346.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04

3994 ALL 477366.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04

3995 ALL 477386.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04

3996 ALL 477406.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-04

3997 ALL 477426.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04

3998 ALL 477446.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04



3999 ALL 477466.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-04

4000 ALL 477486.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04

4001 ALL 477506.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-04

4002 ALL 477526.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-04

4003 ALL 475946.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

4004 ALL 475966.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

4005 ALL 475986.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

4006 ALL 476006.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

4007 ALL 476026.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

4008 ALL 476046.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

4009 ALL 476066.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

4010 ALL 476086.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

4011 ALL 476106.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

4012 ALL 476126.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

4013 ALL 476146.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

4014 ALL 476166.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

4015 ALL 476186.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

4016 ALL 476206.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

4017 ALL 476226.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

4018 ALL 476246.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

4019 ALL 476266.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

4020 ALL 476286.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

4021 ALL 476306.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-03

4022 ALL 476326.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

4023 ALL 476346.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

4024 ALL 476366.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

4025 ALL 476386.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-03

4026 ALL 476406.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

4027 ALL 476426.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

4028 ALL 476446.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-03

4029 ALL 476466.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

4030 ALL 476486.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

4031 ALL 476506.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

4032 ALL 476526.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

4033 ALL 476546.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

4034 ALL 476566.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-03

4035 ALL 476586.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-03

4036 ALL 476606.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-03

4037 ALL 476626.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-03

4038 ALL 476646.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-03

4039 ALL 476666.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-03

4040 ALL 476686.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

4041 ALL 476706.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

4042 ALL 476726.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-03

4043 ALL 476746.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

4044 ALL 476766.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

4045 ALL 476786.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03

4046 ALL 476806.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

4047 ALL 476826.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

4048 ALL 476846.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03



4049 ALL 476866.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

4050 ALL 476886.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

4051 ALL 476906.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

4052 ALL 476926.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

4053 ALL 476946.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

4054 ALL 476966.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

4055 ALL 476986.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

4056 ALL 477006.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

4057 ALL 477026.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

4058 ALL 477046.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

4059 ALL 477066.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

4060 ALL 477086.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

4061 ALL 477106.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-04

4062 ALL 477126.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-04

4063 ALL 477146.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.77E-04

4064 ALL 477166.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-04

4065 ALL 477186.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-04

4066 ALL 477206.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.07E-04

4067 ALL 477226.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.80E-04

4068 ALL 477246.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04

4069 ALL 477266.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-04

4070 ALL 477286.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.31E-04

4071 ALL 477306.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-04

4072 ALL 477326.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.02E-04

4073 ALL 477346.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.88E-04

4074 ALL 477366.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-04

4075 ALL 477386.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-04

4076 ALL 477406.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-04

4077 ALL 477426.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-04

4078 ALL 477446.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-04

4079 ALL 477466.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-04

4080 ALL 477486.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-04

4081 ALL 477506.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-04

4082 ALL 477526.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-04

4083 ALL 475946.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

4084 ALL 475966.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

4085 ALL 475986.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

4086 ALL 476006.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

4087 ALL 476026.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

4088 ALL 476046.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

4089 ALL 476066.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

4090 ALL 476086.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

4091 ALL 476106.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

4092 ALL 476126.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

4093 ALL 476146.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

4094 ALL 476166.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

4095 ALL 476186.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

4096 ALL 476206.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

4097 ALL 476226.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

4098 ALL 476246.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03



4099 ALL 476266.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

4100 ALL 476286.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

4101 ALL 476306.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

4102 ALL 476326.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

4103 ALL 476346.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

4104 ALL 476366.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

4105 ALL 476386.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

4106 ALL 476406.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

4107 ALL 476426.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-03

4108 ALL 476446.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

4109 ALL 476466.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03

4110 ALL 476486.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

4111 ALL 476506.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

4112 ALL 476526.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-03

4113 ALL 476546.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

4114 ALL 476566.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-03

4115 ALL 476586.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-03

4116 ALL 476606.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-03

4117 ALL 476626.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-03

4118 ALL 476646.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-03

4119 ALL 476666.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-03

4120 ALL 476686.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

4121 ALL 476706.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

4122 ALL 476726.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

4123 ALL 476746.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-03

4124 ALL 476766.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

4125 ALL 476786.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

4126 ALL 476806.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

4127 ALL 476826.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

4128 ALL 476846.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

4129 ALL 476866.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

4130 ALL 476886.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

4131 ALL 476906.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

4132 ALL 476926.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

4133 ALL 476946.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

4134 ALL 476966.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-03

4135 ALL 476986.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-03

4136 ALL 477006.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

4137 ALL 477026.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

4138 ALL 477046.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

4139 ALL 477066.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

4140 ALL 477086.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

4141 ALL 477106.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-04

4142 ALL 477126.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-04

4143 ALL 477146.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-04

4144 ALL 477166.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.30E-04

4145 ALL 477186.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-04

4146 ALL 477206.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-04

4147 ALL 477226.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-04

4148 ALL 477246.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-04



4149 ALL 477266.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-04

4150 ALL 477286.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-04

4151 ALL 477306.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-04

4152 ALL 477326.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-04

4153 ALL 477346.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-04

4154 ALL 477366.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-04

4155 ALL 477386.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-04

4156 ALL 477406.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-04

4157 ALL 477426.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-04

4158 ALL 477446.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-04

4159 ALL 477466.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-04

4160 ALL 477486.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-04

4161 ALL 477506.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-04

4162 ALL 477526.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-04

4163 ALL 475946.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

4164 ALL 475966.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

4165 ALL 475986.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

4166 ALL 476006.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

4167 ALL 476026.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

4168 ALL 476046.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

4169 ALL 476066.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

4170 ALL 476086.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

4171 ALL 476106.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

4172 ALL 476126.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

4173 ALL 476146.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

4174 ALL 476166.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

4175 ALL 476186.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

4176 ALL 476206.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

4177 ALL 476226.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

4178 ALL 476246.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

4179 ALL 476266.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

4180 ALL 476286.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

4181 ALL 476306.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

4182 ALL 476326.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

4183 ALL 476346.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

4184 ALL 476366.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

4185 ALL 476386.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

4186 ALL 476406.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-03

4187 ALL 476426.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

4188 ALL 476446.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

4189 ALL 476466.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

4190 ALL 476486.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

4191 ALL 476506.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

4192 ALL 476526.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

4193 ALL 476546.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-03

4194 ALL 476566.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-03

4195 ALL 476586.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-03

4196 ALL 476606.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-03

4197 ALL 476626.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-03

4198 ALL 476646.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-03



4199 ALL 476666.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-03

4200 ALL 476686.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

4201 ALL 476706.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

4202 ALL 476726.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

4203 ALL 476746.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

4204 ALL 476766.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

4205 ALL 476786.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

4206 ALL 476806.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

4207 ALL 476826.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

4208 ALL 476846.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

4209 ALL 476866.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

4210 ALL 476886.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

4211 ALL 476906.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

4212 ALL 476926.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

4213 ALL 476946.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

4214 ALL 476966.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-03

4215 ALL 476986.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-03

4216 ALL 477006.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

4217 ALL 477026.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

4218 ALL 477046.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

4219 ALL 477066.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

4220 ALL 477086.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-04

4221 ALL 477106.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-04

4222 ALL 477126.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-04

4223 ALL 477146.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-04

4224 ALL 477166.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-04

4225 ALL 477186.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04

4226 ALL 477206.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-04

4227 ALL 477226.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-04

4228 ALL 477246.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-04

4229 ALL 477266.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-04

4230 ALL 477286.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-04

4231 ALL 477306.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-04

4232 ALL 477326.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-04

4233 ALL 477346.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-04

4234 ALL 477366.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-04

4235 ALL 477386.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-04

4236 ALL 477406.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-04

4237 ALL 477426.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-04

4238 ALL 477446.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-04

4239 ALL 477466.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-04

4240 ALL 477486.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-04

4241 ALL 477506.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-04

4242 ALL 477526.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-04

4243 ALL 475946.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

4244 ALL 475966.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

4245 ALL 475986.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

4246 ALL 476006.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

4247 ALL 476026.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

4248 ALL 476046.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03



4249 ALL 476066.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

4250 ALL 476086.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-03

4251 ALL 476106.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

4252 ALL 476126.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

4253 ALL 476146.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

4254 ALL 476166.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

4255 ALL 476186.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

4256 ALL 476206.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

4257 ALL 476226.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

4258 ALL 476246.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

4259 ALL 476266.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

4260 ALL 476286.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

4261 ALL 476306.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

4262 ALL 476326.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

4263 ALL 476346.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

4264 ALL 476366.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

4265 ALL 476386.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-03

4266 ALL 476406.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

4267 ALL 476426.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-03

4268 ALL 476446.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

4269 ALL 476466.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

4270 ALL 476486.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

4271 ALL 476506.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

4272 ALL 476526.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

4273 ALL 476546.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-03

4274 ALL 476566.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

4275 ALL 476586.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-03

4276 ALL 476606.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-03

4277 ALL 476626.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-03

4278 ALL 476646.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-03

4279 ALL 476666.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-03

4280 ALL 476686.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-03

4281 ALL 476706.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

4282 ALL 476726.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

4283 ALL 476746.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

4284 ALL 476766.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

4285 ALL 476786.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

4286 ALL 476806.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

4287 ALL 476826.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

4288 ALL 476846.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

4289 ALL 476866.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

4290 ALL 476886.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

4291 ALL 476906.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

4292 ALL 476926.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

4293 ALL 476946.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-03

4294 ALL 476966.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

4295 ALL 476986.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-03

4296 ALL 477006.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-03

4297 ALL 477026.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-03

4298 ALL 477046.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03



4299 ALL 477066.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

4300 ALL 477086.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-04

4301 ALL 477106.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.30E-04

4302 ALL 477126.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.13E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.13E-04

4303 ALL 477146.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-04

4304 ALL 477166.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-04

4305 ALL 477186.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-04

4306 ALL 477206.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-04

4307 ALL 477226.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-04

4308 ALL 477246.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.97E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.97E-04

4309 ALL 477266.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.83E-04

4310 ALL 477286.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-04

4311 ALL 477306.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-04

4312 ALL 477326.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-04

4313 ALL 477346.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-04

4314 ALL 477366.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-04

4315 ALL 477386.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-04

4316 ALL 477406.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-04

4317 ALL 477426.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-04

4318 ALL 477446.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-04

4319 ALL 477466.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-04

4320 ALL 477486.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-04

4321 ALL 477506.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-04

4322 ALL 477526.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-04

4323 ALL 475946.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-04

4324 ALL 475966.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-03

4325 ALL 475986.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-03

4326 ALL 476006.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-03

4327 ALL 476026.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-03

4328 ALL 476046.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

4329 ALL 476066.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

4330 ALL 476086.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

4331 ALL 476106.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

4332 ALL 476126.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

4333 ALL 476146.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

4334 ALL 476166.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

4335 ALL 476186.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

4336 ALL 476206.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-03

4337 ALL 476226.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

4338 ALL 476246.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

4339 ALL 476266.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

4340 ALL 476286.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

4341 ALL 476306.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

4342 ALL 476326.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

4343 ALL 476346.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

4344 ALL 476366.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-03

4345 ALL 476386.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

4346 ALL 476406.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

4347 ALL 476426.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

4348 ALL 476446.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03



4349 ALL 476466.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

4350 ALL 476486.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

4351 ALL 476506.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

4352 ALL 476526.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

4353 ALL 476546.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

4354 ALL 476566.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-03

4355 ALL 476586.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-03

4356 ALL 476606.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-03

4357 ALL 476626.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-03

4358 ALL 476646.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-03

4359 ALL 476666.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-03

4360 ALL 476686.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-03

4361 ALL 476706.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-03

4362 ALL 476726.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

4363 ALL 476746.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

4364 ALL 476766.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-03

4365 ALL 476786.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-03

4366 ALL 476806.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-03

4367 ALL 476826.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-03

4368 ALL 476846.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

4369 ALL 476866.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-03

4370 ALL 476886.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

4371 ALL 476906.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

4372 ALL 476926.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

4373 ALL 476946.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

4374 ALL 476966.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-03

4375 ALL 476986.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

4376 ALL 477006.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-03

4377 ALL 477026.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-03

4378 ALL 477046.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

4379 ALL 477066.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-03

4380 ALL 477086.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.32E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.32E-04

4381 ALL 477106.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-04

4382 ALL 477126.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-04

4383 ALL 477146.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-04

4384 ALL 477166.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-04

4385 ALL 477186.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-04

4386 ALL 477206.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-04

4387 ALL 477226.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-04

4388 ALL 477246.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-04

4389 ALL 477266.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-04

4390 ALL 477286.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-04

4391 ALL 477306.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-04

4392 ALL 477326.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-04

4393 ALL 477346.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-04

4394 ALL 477366.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-04

4395 ALL 477386.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-04

4396 ALL 477406.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-04

4397 ALL 477426.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-04

4398 ALL 477446.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-04



4399 ALL 477466.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-04

4400 ALL 477486.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-04

4401 ALL 477506.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-04

4402 ALL 477526.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-04

4403 ALL 475946.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.56E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.56E-04

4404 ALL 475966.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-04

4405 ALL 475986.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-03

4406 ALL 476006.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-03

4407 ALL 476026.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-03

4408 ALL 476046.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-03

4409 ALL 476066.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-03

4410 ALL 476086.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-03

4411 ALL 476106.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-03

4412 ALL 476126.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-03

4413 ALL 476146.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-03

4414 ALL 476166.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-03

4415 ALL 476186.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-03

4416 ALL 476206.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-03

4417 ALL 476226.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-03

4418 ALL 476246.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-03

4419 ALL 476266.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-03

4420 ALL 476286.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-03

4421 ALL 476306.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-03

4422 ALL 476326.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-03

4423 ALL 476346.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-03

4424 ALL 476366.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-03

4425 ALL 476386.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-03

4426 ALL 476406.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-03

4427 ALL 476426.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-03

1.05E-01



HARP2 - HRACalc (dated 22118) 12/6/2022 1:39:12 PM - Output Log

GLCs loaded successfully
Pollutants loaded successfully
Pathway receptors loaded successfully
**********************************
RISK SCENARIO SETTINGS

Receptor Type: Resident
Scenario: Cancer
Calculation Method: Derived

**********************************
EXPOSURE DURATION PARAMETERS FOR CANCER

Start Age: 14
Total Exposure Duration: 4

Exposure Duration Bin Distribution
3rd Trimester Bin: 0
0<2 Years Bin: 0
2<9 Years Bin: 0
2<16 Years Bin: 2
16<30 Years Bin: 2
16 to 70 Years Bin: 0

**********************************
PATHWAYS ENABLED

NOTE: Inhalation is always enabled and used for all assessments.  The remaining 
pathways are only used for cancer and noncancer chronic assessments.

Inhalation: True
Soil: True
Dermal: True
Mother's milk: True
Water: False
Fish: False
Homegrown crops: True
Beef: False
Dairy: False
Pig: False
Chicken: False
Egg: False

**********************************
INHALATION

Daily breathing rate: RMP



**Worker Adjustment Factors**
Worker adjustment factors enabled: NO

**Fraction at time at home**
3rd Trimester to 16 years: OFF
16 years to 70 years: OFF

**********************************
SOIL & DERMAL PATHWAY SETTINGS

Deposition rate (m/s): 0.02
Soil mixing depth (m): 0.01
Dermal climate: Warm

**********************************
HOMEGROWN CROP PATHWAY SETTINGS

Household type: HouseholdsthatGarden
Fraction leafy: 0.137
Fraction exposed: 0.137
Fraction protected: 0.137
Fraction root: 0.137

**********************************
TIER 2 SETTINGS

Tier2 adjustments were used in this assessment.  Please see the input file for 
details.
Tier2 - What was changed: ED or start age changed|
Calculating cancer risk
Cancer risk breakdown by pollutant and receptor saved to: 
C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6thRosaOP\hra\OpStudentCancerCancerRisk.csv
Cancer risk total by receptor saved to: C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6thRosaOP\hra\OpStudentCancerCancerRiskSumByRec.csv
HRA ran successfully



*HARP - HRACalc v22118 12/6/2022 1:39:12 PM - Cancer Risk -  Input File: C:\Users\dlarocca\Desktop\Air Quality Work\HARP2\6thRosaOP\hra\OpStudentCancerHRAInput.hra

REC GRP NETID X Y RISK_SUM SCENARIO INH_RISK SOIL_RISK DERMAL_RISKMMILK_RISKWATER_RISKFISH_RISK CROP_RISK BEEF_RISK DAIRY_RISKPIG_RISK CHICKEN_RISKEGG_RISK

1 ALL 476426.1 3773784 6.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2 ALL 476446.1 3773784 6.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3 ALL 476466.1 3773784 6.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4 ALL 476486.1 3773784 6.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

5 ALL 476506.1 3773784 6.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

6 ALL 476526.1 3773784 6.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

7 ALL 476546.1 3773784 6.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

8 ALL 475526.1 3773804 3.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

9 ALL 475546.1 3773804 3.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

10 ALL 475566.1 3773804 3.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

11 ALL 475586.1 3773804 3.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

12 ALL 475606.1 3773804 3.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

13 ALL 475626.1 3773804 3.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

14 ALL 475646.1 3773804 3.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

15 ALL 475666.1 3773804 3.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

16 ALL 475686.1 3773804 3.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

17 ALL 475706.1 3773804 3.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

18 ALL 475726.1 3773804 3.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

19 ALL 475746.1 3773804 4.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

20 ALL 475766.1 3773804 4.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

21 ALL 475786.1 3773804 4.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

22 ALL 475806.1 3773804 4.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

23 ALL 475826.1 3773804 4.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

24 ALL 475846.1 3773804 4.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

25 ALL 475866.1 3773804 4.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

26 ALL 475886.1 3773804 4.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

27 ALL 475906.1 3773804 5.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

28 ALL 475926.1 3773804 5.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

29 ALL 475946.1 3773804 5.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

30 ALL 475966.1 3773804 5.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

31 ALL 475986.1 3773804 5.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

32 ALL 476006.1 3773804 5.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

33 ALL 476426.1 3773804 6.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

34 ALL 476446.1 3773804 6.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

35 ALL 476466.1 3773804 6.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

36 ALL 476486.1 3773804 6.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

37 ALL 476506.1 3773804 6.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

38 ALL 476526.1 3773804 6.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

39 ALL 476546.1 3773804 6.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

40 ALL 476566.1 3773804 6.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

41 ALL 476586.1 3773804 6.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

42 ALL 476606.1 3773804 6.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



43 ALL 476626.1 3773804 6.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

44 ALL 476646.1 3773804 6.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

45 ALL 476666.1 3773804 6.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

46 ALL 476686.1 3773804 6.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

47 ALL 476706.1 3773804 6.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

48 ALL 476726.1 3773804 5.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

49 ALL 476746.1 3773804 5.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

50 ALL 476766.1 3773804 5.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

51 ALL 476786.1 3773804 5.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

52 ALL 476846.1 3773804 5.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

53 ALL 476866.1 3773804 5.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

54 ALL 476886.1 3773804 4.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

55 ALL 476906.1 3773804 4.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

56 ALL 476926.1 3773804 4.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

57 ALL 476946.1 3773804 4.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

58 ALL 476966.1 3773804 4.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

59 ALL 476986.1 3773804 4.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

60 ALL 477006.1 3773804 4.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

61 ALL 477026.1 3773804 4.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

62 ALL 477046.1 3773804 4.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

63 ALL 475526.1 3773824 3.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

64 ALL 475546.1 3773824 3.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

65 ALL 475566.1 3773824 3.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

66 ALL 475586.1 3773824 3.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

67 ALL 475606.1 3773824 3.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

68 ALL 475626.1 3773824 3.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

69 ALL 475646.1 3773824 3.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

70 ALL 475666.1 3773824 3.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

71 ALL 475686.1 3773824 3.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

72 ALL 475706.1 3773824 3.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

73 ALL 475726.1 3773824 4.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

74 ALL 475746.1 3773824 4.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

75 ALL 475766.1 3773824 4.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

76 ALL 475786.1 3773824 4.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

77 ALL 475806.1 3773824 4.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

78 ALL 475826.1 3773824 4.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

79 ALL 475846.1 3773824 4.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

80 ALL 475866.1 3773824 4.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

81 ALL 475886.1 3773824 5.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

82 ALL 475906.1 3773824 5.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

83 ALL 475926.1 3773824 5.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

84 ALL 475946.1 3773824 5.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

85 ALL 475966.1 3773824 5.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

86 ALL 475986.1 3773824 5.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



87 ALL 476006.1 3773824 5.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

88 ALL 476426.1 3773824 7.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

89 ALL 476446.1 3773824 7.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

90 ALL 476466.1 3773824 7.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

91 ALL 476486.1 3773824 7.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

92 ALL 476506.1 3773824 7.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

93 ALL 476526.1 3773824 7.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

94 ALL 476546.1 3773824 7.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

95 ALL 476566.1 3773824 7.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

96 ALL 476586.1 3773824 7.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

97 ALL 476606.1 3773824 6.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

98 ALL 476626.1 3773824 6.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

99 ALL 476646.1 3773824 6.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

100 ALL 476666.1 3773824 6.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

101 ALL 476686.1 3773824 6.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

102 ALL 476706.1 3773824 6.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

103 ALL 476726.1 3773824 6.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

104 ALL 476746.1 3773824 6.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

105 ALL 476766.1 3773824 5.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

106 ALL 476786.1 3773824 5.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

107 ALL 476846.1 3773824 5.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

108 ALL 476866.1 3773824 5.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

109 ALL 476886.1 3773824 5.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

110 ALL 476906.1 3773824 4.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

111 ALL 476926.1 3773824 4.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

112 ALL 476946.1 3773824 4.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

113 ALL 476966.1 3773824 4.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

114 ALL 476986.1 3773824 4.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

115 ALL 477006.1 3773824 4.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

116 ALL 477026.1 3773824 4.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

117 ALL 477046.1 3773824 4.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

118 ALL 477066.1 3773824 4.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

119 ALL 477086.1 3773824 4.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

120 ALL 475526.1 3773844 3.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

121 ALL 475546.1 3773844 3.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

122 ALL 475566.1 3773844 3.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

123 ALL 475586.1 3773844 3.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

124 ALL 475606.1 3773844 3.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

125 ALL 475626.1 3773844 3.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

126 ALL 475646.1 3773844 3.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

127 ALL 475666.1 3773844 3.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

128 ALL 475686.1 3773844 3.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

129 ALL 475706.1 3773844 4.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

130 ALL 475726.1 3773844 4.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



131 ALL 475746.1 3773844 4.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

132 ALL 475766.1 3773844 4.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

133 ALL 475786.1 3773844 4.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

134 ALL 475806.1 3773844 4.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

135 ALL 475826.1 3773844 4.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

136 ALL 475846.1 3773844 4.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

137 ALL 475866.1 3773844 5.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

138 ALL 475886.1 3773844 5.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

139 ALL 475906.1 3773844 5.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

140 ALL 475926.1 3773844 5.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

141 ALL 475946.1 3773844 5.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

142 ALL 475966.1 3773844 5.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

143 ALL 475986.1 3773844 5.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

144 ALL 476006.1 3773844 6.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

145 ALL 476426.1 3773844 7.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

146 ALL 476446.1 3773844 7.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

147 ALL 476466.1 3773844 7.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

148 ALL 476486.1 3773844 7.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

149 ALL 476506.1 3773844 7.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

150 ALL 476526.1 3773844 7.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

151 ALL 476546.1 3773844 7.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

152 ALL 476566.1 3773844 7.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

153 ALL 476586.1 3773844 7.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

154 ALL 476606.1 3773844 7.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

155 ALL 476626.1 3773844 7.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

156 ALL 476646.1 3773844 7.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

157 ALL 476666.1 3773844 7.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

158 ALL 476686.1 3773844 6.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

159 ALL 476706.1 3773844 6.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

160 ALL 476726.1 3773844 6.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

161 ALL 476746.1 3773844 6.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

162 ALL 476766.1 3773844 6.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

163 ALL 476786.1 3773844 6.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

164 ALL 476846.1 3773844 5.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

165 ALL 476866.1 3773844 5.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

166 ALL 476886.1 3773844 5.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

167 ALL 476906.1 3773844 5.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

168 ALL 476926.1 3773844 5.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

169 ALL 476946.1 3773844 4.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

170 ALL 476966.1 3773844 4.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

171 ALL 476986.1 3773844 4.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

172 ALL 477006.1 3773844 4.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

173 ALL 477026.1 3773844 4.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

174 ALL 477046.1 3773844 4.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



175 ALL 477066.1 3773844 4.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

176 ALL 477086.1 3773844 4.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

177 ALL 477106.1 3773844 4.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

178 ALL 475526.1 3773864 3.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

179 ALL 475546.1 3773864 3.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

180 ALL 475566.1 3773864 3.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

181 ALL 475586.1 3773864 3.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

182 ALL 475606.1 3773864 3.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

183 ALL 475626.1 3773864 3.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

184 ALL 475646.1 3773864 3.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

185 ALL 475666.1 3773864 3.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

186 ALL 475686.1 3773864 3.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

187 ALL 475706.1 3773864 4.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

188 ALL 475726.1 3773864 4.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

189 ALL 475746.1 3773864 4.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

190 ALL 475766.1 3773864 4.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

191 ALL 475786.1 3773864 4.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

192 ALL 475806.1 3773864 4.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

193 ALL 475826.1 3773864 4.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

194 ALL 475846.1 3773864 5.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

195 ALL 475866.1 3773864 5.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

196 ALL 475886.1 3773864 5.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

197 ALL 475906.1 3773864 5.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

198 ALL 475926.1 3773864 5.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

199 ALL 475946.1 3773864 5.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

200 ALL 475966.1 3773864 6.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

201 ALL 475986.1 3773864 6.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

202 ALL 476006.1 3773864 6.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

203 ALL 476026.1 3773864 6.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

204 ALL 476426.1 3773864 8.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

205 ALL 476446.1 3773864 8.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

206 ALL 476466.1 3773864 8.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

207 ALL 476486.1 3773864 8.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

208 ALL 476506.1 3773864 8.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

209 ALL 476526.1 3773864 8.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

210 ALL 476546.1 3773864 8.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

211 ALL 476566.1 3773864 8.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

212 ALL 476586.1 3773864 8.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

213 ALL 476606.1 3773864 7.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

214 ALL 476626.1 3773864 7.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

215 ALL 476646.1 3773864 7.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

216 ALL 476666.1 3773864 7.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

217 ALL 476686.1 3773864 7.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

218 ALL 476706.1 3773864 7.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



219 ALL 476726.1 3773864 7.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

220 ALL 476746.1 3773864 6.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

221 ALL 476766.1 3773864 6.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

222 ALL 476786.1 3773864 6.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

223 ALL 476846.1 3773864 6.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

224 ALL 476866.1 3773864 5.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

225 ALL 476886.1 3773864 5.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

226 ALL 476906.1 3773864 5.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

227 ALL 476926.1 3773864 5.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

228 ALL 476946.1 3773864 5.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

229 ALL 476966.1 3773864 4.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

230 ALL 476986.1 3773864 4.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

231 ALL 477006.1 3773864 4.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

232 ALL 477026.1 3773864 4.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

233 ALL 477046.1 3773864 4.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

234 ALL 477066.1 3773864 4.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

235 ALL 477086.1 3773864 4.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

236 ALL 477106.1 3773864 4.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

237 ALL 475526.1 3773884 3.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

238 ALL 475546.1 3773884 3.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

239 ALL 475566.1 3773884 3.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

240 ALL 475586.1 3773884 3.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

241 ALL 475606.1 3773884 3.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

242 ALL 475626.1 3773884 3.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

243 ALL 475646.1 3773884 3.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

244 ALL 475666.1 3773884 3.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

245 ALL 475686.1 3773884 4.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

246 ALL 475706.1 3773884 4.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

247 ALL 475726.1 3773884 4.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

248 ALL 475746.1 3773884 4.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

249 ALL 475766.1 3773884 4.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

250 ALL 475786.1 3773884 4.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

251 ALL 475806.1 3773884 4.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

252 ALL 475826.1 3773884 5.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

253 ALL 475846.1 3773884 5.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

254 ALL 475866.1 3773884 5.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

255 ALL 475886.1 3773884 5.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

256 ALL 475906.1 3773884 5.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

257 ALL 475926.1 3773884 5.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

258 ALL 475946.1 3773884 6.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

259 ALL 475966.1 3773884 6.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

260 ALL 475986.1 3773884 6.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

261 ALL 476006.1 3773884 6.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

262 ALL 476026.1 3773884 6.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



263 ALL 476046.1 3773884 6.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

264 ALL 476426.1 3773884 9.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

265 ALL 476446.1 3773884 9.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

266 ALL 476466.1 3773884 9.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

267 ALL 476486.1 3773884 9.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

268 ALL 476506.1 3773884 9.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

269 ALL 476526.1 3773884 8.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

270 ALL 476546.1 3773884 8.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

271 ALL 476566.1 3773884 8.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

272 ALL 476586.1 3773884 8.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

273 ALL 476606.1 3773884 8.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

274 ALL 476626.1 3773884 8.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

275 ALL 476646.1 3773884 8.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

276 ALL 476666.1 3773884 8.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

277 ALL 476686.1 3773884 7.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

278 ALL 476706.1 3773884 7.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

279 ALL 476726.1 3773884 7.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

280 ALL 476746.1 3773884 7.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

281 ALL 476766.1 3773884 7.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

282 ALL 476786.1 3773884 6.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

283 ALL 476846.1 3773884 6.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

284 ALL 476866.1 3773884 6.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

285 ALL 476886.1 3773884 5.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

286 ALL 476906.1 3773884 5.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

287 ALL 476926.1 3773884 5.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

288 ALL 476946.1 3773884 5.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

289 ALL 476966.1 3773884 5.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

290 ALL 476986.1 3773884 5.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

291 ALL 477006.1 3773884 4.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

292 ALL 477026.1 3773884 4.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

293 ALL 477046.1 3773884 4.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

294 ALL 477066.1 3773884 4.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

295 ALL 477086.1 3773884 4.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

296 ALL 477106.1 3773884 4.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

297 ALL 475526.1 3773904 3.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

298 ALL 475546.1 3773904 3.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

299 ALL 475566.1 3773904 3.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

300 ALL 475586.1 3773904 3.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

301 ALL 475606.1 3773904 3.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

302 ALL 475626.1 3773904 3.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

303 ALL 475646.1 3773904 3.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

304 ALL 475666.1 3773904 3.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

305 ALL 475686.1 3773904 4.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

306 ALL 475706.1 3773904 4.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



307 ALL 475726.1 3773904 4.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

308 ALL 475746.1 3773904 4.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

309 ALL 475766.1 3773904 4.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

310 ALL 475786.1 3773904 4.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

311 ALL 475806.1 3773904 4.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

312 ALL 475826.1 3773904 5.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

313 ALL 475846.1 3773904 5.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

314 ALL 475866.1 3773904 5.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

315 ALL 475886.1 3773904 5.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

316 ALL 475906.1 3773904 5.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

317 ALL 475926.1 3773904 6.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

318 ALL 475946.1 3773904 6.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

319 ALL 475966.1 3773904 6.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

320 ALL 475986.1 3773904 6.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

321 ALL 476006.1 3773904 6.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

322 ALL 476026.1 3773904 7.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

323 ALL 476046.1 3773904 7.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

324 ALL 476066.1 3773904 7.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

325 ALL 476426.1 3773904 9.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

326 ALL 476446.1 3773904 9.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

327 ALL 476466.1 3773904 9.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

328 ALL 476486.1 3773904 9.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

329 ALL 476506.1 3773904 9.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

330 ALL 476526.1 3773904 9.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

331 ALL 476546.1 3773904 9.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

332 ALL 476566.1 3773904 9.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

333 ALL 476586.1 3773904 9.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

334 ALL 476606.1 3773904 9.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

335 ALL 476626.1 3773904 8.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

336 ALL 476646.1 3773904 8.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

337 ALL 476666.1 3773904 8.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

338 ALL 476686.1 3773904 8.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

339 ALL 476706.1 3773904 8.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

340 ALL 476726.1 3773904 7.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

341 ALL 476746.1 3773904 7.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

342 ALL 476766.1 3773904 7.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

343 ALL 476786.1 3773904 7.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

344 ALL 476798.7 3773911 7.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

345 ALL 476846.1 3773904 6.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

346 ALL 476866.1 3773904 6.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

347 ALL 476886.1 3773904 6.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

348 ALL 476906.1 3773904 6.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

349 ALL 476926.1 3773904 5.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

350 ALL 476946.1 3773904 5.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



351 ALL 476966.1 3773904 5.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

352 ALL 476986.1 3773904 5.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

353 ALL 477006.1 3773904 5.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

354 ALL 477026.1 3773904 5.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

355 ALL 477046.1 3773904 4.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

356 ALL 477066.1 3773904 4.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

357 ALL 477086.1 3773904 4.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

358 ALL 477106.1 3773904 4.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

359 ALL 475526.1 3773924 3.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

360 ALL 475546.1 3773924 3.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

361 ALL 475566.1 3773924 3.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

362 ALL 475586.1 3773924 3.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

363 ALL 475606.1 3773924 3.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

364 ALL 475626.1 3773924 3.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

365 ALL 475646.1 3773924 3.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

366 ALL 475666.1 3773924 3.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

367 ALL 475686.1 3773924 4.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

368 ALL 475706.1 3773924 4.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

369 ALL 475726.1 3773924 4.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

370 ALL 475746.1 3773924 4.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

371 ALL 475766.1 3773924 4.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

372 ALL 475786.1 3773924 4.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

373 ALL 475806.1 3773924 5.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

374 ALL 475826.1 3773924 5.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

375 ALL 475846.1 3773924 5.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

376 ALL 475866.1 3773924 5.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

377 ALL 475886.1 3773924 5.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

378 ALL 475906.1 3773924 6.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

379 ALL 475926.1 3773924 6.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

380 ALL 475946.1 3773924 6.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

381 ALL 475966.1 3773924 6.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

382 ALL 475986.1 3773924 6.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

383 ALL 476006.1 3773924 7.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

384 ALL 476026.1 3773924 7.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

385 ALL 476046.1 3773924 7.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

386 ALL 476066.1 3773924 7.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

387 ALL 476086.1 3773924 8.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

388 ALL 476426.1 3773924 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

389 ALL 476446.1 3773924 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

390 ALL 476466.1 3773924 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

391 ALL 476486.1 3773924 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

392 ALL 476506.1 3773924 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

393 ALL 476526.1 3773924 1.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

394 ALL 476546.1 3773924 1.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



395 ALL 476566.1 3773924 1.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

396 ALL 476586.1 3773924 1.00E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

397 ALL 476606.1 3773924 9.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

398 ALL 476626.1 3773924 9.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

399 ALL 476646.1 3773924 9.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

400 ALL 476666.1 3773924 9.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

401 ALL 476686.1 3773924 8.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

402 ALL 476706.1 3773924 8.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

403 ALL 476726.1 3773924 8.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

404 ALL 476746.1 3773924 8.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

405 ALL 476766.1 3773924 7.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

406 ALL 476786.1 3773924 7.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

407 ALL 476846.1 3773924 7.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

408 ALL 476866.1 3773924 6.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

409 ALL 476886.1 3773924 6.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

410 ALL 476906.1 3773924 6.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

411 ALL 476926.1 3773924 6.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

412 ALL 476946.1 3773924 5.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

413 ALL 476966.1 3773924 5.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

414 ALL 476986.1 3773924 5.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

415 ALL 477006.1 3773924 5.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

416 ALL 477026.1 3773924 5.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

417 ALL 477046.1 3773924 5.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

418 ALL 477066.1 3773924 5.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

419 ALL 477086.1 3773924 4.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

420 ALL 477106.1 3773924 4.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

421 ALL 475526.1 3773944 3.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

422 ALL 475546.1 3773944 3.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

423 ALL 475566.1 3773944 3.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

424 ALL 475586.1 3773944 3.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

425 ALL 475606.1 3773944 3.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

426 ALL 475626.1 3773944 3.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

427 ALL 475646.1 3773944 3.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

428 ALL 475666.1 3773944 4.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

429 ALL 475686.1 3773944 4.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

430 ALL 475706.1 3773944 4.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

431 ALL 475726.1 3773944 4.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

432 ALL 475746.1 3773944 4.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

433 ALL 475766.1 3773944 4.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

434 ALL 475786.1 3773944 4.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

435 ALL 475806.1 3773944 5.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

436 ALL 475826.1 3773944 5.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

437 ALL 475846.1 3773944 5.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

438 ALL 475866.1 3773944 5.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



439 ALL 475886.1 3773944 5.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

440 ALL 475906.1 3773944 6.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

441 ALL 475926.1 3773944 6.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

442 ALL 475946.1 3773944 6.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

443 ALL 475966.1 3773944 6.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

444 ALL 475986.1 3773944 7.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

445 ALL 476006.1 3773944 7.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

446 ALL 476026.1 3773944 7.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

447 ALL 476046.1 3773944 7.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

448 ALL 476066.1 3773944 8.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

449 ALL 476086.1 3773944 8.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

450 ALL 476106.1 3773944 8.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

451 ALL 476126.1 3773944 9.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

452 ALL 476426.1 3773944 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

453 ALL 476446.1 3773944 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

454 ALL 476466.1 3773944 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

455 ALL 476486.1 3773944 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

456 ALL 476506.1 3773944 1.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

457 ALL 476526.1 3773944 1.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

458 ALL 476546.1 3773944 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

459 ALL 476566.1 3773944 1.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

460 ALL 476586.1 3773944 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

461 ALL 476606.1 3773944 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

462 ALL 476626.1 3773944 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

463 ALL 476646.1 3773944 1.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

464 ALL 476666.1 3773944 9.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

465 ALL 476686.1 3773944 9.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

466 ALL 476706.1 3773944 9.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

467 ALL 476726.1 3773944 9.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

468 ALL 476746.1 3773944 8.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

469 ALL 476766.1 3773944 8.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

470 ALL 476786.1 3773944 8.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

471 ALL 476846.1 3773944 7.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

472 ALL 476866.1 3773944 7.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

473 ALL 476886.1 3773944 6.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

474 ALL 476906.1 3773944 6.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

475 ALL 476926.1 3773944 6.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

476 ALL 476946.1 3773944 6.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

477 ALL 476966.1 3773944 6.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

478 ALL 476986.1 3773944 5.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

479 ALL 477006.1 3773944 5.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

480 ALL 477026.1 3773944 5.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

481 ALL 477046.1 3773944 5.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

482 ALL 477066.1 3773944 5.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



483 ALL 477086.1 3773944 5.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

484 ALL 477106.1 3773944 5.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

485 ALL 475526.1 3773964 3.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

486 ALL 475546.1 3773964 3.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

487 ALL 475566.1 3773964 3.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

488 ALL 475586.1 3773964 3.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

489 ALL 475606.1 3773964 3.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

490 ALL 475626.1 3773964 3.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

491 ALL 475646.1 3773964 3.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

492 ALL 475666.1 3773964 4.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

493 ALL 475686.1 3773964 4.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

494 ALL 475706.1 3773964 4.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

495 ALL 475726.1 3773964 4.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

496 ALL 475746.1 3773964 4.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

497 ALL 475766.1 3773964 4.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

498 ALL 475786.1 3773964 5.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

499 ALL 475806.1 3773964 5.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

500 ALL 475826.1 3773964 5.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

501 ALL 475846.1 3773964 5.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

502 ALL 475866.1 3773964 5.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

503 ALL 475886.1 3773964 6.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

504 ALL 475906.1 3773964 6.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

505 ALL 475926.1 3773964 6.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

506 ALL 475946.1 3773964 6.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

507 ALL 475966.1 3773964 7.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

508 ALL 475986.1 3773964 7.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

509 ALL 476006.1 3773964 7.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

510 ALL 476026.1 3773964 8.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

511 ALL 476046.1 3773964 8.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

512 ALL 476066.1 3773964 8.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

513 ALL 476086.1 3773964 8.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

514 ALL 476106.1 3773964 9.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

515 ALL 476126.1 3773964 9.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

516 ALL 476146.1 3773964 9.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

517 ALL 476406.1 3773964 1.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

518 ALL 476426.1 3773964 1.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

519 ALL 476446.1 3773964 1.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

520 ALL 476466.1 3773964 1.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

521 ALL 476486.1 3773964 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

522 ALL 476506.1 3773964 1.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

523 ALL 476526.1 3773964 1.24E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

524 ALL 476546.1 3773964 1.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

525 ALL 476566.1 3773964 1.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

526 ALL 476586.1 3773964 1.18E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



527 ALL 476606.1 3773964 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

528 ALL 476626.1 3773964 1.13E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

529 ALL 476646.1 3773964 1.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

530 ALL 476666.1 3773964 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

531 ALL 476686.1 3773964 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

532 ALL 476706.1 3773964 1.00E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

533 ALL 476726.1 3773964 9.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

534 ALL 476746.1 3773964 9.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

535 ALL 476766.1 3773964 9.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

536 ALL 476786.1 3773964 8.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

537 ALL 476846.1 3773964 7.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

538 ALL 476866.1 3773964 7.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

539 ALL 476886.1 3773964 7.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

540 ALL 476906.1 3773964 7.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

541 ALL 476926.1 3773964 6.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

542 ALL 476946.1 3773964 6.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

543 ALL 476966.1 3773964 6.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

544 ALL 476986.1 3773964 6.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

545 ALL 477006.1 3773964 6.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

546 ALL 477026.1 3773964 5.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

547 ALL 477046.1 3773964 5.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

548 ALL 477066.1 3773964 5.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

549 ALL 477086.1 3773964 5.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

550 ALL 477106.1 3773964 5.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

551 ALL 475526.1 3773984 3.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

552 ALL 475546.1 3773984 3.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

553 ALL 475566.1 3773984 3.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

554 ALL 475586.1 3773984 3.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

555 ALL 475606.1 3773984 3.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

556 ALL 475626.1 3773984 3.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

557 ALL 475646.1 3773984 3.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

558 ALL 475666.1 3773984 4.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

559 ALL 475686.1 3773984 4.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

560 ALL 475706.1 3773984 4.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

561 ALL 475726.1 3773984 4.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

562 ALL 475746.1 3773984 4.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

563 ALL 475766.1 3773984 4.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

564 ALL 475786.1 3773984 5.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

565 ALL 475806.1 3773984 5.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

566 ALL 475826.1 3773984 5.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

567 ALL 475846.1 3773984 5.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

568 ALL 475866.1 3773984 5.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

569 ALL 475886.1 3773984 6.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

570 ALL 475906.1 3773984 6.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



571 ALL 475926.1 3773984 6.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

572 ALL 475946.1 3773984 7.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

573 ALL 475966.1 3773984 7.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

574 ALL 475986.1 3773984 7.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

575 ALL 476006.1 3773984 7.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

576 ALL 476026.1 3773984 8.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

577 ALL 476046.1 3773984 8.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

578 ALL 476066.1 3773984 8.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

579 ALL 476086.1 3773984 9.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

580 ALL 476106.1 3773984 9.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

581 ALL 476126.1 3773984 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

582 ALL 476146.1 3773984 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

583 ALL 476166.1 3773984 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

584 ALL 476406.1 3773984 1.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

585 ALL 476426.1 3773984 1.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

586 ALL 476446.1 3773984 1.40E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

587 ALL 476466.1 3773984 1.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

588 ALL 476486.1 3773984 1.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

589 ALL 476506.1 3773984 1.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

590 ALL 476526.1 3773984 1.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

591 ALL 476546.1 3773984 1.34E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

592 ALL 476566.1 3773984 1.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

593 ALL 476586.1 3773984 1.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

594 ALL 476606.1 3773984 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

595 ALL 476626.1 3773984 1.23E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

596 ALL 476646.1 3773984 1.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

597 ALL 476666.1 3773984 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

598 ALL 476686.1 3773984 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

599 ALL 476706.1 3773984 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

600 ALL 476726.1 3773984 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

601 ALL 476746.1 3773984 1.00E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

602 ALL 476775.7 3773976 9.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

603 ALL 476793.1 3773974 8.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

604 ALL 476846.1 3773984 8.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

605 ALL 476866.1 3773984 8.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

606 ALL 476886.1 3773984 7.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

607 ALL 476906.1 3773984 7.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

608 ALL 476926.1 3773984 7.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

609 ALL 476946.1 3773984 7.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

610 ALL 476966.1 3773984 6.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

611 ALL 476986.1 3773984 6.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

612 ALL 477006.1 3773984 6.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

613 ALL 477026.1 3773984 6.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

614 ALL 477046.1 3773984 6.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



615 ALL 477066.1 3773984 5.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

616 ALL 477086.1 3773984 5.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

617 ALL 477106.1 3773984 5.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

618 ALL 475526.1 3774004 3.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

619 ALL 475546.1 3774004 3.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

620 ALL 475566.1 3774004 3.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

621 ALL 475586.1 3774004 3.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

622 ALL 475606.1 3774004 3.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

623 ALL 475626.1 3774004 3.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

624 ALL 475646.1 3774004 3.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

625 ALL 475666.1 3774004 4.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

626 ALL 475686.1 3774004 4.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

627 ALL 475706.1 3774004 4.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

628 ALL 475726.1 3774004 4.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

629 ALL 475746.1 3774004 4.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

630 ALL 475766.1 3774004 4.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

631 ALL 475786.1 3774004 5.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

632 ALL 475806.1 3774004 5.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

633 ALL 475826.1 3774004 5.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

634 ALL 475846.1 3774004 5.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

635 ALL 475866.1 3774004 6.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

636 ALL 475886.1 3774004 6.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

637 ALL 475906.1 3774004 6.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

638 ALL 475926.1 3774004 6.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

639 ALL 475946.1 3774004 7.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

640 ALL 475966.1 3774004 7.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

641 ALL 475986.1 3774004 7.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

642 ALL 476006.1 3774004 8.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

643 ALL 476026.1 3774004 8.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

644 ALL 476046.1 3774004 8.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

645 ALL 476066.1 3774004 9.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

646 ALL 476086.1 3774004 9.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

647 ALL 476106.1 3774004 1.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

648 ALL 476126.1 3774004 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

649 ALL 476146.1 3774004 1.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

650 ALL 476166.1 3774004 1.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

651 ALL 476186.1 3774004 1.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

652 ALL 476366.1 3774004 1.49E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

653 ALL 476386.1 3774004 1.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

654 ALL 476406.1 3774004 1.53E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

655 ALL 476426.1 3774004 1.54E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

656 ALL 476446.1 3774004 1.54E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

657 ALL 476466.1 3774004 1.54E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

658 ALL 476486.1 3774004 1.53E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



659 ALL 476506.1 3774004 1.52E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

660 ALL 476526.1 3774004 1.50E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

661 ALL 476546.1 3774004 1.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

662 ALL 476566.1 3774004 1.45E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

663 ALL 476586.1 3774004 1.42E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

664 ALL 476606.1 3774004 1.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

665 ALL 476626.1 3774004 1.35E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

666 ALL 476646.1 3774004 1.30E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

667 ALL 476666.1 3774004 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

668 ALL 476686.1 3774004 1.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

669 ALL 476706.1 3774004 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

670 ALL 476726.1 3774004 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

671 ALL 476746.1 3774004 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

672 ALL 476766.1 3774004 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

673 ALL 476786.1 3774004 1.00E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

674 ALL 476846.1 3774004 8.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

675 ALL 476866.1 3774004 8.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

676 ALL 476886.1 3774004 8.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

677 ALL 476906.1 3774004 7.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

678 ALL 476926.1 3774004 7.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

679 ALL 476946.1 3774004 7.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

680 ALL 476966.1 3774004 7.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

681 ALL 476986.1 3774004 7.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

682 ALL 477006.1 3774004 6.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

683 ALL 477026.1 3774004 6.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

684 ALL 477046.1 3774004 6.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

685 ALL 477066.1 3774004 6.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

686 ALL 477086.1 3774004 6.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

687 ALL 477106.1 3774004 5.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

688 ALL 475526.1 3774024 3.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

689 ALL 475546.1 3774024 3.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

690 ALL 475566.1 3774024 3.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

691 ALL 475586.1 3774024 3.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

692 ALL 475606.1 3774024 3.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

693 ALL 475626.1 3774024 3.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

694 ALL 475646.1 3774024 3.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

695 ALL 475666.1 3774024 4.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

696 ALL 475686.1 3774024 4.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

697 ALL 475706.1 3774024 4.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

698 ALL 475726.1 3774024 4.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

699 ALL 475746.1 3774024 4.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

700 ALL 475766.1 3774024 4.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

701 ALL 475786.1 3774024 5.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

702 ALL 475806.1 3774024 5.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



703 ALL 475826.1 3774024 5.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

704 ALL 475846.1 3774024 5.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

705 ALL 475866.1 3774024 6.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

706 ALL 475886.1 3774024 6.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

707 ALL 475906.1 3774024 6.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

708 ALL 475926.1 3774024 7.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

709 ALL 475946.1 3774024 7.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

710 ALL 475966.1 3774024 7.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

711 ALL 475986.1 3774024 8.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

712 ALL 476006.1 3774024 8.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

713 ALL 476026.1 3774024 8.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

714 ALL 476046.1 3774024 9.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

715 ALL 476066.1 3774024 9.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

716 ALL 476086.1 3774024 1.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

717 ALL 476106.1 3774024 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

718 ALL 476126.1 3774024 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

719 ALL 476146.1 3774024 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

720 ALL 476166.1 3774024 1.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

721 ALL 476186.1 3774024 1.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

722 ALL 476206.1 3774024 1.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

723 ALL 476226.1 3774024 1.37E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

724 ALL 476366.1 3774024 1.64E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

725 ALL 476386.1 3774024 1.67E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

726 ALL 476406.1 3774024 1.69E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

727 ALL 476426.1 3774024 1.71E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

728 ALL 476446.1 3774024 1.71E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

729 ALL 476466.1 3774024 1.71E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

730 ALL 476486.1 3774024 1.70E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

731 ALL 476506.1 3774024 1.69E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

732 ALL 476526.1 3774024 1.67E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

733 ALL 476546.1 3774024 1.64E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

734 ALL 476566.1 3774024 1.60E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

735 ALL 476586.1 3774024 1.56E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

736 ALL 476606.1 3774024 1.52E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

737 ALL 476626.1 3774024 1.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

738 ALL 476646.1 3774024 1.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

739 ALL 476666.1 3774024 1.37E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

740 ALL 476686.1 3774024 1.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

741 ALL 476706.1 3774024 1.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

742 ALL 476726.1 3774024 1.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

743 ALL 476746.1 3774024 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

744 ALL 476766.1 3774024 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

745 ALL 476786.1 3774024 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

746 ALL 476846.1 3774024 9.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



747 ALL 476866.1 3774024 9.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

748 ALL 476886.1 3774024 8.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

749 ALL 476906.1 3774024 8.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

750 ALL 476926.1 3774024 8.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

751 ALL 476946.1 3774024 7.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

752 ALL 476966.1 3774024 7.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

753 ALL 476986.1 3774024 7.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

754 ALL 477006.1 3774024 7.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

755 ALL 477026.1 3774024 7.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

756 ALL 477046.1 3774024 6.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

757 ALL 477066.1 3774024 6.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

758 ALL 477086.1 3774024 6.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

759 ALL 477106.1 3774024 6.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

760 ALL 475526.1 3774044 3.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

761 ALL 475546.1 3774044 3.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

762 ALL 475566.1 3774044 3.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

763 ALL 475586.1 3774044 3.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

764 ALL 475606.1 3774044 3.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

765 ALL 475626.1 3774044 3.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

766 ALL 475646.1 3774044 3.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

767 ALL 475666.1 3774044 4.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

768 ALL 475686.1 3774044 4.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

769 ALL 475706.1 3774044 4.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

770 ALL 475726.1 3774044 4.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

771 ALL 475746.1 3774044 4.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

772 ALL 475766.1 3774044 5.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

773 ALL 475786.1 3774044 5.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

774 ALL 475806.1 3774044 5.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

775 ALL 475826.1 3774044 5.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

776 ALL 475846.1 3774044 5.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

777 ALL 475866.1 3774044 6.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

778 ALL 475886.1 3774044 6.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

779 ALL 475906.1 3774044 6.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

780 ALL 475926.1 3774044 7.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

781 ALL 475946.1 3774044 7.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

782 ALL 475966.1 3774044 7.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

783 ALL 475986.1 3774044 8.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

784 ALL 476006.1 3774044 8.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

785 ALL 476026.1 3774044 9.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

786 ALL 476046.1 3774044 9.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

787 ALL 476066.1 3774044 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

788 ALL 476086.1 3774044 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

789 ALL 476106.1 3774044 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

790 ALL 476126.1 3774044 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



791 ALL 476146.1 3774044 1.23E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

792 ALL 476166.1 3774044 1.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

793 ALL 476186.1 3774044 1.35E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

794 ALL 476206.1 3774044 1.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

795 ALL 476226.1 3774044 1.47E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

796 ALL 476246.1 3774044 1.52E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

797 ALL 476266.1 3774044 1.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

798 ALL 476286.1 3774044 1.64E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

799 ALL 476366.1 3774044 1.82E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

800 ALL 476386.1 3774044 1.85E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

801 ALL 476406.1 3774044 1.88E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

802 ALL 476426.1 3774044 1.90E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

803 ALL 476446.1 3774044 1.91E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

804 ALL 476466.1 3774044 1.91E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

805 ALL 476486.1 3774044 1.90E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

806 ALL 476506.1 3774044 1.89E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

807 ALL 476526.1 3774044 1.86E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

808 ALL 476546.1 3774044 1.83E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

809 ALL 476566.1 3774044 1.79E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

810 ALL 476586.1 3774044 1.74E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

811 ALL 476606.1 3774044 1.69E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

812 ALL 476626.1 3774044 1.63E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

813 ALL 476646.1 3774044 1.57E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

814 ALL 476666.1 3774044 1.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

815 ALL 476686.1 3774044 1.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

816 ALL 476706.1 3774044 1.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

817 ALL 476726.1 3774044 1.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

818 ALL 476746.1 3774044 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

819 ALL 476766.1 3774044 1.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

820 ALL 476786.1 3774044 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

821 ALL 476846.1 3774044 1.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

822 ALL 476866.1 3774044 9.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

823 ALL 476886.1 3774044 9.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

824 ALL 476906.1 3774044 9.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

825 ALL 476926.1 3774044 8.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

826 ALL 476946.1 3774044 8.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

827 ALL 476966.1 3774044 8.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

828 ALL 476986.1 3774044 8.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

829 ALL 477006.1 3774044 7.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

830 ALL 477026.1 3774044 7.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

831 ALL 477046.1 3774044 7.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

832 ALL 477066.1 3774044 7.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

833 ALL 477086.1 3774044 6.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

834 ALL 477106.1 3774044 6.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



835 ALL 475526.1 3774064 3.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

836 ALL 475546.1 3774064 3.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

837 ALL 475566.1 3774064 3.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

838 ALL 475586.1 3774064 3.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

839 ALL 475606.1 3774064 3.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

840 ALL 475626.1 3774064 3.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

841 ALL 475646.1 3774064 3.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

842 ALL 475666.1 3774064 4.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

843 ALL 475686.1 3774064 4.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

844 ALL 475706.1 3774064 4.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

845 ALL 475726.1 3774064 4.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

846 ALL 475746.1 3774064 4.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

847 ALL 475766.1 3774064 5.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

848 ALL 475786.1 3774064 5.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

849 ALL 475806.1 3774064 5.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

850 ALL 475826.1 3774064 5.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

851 ALL 475846.1 3774064 6.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

852 ALL 475866.1 3774064 6.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

853 ALL 475886.1 3774064 6.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

854 ALL 475906.1 3774064 6.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

855 ALL 475926.1 3774064 7.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

856 ALL 475946.1 3774064 7.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

857 ALL 475966.1 3774064 8.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

858 ALL 475986.1 3774064 8.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

859 ALL 476006.1 3774064 8.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

860 ALL 476026.1 3774064 9.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

861 ALL 476046.1 3774064 9.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

862 ALL 476066.1 3774064 1.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

863 ALL 476086.1 3774064 1.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

864 ALL 476106.1 3774064 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

865 ALL 476126.1 3774064 1.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

866 ALL 476146.1 3774064 1.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

867 ALL 476166.1 3774064 1.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

868 ALL 476186.1 3774064 1.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

869 ALL 476206.1 3774064 1.50E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

870 ALL 476226.1 3774064 1.57E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

871 ALL 476246.1 3774064 1.64E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

872 ALL 476266.1 3774064 1.72E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

873 ALL 476286.1 3774064 1.79E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

874 ALL 476306.1 3774064 1.85E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

875 ALL 476326.1 3774064 1.91E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

876 ALL 476346.1 3774064 1.97E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

877 ALL 476366.1 3774064 2.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

878 ALL 476386.1 3774064 2.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



879 ALL 476406.1 3774064 2.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

880 ALL 476426.1 3774064 2.13E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

881 ALL 476446.1 3774064 2.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

882 ALL 476466.1 3774064 2.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

883 ALL 476486.1 3774064 2.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

884 ALL 476506.1 3774064 2.13E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

885 ALL 476526.1 3774064 2.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

886 ALL 476546.1 3774064 2.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

887 ALL 476566.1 3774064 2.00E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

888 ALL 476586.1 3774064 1.94E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

889 ALL 476606.1 3774064 1.88E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

890 ALL 476626.1 3774064 1.81E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

891 ALL 476646.1 3774064 1.74E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

892 ALL 476666.1 3774064 1.66E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

893 ALL 476686.1 3774064 1.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

894 ALL 476706.1 3774064 1.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

895 ALL 476726.1 3774064 1.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

896 ALL 476746.1 3774064 1.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

897 ALL 476766.1 3774064 1.31E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

898 ALL 476786.1 3774064 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

899 ALL 476846.1 3774064 1.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

900 ALL 476866.1 3774064 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

901 ALL 476886.1 3774064 1.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

902 ALL 476906.1 3774064 9.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

903 ALL 476926.1 3774064 9.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

904 ALL 476946.1 3774064 9.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

905 ALL 476966.1 3774064 8.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

906 ALL 476986.1 3774064 8.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

907 ALL 477006.1 3774064 8.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

908 ALL 477026.1 3774064 8.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

909 ALL 477046.1 3774064 7.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

910 ALL 477066.1 3774064 7.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

911 ALL 477086.1 3774064 7.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

912 ALL 477106.1 3774064 7.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

913 ALL 475526.1 3774084 3.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

914 ALL 475546.1 3774084 3.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

915 ALL 475566.1 3774084 3.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

916 ALL 475586.1 3774084 3.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

917 ALL 475606.1 3774084 3.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

918 ALL 475626.1 3774084 3.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

919 ALL 475646.1 3774084 3.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

920 ALL 475666.1 3774084 4.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

921 ALL 475686.1 3774084 4.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

922 ALL 475706.1 3774084 4.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



923 ALL 475726.1 3774084 4.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

924 ALL 475746.1 3774084 4.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

925 ALL 475766.1 3774084 5.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

926 ALL 475786.1 3774084 5.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

927 ALL 475806.1 3774084 5.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

928 ALL 475826.1 3774084 5.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

929 ALL 475846.1 3774084 6.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

930 ALL 475866.1 3774084 6.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

931 ALL 475886.1 3774084 6.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

932 ALL 475906.1 3774084 7.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

933 ALL 475926.1 3774084 7.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

934 ALL 475946.1 3774084 7.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

935 ALL 475966.1 3774084 8.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

936 ALL 475986.1 3774084 8.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

937 ALL 476006.1 3774084 9.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

938 ALL 476026.1 3774084 9.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

939 ALL 476046.1 3774084 1.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

940 ALL 476066.1 3774084 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

941 ALL 476086.1 3774084 1.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

942 ALL 476106.1 3774084 1.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

943 ALL 476126.1 3774084 1.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

944 ALL 476146.1 3774084 1.35E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

945 ALL 476166.1 3774084 1.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

946 ALL 476186.1 3774084 1.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

947 ALL 476206.1 3774084 1.60E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

948 ALL 476226.1 3774084 1.68E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

949 ALL 476246.1 3774084 1.77E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

950 ALL 476266.1 3774084 1.86E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

951 ALL 476286.1 3774084 1.95E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

952 ALL 476306.1 3774084 2.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

953 ALL 476326.1 3774084 2.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

954 ALL 476346.1 3774084 2.20E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

955 ALL 476366.1 3774084 2.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

956 ALL 476386.1 3774084 2.33E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

957 ALL 476406.1 3774084 2.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

958 ALL 476426.1 3774084 2.42E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

959 ALL 476446.1 3774084 2.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

960 ALL 476466.1 3774084 2.45E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

961 ALL 476486.1 3774084 2.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

962 ALL 476506.1 3774084 2.42E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

963 ALL 476526.1 3774084 2.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

964 ALL 476546.1 3774084 2.33E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

965 ALL 476566.1 3774084 2.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

966 ALL 476586.1 3774084 2.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



967 ALL 476606.1 3774084 2.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

968 ALL 476626.1 3774084 2.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

969 ALL 476646.1 3774084 1.93E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

970 ALL 476666.1 3774084 1.84E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

971 ALL 476686.1 3774084 1.75E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

972 ALL 476706.1 3774084 1.66E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

973 ALL 476726.1 3774084 1.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

974 ALL 476746.1 3774084 1.50E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

975 ALL 476766.1 3774084 1.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

976 ALL 476786.1 3774084 1.37E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

977 ALL 476806.1 3774084 1.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

978 ALL 476846.1 3774084 1.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

979 ALL 476866.1 3774084 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

980 ALL 476886.1 3774084 1.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

981 ALL 476906.1 3774084 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

982 ALL 476926.1 3774084 1.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

983 ALL 476946.1 3774084 9.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

984 ALL 476966.1 3774084 9.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

985 ALL 476986.1 3774084 9.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

986 ALL 477006.1 3774084 9.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

987 ALL 477026.1 3774084 8.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

988 ALL 477046.1 3774084 8.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

989 ALL 477066.1 3774084 8.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

990 ALL 477086.1 3774084 7.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

991 ALL 477106.1 3774084 7.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

992 ALL 475526.1 3774104 3.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

993 ALL 475546.1 3774104 3.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

994 ALL 475566.1 3774104 3.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

995 ALL 475586.1 3774104 3.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

996 ALL 475606.1 3774104 3.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

997 ALL 475626.1 3774104 3.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

998 ALL 475646.1 3774104 3.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

999 ALL 475666.1 3774104 4.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1000 ALL 475686.1 3774104 4.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1001 ALL 475706.1 3774104 4.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1002 ALL 475726.1 3774104 4.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1003 ALL 475746.1 3774104 4.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1004 ALL 475766.1 3774104 5.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1005 ALL 475786.1 3774104 5.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1006 ALL 475806.1 3774104 5.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1007 ALL 475826.1 3774104 5.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1008 ALL 475846.1 3774104 6.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1009 ALL 475866.1 3774104 6.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1010 ALL 475886.1 3774104 6.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1011 ALL 475906.1 3774104 7.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1012 ALL 475926.1 3774104 7.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1013 ALL 475946.1 3774104 7.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1014 ALL 475966.1 3774104 8.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1015 ALL 475986.1 3774104 8.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1016 ALL 476006.1 3774104 9.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1017 ALL 476026.1 3774104 9.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1018 ALL 476046.1 3774104 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1019 ALL 476066.1 3774104 1.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1020 ALL 476086.1 3774104 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1021 ALL 476106.1 3774104 1.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1022 ALL 476126.1 3774104 1.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1023 ALL 476146.1 3774104 1.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1024 ALL 476166.1 3774104 1.50E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1025 ALL 476186.1 3774104 1.60E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1026 ALL 476206.1 3774104 1.70E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1027 ALL 476226.1 3774104 1.80E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1028 ALL 476246.1 3774104 1.91E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1029 ALL 476266.1 3774104 2.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1030 ALL 476286.1 3774104 2.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1031 ALL 476306.1 3774104 2.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1032 ALL 476326.1 3774104 2.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1033 ALL 476346.1 3774104 2.46E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1034 ALL 476366.1 3774104 2.56E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1035 ALL 476386.1 3774104 2.65E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1036 ALL 476406.1 3774104 2.72E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1037 ALL 476426.1 3774104 2.77E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1038 ALL 476446.1 3774104 2.80E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1039 ALL 476466.1 3774104 2.80E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1040 ALL 476486.1 3774104 2.80E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1041 ALL 476506.1 3774104 2.78E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1042 ALL 476526.1 3774104 2.73E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1043 ALL 476546.1 3774104 2.67E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1044 ALL 476566.1 3774104 2.59E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1045 ALL 476586.1 3774104 2.50E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1046 ALL 476606.1 3774104 2.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1047 ALL 476626.1 3774104 2.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1048 ALL 476646.1 3774104 2.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1049 ALL 476666.1 3774104 2.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1050 ALL 476686.1 3774104 1.94E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1051 ALL 476706.1 3774104 1.84E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1052 ALL 476726.1 3774104 1.74E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1053 ALL 476746.1 3774104 1.65E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1054 ALL 476766.1 3774104 1.57E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1055 ALL 476786.1 3774104 1.50E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1056 ALL 476806.1 3774104 1.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1057 ALL 476846.1 3774104 1.33E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1058 ALL 476866.1 3774104 1.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1059 ALL 476886.1 3774104 1.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1060 ALL 476906.1 3774104 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1061 ALL 476926.1 3774104 1.13E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1062 ALL 476946.1 3774104 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1063 ALL 476966.1 3774104 1.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1064 ALL 476986.1 3774104 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1065 ALL 477006.1 3774104 9.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1066 ALL 477026.1 3774104 9.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1067 ALL 477046.1 3774104 9.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1068 ALL 477066.1 3774104 8.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1069 ALL 477086.1 3774104 8.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1070 ALL 477106.1 3774104 8.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1071 ALL 475526.1 3774124 3.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1072 ALL 475546.1 3774124 3.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1073 ALL 475566.1 3774124 3.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1074 ALL 475586.1 3774124 3.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1075 ALL 475606.1 3774124 3.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1076 ALL 475626.1 3774124 3.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1077 ALL 475646.1 3774124 3.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1078 ALL 475666.1 3774124 4.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1079 ALL 475686.1 3774124 4.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1080 ALL 475706.1 3774124 4.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1081 ALL 475726.1 3774124 4.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1082 ALL 475746.1 3774124 4.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1083 ALL 475766.1 3774124 5.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1084 ALL 475786.1 3774124 5.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1085 ALL 475806.1 3774124 5.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1086 ALL 475826.1 3774124 5.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1087 ALL 475846.1 3774124 6.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1088 ALL 475866.1 3774124 6.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1089 ALL 475886.1 3774124 6.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1090 ALL 475906.1 3774124 7.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1091 ALL 475926.1 3774124 7.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1092 ALL 475946.1 3774124 7.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1093 ALL 475966.1 3774124 8.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1094 ALL 475986.1 3774124 8.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1095 ALL 476006.1 3774124 9.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1096 ALL 476026.1 3774124 9.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1097 ALL 476046.1 3774124 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1098 ALL 476066.1 3774124 1.13E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1099 ALL 476086.1 3774124 1.20E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1100 ALL 476106.1 3774124 1.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1101 ALL 476126.1 3774124 1.37E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1102 ALL 476146.1 3774124 1.46E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1103 ALL 476166.1 3774124 1.56E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1104 ALL 476186.1 3774124 1.67E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1105 ALL 476206.1 3774124 1.80E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1106 ALL 476226.1 3774124 1.92E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1107 ALL 476246.1 3774124 2.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1108 ALL 476266.1 3774124 2.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1109 ALL 476286.1 3774124 2.33E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1110 ALL 476306.1 3774124 2.47E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1111 ALL 476326.1 3774124 2.62E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1112 ALL 476346.1 3774124 2.76E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1113 ALL 476366.1 3774124 2.90E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1114 ALL 476386.1 3774124 3.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1115 ALL 476406.1 3774124 3.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1116 ALL 476426.1 3774124 3.20E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1117 ALL 476446.1 3774124 3.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1118 ALL 476466.1 3774124 3.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1119 ALL 476486.1 3774124 3.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1120 ALL 476506.1 3774124 3.23E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1121 ALL 476526.1 3774124 3.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1122 ALL 476546.1 3774124 3.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1123 ALL 476566.1 3774124 2.99E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1124 ALL 476586.1 3774124 2.87E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1125 ALL 476606.1 3774124 2.73E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1126 ALL 476626.1 3774124 2.59E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1127 ALL 476646.1 3774124 2.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1128 ALL 476666.1 3774124 2.30E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1129 ALL 476686.1 3774124 2.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1130 ALL 476706.1 3774124 2.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1131 ALL 476726.1 3774124 1.93E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1132 ALL 476746.1 3774124 1.83E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1133 ALL 476766.1 3774124 1.74E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1134 ALL 476786.1 3774124 1.66E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1135 ALL 476806.1 3774124 1.59E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1136 ALL 476846.1 3774124 1.46E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1137 ALL 476866.1 3774124 1.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1138 ALL 476886.1 3774124 1.34E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1139 ALL 476906.1 3774124 1.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1140 ALL 476926.1 3774124 1.23E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1141 ALL 476946.1 3774124 1.18E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1142 ALL 476966.1 3774124 1.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1143 ALL 476986.1 3774124 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1144 ALL 477006.1 3774124 1.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1145 ALL 477026.1 3774124 1.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1146 ALL 477046.1 3774124 9.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1147 ALL 477066.1 3774124 9.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1148 ALL 477086.1 3774124 9.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1149 ALL 477106.1 3774124 8.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1150 ALL 475526.1 3774144 3.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1151 ALL 475546.1 3774144 3.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1152 ALL 475566.1 3774144 3.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1153 ALL 475586.1 3774144 3.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1154 ALL 475606.1 3774144 3.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1155 ALL 475626.1 3774144 3.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1156 ALL 475646.1 3774144 3.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1157 ALL 475666.1 3774144 4.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1158 ALL 475686.1 3774144 4.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1159 ALL 475706.1 3774144 4.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1160 ALL 475726.1 3774144 4.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1161 ALL 475746.1 3774144 4.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1162 ALL 475766.1 3774144 5.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1163 ALL 475786.1 3774144 5.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1164 ALL 475806.1 3774144 5.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1165 ALL 475826.1 3774144 5.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1166 ALL 475846.1 3774144 6.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1167 ALL 475866.1 3774144 6.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1168 ALL 475886.1 3774144 6.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1169 ALL 475906.1 3774144 7.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1170 ALL 475926.1 3774144 7.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1171 ALL 475946.1 3774144 7.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1172 ALL 475966.1 3774144 8.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1173 ALL 475986.1 3774144 8.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1174 ALL 476006.1 3774144 9.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1175 ALL 476026.1 3774144 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1176 ALL 476046.1 3774144 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1177 ALL 476066.1 3774144 1.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1178 ALL 476086.1 3774144 1.23E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1179 ALL 476106.1 3774144 1.31E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1180 ALL 476126.1 3774144 1.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1181 ALL 476146.1 3774144 1.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1182 ALL 476166.1 3774144 1.62E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1183 ALL 476186.1 3774144 1.75E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1184 ALL 476206.1 3774144 1.89E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1185 ALL 476226.1 3774144 2.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1186 ALL 476246.1 3774144 2.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1187 ALL 476266.1 3774144 2.35E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1188 ALL 476286.1 3774144 2.53E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1189 ALL 476306.1 3774144 2.71E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1190 ALL 476326.1 3774144 2.90E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1191 ALL 476346.1 3774144 3.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1192 ALL 476366.1 3774144 3.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1193 ALL 476386.1 3774144 3.46E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1194 ALL 476406.1 3774144 3.61E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1195 ALL 476426.1 3774144 3.73E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1196 ALL 476446.1 3774144 3.81E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1197 ALL 476466.1 3774144 3.86E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1198 ALL 476486.1 3774144 3.86E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1199 ALL 476506.1 3774144 3.82E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1200 ALL 476526.1 3774144 3.75E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1201 ALL 476546.1 3774144 3.64E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1202 ALL 476566.1 3774144 3.50E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1203 ALL 476586.1 3774144 3.33E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1204 ALL 476606.1 3774144 3.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1205 ALL 476626.1 3774144 2.96E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1206 ALL 476646.1 3774144 2.77E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1207 ALL 476666.1 3774144 2.60E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1208 ALL 476686.1 3774144 2.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1209 ALL 476706.1 3774144 2.30E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1210 ALL 476726.1 3774144 2.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1211 ALL 476746.1 3774144 2.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1212 ALL 476766.1 3774144 1.94E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1213 ALL 476786.1 3774144 1.85E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1214 ALL 476806.1 3774144 1.77E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1215 ALL 476846.1 3774144 1.62E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1216 ALL 476866.1 3774144 1.54E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1217 ALL 476886.1 3774144 1.47E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1218 ALL 476906.1 3774144 1.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1219 ALL 476926.1 3774144 1.35E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1220 ALL 477066.1 3774144 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1221 ALL 477086.1 3774144 9.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1222 ALL 477106.1 3774144 9.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1223 ALL 475526.1 3774164 3.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1224 ALL 475546.1 3774164 3.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1225 ALL 475566.1 3774164 3.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1226 ALL 475586.1 3774164 3.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1227 ALL 475606.1 3774164 3.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1228 ALL 475626.1 3774164 3.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1229 ALL 475646.1 3774164 3.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1230 ALL 475666.1 3774164 4.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1231 ALL 475686.1 3774164 4.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1232 ALL 475706.1 3774164 4.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1233 ALL 475726.1 3774164 4.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1234 ALL 475746.1 3774164 4.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1235 ALL 475766.1 3774164 5.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1236 ALL 475786.1 3774164 5.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1237 ALL 475806.1 3774164 5.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1238 ALL 475826.1 3774164 5.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1239 ALL 475846.1 3774164 6.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1240 ALL 475866.1 3774164 6.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1241 ALL 475886.1 3774164 6.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1242 ALL 475906.1 3774164 7.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1243 ALL 475926.1 3774164 7.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1244 ALL 475946.1 3774164 7.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1245 ALL 475966.1 3774164 8.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1246 ALL 475986.1 3774164 8.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1247 ALL 476006.1 3774164 9.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1248 ALL 476026.1 3774164 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1249 ALL 476046.1 3774164 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1250 ALL 476066.1 3774164 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1251 ALL 476086.1 3774164 1.24E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1252 ALL 476106.1 3774164 1.34E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1253 ALL 476126.1 3774164 1.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1254 ALL 476146.1 3774164 1.55E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1255 ALL 476166.1 3774164 1.68E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1256 ALL 476186.1 3774164 1.82E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1257 ALL 476206.1 3774164 1.97E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1258 ALL 476226.1 3774164 2.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1259 ALL 476246.1 3774164 2.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1260 ALL 476266.1 3774164 2.52E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1261 ALL 476286.1 3774164 2.73E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1262 ALL 476306.1 3774164 2.96E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1263 ALL 476326.1 3774164 3.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1264 ALL 476346.1 3774164 3.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1265 ALL 476366.1 3774164 3.74E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1266 ALL 476386.1 3774164 3.98E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1267 ALL 476406.1 3774164 4.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1268 ALL 476426.1 3774164 4.40E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1269 ALL 476446.1 3774164 4.54E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1270 ALL 476466.1 3774164 4.62E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1271 ALL 476486.1 3774164 4.63E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1272 ALL 476506.1 3774164 4.60E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1273 ALL 476526.1 3774164 4.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1274 ALL 476546.1 3774164 4.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1275 ALL 476566.1 3774164 4.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1276 ALL 476586.1 3774164 3.92E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1277 ALL 476606.1 3774164 3.68E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1278 ALL 476626.1 3774164 3.42E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1279 ALL 476646.1 3774164 3.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1280 ALL 476666.1 3774164 2.97E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1281 ALL 476686.1 3774164 2.78E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1282 ALL 476706.1 3774164 2.61E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1283 ALL 476726.1 3774164 2.46E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1284 ALL 476746.1 3774164 2.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1285 ALL 476766.1 3774164 2.20E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1286 ALL 476786.1 3774164 2.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1287 ALL 476806.1 3774164 1.99E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1288 ALL 476846.1 3774164 1.80E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1289 ALL 476866.1 3774164 1.71E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1290 ALL 476886.1 3774164 1.63E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1291 ALL 476906.1 3774164 1.55E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1292 ALL 476926.1 3774164 1.47E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1293 ALL 477066.1 3774164 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1294 ALL 477086.1 3774164 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1295 ALL 477106.1 3774164 9.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1296 ALL 475526.1 3774184 3.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1297 ALL 475546.1 3774184 3.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1298 ALL 475566.1 3774184 3.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1299 ALL 475586.1 3774184 3.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1300 ALL 475606.1 3774184 3.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1301 ALL 475626.1 3774184 3.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1302 ALL 475646.1 3774184 3.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1303 ALL 475666.1 3774184 4.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1304 ALL 475686.1 3774184 4.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1305 ALL 475706.1 3774184 4.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1306 ALL 475726.1 3774184 4.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1307 ALL 475746.1 3774184 4.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1308 ALL 475766.1 3774184 4.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1309 ALL 475786.1 3774184 5.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1310 ALL 475806.1 3774184 5.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1311 ALL 475826.1 3774184 5.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1312 ALL 475846.1 3774184 6.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1313 ALL 475866.1 3774184 6.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1314 ALL 475886.1 3774184 6.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1315 ALL 475906.1 3774184 7.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1316 ALL 475926.1 3774184 7.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1317 ALL 475946.1 3774184 7.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1318 ALL 475966.1 3774184 8.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1319 ALL 475986.1 3774184 8.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1320 ALL 476006.1 3774184 9.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1321 ALL 476026.1 3774184 1.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1322 ALL 476046.1 3774184 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1323 ALL 476066.1 3774184 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1324 ALL 476086.1 3774184 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1325 ALL 476106.1 3774184 1.35E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1326 ALL 476126.1 3774184 1.46E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1327 ALL 476146.1 3774184 1.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1328 ALL 476166.1 3774184 1.72E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1329 ALL 476186.1 3774184 1.87E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1330 ALL 476206.1 3774184 2.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1331 ALL 476226.1 3774184 2.23E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1332 ALL 476246.1 3774184 2.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1333 ALL 476266.1 3774184 2.67E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1334 ALL 476286.1 3774184 2.93E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1335 ALL 476306.1 3774184 3.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1336 ALL 476326.1 3774184 3.54E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1337 ALL 476346.1 3774184 3.89E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1338 ALL 476366.1 3774184 4.24E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1339 ALL 476386.1 3774184 4.60E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1340 ALL 476406.1 3774184 4.94E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1341 ALL 476426.1 3774184 5.24E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1342 ALL 476446.1 3774184 5.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1343 ALL 476466.1 3774184 5.63E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1344 ALL 476486.1 3774184 5.70E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1345 ALL 476506.1 3774184 5.67E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1346 ALL 476526.1 3774184 5.54E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1347 ALL 476546.1 3774184 5.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1348 ALL 476566.1 3774184 5.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1349 ALL 476586.1 3774184 4.69E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1350 ALL 476606.1 3774184 4.35E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1351 ALL 476626.1 3774184 4.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1352 ALL 476646.1 3774184 3.72E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1353 ALL 476666.1 3774184 3.45E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1354 ALL 476686.1 3774184 3.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1355 ALL 476706.1 3774184 3.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1356 ALL 476726.1 3774184 2.82E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1357 ALL 476746.1 3774184 2.65E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1358 ALL 476766.1 3774184 2.50E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1359 ALL 476786.1 3774184 2.37E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1360 ALL 476806.1 3774184 2.24E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1361 ALL 476846.1 3774184 2.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1362 ALL 476866.1 3774184 1.90E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1363 ALL 476886.1 3774184 1.79E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1364 ALL 476906.1 3774184 1.70E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1365 ALL 476926.1 3774184 1.61E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1366 ALL 477066.1 3774184 1.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1367 ALL 477086.1 3774184 1.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1368 ALL 477106.1 3774184 1.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1369 ALL 475526.1 3774204 3.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1370 ALL 475546.1 3774204 3.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1371 ALL 475566.1 3774204 3.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1372 ALL 475586.1 3774204 3.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1373 ALL 475606.1 3774204 3.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1374 ALL 475626.1 3774204 3.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1375 ALL 475646.1 3774204 3.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1376 ALL 475666.1 3774204 3.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1377 ALL 475686.1 3774204 4.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1378 ALL 475706.1 3774204 4.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1379 ALL 475726.1 3774204 4.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1380 ALL 475746.1 3774204 4.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1381 ALL 475766.1 3774204 4.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1382 ALL 475786.1 3774204 5.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1383 ALL 475806.1 3774204 5.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1384 ALL 475826.1 3774204 5.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1385 ALL 475846.1 3774204 5.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1386 ALL 475866.1 3774204 6.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1387 ALL 475886.1 3774204 6.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1388 ALL 475906.1 3774204 7.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1389 ALL 475926.1 3774204 7.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1390 ALL 475946.1 3774204 7.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1391 ALL 475966.1 3774204 8.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1392 ALL 475986.1 3774204 8.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1393 ALL 476006.1 3774204 9.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1394 ALL 476026.1 3774204 1.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1395 ALL 476046.1 3774204 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1396 ALL 476066.1 3774204 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1397 ALL 476086.1 3774204 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1398 ALL 476106.1 3774204 1.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1399 ALL 476126.1 3774204 1.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1400 ALL 476146.1 3774204 1.60E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1401 ALL 476166.1 3774204 1.75E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1402 ALL 476186.1 3774204 1.91E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1403 ALL 476206.1 3774204 2.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1404 ALL 476226.1 3774204 2.31E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1405 ALL 476246.1 3774204 2.55E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1406 ALL 476266.1 3774204 2.82E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1407 ALL 476286.1 3774204 3.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1408 ALL 476306.1 3774204 3.47E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1409 ALL 476326.1 3774204 3.86E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1410 ALL 476346.1 3774204 4.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1411 ALL 476366.1 3774204 4.80E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1412 ALL 476386.1 3774204 5.31E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1413 ALL 476406.1 3774204 5.82E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1414 ALL 476426.1 3774204 6.31E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1415 ALL 476446.1 3774204 6.73E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1416 ALL 476466.1 3774204 7.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops7.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1417 ALL 476486.1 3774204 7.20E-06 4YrCancerRMP_InhSoilDermMMilkCrops7.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1418 ALL 476506.1 3774204 7.18E-06 4YrCancerRMP_InhSoilDermMMilkCrops7.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1419 ALL 476526.1 3774204 6.98E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1420 ALL 476546.1 3774204 6.65E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1421 ALL 477046.1 3774204 1.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1422 ALL 477066.1 3774204 1.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1423 ALL 477086.1 3774204 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1424 ALL 477106.1 3774204 1.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1425 ALL 477126.1 3774204 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1426 ALL 477146.1 3774204 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1427 ALL 477166.1 3774204 9.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1428 ALL 475526.1 3774224 3.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1429 ALL 475546.1 3774224 3.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1430 ALL 475566.1 3774224 3.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1431 ALL 475586.1 3774224 3.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1432 ALL 475606.1 3774224 3.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1433 ALL 475626.1 3774224 3.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1434 ALL 475646.1 3774224 3.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1435 ALL 475666.1 3774224 3.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1436 ALL 475686.1 3774224 4.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1437 ALL 475706.1 3774224 4.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1438 ALL 475726.1 3774224 4.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1439 ALL 475746.1 3774224 4.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1440 ALL 475766.1 3774224 4.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1441 ALL 475786.1 3774224 5.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1442 ALL 475806.1 3774224 5.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1443 ALL 475826.1 3774224 5.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1444 ALL 475846.1 3774224 5.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1445 ALL 475866.1 3774224 6.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1446 ALL 475886.1 3774224 6.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1447 ALL 475906.1 3774224 6.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1448 ALL 475926.1 3774224 7.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1449 ALL 475946.1 3774224 7.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1450 ALL 475966.1 3774224 8.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1451 ALL 475986.1 3774224 8.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1452 ALL 476006.1 3774224 9.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1453 ALL 476026.1 3774224 1.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1454 ALL 476046.1 3774224 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1455 ALL 476066.1 3774224 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1456 ALL 476086.1 3774224 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1457 ALL 476106.1 3774224 1.37E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1458 ALL 476126.1 3774224 1.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1459 ALL 476146.1 3774224 1.61E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1460 ALL 476166.1 3774224 1.77E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1461 ALL 476186.1 3774224 1.94E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1462 ALL 476206.1 3774224 2.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1463 ALL 476226.1 3774224 2.37E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1464 ALL 476246.1 3774224 2.63E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1465 ALL 476266.1 3774224 2.93E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1466 ALL 476286.1 3774224 3.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1467 ALL 476306.1 3774224 3.69E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1468 ALL 476326.1 3774224 4.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1469 ALL 476346.1 3774224 4.75E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1470 ALL 476366.1 3774224 5.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1471 ALL 476386.1 3774224 6.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1472 ALL 476406.1 3774224 6.87E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1473 ALL 476426.1 3774224 7.66E-06 4YrCancerRMP_InhSoilDermMMilkCrops7.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1474 ALL 476446.1 3774224 8.42E-06 4YrCancerRMP_InhSoilDermMMilkCrops8.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1475 ALL 476466.1 3774224 9.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops9.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1476 ALL 476486.1 3774224 9.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops9.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1477 ALL 476506.1 3774224 9.42E-06 4YrCancerRMP_InhSoilDermMMilkCrops9.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1478 ALL 476526.1 3774224 9.13E-06 4YrCancerRMP_InhSoilDermMMilkCrops9.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1479 ALL 476546.1 3774224 8.60E-06 4YrCancerRMP_InhSoilDermMMilkCrops8.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1480 ALL 477046.1 3774224 1.35E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1481 ALL 477066.1 3774224 1.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1482 ALL 477086.1 3774224 1.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1483 ALL 477106.1 3774224 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1484 ALL 477126.1 3774224 1.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1485 ALL 477146.1 3774224 1.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1486 ALL 477166.1 3774224 1.00E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1487 ALL 475526.1 3774244 2.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1488 ALL 475546.1 3774244 3.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1489 ALL 475566.1 3774244 3.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1490 ALL 475586.1 3774244 3.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1491 ALL 475606.1 3774244 3.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1492 ALL 475626.1 3774244 3.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1493 ALL 475646.1 3774244 3.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1494 ALL 475666.1 3774244 3.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1495 ALL 475686.1 3774244 4.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1496 ALL 475706.1 3774244 4.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1497 ALL 475726.1 3774244 4.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1498 ALL 475746.1 3774244 4.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1499 ALL 475766.1 3774244 4.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1500 ALL 475786.1 3774244 5.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1501 ALL 475806.1 3774244 5.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1502 ALL 475826.1 3774244 5.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1503 ALL 475846.1 3774244 5.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1504 ALL 475866.1 3774244 6.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1505 ALL 475886.1 3774244 6.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1506 ALL 475906.1 3774244 6.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1507 ALL 475926.1 3774244 7.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1508 ALL 475946.1 3774244 7.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1509 ALL 475966.1 3774244 8.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1510 ALL 475986.1 3774244 8.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1511 ALL 476006.1 3774244 9.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1512 ALL 476026.1 3774244 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1513 ALL 476046.1 3774244 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1514 ALL 476066.1 3774244 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1515 ALL 476086.1 3774244 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1516 ALL 476106.1 3774244 1.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1517 ALL 476126.1 3774244 1.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1518 ALL 476146.1 3774244 1.62E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1519 ALL 476166.1 3774244 1.78E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1520 ALL 476186.1 3774244 1.96E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1521 ALL 476206.1 3774244 2.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1522 ALL 476226.1 3774244 2.40E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1523 ALL 476246.1 3774244 2.68E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1524 ALL 476266.1 3774244 3.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1525 ALL 476286.1 3774244 3.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1526 ALL 476306.1 3774244 3.89E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1527 ALL 476326.1 3774244 4.46E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1528 ALL 476346.1 3774244 5.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1529 ALL 476366.1 3774244 5.96E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1530 ALL 476386.1 3774244 6.93E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1531 ALL 476406.1 3774244 8.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops8.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1532 ALL 476426.1 3774244 9.30E-06 4YrCancerRMP_InhSoilDermMMilkCrops9.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1533 ALL 476446.1 3774244 1.06E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1534 ALL 476466.1 3774244 1.19E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1535 ALL 476486.1 3774244 1.28E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1536 ALL 476506.1 3774244 1.30E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1537 ALL 476526.1 3774244 1.25E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1538 ALL 476546.1 3774244 1.16E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1539 ALL 477046.1 3774244 1.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1540 ALL 477066.1 3774244 1.34E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1541 ALL 477086.1 3774244 1.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1542 ALL 477106.1 3774244 1.20E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1543 ALL 477126.1 3774244 1.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1544 ALL 477146.1 3774244 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1545 ALL 477166.1 3774244 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1546 ALL 475526.1 3774264 2.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1547 ALL 475546.1 3774264 3.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1548 ALL 475566.1 3774264 3.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1549 ALL 475586.1 3774264 3.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1550 ALL 475606.1 3774264 3.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1551 ALL 475626.1 3774264 3.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1552 ALL 475646.1 3774264 3.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1553 ALL 475666.1 3774264 3.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1554 ALL 475686.1 3774264 4.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1555 ALL 475706.1 3774264 4.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1556 ALL 475726.1 3774264 4.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1557 ALL 475746.1 3774264 4.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1558 ALL 475766.1 3774264 4.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1559 ALL 475786.1 3774264 5.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1560 ALL 475806.1 3774264 5.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1561 ALL 475826.1 3774264 5.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1562 ALL 475846.1 3774264 5.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1563 ALL 475866.1 3774264 6.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1564 ALL 475886.1 3774264 6.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1565 ALL 475906.1 3774264 6.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1566 ALL 475926.1 3774264 7.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1567 ALL 475946.1 3774264 7.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1568 ALL 475966.1 3774264 8.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1569 ALL 475986.1 3774264 8.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1570 ALL 476006.1 3774264 9.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1571 ALL 476026.1 3774264 9.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1572 ALL 476046.1 3774264 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1573 ALL 476066.1 3774264 1.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1574 ALL 476086.1 3774264 1.24E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1575 ALL 476106.1 3774264 1.35E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1576 ALL 476126.1 3774264 1.47E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1577 ALL 476146.1 3774264 1.61E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1578 ALL 476166.1 3774264 1.77E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1579 ALL 476186.1 3774264 1.95E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1580 ALL 476206.1 3774264 2.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1581 ALL 476226.1 3774264 2.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1582 ALL 476246.1 3774264 2.71E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1583 ALL 476266.1 3774264 3.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1584 ALL 476286.1 3774264 3.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1585 ALL 476306.1 3774264 4.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1586 ALL 476326.1 3774264 4.68E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1587 ALL 476346.1 3774264 5.47E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1588 ALL 476366.1 3774264 6.47E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1589 ALL 476386.1 3774264 7.71E-06 4YrCancerRMP_InhSoilDermMMilkCrops7.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1590 ALL 476406.1 3774264 9.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops9.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1591 ALL 476426.1 3774264 1.12E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1592 ALL 476446.1 3774264 1.35E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1593 ALL 476466.1 3774264 1.61E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1594 ALL 476486.1 3774264 1.83E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1595 ALL 476506.1 3774264 1.92E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1596 ALL 476526.1 3774264 1.85E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1597 ALL 476546.1 3774264 1.67E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1598 ALL 477046.1 3774264 1.46E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1599 ALL 477066.1 3774264 1.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1600 ALL 477086.1 3774264 1.31E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1601 ALL 477106.1 3774264 1.24E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1602 ALL 477126.1 3774264 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1603 ALL 477146.1 3774264 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1604 ALL 477166.1 3774264 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1605 ALL 475526.1 3774284 2.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1606 ALL 475546.1 3774284 3.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1607 ALL 475566.1 3774284 3.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1608 ALL 475586.1 3774284 3.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1609 ALL 475606.1 3774284 3.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1610 ALL 475626.1 3774284 3.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1611 ALL 475646.1 3774284 3.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1612 ALL 475666.1 3774284 3.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1613 ALL 475686.1 3774284 3.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1614 ALL 475706.1 3774284 4.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1615 ALL 475726.1 3774284 4.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1616 ALL 475746.1 3774284 4.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1617 ALL 475766.1 3774284 4.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1618 ALL 475786.1 3774284 4.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1619 ALL 475806.1 3774284 5.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1620 ALL 475826.1 3774284 5.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1621 ALL 475846.1 3774284 5.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1622 ALL 475866.1 3774284 6.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1623 ALL 475886.1 3774284 6.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1624 ALL 475906.1 3774284 6.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1625 ALL 475926.1 3774284 7.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1626 ALL 475946.1 3774284 7.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1627 ALL 475966.1 3774284 8.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1628 ALL 475986.1 3774284 8.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1629 ALL 476006.1 3774284 9.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1630 ALL 476026.1 3774284 9.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1631 ALL 476046.1 3774284 1.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1632 ALL 476066.1 3774284 1.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1633 ALL 476086.1 3774284 1.23E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1634 ALL 476106.1 3774284 1.33E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1635 ALL 476126.1 3774284 1.45E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1636 ALL 476146.1 3774284 1.59E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1637 ALL 476166.1 3774284 1.75E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1638 ALL 476186.1 3774284 1.93E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1639 ALL 476206.1 3774284 2.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1640 ALL 476226.1 3774284 2.40E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1641 ALL 476246.1 3774284 2.70E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1642 ALL 476266.1 3774284 3.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1643 ALL 476286.1 3774284 3.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1644 ALL 476306.1 3774284 4.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1645 ALL 476326.1 3774284 4.78E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1646 ALL 476346.1 3774284 5.67E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1647 ALL 476366.1 3774284 6.82E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1648 ALL 476386.1 3774284 8.34E-06 4YrCancerRMP_InhSoilDermMMilkCrops8.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1649 ALL 476406.1 3774284 1.04E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1650 ALL 476426.1 3774284 1.31E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1651 ALL 476446.1 3774284 1.69E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1652 ALL 476466.1 3774284 2.20E-05 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1653 ALL 476486.1 3774284 2.76E-05 4YrCancerRMP_InhSoilDermMMilkCrops2.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1654 ALL 476506.1 3774284 3.13E-05 4YrCancerRMP_InhSoilDermMMilkCrops3.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1655 ALL 476526.1 3774284 3.05E-05 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1656 ALL 476546.1 3774284 2.63E-05 4YrCancerRMP_InhSoilDermMMilkCrops2.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1657 ALL 477046.1 3774284 1.50E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1658 ALL 477066.1 3774284 1.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1659 ALL 477086.1 3774284 1.33E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1660 ALL 477106.1 3774284 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1661 ALL 477126.1 3774284 1.20E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1662 ALL 477146.1 3774284 1.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1663 ALL 477166.1 3774284 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1664 ALL 475526.1 3774304 2.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1665 ALL 475546.1 3774304 3.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1666 ALL 475566.1 3774304 3.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1667 ALL 475586.1 3774304 3.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1668 ALL 475606.1 3774304 3.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1669 ALL 475626.1 3774304 3.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1670 ALL 475646.1 3774304 3.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1671 ALL 475666.1 3774304 3.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1672 ALL 475686.1 3774304 3.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1673 ALL 475706.1 3774304 4.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1674 ALL 475726.1 3774304 4.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1675 ALL 475746.1 3774304 4.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1676 ALL 475766.1 3774304 4.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1677 ALL 475786.1 3774304 4.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1678 ALL 475806.1 3774304 5.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1679 ALL 475826.1 3774304 5.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1680 ALL 475846.1 3774304 5.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1681 ALL 475866.1 3774304 5.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1682 ALL 475886.1 3774304 6.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1683 ALL 475906.1 3774304 6.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1684 ALL 475926.1 3774304 7.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1685 ALL 475946.1 3774304 7.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1686 ALL 475966.1 3774304 7.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1687 ALL 475986.1 3774304 8.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1688 ALL 476006.1 3774304 9.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1689 ALL 476026.1 3774304 9.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1690 ALL 476046.1 3774304 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1691 ALL 476066.1 3774304 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1692 ALL 476086.1 3774304 1.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1693 ALL 476106.1 3774304 1.31E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1694 ALL 476126.1 3774304 1.42E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1695 ALL 476146.1 3774304 1.56E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1696 ALL 476166.1 3774304 1.72E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1697 ALL 476186.1 3774304 1.90E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1698 ALL 476206.1 3774304 2.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1699 ALL 476226.1 3774304 2.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1700 ALL 476246.1 3774304 2.66E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1701 ALL 476266.1 3774304 3.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1702 ALL 476286.1 3774304 3.47E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1703 ALL 476306.1 3774304 4.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1704 ALL 476326.1 3774304 4.78E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1705 ALL 476346.1 3774304 5.72E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1706 ALL 476366.1 3774304 6.97E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1707 ALL 476386.1 3774304 8.68E-06 4YrCancerRMP_InhSoilDermMMilkCrops8.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1708 ALL 477046.1 3774304 1.52E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1709 ALL 477066.1 3774304 1.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1710 ALL 477086.1 3774304 1.35E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1711 ALL 477106.1 3774304 1.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1712 ALL 477126.1 3774304 1.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1713 ALL 477146.1 3774304 1.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1714 ALL 477166.1 3774304 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1715 ALL 475526.1 3774324 2.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1716 ALL 475546.1 3774324 2.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1717 ALL 475566.1 3774324 3.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1718 ALL 475586.1 3774324 3.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1719 ALL 475606.1 3774324 3.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1720 ALL 475626.1 3774324 3.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1721 ALL 475646.1 3774324 3.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1722 ALL 475666.1 3774324 3.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1723 ALL 475686.1 3774324 3.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1724 ALL 475706.1 3774324 4.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1725 ALL 475726.1 3774324 4.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1726 ALL 475746.1 3774324 4.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1727 ALL 475766.1 3774324 4.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1728 ALL 475786.1 3774324 4.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1729 ALL 475806.1 3774324 5.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1730 ALL 475826.1 3774324 5.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1731 ALL 475846.1 3774324 5.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1732 ALL 475866.1 3774324 5.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1733 ALL 475886.1 3774324 6.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1734 ALL 475906.1 3774324 6.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1735 ALL 475926.1 3774324 6.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1736 ALL 475946.1 3774324 7.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1737 ALL 475966.1 3774324 7.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1738 ALL 475986.1 3774324 8.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1739 ALL 476006.1 3774324 8.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1740 ALL 476026.1 3774324 9.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1741 ALL 476046.1 3774324 1.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1742 ALL 476066.1 3774324 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1743 ALL 476086.1 3774324 1.18E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1744 ALL 476106.1 3774324 1.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1745 ALL 476126.1 3774324 1.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1746 ALL 476146.1 3774324 1.52E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1747 ALL 476166.1 3774324 1.68E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1748 ALL 476186.1 3774324 1.85E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1749 ALL 476206.1 3774324 2.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1750 ALL 476226.1 3774324 2.30E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1751 ALL 476246.1 3774324 2.59E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1752 ALL 476266.1 3774324 2.95E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1753 ALL 476286.1 3774324 3.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1754 ALL 476306.1 3774324 3.95E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1755 ALL 476326.1 3774324 4.68E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1756 ALL 476346.1 3774324 5.62E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1757 ALL 476366.1 3774324 6.88E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1758 ALL 476386.1 3774324 8.65E-06 4YrCancerRMP_InhSoilDermMMilkCrops8.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1759 ALL 477046.1 3774324 1.53E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1760 ALL 477066.1 3774324 1.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1761 ALL 477086.1 3774324 1.35E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1762 ALL 477106.1 3774324 1.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1763 ALL 477126.1 3774324 1.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1764 ALL 477146.1 3774324 1.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1765 ALL 477166.1 3774324 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1766 ALL 477466.1 3774324 8.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1767 ALL 477486.1 3774324 7.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1768 ALL 477506.1 3774324 7.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1769 ALL 477526.1 3774324 7.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1770 ALL 475526.1 3774344 2.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1771 ALL 475546.1 3774344 2.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1772 ALL 475566.1 3774344 3.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1773 ALL 475586.1 3774344 3.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1774 ALL 475606.1 3774344 3.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1775 ALL 475626.1 3774344 3.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1776 ALL 475646.1 3774344 3.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1777 ALL 475666.1 3774344 3.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1778 ALL 475686.1 3774344 3.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1779 ALL 475706.1 3774344 3.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1780 ALL 475726.1 3774344 4.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1781 ALL 475746.1 3774344 4.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1782 ALL 475766.1 3774344 4.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1783 ALL 475786.1 3774344 4.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1784 ALL 475806.1 3774344 4.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1785 ALL 475826.1 3774344 5.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1786 ALL 475846.1 3774344 5.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1787 ALL 475866.1 3774344 5.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1788 ALL 475886.1 3774344 6.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1789 ALL 475906.1 3774344 6.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1790 ALL 475926.1 3774344 6.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1791 ALL 475946.1 3774344 7.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1792 ALL 475966.1 3774344 7.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1793 ALL 475986.1 3774344 8.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1794 ALL 476006.1 3774344 8.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1795 ALL 476026.1 3774344 9.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1796 ALL 476046.1 3774344 9.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1797 ALL 476066.1 3774344 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1798 ALL 476086.1 3774344 1.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1799 ALL 476106.1 3774344 1.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1800 ALL 476126.1 3774344 1.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1801 ALL 476146.1 3774344 1.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1802 ALL 476166.1 3774344 1.63E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1803 ALL 476186.1 3774344 1.80E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1804 ALL 476206.1 3774344 2.00E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1805 ALL 476226.1 3774344 2.23E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1806 ALL 476246.1 3774344 2.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1807 ALL 476266.1 3774344 2.85E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1808 ALL 476286.1 3774344 3.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1809 ALL 476306.1 3774344 3.80E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1810 ALL 476326.1 3774344 4.49E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1811 ALL 476346.1 3774344 5.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1812 ALL 476366.1 3774344 6.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1813 ALL 476386.1 3774344 8.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops8.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1814 ALL 476406.1 3774344 1.07E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1815 ALL 477046.1 3774344 1.52E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1816 ALL 477066.1 3774344 1.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1817 ALL 477086.1 3774344 1.34E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1818 ALL 477106.1 3774344 1.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1819 ALL 477126.1 3774344 1.20E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1820 ALL 477146.1 3774344 1.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1821 ALL 477166.1 3774344 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1822 ALL 477466.1 3774344 8.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1823 ALL 477486.1 3774344 7.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1824 ALL 477506.1 3774344 7.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1825 ALL 477526.1 3774344 7.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1826 ALL 475526.1 3774364 2.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1827 ALL 475546.1 3774364 2.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1828 ALL 475566.1 3774364 3.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1829 ALL 475586.1 3774364 3.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1830 ALL 475606.1 3774364 3.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1831 ALL 475626.1 3774364 3.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1832 ALL 475646.1 3774364 3.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1833 ALL 475666.1 3774364 3.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1834 ALL 475686.1 3774364 3.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1835 ALL 475706.1 3774364 3.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1836 ALL 475726.1 3774364 4.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1837 ALL 475746.1 3774364 4.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1838 ALL 475766.1 3774364 4.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1839 ALL 475786.1 3774364 4.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1840 ALL 475806.1 3774364 4.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1841 ALL 475826.1 3774364 5.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1842 ALL 475846.1 3774364 5.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1843 ALL 475866.1 3774364 5.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1844 ALL 475886.1 3774364 5.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1845 ALL 475906.1 3774364 6.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1846 ALL 475926.1 3774364 6.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1847 ALL 475946.1 3774364 7.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1848 ALL 475966.1 3774364 7.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1849 ALL 475986.1 3774364 7.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1850 ALL 476006.1 3774364 8.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1851 ALL 476026.1 3774364 9.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1852 ALL 476046.1 3774364 9.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1853 ALL 476066.1 3774364 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1854 ALL 476086.1 3774364 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1855 ALL 476106.1 3774364 1.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1856 ALL 476126.1 3774364 1.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1857 ALL 476146.1 3774364 1.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1858 ALL 476166.1 3774364 1.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1859 ALL 476186.1 3774364 1.74E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1860 ALL 476206.1 3774364 1.93E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1861 ALL 476226.1 3774364 2.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1862 ALL 476246.1 3774364 2.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1863 ALL 476266.1 3774364 2.73E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1864 ALL 476286.1 3774364 3.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1865 ALL 476306.1 3774364 3.62E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1866 ALL 476326.1 3774364 4.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1867 ALL 476346.1 3774364 5.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1868 ALL 476366.1 3774364 6.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1869 ALL 476386.1 3774364 7.64E-06 4YrCancerRMP_InhSoilDermMMilkCrops7.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1870 ALL 477046.1 3774364 1.49E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1871 ALL 477066.1 3774364 1.40E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1872 ALL 477086.1 3774364 1.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1873 ALL 477106.1 3774364 1.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1874 ALL 477126.1 3774364 1.18E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1875 ALL 477146.1 3774364 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1876 ALL 477166.1 3774364 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1877 ALL 477466.1 3774364 7.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1878 ALL 477486.1 3774364 7.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1879 ALL 477506.1 3774364 7.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1880 ALL 477526.1 3774364 7.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1881 ALL 475526.1 3774384 2.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1882 ALL 475546.1 3774384 2.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1883 ALL 475566.1 3774384 2.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1884 ALL 475586.1 3774384 3.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1885 ALL 475606.1 3774384 3.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1886 ALL 475626.1 3774384 3.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1887 ALL 475646.1 3774384 3.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1888 ALL 475666.1 3774384 3.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1889 ALL 475686.1 3774384 3.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1890 ALL 475706.1 3774384 3.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1891 ALL 475726.1 3774384 4.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1892 ALL 475746.1 3774384 4.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1893 ALL 475766.1 3774384 4.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1894 ALL 475786.1 3774384 4.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1895 ALL 475806.1 3774384 4.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1896 ALL 475826.1 3774384 5.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1897 ALL 475846.1 3774384 5.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1898 ALL 475866.1 3774384 5.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1899 ALL 475886.1 3774384 5.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1900 ALL 475906.1 3774384 6.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1901 ALL 475926.1 3774384 6.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1902 ALL 475946.1 3774384 6.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1903 ALL 475966.1 3774384 7.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1904 ALL 475986.1 3774384 7.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1905 ALL 476006.1 3774384 8.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1906 ALL 476026.1 3774384 8.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1907 ALL 476046.1 3774384 9.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1908 ALL 476066.1 3774384 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1909 ALL 476086.1 3774384 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1910 ALL 476106.1 3774384 1.18E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1911 ALL 476126.1 3774384 1.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1912 ALL 476146.1 3774384 1.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1913 ALL 476166.1 3774384 1.52E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1914 ALL 476186.1 3774384 1.68E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1915 ALL 476206.1 3774384 1.85E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1916 ALL 476226.1 3774384 2.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1917 ALL 476246.1 3774384 2.30E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1918 ALL 476266.1 3774384 2.59E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1919 ALL 476286.1 3774384 2.95E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1920 ALL 476306.1 3774384 3.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1921 ALL 476326.1 3774384 3.98E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1922 ALL 476346.1 3774384 4.70E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1923 ALL 476366.1 3774384 5.64E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1924 ALL 476386.1 3774384 6.92E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1925 ALL 476417.9 3774378 1.06E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1926 ALL 477046.1 3774384 1.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1927 ALL 477066.1 3774384 1.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1928 ALL 477086.1 3774384 1.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1929 ALL 477106.1 3774384 1.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1930 ALL 477126.1 3774384 1.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1931 ALL 477146.1 3774384 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1932 ALL 477166.1 3774384 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1933 ALL 477466.1 3774384 7.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1934 ALL 477486.1 3774384 7.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1935 ALL 477506.1 3774384 7.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1936 ALL 477526.1 3774384 6.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1937 ALL 475526.1 3774404 2.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1938 ALL 475546.1 3774404 2.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1939 ALL 475566.1 3774404 2.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1940 ALL 475586.1 3774404 3.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1941 ALL 475606.1 3774404 3.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1942 ALL 475626.1 3774404 3.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1943 ALL 475646.1 3774404 3.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1944 ALL 475666.1 3774404 3.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1945 ALL 475686.1 3774404 3.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1946 ALL 475706.1 3774404 3.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1947 ALL 475726.1 3774404 3.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1948 ALL 475746.1 3774404 4.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1949 ALL 475766.1 3774404 4.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1950 ALL 475786.1 3774404 4.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1951 ALL 475806.1 3774404 4.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1952 ALL 475826.1 3774404 4.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1953 ALL 475846.1 3774404 5.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1954 ALL 475866.1 3774404 5.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1955 ALL 475886.1 3774404 5.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1956 ALL 475906.1 3774404 6.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1957 ALL 475926.1 3774404 6.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1958 ALL 475946.1 3774404 6.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1959 ALL 475966.1 3774404 7.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1960 ALL 475986.1 3774404 7.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1961 ALL 476006.1 3774404 8.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1962 ALL 476026.1 3774404 8.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1963 ALL 476046.1 3774404 9.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1964 ALL 476066.1 3774404 9.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1965 ALL 476086.1 3774404 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1966 ALL 476106.1 3774404 1.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1967 ALL 476126.1 3774404 1.23E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1968 ALL 476146.1 3774404 1.34E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1969 ALL 476166.1 3774404 1.47E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1970 ALL 476186.1 3774404 1.61E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1971 ALL 476206.1 3774404 1.77E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1972 ALL 476226.1 3774404 1.96E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1973 ALL 476246.1 3774404 2.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1974 ALL 476266.1 3774404 2.46E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1975 ALL 476286.1 3774404 2.78E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1976 ALL 476306.1 3774404 3.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1977 ALL 476326.1 3774404 3.70E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1978 ALL 477046.1 3774404 1.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1979 ALL 477066.1 3774404 1.31E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1980 ALL 477086.1 3774404 1.24E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1981 ALL 477106.1 3774404 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1982 ALL 477126.1 3774404 1.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1983 ALL 477146.1 3774404 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1984 ALL 477166.1 3774404 1.00E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1985 ALL 477186.1 3774404 9.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1986 ALL 477206.1 3774404 9.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1987 ALL 477226.1 3774404 1.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1988 ALL 477246.1 3774404 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1989 ALL 477266.1 3774404 1.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1990 ALL 477286.1 3774404 9.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1991 ALL 477306.1 3774404 9.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1992 ALL 477326.1 3774404 9.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1993 ALL 477346.1 3774404 8.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1994 ALL 477366.1 3774404 8.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1995 ALL 477386.1 3774404 8.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1996 ALL 477406.1 3774404 8.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1997 ALL 477426.1 3774404 7.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1998 ALL 477446.1 3774404 7.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1999 ALL 477466.1 3774404 7.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2000 ALL 477486.1 3774404 7.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2001 ALL 477506.1 3774404 6.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2002 ALL 477526.1 3774404 6.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2003 ALL 475946.1 3774424 6.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2004 ALL 475966.1 3774424 6.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2005 ALL 475986.1 3774424 7.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2006 ALL 476006.1 3774424 7.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2007 ALL 476026.1 3774424 8.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2008 ALL 476046.1 3774424 8.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2009 ALL 476066.1 3774424 9.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2010 ALL 476086.1 3774424 1.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2011 ALL 476106.1 3774424 1.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2012 ALL 476126.1 3774424 1.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2013 ALL 476146.1 3774424 1.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2014 ALL 476166.1 3774424 1.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2015 ALL 476186.1 3774424 1.54E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2016 ALL 476206.1 3774424 1.70E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2017 ALL 476226.1 3774424 1.87E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2018 ALL 476246.1 3774424 2.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2019 ALL 476266.1 3774424 2.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2020 ALL 476286.1 3774424 2.61E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2021 ALL 476306.1 3774424 2.98E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2022 ALL 476326.1 3774424 3.42E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2023 ALL 476346.1 3774424 3.96E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2024 ALL 476366.1 3774424 4.63E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2025 ALL 476386.1 3774424 5.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2026 ALL 476406.1 3774424 6.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2027 ALL 476426.1 3774424 8.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops8.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2028 ALL 476446.1 3774424 9.89E-06 4YrCancerRMP_InhSoilDermMMilkCrops9.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2029 ALL 476466.1 3774424 1.21E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2030 ALL 476486.1 3774424 1.46E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2031 ALL 476506.1 3774424 1.66E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2032 ALL 476526.1 3774424 1.73E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2033 ALL 476546.1 3774424 1.63E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2034 ALL 476566.1 3774424 1.42E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2035 ALL 476586.1 3774424 1.21E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2036 ALL 476606.1 3774424 1.03E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2037 ALL 476626.1 3774424 8.90E-06 4YrCancerRMP_InhSoilDermMMilkCrops8.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2038 ALL 476646.1 3774424 7.76E-06 4YrCancerRMP_InhSoilDermMMilkCrops7.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2039 ALL 476666.1 3774424 6.78E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2040 ALL 476686.1 3774424 5.98E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2041 ALL 476706.1 3774424 5.31E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2042 ALL 476726.1 3774424 4.74E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2043 ALL 476746.1 3774424 4.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2044 ALL 476766.1 3774424 3.84E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2045 ALL 476786.1 3774424 3.47E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2046 ALL 476806.1 3774424 3.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2047 ALL 476826.1 3774424 2.88E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2048 ALL 476846.1 3774424 2.64E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2049 ALL 476866.1 3774424 2.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2050 ALL 476886.1 3774424 2.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2051 ALL 476906.1 3774424 2.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2052 ALL 476926.1 3774424 1.94E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2053 ALL 476946.1 3774424 1.81E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2054 ALL 476966.1 3774424 1.69E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2055 ALL 476986.1 3774424 1.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2056 ALL 477006.1 3774424 1.49E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2057 ALL 477026.1 3774424 1.40E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2058 ALL 477046.1 3774424 1.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2059 ALL 477066.1 3774424 1.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2060 ALL 477086.1 3774424 1.18E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2061 ALL 477106.1 3774424 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2062 ALL 477126.1 3774424 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2063 ALL 477146.1 3774424 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2064 ALL 477166.1 3774424 9.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2065 ALL 477186.1 3774424 9.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2066 ALL 477206.1 3774424 8.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2067 ALL 477226.1 3774424 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2068 ALL 477246.1 3774424 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2069 ALL 477266.1 3774424 9.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2070 ALL 477286.1 3774424 9.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2071 ALL 477306.1 3774424 9.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2072 ALL 477326.1 3774424 8.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2073 ALL 477346.1 3774424 8.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2074 ALL 477366.1 3774424 8.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2075 ALL 477386.1 3774424 8.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2076 ALL 477406.1 3774424 7.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2077 ALL 477426.1 3774424 7.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2078 ALL 477446.1 3774424 7.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2079 ALL 477466.1 3774424 7.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2080 ALL 477486.1 3774424 6.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2081 ALL 477506.1 3774424 6.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2082 ALL 477526.1 3774424 6.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2083 ALL 475946.1 3774444 6.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2084 ALL 475966.1 3774444 6.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2085 ALL 475986.1 3774444 7.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2086 ALL 476006.1 3774444 7.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2087 ALL 476026.1 3774444 8.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2088 ALL 476046.1 3774444 8.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2089 ALL 476066.1 3774444 9.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2090 ALL 476086.1 3774444 9.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2091 ALL 476106.1 3774444 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2092 ALL 476126.1 3774444 1.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2093 ALL 476146.1 3774444 1.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2094 ALL 476166.1 3774444 1.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2095 ALL 476186.1 3774444 1.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2096 ALL 476206.1 3774444 1.62E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2097 ALL 476226.1 3774444 1.78E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2098 ALL 476246.1 3774444 1.97E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2099 ALL 476266.1 3774444 2.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2100 ALL 476286.1 3774444 2.45E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2101 ALL 476306.1 3774444 2.77E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2102 ALL 476326.1 3774444 3.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2103 ALL 476346.1 3774444 3.60E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2104 ALL 476366.1 3774444 4.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2105 ALL 476386.1 3774444 4.83E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2106 ALL 476406.1 3774444 5.66E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2107 ALL 476426.1 3774444 6.69E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2108 ALL 476446.1 3774444 7.91E-06 4YrCancerRMP_InhSoilDermMMilkCrops7.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2109 ALL 476466.1 3774444 9.23E-06 4YrCancerRMP_InhSoilDermMMilkCrops9.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2110 ALL 476486.1 3774444 1.05E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2111 ALL 476506.1 3774444 1.15E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2112 ALL 476526.1 3774444 1.18E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2113 ALL 476546.1 3774444 1.13E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2114 ALL 476566.1 3774444 1.03E-05 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2115 ALL 476586.1 3774444 9.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops9.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2116 ALL 476606.1 3774444 7.96E-06 4YrCancerRMP_InhSoilDermMMilkCrops7.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2117 ALL 476626.1 3774444 6.99E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2118 ALL 476646.1 3774444 6.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2119 ALL 476666.1 3774444 5.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2120 ALL 476686.1 3774444 4.93E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2121 ALL 476706.1 3774444 4.45E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2122 ALL 476726.1 3774444 4.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2123 ALL 476746.1 3774444 3.67E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2124 ALL 476766.1 3774444 3.35E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2125 ALL 476786.1 3774444 3.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2126 ALL 476806.1 3774444 2.81E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2127 ALL 476826.1 3774444 2.59E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2128 ALL 476846.1 3774444 2.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2129 ALL 476866.1 3774444 2.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2130 ALL 476886.1 3774444 2.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2131 ALL 476906.1 3774444 1.92E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2132 ALL 476926.1 3774444 1.80E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2133 ALL 476946.1 3774444 1.68E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2134 ALL 476966.1 3774444 1.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2135 ALL 476986.1 3774444 1.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2136 ALL 477006.1 3774444 1.40E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2137 ALL 477026.1 3774444 1.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2138 ALL 477046.1 3774444 1.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2139 ALL 477066.1 3774444 1.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2140 ALL 477086.1 3774444 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2141 ALL 477106.1 3774444 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2142 ALL 477126.1 3774444 1.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2143 ALL 477146.1 3774444 9.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2144 ALL 477166.1 3774444 9.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2145 ALL 477186.1 3774444 8.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2146 ALL 477206.1 3774444 8.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2147 ALL 477226.1 3774444 9.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2148 ALL 477246.1 3774444 9.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2149 ALL 477266.1 3774444 9.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2150 ALL 477286.1 3774444 8.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2151 ALL 477306.1 3774444 8.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2152 ALL 477326.1 3774444 8.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2153 ALL 477346.1 3774444 8.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2154 ALL 477366.1 3774444 7.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2155 ALL 477386.1 3774444 7.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2156 ALL 477406.1 3774444 7.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2157 ALL 477426.1 3774444 7.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2158 ALL 477446.1 3774444 6.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2159 ALL 477466.1 3774444 6.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2160 ALL 477486.1 3774444 6.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2161 ALL 477506.1 3774444 6.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2162 ALL 477526.1 3774444 6.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2163 ALL 475946.1 3774464 6.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2164 ALL 475966.1 3774464 6.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2165 ALL 475986.1 3774464 7.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2166 ALL 476006.1 3774464 7.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2167 ALL 476026.1 3774464 7.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2168 ALL 476046.1 3774464 8.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2169 ALL 476066.1 3774464 8.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2170 ALL 476086.1 3774464 9.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2171 ALL 476106.1 3774464 1.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2172 ALL 476126.1 3774464 1.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2173 ALL 476146.1 3774464 1.20E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2174 ALL 476166.1 3774464 1.30E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2175 ALL 476186.1 3774464 1.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2176 ALL 476206.1 3774464 1.54E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2177 ALL 476226.1 3774464 1.69E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2178 ALL 476246.1 3774464 1.86E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2179 ALL 476266.1 3774464 2.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2180 ALL 476286.1 3774464 2.30E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2181 ALL 476306.1 3774464 2.57E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2182 ALL 476326.1 3774464 2.89E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2183 ALL 476346.1 3774464 3.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2184 ALL 476366.1 3774464 3.72E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2185 ALL 476386.1 3774464 4.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2186 ALL 476406.1 3774464 4.87E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2187 ALL 476426.1 3774464 5.60E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2188 ALL 476446.1 3774464 6.40E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2189 ALL 476466.1 3774464 7.20E-06 4YrCancerRMP_InhSoilDermMMilkCrops7.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2190 ALL 476486.1 3774464 7.92E-06 4YrCancerRMP_InhSoilDermMMilkCrops7.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2191 ALL 476506.1 3774464 8.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops8.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2192 ALL 476526.1 3774464 8.57E-06 4YrCancerRMP_InhSoilDermMMilkCrops8.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2193 ALL 476546.1 3774464 8.34E-06 4YrCancerRMP_InhSoilDermMMilkCrops8.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2194 ALL 476566.1 3774464 7.79E-06 4YrCancerRMP_InhSoilDermMMilkCrops7.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2195 ALL 476586.1 3774464 7.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops7.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2196 ALL 476606.1 3774464 6.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2197 ALL 476626.1 3774464 5.68E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2198 ALL 476646.1 3774464 5.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2199 ALL 476666.1 3774464 4.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2200 ALL 476686.1 3774464 4.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2201 ALL 476706.1 3774464 3.77E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2202 ALL 476726.1 3774464 3.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2203 ALL 476746.1 3774464 3.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2204 ALL 476766.1 3774464 2.91E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2205 ALL 476786.1 3774464 2.69E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2206 ALL 476806.1 3774464 2.49E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2207 ALL 476826.1 3774464 2.31E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2208 ALL 476846.1 3774464 2.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2209 ALL 476866.1 3774464 2.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2210 ALL 476886.1 3774464 1.88E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2211 ALL 476906.1 3774464 1.76E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2212 ALL 476926.1 3774464 1.65E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2213 ALL 476946.1 3774464 1.55E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2214 ALL 476966.1 3774464 1.46E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2215 ALL 476986.1 3774464 1.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2216 ALL 477006.1 3774464 1.31E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2217 ALL 477026.1 3774464 1.24E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2218 ALL 477046.1 3774464 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2219 ALL 477066.1 3774464 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2220 ALL 477086.1 3774464 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2221 ALL 477106.1 3774464 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2222 ALL 477126.1 3774464 9.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2223 ALL 477146.1 3774464 9.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2224 ALL 477166.1 3774464 8.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2225 ALL 477186.1 3774464 8.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2226 ALL 477206.1 3774464 8.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2227 ALL 477226.1 3774464 9.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2228 ALL 477246.1 3774464 8.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2229 ALL 477266.1 3774464 8.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2230 ALL 477286.1 3774464 8.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2231 ALL 477306.1 3774464 8.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2232 ALL 477326.1 3774464 7.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2233 ALL 477346.1 3774464 7.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2234 ALL 477366.1 3774464 7.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2235 ALL 477386.1 3774464 7.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2236 ALL 477406.1 3774464 6.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2237 ALL 477426.1 3774464 6.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2238 ALL 477446.1 3774464 6.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2239 ALL 477466.1 3774464 6.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2240 ALL 477486.1 3774464 6.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2241 ALL 477506.1 3774464 6.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2242 ALL 477526.1 3774464 5.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2243 ALL 475946.1 3774484 6.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2244 ALL 475966.1 3774484 6.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2245 ALL 475986.1 3774484 6.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2246 ALL 476006.1 3774484 7.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2247 ALL 476026.1 3774484 7.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2248 ALL 476046.1 3774484 8.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2249 ALL 476066.1 3774484 8.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2250 ALL 476086.1 3774484 9.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2251 ALL 476106.1 3774484 9.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2252 ALL 476126.1 3774484 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2253 ALL 476146.1 3774484 1.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2254 ALL 476166.1 3774484 1.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2255 ALL 476186.1 3774484 1.35E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2256 ALL 476206.1 3774484 1.47E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2257 ALL 476226.1 3774484 1.60E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2258 ALL 476246.1 3774484 1.76E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2259 ALL 476266.1 3774484 1.93E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2260 ALL 476286.1 3774484 2.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2261 ALL 476306.1 3774484 2.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2262 ALL 476326.1 3774484 2.65E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2263 ALL 476346.1 3774484 2.96E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2264 ALL 476366.1 3774484 3.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2265 ALL 476386.1 3774484 3.73E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2266 ALL 476406.1 3774484 4.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2267 ALL 476426.1 3774484 4.71E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2268 ALL 476446.1 3774484 5.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2269 ALL 476466.1 3774484 5.76E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2270 ALL 476486.1 3774484 6.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2271 ALL 476506.1 3774484 6.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2272 ALL 476526.1 3774484 6.56E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2273 ALL 476546.1 3774484 6.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2274 ALL 476566.1 3774484 6.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops6.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2275 ALL 476586.1 3774484 5.68E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2276 ALL 476606.1 3774484 5.20E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2277 ALL 476626.1 3774484 4.72E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2278 ALL 476646.1 3774484 4.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2279 ALL 476666.1 3774484 3.89E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2280 ALL 476686.1 3774484 3.54E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2281 ALL 476706.1 3774484 3.24E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2282 ALL 476726.1 3774484 2.98E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2283 ALL 476746.1 3774484 2.75E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2284 ALL 476766.1 3774484 2.55E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2285 ALL 476786.1 3774484 2.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2286 ALL 476806.1 3774484 2.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2287 ALL 476826.1 3774484 2.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2288 ALL 476846.1 3774484 1.93E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2289 ALL 476866.1 3774484 1.81E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2290 ALL 476886.1 3774484 1.70E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2291 ALL 476906.1 3774484 1.60E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2292 ALL 476926.1 3774484 1.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2293 ALL 476946.1 3774484 1.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2294 ALL 476966.1 3774484 1.35E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2295 ALL 476986.1 3774484 1.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2296 ALL 477006.1 3774484 1.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2297 ALL 477026.1 3774484 1.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2298 ALL 477046.1 3774484 1.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2299 ALL 477066.1 3774484 1.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2300 ALL 477086.1 3774484 9.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2301 ALL 477106.1 3774484 9.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2302 ALL 477126.1 3774484 9.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2303 ALL 477146.1 3774484 8.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2304 ALL 477166.1 3774484 8.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2305 ALL 477186.1 3774484 8.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2306 ALL 477206.1 3774484 8.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2307 ALL 477226.1 3774484 8.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2308 ALL 477246.1 3774484 8.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2309 ALL 477266.1 3774484 7.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2310 ALL 477286.1 3774484 7.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2311 ALL 477306.1 3774484 7.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2312 ALL 477326.1 3774484 7.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2313 ALL 477346.1 3774484 7.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2314 ALL 477366.1 3774484 6.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2315 ALL 477386.1 3774484 6.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2316 ALL 477406.1 3774484 6.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2317 ALL 477426.1 3774484 6.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2318 ALL 477446.1 3774484 6.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2319 ALL 477466.1 3774484 6.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2320 ALL 477486.1 3774484 5.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2321 ALL 477506.1 3774484 5.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2322 ALL 477526.1 3774484 5.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2323 ALL 475946.1 3774504 5.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2324 ALL 475966.1 3774504 6.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2325 ALL 475986.1 3774504 6.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2326 ALL 476006.1 3774504 7.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2327 ALL 476026.1 3774504 7.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2328 ALL 476046.1 3774504 7.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2329 ALL 476066.1 3774504 8.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2330 ALL 476086.1 3774504 8.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2331 ALL 476106.1 3774504 9.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2332 ALL 476126.1 3774504 1.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2333 ALL 476146.1 3774504 1.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2334 ALL 476166.1 3774504 1.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2335 ALL 476186.1 3774504 1.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2336 ALL 476206.1 3774504 1.40E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2337 ALL 476226.1 3774504 1.52E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2338 ALL 476246.1 3774504 1.65E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2339 ALL 476266.1 3774504 1.81E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2340 ALL 476286.1 3774504 1.99E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2341 ALL 476306.1 3774504 2.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2342 ALL 476326.1 3774504 2.42E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2343 ALL 476346.1 3774504 2.68E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2344 ALL 476366.1 3774504 2.97E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2345 ALL 476386.1 3774504 3.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2346 ALL 476406.1 3774504 3.63E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2347 ALL 476426.1 3774504 4.00E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2348 ALL 476446.1 3774504 4.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2349 ALL 476466.1 3774504 4.71E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2350 ALL 476486.1 3774504 4.98E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2351 ALL 476506.1 3774504 5.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2352 ALL 476526.1 3774504 5.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2353 ALL 476546.1 3774504 5.13E-06 4YrCancerRMP_InhSoilDermMMilkCrops5.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2354 ALL 476566.1 3774504 4.93E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2355 ALL 476586.1 3774504 4.65E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2356 ALL 476606.1 3774504 4.33E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2357 ALL 476626.1 3774504 3.99E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2358 ALL 476646.1 3774504 3.66E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2359 ALL 476666.1 3774504 3.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2360 ALL 476686.1 3774504 3.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2361 ALL 476706.1 3774504 2.83E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2362 ALL 476726.1 3774504 2.62E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2363 ALL 476746.1 3774504 2.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2364 ALL 476766.1 3774504 2.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2365 ALL 476786.1 3774504 2.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2366 ALL 476806.1 3774504 1.98E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2367 ALL 476826.1 3774504 1.85E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2368 ALL 476846.1 3774504 1.74E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2369 ALL 476866.1 3774504 1.64E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2370 ALL 476886.1 3774504 1.55E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2371 ALL 476906.1 3774504 1.46E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2372 ALL 476926.1 3774504 1.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2373 ALL 476946.1 3774504 1.31E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2374 ALL 476966.1 3774504 1.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2375 ALL 476986.1 3774504 1.18E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2376 ALL 477006.1 3774504 1.13E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2377 ALL 477026.1 3774504 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2378 ALL 477046.1 3774504 1.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2379 ALL 477066.1 3774504 9.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2380 ALL 477086.1 3774504 9.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2381 ALL 477106.1 3774504 8.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2382 ALL 477126.1 3774504 8.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2383 ALL 477146.1 3774504 8.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2384 ALL 477166.1 3774504 7.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2385 ALL 477186.1 3774504 7.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2386 ALL 477206.1 3774504 8.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2387 ALL 477226.1 3774504 7.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2388 ALL 477246.1 3774504 7.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2389 ALL 477266.1 3774504 7.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2390 ALL 477286.1 3774504 7.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2391 ALL 477306.1 3774504 6.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2392 ALL 477326.1 3774504 6.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2393 ALL 477346.1 3774504 6.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2394 ALL 477366.1 3774504 6.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2395 ALL 477386.1 3774504 6.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2396 ALL 477406.1 3774504 6.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2397 ALL 477426.1 3774504 5.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2398 ALL 477446.1 3774504 5.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2399 ALL 477466.1 3774504 5.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2400 ALL 477486.1 3774504 5.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2401 ALL 477506.1 3774504 5.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2402 ALL 477526.1 3774504 5.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2403 ALL 475946.1 3774524 5.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2404 ALL 475966.1 3774524 6.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2405 ALL 475986.1 3774524 6.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2406 ALL 476006.1 3774524 6.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2407 ALL 476026.1 3774524 7.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2408 ALL 476046.1 3774524 7.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2409 ALL 476066.1 3774524 8.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2410 ALL 476086.1 3774524 8.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2411 ALL 476106.1 3774524 9.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2412 ALL 476126.1 3774524 9.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2413 ALL 476146.1 3774524 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2414 ALL 476166.1 3774524 1.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2415 ALL 476186.1 3774524 1.23E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2416 ALL 476206.1 3774524 1.33E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2417 ALL 476226.1 3774524 1.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2418 ALL 476246.1 3774524 1.56E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2419 ALL 476266.1 3774524 1.69E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2420 ALL 476286.1 3774524 1.85E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2421 ALL 476306.1 3774524 2.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2422 ALL 476326.1 3774524 2.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2423 ALL 476346.1 3774524 2.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2424 ALL 476366.1 3774524 2.66E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2425 ALL 476386.1 3774524 2.90E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2426 ALL 476406.1 3774524 3.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2427 ALL 476426.1 3774524 3.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2428 ALL 476446.1 3774524 3.70E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2429 ALL 476466.1 3774524 3.92E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2430 ALL 476486.1 3774524 4.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2431 ALL 476506.1 3774524 4.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2432 ALL 476526.1 3774524 4.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2433 ALL 476546.1 3774524 4.20E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2434 ALL 476566.1 3774524 4.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops4.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2435 ALL 476586.1 3774524 3.88E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2436 ALL 476606.1 3774524 3.66E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2437 ALL 476626.1 3774524 3.42E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2438 ALL 476646.1 3774524 3.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2439 ALL 476666.1 3774524 2.93E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2440 ALL 476686.1 3774524 2.71E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2441 ALL 476706.1 3774524 2.50E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2442 ALL 476726.1 3774524 2.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2443 ALL 476746.1 3774524 2.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2444 ALL 476766.1 3774524 2.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2445 ALL 476786.1 3774524 1.89E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2446 ALL 476806.1 3774524 1.78E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2447 ALL 476826.1 3774524 1.67E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2448 ALL 476846.1 3774524 1.57E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2449 ALL 476866.1 3774524 1.49E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2450 ALL 476886.1 3774524 1.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2451 ALL 476906.1 3774524 1.34E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2452 ALL 476926.1 3774524 1.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2453 ALL 476946.1 3774524 1.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2454 ALL 476966.1 3774524 1.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2455 ALL 476986.1 3774524 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2456 ALL 477006.1 3774524 1.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2457 ALL 477026.1 3774524 9.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2458 ALL 477046.1 3774524 9.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2459 ALL 477066.1 3774524 9.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2460 ALL 477086.1 3774524 8.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2461 ALL 477106.1 3774524 8.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2462 ALL 477126.1 3774524 8.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2463 ALL 477146.1 3774524 7.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2464 ALL 477166.1 3774524 7.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2465 ALL 477186.1 3774524 7.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2466 ALL 477206.1 3774524 7.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2467 ALL 477226.1 3774524 7.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2468 ALL 477246.1 3774524 7.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2469 ALL 477266.1 3774524 6.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2470 ALL 477286.1 3774524 6.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2471 ALL 477306.1 3774524 6.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2472 ALL 477326.1 3774524 6.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2473 ALL 477346.1 3774524 6.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2474 ALL 477366.1 3774524 5.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2475 ALL 477386.1 3774524 5.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2476 ALL 477406.1 3774524 5.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2477 ALL 477426.1 3774524 5.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2478 ALL 477446.1 3774524 5.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2479 ALL 477466.1 3774524 5.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2480 ALL 477486.1 3774524 5.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2481 ALL 477506.1 3774524 5.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2482 ALL 477526.1 3774524 4.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2483 ALL 475946.1 3774544 5.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2484 ALL 475966.1 3774544 5.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2485 ALL 475986.1 3774544 6.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2486 ALL 476006.1 3774544 6.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2487 ALL 476026.1 3774544 7.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2488 ALL 476046.1 3774544 7.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2489 ALL 476066.1 3774544 7.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2490 ALL 476086.1 3774544 8.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2491 ALL 476106.1 3774544 8.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2492 ALL 476126.1 3774544 9.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2493 ALL 476146.1 3774544 1.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2494 ALL 476166.1 3774544 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2495 ALL 476186.1 3774544 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2496 ALL 476206.1 3774544 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2497 ALL 476226.1 3774544 1.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2498 ALL 476246.1 3774544 1.46E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2499 ALL 476266.1 3774544 1.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2500 ALL 476286.1 3774544 1.71E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2501 ALL 476306.1 3774544 1.86E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2502 ALL 476326.1 3774544 2.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2503 ALL 476346.1 3774544 2.20E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2504 ALL 476366.1 3774544 2.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2505 ALL 476386.1 3774544 2.57E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2506 ALL 476406.1 3774544 2.77E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2507 ALL 476426.1 3774544 2.97E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2508 ALL 476446.1 3774544 3.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2509 ALL 476466.1 3774544 3.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2510 ALL 476486.1 3774544 3.45E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2511 ALL 476506.1 3774544 3.52E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2512 ALL 476526.1 3774544 3.55E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2513 ALL 476546.1 3774544 3.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2514 ALL 476566.1 3774544 3.42E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2515 ALL 476586.1 3774544 3.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2516 ALL 476606.1 3774544 3.13E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2517 ALL 476626.1 3774544 2.95E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2518 ALL 476646.1 3774544 2.77E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2519 ALL 476666.1 3774544 2.59E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2520 ALL 476686.1 3774544 2.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2521 ALL 476706.1 3774544 2.24E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2522 ALL 476726.1 3774544 2.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2523 ALL 476746.1 3774544 1.95E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2524 ALL 476766.1 3774544 1.83E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2525 ALL 476786.1 3774544 1.71E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2526 ALL 476806.1 3774544 1.61E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2527 ALL 476826.1 3774544 1.52E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2528 ALL 476846.1 3774544 1.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2529 ALL 476866.1 3774544 1.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2530 ALL 476886.1 3774544 1.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2531 ALL 476906.1 3774544 1.23E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2532 ALL 476926.1 3774544 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2533 ALL 476946.1 3774544 1.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2534 ALL 476966.1 3774544 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2535 ALL 476986.1 3774544 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2536 ALL 477006.1 3774544 9.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2537 ALL 477026.1 3774544 9.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2538 ALL 477046.1 3774544 8.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2539 ALL 477066.1 3774544 8.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2540 ALL 477086.1 3774544 8.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2541 ALL 477106.1 3774544 7.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2542 ALL 477126.1 3774544 7.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2543 ALL 477146.1 3774544 7.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2544 ALL 477166.1 3774544 7.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2545 ALL 477186.1 3774544 6.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2546 ALL 477206.1 3774544 6.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2547 ALL 477226.1 3774544 6.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2548 ALL 477246.1 3774544 6.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2549 ALL 477266.1 3774544 6.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2550 ALL 477286.1 3774544 6.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2551 ALL 477306.1 3774544 5.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2552 ALL 477326.1 3774544 5.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2553 ALL 477346.1 3774544 5.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2554 ALL 477366.1 3774544 5.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2555 ALL 477386.1 3774544 5.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2556 ALL 477406.1 3774544 5.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2557 ALL 477426.1 3774544 5.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2558 ALL 477446.1 3774544 5.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2559 ALL 477466.1 3774544 4.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2560 ALL 477486.1 3774544 4.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2561 ALL 477506.1 3774544 4.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2562 ALL 477526.1 3774544 4.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2563 ALL 475946.1 3774564 5.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2564 ALL 475966.1 3774564 5.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2565 ALL 475986.1 3774564 6.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2566 ALL 476006.1 3774564 6.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2567 ALL 476026.1 3774564 6.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2568 ALL 476046.1 3774564 7.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2569 ALL 476066.1 3774564 7.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2570 ALL 476086.1 3774564 8.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2571 ALL 476106.1 3774564 8.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2572 ALL 476126.1 3774564 9.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2573 ALL 476146.1 3774564 9.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2574 ALL 476166.1 3774564 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2575 ALL 476186.1 3774564 1.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2576 ALL 476206.1 3774564 1.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2577 ALL 476226.1 3774564 1.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2578 ALL 476246.1 3774564 1.37E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2579 ALL 476266.1 3774564 1.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2580 ALL 476286.1 3774564 1.59E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2581 ALL 476306.1 3774564 1.72E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2582 ALL 476326.1 3774564 1.85E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2583 ALL 476346.1 3774564 1.99E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2584 ALL 476366.1 3774564 2.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2585 ALL 476386.1 3774564 2.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2586 ALL 476406.1 3774564 2.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2587 ALL 476426.1 3774564 2.60E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2588 ALL 476446.1 3774564 2.74E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2589 ALL 476466.1 3774564 2.85E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2590 ALL 476486.1 3774564 2.94E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2591 ALL 476506.1 3774564 2.99E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2592 ALL 476526.1 3774564 3.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops3.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2593 ALL 476546.1 3774564 2.99E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2594 ALL 476566.1 3774564 2.92E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2595 ALL 476586.1 3774564 2.83E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2596 ALL 476606.1 3774564 2.71E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2597 ALL 476626.1 3774564 2.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2598 ALL 476646.1 3774564 2.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2599 ALL 476666.1 3774564 2.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2600 ALL 476686.1 3774564 2.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2601 ALL 476706.1 3774564 2.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2602 ALL 476726.1 3774564 1.89E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2603 ALL 476746.1 3774564 1.77E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2604 ALL 476766.1 3774564 1.66E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2605 ALL 476786.1 3774564 1.57E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2606 ALL 476806.1 3774564 1.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2607 ALL 476826.1 3774564 1.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2608 ALL 476846.1 3774564 1.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2609 ALL 476866.1 3774564 1.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2610 ALL 476886.1 3774564 1.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2611 ALL 476906.1 3774564 1.13E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2612 ALL 476926.1 3774564 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2613 ALL 476946.1 3774564 1.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2614 ALL 476966.1 3774564 9.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2615 ALL 476986.1 3774564 9.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2616 ALL 477006.1 3774564 9.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2617 ALL 477026.1 3774564 8.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2618 ALL 477046.1 3774564 8.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2619 ALL 477066.1 3774564 8.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2620 ALL 477086.1 3774564 7.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2621 ALL 477106.1 3774564 7.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2622 ALL 477126.1 3774564 7.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2623 ALL 477146.1 3774564 6.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2624 ALL 477166.1 3774564 6.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2625 ALL 477186.1 3774564 6.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2626 ALL 477206.1 3774564 6.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2627 ALL 477226.1 3774564 6.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2628 ALL 477246.1 3774564 5.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2629 ALL 477266.1 3774564 5.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2630 ALL 477286.1 3774564 5.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2631 ALL 477306.1 3774564 5.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2632 ALL 477326.1 3774564 5.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2633 ALL 477346.1 3774564 5.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2634 ALL 477366.1 3774564 5.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2635 ALL 477386.1 3774564 5.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2636 ALL 477406.1 3774564 4.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2637 ALL 477426.1 3774564 4.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2638 ALL 477446.1 3774564 4.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2639 ALL 477466.1 3774564 4.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2640 ALL 477486.1 3774564 4.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2641 ALL 477506.1 3774564 4.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2642 ALL 477526.1 3774564 4.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2643 ALL 475946.1 3774584 5.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2644 ALL 475966.1 3774584 5.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2645 ALL 475986.1 3774584 5.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2646 ALL 476006.1 3774584 6.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2647 ALL 476026.1 3774584 6.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2648 ALL 476046.1 3774584 6.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2649 ALL 476066.1 3774584 7.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2650 ALL 476086.1 3774584 7.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2651 ALL 476106.1 3774584 8.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2652 ALL 476126.1 3774584 8.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2653 ALL 476146.1 3774584 9.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2654 ALL 476166.1 3774584 9.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2655 ALL 476186.1 3774584 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2656 ALL 476206.1 3774584 1.13E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2657 ALL 476226.1 3774584 1.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2658 ALL 476246.1 3774584 1.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2659 ALL 476266.1 3774584 1.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2660 ALL 476286.1 3774584 1.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2661 ALL 476306.1 3774584 1.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2662 ALL 476326.1 3774584 1.70E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2663 ALL 476346.1 3774584 1.81E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2664 ALL 476366.1 3774584 1.93E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2665 ALL 476386.1 3774584 2.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2666 ALL 476406.1 3774584 2.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2667 ALL 476426.1 3774584 2.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2668 ALL 476446.1 3774584 2.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2669 ALL 476466.1 3774584 2.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2670 ALL 476486.1 3774584 2.54E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2671 ALL 476506.1 3774584 2.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2672 ALL 476526.1 3774584 2.59E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2673 ALL 476546.1 3774584 2.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2674 ALL 476566.1 3774584 2.53E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2675 ALL 476586.1 3774584 2.46E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2676 ALL 476606.1 3774584 2.37E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2677 ALL 476626.1 3774584 2.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2678 ALL 476646.1 3774584 2.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2679 ALL 476666.1 3774584 2.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2680 ALL 476686.1 3774584 1.94E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2681 ALL 476706.1 3774584 1.82E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2682 ALL 476726.1 3774584 1.72E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2683 ALL 476746.1 3774584 1.62E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2684 ALL 476766.1 3774584 1.52E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2685 ALL 476786.1 3774584 1.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2686 ALL 476806.1 3774584 1.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2687 ALL 476826.1 3774584 1.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2688 ALL 476846.1 3774584 1.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2689 ALL 476866.1 3774584 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2690 ALL 476886.1 3774584 1.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2691 ALL 476906.1 3774584 1.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2692 ALL 476926.1 3774584 1.00E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2693 ALL 476946.1 3774584 9.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2694 ALL 476966.1 3774584 9.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2695 ALL 476986.1 3774584 8.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2696 ALL 477006.1 3774584 8.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2697 ALL 477026.1 3774584 8.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2698 ALL 477046.1 3774584 7.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2699 ALL 477066.1 3774584 7.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2700 ALL 477086.1 3774584 7.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2701 ALL 477106.1 3774584 6.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2702 ALL 477126.1 3774584 6.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2703 ALL 477146.1 3774584 6.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2704 ALL 477166.1 3774584 6.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2705 ALL 477186.1 3774584 6.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2706 ALL 477206.1 3774584 5.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2707 ALL 477226.1 3774584 5.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2708 ALL 477246.1 3774584 5.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2709 ALL 477266.1 3774584 5.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2710 ALL 477286.1 3774584 5.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2711 ALL 477306.1 3774584 5.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2712 ALL 477326.1 3774584 4.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2713 ALL 477346.1 3774584 4.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2714 ALL 477366.1 3774584 4.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2715 ALL 477386.1 3774584 4.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2716 ALL 477406.1 3774584 4.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2717 ALL 477426.1 3774584 4.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2718 ALL 477446.1 3774584 4.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2719 ALL 477466.1 3774584 4.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2720 ALL 477486.1 3774584 4.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2721 ALL 477506.1 3774584 4.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2722 ALL 477526.1 3774584 4.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2723 ALL 475946.1 3774604 5.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2724 ALL 475966.1 3774604 5.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2725 ALL 475986.1 3774604 5.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2726 ALL 476006.1 3774604 6.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2727 ALL 476026.1 3774604 6.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2728 ALL 476046.1 3774604 6.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2729 ALL 476066.1 3774604 7.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2730 ALL 476086.1 3774604 7.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2731 ALL 476106.1 3774604 7.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2732 ALL 476126.1 3774604 8.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2733 ALL 476146.1 3774604 8.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2734 ALL 476166.1 3774604 9.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2735 ALL 476186.1 3774604 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2736 ALL 476206.1 3774604 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2737 ALL 476226.1 3774604 1.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2738 ALL 476246.1 3774604 1.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2739 ALL 476266.1 3774604 1.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2740 ALL 476286.1 3774604 1.37E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2741 ALL 476306.1 3774604 1.46E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2742 ALL 476326.1 3774604 1.56E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2743 ALL 476346.1 3774604 1.65E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2744 ALL 476366.1 3774604 1.75E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2745 ALL 476386.1 3774604 1.84E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2746 ALL 476406.1 3774604 1.94E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2747 ALL 476426.1 3774604 2.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2748 ALL 476446.1 3774604 2.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2749 ALL 476466.1 3774604 2.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2750 ALL 476486.1 3774604 2.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2751 ALL 476506.1 3774604 2.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2752 ALL 476526.1 3774604 2.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2753 ALL 476546.1 3774604 2.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2754 ALL 476566.1 3774604 2.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2755 ALL 476586.1 3774604 2.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2756 ALL 476606.1 3774604 2.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2757 ALL 476626.1 3774604 2.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2758 ALL 476646.1 3774604 1.93E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2759 ALL 476666.1 3774604 1.84E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2760 ALL 476686.1 3774604 1.75E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2761 ALL 476706.1 3774604 1.66E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2762 ALL 476726.1 3774604 1.57E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2763 ALL 476746.1 3774604 1.48E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2764 ALL 476766.1 3774604 1.40E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2765 ALL 476786.1 3774604 1.33E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2766 ALL 476806.1 3774604 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2767 ALL 476826.1 3774604 1.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2768 ALL 476846.1 3774604 1.13E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2769 ALL 476866.1 3774604 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2770 ALL 476886.1 3774604 1.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2771 ALL 476906.1 3774604 9.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2772 ALL 476926.1 3774604 9.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2773 ALL 476946.1 3774604 8.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2774 ALL 476966.1 3774604 8.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2775 ALL 476986.1 3774604 8.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2776 ALL 477006.1 3774604 7.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2777 ALL 477026.1 3774604 7.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2778 ALL 477046.1 3774604 7.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2779 ALL 477066.1 3774604 7.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2780 ALL 477086.1 3774604 6.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2781 ALL 477106.1 3774604 6.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2782 ALL 477126.1 3774604 6.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2783 ALL 477146.1 3774604 6.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2784 ALL 477166.1 3774604 5.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2785 ALL 477186.1 3774604 5.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2786 ALL 477206.1 3774604 5.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2787 ALL 477226.1 3774604 5.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2788 ALL 477246.1 3774604 5.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2789 ALL 477266.1 3774604 4.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2790 ALL 477286.1 3774604 4.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2791 ALL 477306.1 3774604 4.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2792 ALL 477326.1 3774604 4.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2793 ALL 477346.1 3774604 4.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2794 ALL 477366.1 3774604 4.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2795 ALL 477386.1 3774604 4.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2796 ALL 477406.1 3774604 4.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2797 ALL 477426.1 3774604 4.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2798 ALL 477446.1 3774604 4.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2799 ALL 477466.1 3774604 4.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2800 ALL 477486.1 3774604 3.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2801 ALL 477506.1 3774604 3.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2802 ALL 477526.1 3774604 3.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2803 ALL 475946.1 3774624 5.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2804 ALL 475966.1 3774624 5.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2805 ALL 475986.1 3774624 5.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2806 ALL 476006.1 3774624 5.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2807 ALL 476026.1 3774624 6.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2808 ALL 476046.1 3774624 6.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2809 ALL 476066.1 3774624 6.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2810 ALL 476086.1 3774624 7.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2811 ALL 476106.1 3774624 7.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2812 ALL 476126.1 3774624 8.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2813 ALL 476146.1 3774624 8.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2814 ALL 476166.1 3774624 9.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2815 ALL 476186.1 3774624 9.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2816 ALL 476206.1 3774624 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2817 ALL 476226.1 3774624 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2818 ALL 476246.1 3774624 1.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2819 ALL 476266.1 3774624 1.20E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2820 ALL 476286.1 3774624 1.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2821 ALL 476306.1 3774624 1.35E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2822 ALL 476326.1 3774624 1.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2823 ALL 476346.1 3774624 1.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2824 ALL 476366.1 3774624 1.59E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2825 ALL 476386.1 3774624 1.67E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2826 ALL 476406.1 3774624 1.74E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2827 ALL 476426.1 3774624 1.81E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2828 ALL 476446.1 3774624 1.87E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2829 ALL 476466.1 3774624 1.92E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2830 ALL 476486.1 3774624 1.96E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2831 ALL 476506.1 3774624 1.98E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2832 ALL 476526.1 3774624 1.99E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2833 ALL 476546.1 3774624 1.98E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2834 ALL 476566.1 3774624 1.95E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2835 ALL 476586.1 3774624 1.91E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2836 ALL 476606.1 3774624 1.86E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2837 ALL 476626.1 3774624 1.80E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2838 ALL 476646.1 3774624 1.73E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2839 ALL 476666.1 3774624 1.66E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2840 ALL 476686.1 3774624 1.59E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2841 ALL 476706.1 3774624 1.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2842 ALL 476726.1 3774624 1.44E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2843 ALL 476746.1 3774624 1.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2844 ALL 476766.1 3774624 1.30E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2845 ALL 476786.1 3774624 1.23E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2846 ALL 476806.1 3774624 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2847 ALL 476826.1 3774624 1.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2848 ALL 476846.1 3774624 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2849 ALL 476866.1 3774624 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2850 ALL 476886.1 3774624 9.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2851 ALL 476906.1 3774624 9.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2852 ALL 476926.1 3774624 8.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2853 ALL 476946.1 3774624 8.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2854 ALL 476966.1 3774624 8.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2855 ALL 476986.1 3774624 7.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2856 ALL 477006.1 3774624 7.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2857 ALL 477026.1 3774624 7.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2858 ALL 477046.1 3774624 6.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2859 ALL 477066.1 3774624 6.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2860 ALL 477086.1 3774624 6.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2861 ALL 477106.1 3774624 6.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2862 ALL 477126.1 3774624 5.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2863 ALL 477146.1 3774624 5.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2864 ALL 477166.1 3774624 5.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2865 ALL 477186.1 3774624 5.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2866 ALL 477206.1 3774624 4.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2867 ALL 477226.1 3774624 4.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2868 ALL 477246.1 3774624 4.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2869 ALL 477266.1 3774624 4.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2870 ALL 477286.1 3774624 4.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2871 ALL 477306.1 3774624 4.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2872 ALL 477326.1 3774624 4.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2873 ALL 477346.1 3774624 4.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2874 ALL 477366.1 3774624 4.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2875 ALL 477386.1 3774624 4.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2876 ALL 477406.1 3774624 3.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2877 ALL 477426.1 3774624 3.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2878 ALL 477446.1 3774624 3.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2879 ALL 477466.1 3774624 3.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2880 ALL 477486.1 3774624 3.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2881 ALL 477506.1 3774624 3.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2882 ALL 477526.1 3774624 3.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2883 ALL 475946.1 3774644 4.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2884 ALL 475966.1 3774644 5.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2885 ALL 475986.1 3774644 5.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2886 ALL 476006.1 3774644 5.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2887 ALL 476026.1 3774644 6.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2888 ALL 476046.1 3774644 6.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2889 ALL 476066.1 3774644 6.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2890 ALL 476086.1 3774644 6.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2891 ALL 476106.1 3774644 7.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2892 ALL 476126.1 3774644 7.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2893 ALL 476146.1 3774644 8.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2894 ALL 476166.1 3774644 8.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2895 ALL 476186.1 3774644 9.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2896 ALL 476206.1 3774644 9.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2897 ALL 476226.1 3774644 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2898 ALL 476246.1 3774644 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2899 ALL 476266.1 3774644 1.13E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2900 ALL 476286.1 3774644 1.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2901 ALL 476306.1 3774644 1.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2902 ALL 476326.1 3774644 1.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2903 ALL 476346.1 3774644 1.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2904 ALL 476366.1 3774644 1.45E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2905 ALL 476386.1 3774644 1.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2906 ALL 476406.1 3774644 1.57E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2907 ALL 476426.1 3774644 1.63E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2908 ALL 476446.1 3774644 1.68E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2909 ALL 476466.1 3774644 1.72E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2910 ALL 476486.1 3774644 1.75E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2911 ALL 476506.1 3774644 1.76E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2912 ALL 476526.1 3774644 1.77E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2913 ALL 476546.1 3774644 1.76E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2914 ALL 476566.1 3774644 1.74E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2915 ALL 476586.1 3774644 1.71E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2916 ALL 476606.1 3774644 1.67E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2917 ALL 476626.1 3774644 1.62E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2918 ALL 476646.1 3774644 1.57E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2919 ALL 476666.1 3774644 1.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2920 ALL 476686.1 3774644 1.45E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2921 ALL 476706.1 3774644 1.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2922 ALL 476726.1 3774644 1.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2923 ALL 476746.1 3774644 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2924 ALL 476766.1 3774644 1.20E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2925 ALL 476786.1 3774644 1.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2926 ALL 476806.1 3774644 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2927 ALL 476826.1 3774644 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2928 ALL 476846.1 3774644 9.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2929 ALL 476866.1 3774644 9.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2930 ALL 476886.1 3774644 9.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2931 ALL 476906.1 3774644 8.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2932 ALL 476926.1 3774644 8.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2933 ALL 476946.1 3774644 7.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2934 ALL 476966.1 3774644 7.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2935 ALL 476986.1 3774644 7.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2936 ALL 477006.1 3774644 7.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2937 ALL 477026.1 3774644 6.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2938 ALL 477046.1 3774644 6.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2939 ALL 477066.1 3774644 6.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2940 ALL 477086.1 3774644 6.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2941 ALL 477106.1 3774644 5.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2942 ALL 477126.1 3774644 5.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2943 ALL 477146.1 3774644 5.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2944 ALL 477166.1 3774644 5.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2945 ALL 477186.1 3774644 5.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2946 ALL 477206.1 3774644 4.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2947 ALL 477226.1 3774644 4.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2948 ALL 477246.1 3774644 4.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2949 ALL 477266.1 3774644 4.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2950 ALL 477286.1 3774644 4.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2951 ALL 477306.1 3774644 4.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2952 ALL 477326.1 3774644 3.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2953 ALL 477346.1 3774644 3.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2954 ALL 477366.1 3774644 3.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2955 ALL 477386.1 3774644 3.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2956 ALL 477406.1 3774644 3.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2957 ALL 477426.1 3774644 3.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2958 ALL 477446.1 3774644 3.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2959 ALL 477466.1 3774644 3.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2960 ALL 477486.1 3774644 3.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2961 ALL 477506.1 3774644 3.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2962 ALL 477526.1 3774644 3.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2963 ALL 475946.1 3774664 4.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2964 ALL 475966.1 3774664 5.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2965 ALL 475986.1 3774664 5.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2966 ALL 476006.1 3774664 5.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2967 ALL 476026.1 3774664 5.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2968 ALL 476046.1 3774664 6.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2969 ALL 476066.1 3774664 6.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2970 ALL 476086.1 3774664 6.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2971 ALL 476106.1 3774664 7.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2972 ALL 476126.1 3774664 7.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2973 ALL 476146.1 3774664 7.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2974 ALL 476166.1 3774664 8.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2975 ALL 476186.1 3774664 8.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2976 ALL 476206.1 3774664 9.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2977 ALL 476226.1 3774664 9.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2978 ALL 476246.1 3774664 1.00E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2979 ALL 476266.1 3774664 1.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2980 ALL 476286.1 3774664 1.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2981 ALL 476306.1 3774664 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2982 ALL 476326.1 3774664 1.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2983 ALL 476346.1 3774664 1.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2984 ALL 476366.1 3774664 1.33E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2985 ALL 476386.1 3774664 1.38E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2986 ALL 476406.1 3774664 1.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2987 ALL 476426.1 3774664 1.47E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2988 ALL 476446.1 3774664 1.51E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2989 ALL 476466.1 3774664 1.54E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2990 ALL 476486.1 3774664 1.57E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2991 ALL 476506.1 3774664 1.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2992 ALL 476526.1 3774664 1.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2993 ALL 476546.1 3774664 1.58E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2994 ALL 476566.1 3774664 1.56E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2995 ALL 476586.1 3774664 1.54E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2996 ALL 476606.1 3774664 1.50E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2997 ALL 476626.1 3774664 1.47E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2998 ALL 476646.1 3774664 1.42E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2999 ALL 476666.1 3774664 1.37E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3000 ALL 476686.1 3774664 1.32E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3001 ALL 476706.1 3774664 1.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3002 ALL 476726.1 3774664 1.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3003 ALL 476746.1 3774664 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3004 ALL 476766.1 3774664 1.11E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3005 ALL 476786.1 3774664 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3006 ALL 476806.1 3774664 1.02E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3007 ALL 476826.1 3774664 9.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3008 ALL 476846.1 3774664 9.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3009 ALL 476866.1 3774664 8.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3010 ALL 476886.1 3774664 8.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3011 ALL 476906.1 3774664 8.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3012 ALL 476926.1 3774664 7.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3013 ALL 476946.1 3774664 7.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3014 ALL 476966.1 3774664 7.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3015 ALL 476986.1 3774664 6.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3016 ALL 477006.1 3774664 6.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3017 ALL 477026.1 3774664 6.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3018 ALL 477046.1 3774664 6.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3019 ALL 477066.1 3774664 5.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3020 ALL 477086.1 3774664 5.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3021 ALL 477106.1 3774664 5.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3022 ALL 477126.1 3774664 5.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3023 ALL 477146.1 3774664 5.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3024 ALL 477166.1 3774664 5.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3025 ALL 477186.1 3774664 4.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3026 ALL 477206.1 3774664 4.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3027 ALL 477226.1 3774664 4.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3028 ALL 477246.1 3774664 4.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3029 ALL 477266.1 3774664 3.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3030 ALL 477286.1 3774664 3.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3031 ALL 477306.1 3774664 3.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3032 ALL 477326.1 3774664 3.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3033 ALL 477346.1 3774664 3.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3034 ALL 477366.1 3774664 3.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3035 ALL 477386.1 3774664 3.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3036 ALL 477406.1 3774664 3.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3037 ALL 477426.1 3774664 3.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3038 ALL 477446.1 3774664 3.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3039 ALL 477466.1 3774664 3.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3040 ALL 477486.1 3774664 3.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3041 ALL 477506.1 3774664 3.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3042 ALL 477526.1 3774664 3.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3043 ALL 475946.1 3774684 4.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3044 ALL 475966.1 3774684 4.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3045 ALL 475986.1 3774684 5.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3046 ALL 476006.1 3774684 5.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3047 ALL 476026.1 3774684 5.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3048 ALL 476046.1 3774684 5.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3049 ALL 476066.1 3774684 6.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3050 ALL 476086.1 3774684 6.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3051 ALL 476106.1 3774684 6.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3052 ALL 476126.1 3774684 7.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3053 ALL 476146.1 3774684 7.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3054 ALL 476166.1 3774684 7.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3055 ALL 476186.1 3774684 8.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3056 ALL 476206.1 3774684 8.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3057 ALL 476226.1 3774684 8.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3058 ALL 476246.1 3774684 9.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3059 ALL 476266.1 3774684 9.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3060 ALL 476286.1 3774684 1.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3061 ALL 476306.1 3774684 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3062 ALL 476326.1 3774684 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3063 ALL 476346.1 3774684 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3064 ALL 476366.1 3774684 1.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3065 ALL 476386.1 3774684 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3066 ALL 476406.1 3774684 1.30E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3067 ALL 476426.1 3774684 1.34E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3068 ALL 476446.1 3774684 1.37E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3069 ALL 476466.1 3774684 1.40E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3070 ALL 476486.1 3774684 1.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3071 ALL 476506.1 3774684 1.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3072 ALL 476526.1 3774684 1.43E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3073 ALL 476546.1 3774684 1.42E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3074 ALL 476566.1 3774684 1.41E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3075 ALL 476586.1 3774684 1.39E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3076 ALL 476606.1 3774684 1.36E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3077 ALL 476626.1 3774684 1.33E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3078 ALL 476646.1 3774684 1.30E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3079 ALL 476666.1 3774684 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3080 ALL 476686.1 3774684 1.21E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3081 ALL 476706.1 3774684 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3082 ALL 476726.1 3774684 1.13E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3083 ALL 476746.1 3774684 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3084 ALL 476766.1 3774684 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3085 ALL 476786.1 3774684 9.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3086 ALL 476806.1 3774684 9.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3087 ALL 476826.1 3774684 9.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3088 ALL 476846.1 3774684 8.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3089 ALL 476866.1 3774684 8.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3090 ALL 476886.1 3774684 8.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3091 ALL 476906.1 3774684 7.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3092 ALL 476926.1 3774684 7.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3093 ALL 476946.1 3774684 7.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3094 ALL 476966.1 3774684 6.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3095 ALL 476986.1 3774684 6.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3096 ALL 477006.1 3774684 6.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3097 ALL 477026.1 3774684 6.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3098 ALL 477046.1 3774684 5.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3099 ALL 477066.1 3774684 5.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3100 ALL 477086.1 3774684 5.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3101 ALL 477106.1 3774684 5.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3102 ALL 477126.1 3774684 5.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3103 ALL 477146.1 3774684 4.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3104 ALL 477166.1 3774684 4.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3105 ALL 477186.1 3774684 4.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3106 ALL 477206.1 3774684 4.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3107 ALL 477226.1 3774684 3.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3108 ALL 477246.1 3774684 3.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3109 ALL 477266.1 3774684 3.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3110 ALL 477286.1 3774684 3.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3111 ALL 477306.1 3774684 3.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3112 ALL 477326.1 3774684 3.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3113 ALL 477346.1 3774684 3.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3114 ALL 477366.1 3774684 3.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3115 ALL 477386.1 3774684 3.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3116 ALL 477406.1 3774684 3.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3117 ALL 477426.1 3774684 3.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3118 ALL 477446.1 3774684 3.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3119 ALL 477466.1 3774684 3.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3120 ALL 477486.1 3774684 2.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3121 ALL 477506.1 3774684 2.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3122 ALL 477526.1 3774684 2.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3123 ALL 475946.1 3774704 4.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3124 ALL 475966.1 3774704 4.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3125 ALL 475986.1 3774704 4.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3126 ALL 476006.1 3774704 5.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3127 ALL 476026.1 3774704 5.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3128 ALL 476046.1 3774704 5.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3129 ALL 476066.1 3774704 5.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3130 ALL 476086.1 3774704 6.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3131 ALL 476106.1 3774704 6.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3132 ALL 476126.1 3774704 6.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3133 ALL 476146.1 3774704 7.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3134 ALL 476166.1 3774704 7.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3135 ALL 476186.1 3774704 7.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3136 ALL 476206.1 3774704 8.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3137 ALL 476226.1 3774704 8.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3138 ALL 476246.1 3774704 8.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3139 ALL 476266.1 3774704 9.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3140 ALL 476286.1 3774704 9.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3141 ALL 476306.1 3774704 1.00E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3142 ALL 476326.1 3774704 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3143 ALL 476346.1 3774704 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3144 ALL 476366.1 3774704 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3145 ALL 476386.1 3774704 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3146 ALL 476406.1 3774704 1.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3147 ALL 476426.1 3774704 1.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3148 ALL 476446.1 3774704 1.25E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3149 ALL 476466.1 3774704 1.27E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3150 ALL 476486.1 3774704 1.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3151 ALL 476506.1 3774704 1.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3152 ALL 476526.1 3774704 1.30E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3153 ALL 476546.1 3774704 1.29E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3154 ALL 476566.1 3774704 1.28E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3155 ALL 476586.1 3774704 1.26E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3156 ALL 476606.1 3774704 1.24E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3157 ALL 476626.1 3774704 1.22E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3158 ALL 476646.1 3774704 1.19E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3159 ALL 476666.1 3774704 1.15E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3160 ALL 476686.1 3774704 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3161 ALL 476706.1 3774704 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3162 ALL 476726.1 3774704 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3163 ALL 476746.1 3774704 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3164 ALL 476766.1 3774704 9.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3165 ALL 476786.1 3774704 9.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3166 ALL 476806.1 3774704 8.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3167 ALL 476826.1 3774704 8.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3168 ALL 476846.1 3774704 8.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3169 ALL 476866.1 3774704 7.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3170 ALL 476886.1 3774704 7.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3171 ALL 476906.1 3774704 7.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3172 ALL 476926.1 3774704 7.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3173 ALL 476946.1 3774704 6.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3174 ALL 476966.1 3774704 6.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3175 ALL 476986.1 3774704 6.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3176 ALL 477006.1 3774704 6.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3177 ALL 477026.1 3774704 5.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3178 ALL 477046.1 3774704 5.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3179 ALL 477066.1 3774704 5.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3180 ALL 477086.1 3774704 5.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3181 ALL 477106.1 3774704 5.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3182 ALL 477126.1 3774704 4.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3183 ALL 477146.1 3774704 4.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3184 ALL 477166.1 3774704 4.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3185 ALL 477186.1 3774704 4.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3186 ALL 477206.1 3774704 3.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3187 ALL 477226.1 3774704 3.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3188 ALL 477246.1 3774704 3.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3189 ALL 477266.1 3774704 3.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3190 ALL 477286.1 3774704 3.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3191 ALL 477306.1 3774704 3.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3192 ALL 477326.1 3774704 3.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3193 ALL 477346.1 3774704 3.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3194 ALL 477366.1 3774704 3.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3195 ALL 477386.1 3774704 3.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3196 ALL 477406.1 3774704 3.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3197 ALL 477426.1 3774704 2.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3198 ALL 477446.1 3774704 2.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3199 ALL 477466.1 3774704 2.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3200 ALL 477486.1 3774704 2.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3201 ALL 477506.1 3774704 2.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3202 ALL 477526.1 3774704 2.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3203 ALL 475946.1 3774724 4.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3204 ALL 475966.1 3774724 4.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3205 ALL 475986.1 3774724 4.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3206 ALL 476006.1 3774724 5.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3207 ALL 476026.1 3774724 5.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3208 ALL 476046.1 3774724 5.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3209 ALL 476066.1 3774724 5.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3210 ALL 476086.1 3774724 5.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3211 ALL 476106.1 3774724 6.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3212 ALL 476126.1 3774724 6.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3213 ALL 476146.1 3774724 6.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3214 ALL 476166.1 3774724 7.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3215 ALL 476186.1 3774724 7.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3216 ALL 476206.1 3774724 7.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3217 ALL 476226.1 3774724 8.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3218 ALL 476246.1 3774724 8.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3219 ALL 476266.1 3774724 8.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3220 ALL 476286.1 3774724 9.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3221 ALL 476306.1 3774724 9.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3222 ALL 476326.1 3774724 9.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3223 ALL 476346.1 3774724 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3224 ALL 476366.1 3774724 1.04E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3225 ALL 476386.1 3774724 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3226 ALL 476406.1 3774724 1.10E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3227 ALL 476426.1 3774724 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3228 ALL 476446.1 3774724 1.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3229 ALL 476466.1 3774724 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3230 ALL 476486.1 3774724 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3231 ALL 476506.1 3774724 1.18E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3232 ALL 476526.1 3774724 1.18E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3233 ALL 476546.1 3774724 1.18E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3234 ALL 476566.1 3774724 1.17E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3235 ALL 476586.1 3774724 1.16E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3236 ALL 476606.1 3774724 1.14E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3237 ALL 476626.1 3774724 1.12E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3238 ALL 476646.1 3774724 1.09E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3239 ALL 476666.1 3774724 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3240 ALL 476686.1 3774724 1.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3241 ALL 476706.1 3774724 1.00E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3242 ALL 476726.1 3774724 9.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3243 ALL 476746.1 3774724 9.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3244 ALL 476766.1 3774724 9.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3245 ALL 476786.1 3774724 8.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3246 ALL 476806.1 3774724 8.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3247 ALL 476826.1 3774724 8.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3248 ALL 476846.1 3774724 7.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3249 ALL 476866.1 3774724 7.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3250 ALL 476886.1 3774724 7.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3251 ALL 476906.1 3774724 6.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3252 ALL 476926.1 3774724 6.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3253 ALL 476946.1 3774724 6.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3254 ALL 476966.1 3774724 6.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3255 ALL 476986.1 3774724 5.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3256 ALL 477006.1 3774724 5.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3257 ALL 477026.1 3774724 5.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3258 ALL 477046.1 3774724 5.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3259 ALL 477066.1 3774724 5.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3260 ALL 477086.1 3774724 5.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3261 ALL 477106.1 3774724 4.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3262 ALL 477126.1 3774724 4.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3263 ALL 477146.1 3774724 4.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3264 ALL 477166.1 3774724 3.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3265 ALL 477186.1 3774724 3.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3266 ALL 477206.1 3774724 3.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3267 ALL 477226.1 3774724 3.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3268 ALL 477246.1 3774724 3.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3269 ALL 477266.1 3774724 3.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3270 ALL 477286.1 3774724 3.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3271 ALL 477306.1 3774724 3.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3272 ALL 477326.1 3774724 3.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3273 ALL 477346.1 3774724 3.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3274 ALL 477366.1 3774724 2.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3275 ALL 477386.1 3774724 2.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3276 ALL 477406.1 3774724 2.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3277 ALL 477426.1 3774724 2.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3278 ALL 477446.1 3774724 2.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3279 ALL 477466.1 3774724 2.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3280 ALL 477486.1 3774724 2.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3281 ALL 477506.1 3774724 2.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3282 ALL 477526.1 3774724 2.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3283 ALL 475946.1 3774744 4.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3284 ALL 475966.1 3774744 4.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3285 ALL 475986.1 3774744 4.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3286 ALL 476006.1 3774744 4.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3287 ALL 476026.1 3774744 5.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3288 ALL 476046.1 3774744 5.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3289 ALL 476066.1 3774744 5.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3290 ALL 476086.1 3774744 5.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3291 ALL 476106.1 3774744 5.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3292 ALL 476126.1 3774744 6.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3293 ALL 476146.1 3774744 6.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3294 ALL 476166.1 3774744 6.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3295 ALL 476186.1 3774744 6.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3296 ALL 476206.1 3774744 7.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3297 ALL 476226.1 3774744 7.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3298 ALL 476246.1 3774744 7.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3299 ALL 476266.1 3774744 8.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3300 ALL 476286.1 3774744 8.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3301 ALL 476306.1 3774744 8.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3302 ALL 476326.1 3774744 9.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3303 ALL 476346.1 3774744 9.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3304 ALL 476366.1 3774744 9.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3305 ALL 476386.1 3774744 9.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3306 ALL 476406.1 3774744 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3307 ALL 476426.1 3774744 1.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3308 ALL 476446.1 3774744 1.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3309 ALL 476466.1 3774744 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3310 ALL 476486.1 3774744 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3311 ALL 476506.1 3774744 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3312 ALL 476526.1 3774744 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3313 ALL 476546.1 3774744 1.08E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3314 ALL 476566.1 3774744 1.07E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3315 ALL 476586.1 3774744 1.06E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3316 ALL 476606.1 3774744 1.05E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3317 ALL 476626.1 3774744 1.03E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3318 ALL 476646.1 3774744 1.01E-06 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3319 ALL 476666.1 3774744 9.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3320 ALL 476686.1 3774744 9.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3321 ALL 476706.1 3774744 9.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3322 ALL 476726.1 3774744 9.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3323 ALL 476746.1 3774744 8.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3324 ALL 476766.1 3774744 8.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3325 ALL 476786.1 3774744 8.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3326 ALL 476806.1 3774744 7.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3327 ALL 476826.1 3774744 7.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3328 ALL 476846.1 3774744 7.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3329 ALL 476866.1 3774744 7.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3330 ALL 476886.1 3774744 6.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3331 ALL 476906.1 3774744 6.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3332 ALL 476926.1 3774744 6.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3333 ALL 476946.1 3774744 6.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3334 ALL 476966.1 3774744 5.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3335 ALL 476986.1 3774744 5.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3336 ALL 477006.1 3774744 5.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3337 ALL 477026.1 3774744 5.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3338 ALL 477046.1 3774744 5.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3339 ALL 477066.1 3774744 4.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3340 ALL 477086.1 3774744 4.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3341 ALL 477106.1 3774744 4.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3342 ALL 477126.1 3774744 4.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3343 ALL 477146.1 3774744 4.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3344 ALL 477166.1 3774744 3.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3345 ALL 477186.1 3774744 3.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3346 ALL 477206.1 3774744 3.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3347 ALL 477226.1 3774744 3.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3348 ALL 477246.1 3774744 3.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3349 ALL 477266.1 3774744 3.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3350 ALL 477286.1 3774744 3.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3351 ALL 477306.1 3774744 2.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3352 ALL 477326.1 3774744 2.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3353 ALL 477346.1 3774744 2.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3354 ALL 477366.1 3774744 2.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3355 ALL 477386.1 3774744 2.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3356 ALL 477406.1 3774744 2.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3357 ALL 477426.1 3774744 2.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3358 ALL 477446.1 3774744 2.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3359 ALL 477466.1 3774744 2.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3360 ALL 477486.1 3774744 2.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3361 ALL 477506.1 3774744 2.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3362 ALL 477526.1 3774744 2.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3363 ALL 475946.1 3774764 4.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3364 ALL 475966.1 3774764 4.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3365 ALL 475986.1 3774764 4.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3366 ALL 476006.1 3774764 4.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3367 ALL 476026.1 3774764 4.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3368 ALL 476046.1 3774764 5.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3369 ALL 476066.1 3774764 5.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3370 ALL 476086.1 3774764 5.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3371 ALL 476106.1 3774764 5.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3372 ALL 476126.1 3774764 5.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3373 ALL 476146.1 3774764 6.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3374 ALL 476166.1 3774764 6.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3375 ALL 476186.1 3774764 6.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3376 ALL 476206.1 3774764 6.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3377 ALL 476226.1 3774764 7.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3378 ALL 476246.1 3774764 7.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3379 ALL 476266.1 3774764 7.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3380 ALL 476286.1 3774764 7.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3381 ALL 476306.1 3774764 8.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3382 ALL 476326.1 3774764 8.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3383 ALL 476346.1 3774764 8.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3384 ALL 476366.1 3774764 8.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3385 ALL 476386.1 3774764 9.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3386 ALL 476406.1 3774764 9.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3387 ALL 476426.1 3774764 9.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3388 ALL 476446.1 3774764 9.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3389 ALL 476466.1 3774764 9.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3390 ALL 476486.1 3774764 9.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3391 ALL 476506.1 3774764 9.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3392 ALL 476526.1 3774764 9.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3393 ALL 476546.1 3774764 9.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3394 ALL 476566.1 3774764 9.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3395 ALL 476586.1 3774764 9.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3396 ALL 476606.1 3774764 9.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3397 ALL 476626.1 3774764 9.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3398 ALL 476646.1 3774764 9.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3399 ALL 476666.1 3774764 9.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3400 ALL 476686.1 3774764 8.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3401 ALL 476706.1 3774764 8.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3402 ALL 476726.1 3774764 8.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3403 ALL 476746.1 3774764 8.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3404 ALL 476766.1 3774764 7.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3405 ALL 476786.1 3774764 7.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3406 ALL 476806.1 3774764 7.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3407 ALL 476826.1 3774764 7.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3408 ALL 476846.1 3774764 6.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3409 ALL 476866.1 3774764 6.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3410 ALL 476886.1 3774764 6.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3411 ALL 476906.1 3774764 6.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3412 ALL 476926.1 3774764 6.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3413 ALL 476946.1 3774764 5.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3414 ALL 476966.1 3774764 5.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3415 ALL 476986.1 3774764 5.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3416 ALL 477006.1 3774764 5.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3417 ALL 477026.1 3774764 5.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3418 ALL 477046.1 3774764 4.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3419 ALL 477066.1 3774764 4.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3420 ALL 477086.1 3774764 4.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3421 ALL 477106.1 3774764 4.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3422 ALL 477126.1 3774764 4.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3423 ALL 477146.1 3774764 4.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3424 ALL 477166.1 3774764 3.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3425 ALL 477186.1 3774764 3.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3426 ALL 477206.1 3774764 3.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3427 ALL 477226.1 3774764 3.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3428 ALL 477246.1 3774764 3.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3429 ALL 477266.1 3774764 3.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3430 ALL 477286.1 3774764 2.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3431 ALL 477306.1 3774764 2.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3432 ALL 477326.1 3774764 2.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3433 ALL 477346.1 3774764 2.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3434 ALL 477366.1 3774764 2.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3435 ALL 477386.1 3774764 2.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3436 ALL 477406.1 3774764 2.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3437 ALL 477426.1 3774764 2.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3438 ALL 477446.1 3774764 2.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3439 ALL 477466.1 3774764 2.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3440 ALL 477486.1 3774764 2.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3441 ALL 477506.1 3774764 2.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3442 ALL 477526.1 3774764 2.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3443 ALL 475946.1 3774784 4.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3444 ALL 475966.1 3774784 4.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3445 ALL 475986.1 3774784 4.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3446 ALL 476006.1 3774784 4.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3447 ALL 476026.1 3774784 4.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3448 ALL 476046.1 3774784 4.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3449 ALL 476066.1 3774784 5.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3450 ALL 476086.1 3774784 5.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3451 ALL 476106.1 3774784 5.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3452 ALL 476126.1 3774784 5.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3453 ALL 476146.1 3774784 5.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3454 ALL 476166.1 3774784 6.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3455 ALL 476186.1 3774784 6.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3456 ALL 476206.1 3774784 6.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3457 ALL 476226.1 3774784 6.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3458 ALL 476246.1 3774784 7.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3459 ALL 476266.1 3774784 7.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3460 ALL 476286.1 3774784 7.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3461 ALL 476306.1 3774784 7.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3462 ALL 476326.1 3774784 7.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3463 ALL 476346.1 3774784 8.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3464 ALL 476366.1 3774784 8.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3465 ALL 476386.1 3774784 8.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3466 ALL 476406.1 3774784 8.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3467 ALL 476426.1 3774784 8.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3468 ALL 476446.1 3774784 8.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3469 ALL 476466.1 3774784 9.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3470 ALL 476486.1 3774784 9.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3471 ALL 476506.1 3774784 9.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3472 ALL 476526.1 3774784 9.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3473 ALL 476546.1 3774784 9.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3474 ALL 476566.1 3774784 9.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3475 ALL 476586.1 3774784 9.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops9.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3476 ALL 476606.1 3774784 8.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3477 ALL 476626.1 3774784 8.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3478 ALL 476646.1 3774784 8.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3479 ALL 476666.1 3774784 8.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3480 ALL 476686.1 3774784 8.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3481 ALL 476706.1 3774784 8.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3482 ALL 476726.1 3774784 7.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3483 ALL 476746.1 3774784 7.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3484 ALL 476766.1 3774784 7.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3485 ALL 476786.1 3774784 7.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3486 ALL 476806.1 3774784 7.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3487 ALL 476826.1 3774784 6.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3488 ALL 476846.1 3774784 6.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3489 ALL 476866.1 3774784 6.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3490 ALL 476886.1 3774784 6.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3491 ALL 476906.1 3774784 5.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3492 ALL 476926.1 3774784 5.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3493 ALL 476946.1 3774784 5.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3494 ALL 476966.1 3774784 5.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3495 ALL 476986.1 3774784 5.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3496 ALL 477006.1 3774784 5.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3497 ALL 477026.1 3774784 4.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3498 ALL 477046.1 3774784 4.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3499 ALL 477066.1 3774784 4.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3500 ALL 477086.1 3774784 4.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3501 ALL 477106.1 3774784 4.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3502 ALL 477126.1 3774784 4.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3503 ALL 477146.1 3774784 4.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3504 ALL 477166.1 3774784 3.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3505 ALL 477186.1 3774784 3.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3506 ALL 477206.1 3774784 3.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3507 ALL 477226.1 3774784 3.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3508 ALL 477246.1 3774784 2.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3509 ALL 477266.1 3774784 2.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3510 ALL 477286.1 3774784 2.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3511 ALL 477306.1 3774784 2.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3512 ALL 477326.1 3774784 2.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3513 ALL 477346.1 3774784 2.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3514 ALL 477366.1 3774784 2.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3515 ALL 477386.1 3774784 2.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3516 ALL 477406.1 3774784 2.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3517 ALL 477426.1 3774784 2.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3518 ALL 477446.1 3774784 2.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3519 ALL 477466.1 3774784 2.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3520 ALL 477486.1 3774784 2.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3521 ALL 477506.1 3774784 2.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3522 ALL 477526.1 3774784 2.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3523 ALL 475946.1 3774804 3.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3524 ALL 475966.1 3774804 4.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3525 ALL 475986.1 3774804 4.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3526 ALL 476006.1 3774804 4.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3527 ALL 476026.1 3774804 4.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3528 ALL 476046.1 3774804 4.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3529 ALL 476066.1 3774804 4.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3530 ALL 476086.1 3774804 5.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3531 ALL 476106.1 3774804 5.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3532 ALL 476126.1 3774804 5.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3533 ALL 476146.1 3774804 5.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3534 ALL 476166.1 3774804 5.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3535 ALL 476186.1 3774804 6.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3536 ALL 476206.1 3774804 6.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3537 ALL 476226.1 3774804 6.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3538 ALL 476246.1 3774804 6.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3539 ALL 476266.1 3774804 6.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3540 ALL 476286.1 3774804 7.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3541 ALL 476306.1 3774804 7.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3542 ALL 476326.1 3774804 7.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3543 ALL 476346.1 3774804 7.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3544 ALL 476366.1 3774804 7.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3545 ALL 476386.1 3774804 7.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3546 ALL 476406.1 3774804 8.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3547 ALL 476426.1 3774804 8.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3548 ALL 476446.1 3774804 8.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3549 ALL 476466.1 3774804 8.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3550 ALL 476486.1 3774804 8.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3551 ALL 476506.1 3774804 8.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3552 ALL 476526.1 3774804 8.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3553 ALL 476546.1 3774804 8.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3554 ALL 476566.1 3774804 8.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3555 ALL 476586.1 3774804 8.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3556 ALL 476606.1 3774804 8.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3557 ALL 476626.1 3774804 8.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3558 ALL 476646.1 3774804 8.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops8.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3559 ALL 476666.1 3774804 7.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3560 ALL 476686.1 3774804 7.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3561 ALL 476706.1 3774804 7.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3562 ALL 476726.1 3774804 7.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3563 ALL 476746.1 3774804 7.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3564 ALL 476766.1 3774804 7.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3565 ALL 476786.1 3774804 6.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3566 ALL 476806.1 3774804 6.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3567 ALL 476826.1 3774804 6.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3568 ALL 476846.1 3774804 6.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3569 ALL 476866.1 3774804 6.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3570 ALL 476886.1 3774804 5.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3571 ALL 476906.1 3774804 5.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3572 ALL 476926.1 3774804 5.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3573 ALL 476946.1 3774804 5.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3574 ALL 476966.1 3774804 5.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3575 ALL 476986.1 3774804 4.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3576 ALL 477006.1 3774804 4.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3577 ALL 477026.1 3774804 4.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3578 ALL 477046.1 3774804 4.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3579 ALL 477066.1 3774804 4.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3580 ALL 477086.1 3774804 4.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3581 ALL 477106.1 3774804 4.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3582 ALL 477126.1 3774804 4.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3583 ALL 477146.1 3774804 3.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3584 ALL 477166.1 3774804 3.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3585 ALL 477186.1 3774804 3.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3586 ALL 477206.1 3774804 3.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3587 ALL 477226.1 3774804 2.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3588 ALL 477246.1 3774804 2.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3589 ALL 477266.1 3774804 2.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3590 ALL 477286.1 3774804 2.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3591 ALL 477306.1 3774804 2.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3592 ALL 477326.1 3774804 2.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3593 ALL 477346.1 3774804 2.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3594 ALL 477366.1 3774804 2.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3595 ALL 477386.1 3774804 2.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3596 ALL 477406.1 3774804 2.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3597 ALL 477426.1 3774804 2.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3598 ALL 477446.1 3774804 2.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3599 ALL 477466.1 3774804 2.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3600 ALL 477486.1 3774804 2.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3601 ALL 477506.1 3774804 2.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3602 ALL 477526.1 3774804 2.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3603 ALL 475946.1 3774824 3.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3604 ALL 475966.1 3774824 3.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3605 ALL 475986.1 3774824 4.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3606 ALL 476006.1 3774824 4.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3607 ALL 476026.1 3774824 4.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3608 ALL 476046.1 3774824 4.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3609 ALL 476066.1 3774824 4.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3610 ALL 476086.1 3774824 4.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3611 ALL 476106.1 3774824 5.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3612 ALL 476126.1 3774824 5.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3613 ALL 476146.1 3774824 5.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3614 ALL 476166.1 3774824 5.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3615 ALL 476186.1 3774824 5.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3616 ALL 476206.1 3774824 5.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3617 ALL 476226.1 3774824 6.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3618 ALL 476246.1 3774824 6.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3619 ALL 476266.1 3774824 6.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3620 ALL 476286.1 3774824 6.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3621 ALL 476306.1 3774824 6.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3622 ALL 476326.1 3774824 6.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3623 ALL 476346.1 3774824 7.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3624 ALL 476366.1 3774824 7.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3625 ALL 476386.1 3774824 7.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3626 ALL 476406.1 3774824 7.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3627 ALL 476426.1 3774824 7.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3628 ALL 476446.1 3774824 7.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3629 ALL 476466.1 3774824 7.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3630 ALL 476486.1 3774824 7.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3631 ALL 476506.1 3774824 7.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3632 ALL 476526.1 3774824 7.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3633 ALL 476546.1 3774824 7.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3634 ALL 476566.1 3774824 7.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3635 ALL 476586.1 3774824 7.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3636 ALL 476606.1 3774824 7.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3637 ALL 476626.1 3774824 7.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3638 ALL 476646.1 3774824 7.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3639 ALL 476666.1 3774824 7.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3640 ALL 476686.1 3774824 7.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3641 ALL 476706.1 3774824 7.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3642 ALL 476726.1 3774824 6.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3643 ALL 476746.1 3774824 6.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3644 ALL 476766.1 3774824 6.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3645 ALL 476786.1 3774824 6.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3646 ALL 476806.1 3774824 6.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3647 ALL 476826.1 3774824 6.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3648 ALL 476846.1 3774824 5.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3649 ALL 476866.1 3774824 5.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3650 ALL 476886.1 3774824 5.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3651 ALL 476906.1 3774824 5.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3652 ALL 476926.1 3774824 5.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3653 ALL 476946.1 3774824 5.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3654 ALL 476966.1 3774824 4.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3655 ALL 476986.1 3774824 4.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3656 ALL 477006.1 3774824 4.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3657 ALL 477026.1 3774824 4.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3658 ALL 477046.1 3774824 4.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3659 ALL 477066.1 3774824 4.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3660 ALL 477086.1 3774824 4.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3661 ALL 477106.1 3774824 3.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3662 ALL 477126.1 3774824 3.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3663 ALL 477146.1 3774824 3.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3664 ALL 477166.1 3774824 3.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3665 ALL 477186.1 3774824 2.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3666 ALL 477206.1 3774824 2.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3667 ALL 477226.1 3774824 2.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3668 ALL 477246.1 3774824 2.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3669 ALL 477266.1 3774824 2.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3670 ALL 477286.1 3774824 2.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3671 ALL 477306.1 3774824 2.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3672 ALL 477326.1 3774824 2.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3673 ALL 477346.1 3774824 2.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3674 ALL 477366.1 3774824 2.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3675 ALL 477386.1 3774824 2.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3676 ALL 477406.1 3774824 2.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3677 ALL 477426.1 3774824 2.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3678 ALL 477446.1 3774824 2.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3679 ALL 477466.1 3774824 2.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3680 ALL 477486.1 3774824 2.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3681 ALL 477506.1 3774824 2.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3682 ALL 477526.1 3774824 2.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3683 ALL 475946.1 3774844 3.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3684 ALL 475966.1 3774844 3.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3685 ALL 475986.1 3774844 3.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3686 ALL 476006.1 3774844 4.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3687 ALL 476026.1 3774844 4.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3688 ALL 476046.1 3774844 4.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3689 ALL 476066.1 3774844 4.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3690 ALL 476086.1 3774844 4.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3691 ALL 476106.1 3774844 4.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3692 ALL 476126.1 3774844 4.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3693 ALL 476146.1 3774844 5.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3694 ALL 476166.1 3774844 5.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3695 ALL 476186.1 3774844 5.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3696 ALL 476206.1 3774844 5.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3697 ALL 476226.1 3774844 5.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3698 ALL 476246.1 3774844 5.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3699 ALL 476266.1 3774844 6.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3700 ALL 476286.1 3774844 6.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3701 ALL 476306.1 3774844 6.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3702 ALL 476326.1 3774844 6.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3703 ALL 476346.1 3774844 6.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3704 ALL 476366.1 3774844 6.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3705 ALL 476386.1 3774844 6.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3706 ALL 476406.1 3774844 7.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3707 ALL 476426.1 3774844 7.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3708 ALL 476446.1 3774844 7.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3709 ALL 476466.1 3774844 7.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3710 ALL 476486.1 3774844 7.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3711 ALL 476506.1 3774844 7.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3712 ALL 476526.1 3774844 7.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3713 ALL 476546.1 3774844 7.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3714 ALL 476566.1 3774844 7.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3715 ALL 476586.1 3774844 7.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3716 ALL 476606.1 3774844 7.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3717 ALL 476626.1 3774844 7.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3718 ALL 476646.1 3774844 7.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops7.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3719 ALL 476666.1 3774844 6.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3720 ALL 476686.1 3774844 6.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3721 ALL 476706.1 3774844 6.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3722 ALL 476726.1 3774844 6.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3723 ALL 476746.1 3774844 6.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3724 ALL 476766.1 3774844 6.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3725 ALL 476786.1 3774844 6.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3726 ALL 476806.1 3774844 5.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3727 ALL 476826.1 3774844 5.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3728 ALL 476846.1 3774844 5.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3729 ALL 476866.1 3774844 5.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3730 ALL 476886.1 3774844 5.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3731 ALL 476906.1 3774844 5.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3732 ALL 476926.1 3774844 5.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3733 ALL 476946.1 3774844 4.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3734 ALL 476966.1 3774844 4.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3735 ALL 476986.1 3774844 4.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3736 ALL 477006.1 3774844 4.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3737 ALL 477026.1 3774844 4.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3738 ALL 477046.1 3774844 4.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3739 ALL 477066.1 3774844 4.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3740 ALL 477086.1 3774844 3.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3741 ALL 477106.1 3774844 3.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3742 ALL 477126.1 3774844 3.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3743 ALL 477146.1 3774844 3.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3744 ALL 477166.1 3774844 2.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3745 ALL 477186.1 3774844 2.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3746 ALL 477206.1 3774844 2.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3747 ALL 477226.1 3774844 2.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3748 ALL 477246.1 3774844 2.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3749 ALL 477266.1 3774844 2.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3750 ALL 477286.1 3774844 2.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3751 ALL 477306.1 3774844 2.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3752 ALL 477326.1 3774844 2.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3753 ALL 477346.1 3774844 2.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3754 ALL 477366.1 3774844 2.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3755 ALL 477386.1 3774844 2.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3756 ALL 477406.1 3774844 2.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3757 ALL 477426.1 3774844 2.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3758 ALL 477446.1 3774844 2.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3759 ALL 477466.1 3774844 2.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3760 ALL 477486.1 3774844 2.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3761 ALL 477506.1 3774844 1.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3762 ALL 477526.1 3774844 1.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3763 ALL 475946.1 3774864 3.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3764 ALL 475966.1 3774864 3.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3765 ALL 475986.1 3774864 3.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3766 ALL 476006.1 3774864 3.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3767 ALL 476026.1 3774864 4.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3768 ALL 476046.1 3774864 4.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3769 ALL 476066.1 3774864 4.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3770 ALL 476086.1 3774864 4.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3771 ALL 476106.1 3774864 4.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3772 ALL 476126.1 3774864 4.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3773 ALL 476146.1 3774864 4.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3774 ALL 476166.1 3774864 5.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3775 ALL 476186.1 3774864 5.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3776 ALL 476206.1 3774864 5.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3777 ALL 476226.1 3774864 5.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3778 ALL 476246.1 3774864 5.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3779 ALL 476266.1 3774864 5.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3780 ALL 476286.1 3774864 5.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3781 ALL 476306.1 3774864 6.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3782 ALL 476326.1 3774864 6.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3783 ALL 476346.1 3774864 6.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3784 ALL 476366.1 3774864 6.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3785 ALL 476386.1 3774864 6.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3786 ALL 476406.1 3774864 6.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3787 ALL 476426.1 3774864 6.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3788 ALL 476446.1 3774864 6.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3789 ALL 476466.1 3774864 6.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3790 ALL 476486.1 3774864 6.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3791 ALL 476506.1 3774864 6.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3792 ALL 476526.1 3774864 6.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3793 ALL 476546.1 3774864 6.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3794 ALL 476566.1 3774864 6.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3795 ALL 476586.1 3774864 6.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3796 ALL 476606.1 3774864 6.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3797 ALL 476626.1 3774864 6.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3798 ALL 476646.1 3774864 6.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3799 ALL 476666.1 3774864 6.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3800 ALL 476686.1 3774864 6.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3801 ALL 476706.1 3774864 6.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3802 ALL 476726.1 3774864 6.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3803 ALL 476746.1 3774864 6.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3804 ALL 476766.1 3774864 5.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3805 ALL 476786.1 3774864 5.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3806 ALL 476806.1 3774864 5.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3807 ALL 476826.1 3774864 5.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3808 ALL 476846.1 3774864 5.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3809 ALL 476866.1 3774864 5.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3810 ALL 476886.1 3774864 5.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3811 ALL 476906.1 3774864 4.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3812 ALL 476926.1 3774864 4.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3813 ALL 476946.1 3774864 4.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3814 ALL 476966.1 3774864 4.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3815 ALL 476986.1 3774864 4.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3816 ALL 477006.1 3774864 4.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3817 ALL 477026.1 3774864 4.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3818 ALL 477046.1 3774864 4.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3819 ALL 477066.1 3774864 3.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3820 ALL 477086.1 3774864 3.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3821 ALL 477106.1 3774864 3.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3822 ALL 477126.1 3774864 3.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3823 ALL 477146.1 3774864 2.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3824 ALL 477166.1 3774864 2.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3825 ALL 477186.1 3774864 2.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3826 ALL 477206.1 3774864 2.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3827 ALL 477226.1 3774864 2.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3828 ALL 477246.1 3774864 2.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3829 ALL 477266.1 3774864 2.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3830 ALL 477286.1 3774864 2.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3831 ALL 477306.1 3774864 2.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3832 ALL 477326.1 3774864 2.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3833 ALL 477346.1 3774864 2.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3834 ALL 477366.1 3774864 2.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3835 ALL 477386.1 3774864 2.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3836 ALL 477406.1 3774864 2.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3837 ALL 477426.1 3774864 2.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3838 ALL 477446.1 3774864 2.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3839 ALL 477466.1 3774864 1.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3840 ALL 477486.1 3774864 1.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3841 ALL 477506.1 3774864 1.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3842 ALL 477526.1 3774864 1.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3843 ALL 475946.1 3774884 3.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3844 ALL 475966.1 3774884 3.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3845 ALL 475986.1 3774884 3.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3846 ALL 476006.1 3774884 3.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3847 ALL 476026.1 3774884 3.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3848 ALL 476046.1 3774884 4.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3849 ALL 476066.1 3774884 4.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3850 ALL 476086.1 3774884 4.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3851 ALL 476106.1 3774884 4.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3852 ALL 476126.1 3774884 4.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3853 ALL 476146.1 3774884 4.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3854 ALL 476166.1 3774884 4.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3855 ALL 476186.1 3774884 4.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3856 ALL 476206.1 3774884 5.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3857 ALL 476226.1 3774884 5.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3858 ALL 476246.1 3774884 5.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3859 ALL 476266.1 3774884 5.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3860 ALL 476286.1 3774884 5.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3861 ALL 476306.1 3774884 5.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3862 ALL 476326.1 3774884 5.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3863 ALL 476346.1 3774884 5.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3864 ALL 476366.1 3774884 6.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3865 ALL 476386.1 3774884 6.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3866 ALL 476406.1 3774884 6.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3867 ALL 476426.1 3774884 6.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3868 ALL 476446.1 3774884 6.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3869 ALL 476466.1 3774884 6.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3870 ALL 476486.1 3774884 6.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3871 ALL 476506.1 3774884 6.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3872 ALL 476526.1 3774884 6.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3873 ALL 476546.1 3774884 6.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3874 ALL 476566.1 3774884 6.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3875 ALL 476586.1 3774884 6.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3876 ALL 476606.1 3774884 6.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3877 ALL 476626.1 3774884 6.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3878 ALL 476646.1 3774884 6.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3879 ALL 476666.1 3774884 6.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3880 ALL 476686.1 3774884 6.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3881 ALL 476706.1 3774884 5.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3882 ALL 476726.1 3774884 5.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3883 ALL 476746.1 3774884 5.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3884 ALL 476766.1 3774884 5.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3885 ALL 476786.1 3774884 5.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3886 ALL 476806.1 3774884 5.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3887 ALL 476826.1 3774884 5.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3888 ALL 476846.1 3774884 5.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3889 ALL 476866.1 3774884 4.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3890 ALL 476886.1 3774884 4.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3891 ALL 476906.1 3774884 4.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3892 ALL 476926.1 3774884 4.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3893 ALL 476946.1 3774884 4.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3894 ALL 476966.1 3774884 4.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3895 ALL 476986.1 3774884 4.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3896 ALL 477006.1 3774884 4.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3897 ALL 477026.1 3774884 4.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3898 ALL 477046.1 3774884 3.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3899 ALL 477066.1 3774884 3.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3900 ALL 477086.1 3774884 3.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3901 ALL 477106.1 3774884 3.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3902 ALL 477126.1 3774884 2.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3903 ALL 477146.1 3774884 2.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3904 ALL 477166.1 3774884 2.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3905 ALL 477186.1 3774884 2.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3906 ALL 477206.1 3774884 2.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3907 ALL 477226.1 3774884 2.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3908 ALL 477246.1 3774884 2.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3909 ALL 477266.1 3774884 2.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3910 ALL 477286.1 3774884 2.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3911 ALL 477306.1 3774884 2.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3912 ALL 477326.1 3774884 2.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3913 ALL 477346.1 3774884 2.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3914 ALL 477366.1 3774884 2.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3915 ALL 477386.1 3774884 2.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3916 ALL 477406.1 3774884 2.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3917 ALL 477426.1 3774884 2.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3918 ALL 477446.1 3774884 1.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3919 ALL 477466.1 3774884 1.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3920 ALL 477486.1 3774884 1.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3921 ALL 477506.1 3774884 1.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3922 ALL 477526.1 3774884 1.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3923 ALL 475946.1 3774904 3.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3924 ALL 475966.1 3774904 3.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3925 ALL 475986.1 3774904 3.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3926 ALL 476006.1 3774904 3.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3927 ALL 476026.1 3774904 3.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3928 ALL 476046.1 3774904 3.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3929 ALL 476066.1 3774904 4.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3930 ALL 476086.1 3774904 4.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3931 ALL 476106.1 3774904 4.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3932 ALL 476126.1 3774904 4.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3933 ALL 476146.1 3774904 4.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3934 ALL 476166.1 3774904 4.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3935 ALL 476186.1 3774904 4.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3936 ALL 476206.1 3774904 4.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3937 ALL 476226.1 3774904 5.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3938 ALL 476246.1 3774904 5.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3939 ALL 476266.1 3774904 5.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3940 ALL 476286.1 3774904 5.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3941 ALL 476306.1 3774904 5.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3942 ALL 476326.1 3774904 5.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3943 ALL 476346.1 3774904 5.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3944 ALL 476366.1 3774904 5.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3945 ALL 476386.1 3774904 5.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3946 ALL 476406.1 3774904 5.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3947 ALL 476426.1 3774904 5.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3948 ALL 476446.1 3774904 6.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3949 ALL 476466.1 3774904 6.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3950 ALL 476486.1 3774904 6.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3951 ALL 476506.1 3774904 6.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3952 ALL 476526.1 3774904 6.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3953 ALL 476546.1 3774904 6.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3954 ALL 476566.1 3774904 6.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3955 ALL 476586.1 3774904 6.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3956 ALL 476606.1 3774904 6.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops6.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3957 ALL 476626.1 3774904 5.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3958 ALL 476646.1 3774904 5.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3959 ALL 476666.1 3774904 5.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3960 ALL 476686.1 3774904 5.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3961 ALL 476706.1 3774904 5.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3962 ALL 476726.1 3774904 5.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3963 ALL 476746.1 3774904 5.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3964 ALL 476766.1 3774904 5.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3965 ALL 476786.1 3774904 5.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3966 ALL 476806.1 3774904 5.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3967 ALL 476826.1 3774904 5.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3968 ALL 476846.1 3774904 4.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3969 ALL 476866.1 3774904 4.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3970 ALL 476886.1 3774904 4.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3971 ALL 476906.1 3774904 4.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3972 ALL 476926.1 3774904 4.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3973 ALL 476946.1 3774904 4.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3974 ALL 476966.1 3774904 4.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3975 ALL 476986.1 3774904 4.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3976 ALL 477006.1 3774904 3.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3977 ALL 477026.1 3774904 3.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3978 ALL 477046.1 3774904 3.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3979 ALL 477066.1 3774904 3.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3980 ALL 477086.1 3774904 3.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3981 ALL 477106.1 3774904 2.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3982 ALL 477126.1 3774904 2.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3983 ALL 477146.1 3774904 2.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3984 ALL 477166.1 3774904 2.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3985 ALL 477186.1 3774904 2.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3986 ALL 477206.1 3774904 2.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3987 ALL 477226.1 3774904 2.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3988 ALL 477246.1 3774904 2.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3989 ALL 477266.1 3774904 2.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3990 ALL 477286.1 3774904 2.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3991 ALL 477306.1 3774904 2.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3992 ALL 477326.1 3774904 2.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3993 ALL 477346.1 3774904 2.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3994 ALL 477366.1 3774904 2.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3995 ALL 477386.1 3774904 2.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3996 ALL 477406.1 3774904 1.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3997 ALL 477426.1 3774904 1.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3998 ALL 477446.1 3774904 1.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3999 ALL 477466.1 3774904 1.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4000 ALL 477486.1 3774904 1.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4001 ALL 477506.1 3774904 1.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4002 ALL 477526.1 3774904 1.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4003 ALL 475946.1 3774924 3.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4004 ALL 475966.1 3774924 3.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4005 ALL 475986.1 3774924 3.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4006 ALL 476006.1 3774924 3.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4007 ALL 476026.1 3774924 3.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4008 ALL 476046.1 3774924 3.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4009 ALL 476066.1 3774924 3.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4010 ALL 476086.1 3774924 4.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4011 ALL 476106.1 3774924 4.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4012 ALL 476126.1 3774924 4.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4013 ALL 476146.1 3774924 4.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4014 ALL 476166.1 3774924 4.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4015 ALL 476186.1 3774924 4.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4016 ALL 476206.1 3774924 4.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4017 ALL 476226.1 3774924 4.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4018 ALL 476246.1 3774924 4.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4019 ALL 476266.1 3774924 4.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4020 ALL 476286.1 3774924 5.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4021 ALL 476306.1 3774924 5.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4022 ALL 476326.1 3774924 5.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4023 ALL 476346.1 3774924 5.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4024 ALL 476366.1 3774924 5.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4025 ALL 476386.1 3774924 5.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4026 ALL 476406.1 3774924 5.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4027 ALL 476426.1 3774924 5.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4028 ALL 476446.1 3774924 5.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4029 ALL 476466.1 3774924 5.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4030 ALL 476486.1 3774924 5.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4031 ALL 476506.1 3774924 5.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4032 ALL 476526.1 3774924 5.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4033 ALL 476546.1 3774924 5.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4034 ALL 476566.1 3774924 5.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4035 ALL 476586.1 3774924 5.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4036 ALL 476606.1 3774924 5.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4037 ALL 476626.1 3774924 5.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4038 ALL 476646.1 3774924 5.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4039 ALL 476666.1 3774924 5.49E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4040 ALL 476686.1 3774924 5.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4041 ALL 476706.1 3774924 5.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4042 ALL 476726.1 3774924 5.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4043 ALL 476746.1 3774924 5.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4044 ALL 476766.1 3774924 5.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4045 ALL 476786.1 3774924 4.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4046 ALL 476806.1 3774924 4.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4047 ALL 476826.1 3774924 4.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4048 ALL 476846.1 3774924 4.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4049 ALL 476866.1 3774924 4.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4050 ALL 476886.1 3774924 4.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4051 ALL 476906.1 3774924 4.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4052 ALL 476926.1 3774924 4.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4053 ALL 476946.1 3774924 4.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4054 ALL 476966.1 3774924 4.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4055 ALL 476986.1 3774924 3.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4056 ALL 477006.1 3774924 3.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4057 ALL 477026.1 3774924 3.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4058 ALL 477046.1 3774924 3.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4059 ALL 477066.1 3774924 3.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4060 ALL 477086.1 3774924 3.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4061 ALL 477106.1 3774924 2.80E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4062 ALL 477126.1 3774924 2.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4063 ALL 477146.1 3774924 2.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4064 ALL 477166.1 3774924 2.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4065 ALL 477186.1 3774924 2.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4066 ALL 477206.1 3774924 2.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4067 ALL 477226.1 3774924 2.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4068 ALL 477246.1 3774924 2.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4069 ALL 477266.1 3774924 2.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4070 ALL 477286.1 3774924 2.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4071 ALL 477306.1 3774924 2.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4072 ALL 477326.1 3774924 2.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4073 ALL 477346.1 3774924 2.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4074 ALL 477366.1 3774924 2.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4075 ALL 477386.1 3774924 1.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4076 ALL 477406.1 3774924 1.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4077 ALL 477426.1 3774924 1.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4078 ALL 477446.1 3774924 1.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4079 ALL 477466.1 3774924 1.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4080 ALL 477486.1 3774924 1.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4081 ALL 477506.1 3774924 1.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4082 ALL 477526.1 3774924 1.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4083 ALL 475946.1 3774944 3.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4084 ALL 475966.1 3774944 3.29E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4085 ALL 475986.1 3774944 3.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4086 ALL 476006.1 3774944 3.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4087 ALL 476026.1 3774944 3.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4088 ALL 476046.1 3774944 3.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4089 ALL 476066.1 3774944 3.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4090 ALL 476086.1 3774944 3.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4091 ALL 476106.1 3774944 3.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4092 ALL 476126.1 3774944 4.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4093 ALL 476146.1 3774944 4.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4094 ALL 476166.1 3774944 4.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4095 ALL 476186.1 3774944 4.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4096 ALL 476206.1 3774944 4.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4097 ALL 476226.1 3774944 4.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4098 ALL 476246.1 3774944 4.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4099 ALL 476266.1 3774944 4.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4100 ALL 476286.1 3774944 4.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4101 ALL 476306.1 3774944 4.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4102 ALL 476326.1 3774944 5.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4103 ALL 476346.1 3774944 5.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4104 ALL 476366.1 3774944 5.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4105 ALL 476386.1 3774944 5.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4106 ALL 476406.1 3774944 5.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4107 ALL 476426.1 3774944 5.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4108 ALL 476446.1 3774944 5.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4109 ALL 476466.1 3774944 5.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4110 ALL 476486.1 3774944 5.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4111 ALL 476506.1 3774944 5.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4112 ALL 476526.1 3774944 5.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4113 ALL 476546.1 3774944 5.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4114 ALL 476566.1 3774944 5.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4115 ALL 476586.1 3774944 5.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4116 ALL 476606.1 3774944 5.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4117 ALL 476626.1 3774944 5.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4118 ALL 476646.1 3774944 5.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4119 ALL 476666.1 3774944 5.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4120 ALL 476686.1 3774944 5.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4121 ALL 476706.1 3774944 5.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4122 ALL 476726.1 3774944 4.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4123 ALL 476746.1 3774944 4.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4124 ALL 476766.1 3774944 4.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4125 ALL 476786.1 3774944 4.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4126 ALL 476806.1 3774944 4.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4127 ALL 476826.1 3774944 4.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4128 ALL 476846.1 3774944 4.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4129 ALL 476866.1 3774944 4.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4130 ALL 476886.1 3774944 4.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4131 ALL 476906.1 3774944 4.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4132 ALL 476926.1 3774944 4.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4133 ALL 476946.1 3774944 3.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4134 ALL 476966.1 3774944 3.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4135 ALL 476986.1 3774944 3.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4136 ALL 477006.1 3774944 3.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4137 ALL 477026.1 3774944 3.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4138 ALL 477046.1 3774944 3.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4139 ALL 477066.1 3774944 3.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4140 ALL 477086.1 3774944 3.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4141 ALL 477106.1 3774944 2.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4142 ALL 477126.1 3774944 2.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4143 ALL 477146.1 3774944 2.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4144 ALL 477166.1 3774944 2.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4145 ALL 477186.1 3774944 2.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4146 ALL 477206.1 3774944 2.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4147 ALL 477226.1 3774944 2.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4148 ALL 477246.1 3774944 2.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4149 ALL 477266.1 3774944 2.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4150 ALL 477286.1 3774944 2.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4151 ALL 477306.1 3774944 2.07E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4152 ALL 477326.1 3774944 2.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4153 ALL 477346.1 3774944 1.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4154 ALL 477366.1 3774944 1.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4155 ALL 477386.1 3774944 1.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4156 ALL 477406.1 3774944 1.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4157 ALL 477426.1 3774944 1.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4158 ALL 477446.1 3774944 1.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4159 ALL 477466.1 3774944 1.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4160 ALL 477486.1 3774944 1.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4161 ALL 477506.1 3774944 1.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4162 ALL 477526.1 3774944 1.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4163 ALL 475946.1 3774964 3.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4164 ALL 475966.1 3774964 3.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4165 ALL 475986.1 3774964 3.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4166 ALL 476006.1 3774964 3.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4167 ALL 476026.1 3774964 3.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4168 ALL 476046.1 3774964 3.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4169 ALL 476066.1 3774964 3.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4170 ALL 476086.1 3774964 3.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4171 ALL 476106.1 3774964 3.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4172 ALL 476126.1 3774964 3.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4173 ALL 476146.1 3774964 3.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4174 ALL 476166.1 3774964 4.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4175 ALL 476186.1 3774964 4.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4176 ALL 476206.1 3774964 4.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4177 ALL 476226.1 3774964 4.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4178 ALL 476246.1 3774964 4.44E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4179 ALL 476266.1 3774964 4.53E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4180 ALL 476286.1 3774964 4.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4181 ALL 476306.1 3774964 4.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4182 ALL 476326.1 3774964 4.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4183 ALL 476346.1 3774964 4.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4184 ALL 476366.1 3774964 4.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4185 ALL 476386.1 3774964 4.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4186 ALL 476406.1 3774964 5.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4187 ALL 476426.1 3774964 5.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4188 ALL 476446.1 3774964 5.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4189 ALL 476466.1 3774964 5.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4190 ALL 476486.1 3774964 5.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4191 ALL 476506.1 3774964 5.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4192 ALL 476526.1 3774964 5.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4193 ALL 476546.1 3774964 5.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4194 ALL 476566.1 3774964 5.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4195 ALL 476586.1 3774964 5.11E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4196 ALL 476606.1 3774964 5.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4197 ALL 476626.1 3774964 5.04E-07 4YrCancerRMP_InhSoilDermMMilkCrops5.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4198 ALL 476646.1 3774964 4.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4199 ALL 476666.1 3774964 4.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4200 ALL 476686.1 3774964 4.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4201 ALL 476706.1 3774964 4.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4202 ALL 476726.1 3774964 4.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4203 ALL 476746.1 3774964 4.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4204 ALL 476766.1 3774964 4.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4205 ALL 476786.1 3774964 4.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4206 ALL 476806.1 3774964 4.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4207 ALL 476826.1 3774964 4.35E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4208 ALL 476846.1 3774964 4.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4209 ALL 476866.1 3774964 4.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4210 ALL 476886.1 3774964 4.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4211 ALL 476906.1 3774964 4.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4212 ALL 476926.1 3774964 3.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4213 ALL 476946.1 3774964 3.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4214 ALL 476966.1 3774964 3.73E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4215 ALL 476986.1 3774964 3.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4216 ALL 477006.1 3774964 3.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4217 ALL 477026.1 3774964 3.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4218 ALL 477046.1 3774964 3.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4219 ALL 477066.1 3774964 3.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4220 ALL 477086.1 3774964 2.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4221 ALL 477106.1 3774964 2.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4222 ALL 477126.1 3774964 2.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4223 ALL 477146.1 3774964 2.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4224 ALL 477166.1 3774964 2.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4225 ALL 477186.1 3774964 2.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4226 ALL 477206.1 3774964 2.26E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4227 ALL 477226.1 3774964 2.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4228 ALL 477246.1 3774964 2.14E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4229 ALL 477266.1 3774964 2.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4230 ALL 477286.1 3774964 2.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4231 ALL 477306.1 3774964 2.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4232 ALL 477326.1 3774964 1.97E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4233 ALL 477346.1 3774964 1.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4234 ALL 477366.1 3774964 1.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4235 ALL 477386.1 3774964 1.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4236 ALL 477406.1 3774964 1.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4237 ALL 477426.1 3774964 1.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4238 ALL 477446.1 3774964 1.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4239 ALL 477466.1 3774964 1.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4240 ALL 477486.1 3774964 1.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4241 ALL 477506.1 3774964 1.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4242 ALL 477526.1 3774964 1.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4243 ALL 475946.1 3774984 3.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4244 ALL 475966.1 3774984 3.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4245 ALL 475986.1 3774984 3.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4246 ALL 476006.1 3774984 3.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4247 ALL 476026.1 3774984 3.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4248 ALL 476046.1 3774984 3.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4249 ALL 476066.1 3774984 3.50E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4250 ALL 476086.1 3774984 3.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4251 ALL 476106.1 3774984 3.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4252 ALL 476126.1 3774984 3.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4253 ALL 476146.1 3774984 3.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4254 ALL 476166.1 3774984 3.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4255 ALL 476186.1 3774984 4.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4256 ALL 476206.1 3774984 4.09E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4257 ALL 476226.1 3774984 4.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4258 ALL 476246.1 3774984 4.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4259 ALL 476266.1 3774984 4.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4260 ALL 476286.1 3774984 4.40E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4261 ALL 476306.1 3774984 4.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4262 ALL 476326.1 3774984 4.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4263 ALL 476346.1 3774984 4.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4264 ALL 476366.1 3774984 4.65E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4265 ALL 476386.1 3774984 4.70E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4266 ALL 476406.1 3774984 4.75E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4267 ALL 476426.1 3774984 4.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4268 ALL 476446.1 3774984 4.82E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4269 ALL 476466.1 3774984 4.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4270 ALL 476486.1 3774984 4.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4271 ALL 476506.1 3774984 4.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4272 ALL 476526.1 3774984 4.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4273 ALL 476546.1 3774984 4.87E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4274 ALL 476566.1 3774984 4.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4275 ALL 476586.1 3774984 4.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4276 ALL 476606.1 3774984 4.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4277 ALL 476626.1 3774984 4.78E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4278 ALL 476646.1 3774984 4.74E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4279 ALL 476666.1 3774984 4.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4280 ALL 476686.1 3774984 4.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4281 ALL 476706.1 3774984 4.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4282 ALL 476726.1 3774984 4.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4283 ALL 476746.1 3774984 4.45E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4284 ALL 476766.1 3774984 4.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4285 ALL 476786.1 3774984 4.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4286 ALL 476806.1 3774984 4.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4287 ALL 476826.1 3774984 4.16E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4288 ALL 476846.1 3774984 4.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4289 ALL 476866.1 3774984 4.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4290 ALL 476886.1 3774984 3.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4291 ALL 476906.1 3774984 3.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4292 ALL 476926.1 3774984 3.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4293 ALL 476946.1 3774984 3.68E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4294 ALL 476966.1 3774984 3.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4295 ALL 476986.1 3774984 3.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4296 ALL 477006.1 3774984 3.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4297 ALL 477026.1 3774984 3.36E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4298 ALL 477046.1 3774984 3.28E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4299 ALL 477066.1 3774984 3.21E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4300 ALL 477086.1 3774984 2.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4301 ALL 477106.1 3774984 2.47E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4302 ALL 477126.1 3774984 2.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4303 ALL 477146.1 3774984 2.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4304 ALL 477166.1 3774984 2.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4305 ALL 477186.1 3774984 2.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4306 ALL 477206.1 3774984 2.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4307 ALL 477226.1 3774984 2.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4308 ALL 477246.1 3774984 2.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4309 ALL 477266.1 3774984 2.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4310 ALL 477286.1 3774984 1.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4311 ALL 477306.1 3774984 1.95E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4312 ALL 477326.1 3774984 1.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4313 ALL 477346.1 3774984 1.88E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4314 ALL 477366.1 3774984 1.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4315 ALL 477386.1 3774984 1.81E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4316 ALL 477406.1 3774984 1.77E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4317 ALL 477426.1 3774984 1.71E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4318 ALL 477446.1 3774984 1.67E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4319 ALL 477466.1 3774984 1.64E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4320 ALL 477486.1 3774984 1.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4321 ALL 477506.1 3774984 1.59E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4322 ALL 477526.1 3774984 1.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4323 ALL 475946.1 3775004 2.93E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4324 ALL 475966.1 3775004 3.00E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4325 ALL 475986.1 3775004 3.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4326 ALL 476006.1 3775004 3.15E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4327 ALL 476026.1 3775004 3.23E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4328 ALL 476046.1 3775004 3.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4329 ALL 476066.1 3775004 3.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4330 ALL 476086.1 3775004 3.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4331 ALL 476106.1 3775004 3.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4332 ALL 476126.1 3775004 3.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4333 ALL 476146.1 3775004 3.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4334 ALL 476166.1 3775004 3.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4335 ALL 476186.1 3775004 3.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4336 ALL 476206.1 3775004 3.92E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4337 ALL 476226.1 3775004 3.99E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4338 ALL 476246.1 3775004 4.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4339 ALL 476266.1 3775004 4.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4340 ALL 476286.1 3775004 4.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4341 ALL 476306.1 3775004 4.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4342 ALL 476326.1 3775004 4.33E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4343 ALL 476346.1 3775004 4.38E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4344 ALL 476366.1 3775004 4.43E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4345 ALL 476386.1 3775004 4.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4346 ALL 476406.1 3775004 4.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4347 ALL 476426.1 3775004 4.56E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4348 ALL 476446.1 3775004 4.58E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4349 ALL 476466.1 3775004 4.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4350 ALL 476486.1 3775004 4.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4351 ALL 476506.1 3775004 4.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4352 ALL 476526.1 3775004 4.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4353 ALL 476546.1 3775004 4.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4354 ALL 476566.1 3775004 4.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4355 ALL 476586.1 3775004 4.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4356 ALL 476606.1 3775004 4.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4357 ALL 476626.1 3775004 4.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4358 ALL 476646.1 3775004 4.51E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4359 ALL 476666.1 3775004 4.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4360 ALL 476686.1 3775004 4.42E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4361 ALL 476706.1 3775004 4.37E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4362 ALL 476726.1 3775004 4.31E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4363 ALL 476746.1 3775004 4.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4364 ALL 476766.1 3775004 4.19E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4365 ALL 476786.1 3775004 4.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4366 ALL 476806.1 3775004 4.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4367 ALL 476826.1 3775004 3.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4368 ALL 476846.1 3775004 3.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4369 ALL 476866.1 3775004 3.84E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4370 ALL 476886.1 3775004 3.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4371 ALL 476906.1 3775004 3.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4372 ALL 476926.1 3775004 3.61E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4373 ALL 476946.1 3775004 3.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4374 ALL 476966.1 3775004 3.46E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4375 ALL 476986.1 3775004 3.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4376 ALL 477006.1 3775004 3.32E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4377 ALL 477026.1 3775004 3.24E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4378 ALL 477046.1 3775004 3.17E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4379 ALL 477066.1 3775004 3.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4380 ALL 477086.1 3775004 2.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4381 ALL 477106.1 3775004 2.39E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4382 ALL 477126.1 3775004 2.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4383 ALL 477146.1 3775004 2.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4384 ALL 477166.1 3775004 2.25E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4385 ALL 477186.1 3775004 2.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4386 ALL 477206.1 3775004 2.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4387 ALL 477226.1 3775004 2.06E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4388 ALL 477246.1 3775004 2.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4389 ALL 477266.1 3775004 1.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4390 ALL 477286.1 3775004 1.94E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4391 ALL 477306.1 3775004 1.90E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4392 ALL 477326.1 3775004 1.86E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4393 ALL 477346.1 3775004 1.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4394 ALL 477366.1 3775004 1.79E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4395 ALL 477386.1 3775004 1.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4396 ALL 477406.1 3775004 1.72E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4397 ALL 477426.1 3775004 1.66E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4398 ALL 477446.1 3775004 1.63E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4399 ALL 477466.1 3775004 1.60E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4400 ALL 477486.1 3775004 1.57E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4401 ALL 477506.1 3775004 1.54E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4402 ALL 477526.1 3775004 1.52E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4403 ALL 475946.1 3775024 2.85E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4404 ALL 475966.1 3775024 2.91E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4405 ALL 475986.1 3775024 2.98E-07 4YrCancerRMP_InhSoilDermMMilkCrops2.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4406 ALL 476006.1 3775024 3.05E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4407 ALL 476026.1 3775024 3.12E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4408 ALL 476046.1 3775024 3.20E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4409 ALL 476066.1 3775024 3.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4410 ALL 476086.1 3775024 3.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4411 ALL 476106.1 3775024 3.41E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4412 ALL 476126.1 3775024 3.48E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4413 ALL 476146.1 3775024 3.55E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4414 ALL 476166.1 3775024 3.62E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4415 ALL 476186.1 3775024 3.69E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4416 ALL 476206.1 3775024 3.76E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4417 ALL 476226.1 3775024 3.83E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4418 ALL 476246.1 3775024 3.89E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4419 ALL 476266.1 3775024 3.96E-07 4YrCancerRMP_InhSoilDermMMilkCrops3.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4420 ALL 476286.1 3775024 4.02E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4421 ALL 476306.1 3775024 4.08E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4422 ALL 476326.1 3775024 4.13E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4423 ALL 476346.1 3775024 4.18E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4424 ALL 476366.1 3775024 4.22E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4425 ALL 476386.1 3775024 4.27E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4426 ALL 476406.1 3775024 4.30E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4427 ALL 476426.1 3775024 4.34E-07 4YrCancerRMP_InhSoilDermMMilkCrops4.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

max at school

17.34



Operation
with Mitigation



HARP2 - HRACalc (dated 22118) 12/5/2022 4:08:30 PM - Output Log

GLCs loaded successfully
Pollutants loaded successfully
Pathway receptors loaded successfully
**********************************
RISK SCENARIO SETTINGS

Receptor Type: Resident
Scenario: Cancer
Calculation Method: Derived

**********************************
EXPOSURE DURATION PARAMETERS FOR CANCER

Start Age: -0.25
Total Exposure Duration: 30

Exposure Duration Bin Distribution
3rd Trimester Bin: 0.25
0<2 Years Bin: 2
2<9 Years Bin: 0
2<16 Years Bin: 14
16<30 Years Bin: 14
16 to 70 Years Bin: 0

**********************************
PATHWAYS ENABLED

NOTE: Inhalation is always enabled and used for all assessments.  The remaining 
pathways are only used for cancer and noncancer chronic assessments.

Inhalation: True
Soil: True
Dermal: True
Mother's milk: True
Water: False
Fish: False
Homegrown crops: True
Beef: False
Dairy: False
Pig: False
Chicken: False
Egg: False

**********************************
INHALATION

Daily breathing rate: RMP



**Worker Adjustment Factors**
Worker adjustment factors enabled: NO

**Fraction at time at home**
3rd Trimester to 16 years: OFF
16 years to 70 years: ON

**********************************
SOIL & DERMAL PATHWAY SETTINGS

Deposition rate (m/s): 0.02
Soil mixing depth (m): 0.01
Dermal climate: Warm

**********************************
HOMEGROWN CROP PATHWAY SETTINGS

Household type: HouseholdsthatGarden
Fraction leafy: 0.137
Fraction exposed: 0.137
Fraction protected: 0.137
Fraction root: 0.137

**********************************
TIER 2 SETTINGS
Tier2 not used.

**********************************

Calculating cancer risk
Cancer risk breakdown by pollutant and receptor saved to: 
C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6thRosaOP\hra\OpCancerwMitCancerRisk.csv
Cancer risk total by receptor saved to: C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6thRosaOP\hra\OpCancerwMitCancerRiskSumByRec.csv
HRA ran successfully



*HARP - HRACalc v22118 12/5/2022 4:08:30 PM - Cancer Risk -  Input File: C:\Users\dlarocca\Desktop\Air Quality Work\HARP2\6thRosaOP\hra\OpCancerwMitHRAInput.hra

REC GRP NETID X Y RISK_SUM SCENARIO INH_RISK SOIL_RISK DERMAL_RISKMMILK_RISKWATER_RISKFISH_RISK CROP_RISK BEEF_RISK DAIRY_RISKPIG_RISK CHICKEN_RISKEGG_RISK

1 ALL 476426.1 3773784 3.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2 ALL 476446.1 3773784 4.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3 ALL 476466.1 3773784 4.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4 ALL 476486.1 3773784 4.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

5 ALL 476506.1 3773784 4.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

6 ALL 476526.1 3773784 4.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

7 ALL 476546.1 3773784 4.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

8 ALL 475526.1 3773804 1.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

9 ALL 475546.1 3773804 1.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

10 ALL 475566.1 3773804 1.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

11 ALL 475586.1 3773804 1.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

12 ALL 475606.1 3773804 1.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

13 ALL 475626.1 3773804 1.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

14 ALL 475646.1 3773804 1.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

15 ALL 475666.1 3773804 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

16 ALL 475686.1 3773804 1.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

17 ALL 475706.1 3773804 1.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

18 ALL 475726.1 3773804 1.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

19 ALL 475746.1 3773804 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

20 ALL 475766.1 3773804 2.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

21 ALL 475786.1 3773804 2.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

22 ALL 475806.1 3773804 2.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

23 ALL 475826.1 3773804 2.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

24 ALL 475846.1 3773804 2.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

25 ALL 475866.1 3773804 2.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

26 ALL 475886.1 3773804 2.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

27 ALL 475906.1 3773804 2.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

28 ALL 475926.1 3773804 2.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

29 ALL 475946.1 3773804 2.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

30 ALL 475966.1 3773804 2.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

31 ALL 475986.1 3773804 2.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

32 ALL 476006.1 3773804 2.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

33 ALL 476426.1 3773804 4.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

34 ALL 476446.1 3773804 4.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

35 ALL 476466.1 3773804 4.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

36 ALL 476486.1 3773804 4.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

37 ALL 476506.1 3773804 4.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

38 ALL 476526.1 3773804 4.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

39 ALL 476546.1 3773804 4.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

40 ALL 476566.1 3773804 4.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

41 ALL 476586.1 3773804 4.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

42 ALL 476606.1 3773804 5.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



43 ALL 476626.1 3773804 5.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

44 ALL 476646.1 3773804 5.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

45 ALL 476666.1 3773804 5.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

46 ALL 476686.1 3773804 6.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

47 ALL 476706.1 3773804 6.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

48 ALL 476726.1 3773804 7.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

49 ALL 476746.1 3773804 8.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

50 ALL 476766.1 3773804 1.05E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

51 ALL 476786.1 3773804 1.41E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

52 ALL 476846.1 3773804 2.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

53 ALL 476866.1 3773804 1.90E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

54 ALL 476886.1 3773804 1.78E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

55 ALL 476906.1 3773804 1.71E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

56 ALL 476926.1 3773804 1.68E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

57 ALL 476946.1 3773804 1.67E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

58 ALL 476966.1 3773804 1.68E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

59 ALL 476986.1 3773804 1.72E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

60 ALL 477006.1 3773804 1.85E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

61 ALL 477026.1 3773804 2.16E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

62 ALL 477046.1 3773804 1.84E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

63 ALL 475526.1 3773824 1.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

64 ALL 475546.1 3773824 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

65 ALL 475566.1 3773824 1.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

66 ALL 475586.1 3773824 1.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

67 ALL 475606.1 3773824 1.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

68 ALL 475626.1 3773824 1.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

69 ALL 475646.1 3773824 1.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

70 ALL 475666.1 3773824 1.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

71 ALL 475686.1 3773824 1.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

72 ALL 475706.1 3773824 1.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

73 ALL 475726.1 3773824 2.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

74 ALL 475746.1 3773824 2.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

75 ALL 475766.1 3773824 2.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

76 ALL 475786.1 3773824 2.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

77 ALL 475806.1 3773824 2.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

78 ALL 475826.1 3773824 2.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

79 ALL 475846.1 3773824 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

80 ALL 475866.1 3773824 2.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

81 ALL 475886.1 3773824 2.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

82 ALL 475906.1 3773824 2.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

83 ALL 475926.1 3773824 2.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

84 ALL 475946.1 3773824 2.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

85 ALL 475966.1 3773824 2.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

86 ALL 475986.1 3773824 2.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



87 ALL 476006.1 3773824 2.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

88 ALL 476426.1 3773824 4.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

89 ALL 476446.1 3773824 4.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

90 ALL 476466.1 3773824 4.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

91 ALL 476486.1 3773824 4.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

92 ALL 476506.1 3773824 4.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

93 ALL 476526.1 3773824 4.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

94 ALL 476546.1 3773824 4.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

95 ALL 476566.1 3773824 5.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

96 ALL 476586.1 3773824 5.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

97 ALL 476606.1 3773824 5.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

98 ALL 476626.1 3773824 5.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

99 ALL 476646.1 3773824 5.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

100 ALL 476666.1 3773824 6.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

101 ALL 476686.1 3773824 6.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

102 ALL 476706.1 3773824 7.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

103 ALL 476726.1 3773824 7.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

104 ALL 476746.1 3773824 9.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

105 ALL 476766.1 3773824 1.09E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

106 ALL 476786.1 3773824 1.43E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

107 ALL 476846.1 3773824 1.98E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

108 ALL 476866.1 3773824 1.61E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

109 ALL 476886.1 3773824 1.44E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

110 ALL 476906.1 3773824 1.35E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

111 ALL 476926.1 3773824 1.30E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

112 ALL 476946.1 3773824 1.27E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

113 ALL 476966.1 3773824 1.27E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

114 ALL 476986.1 3773824 1.29E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

115 ALL 477006.1 3773824 1.35E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

116 ALL 477026.1 3773824 1.48E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

117 ALL 477046.1 3773824 1.71E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

118 ALL 477066.1 3773824 2.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

119 ALL 477086.1 3773824 1.87E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

120 ALL 475526.1 3773844 1.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

121 ALL 475546.1 3773844 1.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

122 ALL 475566.1 3773844 1.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

123 ALL 475586.1 3773844 1.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

124 ALL 475606.1 3773844 1.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

125 ALL 475626.1 3773844 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

126 ALL 475646.1 3773844 1.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

127 ALL 475666.1 3773844 1.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

128 ALL 475686.1 3773844 1.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

129 ALL 475706.1 3773844 1.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

130 ALL 475726.1 3773844 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



131 ALL 475746.1 3773844 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

132 ALL 475766.1 3773844 2.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

133 ALL 475786.1 3773844 2.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

134 ALL 475806.1 3773844 2.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

135 ALL 475826.1 3773844 2.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

136 ALL 475846.1 3773844 2.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

137 ALL 475866.1 3773844 2.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

138 ALL 475886.1 3773844 2.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

139 ALL 475906.1 3773844 2.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

140 ALL 475926.1 3773844 2.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

141 ALL 475946.1 3773844 2.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

142 ALL 475966.1 3773844 2.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

143 ALL 475986.1 3773844 2.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

144 ALL 476006.1 3773844 3.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

145 ALL 476426.1 3773844 4.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

146 ALL 476446.1 3773844 4.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

147 ALL 476466.1 3773844 4.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

148 ALL 476486.1 3773844 4.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

149 ALL 476506.1 3773844 4.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

150 ALL 476526.1 3773844 5.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

151 ALL 476546.1 3773844 5.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

152 ALL 476566.1 3773844 5.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

153 ALL 476586.1 3773844 5.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

154 ALL 476606.1 3773844 5.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

155 ALL 476626.1 3773844 5.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

156 ALL 476646.1 3773844 6.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

157 ALL 476666.1 3773844 6.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

158 ALL 476686.1 3773844 6.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

159 ALL 476706.1 3773844 7.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

160 ALL 476726.1 3773844 8.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

161 ALL 476746.1 3773844 9.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

162 ALL 476766.1 3773844 1.11E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

163 ALL 476786.1 3773844 1.44E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

164 ALL 476846.1 3773844 1.92E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

165 ALL 476866.1 3773844 1.50E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

166 ALL 476886.1 3773844 1.30E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

167 ALL 476906.1 3773844 1.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

168 ALL 476926.1 3773844 1.13E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

169 ALL 476946.1 3773844 1.09E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

170 ALL 476966.1 3773844 1.08E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

171 ALL 476986.1 3773844 1.08E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

172 ALL 477006.1 3773844 1.11E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

173 ALL 477026.1 3773844 1.17E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

174 ALL 477046.1 3773844 1.27E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



175 ALL 477066.1 3773844 1.44E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

176 ALL 477086.1 3773844 1.73E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

177 ALL 477106.1 3773844 1.90E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

178 ALL 475526.1 3773864 1.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

179 ALL 475546.1 3773864 1.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

180 ALL 475566.1 3773864 1.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

181 ALL 475586.1 3773864 1.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

182 ALL 475606.1 3773864 1.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

183 ALL 475626.1 3773864 1.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

184 ALL 475646.1 3773864 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

185 ALL 475666.1 3773864 1.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

186 ALL 475686.1 3773864 1.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

187 ALL 475706.1 3773864 2.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

188 ALL 475726.1 3773864 2.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

189 ALL 475746.1 3773864 2.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

190 ALL 475766.1 3773864 2.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

191 ALL 475786.1 3773864 2.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

192 ALL 475806.1 3773864 2.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

193 ALL 475826.1 3773864 2.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

194 ALL 475846.1 3773864 2.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

195 ALL 475866.1 3773864 2.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

196 ALL 475886.1 3773864 2.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

197 ALL 475906.1 3773864 2.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

198 ALL 475926.1 3773864 2.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

199 ALL 475946.1 3773864 2.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

200 ALL 475966.1 3773864 2.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

201 ALL 475986.1 3773864 3.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

202 ALL 476006.1 3773864 3.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

203 ALL 476026.1 3773864 3.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

204 ALL 476426.1 3773864 4.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

205 ALL 476446.1 3773864 4.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

206 ALL 476466.1 3773864 5.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

207 ALL 476486.1 3773864 5.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

208 ALL 476506.1 3773864 5.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

209 ALL 476526.1 3773864 5.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

210 ALL 476546.1 3773864 5.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

211 ALL 476566.1 3773864 5.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

212 ALL 476586.1 3773864 5.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

213 ALL 476606.1 3773864 5.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

214 ALL 476626.1 3773864 6.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

215 ALL 476646.1 3773864 6.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

216 ALL 476666.1 3773864 6.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

217 ALL 476686.1 3773864 7.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

218 ALL 476706.1 3773864 7.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



219 ALL 476726.1 3773864 8.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

220 ALL 476746.1 3773864 9.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

221 ALL 476766.1 3773864 1.13E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

222 ALL 476786.1 3773864 1.45E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

223 ALL 476846.1 3773864 1.89E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

224 ALL 476866.1 3773864 1.45E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

225 ALL 476886.1 3773864 1.24E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

226 ALL 476906.1 3773864 1.12E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

227 ALL 476926.1 3773864 1.04E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

228 ALL 476946.1 3773864 9.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

229 ALL 476966.1 3773864 9.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

230 ALL 476986.1 3773864 9.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

231 ALL 477006.1 3773864 9.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

232 ALL 477026.1 3773864 9.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

233 ALL 477046.1 3773864 1.05E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

234 ALL 477066.1 3773864 1.13E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

235 ALL 477086.1 3773864 1.25E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

236 ALL 477106.1 3773864 1.45E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

237 ALL 475526.1 3773884 1.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

238 ALL 475546.1 3773884 1.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

239 ALL 475566.1 3773884 1.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

240 ALL 475586.1 3773884 1.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

241 ALL 475606.1 3773884 1.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

242 ALL 475626.1 3773884 1.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

243 ALL 475646.1 3773884 1.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

244 ALL 475666.1 3773884 1.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

245 ALL 475686.1 3773884 1.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

246 ALL 475706.1 3773884 2.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

247 ALL 475726.1 3773884 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

248 ALL 475746.1 3773884 2.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

249 ALL 475766.1 3773884 2.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

250 ALL 475786.1 3773884 2.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

251 ALL 475806.1 3773884 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

252 ALL 475826.1 3773884 2.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

253 ALL 475846.1 3773884 2.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

254 ALL 475866.1 3773884 2.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

255 ALL 475886.1 3773884 2.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

256 ALL 475906.1 3773884 2.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

257 ALL 475926.1 3773884 2.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

258 ALL 475946.1 3773884 2.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

259 ALL 475966.1 3773884 3.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

260 ALL 475986.1 3773884 3.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

261 ALL 476006.1 3773884 3.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

262 ALL 476026.1 3773884 3.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



263 ALL 476046.1 3773884 3.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

264 ALL 476426.1 3773884 5.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

265 ALL 476446.1 3773884 5.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

266 ALL 476466.1 3773884 5.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

267 ALL 476486.1 3773884 5.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

268 ALL 476506.1 3773884 5.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

269 ALL 476526.1 3773884 5.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

270 ALL 476546.1 3773884 5.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

271 ALL 476566.1 3773884 5.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

272 ALL 476586.1 3773884 5.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

273 ALL 476606.1 3773884 6.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

274 ALL 476626.1 3773884 6.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

275 ALL 476646.1 3773884 6.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

276 ALL 476666.1 3773884 6.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

277 ALL 476686.1 3773884 7.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

278 ALL 476706.1 3773884 7.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

279 ALL 476726.1 3773884 8.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

280 ALL 476746.1 3773884 9.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

281 ALL 476766.1 3773884 1.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

282 ALL 476786.1 3773884 1.46E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

283 ALL 476846.1 3773884 1.89E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

284 ALL 476866.1 3773884 1.43E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

285 ALL 476886.1 3773884 1.21E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

286 ALL 476906.1 3773884 1.08E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

287 ALL 476926.1 3773884 9.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

288 ALL 476946.1 3773884 9.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

289 ALL 476966.1 3773884 9.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

290 ALL 476986.1 3773884 8.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

291 ALL 477006.1 3773884 8.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

292 ALL 477026.1 3773884 8.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

293 ALL 477046.1 3773884 9.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

294 ALL 477066.1 3773884 9.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

295 ALL 477086.1 3773884 1.03E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

296 ALL 477106.1 3773884 1.12E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

297 ALL 475526.1 3773904 1.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

298 ALL 475546.1 3773904 1.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

299 ALL 475566.1 3773904 1.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

300 ALL 475586.1 3773904 1.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

301 ALL 475606.1 3773904 1.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

302 ALL 475626.1 3773904 1.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

303 ALL 475646.1 3773904 1.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

304 ALL 475666.1 3773904 1.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

305 ALL 475686.1 3773904 1.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

306 ALL 475706.1 3773904 2.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



307 ALL 475726.1 3773904 2.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

308 ALL 475746.1 3773904 2.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

309 ALL 475766.1 3773904 2.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

310 ALL 475786.1 3773904 2.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

311 ALL 475806.1 3773904 2.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

312 ALL 475826.1 3773904 2.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

313 ALL 475846.1 3773904 2.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

314 ALL 475866.1 3773904 2.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

315 ALL 475886.1 3773904 2.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

316 ALL 475906.1 3773904 2.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

317 ALL 475926.1 3773904 2.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

318 ALL 475946.1 3773904 3.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

319 ALL 475966.1 3773904 3.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

320 ALL 475986.1 3773904 3.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

321 ALL 476006.1 3773904 3.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

322 ALL 476026.1 3773904 3.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

323 ALL 476046.1 3773904 3.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

324 ALL 476066.1 3773904 3.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

325 ALL 476426.1 3773904 5.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

326 ALL 476446.1 3773904 5.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

327 ALL 476466.1 3773904 5.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

328 ALL 476486.1 3773904 5.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

329 ALL 476506.1 3773904 5.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

330 ALL 476526.1 3773904 5.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

331 ALL 476546.1 3773904 5.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

332 ALL 476566.1 3773904 6.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

333 ALL 476586.1 3773904 6.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

334 ALL 476606.1 3773904 6.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

335 ALL 476626.1 3773904 6.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

336 ALL 476646.1 3773904 6.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

337 ALL 476666.1 3773904 7.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

338 ALL 476686.1 3773904 7.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

339 ALL 476706.1 3773904 8.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

340 ALL 476726.1 3773904 8.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

341 ALL 476746.1 3773904 9.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

342 ALL 476766.1 3773904 1.16E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

343 ALL 476786.1 3773904 1.47E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

344 ALL 476798.7 3773911 1.84E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

345 ALL 476846.1 3773904 1.90E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

346 ALL 476866.1 3773904 1.43E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

347 ALL 476886.1 3773904 1.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

348 ALL 476906.1 3773904 1.05E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

349 ALL 476926.1 3773904 9.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

350 ALL 476946.1 3773904 9.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



351 ALL 476966.1 3773904 8.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

352 ALL 476986.1 3773904 8.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

353 ALL 477006.1 3773904 8.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

354 ALL 477026.1 3773904 8.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

355 ALL 477046.1 3773904 8.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

356 ALL 477066.1 3773904 8.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

357 ALL 477086.1 3773904 8.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

358 ALL 477106.1 3773904 9.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

359 ALL 475526.1 3773924 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

360 ALL 475546.1 3773924 1.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

361 ALL 475566.1 3773924 1.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

362 ALL 475586.1 3773924 1.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

363 ALL 475606.1 3773924 1.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

364 ALL 475626.1 3773924 1.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

365 ALL 475646.1 3773924 1.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

366 ALL 475666.1 3773924 1.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

367 ALL 475686.1 3773924 1.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

368 ALL 475706.1 3773924 2.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

369 ALL 475726.1 3773924 2.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

370 ALL 475746.1 3773924 2.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

371 ALL 475766.1 3773924 2.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

372 ALL 475786.1 3773924 2.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

373 ALL 475806.1 3773924 2.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

374 ALL 475826.1 3773924 2.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

375 ALL 475846.1 3773924 2.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

376 ALL 475866.1 3773924 2.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

377 ALL 475886.1 3773924 2.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

378 ALL 475906.1 3773924 2.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

379 ALL 475926.1 3773924 3.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

380 ALL 475946.1 3773924 3.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

381 ALL 475966.1 3773924 3.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

382 ALL 475986.1 3773924 3.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

383 ALL 476006.1 3773924 3.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

384 ALL 476026.1 3773924 3.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

385 ALL 476046.1 3773924 3.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

386 ALL 476066.1 3773924 3.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

387 ALL 476086.1 3773924 3.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

388 ALL 476426.1 3773924 5.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

389 ALL 476446.1 3773924 5.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

390 ALL 476466.1 3773924 5.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

391 ALL 476486.1 3773924 6.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

392 ALL 476506.1 3773924 6.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

393 ALL 476526.1 3773924 6.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

394 ALL 476546.1 3773924 6.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



395 ALL 476566.1 3773924 6.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

396 ALL 476586.1 3773924 6.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

397 ALL 476606.1 3773924 6.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

398 ALL 476626.1 3773924 6.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

399 ALL 476646.1 3773924 7.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

400 ALL 476666.1 3773924 7.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

401 ALL 476686.1 3773924 7.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

402 ALL 476706.1 3773924 8.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

403 ALL 476726.1 3773924 9.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

404 ALL 476746.1 3773924 1.01E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

405 ALL 476766.1 3773924 1.18E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

406 ALL 476786.1 3773924 1.48E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

407 ALL 476846.1 3773924 1.91E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

408 ALL 476866.1 3773924 1.43E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

409 ALL 476886.1 3773924 1.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

410 ALL 476906.1 3773924 1.04E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

411 ALL 476926.1 3773924 9.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

412 ALL 476946.1 3773924 8.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

413 ALL 476966.1 3773924 8.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

414 ALL 476986.1 3773924 8.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

415 ALL 477006.1 3773924 7.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

416 ALL 477026.1 3773924 7.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

417 ALL 477046.1 3773924 7.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

418 ALL 477066.1 3773924 7.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

419 ALL 477086.1 3773924 8.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

420 ALL 477106.1 3773924 8.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

421 ALL 475526.1 3773944 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

422 ALL 475546.1 3773944 1.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

423 ALL 475566.1 3773944 1.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

424 ALL 475586.1 3773944 1.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

425 ALL 475606.1 3773944 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

426 ALL 475626.1 3773944 1.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

427 ALL 475646.1 3773944 1.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

428 ALL 475666.1 3773944 1.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

429 ALL 475686.1 3773944 2.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

430 ALL 475706.1 3773944 2.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

431 ALL 475726.1 3773944 2.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

432 ALL 475746.1 3773944 2.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

433 ALL 475766.1 3773944 2.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

434 ALL 475786.1 3773944 2.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

435 ALL 475806.1 3773944 2.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

436 ALL 475826.1 3773944 2.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

437 ALL 475846.1 3773944 2.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

438 ALL 475866.1 3773944 2.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



439 ALL 475886.1 3773944 2.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

440 ALL 475906.1 3773944 2.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

441 ALL 475926.1 3773944 3.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

442 ALL 475946.1 3773944 3.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

443 ALL 475966.1 3773944 3.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

444 ALL 475986.1 3773944 3.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

445 ALL 476006.1 3773944 3.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

446 ALL 476026.1 3773944 3.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

447 ALL 476046.1 3773944 3.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

448 ALL 476066.1 3773944 3.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

449 ALL 476086.1 3773944 4.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

450 ALL 476106.1 3773944 4.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

451 ALL 476126.1 3773944 4.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

452 ALL 476426.1 3773944 6.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

453 ALL 476446.1 3773944 6.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

454 ALL 476466.1 3773944 6.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

455 ALL 476486.1 3773944 6.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

456 ALL 476506.1 3773944 6.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

457 ALL 476526.1 3773944 6.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

458 ALL 476546.1 3773944 6.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

459 ALL 476566.1 3773944 6.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

460 ALL 476586.1 3773944 6.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

461 ALL 476606.1 3773944 7.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

462 ALL 476626.1 3773944 7.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

463 ALL 476646.1 3773944 7.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

464 ALL 476666.1 3773944 7.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

465 ALL 476686.1 3773944 8.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

466 ALL 476706.1 3773944 8.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

467 ALL 476726.1 3773944 9.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

468 ALL 476746.1 3773944 1.03E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

469 ALL 476766.1 3773944 1.20E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

470 ALL 476786.1 3773944 1.49E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

471 ALL 476846.1 3773944 1.92E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

472 ALL 476866.1 3773944 1.43E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

473 ALL 476886.1 3773944 1.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

474 ALL 476906.1 3773944 1.04E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

475 ALL 476926.1 3773944 9.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

476 ALL 476946.1 3773944 8.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

477 ALL 476966.1 3773944 8.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

478 ALL 476986.1 3773944 7.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

479 ALL 477006.1 3773944 7.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

480 ALL 477026.1 3773944 7.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

481 ALL 477046.1 3773944 7.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

482 ALL 477066.1 3773944 7.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



483 ALL 477086.1 3773944 7.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

484 ALL 477106.1 3773944 7.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

485 ALL 475526.1 3773964 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

486 ALL 475546.1 3773964 1.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

487 ALL 475566.1 3773964 1.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

488 ALL 475586.1 3773964 1.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

489 ALL 475606.1 3773964 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

490 ALL 475626.1 3773964 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

491 ALL 475646.1 3773964 1.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

492 ALL 475666.1 3773964 1.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

493 ALL 475686.1 3773964 2.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

494 ALL 475706.1 3773964 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

495 ALL 475726.1 3773964 2.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

496 ALL 475746.1 3773964 2.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

497 ALL 475766.1 3773964 2.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

498 ALL 475786.1 3773964 2.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

499 ALL 475806.1 3773964 2.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

500 ALL 475826.1 3773964 2.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

501 ALL 475846.1 3773964 2.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

502 ALL 475866.1 3773964 2.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

503 ALL 475886.1 3773964 2.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

504 ALL 475906.1 3773964 3.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

505 ALL 475926.1 3773964 3.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

506 ALL 475946.1 3773964 3.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

507 ALL 475966.1 3773964 3.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

508 ALL 475986.1 3773964 3.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

509 ALL 476006.1 3773964 3.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

510 ALL 476026.1 3773964 3.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

511 ALL 476046.1 3773964 3.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

512 ALL 476066.1 3773964 4.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

513 ALL 476086.1 3773964 4.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

514 ALL 476106.1 3773964 4.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

515 ALL 476126.1 3773964 4.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

516 ALL 476146.1 3773964 4.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

517 ALL 476406.1 3773964 6.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

518 ALL 476426.1 3773964 6.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

519 ALL 476446.1 3773964 6.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

520 ALL 476466.1 3773964 6.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

521 ALL 476486.1 3773964 6.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

522 ALL 476506.1 3773964 6.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

523 ALL 476526.1 3773964 7.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

524 ALL 476546.1 3773964 7.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

525 ALL 476566.1 3773964 7.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

526 ALL 476586.1 3773964 7.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



527 ALL 476606.1 3773964 7.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

528 ALL 476626.1 3773964 7.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

529 ALL 476646.1 3773964 7.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

530 ALL 476666.1 3773964 8.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

531 ALL 476686.1 3773964 8.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

532 ALL 476706.1 3773964 8.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

533 ALL 476726.1 3773964 9.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

534 ALL 476746.1 3773964 1.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

535 ALL 476766.1 3773964 1.22E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

536 ALL 476786.1 3773964 1.51E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

537 ALL 476846.1 3773964 1.94E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

538 ALL 476866.1 3773964 1.44E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

539 ALL 476886.1 3773964 1.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

540 ALL 476906.1 3773964 1.04E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

541 ALL 476926.1 3773964 9.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

542 ALL 476946.1 3773964 8.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

543 ALL 476966.1 3773964 8.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

544 ALL 476986.1 3773964 7.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

545 ALL 477006.1 3773964 7.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

546 ALL 477026.1 3773964 7.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

547 ALL 477046.1 3773964 7.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

548 ALL 477066.1 3773964 7.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

549 ALL 477086.1 3773964 7.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

550 ALL 477106.1 3773964 7.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

551 ALL 475526.1 3773984 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

552 ALL 475546.1 3773984 1.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

553 ALL 475566.1 3773984 1.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

554 ALL 475586.1 3773984 1.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

555 ALL 475606.1 3773984 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

556 ALL 475626.1 3773984 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

557 ALL 475646.1 3773984 1.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

558 ALL 475666.1 3773984 1.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

559 ALL 475686.1 3773984 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

560 ALL 475706.1 3773984 2.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

561 ALL 475726.1 3773984 2.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

562 ALL 475746.1 3773984 2.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

563 ALL 475766.1 3773984 2.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

564 ALL 475786.1 3773984 2.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

565 ALL 475806.1 3773984 2.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

566 ALL 475826.1 3773984 2.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

567 ALL 475846.1 3773984 2.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

568 ALL 475866.1 3773984 2.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

569 ALL 475886.1 3773984 2.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

570 ALL 475906.1 3773984 3.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



571 ALL 475926.1 3773984 3.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

572 ALL 475946.1 3773984 3.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

573 ALL 475966.1 3773984 3.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

574 ALL 475986.1 3773984 3.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

575 ALL 476006.1 3773984 3.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

576 ALL 476026.1 3773984 3.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

577 ALL 476046.1 3773984 4.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

578 ALL 476066.1 3773984 4.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

579 ALL 476086.1 3773984 4.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

580 ALL 476106.1 3773984 4.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

581 ALL 476126.1 3773984 4.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

582 ALL 476146.1 3773984 4.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

583 ALL 476166.1 3773984 5.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

584 ALL 476406.1 3773984 7.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

585 ALL 476426.1 3773984 7.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

586 ALL 476446.1 3773984 7.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

587 ALL 476466.1 3773984 7.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

588 ALL 476486.1 3773984 7.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

589 ALL 476506.1 3773984 7.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

590 ALL 476526.1 3773984 7.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

591 ALL 476546.1 3773984 7.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

592 ALL 476566.1 3773984 7.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

593 ALL 476586.1 3773984 7.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

594 ALL 476606.1 3773984 7.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

595 ALL 476626.1 3773984 8.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

596 ALL 476646.1 3773984 8.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

597 ALL 476666.1 3773984 8.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

598 ALL 476686.1 3773984 8.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

599 ALL 476706.1 3773984 9.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

600 ALL 476726.1 3773984 9.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

601 ALL 476746.1 3773984 1.08E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

602 ALL 476775.7 3773976 1.34E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

603 ALL 476793.1 3773974 1.68E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

604 ALL 476846.1 3773984 1.97E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

605 ALL 476866.1 3773984 1.46E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

606 ALL 476886.1 3773984 1.20E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

607 ALL 476906.1 3773984 1.05E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

608 ALL 476926.1 3773984 9.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

609 ALL 476946.1 3773984 8.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

610 ALL 476966.1 3773984 8.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

611 ALL 476986.1 3773984 7.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

612 ALL 477006.1 3773984 7.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

613 ALL 477026.1 3773984 7.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

614 ALL 477046.1 3773984 7.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



615 ALL 477066.1 3773984 6.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

616 ALL 477086.1 3773984 6.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

617 ALL 477106.1 3773984 6.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

618 ALL 475526.1 3774004 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

619 ALL 475546.1 3774004 1.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

620 ALL 475566.1 3774004 1.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

621 ALL 475586.1 3774004 1.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

622 ALL 475606.1 3774004 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

623 ALL 475626.1 3774004 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

624 ALL 475646.1 3774004 1.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

625 ALL 475666.1 3774004 1.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

626 ALL 475686.1 3774004 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

627 ALL 475706.1 3774004 2.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

628 ALL 475726.1 3774004 2.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

629 ALL 475746.1 3774004 2.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

630 ALL 475766.1 3774004 2.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

631 ALL 475786.1 3774004 2.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

632 ALL 475806.1 3774004 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

633 ALL 475826.1 3774004 2.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

634 ALL 475846.1 3774004 2.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

635 ALL 475866.1 3774004 2.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

636 ALL 475886.1 3774004 2.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

637 ALL 475906.1 3774004 3.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

638 ALL 475926.1 3774004 3.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

639 ALL 475946.1 3774004 3.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

640 ALL 475966.1 3774004 3.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

641 ALL 475986.1 3774004 3.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

642 ALL 476006.1 3774004 3.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

643 ALL 476026.1 3774004 4.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

644 ALL 476046.1 3774004 4.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

645 ALL 476066.1 3774004 4.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

646 ALL 476086.1 3774004 4.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

647 ALL 476106.1 3774004 4.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

648 ALL 476126.1 3774004 4.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

649 ALL 476146.1 3774004 5.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

650 ALL 476166.1 3774004 5.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

651 ALL 476186.1 3774004 5.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

652 ALL 476366.1 3774004 7.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

653 ALL 476386.1 3774004 7.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

654 ALL 476406.1 3774004 7.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

655 ALL 476426.1 3774004 7.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

656 ALL 476446.1 3774004 7.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

657 ALL 476466.1 3774004 7.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

658 ALL 476486.1 3774004 8.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



659 ALL 476506.1 3774004 8.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

660 ALL 476526.1 3774004 8.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

661 ALL 476546.1 3774004 8.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

662 ALL 476566.1 3774004 8.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

663 ALL 476586.1 3774004 8.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

664 ALL 476606.1 3774004 8.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

665 ALL 476626.1 3774004 8.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

666 ALL 476646.1 3774004 8.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

667 ALL 476666.1 3774004 8.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

668 ALL 476686.1 3774004 9.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

669 ALL 476706.1 3774004 9.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

670 ALL 476726.1 3774004 1.02E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

671 ALL 476746.1 3774004 1.11E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

672 ALL 476766.1 3774004 1.26E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

673 ALL 476786.1 3774004 1.53E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

674 ALL 476846.1 3774004 2.00E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

675 ALL 476866.1 3774004 1.48E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

676 ALL 476886.1 3774004 1.22E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

677 ALL 476906.1 3774004 1.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

678 ALL 476926.1 3774004 9.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

679 ALL 476946.1 3774004 8.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

680 ALL 476966.1 3774004 8.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

681 ALL 476986.1 3774004 7.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

682 ALL 477006.1 3774004 7.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

683 ALL 477026.1 3774004 7.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

684 ALL 477046.1 3774004 6.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

685 ALL 477066.1 3774004 6.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

686 ALL 477086.1 3774004 6.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

687 ALL 477106.1 3774004 6.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

688 ALL 475526.1 3774024 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

689 ALL 475546.1 3774024 1.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

690 ALL 475566.1 3774024 1.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

691 ALL 475586.1 3774024 1.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

692 ALL 475606.1 3774024 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

693 ALL 475626.1 3774024 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

694 ALL 475646.1 3774024 1.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

695 ALL 475666.1 3774024 1.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

696 ALL 475686.1 3774024 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

697 ALL 475706.1 3774024 2.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

698 ALL 475726.1 3774024 2.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

699 ALL 475746.1 3774024 2.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

700 ALL 475766.1 3774024 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

701 ALL 475786.1 3774024 2.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

702 ALL 475806.1 3774024 2.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



703 ALL 475826.1 3774024 2.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

704 ALL 475846.1 3774024 2.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

705 ALL 475866.1 3774024 2.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

706 ALL 475886.1 3774024 3.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

707 ALL 475906.1 3774024 3.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

708 ALL 475926.1 3774024 3.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

709 ALL 475946.1 3774024 3.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

710 ALL 475966.1 3774024 3.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

711 ALL 475986.1 3774024 3.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

712 ALL 476006.1 3774024 3.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

713 ALL 476026.1 3774024 4.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

714 ALL 476046.1 3774024 4.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

715 ALL 476066.1 3774024 4.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

716 ALL 476086.1 3774024 4.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

717 ALL 476106.1 3774024 4.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

718 ALL 476126.1 3774024 5.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

719 ALL 476146.1 3774024 5.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

720 ALL 476166.1 3774024 5.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

721 ALL 476186.1 3774024 5.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

722 ALL 476206.1 3774024 6.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

723 ALL 476226.1 3774024 6.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

724 ALL 476366.1 3774024 7.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

725 ALL 476386.1 3774024 8.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

726 ALL 476406.1 3774024 8.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

727 ALL 476426.1 3774024 8.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

728 ALL 476446.1 3774024 8.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

729 ALL 476466.1 3774024 8.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

730 ALL 476486.1 3774024 8.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

731 ALL 476506.1 3774024 8.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

732 ALL 476526.1 3774024 8.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

733 ALL 476546.1 3774024 8.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

734 ALL 476566.1 3774024 8.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

735 ALL 476586.1 3774024 8.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

736 ALL 476606.1 3774024 9.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

737 ALL 476626.1 3774024 9.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

738 ALL 476646.1 3774024 9.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

739 ALL 476666.1 3774024 9.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

740 ALL 476686.1 3774024 9.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

741 ALL 476706.1 3774024 9.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

742 ALL 476726.1 3774024 1.05E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

743 ALL 476746.1 3774024 1.14E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

744 ALL 476766.1 3774024 1.28E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

745 ALL 476786.1 3774024 1.55E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

746 ALL 476846.1 3774024 2.03E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



747 ALL 476866.1 3774024 1.50E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

748 ALL 476886.1 3774024 1.24E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

749 ALL 476906.1 3774024 1.08E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

750 ALL 476926.1 3774024 9.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

751 ALL 476946.1 3774024 8.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

752 ALL 476966.1 3774024 8.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

753 ALL 476986.1 3774024 7.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

754 ALL 477006.1 3774024 7.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

755 ALL 477026.1 3774024 7.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

756 ALL 477046.1 3774024 6.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

757 ALL 477066.1 3774024 6.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

758 ALL 477086.1 3774024 6.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

759 ALL 477106.1 3774024 6.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

760 ALL 475526.1 3774044 1.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

761 ALL 475546.1 3774044 1.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

762 ALL 475566.1 3774044 1.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

763 ALL 475586.1 3774044 1.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

764 ALL 475606.1 3774044 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

765 ALL 475626.1 3774044 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

766 ALL 475646.1 3774044 1.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

767 ALL 475666.1 3774044 1.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

768 ALL 475686.1 3774044 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

769 ALL 475706.1 3774044 2.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

770 ALL 475726.1 3774044 2.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

771 ALL 475746.1 3774044 2.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

772 ALL 475766.1 3774044 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

773 ALL 475786.1 3774044 2.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

774 ALL 475806.1 3774044 2.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

775 ALL 475826.1 3774044 2.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

776 ALL 475846.1 3774044 2.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

777 ALL 475866.1 3774044 2.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

778 ALL 475886.1 3774044 3.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

779 ALL 475906.1 3774044 3.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

780 ALL 475926.1 3774044 3.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

781 ALL 475946.1 3774044 3.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

782 ALL 475966.1 3774044 3.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

783 ALL 475986.1 3774044 3.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

784 ALL 476006.1 3774044 4.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

785 ALL 476026.1 3774044 4.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

786 ALL 476046.1 3774044 4.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

787 ALL 476066.1 3774044 4.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

788 ALL 476086.1 3774044 4.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

789 ALL 476106.1 3774044 5.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

790 ALL 476126.1 3774044 5.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



791 ALL 476146.1 3774044 5.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

792 ALL 476166.1 3774044 5.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

793 ALL 476186.1 3774044 6.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

794 ALL 476206.1 3774044 6.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

795 ALL 476226.1 3774044 6.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

796 ALL 476246.1 3774044 7.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

797 ALL 476266.1 3774044 7.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

798 ALL 476286.1 3774044 7.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

799 ALL 476366.1 3774044 8.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

800 ALL 476386.1 3774044 8.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

801 ALL 476406.1 3774044 8.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

802 ALL 476426.1 3774044 9.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

803 ALL 476446.1 3774044 9.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

804 ALL 476466.1 3774044 9.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

805 ALL 476486.1 3774044 9.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

806 ALL 476506.1 3774044 9.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

807 ALL 476526.1 3774044 9.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

808 ALL 476546.1 3774044 9.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

809 ALL 476566.1 3774044 9.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

810 ALL 476586.1 3774044 9.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

811 ALL 476606.1 3774044 9.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

812 ALL 476626.1 3774044 9.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

813 ALL 476646.1 3774044 9.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

814 ALL 476666.1 3774044 9.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

815 ALL 476686.1 3774044 1.02E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

816 ALL 476706.1 3774044 1.05E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

817 ALL 476726.1 3774044 1.10E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

818 ALL 476746.1 3774044 1.18E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

819 ALL 476766.1 3774044 1.32E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

820 ALL 476786.1 3774044 1.58E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

821 ALL 476846.1 3774044 2.07E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

822 ALL 476866.1 3774044 1.53E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

823 ALL 476886.1 3774044 1.26E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

824 ALL 476906.1 3774044 1.10E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

825 ALL 476926.1 3774044 9.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

826 ALL 476946.1 3774044 9.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

827 ALL 476966.1 3774044 8.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

828 ALL 476986.1 3774044 7.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

829 ALL 477006.1 3774044 7.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

830 ALL 477026.1 3774044 7.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

831 ALL 477046.1 3774044 6.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

832 ALL 477066.1 3774044 6.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

833 ALL 477086.1 3774044 6.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

834 ALL 477106.1 3774044 6.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



835 ALL 475526.1 3774064 1.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

836 ALL 475546.1 3774064 1.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

837 ALL 475566.1 3774064 1.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

838 ALL 475586.1 3774064 1.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

839 ALL 475606.1 3774064 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

840 ALL 475626.1 3774064 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

841 ALL 475646.1 3774064 1.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

842 ALL 475666.1 3774064 1.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

843 ALL 475686.1 3774064 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

844 ALL 475706.1 3774064 2.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

845 ALL 475726.1 3774064 2.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

846 ALL 475746.1 3774064 2.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

847 ALL 475766.1 3774064 2.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

848 ALL 475786.1 3774064 2.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

849 ALL 475806.1 3774064 2.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

850 ALL 475826.1 3774064 2.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

851 ALL 475846.1 3774064 2.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

852 ALL 475866.1 3774064 2.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

853 ALL 475886.1 3774064 3.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

854 ALL 475906.1 3774064 3.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

855 ALL 475926.1 3774064 3.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

856 ALL 475946.1 3774064 3.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

857 ALL 475966.1 3774064 3.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

858 ALL 475986.1 3774064 3.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

859 ALL 476006.1 3774064 4.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

860 ALL 476026.1 3774064 4.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

861 ALL 476046.1 3774064 4.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

862 ALL 476066.1 3774064 4.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

863 ALL 476086.1 3774064 5.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

864 ALL 476106.1 3774064 5.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

865 ALL 476126.1 3774064 5.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

866 ALL 476146.1 3774064 5.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

867 ALL 476166.1 3774064 6.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

868 ALL 476186.1 3774064 6.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

869 ALL 476206.1 3774064 6.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

870 ALL 476226.1 3774064 7.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

871 ALL 476246.1 3774064 7.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

872 ALL 476266.1 3774064 7.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

873 ALL 476286.1 3774064 8.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

874 ALL 476306.1 3774064 8.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

875 ALL 476326.1 3774064 8.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

876 ALL 476346.1 3774064 9.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

877 ALL 476366.1 3774064 9.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

878 ALL 476386.1 3774064 9.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



879 ALL 476406.1 3774064 9.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

880 ALL 476426.1 3774064 1.01E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

881 ALL 476446.1 3774064 1.03E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

882 ALL 476466.1 3774064 1.05E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

883 ALL 476486.1 3774064 1.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

884 ALL 476506.1 3774064 1.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

885 ALL 476526.1 3774064 1.07E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

886 ALL 476546.1 3774064 1.07E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

887 ALL 476566.1 3774064 1.07E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

888 ALL 476586.1 3774064 1.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

889 ALL 476606.1 3774064 1.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

890 ALL 476626.1 3774064 1.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

891 ALL 476646.1 3774064 1.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

892 ALL 476666.1 3774064 1.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

893 ALL 476686.1 3774064 1.08E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

894 ALL 476706.1 3774064 1.10E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

895 ALL 476726.1 3774064 1.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

896 ALL 476746.1 3774064 1.22E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

897 ALL 476766.1 3774064 1.36E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

898 ALL 476786.1 3774064 1.61E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

899 ALL 476846.1 3774064 2.11E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

900 ALL 476866.1 3774064 1.56E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

901 ALL 476886.1 3774064 1.29E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

902 ALL 476906.1 3774064 1.12E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

903 ALL 476926.1 3774064 1.01E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

904 ALL 476946.1 3774064 9.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

905 ALL 476966.1 3774064 8.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

906 ALL 476986.1 3774064 8.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

907 ALL 477006.1 3774064 7.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

908 ALL 477026.1 3774064 7.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

909 ALL 477046.1 3774064 7.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

910 ALL 477066.1 3774064 6.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

911 ALL 477086.1 3774064 6.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

912 ALL 477106.1 3774064 6.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

913 ALL 475526.1 3774084 1.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

914 ALL 475546.1 3774084 1.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

915 ALL 475566.1 3774084 1.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

916 ALL 475586.1 3774084 1.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

917 ALL 475606.1 3774084 1.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

918 ALL 475626.1 3774084 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

919 ALL 475646.1 3774084 1.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

920 ALL 475666.1 3774084 1.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

921 ALL 475686.1 3774084 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

922 ALL 475706.1 3774084 2.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



923 ALL 475726.1 3774084 2.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

924 ALL 475746.1 3774084 2.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

925 ALL 475766.1 3774084 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

926 ALL 475786.1 3774084 2.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

927 ALL 475806.1 3774084 2.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

928 ALL 475826.1 3774084 2.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

929 ALL 475846.1 3774084 2.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

930 ALL 475866.1 3774084 2.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

931 ALL 475886.1 3774084 3.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

932 ALL 475906.1 3774084 3.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

933 ALL 475926.1 3774084 3.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

934 ALL 475946.1 3774084 3.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

935 ALL 475966.1 3774084 3.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

936 ALL 475986.1 3774084 3.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

937 ALL 476006.1 3774084 4.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

938 ALL 476026.1 3774084 4.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

939 ALL 476046.1 3774084 4.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

940 ALL 476066.1 3774084 4.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

941 ALL 476086.1 3774084 5.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

942 ALL 476106.1 3774084 5.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

943 ALL 476126.1 3774084 5.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

944 ALL 476146.1 3774084 6.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

945 ALL 476166.1 3774084 6.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

946 ALL 476186.1 3774084 6.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

947 ALL 476206.1 3774084 7.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

948 ALL 476226.1 3774084 7.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

949 ALL 476246.1 3774084 7.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

950 ALL 476266.1 3774084 8.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

951 ALL 476286.1 3774084 8.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

952 ALL 476306.1 3774084 9.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

953 ALL 476326.1 3774084 9.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

954 ALL 476346.1 3774084 9.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

955 ALL 476366.1 3774084 1.03E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

956 ALL 476386.1 3774084 1.07E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

957 ALL 476406.1 3774084 1.10E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

958 ALL 476426.1 3774084 1.13E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

959 ALL 476446.1 3774084 1.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

960 ALL 476466.1 3774084 1.17E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

961 ALL 476486.1 3774084 1.18E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

962 ALL 476506.1 3774084 1.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

963 ALL 476526.1 3774084 1.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

964 ALL 476546.1 3774084 1.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

965 ALL 476566.1 3774084 1.18E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

966 ALL 476586.1 3774084 1.17E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



967 ALL 476606.1 3774084 1.16E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

968 ALL 476626.1 3774084 1.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

969 ALL 476646.1 3774084 1.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

970 ALL 476666.1 3774084 1.14E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

971 ALL 476686.1 3774084 1.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

972 ALL 476706.1 3774084 1.17E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

973 ALL 476726.1 3774084 1.21E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

974 ALL 476746.1 3774084 1.28E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

975 ALL 476766.1 3774084 1.40E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

976 ALL 476786.1 3774084 1.65E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

977 ALL 476806.1 3774084 2.24E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

978 ALL 476846.1 3774084 2.16E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

979 ALL 476866.1 3774084 1.60E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

980 ALL 476886.1 3774084 1.32E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

981 ALL 476906.1 3774084 1.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

982 ALL 476926.1 3774084 1.03E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

983 ALL 476946.1 3774084 9.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

984 ALL 476966.1 3774084 8.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

985 ALL 476986.1 3774084 8.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

986 ALL 477006.1 3774084 7.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

987 ALL 477026.1 3774084 7.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

988 ALL 477046.1 3774084 7.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

989 ALL 477066.1 3774084 6.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

990 ALL 477086.1 3774084 6.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

991 ALL 477106.1 3774084 6.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

992 ALL 475526.1 3774104 1.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

993 ALL 475546.1 3774104 1.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

994 ALL 475566.1 3774104 1.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

995 ALL 475586.1 3774104 1.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

996 ALL 475606.1 3774104 1.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

997 ALL 475626.1 3774104 1.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

998 ALL 475646.1 3774104 1.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

999 ALL 475666.1 3774104 1.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1000 ALL 475686.1 3774104 2.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1001 ALL 475706.1 3774104 2.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1002 ALL 475726.1 3774104 2.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1003 ALL 475746.1 3774104 2.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1004 ALL 475766.1 3774104 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1005 ALL 475786.1 3774104 2.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1006 ALL 475806.1 3774104 2.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1007 ALL 475826.1 3774104 2.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1008 ALL 475846.1 3774104 2.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1009 ALL 475866.1 3774104 2.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1010 ALL 475886.1 3774104 3.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1011 ALL 475906.1 3774104 3.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1012 ALL 475926.1 3774104 3.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1013 ALL 475946.1 3774104 3.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1014 ALL 475966.1 3774104 3.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1015 ALL 475986.1 3774104 3.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1016 ALL 476006.1 3774104 4.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1017 ALL 476026.1 3774104 4.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1018 ALL 476046.1 3774104 4.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1019 ALL 476066.1 3774104 4.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1020 ALL 476086.1 3774104 5.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1021 ALL 476106.1 3774104 5.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1022 ALL 476126.1 3774104 5.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1023 ALL 476146.1 3774104 6.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1024 ALL 476166.1 3774104 6.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1025 ALL 476186.1 3774104 7.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1026 ALL 476206.1 3774104 7.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1027 ALL 476226.1 3774104 8.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1028 ALL 476246.1 3774104 8.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1029 ALL 476266.1 3774104 9.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1030 ALL 476286.1 3774104 9.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1031 ALL 476306.1 3774104 1.00E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1032 ALL 476326.1 3774104 1.05E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1033 ALL 476346.1 3774104 1.10E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1034 ALL 476366.1 3774104 1.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1035 ALL 476386.1 3774104 1.20E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1036 ALL 476406.1 3774104 1.24E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1037 ALL 476426.1 3774104 1.27E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1038 ALL 476446.1 3774104 1.30E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1039 ALL 476466.1 3774104 1.31E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1040 ALL 476486.1 3774104 1.33E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1041 ALL 476506.1 3774104 1.34E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1042 ALL 476526.1 3774104 1.34E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1043 ALL 476546.1 3774104 1.33E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1044 ALL 476566.1 3774104 1.32E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1045 ALL 476586.1 3774104 1.31E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1046 ALL 476606.1 3774104 1.29E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1047 ALL 476626.1 3774104 1.27E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1048 ALL 476646.1 3774104 1.25E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1049 ALL 476666.1 3774104 1.23E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1050 ALL 476686.1 3774104 1.23E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1051 ALL 476706.1 3774104 1.24E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1052 ALL 476726.1 3774104 1.28E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1053 ALL 476746.1 3774104 1.34E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1054 ALL 476766.1 3774104 1.47E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1055 ALL 476786.1 3774104 1.71E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1056 ALL 476806.1 3774104 2.29E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1057 ALL 476846.1 3774104 2.21E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1058 ALL 476866.1 3774104 1.65E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1059 ALL 476886.1 3774104 1.36E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1060 ALL 476906.1 3774104 1.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1061 ALL 476926.1 3774104 1.07E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1062 ALL 476946.1 3774104 9.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1063 ALL 476966.1 3774104 9.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1064 ALL 476986.1 3774104 8.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1065 ALL 477006.1 3774104 8.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1066 ALL 477026.1 3774104 7.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1067 ALL 477046.1 3774104 7.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1068 ALL 477066.1 3774104 7.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1069 ALL 477086.1 3774104 6.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1070 ALL 477106.1 3774104 6.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1071 ALL 475526.1 3774124 1.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1072 ALL 475546.1 3774124 1.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1073 ALL 475566.1 3774124 1.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1074 ALL 475586.1 3774124 1.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1075 ALL 475606.1 3774124 1.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1076 ALL 475626.1 3774124 1.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1077 ALL 475646.1 3774124 1.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1078 ALL 475666.1 3774124 1.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1079 ALL 475686.1 3774124 2.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1080 ALL 475706.1 3774124 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1081 ALL 475726.1 3774124 2.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1082 ALL 475746.1 3774124 2.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1083 ALL 475766.1 3774124 2.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1084 ALL 475786.1 3774124 2.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1085 ALL 475806.1 3774124 2.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1086 ALL 475826.1 3774124 2.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1087 ALL 475846.1 3774124 2.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1088 ALL 475866.1 3774124 2.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1089 ALL 475886.1 3774124 3.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1090 ALL 475906.1 3774124 3.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1091 ALL 475926.1 3774124 3.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1092 ALL 475946.1 3774124 3.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1093 ALL 475966.1 3774124 3.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1094 ALL 475986.1 3774124 4.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1095 ALL 476006.1 3774124 4.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1096 ALL 476026.1 3774124 4.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1097 ALL 476046.1 3774124 4.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1098 ALL 476066.1 3774124 5.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1099 ALL 476086.1 3774124 5.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1100 ALL 476106.1 3774124 5.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1101 ALL 476126.1 3774124 6.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1102 ALL 476146.1 3774124 6.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1103 ALL 476166.1 3774124 6.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1104 ALL 476186.1 3774124 7.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1105 ALL 476206.1 3774124 7.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1106 ALL 476226.1 3774124 8.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1107 ALL 476246.1 3774124 9.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1108 ALL 476266.1 3774124 9.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1109 ALL 476286.1 3774124 1.02E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1110 ALL 476306.1 3774124 1.09E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1111 ALL 476326.1 3774124 1.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1112 ALL 476346.1 3774124 1.22E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1113 ALL 476366.1 3774124 1.28E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1114 ALL 476386.1 3774124 1.34E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1115 ALL 476406.1 3774124 1.40E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1116 ALL 476426.1 3774124 1.44E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1117 ALL 476446.1 3774124 1.48E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1118 ALL 476466.1 3774124 1.50E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1119 ALL 476486.1 3774124 1.52E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1120 ALL 476506.1 3774124 1.53E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1121 ALL 476526.1 3774124 1.53E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1122 ALL 476546.1 3774124 1.52E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1123 ALL 476566.1 3774124 1.50E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1124 ALL 476586.1 3774124 1.47E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1125 ALL 476606.1 3774124 1.44E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1126 ALL 476626.1 3774124 1.40E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1127 ALL 476646.1 3774124 1.37E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1128 ALL 476666.1 3774124 1.35E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1129 ALL 476686.1 3774124 1.33E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1130 ALL 476706.1 3774124 1.34E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1131 ALL 476726.1 3774124 1.36E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1132 ALL 476746.1 3774124 1.42E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1133 ALL 476766.1 3774124 1.54E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1134 ALL 476786.1 3774124 1.77E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1135 ALL 476806.1 3774124 2.35E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1136 ALL 476846.1 3774124 2.26E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1137 ALL 476866.1 3774124 1.70E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1138 ALL 476886.1 3774124 1.41E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1139 ALL 476906.1 3774124 1.23E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1140 ALL 476926.1 3774124 1.11E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1141 ALL 476946.1 3774124 1.02E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1142 ALL 476966.1 3774124 9.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1143 ALL 476986.1 3774124 8.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1144 ALL 477006.1 3774124 8.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1145 ALL 477026.1 3774124 7.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1146 ALL 477046.1 3774124 7.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1147 ALL 477066.1 3774124 7.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1148 ALL 477086.1 3774124 7.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1149 ALL 477106.1 3774124 6.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1150 ALL 475526.1 3774144 1.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1151 ALL 475546.1 3774144 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1152 ALL 475566.1 3774144 1.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1153 ALL 475586.1 3774144 1.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1154 ALL 475606.1 3774144 1.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1155 ALL 475626.1 3774144 1.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1156 ALL 475646.1 3774144 1.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1157 ALL 475666.1 3774144 1.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1158 ALL 475686.1 3774144 2.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1159 ALL 475706.1 3774144 2.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1160 ALL 475726.1 3774144 2.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1161 ALL 475746.1 3774144 2.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1162 ALL 475766.1 3774144 2.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1163 ALL 475786.1 3774144 2.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1164 ALL 475806.1 3774144 2.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1165 ALL 475826.1 3774144 2.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1166 ALL 475846.1 3774144 2.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1167 ALL 475866.1 3774144 2.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1168 ALL 475886.1 3774144 3.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1169 ALL 475906.1 3774144 3.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1170 ALL 475926.1 3774144 3.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1171 ALL 475946.1 3774144 3.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1172 ALL 475966.1 3774144 3.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1173 ALL 475986.1 3774144 4.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1174 ALL 476006.1 3774144 4.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1175 ALL 476026.1 3774144 4.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1176 ALL 476046.1 3774144 4.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1177 ALL 476066.1 3774144 5.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1178 ALL 476086.1 3774144 5.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1179 ALL 476106.1 3774144 5.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1180 ALL 476126.1 3774144 6.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1181 ALL 476146.1 3774144 6.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1182 ALL 476166.1 3774144 7.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1183 ALL 476186.1 3774144 7.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1184 ALL 476206.1 3774144 8.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1185 ALL 476226.1 3774144 8.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1186 ALL 476246.1 3774144 9.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1187 ALL 476266.1 3774144 1.02E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1188 ALL 476286.1 3774144 1.10E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1189 ALL 476306.1 3774144 1.18E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1190 ALL 476326.1 3774144 1.26E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1191 ALL 476346.1 3774144 1.35E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1192 ALL 476366.1 3774144 1.43E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1193 ALL 476386.1 3774144 1.51E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1194 ALL 476406.1 3774144 1.59E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1195 ALL 476426.1 3774144 1.65E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1196 ALL 476446.1 3774144 1.70E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1197 ALL 476466.1 3774144 1.74E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1198 ALL 476486.1 3774144 1.77E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1199 ALL 476506.1 3774144 1.78E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1200 ALL 476526.1 3774144 1.77E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1201 ALL 476546.1 3774144 1.75E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1202 ALL 476566.1 3774144 1.72E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1203 ALL 476586.1 3774144 1.68E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1204 ALL 476606.1 3774144 1.63E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1205 ALL 476626.1 3774144 1.57E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1206 ALL 476646.1 3774144 1.53E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1207 ALL 476666.1 3774144 1.48E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1208 ALL 476686.1 3774144 1.46E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1209 ALL 476706.1 3774144 1.45E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1210 ALL 476726.1 3774144 1.46E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1211 ALL 476746.1 3774144 1.51E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1212 ALL 476766.1 3774144 1.62E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1213 ALL 476786.1 3774144 1.85E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1214 ALL 476806.1 3774144 2.42E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1215 ALL 476846.1 3774144 2.34E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1216 ALL 476866.1 3774144 1.77E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1217 ALL 476886.1 3774144 1.47E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1218 ALL 476906.1 3774144 1.28E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1219 ALL 476926.1 3774144 1.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1220 ALL 477066.1 3774144 7.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1221 ALL 477086.1 3774144 7.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1222 ALL 477106.1 3774144 6.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1223 ALL 475526.1 3774164 1.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1224 ALL 475546.1 3774164 1.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1225 ALL 475566.1 3774164 1.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1226 ALL 475586.1 3774164 1.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1227 ALL 475606.1 3774164 1.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1228 ALL 475626.1 3774164 1.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1229 ALL 475646.1 3774164 1.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1230 ALL 475666.1 3774164 1.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1231 ALL 475686.1 3774164 1.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1232 ALL 475706.1 3774164 2.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1233 ALL 475726.1 3774164 2.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1234 ALL 475746.1 3774164 2.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1235 ALL 475766.1 3774164 2.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1236 ALL 475786.1 3774164 2.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1237 ALL 475806.1 3774164 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1238 ALL 475826.1 3774164 2.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1239 ALL 475846.1 3774164 2.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1240 ALL 475866.1 3774164 2.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1241 ALL 475886.1 3774164 3.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1242 ALL 475906.1 3774164 3.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1243 ALL 475926.1 3774164 3.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1244 ALL 475946.1 3774164 3.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1245 ALL 475966.1 3774164 3.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1246 ALL 475986.1 3774164 4.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1247 ALL 476006.1 3774164 4.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1248 ALL 476026.1 3774164 4.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1249 ALL 476046.1 3774164 4.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1250 ALL 476066.1 3774164 5.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1251 ALL 476086.1 3774164 5.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1252 ALL 476106.1 3774164 5.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1253 ALL 476126.1 3774164 6.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1254 ALL 476146.1 3774164 6.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1255 ALL 476166.1 3774164 7.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1256 ALL 476186.1 3774164 7.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1257 ALL 476206.1 3774164 8.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1258 ALL 476226.1 3774164 9.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1259 ALL 476246.1 3774164 9.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1260 ALL 476266.1 3774164 1.08E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1261 ALL 476286.1 3774164 1.17E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1262 ALL 476306.1 3774164 1.27E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1263 ALL 476326.1 3774164 1.37E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1264 ALL 476346.1 3774164 1.49E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1265 ALL 476366.1 3774164 1.60E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1266 ALL 476386.1 3774164 1.71E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1267 ALL 476406.1 3774164 1.81E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1268 ALL 476426.1 3774164 1.91E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1269 ALL 476446.1 3774164 1.99E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1270 ALL 476466.1 3774164 2.05E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1271 ALL 476486.1 3774164 2.09E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1272 ALL 476506.1 3774164 2.10E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1273 ALL 476526.1 3774164 2.10E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1274 ALL 476546.1 3774164 2.07E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1275 ALL 476566.1 3774164 2.01E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1276 ALL 476586.1 3774164 1.94E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1277 ALL 476606.1 3774164 1.87E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1278 ALL 476626.1 3774164 1.79E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1279 ALL 476646.1 3774164 1.71E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1280 ALL 476666.1 3774164 1.65E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1281 ALL 476686.1 3774164 1.61E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1282 ALL 476706.1 3774164 1.58E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1283 ALL 476726.1 3774164 1.59E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1284 ALL 476746.1 3774164 1.63E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1285 ALL 476766.1 3774164 1.73E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1286 ALL 476786.1 3774164 1.95E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1287 ALL 476806.1 3774164 2.50E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1288 ALL 476846.1 3774164 2.44E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1289 ALL 476866.1 3774164 1.84E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1290 ALL 476886.1 3774164 1.53E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1291 ALL 476906.1 3774164 1.34E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1292 ALL 476926.1 3774164 1.20E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1293 ALL 477066.1 3774164 7.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1294 ALL 477086.1 3774164 7.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1295 ALL 477106.1 3774164 7.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1296 ALL 475526.1 3774184 1.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1297 ALL 475546.1 3774184 1.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1298 ALL 475566.1 3774184 1.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1299 ALL 475586.1 3774184 1.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1300 ALL 475606.1 3774184 1.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1301 ALL 475626.1 3774184 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1302 ALL 475646.1 3774184 1.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1303 ALL 475666.1 3774184 1.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1304 ALL 475686.1 3774184 1.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1305 ALL 475706.1 3774184 2.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1306 ALL 475726.1 3774184 2.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1307 ALL 475746.1 3774184 2.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1308 ALL 475766.1 3774184 2.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1309 ALL 475786.1 3774184 2.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1310 ALL 475806.1 3774184 2.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1311 ALL 475826.1 3774184 2.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1312 ALL 475846.1 3774184 2.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1313 ALL 475866.1 3774184 2.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1314 ALL 475886.1 3774184 3.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1315 ALL 475906.1 3774184 3.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1316 ALL 475926.1 3774184 3.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1317 ALL 475946.1 3774184 3.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1318 ALL 475966.1 3774184 3.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1319 ALL 475986.1 3774184 4.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1320 ALL 476006.1 3774184 4.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1321 ALL 476026.1 3774184 4.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1322 ALL 476046.1 3774184 4.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1323 ALL 476066.1 3774184 5.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1324 ALL 476086.1 3774184 5.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1325 ALL 476106.1 3774184 5.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1326 ALL 476126.1 3774184 6.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1327 ALL 476146.1 3774184 6.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1328 ALL 476166.1 3774184 7.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1329 ALL 476186.1 3774184 8.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1330 ALL 476206.1 3774184 8.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1331 ALL 476226.1 3774184 9.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1332 ALL 476246.1 3774184 1.04E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1333 ALL 476266.1 3774184 1.13E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1334 ALL 476286.1 3774184 1.24E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1335 ALL 476306.1 3774184 1.36E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1336 ALL 476326.1 3774184 1.49E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1337 ALL 476346.1 3774184 1.63E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1338 ALL 476366.1 3774184 1.78E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1339 ALL 476386.1 3774184 1.94E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1340 ALL 476406.1 3774184 2.09E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1341 ALL 476426.1 3774184 2.23E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1342 ALL 476446.1 3774184 2.36E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1343 ALL 476466.1 3774184 2.46E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1344 ALL 476486.1 3774184 2.53E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1345 ALL 476506.1 3774184 2.55E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1346 ALL 476526.1 3774184 2.54E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1347 ALL 476546.1 3774184 2.49E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1348 ALL 476566.1 3774184 2.41E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1349 ALL 476586.1 3774184 2.30E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1350 ALL 476606.1 3774184 2.18E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1351 ALL 476626.1 3774184 2.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1352 ALL 476646.1 3774184 1.95E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1353 ALL 476666.1 3774184 1.87E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1354 ALL 476686.1 3774184 1.80E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1355 ALL 476706.1 3774184 1.76E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1356 ALL 476726.1 3774184 1.75E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1357 ALL 476746.1 3774184 1.78E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1358 ALL 476766.1 3774184 1.87E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1359 ALL 476786.1 3774184 2.08E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1360 ALL 476806.1 3774184 2.61E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1361 ALL 476846.1 3774184 2.54E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1362 ALL 476866.1 3774184 1.92E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1363 ALL 476886.1 3774184 1.60E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1364 ALL 476906.1 3774184 1.40E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1365 ALL 476926.1 3774184 1.26E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1366 ALL 477066.1 3774184 7.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1367 ALL 477086.1 3774184 7.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1368 ALL 477106.1 3774184 7.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1369 ALL 475526.1 3774204 1.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1370 ALL 475546.1 3774204 1.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1371 ALL 475566.1 3774204 1.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1372 ALL 475586.1 3774204 1.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1373 ALL 475606.1 3774204 1.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1374 ALL 475626.1 3774204 1.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1375 ALL 475646.1 3774204 1.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1376 ALL 475666.1 3774204 1.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1377 ALL 475686.1 3774204 1.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1378 ALL 475706.1 3774204 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1379 ALL 475726.1 3774204 2.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1380 ALL 475746.1 3774204 2.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1381 ALL 475766.1 3774204 2.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1382 ALL 475786.1 3774204 2.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1383 ALL 475806.1 3774204 2.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1384 ALL 475826.1 3774204 2.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1385 ALL 475846.1 3774204 2.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1386 ALL 475866.1 3774204 2.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1387 ALL 475886.1 3774204 3.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1388 ALL 475906.1 3774204 3.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1389 ALL 475926.1 3774204 3.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1390 ALL 475946.1 3774204 3.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1391 ALL 475966.1 3774204 3.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1392 ALL 475986.1 3774204 4.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1393 ALL 476006.1 3774204 4.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1394 ALL 476026.1 3774204 4.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1395 ALL 476046.1 3774204 4.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1396 ALL 476066.1 3774204 5.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1397 ALL 476086.1 3774204 5.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1398 ALL 476106.1 3774204 5.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1399 ALL 476126.1 3774204 6.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1400 ALL 476146.1 3774204 6.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1401 ALL 476166.1 3774204 7.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1402 ALL 476186.1 3774204 8.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1403 ALL 476206.1 3774204 8.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1404 ALL 476226.1 3774204 9.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1405 ALL 476246.1 3774204 1.07E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1406 ALL 476266.1 3774204 1.18E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1407 ALL 476286.1 3774204 1.30E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1408 ALL 476306.1 3774204 1.44E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1409 ALL 476326.1 3774204 1.60E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1410 ALL 476346.1 3774204 1.78E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1411 ALL 476366.1 3774204 1.98E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1412 ALL 476386.1 3774204 2.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1413 ALL 476406.1 3774204 2.41E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1414 ALL 476426.1 3774204 2.63E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1415 ALL 476446.1 3774204 2.84E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1416 ALL 476466.1 3774204 3.01E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1417 ALL 476486.1 3774204 3.14E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1418 ALL 476506.1 3774204 3.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1419 ALL 476526.1 3774204 3.17E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1420 ALL 476546.1 3774204 3.09E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1421 ALL 477046.1 3774204 8.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1422 ALL 477066.1 3774204 8.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1423 ALL 477086.1 3774204 7.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1424 ALL 477106.1 3774204 7.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1425 ALL 477126.1 3774204 7.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1426 ALL 477146.1 3774204 6.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1427 ALL 477166.1 3774204 6.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1428 ALL 475526.1 3774224 1.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1429 ALL 475546.1 3774224 1.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1430 ALL 475566.1 3774224 1.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1431 ALL 475586.1 3774224 1.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1432 ALL 475606.1 3774224 1.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1433 ALL 475626.1 3774224 1.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1434 ALL 475646.1 3774224 1.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1435 ALL 475666.1 3774224 1.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1436 ALL 475686.1 3774224 1.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1437 ALL 475706.1 3774224 2.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1438 ALL 475726.1 3774224 2.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1439 ALL 475746.1 3774224 2.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1440 ALL 475766.1 3774224 2.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1441 ALL 475786.1 3774224 2.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1442 ALL 475806.1 3774224 2.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1443 ALL 475826.1 3774224 2.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1444 ALL 475846.1 3774224 2.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1445 ALL 475866.1 3774224 2.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1446 ALL 475886.1 3774224 3.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1447 ALL 475906.1 3774224 3.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1448 ALL 475926.1 3774224 3.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1449 ALL 475946.1 3774224 3.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1450 ALL 475966.1 3774224 3.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1451 ALL 475986.1 3774224 3.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1452 ALL 476006.1 3774224 4.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1453 ALL 476026.1 3774224 4.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1454 ALL 476046.1 3774224 4.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1455 ALL 476066.1 3774224 5.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1456 ALL 476086.1 3774224 5.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1457 ALL 476106.1 3774224 5.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1458 ALL 476126.1 3774224 6.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1459 ALL 476146.1 3774224 6.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1460 ALL 476166.1 3774224 7.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1461 ALL 476186.1 3774224 8.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1462 ALL 476206.1 3774224 9.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1463 ALL 476226.1 3774224 9.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1464 ALL 476246.1 3774224 1.10E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1465 ALL 476266.1 3774224 1.22E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1466 ALL 476286.1 3774224 1.36E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1467 ALL 476306.1 3774224 1.52E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1468 ALL 476326.1 3774224 1.70E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1469 ALL 476346.1 3774224 1.93E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1470 ALL 476366.1 3774224 2.18E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1471 ALL 476386.1 3774224 2.46E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1472 ALL 476406.1 3774224 2.78E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1473 ALL 476426.1 3774224 3.11E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1474 ALL 476446.1 3774224 3.45E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1475 ALL 476466.1 3774224 3.78E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1476 ALL 476486.1 3774224 4.02E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1477 ALL 476506.1 3774224 4.13E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1478 ALL 476526.1 3774224 4.11E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1479 ALL 476546.1 3774224 3.98E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1480 ALL 477046.1 3774224 8.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1481 ALL 477066.1 3774224 8.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1482 ALL 477086.1 3774224 8.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1483 ALL 477106.1 3774224 7.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1484 ALL 477126.1 3774224 7.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1485 ALL 477146.1 3774224 6.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1486 ALL 477166.1 3774224 6.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1487 ALL 475526.1 3774244 1.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1488 ALL 475546.1 3774244 1.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1489 ALL 475566.1 3774244 1.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1490 ALL 475586.1 3774244 1.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1491 ALL 475606.1 3774244 1.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1492 ALL 475626.1 3774244 1.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1493 ALL 475646.1 3774244 1.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1494 ALL 475666.1 3774244 1.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1495 ALL 475686.1 3774244 1.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1496 ALL 475706.1 3774244 1.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1497 ALL 475726.1 3774244 2.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1498 ALL 475746.1 3774244 2.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1499 ALL 475766.1 3774244 2.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1500 ALL 475786.1 3774244 2.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1501 ALL 475806.1 3774244 2.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1502 ALL 475826.1 3774244 2.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1503 ALL 475846.1 3774244 2.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1504 ALL 475866.1 3774244 2.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1505 ALL 475886.1 3774244 2.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1506 ALL 475906.1 3774244 3.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1507 ALL 475926.1 3774244 3.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1508 ALL 475946.1 3774244 3.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1509 ALL 475966.1 3774244 3.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1510 ALL 475986.1 3774244 3.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1511 ALL 476006.1 3774244 4.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1512 ALL 476026.1 3774244 4.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1513 ALL 476046.1 3774244 4.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1514 ALL 476066.1 3774244 5.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1515 ALL 476086.1 3774244 5.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1516 ALL 476106.1 3774244 5.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1517 ALL 476126.1 3774244 6.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1518 ALL 476146.1 3774244 6.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1519 ALL 476166.1 3774244 7.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1520 ALL 476186.1 3774244 8.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1521 ALL 476206.1 3774244 9.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1522 ALL 476226.1 3774244 1.00E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1523 ALL 476246.1 3774244 1.11E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1524 ALL 476266.1 3774244 1.24E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1525 ALL 476286.1 3774244 1.39E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1526 ALL 476306.1 3774244 1.58E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1527 ALL 476326.1 3774244 1.80E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1528 ALL 476346.1 3774244 2.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1529 ALL 476366.1 3774244 2.37E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1530 ALL 476386.1 3774244 2.73E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1531 ALL 476406.1 3774244 3.17E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1532 ALL 476426.1 3774244 3.67E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1533 ALL 476446.1 3774244 4.23E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1534 ALL 476466.1 3774244 4.83E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1535 ALL 476486.1 3774244 5.32E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.32E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1536 ALL 476506.1 3774244 5.61E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1537 ALL 476526.1 3774244 5.62E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1538 ALL 476546.1 3774244 5.39E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1539 ALL 477046.1 3774244 9.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1540 ALL 477066.1 3774244 8.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1541 ALL 477086.1 3774244 8.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1542 ALL 477106.1 3774244 7.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1543 ALL 477126.1 3774244 7.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1544 ALL 477146.1 3774244 7.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1545 ALL 477166.1 3774244 6.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1546 ALL 475526.1 3774264 1.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1547 ALL 475546.1 3774264 1.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1548 ALL 475566.1 3774264 1.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1549 ALL 475586.1 3774264 1.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1550 ALL 475606.1 3774264 1.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1551 ALL 475626.1 3774264 1.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1552 ALL 475646.1 3774264 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1553 ALL 475666.1 3774264 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1554 ALL 475686.1 3774264 1.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1555 ALL 475706.1 3774264 1.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1556 ALL 475726.1 3774264 2.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1557 ALL 475746.1 3774264 2.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1558 ALL 475766.1 3774264 2.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1559 ALL 475786.1 3774264 2.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1560 ALL 475806.1 3774264 2.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1561 ALL 475826.1 3774264 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1562 ALL 475846.1 3774264 2.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1563 ALL 475866.1 3774264 2.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1564 ALL 475886.1 3774264 2.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1565 ALL 475906.1 3774264 3.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1566 ALL 475926.1 3774264 3.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1567 ALL 475946.1 3774264 3.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1568 ALL 475966.1 3774264 3.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1569 ALL 475986.1 3774264 3.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1570 ALL 476006.1 3774264 4.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1571 ALL 476026.1 3774264 4.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1572 ALL 476046.1 3774264 4.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1573 ALL 476066.1 3774264 5.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1574 ALL 476086.1 3774264 5.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1575 ALL 476106.1 3774264 5.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1576 ALL 476126.1 3774264 6.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1577 ALL 476146.1 3774264 6.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1578 ALL 476166.1 3774264 7.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1579 ALL 476186.1 3774264 8.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1580 ALL 476206.1 3774264 9.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1581 ALL 476226.1 3774264 1.00E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1582 ALL 476246.1 3774264 1.12E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1583 ALL 476266.1 3774264 1.25E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1584 ALL 476286.1 3774264 1.41E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1585 ALL 476306.1 3774264 1.61E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1586 ALL 476326.1 3774264 1.86E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1587 ALL 476346.1 3774264 2.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1588 ALL 476366.1 3774264 2.52E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1589 ALL 476386.1 3774264 2.98E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1590 ALL 476406.1 3774264 3.55E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1591 ALL 476426.1 3774264 4.27E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1592 ALL 476446.1 3774264 5.16E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1593 ALL 476466.1 3774264 6.24E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1594 ALL 476486.1 3774264 7.30E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1595 ALL 476506.1 3774264 8.10E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1596 ALL 476526.1 3774264 8.30E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.30E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1597 ALL 476546.1 3774264 7.86E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1598 ALL 477046.1 3774264 9.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1599 ALL 477066.1 3774264 8.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1600 ALL 477086.1 3774264 8.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1601 ALL 477106.1 3774264 7.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1602 ALL 477126.1 3774264 7.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1603 ALL 477146.1 3774264 7.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1604 ALL 477166.1 3774264 6.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1605 ALL 475526.1 3774284 1.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1606 ALL 475546.1 3774284 1.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1607 ALL 475566.1 3774284 1.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1608 ALL 475586.1 3774284 1.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1609 ALL 475606.1 3774284 1.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1610 ALL 475626.1 3774284 1.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1611 ALL 475646.1 3774284 1.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1612 ALL 475666.1 3774284 1.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1613 ALL 475686.1 3774284 1.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1614 ALL 475706.1 3774284 1.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1615 ALL 475726.1 3774284 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1616 ALL 475746.1 3774284 2.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1617 ALL 475766.1 3774284 2.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1618 ALL 475786.1 3774284 2.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1619 ALL 475806.1 3774284 2.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1620 ALL 475826.1 3774284 2.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1621 ALL 475846.1 3774284 2.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1622 ALL 475866.1 3774284 2.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1623 ALL 475886.1 3774284 2.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1624 ALL 475906.1 3774284 3.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1625 ALL 475926.1 3774284 3.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1626 ALL 475946.1 3774284 3.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1627 ALL 475966.1 3774284 3.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1628 ALL 475986.1 3774284 3.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1629 ALL 476006.1 3774284 4.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1630 ALL 476026.1 3774284 4.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1631 ALL 476046.1 3774284 4.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1632 ALL 476066.1 3774284 4.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1633 ALL 476086.1 3774284 5.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1634 ALL 476106.1 3774284 5.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1635 ALL 476126.1 3774284 6.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1636 ALL 476146.1 3774284 6.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1637 ALL 476166.1 3774284 7.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1638 ALL 476186.1 3774284 8.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1639 ALL 476206.1 3774284 8.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1640 ALL 476226.1 3774284 9.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1641 ALL 476246.1 3774284 1.11E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1642 ALL 476266.1 3774284 1.25E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1643 ALL 476286.1 3774284 1.41E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1644 ALL 476306.1 3774284 1.62E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1645 ALL 476326.1 3774284 1.88E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1646 ALL 476346.1 3774284 2.20E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1647 ALL 476366.1 3774284 2.62E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1648 ALL 476386.1 3774284 3.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1649 ALL 476406.1 3774284 3.86E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1650 ALL 476426.1 3774284 4.82E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1651 ALL 476446.1 3774284 6.14E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1652 ALL 476466.1 3774284 7.99E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.99E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1653 ALL 476486.1 3774284 1.03E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1654 ALL 476506.1 3774284 1.26E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1655 ALL 476526.1 3774284 1.38E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1656 ALL 476546.1 3774284 1.29E-06 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1657 ALL 477046.1 3774284 9.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1658 ALL 477066.1 3774284 8.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1659 ALL 477086.1 3774284 8.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1660 ALL 477106.1 3774284 7.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1661 ALL 477126.1 3774284 7.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1662 ALL 477146.1 3774284 7.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1663 ALL 477166.1 3774284 6.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1664 ALL 475526.1 3774304 1.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1665 ALL 475546.1 3774304 1.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1666 ALL 475566.1 3774304 1.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1667 ALL 475586.1 3774304 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1668 ALL 475606.1 3774304 1.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1669 ALL 475626.1 3774304 1.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1670 ALL 475646.1 3774304 1.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1671 ALL 475666.1 3774304 1.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1672 ALL 475686.1 3774304 1.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1673 ALL 475706.1 3774304 1.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1674 ALL 475726.1 3774304 2.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1675 ALL 475746.1 3774304 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1676 ALL 475766.1 3774304 2.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1677 ALL 475786.1 3774304 2.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1678 ALL 475806.1 3774304 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1679 ALL 475826.1 3774304 2.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1680 ALL 475846.1 3774304 2.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1681 ALL 475866.1 3774304 2.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1682 ALL 475886.1 3774304 2.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1683 ALL 475906.1 3774304 3.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1684 ALL 475926.1 3774304 3.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1685 ALL 475946.1 3774304 3.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1686 ALL 475966.1 3774304 3.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1687 ALL 475986.1 3774304 3.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1688 ALL 476006.1 3774304 4.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1689 ALL 476026.1 3774304 4.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1690 ALL 476046.1 3774304 4.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1691 ALL 476066.1 3774304 4.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1692 ALL 476086.1 3774304 5.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1693 ALL 476106.1 3774304 5.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1694 ALL 476126.1 3774304 6.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1695 ALL 476146.1 3774304 6.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1696 ALL 476166.1 3774304 7.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1697 ALL 476186.1 3774304 7.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1698 ALL 476206.1 3774304 8.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1699 ALL 476226.1 3774304 9.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1700 ALL 476246.1 3774304 1.09E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1701 ALL 476266.1 3774304 1.23E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1702 ALL 476286.1 3774304 1.39E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1703 ALL 476306.1 3774304 1.61E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1704 ALL 476326.1 3774304 1.87E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1705 ALL 476346.1 3774304 2.20E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1706 ALL 476366.1 3774304 2.64E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1707 ALL 476386.1 3774304 3.23E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1708 ALL 477046.1 3774304 9.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1709 ALL 477066.1 3774304 8.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1710 ALL 477086.1 3774304 8.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1711 ALL 477106.1 3774304 7.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1712 ALL 477126.1 3774304 7.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1713 ALL 477146.1 3774304 7.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1714 ALL 477166.1 3774304 6.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1715 ALL 475526.1 3774324 1.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1716 ALL 475546.1 3774324 1.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1717 ALL 475566.1 3774324 1.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1718 ALL 475586.1 3774324 1.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1719 ALL 475606.1 3774324 1.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1720 ALL 475626.1 3774324 1.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1721 ALL 475646.1 3774324 1.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1722 ALL 475666.1 3774324 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1723 ALL 475686.1 3774324 1.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1724 ALL 475706.1 3774324 1.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1725 ALL 475726.1 3774324 1.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1726 ALL 475746.1 3774324 2.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1727 ALL 475766.1 3774324 2.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1728 ALL 475786.1 3774324 2.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1729 ALL 475806.1 3774324 2.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1730 ALL 475826.1 3774324 2.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1731 ALL 475846.1 3774324 2.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1732 ALL 475866.1 3774324 2.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1733 ALL 475886.1 3774324 2.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1734 ALL 475906.1 3774324 2.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1735 ALL 475926.1 3774324 3.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1736 ALL 475946.1 3774324 3.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1737 ALL 475966.1 3774324 3.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1738 ALL 475986.1 3774324 3.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1739 ALL 476006.1 3774324 3.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1740 ALL 476026.1 3774324 4.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1741 ALL 476046.1 3774324 4.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1742 ALL 476066.1 3774324 4.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1743 ALL 476086.1 3774324 5.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1744 ALL 476106.1 3774324 5.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1745 ALL 476126.1 3774324 5.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1746 ALL 476146.1 3774324 6.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1747 ALL 476166.1 3774324 7.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1748 ALL 476186.1 3774324 7.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1749 ALL 476206.1 3774324 8.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1750 ALL 476226.1 3774324 9.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1751 ALL 476246.1 3774324 1.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1752 ALL 476266.1 3774324 1.20E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1753 ALL 476286.1 3774324 1.36E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1754 ALL 476306.1 3774324 1.57E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1755 ALL 476326.1 3774324 1.83E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1756 ALL 476346.1 3774324 2.16E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1757 ALL 476366.1 3774324 2.59E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1758 ALL 476386.1 3774324 3.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1759 ALL 477046.1 3774324 9.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1760 ALL 477066.1 3774324 8.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1761 ALL 477086.1 3774324 8.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1762 ALL 477106.1 3774324 7.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1763 ALL 477126.1 3774324 7.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1764 ALL 477146.1 3774324 7.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1765 ALL 477166.1 3774324 6.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1766 ALL 477466.1 3774324 4.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1767 ALL 477486.1 3774324 4.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1768 ALL 477506.1 3774324 4.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1769 ALL 477526.1 3774324 4.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1770 ALL 475526.1 3774344 1.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1771 ALL 475546.1 3774344 1.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1772 ALL 475566.1 3774344 1.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1773 ALL 475586.1 3774344 1.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1774 ALL 475606.1 3774344 1.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1775 ALL 475626.1 3774344 1.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1776 ALL 475646.1 3774344 1.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1777 ALL 475666.1 3774344 1.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1778 ALL 475686.1 3774344 1.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1779 ALL 475706.1 3774344 1.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1780 ALL 475726.1 3774344 1.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1781 ALL 475746.1 3774344 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1782 ALL 475766.1 3774344 2.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1783 ALL 475786.1 3774344 2.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1784 ALL 475806.1 3774344 2.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1785 ALL 475826.1 3774344 2.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1786 ALL 475846.1 3774344 2.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1787 ALL 475866.1 3774344 2.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1788 ALL 475886.1 3774344 2.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1789 ALL 475906.1 3774344 2.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1790 ALL 475926.1 3774344 3.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1791 ALL 475946.1 3774344 3.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1792 ALL 475966.1 3774344 3.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1793 ALL 475986.1 3774344 3.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1794 ALL 476006.1 3774344 3.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1795 ALL 476026.1 3774344 4.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1796 ALL 476046.1 3774344 4.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1797 ALL 476066.1 3774344 4.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1798 ALL 476086.1 3774344 5.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1799 ALL 476106.1 3774344 5.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1800 ALL 476126.1 3774344 5.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1801 ALL 476146.1 3774344 6.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1802 ALL 476166.1 3774344 6.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1803 ALL 476186.1 3774344 7.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1804 ALL 476206.1 3774344 8.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1805 ALL 476226.1 3774344 9.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1806 ALL 476246.1 3774344 1.03E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1807 ALL 476266.1 3774344 1.16E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1808 ALL 476286.1 3774344 1.31E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1809 ALL 476306.1 3774344 1.51E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1810 ALL 476326.1 3774344 1.76E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1811 ALL 476346.1 3774344 2.07E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1812 ALL 476366.1 3774344 2.48E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1813 ALL 476386.1 3774344 3.05E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1814 ALL 476406.1 3774344 3.84E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1815 ALL 477046.1 3774344 9.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1816 ALL 477066.1 3774344 8.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1817 ALL 477086.1 3774344 8.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1818 ALL 477106.1 3774344 7.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1819 ALL 477126.1 3774344 7.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1820 ALL 477146.1 3774344 6.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1821 ALL 477166.1 3774344 6.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1822 ALL 477466.1 3774344 4.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1823 ALL 477486.1 3774344 4.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1824 ALL 477506.1 3774344 4.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1825 ALL 477526.1 3774344 4.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1826 ALL 475526.1 3774364 1.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1827 ALL 475546.1 3774364 1.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1828 ALL 475566.1 3774364 1.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1829 ALL 475586.1 3774364 1.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1830 ALL 475606.1 3774364 1.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1831 ALL 475626.1 3774364 1.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1832 ALL 475646.1 3774364 1.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1833 ALL 475666.1 3774364 1.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1834 ALL 475686.1 3774364 1.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1835 ALL 475706.1 3774364 1.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1836 ALL 475726.1 3774364 1.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1837 ALL 475746.1 3774364 2.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1838 ALL 475766.1 3774364 2.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1839 ALL 475786.1 3774364 2.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1840 ALL 475806.1 3774364 2.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1841 ALL 475826.1 3774364 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1842 ALL 475846.1 3774364 2.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1843 ALL 475866.1 3774364 2.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1844 ALL 475886.1 3774364 2.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1845 ALL 475906.1 3774364 2.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1846 ALL 475926.1 3774364 3.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1847 ALL 475946.1 3774364 3.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1848 ALL 475966.1 3774364 3.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1849 ALL 475986.1 3774364 3.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1850 ALL 476006.1 3774364 3.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1851 ALL 476026.1 3774364 4.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1852 ALL 476046.1 3774364 4.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1853 ALL 476066.1 3774364 4.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1854 ALL 476086.1 3774364 4.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1855 ALL 476106.1 3774364 5.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1856 ALL 476126.1 3774364 5.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1857 ALL 476146.1 3774364 6.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1858 ALL 476166.1 3774364 6.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1859 ALL 476186.1 3774364 7.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1860 ALL 476206.1 3774364 8.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1861 ALL 476226.1 3774364 8.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1862 ALL 476246.1 3774364 9.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1863 ALL 476266.1 3774364 1.11E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1864 ALL 476286.1 3774364 1.26E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1865 ALL 476306.1 3774364 1.44E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1866 ALL 476326.1 3774364 1.67E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1867 ALL 476346.1 3774364 1.96E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1868 ALL 476366.1 3774364 2.33E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1869 ALL 476386.1 3774364 2.84E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1870 ALL 477046.1 3774364 8.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1871 ALL 477066.1 3774364 8.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1872 ALL 477086.1 3774364 7.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1873 ALL 477106.1 3774364 7.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1874 ALL 477126.1 3774364 7.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1875 ALL 477146.1 3774364 6.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1876 ALL 477166.1 3774364 6.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1877 ALL 477466.1 3774364 4.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1878 ALL 477486.1 3774364 4.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1879 ALL 477506.1 3774364 4.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1880 ALL 477526.1 3774364 4.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1881 ALL 475526.1 3774384 1.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1882 ALL 475546.1 3774384 1.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1883 ALL 475566.1 3774384 1.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1884 ALL 475586.1 3774384 1.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1885 ALL 475606.1 3774384 1.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1886 ALL 475626.1 3774384 1.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1887 ALL 475646.1 3774384 1.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1888 ALL 475666.1 3774384 1.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1889 ALL 475686.1 3774384 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1890 ALL 475706.1 3774384 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1891 ALL 475726.1 3774384 1.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1892 ALL 475746.1 3774384 1.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1893 ALL 475766.1 3774384 2.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1894 ALL 475786.1 3774384 2.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1895 ALL 475806.1 3774384 2.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1896 ALL 475826.1 3774384 2.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1897 ALL 475846.1 3774384 2.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1898 ALL 475866.1 3774384 2.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1899 ALL 475886.1 3774384 2.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1900 ALL 475906.1 3774384 2.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1901 ALL 475926.1 3774384 2.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1902 ALL 475946.1 3774384 3.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1903 ALL 475966.1 3774384 3.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1904 ALL 475986.1 3774384 3.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1905 ALL 476006.1 3774384 3.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1906 ALL 476026.1 3774384 3.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1907 ALL 476046.1 3774384 4.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1908 ALL 476066.1 3774384 4.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1909 ALL 476086.1 3774384 4.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1910 ALL 476106.1 3774384 5.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1911 ALL 476126.1 3774384 5.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1912 ALL 476146.1 3774384 5.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1913 ALL 476166.1 3774384 6.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1914 ALL 476186.1 3774384 7.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1915 ALL 476206.1 3774384 7.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1916 ALL 476226.1 3774384 8.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1917 ALL 476246.1 3774384 9.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1918 ALL 476266.1 3774384 1.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1919 ALL 476286.1 3774384 1.20E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1920 ALL 476306.1 3774384 1.36E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1921 ALL 476326.1 3774384 1.57E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1922 ALL 476346.1 3774384 1.83E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1923 ALL 476366.1 3774384 2.16E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1924 ALL 476386.1 3774384 2.60E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1925 ALL 476417.9 3774378 3.83E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1926 ALL 477046.1 3774384 8.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1927 ALL 477066.1 3774384 8.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1928 ALL 477086.1 3774384 7.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1929 ALL 477106.1 3774384 7.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1930 ALL 477126.1 3774384 6.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1931 ALL 477146.1 3774384 6.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1932 ALL 477166.1 3774384 6.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1933 ALL 477466.1 3774384 4.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1934 ALL 477486.1 3774384 4.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1935 ALL 477506.1 3774384 3.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1936 ALL 477526.1 3774384 3.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1937 ALL 475526.1 3774404 1.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1938 ALL 475546.1 3774404 1.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1939 ALL 475566.1 3774404 1.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1940 ALL 475586.1 3774404 1.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1941 ALL 475606.1 3774404 1.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1942 ALL 475626.1 3774404 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1943 ALL 475646.1 3774404 1.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1944 ALL 475666.1 3774404 1.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1945 ALL 475686.1 3774404 1.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1946 ALL 475706.1 3774404 1.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1947 ALL 475726.1 3774404 1.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1948 ALL 475746.1 3774404 1.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1949 ALL 475766.1 3774404 2.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1950 ALL 475786.1 3774404 2.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1951 ALL 475806.1 3774404 2.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1952 ALL 475826.1 3774404 2.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1953 ALL 475846.1 3774404 2.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1954 ALL 475866.1 3774404 2.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1955 ALL 475886.1 3774404 2.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1956 ALL 475906.1 3774404 2.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1957 ALL 475926.1 3774404 2.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1958 ALL 475946.1 3774404 3.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1959 ALL 475966.1 3774404 3.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1960 ALL 475986.1 3774404 3.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1961 ALL 476006.1 3774404 3.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1962 ALL 476026.1 3774404 3.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1963 ALL 476046.1 3774404 4.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1964 ALL 476066.1 3774404 4.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1965 ALL 476086.1 3774404 4.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1966 ALL 476106.1 3774404 4.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1967 ALL 476126.1 3774404 5.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1968 ALL 476146.1 3774404 5.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1969 ALL 476166.1 3774404 6.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1970 ALL 476186.1 3774404 6.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1971 ALL 476206.1 3774404 7.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1972 ALL 476226.1 3774404 8.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1973 ALL 476246.1 3774404 9.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1974 ALL 476266.1 3774404 1.01E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1975 ALL 476286.1 3774404 1.13E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1976 ALL 476306.1 3774404 1.29E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1977 ALL 476326.1 3774404 1.47E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1978 ALL 477046.1 3774404 8.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1979 ALL 477066.1 3774404 7.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1980 ALL 477086.1 3774404 7.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1981 ALL 477106.1 3774404 6.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1982 ALL 477126.1 3774404 6.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1983 ALL 477146.1 3774404 6.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1984 ALL 477166.1 3774404 5.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1985 ALL 477186.1 3774404 5.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1986 ALL 477206.1 3774404 5.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1987 ALL 477226.1 3774404 5.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1988 ALL 477246.1 3774404 5.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1989 ALL 477266.1 3774404 5.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1990 ALL 477286.1 3774404 5.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1991 ALL 477306.1 3774404 5.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1992 ALL 477326.1 3774404 5.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1993 ALL 477346.1 3774404 4.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1994 ALL 477366.1 3774404 4.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1995 ALL 477386.1 3774404 4.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1996 ALL 477406.1 3774404 4.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1997 ALL 477426.1 3774404 4.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1998 ALL 477446.1 3774404 4.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1999 ALL 477466.1 3774404 4.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2000 ALL 477486.1 3774404 3.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2001 ALL 477506.1 3774404 3.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2002 ALL 477526.1 3774404 3.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2003 ALL 475946.1 3774424 2.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2004 ALL 475966.1 3774424 3.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2005 ALL 475986.1 3774424 3.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2006 ALL 476006.1 3774424 3.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2007 ALL 476026.1 3774424 3.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2008 ALL 476046.1 3774424 3.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2009 ALL 476066.1 3774424 4.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2010 ALL 476086.1 3774424 4.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2011 ALL 476106.1 3774424 4.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2012 ALL 476126.1 3774424 5.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2013 ALL 476146.1 3774424 5.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2014 ALL 476166.1 3774424 6.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2015 ALL 476186.1 3774424 6.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2016 ALL 476206.1 3774424 7.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2017 ALL 476226.1 3774424 7.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2018 ALL 476246.1 3774424 8.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2019 ALL 476266.1 3774424 9.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2020 ALL 476286.1 3774424 1.07E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2021 ALL 476306.1 3774424 1.21E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2022 ALL 476326.1 3774424 1.37E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2023 ALL 476346.1 3774424 1.57E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2024 ALL 476366.1 3774424 1.82E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2025 ALL 476386.1 3774424 2.13E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2026 ALL 476406.1 3774424 2.53E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2027 ALL 476426.1 3774424 3.05E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2028 ALL 476446.1 3774424 3.74E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2029 ALL 476466.1 3774424 4.60E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2030 ALL 476486.1 3774424 5.65E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2031 ALL 476506.1 3774424 6.82E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2032 ALL 476526.1 3774424 7.85E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.85E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2033 ALL 476546.1 3774424 8.21E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2034 ALL 476566.1 3774424 7.76E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.76E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2035 ALL 476586.1 3774424 6.97E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.97E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2036 ALL 476606.1 3774424 6.20E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2037 ALL 476626.1 3774424 5.57E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2038 ALL 476646.1 3774424 5.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2039 ALL 476666.1 3774424 4.64E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2040 ALL 476686.1 3774424 4.31E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2041 ALL 476706.1 3774424 4.03E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2042 ALL 476726.1 3774424 3.79E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2043 ALL 476746.1 3774424 3.56E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2044 ALL 476766.1 3774424 3.28E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2045 ALL 476786.1 3774424 2.80E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2046 ALL 476806.1 3774424 2.35E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2047 ALL 476826.1 3774424 2.01E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2048 ALL 476846.1 3774424 1.77E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2049 ALL 476866.1 3774424 1.57E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2050 ALL 476886.1 3774424 1.42E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2051 ALL 476906.1 3774424 1.29E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2052 ALL 476926.1 3774424 1.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2053 ALL 476946.1 3774424 1.09E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2054 ALL 476966.1 3774424 1.01E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2055 ALL 476986.1 3774424 9.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2056 ALL 477006.1 3774424 8.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2057 ALL 477026.1 3774424 8.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2058 ALL 477046.1 3774424 7.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2059 ALL 477066.1 3774424 7.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2060 ALL 477086.1 3774424 6.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2061 ALL 477106.1 3774424 6.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2062 ALL 477126.1 3774424 6.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2063 ALL 477146.1 3774424 5.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2064 ALL 477166.1 3774424 5.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2065 ALL 477186.1 3774424 5.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2066 ALL 477206.1 3774424 5.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2067 ALL 477226.1 3774424 5.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2068 ALL 477246.1 3774424 5.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2069 ALL 477266.1 3774424 5.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2070 ALL 477286.1 3774424 5.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2071 ALL 477306.1 3774424 4.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2072 ALL 477326.1 3774424 4.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2073 ALL 477346.1 3774424 4.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2074 ALL 477366.1 3774424 4.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2075 ALL 477386.1 3774424 4.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2076 ALL 477406.1 3774424 4.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2077 ALL 477426.1 3774424 4.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2078 ALL 477446.1 3774424 4.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2079 ALL 477466.1 3774424 3.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2080 ALL 477486.1 3774424 3.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2081 ALL 477506.1 3774424 3.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2082 ALL 477526.1 3774424 3.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2083 ALL 475946.1 3774444 2.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2084 ALL 475966.1 3774444 3.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2085 ALL 475986.1 3774444 3.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2086 ALL 476006.1 3774444 3.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2087 ALL 476026.1 3774444 3.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2088 ALL 476046.1 3774444 3.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2089 ALL 476066.1 3774444 4.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2090 ALL 476086.1 3774444 4.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2091 ALL 476106.1 3774444 4.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2092 ALL 476126.1 3774444 5.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2093 ALL 476146.1 3774444 5.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2094 ALL 476166.1 3774444 5.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2095 ALL 476186.1 3774444 6.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2096 ALL 476206.1 3774444 6.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2097 ALL 476226.1 3774444 7.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2098 ALL 476246.1 3774444 8.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2099 ALL 476266.1 3774444 9.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2100 ALL 476286.1 3774444 1.01E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2101 ALL 476306.1 3774444 1.13E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2102 ALL 476326.1 3774444 1.28E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2103 ALL 476346.1 3774444 1.45E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2104 ALL 476366.1 3774444 1.66E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2105 ALL 476386.1 3774444 1.91E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2106 ALL 476406.1 3774444 2.22E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2107 ALL 476426.1 3774444 2.62E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2108 ALL 476446.1 3774444 3.09E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2109 ALL 476466.1 3774444 3.64E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2110 ALL 476486.1 3774444 4.25E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.25E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2111 ALL 476506.1 3774444 4.83E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2112 ALL 476526.1 3774444 5.26E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2113 ALL 476546.1 3774444 5.41E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.41E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2114 ALL 476566.1 3774444 5.22E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2115 ALL 476586.1 3774444 4.83E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2116 ALL 476606.1 3774444 4.39E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2117 ALL 476626.1 3774444 3.98E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2118 ALL 476646.1 3774444 3.63E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2119 ALL 476666.1 3774444 3.34E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2120 ALL 476686.1 3774444 3.09E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2121 ALL 476706.1 3774444 2.89E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2122 ALL 476726.1 3774444 2.70E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2123 ALL 476746.1 3774444 2.53E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2124 ALL 476766.1 3774444 2.33E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2125 ALL 476786.1 3774444 2.10E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2126 ALL 476806.1 3774444 1.88E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2127 ALL 476826.1 3774444 1.69E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2128 ALL 476846.1 3774444 1.52E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2129 ALL 476866.1 3774444 1.38E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2130 ALL 476886.1 3774444 1.27E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2131 ALL 476906.1 3774444 1.17E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2132 ALL 476926.1 3774444 1.08E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2133 ALL 476946.1 3774444 1.00E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2134 ALL 476966.1 3774444 9.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2135 ALL 476986.1 3774444 8.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2136 ALL 477006.1 3774444 8.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2137 ALL 477026.1 3774444 7.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2138 ALL 477046.1 3774444 7.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2139 ALL 477066.1 3774444 6.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2140 ALL 477086.1 3774444 6.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2141 ALL 477106.1 3774444 6.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2142 ALL 477126.1 3774444 5.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2143 ALL 477146.1 3774444 5.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2144 ALL 477166.1 3774444 5.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2145 ALL 477186.1 3774444 5.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2146 ALL 477206.1 3774444 4.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2147 ALL 477226.1 3774444 5.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2148 ALL 477246.1 3774444 5.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2149 ALL 477266.1 3774444 5.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2150 ALL 477286.1 3774444 4.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2151 ALL 477306.1 3774444 4.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2152 ALL 477326.1 3774444 4.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2153 ALL 477346.1 3774444 4.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2154 ALL 477366.1 3774444 4.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2155 ALL 477386.1 3774444 4.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2156 ALL 477406.1 3774444 4.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2157 ALL 477426.1 3774444 3.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2158 ALL 477446.1 3774444 3.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2159 ALL 477466.1 3774444 3.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2160 ALL 477486.1 3774444 3.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2161 ALL 477506.1 3774444 3.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2162 ALL 477526.1 3774444 3.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2163 ALL 475946.1 3774464 2.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2164 ALL 475966.1 3774464 3.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2165 ALL 475986.1 3774464 3.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2166 ALL 476006.1 3774464 3.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2167 ALL 476026.1 3774464 3.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2168 ALL 476046.1 3774464 3.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2169 ALL 476066.1 3774464 4.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2170 ALL 476086.1 3774464 4.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2171 ALL 476106.1 3774464 4.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2172 ALL 476126.1 3774464 4.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2173 ALL 476146.1 3774464 5.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2174 ALL 476166.1 3774464 5.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2175 ALL 476186.1 3774464 6.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2176 ALL 476206.1 3774464 6.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2177 ALL 476226.1 3774464 7.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2178 ALL 476246.1 3774464 7.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2179 ALL 476266.1 3774464 8.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2180 ALL 476286.1 3774464 9.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2181 ALL 476306.1 3774464 1.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2182 ALL 476326.1 3774464 1.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2183 ALL 476346.1 3774464 1.33E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2184 ALL 476366.1 3774464 1.50E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2185 ALL 476386.1 3774464 1.71E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2186 ALL 476406.1 3774464 1.95E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2187 ALL 476426.1 3774464 2.24E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2188 ALL 476446.1 3774464 2.57E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2189 ALL 476466.1 3774464 2.93E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2190 ALL 476486.1 3774464 3.29E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2191 ALL 476506.1 3774464 3.62E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2192 ALL 476526.1 3774464 3.84E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2193 ALL 476546.1 3774464 3.92E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2194 ALL 476566.1 3774464 3.82E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2195 ALL 476586.1 3774464 3.62E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2196 ALL 476606.1 3774464 3.35E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2197 ALL 476626.1 3774464 3.08E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2198 ALL 476646.1 3774464 2.83E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2199 ALL 476666.1 3774464 2.62E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2200 ALL 476686.1 3774464 2.43E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2201 ALL 476706.1 3774464 2.27E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2202 ALL 476726.1 3774464 2.12E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2203 ALL 476746.1 3774464 1.98E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2204 ALL 476766.1 3774464 1.84E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2205 ALL 476786.1 3774464 1.70E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2206 ALL 476806.1 3774464 1.56E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2207 ALL 476826.1 3774464 1.43E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2208 ALL 476846.1 3774464 1.31E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2209 ALL 476866.1 3774464 1.21E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2210 ALL 476886.1 3774464 1.12E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2211 ALL 476906.1 3774464 1.05E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2212 ALL 476926.1 3774464 9.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2213 ALL 476946.1 3774464 9.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2214 ALL 476966.1 3774464 8.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2215 ALL 476986.1 3774464 8.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2216 ALL 477006.1 3774464 7.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2217 ALL 477026.1 3774464 7.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2218 ALL 477046.1 3774464 6.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2219 ALL 477066.1 3774464 6.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2220 ALL 477086.1 3774464 6.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2221 ALL 477106.1 3774464 5.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2222 ALL 477126.1 3774464 5.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2223 ALL 477146.1 3774464 5.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2224 ALL 477166.1 3774464 5.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2225 ALL 477186.1 3774464 4.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2226 ALL 477206.1 3774464 4.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2227 ALL 477226.1 3774464 4.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2228 ALL 477246.1 3774464 4.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2229 ALL 477266.1 3774464 4.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2230 ALL 477286.1 3774464 4.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2231 ALL 477306.1 3774464 4.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2232 ALL 477326.1 3774464 4.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2233 ALL 477346.1 3774464 4.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2234 ALL 477366.1 3774464 4.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2235 ALL 477386.1 3774464 3.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2236 ALL 477406.1 3774464 3.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2237 ALL 477426.1 3774464 3.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2238 ALL 477446.1 3774464 3.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2239 ALL 477466.1 3774464 3.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2240 ALL 477486.1 3774464 3.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2241 ALL 477506.1 3774464 3.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2242 ALL 477526.1 3774464 3.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2243 ALL 475946.1 3774484 2.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2244 ALL 475966.1 3774484 2.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2245 ALL 475986.1 3774484 3.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2246 ALL 476006.1 3774484 3.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2247 ALL 476026.1 3774484 3.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2248 ALL 476046.1 3774484 3.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2249 ALL 476066.1 3774484 3.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2250 ALL 476086.1 3774484 4.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2251 ALL 476106.1 3774484 4.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2252 ALL 476126.1 3774484 4.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2253 ALL 476146.1 3774484 5.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2254 ALL 476166.1 3774484 5.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2255 ALL 476186.1 3774484 5.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2256 ALL 476206.1 3774484 6.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2257 ALL 476226.1 3774484 6.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2258 ALL 476246.1 3774484 7.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2259 ALL 476266.1 3774484 8.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2260 ALL 476286.1 3774484 8.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2261 ALL 476306.1 3774484 9.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2262 ALL 476326.1 3774484 1.10E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2263 ALL 476346.1 3774484 1.22E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2264 ALL 476366.1 3774484 1.36E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2265 ALL 476386.1 3774484 1.53E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2266 ALL 476406.1 3774484 1.71E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2267 ALL 476426.1 3774484 1.93E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2268 ALL 476446.1 3774484 2.16E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2269 ALL 476466.1 3774484 2.40E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2270 ALL 476486.1 3774484 2.63E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2271 ALL 476506.1 3774484 2.82E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2272 ALL 476526.1 3774484 2.95E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2273 ALL 476546.1 3774484 3.00E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2274 ALL 476566.1 3774484 2.95E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2275 ALL 476586.1 3774484 2.83E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2276 ALL 476606.1 3774484 2.67E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2277 ALL 476626.1 3774484 2.49E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2278 ALL 476646.1 3774484 2.31E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2279 ALL 476666.1 3774484 2.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2280 ALL 476686.1 3774484 2.00E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2281 ALL 476706.1 3774484 1.87E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2282 ALL 476726.1 3774484 1.75E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2283 ALL 476746.1 3774484 1.64E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2284 ALL 476766.1 3774484 1.53E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2285 ALL 476786.1 3774484 1.43E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2286 ALL 476806.1 3774484 1.33E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2287 ALL 476826.1 3774484 1.23E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2288 ALL 476846.1 3774484 1.14E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2289 ALL 476866.1 3774484 1.07E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2290 ALL 476886.1 3774484 9.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2291 ALL 476906.1 3774484 9.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2292 ALL 476926.1 3774484 8.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2293 ALL 476946.1 3774484 8.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2294 ALL 476966.1 3774484 7.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2295 ALL 476986.1 3774484 7.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2296 ALL 477006.1 3774484 6.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2297 ALL 477026.1 3774484 6.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2298 ALL 477046.1 3774484 6.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2299 ALL 477066.1 3774484 6.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2300 ALL 477086.1 3774484 5.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2301 ALL 477106.1 3774484 5.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2302 ALL 477126.1 3774484 5.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2303 ALL 477146.1 3774484 5.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2304 ALL 477166.1 3774484 4.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2305 ALL 477186.1 3774484 4.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2306 ALL 477206.1 3774484 4.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2307 ALL 477226.1 3774484 4.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2308 ALL 477246.1 3774484 4.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2309 ALL 477266.1 3774484 4.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2310 ALL 477286.1 3774484 4.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2311 ALL 477306.1 3774484 4.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2312 ALL 477326.1 3774484 4.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2313 ALL 477346.1 3774484 3.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2314 ALL 477366.1 3774484 3.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2315 ALL 477386.1 3774484 3.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2316 ALL 477406.1 3774484 3.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2317 ALL 477426.1 3774484 3.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2318 ALL 477446.1 3774484 3.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2319 ALL 477466.1 3774484 3.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2320 ALL 477486.1 3774484 3.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2321 ALL 477506.1 3774484 3.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2322 ALL 477526.1 3774484 3.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2323 ALL 475946.1 3774504 2.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2324 ALL 475966.1 3774504 2.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2325 ALL 475986.1 3774504 3.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2326 ALL 476006.1 3774504 3.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2327 ALL 476026.1 3774504 3.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2328 ALL 476046.1 3774504 3.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2329 ALL 476066.1 3774504 3.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2330 ALL 476086.1 3774504 4.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2331 ALL 476106.1 3774504 4.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2332 ALL 476126.1 3774504 4.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2333 ALL 476146.1 3774504 4.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2334 ALL 476166.1 3774504 5.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2335 ALL 476186.1 3774504 5.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2336 ALL 476206.1 3774504 6.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2337 ALL 476226.1 3774504 6.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2338 ALL 476246.1 3774504 7.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2339 ALL 476266.1 3774504 7.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2340 ALL 476286.1 3774504 8.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2341 ALL 476306.1 3774504 9.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2342 ALL 476326.1 3774504 1.01E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2343 ALL 476346.1 3774504 1.12E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2344 ALL 476366.1 3774504 1.23E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2345 ALL 476386.1 3774504 1.36E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2346 ALL 476406.1 3774504 1.51E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2347 ALL 476426.1 3774504 1.67E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2348 ALL 476446.1 3774504 1.84E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2349 ALL 476466.1 3774504 2.00E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2350 ALL 476486.1 3774504 2.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2351 ALL 476506.1 3774504 2.27E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2352 ALL 476526.1 3774504 2.35E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2353 ALL 476546.1 3774504 2.38E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2354 ALL 476566.1 3774504 2.36E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2355 ALL 476586.1 3774504 2.29E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2356 ALL 476606.1 3774504 2.18E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2357 ALL 476626.1 3774504 2.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2358 ALL 476646.1 3774504 1.93E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2359 ALL 476666.1 3774504 1.81E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2360 ALL 476686.1 3774504 1.69E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2361 ALL 476706.1 3774504 1.58E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2362 ALL 476726.1 3774504 1.49E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2363 ALL 476746.1 3774504 1.40E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2364 ALL 476766.1 3774504 1.31E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2365 ALL 476786.1 3774504 1.23E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2366 ALL 476806.1 3774504 1.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2367 ALL 476826.1 3774504 1.08E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2368 ALL 476846.1 3774504 1.01E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2369 ALL 476866.1 3774504 9.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2370 ALL 476886.1 3774504 8.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2371 ALL 476906.1 3774504 8.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2372 ALL 476926.1 3774504 7.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2373 ALL 476946.1 3774504 7.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2374 ALL 476966.1 3774504 7.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2375 ALL 476986.1 3774504 6.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2376 ALL 477006.1 3774504 6.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2377 ALL 477026.1 3774504 6.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2378 ALL 477046.1 3774504 5.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2379 ALL 477066.1 3774504 5.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2380 ALL 477086.1 3774504 5.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2381 ALL 477106.1 3774504 5.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2382 ALL 477126.1 3774504 4.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2383 ALL 477146.1 3774504 4.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2384 ALL 477166.1 3774504 4.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2385 ALL 477186.1 3774504 4.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2386 ALL 477206.1 3774504 4.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2387 ALL 477226.1 3774504 4.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2388 ALL 477246.1 3774504 4.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2389 ALL 477266.1 3774504 4.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2390 ALL 477286.1 3774504 3.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2391 ALL 477306.1 3774504 3.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2392 ALL 477326.1 3774504 3.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2393 ALL 477346.1 3774504 3.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2394 ALL 477366.1 3774504 3.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2395 ALL 477386.1 3774504 3.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2396 ALL 477406.1 3774504 3.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2397 ALL 477426.1 3774504 3.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2398 ALL 477446.1 3774504 3.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2399 ALL 477466.1 3774504 3.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2400 ALL 477486.1 3774504 3.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2401 ALL 477506.1 3774504 2.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2402 ALL 477526.1 3774504 2.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2403 ALL 475946.1 3774524 2.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2404 ALL 475966.1 3774524 2.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2405 ALL 475986.1 3774524 2.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2406 ALL 476006.1 3774524 3.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2407 ALL 476026.1 3774524 3.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2408 ALL 476046.1 3774524 3.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2409 ALL 476066.1 3774524 3.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2410 ALL 476086.1 3774524 3.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2411 ALL 476106.1 3774524 4.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2412 ALL 476126.1 3774524 4.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2413 ALL 476146.1 3774524 4.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2414 ALL 476166.1 3774524 5.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2415 ALL 476186.1 3774524 5.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2416 ALL 476206.1 3774524 5.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2417 ALL 476226.1 3774524 6.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2418 ALL 476246.1 3774524 6.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2419 ALL 476266.1 3774524 7.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2420 ALL 476286.1 3774524 7.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2421 ALL 476306.1 3774524 8.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2422 ALL 476326.1 3774524 9.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2423 ALL 476346.1 3774524 1.02E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2424 ALL 476366.1 3774524 1.12E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2425 ALL 476386.1 3774524 1.22E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2426 ALL 476406.1 3774524 1.33E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2427 ALL 476426.1 3774524 1.45E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2428 ALL 476446.1 3774524 1.58E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2429 ALL 476466.1 3774524 1.69E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2430 ALL 476486.1 3774524 1.79E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2431 ALL 476506.1 3774524 1.88E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2432 ALL 476526.1 3774524 1.93E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2433 ALL 476546.1 3774524 1.95E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2434 ALL 476566.1 3774524 1.94E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2435 ALL 476586.1 3774524 1.89E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2436 ALL 476606.1 3774524 1.82E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2437 ALL 476626.1 3774524 1.74E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.74E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2438 ALL 476646.1 3774524 1.65E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2439 ALL 476666.1 3774524 1.55E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2440 ALL 476686.1 3774524 1.46E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2441 ALL 476706.1 3774524 1.37E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2442 ALL 476726.1 3774524 1.29E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2443 ALL 476746.1 3774524 1.22E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2444 ALL 476766.1 3774524 1.15E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2445 ALL 476786.1 3774524 1.08E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2446 ALL 476806.1 3774524 1.02E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2447 ALL 476826.1 3774524 9.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2448 ALL 476846.1 3774524 9.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2449 ALL 476866.1 3774524 8.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2450 ALL 476886.1 3774524 8.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2451 ALL 476906.1 3774524 7.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2452 ALL 476926.1 3774524 7.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2453 ALL 476946.1 3774524 6.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2454 ALL 476966.1 3774524 6.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2455 ALL 476986.1 3774524 6.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2456 ALL 477006.1 3774524 5.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2457 ALL 477026.1 3774524 5.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2458 ALL 477046.1 3774524 5.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2459 ALL 477066.1 3774524 5.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2460 ALL 477086.1 3774524 4.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2461 ALL 477106.1 3774524 4.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2462 ALL 477126.1 3774524 4.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2463 ALL 477146.1 3774524 4.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2464 ALL 477166.1 3774524 4.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2465 ALL 477186.1 3774524 4.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2466 ALL 477206.1 3774524 4.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2467 ALL 477226.1 3774524 4.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2468 ALL 477246.1 3774524 3.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2469 ALL 477266.1 3774524 3.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2470 ALL 477286.1 3774524 3.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2471 ALL 477306.1 3774524 3.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2472 ALL 477326.1 3774524 3.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2473 ALL 477346.1 3774524 3.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2474 ALL 477366.1 3774524 3.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2475 ALL 477386.1 3774524 3.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2476 ALL 477406.1 3774524 3.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2477 ALL 477426.1 3774524 3.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2478 ALL 477446.1 3774524 3.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2479 ALL 477466.1 3774524 2.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2480 ALL 477486.1 3774524 2.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2481 ALL 477506.1 3774524 2.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2482 ALL 477526.1 3774524 2.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2483 ALL 475946.1 3774544 2.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2484 ALL 475966.1 3774544 2.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2485 ALL 475986.1 3774544 2.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2486 ALL 476006.1 3774544 3.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2487 ALL 476026.1 3774544 3.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2488 ALL 476046.1 3774544 3.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2489 ALL 476066.1 3774544 3.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2490 ALL 476086.1 3774544 3.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2491 ALL 476106.1 3774544 3.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2492 ALL 476126.1 3774544 4.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2493 ALL 476146.1 3774544 4.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2494 ALL 476166.1 3774544 4.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2495 ALL 476186.1 3774544 5.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2496 ALL 476206.1 3774544 5.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2497 ALL 476226.1 3774544 5.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2498 ALL 476246.1 3774544 6.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2499 ALL 476266.1 3774544 6.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2500 ALL 476286.1 3774544 7.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2501 ALL 476306.1 3774544 7.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2502 ALL 476326.1 3774544 8.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2503 ALL 476346.1 3774544 9.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2504 ALL 476366.1 3774544 1.01E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2505 ALL 476386.1 3774544 1.10E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2506 ALL 476406.1 3774544 1.18E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2507 ALL 476426.1 3774544 1.28E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2508 ALL 476446.1 3774544 1.37E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2509 ALL 476466.1 3774544 1.45E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2510 ALL 476486.1 3774544 1.52E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2511 ALL 476506.1 3774544 1.58E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2512 ALL 476526.1 3774544 1.62E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2513 ALL 476546.1 3774544 1.64E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2514 ALL 476566.1 3774544 1.63E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2515 ALL 476586.1 3774544 1.60E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2516 ALL 476606.1 3774544 1.55E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2517 ALL 476626.1 3774544 1.49E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2518 ALL 476646.1 3774544 1.42E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2519 ALL 476666.1 3774544 1.35E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2520 ALL 476686.1 3774544 1.28E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2521 ALL 476706.1 3774544 1.21E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2522 ALL 476726.1 3774544 1.14E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2523 ALL 476746.1 3774544 1.08E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2524 ALL 476766.1 3774544 1.02E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2525 ALL 476786.1 3774544 9.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2526 ALL 476806.1 3774544 9.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2527 ALL 476826.1 3774544 8.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2528 ALL 476846.1 3774544 8.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2529 ALL 476866.1 3774544 7.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2530 ALL 476886.1 3774544 7.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2531 ALL 476906.1 3774544 6.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2532 ALL 476926.1 3774544 6.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2533 ALL 476946.1 3774544 6.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2534 ALL 476966.1 3774544 5.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2535 ALL 476986.1 3774544 5.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2536 ALL 477006.1 3774544 5.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2537 ALL 477026.1 3774544 5.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2538 ALL 477046.1 3774544 5.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2539 ALL 477066.1 3774544 4.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2540 ALL 477086.1 3774544 4.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2541 ALL 477106.1 3774544 4.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2542 ALL 477126.1 3774544 4.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2543 ALL 477146.1 3774544 4.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2544 ALL 477166.1 3774544 4.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2545 ALL 477186.1 3774544 3.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2546 ALL 477206.1 3774544 3.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2547 ALL 477226.1 3774544 3.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2548 ALL 477246.1 3774544 3.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2549 ALL 477266.1 3774544 3.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2550 ALL 477286.1 3774544 3.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2551 ALL 477306.1 3774544 3.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2552 ALL 477326.1 3774544 3.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2553 ALL 477346.1 3774544 3.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2554 ALL 477366.1 3774544 3.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2555 ALL 477386.1 3774544 3.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2556 ALL 477406.1 3774544 2.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2557 ALL 477426.1 3774544 2.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2558 ALL 477446.1 3774544 2.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2559 ALL 477466.1 3774544 2.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2560 ALL 477486.1 3774544 2.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2561 ALL 477506.1 3774544 2.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2562 ALL 477526.1 3774544 2.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2563 ALL 475946.1 3774564 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2564 ALL 475966.1 3774564 2.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2565 ALL 475986.1 3774564 2.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2566 ALL 476006.1 3774564 2.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2567 ALL 476026.1 3774564 3.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2568 ALL 476046.1 3774564 3.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2569 ALL 476066.1 3774564 3.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2570 ALL 476086.1 3774564 3.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2571 ALL 476106.1 3774564 3.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2572 ALL 476126.1 3774564 4.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2573 ALL 476146.1 3774564 4.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2574 ALL 476166.1 3774564 4.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2575 ALL 476186.1 3774564 4.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2576 ALL 476206.1 3774564 5.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2577 ALL 476226.1 3774564 5.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2578 ALL 476246.1 3774564 5.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2579 ALL 476266.1 3774564 6.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2580 ALL 476286.1 3774564 6.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2581 ALL 476306.1 3774564 7.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2582 ALL 476326.1 3774564 7.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2583 ALL 476346.1 3774564 8.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2584 ALL 476366.1 3774564 9.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2585 ALL 476386.1 3774564 9.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2586 ALL 476406.1 3774564 1.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2587 ALL 476426.1 3774564 1.13E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2588 ALL 476446.1 3774564 1.20E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2589 ALL 476466.1 3774564 1.26E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2590 ALL 476486.1 3774564 1.31E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2591 ALL 476506.1 3774564 1.35E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2592 ALL 476526.1 3774564 1.38E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2593 ALL 476546.1 3774564 1.39E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2594 ALL 476566.1 3774564 1.39E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2595 ALL 476586.1 3774564 1.37E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2596 ALL 476606.1 3774564 1.33E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2597 ALL 476626.1 3774564 1.29E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2598 ALL 476646.1 3774564 1.24E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2599 ALL 476666.1 3774564 1.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2600 ALL 476686.1 3774564 1.13E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2601 ALL 476706.1 3774564 1.07E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2602 ALL 476726.1 3774564 1.02E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2603 ALL 476746.1 3774564 9.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2604 ALL 476766.1 3774564 9.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2605 ALL 476786.1 3774564 8.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2606 ALL 476806.1 3774564 8.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2607 ALL 476826.1 3774564 7.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2608 ALL 476846.1 3774564 7.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2609 ALL 476866.1 3774564 7.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2610 ALL 476886.1 3774564 6.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2611 ALL 476906.1 3774564 6.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2612 ALL 476926.1 3774564 6.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2613 ALL 476946.1 3774564 5.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2614 ALL 476966.1 3774564 5.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2615 ALL 476986.1 3774564 5.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2616 ALL 477006.1 3774564 5.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2617 ALL 477026.1 3774564 4.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2618 ALL 477046.1 3774564 4.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2619 ALL 477066.1 3774564 4.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2620 ALL 477086.1 3774564 4.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2621 ALL 477106.1 3774564 4.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2622 ALL 477126.1 3774564 4.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2623 ALL 477146.1 3774564 3.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2624 ALL 477166.1 3774564 3.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2625 ALL 477186.1 3774564 3.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2626 ALL 477206.1 3774564 3.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2627 ALL 477226.1 3774564 3.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2628 ALL 477246.1 3774564 3.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2629 ALL 477266.1 3774564 3.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2630 ALL 477286.1 3774564 3.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2631 ALL 477306.1 3774564 3.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2632 ALL 477326.1 3774564 3.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2633 ALL 477346.1 3774564 2.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2634 ALL 477366.1 3774564 2.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2635 ALL 477386.1 3774564 2.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2636 ALL 477406.1 3774564 2.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2637 ALL 477426.1 3774564 2.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2638 ALL 477446.1 3774564 2.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2639 ALL 477466.1 3774564 2.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2640 ALL 477486.1 3774564 2.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2641 ALL 477506.1 3774564 2.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2642 ALL 477526.1 3774564 2.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2643 ALL 475946.1 3774584 2.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2644 ALL 475966.1 3774584 2.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2645 ALL 475986.1 3774584 2.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2646 ALL 476006.1 3774584 2.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2647 ALL 476026.1 3774584 3.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2648 ALL 476046.1 3774584 3.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2649 ALL 476066.1 3774584 3.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2650 ALL 476086.1 3774584 3.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2651 ALL 476106.1 3774584 3.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2652 ALL 476126.1 3774584 3.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2653 ALL 476146.1 3774584 4.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2654 ALL 476166.1 3774584 4.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2655 ALL 476186.1 3774584 4.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2656 ALL 476206.1 3774584 4.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2657 ALL 476226.1 3774584 5.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2658 ALL 476246.1 3774584 5.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2659 ALL 476266.1 3774584 6.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2660 ALL 476286.1 3774584 6.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2661 ALL 476306.1 3774584 6.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2662 ALL 476326.1 3774584 7.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2663 ALL 476346.1 3774584 7.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2664 ALL 476366.1 3774584 8.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2665 ALL 476386.1 3774584 8.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2666 ALL 476406.1 3774584 9.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2667 ALL 476426.1 3774584 1.00E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2668 ALL 476446.1 3774584 1.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2669 ALL 476466.1 3774584 1.10E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2670 ALL 476486.1 3774584 1.14E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2671 ALL 476506.1 3774584 1.18E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2672 ALL 476526.1 3774584 1.20E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2673 ALL 476546.1 3774584 1.21E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2674 ALL 476566.1 3774584 1.20E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2675 ALL 476586.1 3774584 1.19E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2676 ALL 476606.1 3774584 1.16E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2677 ALL 476626.1 3774584 1.13E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2678 ALL 476646.1 3774584 1.09E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2679 ALL 476666.1 3774584 1.05E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2680 ALL 476686.1 3774584 1.01E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2681 ALL 476706.1 3774584 9.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2682 ALL 476726.1 3774584 9.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2683 ALL 476746.1 3774584 8.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2684 ALL 476766.1 3774584 8.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2685 ALL 476786.1 3774584 7.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2686 ALL 476806.1 3774584 7.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2687 ALL 476826.1 3774584 7.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2688 ALL 476846.1 3774584 6.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2689 ALL 476866.1 3774584 6.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2690 ALL 476886.1 3774584 6.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2691 ALL 476906.1 3774584 5.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2692 ALL 476926.1 3774584 5.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2693 ALL 476946.1 3774584 5.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2694 ALL 476966.1 3774584 5.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2695 ALL 476986.1 3774584 4.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2696 ALL 477006.1 3774584 4.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2697 ALL 477026.1 3774584 4.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2698 ALL 477046.1 3774584 4.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2699 ALL 477066.1 3774584 4.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2700 ALL 477086.1 3774584 4.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2701 ALL 477106.1 3774584 3.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2702 ALL 477126.1 3774584 3.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2703 ALL 477146.1 3774584 3.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2704 ALL 477166.1 3774584 3.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2705 ALL 477186.1 3774584 3.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2706 ALL 477206.1 3774584 3.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2707 ALL 477226.1 3774584 3.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2708 ALL 477246.1 3774584 3.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2709 ALL 477266.1 3774584 3.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2710 ALL 477286.1 3774584 2.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2711 ALL 477306.1 3774584 2.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2712 ALL 477326.1 3774584 2.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2713 ALL 477346.1 3774584 2.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2714 ALL 477366.1 3774584 2.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2715 ALL 477386.1 3774584 2.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2716 ALL 477406.1 3774584 2.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2717 ALL 477426.1 3774584 2.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2718 ALL 477446.1 3774584 2.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2719 ALL 477466.1 3774584 2.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2720 ALL 477486.1 3774584 2.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2721 ALL 477506.1 3774584 2.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2722 ALL 477526.1 3774584 2.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2723 ALL 475946.1 3774604 2.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2724 ALL 475966.1 3774604 2.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2725 ALL 475986.1 3774604 2.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2726 ALL 476006.1 3774604 2.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2727 ALL 476026.1 3774604 2.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2728 ALL 476046.1 3774604 3.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2729 ALL 476066.1 3774604 3.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2730 ALL 476086.1 3774604 3.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2731 ALL 476106.1 3774604 3.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2732 ALL 476126.1 3774604 3.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2733 ALL 476146.1 3774604 3.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2734 ALL 476166.1 3774604 4.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2735 ALL 476186.1 3774604 4.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2736 ALL 476206.1 3774604 4.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2737 ALL 476226.1 3774604 5.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2738 ALL 476246.1 3774604 5.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2739 ALL 476266.1 3774604 5.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2740 ALL 476286.1 3774604 6.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2741 ALL 476306.1 3774604 6.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2742 ALL 476326.1 3774604 6.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2743 ALL 476346.1 3774604 7.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2744 ALL 476366.1 3774604 7.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2745 ALL 476386.1 3774604 8.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2746 ALL 476406.1 3774604 8.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2747 ALL 476426.1 3774604 9.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2748 ALL 476446.1 3774604 9.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2749 ALL 476466.1 3774604 9.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2750 ALL 476486.1 3774604 1.01E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2751 ALL 476506.1 3774604 1.03E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2752 ALL 476526.1 3774604 1.05E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2753 ALL 476546.1 3774604 1.06E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2754 ALL 476566.1 3774604 1.05E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2755 ALL 476586.1 3774604 1.04E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2756 ALL 476606.1 3774604 1.02E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2757 ALL 476626.1 3774604 1.00E-07 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2758 ALL 476646.1 3774604 9.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2759 ALL 476666.1 3774604 9.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2760 ALL 476686.1 3774604 9.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2761 ALL 476706.1 3774604 8.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2762 ALL 476726.1 3774604 8.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2763 ALL 476746.1 3774604 7.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2764 ALL 476766.1 3774604 7.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2765 ALL 476786.1 3774604 7.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2766 ALL 476806.1 3774604 6.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2767 ALL 476826.1 3774604 6.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2768 ALL 476846.1 3774604 6.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2769 ALL 476866.1 3774604 5.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2770 ALL 476886.1 3774604 5.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2771 ALL 476906.1 3774604 5.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2772 ALL 476926.1 3774604 5.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2773 ALL 476946.1 3774604 5.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2774 ALL 476966.1 3774604 4.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2775 ALL 476986.1 3774604 4.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2776 ALL 477006.1 3774604 4.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2777 ALL 477026.1 3774604 4.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2778 ALL 477046.1 3774604 4.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2779 ALL 477066.1 3774604 3.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2780 ALL 477086.1 3774604 3.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2781 ALL 477106.1 3774604 3.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2782 ALL 477126.1 3774604 3.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2783 ALL 477146.1 3774604 3.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2784 ALL 477166.1 3774604 3.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2785 ALL 477186.1 3774604 3.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2786 ALL 477206.1 3774604 3.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2787 ALL 477226.1 3774604 2.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2788 ALL 477246.1 3774604 2.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2789 ALL 477266.1 3774604 2.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2790 ALL 477286.1 3774604 2.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2791 ALL 477306.1 3774604 2.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2792 ALL 477326.1 3774604 2.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2793 ALL 477346.1 3774604 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2794 ALL 477366.1 3774604 2.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2795 ALL 477386.1 3774604 2.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2796 ALL 477406.1 3774604 2.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2797 ALL 477426.1 3774604 2.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2798 ALL 477446.1 3774604 2.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2799 ALL 477466.1 3774604 2.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2800 ALL 477486.1 3774604 2.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2801 ALL 477506.1 3774604 2.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2802 ALL 477526.1 3774604 2.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2803 ALL 475946.1 3774624 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2804 ALL 475966.1 3774624 2.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2805 ALL 475986.1 3774624 2.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2806 ALL 476006.1 3774624 2.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2807 ALL 476026.1 3774624 2.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2808 ALL 476046.1 3774624 2.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2809 ALL 476066.1 3774624 3.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2810 ALL 476086.1 3774624 3.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2811 ALL 476106.1 3774624 3.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2812 ALL 476126.1 3774624 3.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2813 ALL 476146.1 3774624 3.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2814 ALL 476166.1 3774624 4.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2815 ALL 476186.1 3774624 4.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2816 ALL 476206.1 3774624 4.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2817 ALL 476226.1 3774624 4.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2818 ALL 476246.1 3774624 5.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2819 ALL 476266.1 3774624 5.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2820 ALL 476286.1 3774624 5.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2821 ALL 476306.1 3774624 5.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2822 ALL 476326.1 3774624 6.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2823 ALL 476346.1 3774624 6.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2824 ALL 476366.1 3774624 7.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2825 ALL 476386.1 3774624 7.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2826 ALL 476406.1 3774624 7.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2827 ALL 476426.1 3774624 8.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2828 ALL 476446.1 3774624 8.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2829 ALL 476466.1 3774624 8.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2830 ALL 476486.1 3774624 8.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2831 ALL 476506.1 3774624 9.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2832 ALL 476526.1 3774624 9.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2833 ALL 476546.1 3774624 9.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2834 ALL 476566.1 3774624 9.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2835 ALL 476586.1 3774624 9.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2836 ALL 476606.1 3774624 9.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2837 ALL 476626.1 3774624 8.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2838 ALL 476646.1 3774624 8.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2839 ALL 476666.1 3774624 8.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2840 ALL 476686.1 3774624 8.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2841 ALL 476706.1 3774624 7.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2842 ALL 476726.1 3774624 7.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2843 ALL 476746.1 3774624 7.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2844 ALL 476766.1 3774624 6.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2845 ALL 476786.1 3774624 6.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2846 ALL 476806.1 3774624 6.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2847 ALL 476826.1 3774624 6.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2848 ALL 476846.1 3774624 5.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2849 ALL 476866.1 3774624 5.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2850 ALL 476886.1 3774624 5.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2851 ALL 476906.1 3774624 5.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2852 ALL 476926.1 3774624 4.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2853 ALL 476946.1 3774624 4.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2854 ALL 476966.1 3774624 4.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2855 ALL 476986.1 3774624 4.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2856 ALL 477006.1 3774624 4.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2857 ALL 477026.1 3774624 4.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2858 ALL 477046.1 3774624 3.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2859 ALL 477066.1 3774624 3.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2860 ALL 477086.1 3774624 3.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2861 ALL 477106.1 3774624 3.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2862 ALL 477126.1 3774624 3.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2863 ALL 477146.1 3774624 3.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2864 ALL 477166.1 3774624 3.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2865 ALL 477186.1 3774624 3.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2866 ALL 477206.1 3774624 2.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2867 ALL 477226.1 3774624 2.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2868 ALL 477246.1 3774624 2.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2869 ALL 477266.1 3774624 2.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2870 ALL 477286.1 3774624 2.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2871 ALL 477306.1 3774624 2.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2872 ALL 477326.1 3774624 2.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2873 ALL 477346.1 3774624 2.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2874 ALL 477366.1 3774624 2.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2875 ALL 477386.1 3774624 2.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2876 ALL 477406.1 3774624 2.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2877 ALL 477426.1 3774624 2.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2878 ALL 477446.1 3774624 2.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2879 ALL 477466.1 3774624 2.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2880 ALL 477486.1 3774624 2.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2881 ALL 477506.1 3774624 2.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2882 ALL 477526.1 3774624 1.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2883 ALL 475946.1 3774644 2.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2884 ALL 475966.1 3774644 2.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2885 ALL 475986.1 3774644 2.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2886 ALL 476006.1 3774644 2.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2887 ALL 476026.1 3774644 2.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2888 ALL 476046.1 3774644 2.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2889 ALL 476066.1 3774644 3.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2890 ALL 476086.1 3774644 3.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2891 ALL 476106.1 3774644 3.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2892 ALL 476126.1 3774644 3.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2893 ALL 476146.1 3774644 3.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2894 ALL 476166.1 3774644 3.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2895 ALL 476186.1 3774644 4.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2896 ALL 476206.1 3774644 4.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2897 ALL 476226.1 3774644 4.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2898 ALL 476246.1 3774644 4.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2899 ALL 476266.1 3774644 5.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2900 ALL 476286.1 3774644 5.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2901 ALL 476306.1 3774644 5.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2902 ALL 476326.1 3774644 5.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2903 ALL 476346.1 3774644 6.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2904 ALL 476366.1 3774644 6.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2905 ALL 476386.1 3774644 6.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2906 ALL 476406.1 3774644 7.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2907 ALL 476426.1 3774644 7.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2908 ALL 476446.1 3774644 7.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2909 ALL 476466.1 3774644 7.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2910 ALL 476486.1 3774644 8.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2911 ALL 476506.1 3774644 8.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2912 ALL 476526.1 3774644 8.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2913 ALL 476546.1 3774644 8.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2914 ALL 476566.1 3774644 8.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2915 ALL 476586.1 3774644 8.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2916 ALL 476606.1 3774644 8.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2917 ALL 476626.1 3774644 8.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to708.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2918 ALL 476646.1 3774644 7.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2919 ALL 476666.1 3774644 7.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2920 ALL 476686.1 3774644 7.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2921 ALL 476706.1 3774644 7.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2922 ALL 476726.1 3774644 6.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2923 ALL 476746.1 3774644 6.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2924 ALL 476766.1 3774644 6.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2925 ALL 476786.1 3774644 6.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2926 ALL 476806.1 3774644 5.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2927 ALL 476826.1 3774644 5.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2928 ALL 476846.1 3774644 5.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2929 ALL 476866.1 3774644 5.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2930 ALL 476886.1 3774644 4.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2931 ALL 476906.1 3774644 4.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2932 ALL 476926.1 3774644 4.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2933 ALL 476946.1 3774644 4.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2934 ALL 476966.1 3774644 4.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2935 ALL 476986.1 3774644 4.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2936 ALL 477006.1 3774644 3.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2937 ALL 477026.1 3774644 3.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2938 ALL 477046.1 3774644 3.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2939 ALL 477066.1 3774644 3.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2940 ALL 477086.1 3774644 3.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2941 ALL 477106.1 3774644 3.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2942 ALL 477126.1 3774644 3.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2943 ALL 477146.1 3774644 3.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2944 ALL 477166.1 3774644 3.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2945 ALL 477186.1 3774644 2.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2946 ALL 477206.1 3774644 2.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2947 ALL 477226.1 3774644 2.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2948 ALL 477246.1 3774644 2.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2949 ALL 477266.1 3774644 2.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2950 ALL 477286.1 3774644 2.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2951 ALL 477306.1 3774644 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2952 ALL 477326.1 3774644 2.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2953 ALL 477346.1 3774644 2.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2954 ALL 477366.1 3774644 2.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2955 ALL 477386.1 3774644 2.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2956 ALL 477406.1 3774644 2.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2957 ALL 477426.1 3774644 2.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2958 ALL 477446.1 3774644 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2959 ALL 477466.1 3774644 1.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2960 ALL 477486.1 3774644 1.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2961 ALL 477506.1 3774644 1.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2962 ALL 477526.1 3774644 1.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2963 ALL 475946.1 3774664 2.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2964 ALL 475966.1 3774664 2.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2965 ALL 475986.1 3774664 2.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2966 ALL 476006.1 3774664 2.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2967 ALL 476026.1 3774664 2.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2968 ALL 476046.1 3774664 2.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2969 ALL 476066.1 3774664 2.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2970 ALL 476086.1 3774664 3.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2971 ALL 476106.1 3774664 3.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2972 ALL 476126.1 3774664 3.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2973 ALL 476146.1 3774664 3.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2974 ALL 476166.1 3774664 3.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2975 ALL 476186.1 3774664 3.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2976 ALL 476206.1 3774664 4.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2977 ALL 476226.1 3774664 4.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2978 ALL 476246.1 3774664 4.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2979 ALL 476266.1 3774664 4.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2980 ALL 476286.1 3774664 4.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2981 ALL 476306.1 3774664 5.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2982 ALL 476326.1 3774664 5.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2983 ALL 476346.1 3774664 5.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2984 ALL 476366.1 3774664 5.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2985 ALL 476386.1 3774664 6.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2986 ALL 476406.1 3774664 6.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2987 ALL 476426.1 3774664 6.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2988 ALL 476446.1 3774664 6.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2989 ALL 476466.1 3774664 7.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2990 ALL 476486.1 3774664 7.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2991 ALL 476506.1 3774664 7.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2992 ALL 476526.1 3774664 7.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2993 ALL 476546.1 3774664 7.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2994 ALL 476566.1 3774664 7.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2995 ALL 476586.1 3774664 7.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2996 ALL 476606.1 3774664 7.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2997 ALL 476626.1 3774664 7.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2998 ALL 476646.1 3774664 7.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to707.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2999 ALL 476666.1 3774664 6.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3000 ALL 476686.1 3774664 6.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3001 ALL 476706.1 3774664 6.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3002 ALL 476726.1 3774664 6.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3003 ALL 476746.1 3774664 6.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3004 ALL 476766.1 3774664 5.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3005 ALL 476786.1 3774664 5.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3006 ALL 476806.1 3774664 5.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3007 ALL 476826.1 3774664 5.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3008 ALL 476846.1 3774664 5.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3009 ALL 476866.1 3774664 4.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3010 ALL 476886.1 3774664 4.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3011 ALL 476906.1 3774664 4.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3012 ALL 476926.1 3774664 4.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3013 ALL 476946.1 3774664 4.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3014 ALL 476966.1 3774664 3.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3015 ALL 476986.1 3774664 3.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3016 ALL 477006.1 3774664 3.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3017 ALL 477026.1 3774664 3.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3018 ALL 477046.1 3774664 3.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3019 ALL 477066.1 3774664 3.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3020 ALL 477086.1 3774664 3.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3021 ALL 477106.1 3774664 3.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3022 ALL 477126.1 3774664 3.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3023 ALL 477146.1 3774664 2.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3024 ALL 477166.1 3774664 2.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3025 ALL 477186.1 3774664 2.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3026 ALL 477206.1 3774664 2.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3027 ALL 477226.1 3774664 2.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3028 ALL 477246.1 3774664 2.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3029 ALL 477266.1 3774664 2.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3030 ALL 477286.1 3774664 2.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3031 ALL 477306.1 3774664 2.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3032 ALL 477326.1 3774664 2.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3033 ALL 477346.1 3774664 2.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3034 ALL 477366.1 3774664 2.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3035 ALL 477386.1 3774664 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3036 ALL 477406.1 3774664 1.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3037 ALL 477426.1 3774664 1.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3038 ALL 477446.1 3774664 1.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3039 ALL 477466.1 3774664 1.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3040 ALL 477486.1 3774664 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3041 ALL 477506.1 3774664 1.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3042 ALL 477526.1 3774664 1.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3043 ALL 475946.1 3774684 2.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3044 ALL 475966.1 3774684 2.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3045 ALL 475986.1 3774684 2.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3046 ALL 476006.1 3774684 2.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3047 ALL 476026.1 3774684 2.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3048 ALL 476046.1 3774684 2.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3049 ALL 476066.1 3774684 2.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3050 ALL 476086.1 3774684 2.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3051 ALL 476106.1 3774684 3.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3052 ALL 476126.1 3774684 3.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3053 ALL 476146.1 3774684 3.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3054 ALL 476166.1 3774684 3.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3055 ALL 476186.1 3774684 3.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3056 ALL 476206.1 3774684 3.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3057 ALL 476226.1 3774684 4.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3058 ALL 476246.1 3774684 4.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3059 ALL 476266.1 3774684 4.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3060 ALL 476286.1 3774684 4.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3061 ALL 476306.1 3774684 4.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3062 ALL 476326.1 3774684 5.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3063 ALL 476346.1 3774684 5.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3064 ALL 476366.1 3774684 5.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3065 ALL 476386.1 3774684 5.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3066 ALL 476406.1 3774684 5.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3067 ALL 476426.1 3774684 6.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3068 ALL 476446.1 3774684 6.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3069 ALL 476466.1 3774684 6.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3070 ALL 476486.1 3774684 6.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3071 ALL 476506.1 3774684 6.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3072 ALL 476526.1 3774684 6.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3073 ALL 476546.1 3774684 6.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3074 ALL 476566.1 3774684 6.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3075 ALL 476586.1 3774684 6.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3076 ALL 476606.1 3774684 6.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3077 ALL 476626.1 3774684 6.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3078 ALL 476646.1 3774684 6.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3079 ALL 476666.1 3774684 6.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3080 ALL 476686.1 3774684 6.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3081 ALL 476706.1 3774684 6.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3082 ALL 476726.1 3774684 5.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3083 ALL 476746.1 3774684 5.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3084 ALL 476766.1 3774684 5.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3085 ALL 476786.1 3774684 5.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3086 ALL 476806.1 3774684 5.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3087 ALL 476826.1 3774684 4.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3088 ALL 476846.1 3774684 4.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3089 ALL 476866.1 3774684 4.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3090 ALL 476886.1 3774684 4.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3091 ALL 476906.1 3774684 4.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3092 ALL 476926.1 3774684 4.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3093 ALL 476946.1 3774684 3.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3094 ALL 476966.1 3774684 3.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3095 ALL 476986.1 3774684 3.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3096 ALL 477006.1 3774684 3.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3097 ALL 477026.1 3774684 3.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3098 ALL 477046.1 3774684 3.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3099 ALL 477066.1 3774684 3.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3100 ALL 477086.1 3774684 3.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3101 ALL 477106.1 3774684 2.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3102 ALL 477126.1 3774684 2.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3103 ALL 477146.1 3774684 2.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3104 ALL 477166.1 3774684 2.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3105 ALL 477186.1 3774684 2.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3106 ALL 477206.1 3774684 2.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3107 ALL 477226.1 3774684 2.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3108 ALL 477246.1 3774684 2.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3109 ALL 477266.1 3774684 2.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3110 ALL 477286.1 3774684 2.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3111 ALL 477306.1 3774684 2.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3112 ALL 477326.1 3774684 2.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3113 ALL 477346.1 3774684 1.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3114 ALL 477366.1 3774684 1.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3115 ALL 477386.1 3774684 1.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3116 ALL 477406.1 3774684 1.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3117 ALL 477426.1 3774684 1.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3118 ALL 477446.1 3774684 1.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3119 ALL 477466.1 3774684 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3120 ALL 477486.1 3774684 1.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3121 ALL 477506.1 3774684 1.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3122 ALL 477526.1 3774684 1.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3123 ALL 475946.1 3774704 2.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3124 ALL 475966.1 3774704 2.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3125 ALL 475986.1 3774704 2.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3126 ALL 476006.1 3774704 2.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3127 ALL 476026.1 3774704 2.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3128 ALL 476046.1 3774704 2.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3129 ALL 476066.1 3774704 2.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3130 ALL 476086.1 3774704 2.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3131 ALL 476106.1 3774704 2.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3132 ALL 476126.1 3774704 3.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3133 ALL 476146.1 3774704 3.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3134 ALL 476166.1 3774704 3.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3135 ALL 476186.1 3774704 3.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3136 ALL 476206.1 3774704 3.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3137 ALL 476226.1 3774704 3.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3138 ALL 476246.1 3774704 4.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3139 ALL 476266.1 3774704 4.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3140 ALL 476286.1 3774704 4.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3141 ALL 476306.1 3774704 4.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3142 ALL 476326.1 3774704 4.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3143 ALL 476346.1 3774704 4.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3144 ALL 476366.1 3774704 5.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3145 ALL 476386.1 3774704 5.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3146 ALL 476406.1 3774704 5.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3147 ALL 476426.1 3774704 5.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3148 ALL 476446.1 3774704 5.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3149 ALL 476466.1 3774704 5.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3150 ALL 476486.1 3774704 6.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3151 ALL 476506.1 3774704 6.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3152 ALL 476526.1 3774704 6.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3153 ALL 476546.1 3774704 6.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3154 ALL 476566.1 3774704 6.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3155 ALL 476586.1 3774704 6.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3156 ALL 476606.1 3774704 6.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3157 ALL 476626.1 3774704 6.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to706.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3158 ALL 476646.1 3774704 5.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3159 ALL 476666.1 3774704 5.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3160 ALL 476686.1 3774704 5.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3161 ALL 476706.1 3774704 5.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3162 ALL 476726.1 3774704 5.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3163 ALL 476746.1 3774704 5.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3164 ALL 476766.1 3774704 5.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3165 ALL 476786.1 3774704 4.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3166 ALL 476806.1 3774704 4.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3167 ALL 476826.1 3774704 4.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3168 ALL 476846.1 3774704 4.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3169 ALL 476866.1 3774704 4.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3170 ALL 476886.1 3774704 4.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3171 ALL 476906.1 3774704 3.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3172 ALL 476926.1 3774704 3.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3173 ALL 476946.1 3774704 3.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3174 ALL 476966.1 3774704 3.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3175 ALL 476986.1 3774704 3.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3176 ALL 477006.1 3774704 3.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3177 ALL 477026.1 3774704 3.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3178 ALL 477046.1 3774704 3.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3179 ALL 477066.1 3774704 3.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3180 ALL 477086.1 3774704 2.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3181 ALL 477106.1 3774704 2.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3182 ALL 477126.1 3774704 2.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3183 ALL 477146.1 3774704 2.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3184 ALL 477166.1 3774704 2.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3185 ALL 477186.1 3774704 2.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3186 ALL 477206.1 3774704 2.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3187 ALL 477226.1 3774704 2.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3188 ALL 477246.1 3774704 2.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3189 ALL 477266.1 3774704 2.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3190 ALL 477286.1 3774704 2.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3191 ALL 477306.1 3774704 1.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3192 ALL 477326.1 3774704 1.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3193 ALL 477346.1 3774704 1.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3194 ALL 477366.1 3774704 1.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3195 ALL 477386.1 3774704 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3196 ALL 477406.1 3774704 1.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3197 ALL 477426.1 3774704 1.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3198 ALL 477446.1 3774704 1.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3199 ALL 477466.1 3774704 1.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3200 ALL 477486.1 3774704 1.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3201 ALL 477506.1 3774704 1.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3202 ALL 477526.1 3774704 1.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3203 ALL 475946.1 3774724 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3204 ALL 475966.1 3774724 2.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3205 ALL 475986.1 3774724 2.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3206 ALL 476006.1 3774724 2.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3207 ALL 476026.1 3774724 2.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3208 ALL 476046.1 3774724 2.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3209 ALL 476066.1 3774724 2.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3210 ALL 476086.1 3774724 2.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3211 ALL 476106.1 3774724 2.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3212 ALL 476126.1 3774724 2.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3213 ALL 476146.1 3774724 3.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3214 ALL 476166.1 3774724 3.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3215 ALL 476186.1 3774724 3.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3216 ALL 476206.1 3774724 3.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3217 ALL 476226.1 3774724 3.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3218 ALL 476246.1 3774724 3.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3219 ALL 476266.1 3774724 3.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3220 ALL 476286.1 3774724 4.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3221 ALL 476306.1 3774724 4.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3222 ALL 476326.1 3774724 4.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3223 ALL 476346.1 3774724 4.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3224 ALL 476366.1 3774724 4.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3225 ALL 476386.1 3774724 4.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3226 ALL 476406.1 3774724 5.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3227 ALL 476426.1 3774724 5.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3228 ALL 476446.1 3774724 5.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3229 ALL 476466.1 3774724 5.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3230 ALL 476486.1 3774724 5.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3231 ALL 476506.1 3774724 5.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3232 ALL 476526.1 3774724 5.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3233 ALL 476546.1 3774724 5.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3234 ALL 476566.1 3774724 5.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3235 ALL 476586.1 3774724 5.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3236 ALL 476606.1 3774724 5.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3237 ALL 476626.1 3774724 5.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3238 ALL 476646.1 3774724 5.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3239 ALL 476666.1 3774724 5.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3240 ALL 476686.1 3774724 5.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3241 ALL 476706.1 3774724 5.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3242 ALL 476726.1 3774724 5.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3243 ALL 476746.1 3774724 4.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3244 ALL 476766.1 3774724 4.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3245 ALL 476786.1 3774724 4.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3246 ALL 476806.1 3774724 4.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3247 ALL 476826.1 3774724 4.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3248 ALL 476846.1 3774724 4.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3249 ALL 476866.1 3774724 4.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3250 ALL 476886.1 3774724 3.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3251 ALL 476906.1 3774724 3.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3252 ALL 476926.1 3774724 3.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3253 ALL 476946.1 3774724 3.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3254 ALL 476966.1 3774724 3.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3255 ALL 476986.1 3774724 3.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3256 ALL 477006.1 3774724 3.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3257 ALL 477026.1 3774724 3.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3258 ALL 477046.1 3774724 2.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3259 ALL 477066.1 3774724 2.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3260 ALL 477086.1 3774724 2.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3261 ALL 477106.1 3774724 2.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3262 ALL 477126.1 3774724 2.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3263 ALL 477146.1 3774724 2.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3264 ALL 477166.1 3774724 2.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3265 ALL 477186.1 3774724 2.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3266 ALL 477206.1 3774724 2.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3267 ALL 477226.1 3774724 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3268 ALL 477246.1 3774724 2.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3269 ALL 477266.1 3774724 2.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3270 ALL 477286.1 3774724 1.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3271 ALL 477306.1 3774724 1.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3272 ALL 477326.1 3774724 1.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3273 ALL 477346.1 3774724 1.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3274 ALL 477366.1 3774724 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3275 ALL 477386.1 3774724 1.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3276 ALL 477406.1 3774724 1.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3277 ALL 477426.1 3774724 1.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3278 ALL 477446.1 3774724 1.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3279 ALL 477466.1 3774724 1.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3280 ALL 477486.1 3774724 1.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3281 ALL 477506.1 3774724 1.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3282 ALL 477526.1 3774724 1.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3283 ALL 475946.1 3774744 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3284 ALL 475966.1 3774744 2.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3285 ALL 475986.1 3774744 2.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3286 ALL 476006.1 3774744 2.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3287 ALL 476026.1 3774744 2.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3288 ALL 476046.1 3774744 2.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3289 ALL 476066.1 3774744 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3290 ALL 476086.1 3774744 2.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3291 ALL 476106.1 3774744 2.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3292 ALL 476126.1 3774744 2.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3293 ALL 476146.1 3774744 2.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3294 ALL 476166.1 3774744 3.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3295 ALL 476186.1 3774744 3.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3296 ALL 476206.1 3774744 3.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3297 ALL 476226.1 3774744 3.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3298 ALL 476246.1 3774744 3.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3299 ALL 476266.1 3774744 3.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3300 ALL 476286.1 3774744 3.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3301 ALL 476306.1 3774744 4.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3302 ALL 476326.1 3774744 4.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3303 ALL 476346.1 3774744 4.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3304 ALL 476366.1 3774744 4.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3305 ALL 476386.1 3774744 4.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3306 ALL 476406.1 3774744 4.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3307 ALL 476426.1 3774744 4.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3308 ALL 476446.1 3774744 4.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3309 ALL 476466.1 3774744 5.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3310 ALL 476486.1 3774744 5.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3311 ALL 476506.1 3774744 5.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3312 ALL 476526.1 3774744 5.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3313 ALL 476546.1 3774744 5.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3314 ALL 476566.1 3774744 5.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3315 ALL 476586.1 3774744 5.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3316 ALL 476606.1 3774744 5.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3317 ALL 476626.1 3774744 5.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3318 ALL 476646.1 3774744 5.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to705.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3319 ALL 476666.1 3774744 4.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3320 ALL 476686.1 3774744 4.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3321 ALL 476706.1 3774744 4.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3322 ALL 476726.1 3774744 4.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3323 ALL 476746.1 3774744 4.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3324 ALL 476766.1 3774744 4.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3325 ALL 476786.1 3774744 4.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3326 ALL 476806.1 3774744 4.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3327 ALL 476826.1 3774744 4.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3328 ALL 476846.1 3774744 3.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3329 ALL 476866.1 3774744 3.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3330 ALL 476886.1 3774744 3.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3331 ALL 476906.1 3774744 3.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3332 ALL 476926.1 3774744 3.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3333 ALL 476946.1 3774744 3.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3334 ALL 476966.1 3774744 3.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3335 ALL 476986.1 3774744 3.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3336 ALL 477006.1 3774744 3.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3337 ALL 477026.1 3774744 2.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3338 ALL 477046.1 3774744 2.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3339 ALL 477066.1 3774744 2.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3340 ALL 477086.1 3774744 2.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3341 ALL 477106.1 3774744 2.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3342 ALL 477126.1 3774744 2.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3343 ALL 477146.1 3774744 2.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3344 ALL 477166.1 3774744 2.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3345 ALL 477186.1 3774744 2.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3346 ALL 477206.1 3774744 2.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3347 ALL 477226.1 3774744 2.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3348 ALL 477246.1 3774744 1.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3349 ALL 477266.1 3774744 1.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3350 ALL 477286.1 3774744 1.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3351 ALL 477306.1 3774744 1.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3352 ALL 477326.1 3774744 1.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3353 ALL 477346.1 3774744 1.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3354 ALL 477366.1 3774744 1.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3355 ALL 477386.1 3774744 1.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3356 ALL 477406.1 3774744 1.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3357 ALL 477426.1 3774744 1.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3358 ALL 477446.1 3774744 1.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3359 ALL 477466.1 3774744 1.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3360 ALL 477486.1 3774744 1.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3361 ALL 477506.1 3774744 1.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3362 ALL 477526.1 3774744 1.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3363 ALL 475946.1 3774764 1.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3364 ALL 475966.1 3774764 2.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3365 ALL 475986.1 3774764 2.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3366 ALL 476006.1 3774764 2.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3367 ALL 476026.1 3774764 2.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3368 ALL 476046.1 3774764 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3369 ALL 476066.1 3774764 2.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3370 ALL 476086.1 3774764 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3371 ALL 476106.1 3774764 2.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3372 ALL 476126.1 3774764 2.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3373 ALL 476146.1 3774764 2.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3374 ALL 476166.1 3774764 2.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3375 ALL 476186.1 3774764 3.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3376 ALL 476206.1 3774764 3.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3377 ALL 476226.1 3774764 3.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3378 ALL 476246.1 3774764 3.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3379 ALL 476266.1 3774764 3.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3380 ALL 476286.1 3774764 3.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3381 ALL 476306.1 3774764 3.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3382 ALL 476326.1 3774764 3.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3383 ALL 476346.1 3774764 4.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3384 ALL 476366.1 3774764 4.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3385 ALL 476386.1 3774764 4.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3386 ALL 476406.1 3774764 4.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3387 ALL 476426.1 3774764 4.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3388 ALL 476446.1 3774764 4.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3389 ALL 476466.1 3774764 4.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3390 ALL 476486.1 3774764 4.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3391 ALL 476506.1 3774764 4.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3392 ALL 476526.1 3774764 4.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3393 ALL 476546.1 3774764 4.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3394 ALL 476566.1 3774764 4.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3395 ALL 476586.1 3774764 4.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3396 ALL 476606.1 3774764 4.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3397 ALL 476626.1 3774764 4.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3398 ALL 476646.1 3774764 4.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3399 ALL 476666.1 3774764 4.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3400 ALL 476686.1 3774764 4.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3401 ALL 476706.1 3774764 4.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3402 ALL 476726.1 3774764 4.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3403 ALL 476746.1 3774764 4.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3404 ALL 476766.1 3774764 4.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3405 ALL 476786.1 3774764 4.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3406 ALL 476806.1 3774764 3.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3407 ALL 476826.1 3774764 3.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3408 ALL 476846.1 3774764 3.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3409 ALL 476866.1 3774764 3.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3410 ALL 476886.1 3774764 3.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3411 ALL 476906.1 3774764 3.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3412 ALL 476926.1 3774764 3.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3413 ALL 476946.1 3774764 3.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3414 ALL 476966.1 3774764 3.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3415 ALL 476986.1 3774764 2.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3416 ALL 477006.1 3774764 2.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3417 ALL 477026.1 3774764 2.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3418 ALL 477046.1 3774764 2.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3419 ALL 477066.1 3774764 2.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3420 ALL 477086.1 3774764 2.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3421 ALL 477106.1 3774764 2.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3422 ALL 477126.1 3774764 2.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3423 ALL 477146.1 3774764 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3424 ALL 477166.1 3774764 2.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3425 ALL 477186.1 3774764 2.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3426 ALL 477206.1 3774764 1.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3427 ALL 477226.1 3774764 1.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3428 ALL 477246.1 3774764 1.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3429 ALL 477266.1 3774764 1.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3430 ALL 477286.1 3774764 1.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3431 ALL 477306.1 3774764 1.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3432 ALL 477326.1 3774764 1.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3433 ALL 477346.1 3774764 1.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3434 ALL 477366.1 3774764 1.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3435 ALL 477386.1 3774764 1.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3436 ALL 477406.1 3774764 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3437 ALL 477426.1 3774764 1.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3438 ALL 477446.1 3774764 1.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3439 ALL 477466.1 3774764 1.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3440 ALL 477486.1 3774764 1.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3441 ALL 477506.1 3774764 1.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3442 ALL 477526.1 3774764 1.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3443 ALL 475946.1 3774784 1.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3444 ALL 475966.1 3774784 1.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3445 ALL 475986.1 3774784 2.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3446 ALL 476006.1 3774784 2.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3447 ALL 476026.1 3774784 2.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3448 ALL 476046.1 3774784 2.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3449 ALL 476066.1 3774784 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3450 ALL 476086.1 3774784 2.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3451 ALL 476106.1 3774784 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3452 ALL 476126.1 3774784 2.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3453 ALL 476146.1 3774784 2.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3454 ALL 476166.1 3774784 2.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3455 ALL 476186.1 3774784 2.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3456 ALL 476206.1 3774784 3.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3457 ALL 476226.1 3774784 3.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3458 ALL 476246.1 3774784 3.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3459 ALL 476266.1 3774784 3.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3460 ALL 476286.1 3774784 3.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3461 ALL 476306.1 3774784 3.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3462 ALL 476326.1 3774784 3.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3463 ALL 476346.1 3774784 3.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3464 ALL 476366.1 3774784 3.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3465 ALL 476386.1 3774784 3.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3466 ALL 476406.1 3774784 4.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3467 ALL 476426.1 3774784 4.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3468 ALL 476446.1 3774784 4.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3469 ALL 476466.1 3774784 4.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3470 ALL 476486.1 3774784 4.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3471 ALL 476506.1 3774784 4.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3472 ALL 476526.1 3774784 4.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3473 ALL 476546.1 3774784 4.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3474 ALL 476566.1 3774784 4.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3475 ALL 476586.1 3774784 4.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3476 ALL 476606.1 3774784 4.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3477 ALL 476626.1 3774784 4.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3478 ALL 476646.1 3774784 4.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3479 ALL 476666.1 3774784 4.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3480 ALL 476686.1 3774784 4.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3481 ALL 476706.1 3774784 4.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3482 ALL 476726.1 3774784 4.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3483 ALL 476746.1 3774784 3.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3484 ALL 476766.1 3774784 3.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3485 ALL 476786.1 3774784 3.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3486 ALL 476806.1 3774784 3.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3487 ALL 476826.1 3774784 3.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3488 ALL 476846.1 3774784 3.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3489 ALL 476866.1 3774784 3.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3490 ALL 476886.1 3774784 3.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3491 ALL 476906.1 3774784 3.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3492 ALL 476926.1 3774784 3.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3493 ALL 476946.1 3774784 3.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3494 ALL 476966.1 3774784 2.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3495 ALL 476986.1 3774784 2.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3496 ALL 477006.1 3774784 2.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3497 ALL 477026.1 3774784 2.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3498 ALL 477046.1 3774784 2.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3499 ALL 477066.1 3774784 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3500 ALL 477086.1 3774784 2.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3501 ALL 477106.1 3774784 2.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3502 ALL 477126.1 3774784 2.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3503 ALL 477146.1 3774784 2.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3504 ALL 477166.1 3774784 2.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3505 ALL 477186.1 3774784 1.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3506 ALL 477206.1 3774784 1.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3507 ALL 477226.1 3774784 1.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3508 ALL 477246.1 3774784 1.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3509 ALL 477266.1 3774784 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3510 ALL 477286.1 3774784 1.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3511 ALL 477306.1 3774784 1.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3512 ALL 477326.1 3774784 1.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3513 ALL 477346.1 3774784 1.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3514 ALL 477366.1 3774784 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3515 ALL 477386.1 3774784 1.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3516 ALL 477406.1 3774784 1.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3517 ALL 477426.1 3774784 1.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3518 ALL 477446.1 3774784 1.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3519 ALL 477466.1 3774784 1.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3520 ALL 477486.1 3774784 1.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3521 ALL 477506.1 3774784 1.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3522 ALL 477526.1 3774784 1.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3523 ALL 475946.1 3774804 1.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3524 ALL 475966.1 3774804 1.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3525 ALL 475986.1 3774804 2.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3526 ALL 476006.1 3774804 2.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3527 ALL 476026.1 3774804 2.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3528 ALL 476046.1 3774804 2.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3529 ALL 476066.1 3774804 2.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3530 ALL 476086.1 3774804 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3531 ALL 476106.1 3774804 2.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3532 ALL 476126.1 3774804 2.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3533 ALL 476146.1 3774804 2.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3534 ALL 476166.1 3774804 2.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3535 ALL 476186.1 3774804 2.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3536 ALL 476206.1 3774804 2.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3537 ALL 476226.1 3774804 3.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3538 ALL 476246.1 3774804 3.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3539 ALL 476266.1 3774804 3.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3540 ALL 476286.1 3774804 3.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3541 ALL 476306.1 3774804 3.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3542 ALL 476326.1 3774804 3.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3543 ALL 476346.1 3774804 3.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3544 ALL 476366.1 3774804 3.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3545 ALL 476386.1 3774804 3.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3546 ALL 476406.1 3774804 3.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3547 ALL 476426.1 3774804 3.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3548 ALL 476446.1 3774804 3.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3549 ALL 476466.1 3774804 4.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3550 ALL 476486.1 3774804 4.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3551 ALL 476506.1 3774804 4.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3552 ALL 476526.1 3774804 4.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3553 ALL 476546.1 3774804 4.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3554 ALL 476566.1 3774804 4.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3555 ALL 476586.1 3774804 4.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3556 ALL 476606.1 3774804 4.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3557 ALL 476626.1 3774804 4.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3558 ALL 476646.1 3774804 4.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to704.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3559 ALL 476666.1 3774804 3.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3560 ALL 476686.1 3774804 3.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3561 ALL 476706.1 3774804 3.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3562 ALL 476726.1 3774804 3.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3563 ALL 476746.1 3774804 3.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3564 ALL 476766.1 3774804 3.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3565 ALL 476786.1 3774804 3.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3566 ALL 476806.1 3774804 3.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3567 ALL 476826.1 3774804 3.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3568 ALL 476846.1 3774804 3.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3569 ALL 476866.1 3774804 3.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3570 ALL 476886.1 3774804 3.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3571 ALL 476906.1 3774804 3.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3572 ALL 476926.1 3774804 2.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3573 ALL 476946.1 3774804 2.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3574 ALL 476966.1 3774804 2.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3575 ALL 476986.1 3774804 2.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3576 ALL 477006.1 3774804 2.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3577 ALL 477026.1 3774804 2.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3578 ALL 477046.1 3774804 2.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3579 ALL 477066.1 3774804 2.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3580 ALL 477086.1 3774804 2.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3581 ALL 477106.1 3774804 2.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3582 ALL 477126.1 3774804 2.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3583 ALL 477146.1 3774804 2.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3584 ALL 477166.1 3774804 1.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3585 ALL 477186.1 3774804 1.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3586 ALL 477206.1 3774804 1.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3587 ALL 477226.1 3774804 1.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3588 ALL 477246.1 3774804 1.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3589 ALL 477266.1 3774804 1.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3590 ALL 477286.1 3774804 1.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3591 ALL 477306.1 3774804 1.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3592 ALL 477326.1 3774804 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3593 ALL 477346.1 3774804 1.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3594 ALL 477366.1 3774804 1.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3595 ALL 477386.1 3774804 1.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3596 ALL 477406.1 3774804 1.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3597 ALL 477426.1 3774804 1.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3598 ALL 477446.1 3774804 1.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3599 ALL 477466.1 3774804 1.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3600 ALL 477486.1 3774804 1.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3601 ALL 477506.1 3774804 1.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3602 ALL 477526.1 3774804 1.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3603 ALL 475946.1 3774824 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3604 ALL 475966.1 3774824 1.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3605 ALL 475986.1 3774824 1.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3606 ALL 476006.1 3774824 2.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3607 ALL 476026.1 3774824 2.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3608 ALL 476046.1 3774824 2.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3609 ALL 476066.1 3774824 2.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3610 ALL 476086.1 3774824 2.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3611 ALL 476106.1 3774824 2.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3612 ALL 476126.1 3774824 2.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3613 ALL 476146.1 3774824 2.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3614 ALL 476166.1 3774824 2.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3615 ALL 476186.1 3774824 2.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3616 ALL 476206.1 3774824 2.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3617 ALL 476226.1 3774824 2.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3618 ALL 476246.1 3774824 2.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3619 ALL 476266.1 3774824 3.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3620 ALL 476286.1 3774824 3.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3621 ALL 476306.1 3774824 3.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3622 ALL 476326.1 3774824 3.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3623 ALL 476346.1 3774824 3.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3624 ALL 476366.1 3774824 3.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3625 ALL 476386.1 3774824 3.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3626 ALL 476406.1 3774824 3.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3627 ALL 476426.1 3774824 3.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3628 ALL 476446.1 3774824 3.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3629 ALL 476466.1 3774824 3.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3630 ALL 476486.1 3774824 3.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3631 ALL 476506.1 3774824 3.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3632 ALL 476526.1 3774824 3.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3633 ALL 476546.1 3774824 3.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3634 ALL 476566.1 3774824 3.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3635 ALL 476586.1 3774824 3.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3636 ALL 476606.1 3774824 3.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3637 ALL 476626.1 3774824 3.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3638 ALL 476646.1 3774824 3.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3639 ALL 476666.1 3774824 3.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3640 ALL 476686.1 3774824 3.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3641 ALL 476706.1 3774824 3.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3642 ALL 476726.1 3774824 3.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3643 ALL 476746.1 3774824 3.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3644 ALL 476766.1 3774824 3.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3645 ALL 476786.1 3774824 3.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3646 ALL 476806.1 3774824 3.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3647 ALL 476826.1 3774824 3.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3648 ALL 476846.1 3774824 3.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3649 ALL 476866.1 3774824 3.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3650 ALL 476886.1 3774824 2.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3651 ALL 476906.1 3774824 2.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3652 ALL 476926.1 3774824 2.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3653 ALL 476946.1 3774824 2.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3654 ALL 476966.1 3774824 2.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3655 ALL 476986.1 3774824 2.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3656 ALL 477006.1 3774824 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3657 ALL 477026.1 3774824 2.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3658 ALL 477046.1 3774824 2.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3659 ALL 477066.1 3774824 2.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3660 ALL 477086.1 3774824 2.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3661 ALL 477106.1 3774824 2.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3662 ALL 477126.1 3774824 2.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3663 ALL 477146.1 3774824 1.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3664 ALL 477166.1 3774824 1.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3665 ALL 477186.1 3774824 1.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3666 ALL 477206.1 3774824 1.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3667 ALL 477226.1 3774824 1.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3668 ALL 477246.1 3774824 1.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3669 ALL 477266.1 3774824 1.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3670 ALL 477286.1 3774824 1.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3671 ALL 477306.1 3774824 1.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3672 ALL 477326.1 3774824 1.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3673 ALL 477346.1 3774824 1.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3674 ALL 477366.1 3774824 1.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3675 ALL 477386.1 3774824 1.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3676 ALL 477406.1 3774824 1.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3677 ALL 477426.1 3774824 1.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3678 ALL 477446.1 3774824 1.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3679 ALL 477466.1 3774824 1.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3680 ALL 477486.1 3774824 1.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3681 ALL 477506.1 3774824 1.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3682 ALL 477526.1 3774824 1.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3683 ALL 475946.1 3774844 1.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3684 ALL 475966.1 3774844 1.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3685 ALL 475986.1 3774844 1.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3686 ALL 476006.1 3774844 1.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3687 ALL 476026.1 3774844 2.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3688 ALL 476046.1 3774844 2.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3689 ALL 476066.1 3774844 2.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3690 ALL 476086.1 3774844 2.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3691 ALL 476106.1 3774844 2.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3692 ALL 476126.1 3774844 2.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3693 ALL 476146.1 3774844 2.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3694 ALL 476166.1 3774844 2.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3695 ALL 476186.1 3774844 2.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3696 ALL 476206.1 3774844 2.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3697 ALL 476226.1 3774844 2.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3698 ALL 476246.1 3774844 2.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3699 ALL 476266.1 3774844 2.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3700 ALL 476286.1 3774844 2.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3701 ALL 476306.1 3774844 3.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3702 ALL 476326.1 3774844 3.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3703 ALL 476346.1 3774844 3.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3704 ALL 476366.1 3774844 3.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3705 ALL 476386.1 3774844 3.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3706 ALL 476406.1 3774844 3.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3707 ALL 476426.1 3774844 3.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3708 ALL 476446.1 3774844 3.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3709 ALL 476466.1 3774844 3.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3710 ALL 476486.1 3774844 3.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3711 ALL 476506.1 3774844 3.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3712 ALL 476526.1 3774844 3.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3713 ALL 476546.1 3774844 3.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3714 ALL 476566.1 3774844 3.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3715 ALL 476586.1 3774844 3.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3716 ALL 476606.1 3774844 3.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3717 ALL 476626.1 3774844 3.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3718 ALL 476646.1 3774844 3.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3719 ALL 476666.1 3774844 3.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3720 ALL 476686.1 3774844 3.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3721 ALL 476706.1 3774844 3.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3722 ALL 476726.1 3774844 3.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3723 ALL 476746.1 3774844 3.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3724 ALL 476766.1 3774844 3.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3725 ALL 476786.1 3774844 3.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3726 ALL 476806.1 3774844 3.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3727 ALL 476826.1 3774844 3.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3728 ALL 476846.1 3774844 2.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3729 ALL 476866.1 3774844 2.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3730 ALL 476886.1 3774844 2.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3731 ALL 476906.1 3774844 2.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3732 ALL 476926.1 3774844 2.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3733 ALL 476946.1 3774844 2.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3734 ALL 476966.1 3774844 2.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3735 ALL 476986.1 3774844 2.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3736 ALL 477006.1 3774844 2.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3737 ALL 477026.1 3774844 2.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3738 ALL 477046.1 3774844 2.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3739 ALL 477066.1 3774844 2.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3740 ALL 477086.1 3774844 2.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3741 ALL 477106.1 3774844 2.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3742 ALL 477126.1 3774844 2.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3743 ALL 477146.1 3774844 1.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3744 ALL 477166.1 3774844 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3745 ALL 477186.1 3774844 1.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3746 ALL 477206.1 3774844 1.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3747 ALL 477226.1 3774844 1.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3748 ALL 477246.1 3774844 1.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3749 ALL 477266.1 3774844 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3750 ALL 477286.1 3774844 1.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3751 ALL 477306.1 3774844 1.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3752 ALL 477326.1 3774844 1.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3753 ALL 477346.1 3774844 1.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3754 ALL 477366.1 3774844 1.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3755 ALL 477386.1 3774844 1.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3756 ALL 477406.1 3774844 1.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3757 ALL 477426.1 3774844 1.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3758 ALL 477446.1 3774844 1.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3759 ALL 477466.1 3774844 1.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3760 ALL 477486.1 3774844 1.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3761 ALL 477506.1 3774844 1.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3762 ALL 477526.1 3774844 1.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3763 ALL 475946.1 3774864 1.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3764 ALL 475966.1 3774864 1.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3765 ALL 475986.1 3774864 1.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3766 ALL 476006.1 3774864 1.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3767 ALL 476026.1 3774864 1.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3768 ALL 476046.1 3774864 2.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3769 ALL 476066.1 3774864 2.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3770 ALL 476086.1 3774864 2.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3771 ALL 476106.1 3774864 2.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3772 ALL 476126.1 3774864 2.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3773 ALL 476146.1 3774864 2.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3774 ALL 476166.1 3774864 2.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3775 ALL 476186.1 3774864 2.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3776 ALL 476206.1 3774864 2.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3777 ALL 476226.1 3774864 2.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3778 ALL 476246.1 3774864 2.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3779 ALL 476266.1 3774864 2.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3780 ALL 476286.1 3774864 2.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3781 ALL 476306.1 3774864 2.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3782 ALL 476326.1 3774864 2.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3783 ALL 476346.1 3774864 3.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3784 ALL 476366.1 3774864 3.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3785 ALL 476386.1 3774864 3.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3786 ALL 476406.1 3774864 3.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3787 ALL 476426.1 3774864 3.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3788 ALL 476446.1 3774864 3.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3789 ALL 476466.1 3774864 3.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3790 ALL 476486.1 3774864 3.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3791 ALL 476506.1 3774864 3.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3792 ALL 476526.1 3774864 3.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3793 ALL 476546.1 3774864 3.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3794 ALL 476566.1 3774864 3.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3795 ALL 476586.1 3774864 3.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3796 ALL 476606.1 3774864 3.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3797 ALL 476626.1 3774864 3.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3798 ALL 476646.1 3774864 3.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3799 ALL 476666.1 3774864 3.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3800 ALL 476686.1 3774864 3.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3801 ALL 476706.1 3774864 3.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3802 ALL 476726.1 3774864 3.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3803 ALL 476746.1 3774864 3.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3804 ALL 476766.1 3774864 3.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3805 ALL 476786.1 3774864 3.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3806 ALL 476806.1 3774864 2.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3807 ALL 476826.1 3774864 2.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3808 ALL 476846.1 3774864 2.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3809 ALL 476866.1 3774864 2.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3810 ALL 476886.1 3774864 2.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3811 ALL 476906.1 3774864 2.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3812 ALL 476926.1 3774864 2.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3813 ALL 476946.1 3774864 2.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3814 ALL 476966.1 3774864 2.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3815 ALL 476986.1 3774864 2.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3816 ALL 477006.1 3774864 2.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3817 ALL 477026.1 3774864 2.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3818 ALL 477046.1 3774864 2.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3819 ALL 477066.1 3774864 2.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3820 ALL 477086.1 3774864 2.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3821 ALL 477106.1 3774864 2.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3822 ALL 477126.1 3774864 1.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3823 ALL 477146.1 3774864 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3824 ALL 477166.1 3774864 1.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3825 ALL 477186.1 3774864 1.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3826 ALL 477206.1 3774864 1.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3827 ALL 477226.1 3774864 1.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3828 ALL 477246.1 3774864 1.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3829 ALL 477266.1 3774864 1.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3830 ALL 477286.1 3774864 1.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3831 ALL 477306.1 3774864 1.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3832 ALL 477326.1 3774864 1.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3833 ALL 477346.1 3774864 1.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3834 ALL 477366.1 3774864 1.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3835 ALL 477386.1 3774864 1.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3836 ALL 477406.1 3774864 1.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3837 ALL 477426.1 3774864 1.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3838 ALL 477446.1 3774864 1.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3839 ALL 477466.1 3774864 1.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3840 ALL 477486.1 3774864 1.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3841 ALL 477506.1 3774864 1.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3842 ALL 477526.1 3774864 1.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3843 ALL 475946.1 3774884 1.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3844 ALL 475966.1 3774884 1.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3845 ALL 475986.1 3774884 1.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3846 ALL 476006.1 3774884 1.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3847 ALL 476026.1 3774884 1.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3848 ALL 476046.1 3774884 1.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3849 ALL 476066.1 3774884 2.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3850 ALL 476086.1 3774884 2.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3851 ALL 476106.1 3774884 2.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3852 ALL 476126.1 3774884 2.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3853 ALL 476146.1 3774884 2.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3854 ALL 476166.1 3774884 2.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3855 ALL 476186.1 3774884 2.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3856 ALL 476206.1 3774884 2.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3857 ALL 476226.1 3774884 2.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3858 ALL 476246.1 3774884 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3859 ALL 476266.1 3774884 2.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3860 ALL 476286.1 3774884 2.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3861 ALL 476306.1 3774884 2.74E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3862 ALL 476326.1 3774884 2.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3863 ALL 476346.1 3774884 2.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3864 ALL 476366.1 3774884 2.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3865 ALL 476386.1 3774884 2.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3866 ALL 476406.1 3774884 3.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3867 ALL 476426.1 3774884 3.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3868 ALL 476446.1 3774884 3.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3869 ALL 476466.1 3774884 3.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3870 ALL 476486.1 3774884 3.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3871 ALL 476506.1 3774884 3.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3872 ALL 476526.1 3774884 3.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3873 ALL 476546.1 3774884 3.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3874 ALL 476566.1 3774884 3.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3875 ALL 476586.1 3774884 3.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3876 ALL 476606.1 3774884 3.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3877 ALL 476626.1 3774884 3.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3878 ALL 476646.1 3774884 3.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3879 ALL 476666.1 3774884 3.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3880 ALL 476686.1 3774884 3.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3881 ALL 476706.1 3774884 3.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3882 ALL 476726.1 3774884 3.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3883 ALL 476746.1 3774884 2.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3884 ALL 476766.1 3774884 2.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3885 ALL 476786.1 3774884 2.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3886 ALL 476806.1 3774884 2.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3887 ALL 476826.1 3774884 2.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3888 ALL 476846.1 3774884 2.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3889 ALL 476866.1 3774884 2.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3890 ALL 476886.1 3774884 2.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3891 ALL 476906.1 3774884 2.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3892 ALL 476926.1 3774884 2.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3893 ALL 476946.1 3774884 2.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3894 ALL 476966.1 3774884 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3895 ALL 476986.1 3774884 2.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3896 ALL 477006.1 3774884 2.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3897 ALL 477026.1 3774884 2.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3898 ALL 477046.1 3774884 2.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3899 ALL 477066.1 3774884 2.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3900 ALL 477086.1 3774884 2.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3901 ALL 477106.1 3774884 1.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3902 ALL 477126.1 3774884 1.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3903 ALL 477146.1 3774884 1.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3904 ALL 477166.1 3774884 1.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3905 ALL 477186.1 3774884 1.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3906 ALL 477206.1 3774884 1.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3907 ALL 477226.1 3774884 1.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3908 ALL 477246.1 3774884 1.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3909 ALL 477266.1 3774884 1.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3910 ALL 477286.1 3774884 1.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3911 ALL 477306.1 3774884 1.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3912 ALL 477326.1 3774884 1.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3913 ALL 477346.1 3774884 1.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3914 ALL 477366.1 3774884 1.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3915 ALL 477386.1 3774884 1.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3916 ALL 477406.1 3774884 1.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3917 ALL 477426.1 3774884 1.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3918 ALL 477446.1 3774884 1.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3919 ALL 477466.1 3774884 1.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3920 ALL 477486.1 3774884 1.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3921 ALL 477506.1 3774884 1.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3922 ALL 477526.1 3774884 1.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3923 ALL 475946.1 3774904 1.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3924 ALL 475966.1 3774904 1.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3925 ALL 475986.1 3774904 1.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3926 ALL 476006.1 3774904 1.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3927 ALL 476026.1 3774904 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3928 ALL 476046.1 3774904 1.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3929 ALL 476066.1 3774904 1.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3930 ALL 476086.1 3774904 1.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3931 ALL 476106.1 3774904 2.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3932 ALL 476126.1 3774904 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3933 ALL 476146.1 3774904 2.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3934 ALL 476166.1 3774904 2.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3935 ALL 476186.1 3774904 2.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3936 ALL 476206.1 3774904 2.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3937 ALL 476226.1 3774904 2.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3938 ALL 476246.1 3774904 2.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3939 ALL 476266.1 3774904 2.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3940 ALL 476286.1 3774904 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3941 ALL 476306.1 3774904 2.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3942 ALL 476326.1 3774904 2.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3943 ALL 476346.1 3774904 2.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3944 ALL 476366.1 3774904 2.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3945 ALL 476386.1 3774904 2.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3946 ALL 476406.1 3774904 2.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3947 ALL 476426.1 3774904 2.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3948 ALL 476446.1 3774904 2.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3949 ALL 476466.1 3774904 2.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3950 ALL 476486.1 3774904 2.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3951 ALL 476506.1 3774904 2.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3952 ALL 476526.1 3774904 3.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3953 ALL 476546.1 3774904 3.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3954 ALL 476566.1 3774904 3.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3955 ALL 476586.1 3774904 3.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3956 ALL 476606.1 3774904 3.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to703.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3957 ALL 476626.1 3774904 2.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3958 ALL 476646.1 3774904 2.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3959 ALL 476666.1 3774904 2.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3960 ALL 476686.1 3774904 2.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3961 ALL 476706.1 3774904 2.88E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3962 ALL 476726.1 3774904 2.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3963 ALL 476746.1 3774904 2.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3964 ALL 476766.1 3774904 2.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3965 ALL 476786.1 3774904 2.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3966 ALL 476806.1 3774904 2.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3967 ALL 476826.1 3774904 2.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3968 ALL 476846.1 3774904 2.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3969 ALL 476866.1 3774904 2.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3970 ALL 476886.1 3774904 2.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3971 ALL 476906.1 3774904 2.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3972 ALL 476926.1 3774904 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3973 ALL 476946.1 3774904 2.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3974 ALL 476966.1 3774904 2.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3975 ALL 476986.1 3774904 2.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3976 ALL 477006.1 3774904 2.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3977 ALL 477026.1 3774904 2.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3978 ALL 477046.1 3774904 2.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3979 ALL 477066.1 3774904 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3980 ALL 477086.1 3774904 1.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3981 ALL 477106.1 3774904 1.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3982 ALL 477126.1 3774904 1.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3983 ALL 477146.1 3774904 1.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3984 ALL 477166.1 3774904 1.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3985 ALL 477186.1 3774904 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3986 ALL 477206.1 3774904 1.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3987 ALL 477226.1 3774904 1.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3988 ALL 477246.1 3774904 1.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3989 ALL 477266.1 3774904 1.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3990 ALL 477286.1 3774904 1.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3991 ALL 477306.1 3774904 1.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3992 ALL 477326.1 3774904 1.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3993 ALL 477346.1 3774904 1.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3994 ALL 477366.1 3774904 1.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3995 ALL 477386.1 3774904 1.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3996 ALL 477406.1 3774904 1.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3997 ALL 477426.1 3774904 1.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3998 ALL 477446.1 3774904 1.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3999 ALL 477466.1 3774904 1.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4000 ALL 477486.1 3774904 1.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4001 ALL 477506.1 3774904 1.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4002 ALL 477526.1 3774904 1.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4003 ALL 475946.1 3774924 1.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4004 ALL 475966.1 3774924 1.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4005 ALL 475986.1 3774924 1.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4006 ALL 476006.1 3774924 1.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4007 ALL 476026.1 3774924 1.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4008 ALL 476046.1 3774924 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4009 ALL 476066.1 3774924 1.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4010 ALL 476086.1 3774924 1.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4011 ALL 476106.1 3774924 1.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4012 ALL 476126.1 3774924 2.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4013 ALL 476146.1 3774924 2.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4014 ALL 476166.1 3774924 2.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4015 ALL 476186.1 3774924 2.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4016 ALL 476206.1 3774924 2.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4017 ALL 476226.1 3774924 2.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4018 ALL 476246.1 3774924 2.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4019 ALL 476266.1 3774924 2.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4020 ALL 476286.1 3774924 2.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4021 ALL 476306.1 3774924 2.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4022 ALL 476326.1 3774924 2.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4023 ALL 476346.1 3774924 2.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4024 ALL 476366.1 3774924 2.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4025 ALL 476386.1 3774924 2.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4026 ALL 476406.1 3774924 2.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4027 ALL 476426.1 3774924 2.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4028 ALL 476446.1 3774924 2.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4029 ALL 476466.1 3774924 2.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4030 ALL 476486.1 3774924 2.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4031 ALL 476506.1 3774924 2.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4032 ALL 476526.1 3774924 2.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4033 ALL 476546.1 3774924 2.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4034 ALL 476566.1 3774924 2.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4035 ALL 476586.1 3774924 2.84E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4036 ALL 476606.1 3774924 2.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4037 ALL 476626.1 3774924 2.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4038 ALL 476646.1 3774924 2.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4039 ALL 476666.1 3774924 2.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4040 ALL 476686.1 3774924 2.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4041 ALL 476706.1 3774924 2.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4042 ALL 476726.1 3774924 2.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4043 ALL 476746.1 3774924 2.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4044 ALL 476766.1 3774924 2.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4045 ALL 476786.1 3774924 2.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4046 ALL 476806.1 3774924 2.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4047 ALL 476826.1 3774924 2.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4048 ALL 476846.1 3774924 2.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4049 ALL 476866.1 3774924 2.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4050 ALL 476886.1 3774924 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4051 ALL 476906.1 3774924 2.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4052 ALL 476926.1 3774924 2.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4053 ALL 476946.1 3774924 2.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4054 ALL 476966.1 3774924 2.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4055 ALL 476986.1 3774924 2.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4056 ALL 477006.1 3774924 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4057 ALL 477026.1 3774924 2.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4058 ALL 477046.1 3774924 2.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4059 ALL 477066.1 3774924 1.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4060 ALL 477086.1 3774924 1.91E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4061 ALL 477106.1 3774924 1.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4062 ALL 477126.1 3774924 1.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4063 ALL 477146.1 3774924 1.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4064 ALL 477166.1 3774924 1.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4065 ALL 477186.1 3774924 1.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4066 ALL 477206.1 3774924 1.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4067 ALL 477226.1 3774924 1.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4068 ALL 477246.1 3774924 1.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4069 ALL 477266.1 3774924 1.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4070 ALL 477286.1 3774924 1.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4071 ALL 477306.1 3774924 1.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4072 ALL 477326.1 3774924 1.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4073 ALL 477346.1 3774924 1.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4074 ALL 477366.1 3774924 1.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4075 ALL 477386.1 3774924 1.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4076 ALL 477406.1 3774924 1.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4077 ALL 477426.1 3774924 1.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4078 ALL 477446.1 3774924 1.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4079 ALL 477466.1 3774924 1.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4080 ALL 477486.1 3774924 1.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4081 ALL 477506.1 3774924 1.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4082 ALL 477526.1 3774924 1.02E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4083 ALL 475946.1 3774944 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4084 ALL 475966.1 3774944 1.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4085 ALL 475986.1 3774944 1.63E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4086 ALL 476006.1 3774944 1.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4087 ALL 476026.1 3774944 1.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4088 ALL 476046.1 3774944 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4089 ALL 476066.1 3774944 1.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4090 ALL 476086.1 3774944 1.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4091 ALL 476106.1 3774944 1.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4092 ALL 476126.1 3774944 1.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4093 ALL 476146.1 3774944 1.99E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4094 ALL 476166.1 3774944 2.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4095 ALL 476186.1 3774944 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4096 ALL 476206.1 3774944 2.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4097 ALL 476226.1 3774944 2.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4098 ALL 476246.1 3774944 2.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4099 ALL 476266.1 3774944 2.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4100 ALL 476286.1 3774944 2.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4101 ALL 476306.1 3774944 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4102 ALL 476326.1 3774944 2.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4103 ALL 476346.1 3774944 2.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4104 ALL 476366.1 3774944 2.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4105 ALL 476386.1 3774944 2.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4106 ALL 476406.1 3774944 2.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4107 ALL 476426.1 3774944 2.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4108 ALL 476446.1 3774944 2.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4109 ALL 476466.1 3774944 2.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4110 ALL 476486.1 3774944 2.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4111 ALL 476506.1 3774944 2.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4112 ALL 476526.1 3774944 2.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4113 ALL 476546.1 3774944 2.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4114 ALL 476566.1 3774944 2.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4115 ALL 476586.1 3774944 2.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4116 ALL 476606.1 3774944 2.68E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4117 ALL 476626.1 3774944 2.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4118 ALL 476646.1 3774944 2.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4119 ALL 476666.1 3774944 2.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4120 ALL 476686.1 3774944 2.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4121 ALL 476706.1 3774944 2.59E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4122 ALL 476726.1 3774944 2.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4123 ALL 476746.1 3774944 2.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4124 ALL 476766.1 3774944 2.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4125 ALL 476786.1 3774944 2.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4126 ALL 476806.1 3774944 2.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4127 ALL 476826.1 3774944 2.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4128 ALL 476846.1 3774944 2.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4129 ALL 476866.1 3774944 2.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4130 ALL 476886.1 3774944 2.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4131 ALL 476906.1 3774944 2.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4132 ALL 476926.1 3774944 2.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4133 ALL 476946.1 3774944 2.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4134 ALL 476966.1 3774944 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4135 ALL 476986.1 3774944 2.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4136 ALL 477006.1 3774944 2.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4137 ALL 477026.1 3774944 1.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4138 ALL 477046.1 3774944 1.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4139 ALL 477066.1 3774944 1.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4140 ALL 477086.1 3774944 1.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4141 ALL 477106.1 3774944 1.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4142 ALL 477126.1 3774944 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4143 ALL 477146.1 3774944 1.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4144 ALL 477166.1 3774944 1.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4145 ALL 477186.1 3774944 1.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4146 ALL 477206.1 3774944 1.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4147 ALL 477226.1 3774944 1.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4148 ALL 477246.1 3774944 1.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4149 ALL 477266.1 3774944 1.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4150 ALL 477286.1 3774944 1.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4151 ALL 477306.1 3774944 1.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4152 ALL 477326.1 3774944 1.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4153 ALL 477346.1 3774944 1.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4154 ALL 477366.1 3774944 1.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4155 ALL 477386.1 3774944 1.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4156 ALL 477406.1 3774944 1.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4157 ALL 477426.1 3774944 1.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4158 ALL 477446.1 3774944 1.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4159 ALL 477466.1 3774944 1.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4160 ALL 477486.1 3774944 1.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4161 ALL 477506.1 3774944 1.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4162 ALL 477526.1 3774944 9.93E-09 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4163 ALL 475946.1 3774964 1.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4164 ALL 475966.1 3774964 1.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4165 ALL 475986.1 3774964 1.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4166 ALL 476006.1 3774964 1.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4167 ALL 476026.1 3774964 1.66E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4168 ALL 476046.1 3774964 1.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4169 ALL 476066.1 3774964 1.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4170 ALL 476086.1 3774964 1.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4171 ALL 476106.1 3774964 1.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4172 ALL 476126.1 3774964 1.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4173 ALL 476146.1 3774964 1.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4174 ALL 476166.1 3774964 1.96E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4175 ALL 476186.1 3774964 2.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4176 ALL 476206.1 3774964 2.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4177 ALL 476226.1 3774964 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4178 ALL 476246.1 3774964 2.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4179 ALL 476266.1 3774964 2.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4180 ALL 476286.1 3774964 2.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4181 ALL 476306.1 3774964 2.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4182 ALL 476326.1 3774964 2.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4183 ALL 476346.1 3774964 2.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4184 ALL 476366.1 3774964 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4185 ALL 476386.1 3774964 2.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4186 ALL 476406.1 3774964 2.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4187 ALL 476426.1 3774964 2.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4188 ALL 476446.1 3774964 2.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4189 ALL 476466.1 3774964 2.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4190 ALL 476486.1 3774964 2.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4191 ALL 476506.1 3774964 2.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4192 ALL 476526.1 3774964 2.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4193 ALL 476546.1 3774964 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4194 ALL 476566.1 3774964 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4195 ALL 476586.1 3774964 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4196 ALL 476606.1 3774964 2.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4197 ALL 476626.1 3774964 2.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4198 ALL 476646.1 3774964 2.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4199 ALL 476666.1 3774964 2.51E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4200 ALL 476686.1 3774964 2.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4201 ALL 476706.1 3774964 2.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4202 ALL 476726.1 3774964 2.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4203 ALL 476746.1 3774964 2.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4204 ALL 476766.1 3774964 2.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4205 ALL 476786.1 3774964 2.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4206 ALL 476806.1 3774964 2.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4207 ALL 476826.1 3774964 2.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4208 ALL 476846.1 3774964 2.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4209 ALL 476866.1 3774964 2.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4210 ALL 476886.1 3774964 2.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4211 ALL 476906.1 3774964 2.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4212 ALL 476926.1 3774964 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4213 ALL 476946.1 3774964 2.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4214 ALL 476966.1 3774964 2.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4215 ALL 476986.1 3774964 1.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4216 ALL 477006.1 3774964 1.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4217 ALL 477026.1 3774964 1.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4218 ALL 477046.1 3774964 1.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4219 ALL 477066.1 3774964 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4220 ALL 477086.1 3774964 1.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4221 ALL 477106.1 3774964 1.54E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4222 ALL 477126.1 3774964 1.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4223 ALL 477146.1 3774964 1.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4224 ALL 477166.1 3774964 1.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4225 ALL 477186.1 3774964 1.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4226 ALL 477206.1 3774964 1.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4227 ALL 477226.1 3774964 1.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4228 ALL 477246.1 3774964 1.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4229 ALL 477266.1 3774964 1.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4230 ALL 477286.1 3774964 1.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4231 ALL 477306.1 3774964 1.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4232 ALL 477326.1 3774964 1.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4233 ALL 477346.1 3774964 1.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4234 ALL 477366.1 3774964 1.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4235 ALL 477386.1 3774964 1.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4236 ALL 477406.1 3774964 1.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4237 ALL 477426.1 3774964 1.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4238 ALL 477446.1 3774964 1.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4239 ALL 477466.1 3774964 1.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4240 ALL 477486.1 3774964 9.98E-09 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4241 ALL 477506.1 3774964 9.82E-09 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4242 ALL 477526.1 3774964 9.66E-09 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4243 ALL 475946.1 3774984 1.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4244 ALL 475966.1 3774984 1.50E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4245 ALL 475986.1 3774984 1.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4246 ALL 476006.1 3774984 1.57E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4247 ALL 476026.1 3774984 1.61E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4248 ALL 476046.1 3774984 1.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4249 ALL 476066.1 3774984 1.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4250 ALL 476086.1 3774984 1.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4251 ALL 476106.1 3774984 1.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4252 ALL 476126.1 3774984 1.81E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4253 ALL 476146.1 3774984 1.85E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4254 ALL 476166.1 3774984 1.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4255 ALL 476186.1 3774984 1.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4256 ALL 476206.1 3774984 1.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4257 ALL 476226.1 3774984 2.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4258 ALL 476246.1 3774984 2.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4259 ALL 476266.1 3774984 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4260 ALL 476286.1 3774984 2.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4261 ALL 476306.1 3774984 2.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4262 ALL 476326.1 3774984 2.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4263 ALL 476346.1 3774984 2.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4264 ALL 476366.1 3774984 2.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4265 ALL 476386.1 3774984 2.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4266 ALL 476406.1 3774984 2.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4267 ALL 476426.1 3774984 2.34E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4268 ALL 476446.1 3774984 2.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4269 ALL 476466.1 3774984 2.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4270 ALL 476486.1 3774984 2.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4271 ALL 476506.1 3774984 2.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4272 ALL 476526.1 3774984 2.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4273 ALL 476546.1 3774984 2.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4274 ALL 476566.1 3774984 2.43E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4275 ALL 476586.1 3774984 2.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4276 ALL 476606.1 3774984 2.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4277 ALL 476626.1 3774984 2.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4278 ALL 476646.1 3774984 2.40E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4279 ALL 476666.1 3774984 2.38E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4280 ALL 476686.1 3774984 2.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4281 ALL 476706.1 3774984 2.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4282 ALL 476726.1 3774984 2.33E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4283 ALL 476746.1 3774984 2.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4284 ALL 476766.1 3774984 2.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4285 ALL 476786.1 3774984 2.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4286 ALL 476806.1 3774984 2.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4287 ALL 476826.1 3774984 2.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4288 ALL 476846.1 3774984 2.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4289 ALL 476866.1 3774984 2.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4290 ALL 476886.1 3774984 2.08E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4291 ALL 476906.1 3774984 2.05E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4292 ALL 476926.1 3774984 2.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4293 ALL 476946.1 3774984 1.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4294 ALL 476966.1 3774984 1.94E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4295 ALL 476986.1 3774984 1.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4296 ALL 477006.1 3774984 1.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4297 ALL 477026.1 3774984 1.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4298 ALL 477046.1 3774984 1.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4299 ALL 477066.1 3774984 1.76E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4300 ALL 477086.1 3774984 1.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4301 ALL 477106.1 3774984 1.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4302 ALL 477126.1 3774984 1.44E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4303 ALL 477146.1 3774984 1.41E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4304 ALL 477166.1 3774984 1.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4305 ALL 477186.1 3774984 1.36E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4306 ALL 477206.1 3774984 1.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4307 ALL 477226.1 3774984 1.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4308 ALL 477246.1 3774984 1.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4309 ALL 477266.1 3774984 1.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4310 ALL 477286.1 3774984 1.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4311 ALL 477306.1 3774984 1.18E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4312 ALL 477326.1 3774984 1.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4313 ALL 477346.1 3774984 1.14E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4314 ALL 477366.1 3774984 1.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4315 ALL 477386.1 3774984 1.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4316 ALL 477406.1 3774984 1.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4317 ALL 477426.1 3774984 1.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4318 ALL 477446.1 3774984 1.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4319 ALL 477466.1 3774984 9.88E-09 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4320 ALL 477486.1 3774984 9.71E-09 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4321 ALL 477506.1 3774984 9.56E-09 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4322 ALL 477526.1 3774984 9.41E-09 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4323 ALL 475946.1 3775004 1.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4324 ALL 475966.1 3775004 1.46E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4325 ALL 475986.1 3775004 1.49E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4326 ALL 476006.1 3775004 1.53E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4327 ALL 476026.1 3775004 1.56E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4328 ALL 476046.1 3775004 1.60E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4329 ALL 476066.1 3775004 1.64E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4330 ALL 476086.1 3775004 1.67E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4331 ALL 476106.1 3775004 1.71E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4332 ALL 476126.1 3775004 1.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4333 ALL 476146.1 3775004 1.78E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4334 ALL 476166.1 3775004 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4335 ALL 476186.1 3775004 1.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4336 ALL 476206.1 3775004 1.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4337 ALL 476226.1 3775004 1.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4338 ALL 476246.1 3775004 1.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4339 ALL 476266.1 3775004 2.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4340 ALL 476286.1 3775004 2.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4341 ALL 476306.1 3775004 2.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4342 ALL 476326.1 3775004 2.10E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4343 ALL 476346.1 3775004 2.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4344 ALL 476366.1 3775004 2.16E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4345 ALL 476386.1 3775004 2.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4346 ALL 476406.1 3775004 2.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4347 ALL 476426.1 3775004 2.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4348 ALL 476446.1 3775004 2.25E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4349 ALL 476466.1 3775004 2.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4350 ALL 476486.1 3775004 2.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4351 ALL 476506.1 3775004 2.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4352 ALL 476526.1 3775004 2.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4353 ALL 476546.1 3775004 2.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4354 ALL 476566.1 3775004 2.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4355 ALL 476586.1 3775004 2.31E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4356 ALL 476606.1 3775004 2.30E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4357 ALL 476626.1 3775004 2.29E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4358 ALL 476646.1 3775004 2.28E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4359 ALL 476666.1 3775004 2.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4360 ALL 476686.1 3775004 2.26E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4361 ALL 476706.1 3775004 2.24E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4362 ALL 476726.1 3775004 2.22E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4363 ALL 476746.1 3775004 2.20E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4364 ALL 476766.1 3775004 2.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4365 ALL 476786.1 3775004 2.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4366 ALL 476806.1 3775004 2.12E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4367 ALL 476826.1 3775004 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4368 ALL 476846.1 3775004 2.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4369 ALL 476866.1 3775004 2.03E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4370 ALL 476886.1 3775004 2.00E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4371 ALL 476906.1 3775004 1.97E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4372 ALL 476926.1 3775004 1.93E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4373 ALL 476946.1 3775004 1.90E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4374 ALL 476966.1 3775004 1.87E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4375 ALL 476986.1 3775004 1.83E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4376 ALL 477006.1 3775004 1.80E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.80E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4377 ALL 477026.1 3775004 1.77E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4378 ALL 477046.1 3775004 1.73E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4379 ALL 477066.1 3775004 1.70E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4380 ALL 477086.1 3775004 1.47E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4381 ALL 477106.1 3775004 1.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4382 ALL 477126.1 3775004 1.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4383 ALL 477146.1 3775004 1.37E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4384 ALL 477166.1 3775004 1.35E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4385 ALL 477186.1 3775004 1.32E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4386 ALL 477206.1 3775004 1.27E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4387 ALL 477226.1 3775004 1.23E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4388 ALL 477246.1 3775004 1.21E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4389 ALL 477266.1 3775004 1.19E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4390 ALL 477286.1 3775004 1.17E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4391 ALL 477306.1 3775004 1.15E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4392 ALL 477326.1 3775004 1.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4393 ALL 477346.1 3775004 1.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4394 ALL 477366.1 3775004 1.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4395 ALL 477386.1 3775004 1.07E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4396 ALL 477406.1 3775004 1.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4397 ALL 477426.1 3775004 9.98E-09 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4398 ALL 477446.1 3775004 9.77E-09 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4399 ALL 477466.1 3775004 9.62E-09 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4400 ALL 477486.1 3775004 9.46E-09 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4401 ALL 477506.1 3775004 9.31E-09 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4402 ALL 477526.1 3775004 9.16E-09 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to709.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4403 ALL 475946.1 3775024 1.39E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4404 ALL 475966.1 3775024 1.42E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4405 ALL 475986.1 3775024 1.45E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4406 ALL 476006.1 3775024 1.48E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4407 ALL 476026.1 3775024 1.52E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4408 ALL 476046.1 3775024 1.55E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4409 ALL 476066.1 3775024 1.58E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4410 ALL 476086.1 3775024 1.62E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.62E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4411 ALL 476106.1 3775024 1.65E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4412 ALL 476126.1 3775024 1.69E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4413 ALL 476146.1 3775024 1.72E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4414 ALL 476166.1 3775024 1.75E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4415 ALL 476186.1 3775024 1.79E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4416 ALL 476206.1 3775024 1.82E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4417 ALL 476226.1 3775024 1.86E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4418 ALL 476246.1 3775024 1.89E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4419 ALL 476266.1 3775024 1.92E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4420 ALL 476286.1 3775024 1.95E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.95E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4421 ALL 476306.1 3775024 1.98E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to701.98E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4422 ALL 476326.1 3775024 2.01E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4423 ALL 476346.1 3775024 2.04E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4424 ALL 476366.1 3775024 2.06E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4425 ALL 476386.1 3775024 2.09E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4426 ALL 476406.1 3775024 2.11E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4427 ALL 476426.1 3775024 2.13E-08 30YrCancerRMP_InhSoilDermMMilkCrops_FAH16to702.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1.38E-06

1.38E+00



HARP2 - HRACalc (dated 22118) 12/5/2022 4:11:15 PM - Output Log

GLCs loaded successfully
Pollutants loaded successfully
Pathway receptors loaded successfully
**********************************
RISK SCENARIO SETTINGS

Receptor Type: Resident
Scenario: NCChronic
Calculation Method: Derived

**********************************
EXPOSURE DURATION PARAMETERS FOR CANCER
**Exposure duration are only adjusted for cancer assessments**

**********************************
PATHWAYS ENABLED

NOTE: Inhalation is always enabled and used for all assessments.  The remaining 
pathways are only used for cancer and noncancer chronic assessments.

Inhalation: True
Soil: True
Dermal: True
Mother's milk: True
Water: False
Fish: False
Homegrown crops: True
Beef: False
Dairy: False
Pig: False
Chicken: False
Egg: False

**********************************
INHALATION

Daily breathing rate: LongTerm24HR

**Worker Adjustment Factors**
Worker adjustment factors enabled: NO

**Fraction at time at home**
NOTE: Exposure duration (i.e., start age, end age, ED, & FAH) are only adjusted for 
cancer assessments.

**********************************
SOIL & DERMAL PATHWAY SETTINGS



Deposition rate (m/s): 0.02
Soil mixing depth (m): 0.01
Dermal climate: Warm

**********************************
HOMEGROWN CROP PATHWAY SETTINGS

Household type: HouseholdsthatGarden
Fraction leafy: 0.137
Fraction exposed: 0.137
Fraction protected: 0.137
Fraction root: 0.137

**********************************
TIER 2 SETTINGS
Tier2 not used.

**********************************

Calculating chronic risk
Chronic risk breakdown by pollutant and receptor saved to: 
C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6thRosaOP\hra\OpChronicrwMitNCChronicRisk.csv
Chronic risk total by receptor saved to: C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6thRosaOP\hra\OpChronicrwMitNCChronicRiskSumByRec.csv
HRA ran successfully



*HARP - HRACalc v22118 12/5/2022 4:11:15 PM - Chronic Risk - Input File: C:\Users\dlarocca\Desktop\Air Quality Work\HARP2\6thRosaOP\hra\OpChronicrwMitHRAInput.hra

REC GRP NETID X Y SCENARIO CV CNS IMMUN KIDNEY GILV REPRO/DEVELRESP SKIN EYE BONE/TEETHENDO BLOOD ODOR GENERAL MAXHI

1 ALL 476426.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

2 ALL 476446.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

3 ALL 476466.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

4 ALL 476486.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

5 ALL 476506.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

6 ALL 476526.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

7 ALL 476546.1 3773784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05

8 ALL 475526.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-06

9 ALL 475546.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06

10 ALL 475566.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-06

11 ALL 475586.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-06

12 ALL 475606.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-06

13 ALL 475626.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-06

14 ALL 475646.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-06

15 ALL 475666.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-06

16 ALL 475686.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-06

17 ALL 475706.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-06

18 ALL 475726.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-06

19 ALL 475746.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-06

20 ALL 475766.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-06

21 ALL 475786.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-06

22 ALL 475806.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-06

23 ALL 475826.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-06

24 ALL 475846.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-06

25 ALL 475866.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-06

26 ALL 475886.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-06

27 ALL 475906.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-06

28 ALL 475926.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-06

29 ALL 475946.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-06

30 ALL 475966.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-06

31 ALL 475986.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-06

32 ALL 476006.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-06

33 ALL 476426.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05

34 ALL 476446.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05

35 ALL 476466.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

36 ALL 476486.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

37 ALL 476506.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05

38 ALL 476526.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05

39 ALL 476546.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

40 ALL 476566.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05

41 ALL 476586.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05

42 ALL 476606.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05

43 ALL 476626.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05

44 ALL 476646.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05

45 ALL 476666.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05

46 ALL 476686.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05

47 ALL 476706.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05

48 ALL 476726.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05



49 ALL 476746.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-05

50 ALL 476766.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-05

51 ALL 476786.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-05

52 ALL 476846.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-05

53 ALL 476866.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-05

54 ALL 476886.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-05

55 ALL 476906.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-05

56 ALL 476926.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-05

57 ALL 476946.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-05

58 ALL 476966.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-05

59 ALL 476986.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-05

60 ALL 477006.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-05

61 ALL 477026.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-05

62 ALL 477046.1 3773804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-05

63 ALL 475526.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-06

64 ALL 475546.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-06

65 ALL 475566.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-06

66 ALL 475586.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-06

67 ALL 475606.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-06

68 ALL 475626.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-06

69 ALL 475646.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-06

70 ALL 475666.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-06

71 ALL 475686.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-06

72 ALL 475706.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-06

73 ALL 475726.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-06

74 ALL 475746.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-06

75 ALL 475766.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-06

76 ALL 475786.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-06

77 ALL 475806.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-06

78 ALL 475826.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-06

79 ALL 475846.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06

80 ALL 475866.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-06

81 ALL 475886.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-06

82 ALL 475906.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-06

83 ALL 475926.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-06

84 ALL 475946.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.27E-06

85 ALL 475966.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.45E-06

86 ALL 475986.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.64E-06

87 ALL 476006.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-06

88 ALL 476426.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

89 ALL 476446.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05

90 ALL 476466.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

91 ALL 476486.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05

92 ALL 476506.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

93 ALL 476526.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05

94 ALL 476546.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05

95 ALL 476566.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05

96 ALL 476586.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05

97 ALL 476606.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05

98 ALL 476626.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05



99 ALL 476646.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05

100 ALL 476666.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05

101 ALL 476686.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05

102 ALL 476706.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05

103 ALL 476726.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05

104 ALL 476746.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-05

105 ALL 476766.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-05

106 ALL 476786.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-05

107 ALL 476846.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-05

108 ALL 476866.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-05

109 ALL 476886.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-05

110 ALL 476906.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-05

111 ALL 476926.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-05

112 ALL 476946.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-05

113 ALL 476966.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-05

114 ALL 476986.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-05

115 ALL 477006.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-05

116 ALL 477026.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-05

117 ALL 477046.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-05

118 ALL 477066.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-05

119 ALL 477086.1 3773824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-05

120 ALL 475526.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-06

121 ALL 475546.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-06

122 ALL 475566.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-06

123 ALL 475586.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.46E-06

124 ALL 475606.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-06

125 ALL 475626.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-06

126 ALL 475646.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-06

127 ALL 475666.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-06

128 ALL 475686.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-06

129 ALL 475706.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-06

130 ALL 475726.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06

131 ALL 475746.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-06

132 ALL 475766.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-06

133 ALL 475786.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-06

134 ALL 475806.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-06

135 ALL 475826.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-06

136 ALL 475846.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-06

137 ALL 475866.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-06

138 ALL 475886.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.91E-06

139 ALL 475906.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-06

140 ALL 475926.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-06

141 ALL 475946.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.49E-06

142 ALL 475966.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-06

143 ALL 475986.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-06

144 ALL 476006.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-06

145 ALL 476426.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05

146 ALL 476446.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05

147 ALL 476466.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05

148 ALL 476486.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05



149 ALL 476506.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05

150 ALL 476526.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05

151 ALL 476546.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05

152 ALL 476566.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05

153 ALL 476586.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05

154 ALL 476606.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05

155 ALL 476626.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-05

156 ALL 476646.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-05

157 ALL 476666.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-05

158 ALL 476686.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05

159 ALL 476706.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05

160 ALL 476726.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05

161 ALL 476746.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-05

162 ALL 476766.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-05

163 ALL 476786.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-05

164 ALL 476846.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-05

165 ALL 476866.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-05

166 ALL 476886.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-05

167 ALL 476906.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-05

168 ALL 476926.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-05

169 ALL 476946.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-05

170 ALL 476966.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-05

171 ALL 476986.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-05

172 ALL 477006.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-05

173 ALL 477026.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-05

174 ALL 477046.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-05

175 ALL 477066.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-05

176 ALL 477086.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-05

177 ALL 477106.1 3773844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-05

178 ALL 475526.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-06

179 ALL 475546.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-06

180 ALL 475566.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-06

181 ALL 475586.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-06

182 ALL 475606.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-06

183 ALL 475626.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-06

184 ALL 475646.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06

185 ALL 475666.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-06

186 ALL 475686.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-06

187 ALL 475706.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06

188 ALL 475726.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-06

189 ALL 475746.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-06

190 ALL 475766.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-06

191 ALL 475786.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-06

192 ALL 475806.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-06

193 ALL 475826.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-06

194 ALL 475846.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-06

195 ALL 475866.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-06

196 ALL 475886.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-06

197 ALL 475906.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-06

198 ALL 475926.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.51E-06



199 ALL 475946.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.73E-06

200 ALL 475966.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-06

201 ALL 475986.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-06

202 ALL 476006.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-06

203 ALL 476026.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-06

204 ALL 476426.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05

205 ALL 476446.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05

206 ALL 476466.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05

207 ALL 476486.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05

208 ALL 476506.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05

209 ALL 476526.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05

210 ALL 476546.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05

211 ALL 476566.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05

212 ALL 476586.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-05

213 ALL 476606.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05

214 ALL 476626.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-05

215 ALL 476646.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05

216 ALL 476666.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05

217 ALL 476686.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-05

218 ALL 476706.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05

219 ALL 476726.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-05

220 ALL 476746.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-05

221 ALL 476766.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-05

222 ALL 476786.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-05

223 ALL 476846.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-05

224 ALL 476866.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-05

225 ALL 476886.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-05

226 ALL 476906.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-05

227 ALL 476926.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-05

228 ALL 476946.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05

229 ALL 476966.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-05

230 ALL 476986.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-05

231 ALL 477006.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-05

232 ALL 477026.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05

233 ALL 477046.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-05

234 ALL 477066.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-05

235 ALL 477086.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-05

236 ALL 477106.1 3773864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-05

237 ALL 475526.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-06

238 ALL 475546.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-06

239 ALL 475566.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-06

240 ALL 475586.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-06

241 ALL 475606.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-06

242 ALL 475626.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-06

243 ALL 475646.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-06

244 ALL 475666.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-06

245 ALL 475686.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-06

246 ALL 475706.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.43E-06

247 ALL 475726.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-06

248 ALL 475746.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-06



249 ALL 475766.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-06

250 ALL 475786.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06

251 ALL 475806.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-06

252 ALL 475826.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-06

253 ALL 475846.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-06

254 ALL 475866.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.02E-06

255 ALL 475886.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-06

256 ALL 475906.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-06

257 ALL 475926.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.70E-06

258 ALL 475946.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-06

259 ALL 475966.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-06

260 ALL 475986.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-06

261 ALL 476006.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-06

262 ALL 476026.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-06

263 ALL 476046.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.22E-06

264 ALL 476426.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05

265 ALL 476446.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05

266 ALL 476466.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05

267 ALL 476486.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05

268 ALL 476506.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05

269 ALL 476526.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05

270 ALL 476546.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-05

271 ALL 476566.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-05

272 ALL 476586.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05

273 ALL 476606.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05

274 ALL 476626.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05

275 ALL 476646.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05

276 ALL 476666.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05

277 ALL 476686.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-05

278 ALL 476706.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05

279 ALL 476726.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-05

280 ALL 476746.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-05

281 ALL 476766.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-05

282 ALL 476786.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-05

283 ALL 476846.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-05

284 ALL 476866.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-05

285 ALL 476886.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-05

286 ALL 476906.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-05

287 ALL 476926.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-05

288 ALL 476946.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-05

289 ALL 476966.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05

290 ALL 476986.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-05

291 ALL 477006.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-05

292 ALL 477026.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-05

293 ALL 477046.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-05

294 ALL 477066.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-05

295 ALL 477086.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-05

296 ALL 477106.1 3773884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-05

297 ALL 475526.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-06

298 ALL 475546.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-06



299 ALL 475566.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-06

300 ALL 475586.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-06

301 ALL 475606.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-06

302 ALL 475626.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-06

303 ALL 475646.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-06

304 ALL 475666.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-06

305 ALL 475686.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-06

306 ALL 475706.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-06

307 ALL 475726.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-06

308 ALL 475746.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-06

309 ALL 475766.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-06

310 ALL 475786.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-06

311 ALL 475806.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-06

312 ALL 475826.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-06

313 ALL 475846.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-06

314 ALL 475866.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-06

315 ALL 475886.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-06

316 ALL 475906.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.64E-06

317 ALL 475926.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-06

318 ALL 475946.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-06

319 ALL 475966.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-06

320 ALL 475986.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-06

321 ALL 476006.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-06

322 ALL 476026.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-06

323 ALL 476046.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.56E-06

324 ALL 476066.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-06

325 ALL 476426.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05

326 ALL 476446.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05

327 ALL 476466.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05

328 ALL 476486.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-05

329 ALL 476506.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-05

330 ALL 476526.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05

331 ALL 476546.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05

332 ALL 476566.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05

333 ALL 476586.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-05

334 ALL 476606.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-05

335 ALL 476626.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05

336 ALL 476646.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05

337 ALL 476666.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05

338 ALL 476686.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05

339 ALL 476706.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-05

340 ALL 476726.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05

341 ALL 476746.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-05

342 ALL 476766.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-05

343 ALL 476786.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-05

344 ALL 476798.7 3773911 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-05

345 ALL 476846.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-05

346 ALL 476866.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-05

347 ALL 476886.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-05

348 ALL 476906.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-05



349 ALL 476926.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-05

350 ALL 476946.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05

351 ALL 476966.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-05

352 ALL 476986.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-05

353 ALL 477006.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05

354 ALL 477026.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05

355 ALL 477046.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-05

356 ALL 477066.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-05

357 ALL 477086.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-05

358 ALL 477106.1 3773904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-05

359 ALL 475526.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06

360 ALL 475546.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-06

361 ALL 475566.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-06

362 ALL 475586.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-06

363 ALL 475606.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-06

364 ALL 475626.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-06

365 ALL 475646.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-06

366 ALL 475666.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-06

367 ALL 475686.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-06

368 ALL 475706.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-06

369 ALL 475726.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-06

370 ALL 475746.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06

371 ALL 475766.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-06

372 ALL 475786.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-06

373 ALL 475806.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-06

374 ALL 475826.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-06

375 ALL 475846.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-06

376 ALL 475866.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-06

377 ALL 475886.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-06

378 ALL 475906.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-06

379 ALL 475926.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-06

380 ALL 475946.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-06

381 ALL 475966.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-06

382 ALL 475986.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.97E-06

383 ALL 476006.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-06

384 ALL 476026.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-06

385 ALL 476046.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-06

386 ALL 476066.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

387 ALL 476086.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

388 ALL 476426.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-05

389 ALL 476446.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05

390 ALL 476466.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05

391 ALL 476486.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-05

392 ALL 476506.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-05

393 ALL 476526.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-05

394 ALL 476546.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05

395 ALL 476566.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05

396 ALL 476586.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05

397 ALL 476606.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05

398 ALL 476626.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05



399 ALL 476646.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05

400 ALL 476666.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05

401 ALL 476686.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-05

402 ALL 476706.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05

403 ALL 476726.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-05

404 ALL 476746.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-05

405 ALL 476766.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-05

406 ALL 476786.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-05

407 ALL 476846.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-05

408 ALL 476866.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-05

409 ALL 476886.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05

410 ALL 476906.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-05

411 ALL 476926.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-05

412 ALL 476946.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-05

413 ALL 476966.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-05

414 ALL 476986.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-05

415 ALL 477006.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05

416 ALL 477026.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05

417 ALL 477046.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05

418 ALL 477066.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05

419 ALL 477086.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05

420 ALL 477106.1 3773924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-05

421 ALL 475526.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06

422 ALL 475546.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-06

423 ALL 475566.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-06

424 ALL 475586.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-06

425 ALL 475606.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-06

426 ALL 475626.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-06

427 ALL 475646.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-06

428 ALL 475666.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-06

429 ALL 475686.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-06

430 ALL 475706.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-06

431 ALL 475726.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-06

432 ALL 475746.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-06

433 ALL 475766.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-06

434 ALL 475786.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-06

435 ALL 475806.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-06

436 ALL 475826.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-06

437 ALL 475846.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-06

438 ALL 475866.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-06

439 ALL 475886.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-06

440 ALL 475906.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-06

441 ALL 475926.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-06

442 ALL 475946.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-06

443 ALL 475966.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-06

444 ALL 475986.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.23E-06

445 ALL 476006.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.56E-06

446 ALL 476026.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-06

447 ALL 476046.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

448 ALL 476066.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05



449 ALL 476086.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05

450 ALL 476106.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

451 ALL 476126.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05

452 ALL 476426.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05

453 ALL 476446.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-05

454 ALL 476466.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05

455 ALL 476486.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05

456 ALL 476506.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05

457 ALL 476526.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05

458 ALL 476546.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05

459 ALL 476566.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05

460 ALL 476586.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05

461 ALL 476606.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05

462 ALL 476626.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05

463 ALL 476646.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05

464 ALL 476666.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-05

465 ALL 476686.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05

466 ALL 476706.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-05

467 ALL 476726.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-05

468 ALL 476746.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-05

469 ALL 476766.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-05

470 ALL 476786.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-05

471 ALL 476846.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-05

472 ALL 476866.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-05

473 ALL 476886.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05

474 ALL 476906.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-05

475 ALL 476926.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-05

476 ALL 476946.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-05

477 ALL 476966.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05

478 ALL 476986.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05

479 ALL 477006.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-05

480 ALL 477026.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05

481 ALL 477046.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05

482 ALL 477066.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05

483 ALL 477086.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05

484 ALL 477106.1 3773944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05

485 ALL 475526.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06

486 ALL 475546.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-06

487 ALL 475566.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-06

488 ALL 475586.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-06

489 ALL 475606.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06

490 ALL 475626.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-06

491 ALL 475646.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-06

492 ALL 475666.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-06

493 ALL 475686.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-06

494 ALL 475706.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-06

495 ALL 475726.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-06

496 ALL 475746.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-06

497 ALL 475766.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-06

498 ALL 475786.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-06



499 ALL 475806.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-06

500 ALL 475826.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-06

501 ALL 475846.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-06

502 ALL 475866.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-06

503 ALL 475886.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-06

504 ALL 475906.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-06

505 ALL 475926.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-06

506 ALL 475946.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-06

507 ALL 475966.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.12E-06

508 ALL 475986.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.48E-06

509 ALL 476006.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-06

510 ALL 476026.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

511 ALL 476046.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05

512 ALL 476066.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05

513 ALL 476086.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05

514 ALL 476106.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

515 ALL 476126.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

516 ALL 476146.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05

517 ALL 476406.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05

518 ALL 476426.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05

519 ALL 476446.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-05

520 ALL 476466.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05

521 ALL 476486.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05

522 ALL 476506.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05

523 ALL 476526.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05

524 ALL 476546.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05

525 ALL 476566.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05

526 ALL 476586.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05

527 ALL 476606.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05

528 ALL 476626.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05

529 ALL 476646.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05

530 ALL 476666.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05

531 ALL 476686.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-05

532 ALL 476706.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-05

533 ALL 476726.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-05

534 ALL 476746.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-05

535 ALL 476766.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-05

536 ALL 476786.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-05

537 ALL 476846.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-05

538 ALL 476866.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-05

539 ALL 476886.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-05

540 ALL 476906.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-05

541 ALL 476926.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-05

542 ALL 476946.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-05

543 ALL 476966.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-05

544 ALL 476986.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05

545 ALL 477006.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05

546 ALL 477026.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-05

547 ALL 477046.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05

548 ALL 477066.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05



549 ALL 477086.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05

550 ALL 477106.1 3773964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05

551 ALL 475526.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06

552 ALL 475546.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-06

553 ALL 475566.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-06

554 ALL 475586.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-06

555 ALL 475606.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-06

556 ALL 475626.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06

557 ALL 475646.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-06

558 ALL 475666.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-06

559 ALL 475686.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-06

560 ALL 475706.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-06

561 ALL 475726.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-06

562 ALL 475746.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-06

563 ALL 475766.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-06

564 ALL 475786.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-06

565 ALL 475806.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-06

566 ALL 475826.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-06

567 ALL 475846.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-06

568 ALL 475866.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-06

569 ALL 475886.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-06

570 ALL 475906.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-06

571 ALL 475926.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.61E-06

572 ALL 475946.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-06

573 ALL 475966.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.33E-06

574 ALL 475986.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-06

575 ALL 476006.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

576 ALL 476026.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

577 ALL 476046.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

578 ALL 476066.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05

579 ALL 476086.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

580 ALL 476106.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05

581 ALL 476126.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

582 ALL 476146.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05

583 ALL 476166.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05

584 ALL 476406.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-05

585 ALL 476426.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05

586 ALL 476446.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05

587 ALL 476466.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-05

588 ALL 476486.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05

589 ALL 476506.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05

590 ALL 476526.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-05

591 ALL 476546.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05

592 ALL 476566.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-05

593 ALL 476586.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05

594 ALL 476606.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05

595 ALL 476626.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05

596 ALL 476646.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05

597 ALL 476666.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-05

598 ALL 476686.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05



599 ALL 476706.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05

600 ALL 476726.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-05

601 ALL 476746.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-05

602 ALL 476775.7 3773976 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-05

603 ALL 476793.1 3773974 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-05

604 ALL 476846.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-05

605 ALL 476866.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-05

606 ALL 476886.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-05

607 ALL 476906.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-05

608 ALL 476926.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-05

609 ALL 476946.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-05

610 ALL 476966.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-05

611 ALL 476986.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-05

612 ALL 477006.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05

613 ALL 477026.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05

614 ALL 477046.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-05

615 ALL 477066.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05

616 ALL 477086.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05

617 ALL 477106.1 3773984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05

618 ALL 475526.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06

619 ALL 475546.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-06

620 ALL 475566.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-06

621 ALL 475586.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-06

622 ALL 475606.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-06

623 ALL 475626.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06

624 ALL 475646.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-06

625 ALL 475666.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-06

626 ALL 475686.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06

627 ALL 475706.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-06

628 ALL 475726.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-06

629 ALL 475746.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-06

630 ALL 475766.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-06

631 ALL 475786.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-06

632 ALL 475806.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06

633 ALL 475826.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.12E-06

634 ALL 475846.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-06

635 ALL 475866.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-06

636 ALL 475886.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-06

637 ALL 475906.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.40E-06

638 ALL 475926.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-06

639 ALL 475946.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-06

640 ALL 475966.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-06

641 ALL 475986.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-06

642 ALL 476006.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

643 ALL 476026.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

644 ALL 476046.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

645 ALL 476066.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

646 ALL 476086.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05

647 ALL 476106.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05

648 ALL 476126.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05



649 ALL 476146.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05

650 ALL 476166.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05

651 ALL 476186.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05

652 ALL 476366.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05

653 ALL 476386.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05

654 ALL 476406.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05

655 ALL 476426.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-05

656 ALL 476446.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05

657 ALL 476466.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05

658 ALL 476486.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-05

659 ALL 476506.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05

660 ALL 476526.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05

661 ALL 476546.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05

662 ALL 476566.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05

663 ALL 476586.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-05

664 ALL 476606.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-05

665 ALL 476626.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05

666 ALL 476646.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-05

667 ALL 476666.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-05

668 ALL 476686.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-05

669 ALL 476706.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-05

670 ALL 476726.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-05

671 ALL 476746.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-05

672 ALL 476766.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-05

673 ALL 476786.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-05

674 ALL 476846.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-05

675 ALL 476866.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-05

676 ALL 476886.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-05

677 ALL 476906.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-05

678 ALL 476926.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-05

679 ALL 476946.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05

680 ALL 476966.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05

681 ALL 476986.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-05

682 ALL 477006.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05

683 ALL 477026.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05

684 ALL 477046.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05

685 ALL 477066.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05

686 ALL 477086.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-05

687 ALL 477106.1 3774004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05

688 ALL 475526.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06

689 ALL 475546.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-06

690 ALL 475566.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-06

691 ALL 475586.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-06

692 ALL 475606.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-06

693 ALL 475626.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06

694 ALL 475646.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-06

695 ALL 475666.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-06

696 ALL 475686.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06

697 ALL 475706.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-06

698 ALL 475726.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-06



699 ALL 475746.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-06

700 ALL 475766.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-06

701 ALL 475786.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-06

702 ALL 475806.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-06

703 ALL 475826.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-06

704 ALL 475846.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-06

705 ALL 475866.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-06

706 ALL 475886.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-06

707 ALL 475906.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-06

708 ALL 475926.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-06

709 ALL 475946.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-06

710 ALL 475966.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.69E-06

711 ALL 475986.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

712 ALL 476006.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05

713 ALL 476026.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

714 ALL 476046.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

715 ALL 476066.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

716 ALL 476086.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

717 ALL 476106.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05

718 ALL 476126.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05

719 ALL 476146.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05

720 ALL 476166.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05

721 ALL 476186.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05

722 ALL 476206.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05

723 ALL 476226.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-05

724 ALL 476366.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05

725 ALL 476386.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05

726 ALL 476406.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05

727 ALL 476426.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-05

728 ALL 476446.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-05

729 ALL 476466.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-05

730 ALL 476486.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-05

731 ALL 476506.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05

732 ALL 476526.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-05

733 ALL 476546.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-05

734 ALL 476566.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-05

735 ALL 476586.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-05

736 ALL 476606.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-05

737 ALL 476626.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-05

738 ALL 476646.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05

739 ALL 476666.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-05

740 ALL 476686.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-05

741 ALL 476706.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05

742 ALL 476726.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-05

743 ALL 476746.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-05

744 ALL 476766.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-05

745 ALL 476786.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-05

746 ALL 476846.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.47E-05

747 ALL 476866.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-05

748 ALL 476886.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-05



749 ALL 476906.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-05

750 ALL 476926.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-05

751 ALL 476946.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-05

752 ALL 476966.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05

753 ALL 476986.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05

754 ALL 477006.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05

755 ALL 477026.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05

756 ALL 477046.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05

757 ALL 477066.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05

758 ALL 477086.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05

759 ALL 477106.1 3774024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05

760 ALL 475526.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06

761 ALL 475546.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-06

762 ALL 475566.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-06

763 ALL 475586.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-06

764 ALL 475606.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06

765 ALL 475626.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-06

766 ALL 475646.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-06

767 ALL 475666.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-06

768 ALL 475686.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06

769 ALL 475706.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-06

770 ALL 475726.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-06

771 ALL 475746.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-06

772 ALL 475766.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06

773 ALL 475786.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.64E-06

774 ALL 475806.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-06

775 ALL 475826.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-06

776 ALL 475846.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-06

777 ALL 475866.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.87E-06

778 ALL 475886.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.22E-06

779 ALL 475906.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-06

780 ALL 475926.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.99E-06

781 ALL 475946.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-06

782 ALL 475966.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-06

783 ALL 475986.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

784 ALL 476006.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

785 ALL 476026.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

786 ALL 476046.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05

787 ALL 476066.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05

788 ALL 476086.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05

789 ALL 476106.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05

790 ALL 476126.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05

791 ALL 476146.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05

792 ALL 476166.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05

793 ALL 476186.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05

794 ALL 476206.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05

795 ALL 476226.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05

796 ALL 476246.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-05

797 ALL 476266.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-05

798 ALL 476286.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05



799 ALL 476366.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05

800 ALL 476386.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05

801 ALL 476406.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-05

802 ALL 476426.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-05

803 ALL 476446.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-05

804 ALL 476466.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-05

805 ALL 476486.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-05

806 ALL 476506.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-05

807 ALL 476526.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-05

808 ALL 476546.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-05

809 ALL 476566.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-05

810 ALL 476586.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-05

811 ALL 476606.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-05

812 ALL 476626.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-05

813 ALL 476646.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-05

814 ALL 476666.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05

815 ALL 476686.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-05

816 ALL 476706.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-05

817 ALL 476726.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-05

818 ALL 476746.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-05

819 ALL 476766.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-05

820 ALL 476786.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-05

821 ALL 476846.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-05

822 ALL 476866.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-05

823 ALL 476886.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-05

824 ALL 476906.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-05

825 ALL 476926.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-05

826 ALL 476946.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-05

827 ALL 476966.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-05

828 ALL 476986.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05

829 ALL 477006.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-05

830 ALL 477026.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05

831 ALL 477046.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-05

832 ALL 477066.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05

833 ALL 477086.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05

834 ALL 477106.1 3774044 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05

835 ALL 475526.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-06

836 ALL 475546.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-06

837 ALL 475566.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-06

838 ALL 475586.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-06

839 ALL 475606.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-06

840 ALL 475626.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-06

841 ALL 475646.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-06

842 ALL 475666.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-06

843 ALL 475686.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06

844 ALL 475706.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-06

845 ALL 475726.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-06

846 ALL 475746.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-06

847 ALL 475766.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-06

848 ALL 475786.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.66E-06



849 ALL 475806.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.94E-06

850 ALL 475826.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-06

851 ALL 475846.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-06

852 ALL 475866.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-06

853 ALL 475886.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-06

854 ALL 475906.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.67E-06

855 ALL 475926.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-06

856 ALL 475946.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-06

857 ALL 475966.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.98E-06

858 ALL 475986.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

859 ALL 476006.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05

860 ALL 476026.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

861 ALL 476046.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

862 ALL 476066.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05

863 ALL 476086.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05

864 ALL 476106.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05

865 ALL 476126.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05

866 ALL 476146.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05

867 ALL 476166.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05

868 ALL 476186.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05

869 ALL 476206.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05

870 ALL 476226.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05

871 ALL 476246.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05

872 ALL 476266.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05

873 ALL 476286.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05

874 ALL 476306.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-05

875 ALL 476326.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05

876 ALL 476346.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05

877 ALL 476366.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-05

878 ALL 476386.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-05

879 ALL 476406.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-05

880 ALL 476426.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-05

881 ALL 476446.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-05

882 ALL 476466.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-05

883 ALL 476486.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-05

884 ALL 476506.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-05

885 ALL 476526.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-05

886 ALL 476546.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-05

887 ALL 476566.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-05

888 ALL 476586.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-05

889 ALL 476606.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-05

890 ALL 476626.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-05

891 ALL 476646.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-05

892 ALL 476666.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-05

893 ALL 476686.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-05

894 ALL 476706.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-05

895 ALL 476726.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-05

896 ALL 476746.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-05

897 ALL 476766.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-05

898 ALL 476786.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-05



899 ALL 476846.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-05

900 ALL 476866.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-05

901 ALL 476886.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-05

902 ALL 476906.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-05

903 ALL 476926.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-05

904 ALL 476946.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05

905 ALL 476966.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-05

906 ALL 476986.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05

907 ALL 477006.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-05

908 ALL 477026.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-05

909 ALL 477046.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05

910 ALL 477066.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05

911 ALL 477086.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05

912 ALL 477106.1 3774064 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05

913 ALL 475526.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-06

914 ALL 475546.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-06

915 ALL 475566.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-06

916 ALL 475586.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-06

917 ALL 475606.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-06

918 ALL 475626.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-06

919 ALL 475646.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-06

920 ALL 475666.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-06

921 ALL 475686.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-06

922 ALL 475706.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-06

923 ALL 475726.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-06

924 ALL 475746.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-06

925 ALL 475766.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-06

926 ALL 475786.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.66E-06

927 ALL 475806.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-06

928 ALL 475826.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-06

929 ALL 475846.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-06

930 ALL 475866.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-06

931 ALL 475886.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.32E-06

932 ALL 475906.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-06

933 ALL 475926.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-06

934 ALL 475946.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-06

935 ALL 475966.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

936 ALL 475986.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05

937 ALL 476006.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05

938 ALL 476026.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

939 ALL 476046.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05

940 ALL 476066.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05

941 ALL 476086.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05

942 ALL 476106.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05

943 ALL 476126.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-05

944 ALL 476146.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05

945 ALL 476166.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05

946 ALL 476186.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05

947 ALL 476206.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05

948 ALL 476226.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05



949 ALL 476246.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-05

950 ALL 476266.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-05

951 ALL 476286.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05

952 ALL 476306.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.47E-05

953 ALL 476326.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-05

954 ALL 476346.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05

955 ALL 476366.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-05

956 ALL 476386.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-05

957 ALL 476406.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-05

958 ALL 476426.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-05

959 ALL 476446.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-05

960 ALL 476466.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-05

961 ALL 476486.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-05

962 ALL 476506.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05

963 ALL 476526.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05

964 ALL 476546.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05

965 ALL 476566.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-05

966 ALL 476586.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-05

967 ALL 476606.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-05

968 ALL 476626.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-05

969 ALL 476646.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-05

970 ALL 476666.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-05

971 ALL 476686.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-05

972 ALL 476706.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-05

973 ALL 476726.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-05

974 ALL 476746.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-05

975 ALL 476766.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-05

976 ALL 476786.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-05

977 ALL 476806.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-05

978 ALL 476846.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.80E-05

979 ALL 476866.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-05

980 ALL 476886.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-05

981 ALL 476906.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-05

982 ALL 476926.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-05

983 ALL 476946.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-05

984 ALL 476966.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-05

985 ALL 476986.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05

986 ALL 477006.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05

987 ALL 477026.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05

988 ALL 477046.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05

989 ALL 477066.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05

990 ALL 477086.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05

991 ALL 477106.1 3774084 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05

992 ALL 475526.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-06

993 ALL 475546.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-06

994 ALL 475566.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-06

995 ALL 475586.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-06

996 ALL 475606.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-06

997 ALL 475626.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-06

998 ALL 475646.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-06



999 ALL 475666.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-06

1000 ALL 475686.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.43E-06

1001 ALL 475706.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-06

1002 ALL 475726.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-06

1003 ALL 475746.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-06

1004 ALL 475766.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06

1005 ALL 475786.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-06

1006 ALL 475806.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.94E-06

1007 ALL 475826.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-06

1008 ALL 475846.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.59E-06

1009 ALL 475866.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-06

1010 ALL 475886.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.35E-06

1011 ALL 475906.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-06

1012 ALL 475926.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.19E-06

1013 ALL 475946.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-06

1014 ALL 475966.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

1015 ALL 475986.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

1016 ALL 476006.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

1017 ALL 476026.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05

1018 ALL 476046.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

1019 ALL 476066.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05

1020 ALL 476086.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05

1021 ALL 476106.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05

1022 ALL 476126.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05

1023 ALL 476146.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-05

1024 ALL 476166.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-05

1025 ALL 476186.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05

1026 ALL 476206.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-05

1027 ALL 476226.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-05

1028 ALL 476246.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-05

1029 ALL 476266.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-05

1030 ALL 476286.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-05

1031 ALL 476306.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-05

1032 ALL 476326.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-05

1033 ALL 476346.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-05

1034 ALL 476366.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-05

1035 ALL 476386.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-05

1036 ALL 476406.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-05

1037 ALL 476426.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-05

1038 ALL 476446.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-05

1039 ALL 476466.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-05

1040 ALL 476486.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.57E-05

1041 ALL 476506.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-05

1042 ALL 476526.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-05

1043 ALL 476546.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-05

1044 ALL 476566.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-05

1045 ALL 476586.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-05

1046 ALL 476606.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-05

1047 ALL 476626.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-05

1048 ALL 476646.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-05



1049 ALL 476666.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-05

1050 ALL 476686.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-05

1051 ALL 476706.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-05

1052 ALL 476726.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-05

1053 ALL 476746.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-05

1054 ALL 476766.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-05

1055 ALL 476786.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-05

1056 ALL 476806.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-05

1057 ALL 476846.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-05

1058 ALL 476866.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-05

1059 ALL 476886.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-05

1060 ALL 476906.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05

1061 ALL 476926.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-05

1062 ALL 476946.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-05

1063 ALL 476966.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05

1064 ALL 476986.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05

1065 ALL 477006.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05

1066 ALL 477026.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-05

1067 ALL 477046.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05

1068 ALL 477066.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05

1069 ALL 477086.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05

1070 ALL 477106.1 3774104 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05

1071 ALL 475526.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-06

1072 ALL 475546.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-06

1073 ALL 475566.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-06

1074 ALL 475586.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-06

1075 ALL 475606.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-06

1076 ALL 475626.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-06

1077 ALL 475646.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-06

1078 ALL 475666.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-06

1079 ALL 475686.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-06

1080 ALL 475706.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-06

1081 ALL 475726.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-06

1082 ALL 475746.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-06

1083 ALL 475766.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-06

1084 ALL 475786.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-06

1085 ALL 475806.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-06

1086 ALL 475826.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-06

1087 ALL 475846.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-06

1088 ALL 475866.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-06

1089 ALL 475886.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.35E-06

1090 ALL 475906.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.77E-06

1091 ALL 475926.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.22E-06

1092 ALL 475946.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-06

1093 ALL 475966.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

1094 ALL 475986.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

1095 ALL 476006.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05

1096 ALL 476026.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05

1097 ALL 476046.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05

1098 ALL 476066.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05



1099 ALL 476086.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05

1100 ALL 476106.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-05

1101 ALL 476126.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05

1102 ALL 476146.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05

1103 ALL 476166.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05

1104 ALL 476186.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05

1105 ALL 476206.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05

1106 ALL 476226.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-05

1107 ALL 476246.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-05

1108 ALL 476266.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-05

1109 ALL 476286.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-05

1110 ALL 476306.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-05

1111 ALL 476326.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-05

1112 ALL 476346.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-05

1113 ALL 476366.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-05

1114 ALL 476386.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-05

1115 ALL 476406.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-05

1116 ALL 476426.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-05

1117 ALL 476446.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-05

1118 ALL 476466.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-05

1119 ALL 476486.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-05

1120 ALL 476506.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-05

1121 ALL 476526.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-05

1122 ALL 476546.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-05

1123 ALL 476566.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-05

1124 ALL 476586.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-05

1125 ALL 476606.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.86E-05

1126 ALL 476626.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-05

1127 ALL 476646.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-05

1128 ALL 476666.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-05

1129 ALL 476686.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-05

1130 ALL 476706.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-05

1131 ALL 476726.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-05

1132 ALL 476746.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-05

1133 ALL 476766.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-05

1134 ALL 476786.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-05

1135 ALL 476806.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-05

1136 ALL 476846.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-05

1137 ALL 476866.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-05

1138 ALL 476886.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-05

1139 ALL 476906.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-05

1140 ALL 476926.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-05

1141 ALL 476946.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-05

1142 ALL 476966.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-05

1143 ALL 476986.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-05

1144 ALL 477006.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-05

1145 ALL 477026.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05

1146 ALL 477046.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05

1147 ALL 477066.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05

1148 ALL 477086.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-05



1149 ALL 477106.1 3774124 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05

1150 ALL 475526.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-06

1151 ALL 475546.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-06

1152 ALL 475566.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-06

1153 ALL 475586.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-06

1154 ALL 475606.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-06

1155 ALL 475626.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-06

1156 ALL 475646.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-06

1157 ALL 475666.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-06

1158 ALL 475686.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06

1159 ALL 475706.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-06

1160 ALL 475726.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-06

1161 ALL 475746.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-06

1162 ALL 475766.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-06

1163 ALL 475786.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-06

1164 ALL 475806.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-06

1165 ALL 475826.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-06

1166 ALL 475846.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-06

1167 ALL 475866.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-06

1168 ALL 475886.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.33E-06

1169 ALL 475906.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.76E-06

1170 ALL 475926.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.22E-06

1171 ALL 475946.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.72E-06

1172 ALL 475966.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

1173 ALL 475986.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

1174 ALL 476006.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05

1175 ALL 476026.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

1176 ALL 476046.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05

1177 ALL 476066.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05

1178 ALL 476086.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05

1179 ALL 476106.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-05

1180 ALL 476126.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-05

1181 ALL 476146.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05

1182 ALL 476166.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05

1183 ALL 476186.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-05

1184 ALL 476206.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05

1185 ALL 476226.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-05

1186 ALL 476246.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-05

1187 ALL 476266.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-05

1188 ALL 476286.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-05

1189 ALL 476306.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-05

1190 ALL 476326.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-05

1191 ALL 476346.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-05

1192 ALL 476366.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-05

1193 ALL 476386.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-05

1194 ALL 476406.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-05

1195 ALL 476426.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-05

1196 ALL 476446.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-05

1197 ALL 476466.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.68E-05

1198 ALL 476486.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-05



1199 ALL 476506.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-05

1200 ALL 476526.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-05

1201 ALL 476546.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-05

1202 ALL 476566.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-05

1203 ALL 476586.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-05

1204 ALL 476606.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-05

1205 ALL 476626.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-05

1206 ALL 476646.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-05

1207 ALL 476666.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-05

1208 ALL 476686.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-05

1209 ALL 476706.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-05

1210 ALL 476726.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-05

1211 ALL 476746.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-05

1212 ALL 476766.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-05

1213 ALL 476786.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-05

1214 ALL 476806.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-05

1215 ALL 476846.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-05

1216 ALL 476866.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-05

1217 ALL 476886.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-05

1218 ALL 476906.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-05

1219 ALL 476926.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-05

1220 ALL 477066.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05

1221 ALL 477086.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05

1222 ALL 477106.1 3774144 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05

1223 ALL 475526.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-06

1224 ALL 475546.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06

1225 ALL 475566.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-06

1226 ALL 475586.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-06

1227 ALL 475606.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-06

1228 ALL 475626.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-06

1229 ALL 475646.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-06

1230 ALL 475666.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-06

1231 ALL 475686.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-06

1232 ALL 475706.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-06

1233 ALL 475726.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-06

1234 ALL 475746.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-06

1235 ALL 475766.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-06

1236 ALL 475786.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-06

1237 ALL 475806.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-06

1238 ALL 475826.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-06

1239 ALL 475846.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-06

1240 ALL 475866.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-06

1241 ALL 475886.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.30E-06

1242 ALL 475906.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-06

1243 ALL 475926.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.20E-06

1244 ALL 475946.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-06

1245 ALL 475966.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

1246 ALL 475986.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

1247 ALL 476006.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05

1248 ALL 476026.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05



1249 ALL 476046.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05

1250 ALL 476066.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05

1251 ALL 476086.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05

1252 ALL 476106.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05

1253 ALL 476126.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05

1254 ALL 476146.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05

1255 ALL 476166.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-05

1256 ALL 476186.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05

1257 ALL 476206.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.29E-05

1258 ALL 476226.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05

1259 ALL 476246.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05

1260 ALL 476266.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-05

1261 ALL 476286.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-05

1262 ALL 476306.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-05

1263 ALL 476326.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-05

1264 ALL 476346.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-05

1265 ALL 476366.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-05

1266 ALL 476386.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-05

1267 ALL 476406.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-05

1268 ALL 476426.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-05

1269 ALL 476446.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-05

1270 ALL 476466.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-05

1271 ALL 476486.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-05

1272 ALL 476506.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-05

1273 ALL 476526.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-05

1274 ALL 476546.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-05

1275 ALL 476566.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-05

1276 ALL 476586.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-05

1277 ALL 476606.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-05

1278 ALL 476626.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-05

1279 ALL 476646.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-05

1280 ALL 476666.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-05

1281 ALL 476686.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-05

1282 ALL 476706.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-05

1283 ALL 476726.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-05

1284 ALL 476746.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-05

1285 ALL 476766.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-05

1286 ALL 476786.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-05

1287 ALL 476806.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-05

1288 ALL 476846.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-05

1289 ALL 476866.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-05

1290 ALL 476886.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-05

1291 ALL 476906.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-05

1292 ALL 476926.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-05

1293 ALL 477066.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-05

1294 ALL 477086.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05

1295 ALL 477106.1 3774164 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05

1296 ALL 475526.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-06

1297 ALL 475546.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-06

1298 ALL 475566.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-06



1299 ALL 475586.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-06

1300 ALL 475606.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-06

1301 ALL 475626.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06

1302 ALL 475646.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-06

1303 ALL 475666.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-06

1304 ALL 475686.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-06

1305 ALL 475706.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-06

1306 ALL 475726.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-06

1307 ALL 475746.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-06

1308 ALL 475766.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-06

1309 ALL 475786.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-06

1310 ALL 475806.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-06

1311 ALL 475826.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-06

1312 ALL 475846.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-06

1313 ALL 475866.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.84E-06

1314 ALL 475886.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-06

1315 ALL 475906.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.69E-06

1316 ALL 475926.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.16E-06

1317 ALL 475946.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-06

1318 ALL 475966.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

1319 ALL 475986.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

1320 ALL 476006.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05

1321 ALL 476026.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

1322 ALL 476046.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05

1323 ALL 476066.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05

1324 ALL 476086.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05

1325 ALL 476106.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05

1326 ALL 476126.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-05

1327 ALL 476146.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05

1328 ALL 476166.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05

1329 ALL 476186.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05

1330 ALL 476206.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05

1331 ALL 476226.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-05

1332 ALL 476246.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-05

1333 ALL 476266.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-05

1334 ALL 476286.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-05

1335 ALL 476306.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-05

1336 ALL 476326.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-05

1337 ALL 476346.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-05

1338 ALL 476366.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-05

1339 ALL 476386.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-05

1340 ALL 476406.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-05

1341 ALL 476426.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-05

1342 ALL 476446.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-05

1343 ALL 476466.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.60E-05

1344 ALL 476486.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-05

1345 ALL 476506.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-05

1346 ALL 476526.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.83E-05

1347 ALL 476546.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-05

1348 ALL 476566.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-05



1349 ALL 476586.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-05

1350 ALL 476606.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-05

1351 ALL 476626.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-05

1352 ALL 476646.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-05

1353 ALL 476666.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-05

1354 ALL 476686.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-05

1355 ALL 476706.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-05

1356 ALL 476726.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-05

1357 ALL 476746.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-05

1358 ALL 476766.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-05

1359 ALL 476786.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-05

1360 ALL 476806.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-05

1361 ALL 476846.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-05

1362 ALL 476866.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-05

1363 ALL 476886.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-05

1364 ALL 476906.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-05

1365 ALL 476926.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-05

1366 ALL 477066.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-05

1367 ALL 477086.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05

1368 ALL 477106.1 3774184 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05

1369 ALL 475526.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-06

1370 ALL 475546.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-06

1371 ALL 475566.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-06

1372 ALL 475586.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-06

1373 ALL 475606.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-06

1374 ALL 475626.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-06

1375 ALL 475646.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-06

1376 ALL 475666.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-06

1377 ALL 475686.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-06

1378 ALL 475706.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06

1379 ALL 475726.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-06

1380 ALL 475746.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-06

1381 ALL 475766.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-06

1382 ALL 475786.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-06

1383 ALL 475806.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-06

1384 ALL 475826.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-06

1385 ALL 475846.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-06

1386 ALL 475866.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-06

1387 ALL 475886.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.19E-06

1388 ALL 475906.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.63E-06

1389 ALL 475926.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-06

1390 ALL 475946.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.61E-06

1391 ALL 475966.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

1392 ALL 475986.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

1393 ALL 476006.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05

1394 ALL 476026.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

1395 ALL 476046.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05

1396 ALL 476066.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05

1397 ALL 476086.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05

1398 ALL 476106.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05



1399 ALL 476126.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05

1400 ALL 476146.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05

1401 ALL 476166.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05

1402 ALL 476186.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-05

1403 ALL 476206.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-05

1404 ALL 476226.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-05

1405 ALL 476246.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-05

1406 ALL 476266.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-05

1407 ALL 476286.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-05

1408 ALL 476306.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-05

1409 ALL 476326.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-05

1410 ALL 476346.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-05

1411 ALL 476366.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-05

1412 ALL 476386.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-05

1413 ALL 476406.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-05

1414 ALL 476426.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-05

1415 ALL 476446.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-05

1416 ALL 476466.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-05

1417 ALL 476486.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-05

1418 ALL 476506.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-05

1419 ALL 476526.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.52E-05

1420 ALL 476546.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.30E-05

1421 ALL 477046.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-05

1422 ALL 477066.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-05

1423 ALL 477086.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05

1424 ALL 477106.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05

1425 ALL 477126.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05

1426 ALL 477146.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05

1427 ALL 477166.1 3774204 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05

1428 ALL 475526.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-06

1429 ALL 475546.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-06

1430 ALL 475566.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-06

1431 ALL 475586.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-06

1432 ALL 475606.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-06

1433 ALL 475626.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-06

1434 ALL 475646.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-06

1435 ALL 475666.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-06

1436 ALL 475686.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-06

1437 ALL 475706.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-06

1438 ALL 475726.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-06

1439 ALL 475746.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.88E-06

1440 ALL 475766.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-06

1441 ALL 475786.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-06

1442 ALL 475806.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-06

1443 ALL 475826.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-06

1444 ALL 475846.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-06

1445 ALL 475866.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.70E-06

1446 ALL 475886.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-06

1447 ALL 475906.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-06

1448 ALL 475926.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-06



1449 ALL 475946.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-06

1450 ALL 475966.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

1451 ALL 475986.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

1452 ALL 476006.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05

1453 ALL 476026.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05

1454 ALL 476046.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05

1455 ALL 476066.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05

1456 ALL 476086.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05

1457 ALL 476106.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05

1458 ALL 476126.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05

1459 ALL 476146.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05

1460 ALL 476166.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05

1461 ALL 476186.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05

1462 ALL 476206.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05

1463 ALL 476226.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05

1464 ALL 476246.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-05

1465 ALL 476266.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-05

1466 ALL 476286.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-05

1467 ALL 476306.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-05

1468 ALL 476326.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-05

1469 ALL 476346.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-05

1470 ALL 476366.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-05

1471 ALL 476386.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-05

1472 ALL 476406.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.46E-05

1473 ALL 476426.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-05

1474 ALL 476446.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.28E-05

1475 ALL 476466.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-04

1476 ALL 476486.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-04

1477 ALL 476506.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-04

1478 ALL 476526.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-04

1479 ALL 476546.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-04

1480 ALL 477046.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-05

1481 ALL 477066.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-05

1482 ALL 477086.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-05

1483 ALL 477106.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05

1484 ALL 477126.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05

1485 ALL 477146.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05

1486 ALL 477166.1 3774224 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05

1487 ALL 475526.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-06

1488 ALL 475546.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-06

1489 ALL 475566.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06

1490 ALL 475586.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-06

1491 ALL 475606.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-06

1492 ALL 475626.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-06

1493 ALL 475646.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-06

1494 ALL 475666.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-06

1495 ALL 475686.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-06

1496 ALL 475706.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.36E-06

1497 ALL 475726.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.58E-06

1498 ALL 475746.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-06



1499 ALL 475766.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-06

1500 ALL 475786.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-06

1501 ALL 475806.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-06

1502 ALL 475826.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-06

1503 ALL 475846.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-06

1504 ALL 475866.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.62E-06

1505 ALL 475886.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-06

1506 ALL 475906.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-06

1507 ALL 475926.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.92E-06

1508 ALL 475946.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.42E-06

1509 ALL 475966.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.97E-06

1510 ALL 475986.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05

1511 ALL 476006.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

1512 ALL 476026.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05

1513 ALL 476046.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05

1514 ALL 476066.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05

1515 ALL 476086.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05

1516 ALL 476106.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05

1517 ALL 476126.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-05

1518 ALL 476146.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05

1519 ALL 476166.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05

1520 ALL 476186.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05

1521 ALL 476206.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-05

1522 ALL 476226.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-05

1523 ALL 476246.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-05

1524 ALL 476266.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-05

1525 ALL 476286.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-05

1526 ALL 476306.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-05

1527 ALL 476326.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-05

1528 ALL 476346.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-05

1529 ALL 476366.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-05

1530 ALL 476386.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-05

1531 ALL 476406.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-05

1532 ALL 476426.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-05

1533 ALL 476446.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04

1534 ALL 476466.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04

1535 ALL 476486.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-04

1536 ALL 476506.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-04

1537 ALL 476526.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-04

1538 ALL 476546.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-04

1539 ALL 477046.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-05

1540 ALL 477066.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-05

1541 ALL 477086.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05

1542 ALL 477106.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-05

1543 ALL 477126.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05

1544 ALL 477146.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-05

1545 ALL 477166.1 3774244 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05

1546 ALL 475526.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-06

1547 ALL 475546.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-06

1548 ALL 475566.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-06



1549 ALL 475586.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-06

1550 ALL 475606.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-06

1551 ALL 475626.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-06

1552 ALL 475646.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-06

1553 ALL 475666.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06

1554 ALL 475686.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-06

1555 ALL 475706.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-06

1556 ALL 475726.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-06

1557 ALL 475746.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-06

1558 ALL 475766.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-06

1559 ALL 475786.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-06

1560 ALL 475806.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.54E-06

1561 ALL 475826.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06

1562 ALL 475846.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-06

1563 ALL 475866.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-06

1564 ALL 475886.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-06

1565 ALL 475906.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-06

1566 ALL 475926.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-06

1567 ALL 475946.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-06

1568 ALL 475966.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.85E-06

1569 ALL 475986.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

1570 ALL 476006.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

1571 ALL 476026.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05

1572 ALL 476046.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

1573 ALL 476066.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05

1574 ALL 476086.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05

1575 ALL 476106.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05

1576 ALL 476126.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05

1577 ALL 476146.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05

1578 ALL 476166.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05

1579 ALL 476186.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05

1580 ALL 476206.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05

1581 ALL 476226.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-05

1582 ALL 476246.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-05

1583 ALL 476266.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-05

1584 ALL 476286.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-05

1585 ALL 476306.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-05

1586 ALL 476326.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-05

1587 ALL 476346.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-05

1588 ALL 476366.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-05

1589 ALL 476386.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-05

1590 ALL 476406.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-05

1591 ALL 476426.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-04

1592 ALL 476446.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-04

1593 ALL 476466.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-04

1594 ALL 476486.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-04

1595 ALL 476506.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-04

1596 ALL 476526.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-04

1597 ALL 476546.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04

1598 ALL 477046.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-05



1599 ALL 477066.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05

1600 ALL 477086.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05

1601 ALL 477106.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05

1602 ALL 477126.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05

1603 ALL 477146.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05

1604 ALL 477166.1 3774264 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05

1605 ALL 475526.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-06

1606 ALL 475546.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-06

1607 ALL 475566.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-06

1608 ALL 475586.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-06

1609 ALL 475606.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-06

1610 ALL 475626.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-06

1611 ALL 475646.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-06

1612 ALL 475666.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-06

1613 ALL 475686.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-06

1614 ALL 475706.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-06

1615 ALL 475726.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-06

1616 ALL 475746.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-06

1617 ALL 475766.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06

1618 ALL 475786.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-06

1619 ALL 475806.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-06

1620 ALL 475826.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-06

1621 ALL 475846.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-06

1622 ALL 475866.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.43E-06

1623 ALL 475886.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-06

1624 ALL 475906.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.24E-06

1625 ALL 475926.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.69E-06

1626 ALL 475946.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-06

1627 ALL 475966.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-06

1628 ALL 475986.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

1629 ALL 476006.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05

1630 ALL 476026.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05

1631 ALL 476046.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05

1632 ALL 476066.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05

1633 ALL 476086.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05

1634 ALL 476106.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-05

1635 ALL 476126.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-05

1636 ALL 476146.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05

1637 ALL 476166.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05

1638 ALL 476186.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05

1639 ALL 476206.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-05

1640 ALL 476226.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-05

1641 ALL 476246.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-05

1642 ALL 476266.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-05

1643 ALL 476286.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-05

1644 ALL 476306.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-05

1645 ALL 476326.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-05

1646 ALL 476346.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-05

1647 ALL 476366.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-05

1648 ALL 476386.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.47E-05



1649 ALL 476406.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-04

1650 ALL 476426.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04

1651 ALL 476446.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-04

1652 ALL 476466.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-04

1653 ALL 476486.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-04

1654 ALL 476506.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-04

1655 ALL 476526.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-04

1656 ALL 476546.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-04

1657 ALL 477046.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-05

1658 ALL 477066.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.38E-05

1659 ALL 477086.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-05

1660 ALL 477106.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05

1661 ALL 477126.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05

1662 ALL 477146.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05

1663 ALL 477166.1 3774284 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05

1664 ALL 475526.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-06

1665 ALL 475546.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-06

1666 ALL 475566.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-06

1667 ALL 475586.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-06

1668 ALL 475606.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-06

1669 ALL 475626.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-06

1670 ALL 475646.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-06

1671 ALL 475666.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-06

1672 ALL 475686.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.98E-06

1673 ALL 475706.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-06

1674 ALL 475726.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-06

1675 ALL 475746.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-06

1676 ALL 475766.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-06

1677 ALL 475786.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-06

1678 ALL 475806.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06

1679 ALL 475826.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.66E-06

1680 ALL 475846.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.98E-06

1681 ALL 475866.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-06

1682 ALL 475886.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.70E-06

1683 ALL 475906.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-06

1684 ALL 475926.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-06

1685 ALL 475946.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.03E-06

1686 ALL 475966.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-06

1687 ALL 475986.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

1688 ALL 476006.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

1689 ALL 476026.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05

1690 ALL 476046.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05

1691 ALL 476066.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05

1692 ALL 476086.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-05

1693 ALL 476106.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05

1694 ALL 476126.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-05

1695 ALL 476146.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05

1696 ALL 476166.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-05

1697 ALL 476186.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-05

1698 ALL 476206.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-05



1699 ALL 476226.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-05

1700 ALL 476246.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-05

1701 ALL 476266.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-05

1702 ALL 476286.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-05

1703 ALL 476306.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-05

1704 ALL 476326.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-05

1705 ALL 476346.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-05

1706 ALL 476366.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.10E-05

1707 ALL 476386.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.67E-05

1708 ALL 477046.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-05

1709 ALL 477066.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.39E-05

1710 ALL 477086.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.25E-05

1711 ALL 477106.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05

1712 ALL 477126.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05

1713 ALL 477146.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05

1714 ALL 477166.1 3774304 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05

1715 ALL 475526.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-06

1716 ALL 475546.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-06

1717 ALL 475566.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.97E-06

1718 ALL 475586.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-06

1719 ALL 475606.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-06

1720 ALL 475626.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-06

1721 ALL 475646.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-06

1722 ALL 475666.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06

1723 ALL 475686.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06

1724 ALL 475706.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-06

1725 ALL 475726.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-06

1726 ALL 475746.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-06

1727 ALL 475766.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-06

1728 ALL 475786.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-06

1729 ALL 475806.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-06

1730 ALL 475826.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-06

1731 ALL 475846.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-06

1732 ALL 475866.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-06

1733 ALL 475886.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-06

1734 ALL 475906.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.98E-06

1735 ALL 475926.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-06

1736 ALL 475946.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.88E-06

1737 ALL 475966.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.39E-06

1738 ALL 475986.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.94E-06

1739 ALL 476006.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05

1740 ALL 476026.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

1741 ALL 476046.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05

1742 ALL 476066.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05

1743 ALL 476086.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05

1744 ALL 476106.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05

1745 ALL 476126.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05

1746 ALL 476146.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05

1747 ALL 476166.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05

1748 ALL 476186.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05



1749 ALL 476206.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-05

1750 ALL 476226.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-05

1751 ALL 476246.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-05

1752 ALL 476266.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-05

1753 ALL 476286.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-05

1754 ALL 476306.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-05

1755 ALL 476326.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-05

1756 ALL 476346.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-05

1757 ALL 476366.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-05

1758 ALL 476386.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-05

1759 ALL 477046.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-05

1760 ALL 477066.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-05

1761 ALL 477086.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05

1762 ALL 477106.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05

1763 ALL 477126.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05

1764 ALL 477146.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-05

1765 ALL 477166.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05

1766 ALL 477466.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05

1767 ALL 477486.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05

1768 ALL 477506.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

1769 ALL 477526.1 3774324 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05

1770 ALL 475526.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-06

1771 ALL 475546.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-06

1772 ALL 475566.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-06

1773 ALL 475586.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-06

1774 ALL 475606.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-06

1775 ALL 475626.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.34E-06

1776 ALL 475646.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-06

1777 ALL 475666.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-06

1778 ALL 475686.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-06

1779 ALL 475706.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-06

1780 ALL 475726.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-06

1781 ALL 475746.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-06

1782 ALL 475766.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-06

1783 ALL 475786.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06

1784 ALL 475806.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-06

1785 ALL 475826.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-06

1786 ALL 475846.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-06

1787 ALL 475866.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-06

1788 ALL 475886.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.46E-06

1789 ALL 475906.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-06

1790 ALL 475926.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-06

1791 ALL 475946.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.71E-06

1792 ALL 475966.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-06

1793 ALL 475986.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-06

1794 ALL 476006.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

1795 ALL 476026.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05

1796 ALL 476046.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

1797 ALL 476066.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05

1798 ALL 476086.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05



1799 ALL 476106.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05

1800 ALL 476126.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05

1801 ALL 476146.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05

1802 ALL 476166.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05

1803 ALL 476186.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05

1804 ALL 476206.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-05

1805 ALL 476226.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05

1806 ALL 476246.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-05

1807 ALL 476266.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-05

1808 ALL 476286.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-05

1809 ALL 476306.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-05

1810 ALL 476326.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-05

1811 ALL 476346.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-05

1812 ALL 476366.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-05

1813 ALL 476386.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-05

1814 ALL 476406.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04

1815 ALL 477046.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05

1816 ALL 477066.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-05

1817 ALL 477086.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05

1818 ALL 477106.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-05

1819 ALL 477126.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05

1820 ALL 477146.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05

1821 ALL 477166.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05

1822 ALL 477466.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05

1823 ALL 477486.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05

1824 ALL 477506.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

1825 ALL 477526.1 3774344 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

1826 ALL 475526.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-06

1827 ALL 475546.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-06

1828 ALL 475566.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-06

1829 ALL 475586.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-06

1830 ALL 475606.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06

1831 ALL 475626.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-06

1832 ALL 475646.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-06

1833 ALL 475666.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-06

1834 ALL 475686.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-06

1835 ALL 475706.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-06

1836 ALL 475726.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-06

1837 ALL 475746.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06

1838 ALL 475766.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-06

1839 ALL 475786.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.83E-06

1840 ALL 475806.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-06

1841 ALL 475826.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06

1842 ALL 475846.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-06

1843 ALL 475866.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-06

1844 ALL 475886.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-06

1845 ALL 475906.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-06

1846 ALL 475926.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-06

1847 ALL 475946.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-06

1848 ALL 475966.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.03E-06



1849 ALL 475986.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-06

1850 ALL 476006.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

1851 ALL 476026.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

1852 ALL 476046.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05

1853 ALL 476066.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05

1854 ALL 476086.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05

1855 ALL 476106.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05

1856 ALL 476126.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-05

1857 ALL 476146.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05

1858 ALL 476166.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05

1859 ALL 476186.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-05

1860 ALL 476206.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.17E-05

1861 ALL 476226.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-05

1862 ALL 476246.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-05

1863 ALL 476266.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.99E-05

1864 ALL 476286.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-05

1865 ALL 476306.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-05

1866 ALL 476326.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-05

1867 ALL 476346.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.26E-05

1868 ALL 476366.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-05

1869 ALL 476386.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-05

1870 ALL 477046.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-05

1871 ALL 477066.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-05

1872 ALL 477086.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05

1873 ALL 477106.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05

1874 ALL 477126.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05

1875 ALL 477146.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-05

1876 ALL 477166.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-05

1877 ALL 477466.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05

1878 ALL 477486.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05

1879 ALL 477506.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05

1880 ALL 477526.1 3774364 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

1881 ALL 475526.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.59E-06

1882 ALL 475546.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-06

1883 ALL 475566.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-06

1884 ALL 475586.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-06

1885 ALL 475606.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-06

1886 ALL 475626.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-06

1887 ALL 475646.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-06

1888 ALL 475666.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-06

1889 ALL 475686.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-06

1890 ALL 475706.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06

1891 ALL 475726.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-06

1892 ALL 475746.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-06

1893 ALL 475766.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-06

1894 ALL 475786.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-06

1895 ALL 475806.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-06

1896 ALL 475826.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-06

1897 ALL 475846.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-06

1898 ALL 475866.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-06



1899 ALL 475886.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-06

1900 ALL 475906.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-06

1901 ALL 475926.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-06

1902 ALL 475946.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-06

1903 ALL 475966.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-06

1904 ALL 475986.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.35E-06

1905 ALL 476006.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.92E-06

1906 ALL 476026.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05

1907 ALL 476046.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05

1908 ALL 476066.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05

1909 ALL 476086.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05

1910 ALL 476106.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05

1911 ALL 476126.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05

1912 ALL 476146.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05

1913 ALL 476166.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05

1914 ALL 476186.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05

1915 ALL 476206.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-05

1916 ALL 476226.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05

1917 ALL 476246.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.56E-05

1918 ALL 476266.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-05

1919 ALL 476286.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-05

1920 ALL 476306.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-05

1921 ALL 476326.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-05

1922 ALL 476346.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-05

1923 ALL 476366.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-05

1924 ALL 476386.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-05

1925 ALL 476417.9 3774378 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04

1926 ALL 477046.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-05

1927 ALL 477066.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-05

1928 ALL 477086.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-05

1929 ALL 477106.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05

1930 ALL 477126.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05

1931 ALL 477146.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05

1932 ALL 477166.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05

1933 ALL 477466.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

1934 ALL 477486.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05

1935 ALL 477506.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05

1936 ALL 477526.1 3774384 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

1937 ALL 475526.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-06

1938 ALL 475546.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-06

1939 ALL 475566.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-06

1940 ALL 475586.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-06

1941 ALL 475606.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-06

1942 ALL 475626.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-06

1943 ALL 475646.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-06

1944 ALL 475666.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-06

1945 ALL 475686.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.65E-06

1946 ALL 475706.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-06

1947 ALL 475726.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-06

1948 ALL 475746.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-06



1949 ALL 475766.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-06

1950 ALL 475786.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-06

1951 ALL 475806.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-06

1952 ALL 475826.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06

1953 ALL 475846.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-06

1954 ALL 475866.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.74E-06

1955 ALL 475886.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-06

1956 ALL 475906.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-06

1957 ALL 475926.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-06

1958 ALL 475946.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.21E-06

1959 ALL 475966.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-06

1960 ALL 475986.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.14E-06

1961 ALL 476006.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-06

1962 ALL 476026.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

1963 ALL 476046.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05

1964 ALL 476066.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05

1965 ALL 476086.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05

1966 ALL 476106.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05

1967 ALL 476126.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05

1968 ALL 476146.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-05

1969 ALL 476166.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-05

1970 ALL 476186.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05

1971 ALL 476206.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05

1972 ALL 476226.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05

1973 ALL 476246.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05

1974 ALL 476266.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-05

1975 ALL 476286.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-05

1976 ALL 476306.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-05

1977 ALL 476326.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.96E-05

1978 ALL 477046.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05

1979 ALL 477066.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-05

1980 ALL 477086.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-05

1981 ALL 477106.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05

1982 ALL 477126.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05

1983 ALL 477146.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-05

1984 ALL 477166.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05

1985 ALL 477186.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05

1986 ALL 477206.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05

1987 ALL 477226.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05

1988 ALL 477246.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05

1989 ALL 477266.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05

1990 ALL 477286.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05

1991 ALL 477306.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05

1992 ALL 477326.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05

1993 ALL 477346.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05

1994 ALL 477366.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05

1995 ALL 477386.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05

1996 ALL 477406.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05

1997 ALL 477426.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

1998 ALL 477446.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05



1999 ALL 477466.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

2000 ALL 477486.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05

2001 ALL 477506.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

2002 ALL 477526.1 3774404 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-05

2003 ALL 475946.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-06

2004 ALL 475966.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-06

2005 ALL 475986.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-06

2006 ALL 476006.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.47E-06

2007 ALL 476026.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-05

2008 ALL 476046.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

2009 ALL 476066.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05

2010 ALL 476086.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05

2011 ALL 476106.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05

2012 ALL 476126.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05

2013 ALL 476146.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05

2014 ALL 476166.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-05

2015 ALL 476186.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05

2016 ALL 476206.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05

2017 ALL 476226.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05

2018 ALL 476246.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-05

2019 ALL 476266.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-05

2020 ALL 476286.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-05

2021 ALL 476306.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-05

2022 ALL 476326.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-05

2023 ALL 476346.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-05

2024 ALL 476366.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-05

2025 ALL 476386.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-05

2026 ALL 476406.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-05

2027 ALL 476426.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-05

2028 ALL 476446.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-04

2029 ALL 476466.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-04

2030 ALL 476486.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-04

2031 ALL 476506.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-04

2032 ALL 476526.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-04

2033 ALL 476546.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-04

2034 ALL 476566.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-04

2035 ALL 476586.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-04

2036 ALL 476606.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-04

2037 ALL 476626.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-04

2038 ALL 476646.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-04

2039 ALL 476666.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-04

2040 ALL 476686.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-04

2041 ALL 476706.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-04

2042 ALL 476726.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-04

2043 ALL 476746.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.58E-05

2044 ALL 476766.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-05

2045 ALL 476786.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-05

2046 ALL 476806.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-05

2047 ALL 476826.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-05

2048 ALL 476846.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-05



2049 ALL 476866.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-05

2050 ALL 476886.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-05

2051 ALL 476906.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.48E-05

2052 ALL 476926.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05

2053 ALL 476946.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-05

2054 ALL 476966.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-05

2055 ALL 476986.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-05

2056 ALL 477006.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.37E-05

2057 ALL 477026.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05

2058 ALL 477046.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-05

2059 ALL 477066.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.97E-05

2060 ALL 477086.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.87E-05

2061 ALL 477106.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05

2062 ALL 477126.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-05

2063 ALL 477146.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05

2064 ALL 477166.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-05

2065 ALL 477186.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05

2066 ALL 477206.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05

2067 ALL 477226.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05

2068 ALL 477246.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05

2069 ALL 477266.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05

2070 ALL 477286.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05

2071 ALL 477306.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05

2072 ALL 477326.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05

2073 ALL 477346.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05

2074 ALL 477366.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

2075 ALL 477386.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

2076 ALL 477406.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05

2077 ALL 477426.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

2078 ALL 477446.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

2079 ALL 477466.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

2080 ALL 477486.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

2081 ALL 477506.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-06

2082 ALL 477526.1 3774424 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-06

2083 ALL 475946.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.86E-06

2084 ALL 475966.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-06

2085 ALL 475986.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-06

2086 ALL 476006.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.24E-06

2087 ALL 476026.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-06

2088 ALL 476046.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

2089 ALL 476066.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

2090 ALL 476086.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

2091 ALL 476106.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05

2092 ALL 476126.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05

2093 ALL 476146.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05

2094 ALL 476166.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05

2095 ALL 476186.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05

2096 ALL 476206.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05

2097 ALL 476226.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05

2098 ALL 476246.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05



2099 ALL 476266.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-05

2100 ALL 476286.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-05

2101 ALL 476306.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.05E-05

2102 ALL 476326.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-05

2103 ALL 476346.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-05

2104 ALL 476366.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-05

2105 ALL 476386.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-05

2106 ALL 476406.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-05

2107 ALL 476426.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-05

2108 ALL 476446.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-05

2109 ALL 476466.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.79E-05

2110 ALL 476486.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-04

2111 ALL 476506.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04

2112 ALL 476526.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-04

2113 ALL 476546.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-04

2114 ALL 476566.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-04

2115 ALL 476586.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-04

2116 ALL 476606.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-04

2117 ALL 476626.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-04

2118 ALL 476646.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-05

2119 ALL 476666.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-05

2120 ALL 476686.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-05

2121 ALL 476706.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.76E-05

2122 ALL 476726.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-05

2123 ALL 476746.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-05

2124 ALL 476766.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-05

2125 ALL 476786.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-05

2126 ALL 476806.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-05

2127 ALL 476826.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-05

2128 ALL 476846.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-05

2129 ALL 476866.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-05

2130 ALL 476886.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-05

2131 ALL 476906.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-05

2132 ALL 476926.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-05

2133 ALL 476946.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-05

2134 ALL 476966.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-05

2135 ALL 476986.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.35E-05

2136 ALL 477006.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05

2137 ALL 477026.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-05

2138 ALL 477046.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-05

2139 ALL 477066.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05

2140 ALL 477086.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05

2141 ALL 477106.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-05

2142 ALL 477126.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05

2143 ALL 477146.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05

2144 ALL 477166.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05

2145 ALL 477186.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05

2146 ALL 477206.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05

2147 ALL 477226.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05

2148 ALL 477246.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05



2149 ALL 477266.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05

2150 ALL 477286.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05

2151 ALL 477306.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05

2152 ALL 477326.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05

2153 ALL 477346.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05

2154 ALL 477366.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

2155 ALL 477386.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05

2156 ALL 477406.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

2157 ALL 477426.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

2158 ALL 477446.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

2159 ALL 477466.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-06

2160 ALL 477486.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.64E-06

2161 ALL 477506.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.42E-06

2162 ALL 477526.1 3774444 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.20E-06

2163 ALL 475946.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-06

2164 ALL 475966.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-06

2165 ALL 475986.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-06

2166 ALL 476006.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-06

2167 ALL 476026.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-06

2168 ALL 476046.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

2169 ALL 476066.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

2170 ALL 476086.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05

2171 ALL 476106.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

2172 ALL 476126.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05

2173 ALL 476146.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05

2174 ALL 476166.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05

2175 ALL 476186.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05

2176 ALL 476206.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05

2177 ALL 476226.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05

2178 ALL 476246.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05

2179 ALL 476266.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-05

2180 ALL 476286.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-05

2181 ALL 476306.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.85E-05

2182 ALL 476326.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05

2183 ALL 476346.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-05

2184 ALL 476366.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-05

2185 ALL 476386.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-05

2186 ALL 476406.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-05

2187 ALL 476426.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-05

2188 ALL 476446.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-05

2189 ALL 476466.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.88E-05

2190 ALL 476486.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.85E-05

2191 ALL 476506.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.72E-05

2192 ALL 476526.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04

2193 ALL 476546.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-04

2194 ALL 476566.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-04

2195 ALL 476586.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.72E-05

2196 ALL 476606.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-05

2197 ALL 476626.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-05

2198 ALL 476646.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-05



2199 ALL 476666.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-05

2200 ALL 476686.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-05

2201 ALL 476706.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-05

2202 ALL 476726.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-05

2203 ALL 476746.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-05

2204 ALL 476766.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-05

2205 ALL 476786.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-05

2206 ALL 476806.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-05

2207 ALL 476826.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-05

2208 ALL 476846.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-05

2209 ALL 476866.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-05

2210 ALL 476886.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.02E-05

2211 ALL 476906.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.81E-05

2212 ALL 476926.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.62E-05

2213 ALL 476946.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-05

2214 ALL 476966.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05

2215 ALL 476986.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-05

2216 ALL 477006.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.04E-05

2217 ALL 477026.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.93E-05

2218 ALL 477046.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05

2219 ALL 477066.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05

2220 ALL 477086.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-05

2221 ALL 477106.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05

2222 ALL 477126.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05

2223 ALL 477146.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05

2224 ALL 477166.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05

2225 ALL 477186.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05

2226 ALL 477206.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05

2227 ALL 477226.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

2228 ALL 477246.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05

2229 ALL 477266.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05

2230 ALL 477286.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

2231 ALL 477306.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

2232 ALL 477326.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

2233 ALL 477346.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05

2234 ALL 477366.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

2235 ALL 477386.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05

2236 ALL 477406.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

2237 ALL 477426.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.97E-06

2238 ALL 477446.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.68E-06

2239 ALL 477466.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-06

2240 ALL 477486.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-06

2241 ALL 477506.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.99E-06

2242 ALL 477526.1 3774464 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.82E-06

2243 ALL 475946.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-06

2244 ALL 475966.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-06

2245 ALL 475986.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.34E-06

2246 ALL 476006.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-06

2247 ALL 476026.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-06

2248 ALL 476046.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.83E-06



2249 ALL 476066.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

2250 ALL 476086.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

2251 ALL 476106.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

2252 ALL 476126.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05

2253 ALL 476146.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05

2254 ALL 476166.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05

2255 ALL 476186.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05

2256 ALL 476206.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05

2257 ALL 476226.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05

2258 ALL 476246.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05

2259 ALL 476266.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05

2260 ALL 476286.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-05

2261 ALL 476306.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-05

2262 ALL 476326.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-05

2263 ALL 476346.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-05

2264 ALL 476366.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-05

2265 ALL 476386.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-05

2266 ALL 476406.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-05

2267 ALL 476426.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-05

2268 ALL 476446.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-05

2269 ALL 476466.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-05

2270 ALL 476486.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-05

2271 ALL 476506.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-05

2272 ALL 476526.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-05

2273 ALL 476546.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-05

2274 ALL 476566.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-05

2275 ALL 476586.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.60E-05

2276 ALL 476606.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-05

2277 ALL 476626.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-05

2278 ALL 476646.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-05

2279 ALL 476666.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-05

2280 ALL 476686.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-05

2281 ALL 476706.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-05

2282 ALL 476726.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-05

2283 ALL 476746.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-05

2284 ALL 476766.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.11E-05

2285 ALL 476786.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.83E-05

2286 ALL 476806.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-05

2287 ALL 476826.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-05

2288 ALL 476846.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-05

2289 ALL 476866.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-05

2290 ALL 476886.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-05

2291 ALL 476906.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-05

2292 ALL 476926.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.36E-05

2293 ALL 476946.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05

2294 ALL 476966.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05

2295 ALL 476986.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05

2296 ALL 477006.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-05

2297 ALL 477026.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05

2298 ALL 477046.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05



2299 ALL 477066.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-05

2300 ALL 477086.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-05

2301 ALL 477106.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05

2302 ALL 477126.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-05

2303 ALL 477146.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05

2304 ALL 477166.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05

2305 ALL 477186.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05

2306 ALL 477206.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05

2307 ALL 477226.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05

2308 ALL 477246.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

2309 ALL 477266.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

2310 ALL 477286.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05

2311 ALL 477306.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05

2312 ALL 477326.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

2313 ALL 477346.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

2314 ALL 477366.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

2315 ALL 477386.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-06

2316 ALL 477406.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.65E-06

2317 ALL 477426.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.39E-06

2318 ALL 477446.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-06

2319 ALL 477466.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-06

2320 ALL 477486.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-06

2321 ALL 477506.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-06

2322 ALL 477526.1 3774484 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.34E-06

2323 ALL 475946.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-06

2324 ALL 475966.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-06

2325 ALL 475986.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.13E-06

2326 ALL 476006.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-06

2327 ALL 476026.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.04E-06

2328 ALL 476046.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.56E-06

2329 ALL 476066.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

2330 ALL 476086.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

2331 ALL 476106.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05

2332 ALL 476126.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

2333 ALL 476146.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05

2334 ALL 476166.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05

2335 ALL 476186.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05

2336 ALL 476206.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-05

2337 ALL 476226.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05

2338 ALL 476246.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05

2339 ALL 476266.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.07E-05

2340 ALL 476286.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-05

2341 ALL 476306.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05

2342 ALL 476326.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-05

2343 ALL 476346.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-05

2344 ALL 476366.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-05

2345 ALL 476386.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-05

2346 ALL 476406.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-05

2347 ALL 476426.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-05

2348 ALL 476446.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.94E-05



2349 ALL 476466.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-05

2350 ALL 476486.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-05

2351 ALL 476506.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-05

2352 ALL 476526.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-05

2353 ALL 476546.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-05

2354 ALL 476566.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-05

2355 ALL 476586.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-05

2356 ALL 476606.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-05

2357 ALL 476626.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-05

2358 ALL 476646.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-05

2359 ALL 476666.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-05

2360 ALL 476686.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.55E-05

2361 ALL 476706.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-05

2362 ALL 476726.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.99E-05

2363 ALL 476746.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-05

2364 ALL 476766.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-05

2365 ALL 476786.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-05

2366 ALL 476806.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-05

2367 ALL 476826.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-05

2368 ALL 476846.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-05

2369 ALL 476866.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-05

2370 ALL 476886.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-05

2371 ALL 476906.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-05

2372 ALL 476926.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-05

2373 ALL 476946.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.02E-05

2374 ALL 476966.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05

2375 ALL 476986.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05

2376 ALL 477006.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05

2377 ALL 477026.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-05

2378 ALL 477046.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05

2379 ALL 477066.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05

2380 ALL 477086.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05

2381 ALL 477106.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05

2382 ALL 477126.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05

2383 ALL 477146.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

2384 ALL 477166.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

2385 ALL 477186.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05

2386 ALL 477206.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05

2387 ALL 477226.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

2388 ALL 477246.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

2389 ALL 477266.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

2390 ALL 477286.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05

2391 ALL 477306.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

2392 ALL 477326.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

2393 ALL 477346.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.81E-06

2394 ALL 477366.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-06

2395 ALL 477386.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-06

2396 ALL 477406.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-06

2397 ALL 477426.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-06

2398 ALL 477446.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-06



2399 ALL 477466.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-06

2400 ALL 477486.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.16E-06

2401 ALL 477506.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.01E-06

2402 ALL 477526.1 3774504 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-06

2403 ALL 475946.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-06

2404 ALL 475966.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-06

2405 ALL 475986.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-06

2406 ALL 476006.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.34E-06

2407 ALL 476026.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-06

2408 ALL 476046.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-06

2409 ALL 476066.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.82E-06

2410 ALL 476086.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

2411 ALL 476106.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

2412 ALL 476126.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

2413 ALL 476146.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05

2414 ALL 476166.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05

2415 ALL 476186.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05

2416 ALL 476206.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-05

2417 ALL 476226.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-05

2418 ALL 476246.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-05

2419 ALL 476266.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05

2420 ALL 476286.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05

2421 ALL 476306.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05

2422 ALL 476326.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-05

2423 ALL 476346.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-05

2424 ALL 476366.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.00E-05

2425 ALL 476386.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-05

2426 ALL 476406.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-05

2427 ALL 476426.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-05

2428 ALL 476446.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-05

2429 ALL 476466.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-05

2430 ALL 476486.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-05

2431 ALL 476506.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-05

2432 ALL 476526.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-05

2433 ALL 476546.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-05

2434 ALL 476566.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-05

2435 ALL 476586.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-05

2436 ALL 476606.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-05

2437 ALL 476626.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.67E-05

2438 ALL 476646.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-05

2439 ALL 476666.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-05

2440 ALL 476686.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-05

2441 ALL 476706.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-05

2442 ALL 476726.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-05

2443 ALL 476746.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-05

2444 ALL 476766.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.08E-05

2445 ALL 476786.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.90E-05

2446 ALL 476806.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-05

2447 ALL 476826.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-05

2448 ALL 476846.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-05



2449 ALL 476866.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.28E-05

2450 ALL 476886.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-05

2451 ALL 476906.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05

2452 ALL 476926.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05

2453 ALL 476946.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05

2454 ALL 476966.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.75E-05

2455 ALL 476986.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-05

2456 ALL 477006.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05

2457 ALL 477026.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05

2458 ALL 477046.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05

2459 ALL 477066.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05

2460 ALL 477086.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05

2461 ALL 477106.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05

2462 ALL 477126.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05

2463 ALL 477146.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05

2464 ALL 477166.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05

2465 ALL 477186.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

2466 ALL 477206.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

2467 ALL 477226.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

2468 ALL 477246.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

2469 ALL 477266.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

2470 ALL 477286.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.87E-06

2471 ALL 477306.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-06

2472 ALL 477326.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-06

2473 ALL 477346.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-06

2474 ALL 477366.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-06

2475 ALL 477386.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-06

2476 ALL 477406.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-06

2477 ALL 477426.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-06

2478 ALL 477446.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-06

2479 ALL 477466.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.86E-06

2480 ALL 477486.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-06

2481 ALL 477506.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-06

2482 ALL 477526.1 3774524 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-06

2483 ALL 475946.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-06

2484 ALL 475966.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-06

2485 ALL 475986.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.71E-06

2486 ALL 476006.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-06

2487 ALL 476026.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-06

2488 ALL 476046.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-06

2489 ALL 476066.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.53E-06

2490 ALL 476086.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

2491 ALL 476106.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

2492 ALL 476126.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

2493 ALL 476146.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05

2494 ALL 476166.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05

2495 ALL 476186.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05

2496 ALL 476206.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05

2497 ALL 476226.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05

2498 ALL 476246.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05



2499 ALL 476266.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.83E-05

2500 ALL 476286.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05

2501 ALL 476306.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.14E-05

2502 ALL 476326.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.32E-05

2503 ALL 476346.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-05

2504 ALL 476366.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.72E-05

2505 ALL 476386.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.95E-05

2506 ALL 476406.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-05

2507 ALL 476426.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-05

2508 ALL 476446.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-05

2509 ALL 476466.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-05

2510 ALL 476486.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-05

2511 ALL 476506.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-05

2512 ALL 476526.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-05

2513 ALL 476546.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-05

2514 ALL 476566.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-05

2515 ALL 476586.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.29E-05

2516 ALL 476606.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-05

2517 ALL 476626.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-05

2518 ALL 476646.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-05

2519 ALL 476666.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-05

2520 ALL 476686.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.44E-05

2521 ALL 476706.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-05

2522 ALL 476726.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-05

2523 ALL 476746.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-05

2524 ALL 476766.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-05

2525 ALL 476786.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-05

2526 ALL 476806.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.44E-05

2527 ALL 476826.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05

2528 ALL 476846.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-05

2529 ALL 476866.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-05

2530 ALL 476886.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.96E-05

2531 ALL 476906.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05

2532 ALL 476926.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05

2533 ALL 476946.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-05

2534 ALL 476966.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05

2535 ALL 476986.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-05

2536 ALL 477006.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05

2537 ALL 477026.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-05

2538 ALL 477046.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05

2539 ALL 477066.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05

2540 ALL 477086.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05

2541 ALL 477106.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05

2542 ALL 477126.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

2543 ALL 477146.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05

2544 ALL 477166.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

2545 ALL 477186.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

2546 ALL 477206.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

2547 ALL 477226.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-06

2548 ALL 477246.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-06



2549 ALL 477266.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-06

2550 ALL 477286.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.17E-06

2551 ALL 477306.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-06

2552 ALL 477326.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.72E-06

2553 ALL 477346.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-06

2554 ALL 477366.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.29E-06

2555 ALL 477386.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-06

2556 ALL 477406.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-06

2557 ALL 477426.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-06

2558 ALL 477446.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-06

2559 ALL 477466.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-06

2560 ALL 477486.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-06

2561 ALL 477506.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-06

2562 ALL 477526.1 3774544 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.91E-06

2563 ALL 475946.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06

2564 ALL 475966.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.17E-06

2565 ALL 475986.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-06

2566 ALL 476006.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-06

2567 ALL 476026.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.32E-06

2568 ALL 476046.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.76E-06

2569 ALL 476066.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.24E-06

2570 ALL 476086.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-06

2571 ALL 476106.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

2572 ALL 476126.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

2573 ALL 476146.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

2574 ALL 476166.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05

2575 ALL 476186.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05

2576 ALL 476206.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-05

2577 ALL 476226.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05

2578 ALL 476246.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05

2579 ALL 476266.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-05

2580 ALL 476286.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05

2581 ALL 476306.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05

2582 ALL 476326.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-05

2583 ALL 476346.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.31E-05

2584 ALL 476366.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05

2585 ALL 476386.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.66E-05

2586 ALL 476406.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-05

2587 ALL 476426.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-05

2588 ALL 476446.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-05

2589 ALL 476466.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-05

2590 ALL 476486.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-05

2591 ALL 476506.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-05

2592 ALL 476526.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-05

2593 ALL 476546.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-05

2594 ALL 476566.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-05

2595 ALL 476586.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-05

2596 ALL 476606.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-05

2597 ALL 476626.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-05

2598 ALL 476646.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-05



2599 ALL 476666.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05

2600 ALL 476686.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-05

2601 ALL 476706.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-05

2602 ALL 476726.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-05

2603 ALL 476746.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.59E-05

2604 ALL 476766.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-05

2605 ALL 476786.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-05

2606 ALL 476806.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.21E-05

2607 ALL 476826.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.09E-05

2608 ALL 476846.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05

2609 ALL 476866.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.88E-05

2610 ALL 476886.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05

2611 ALL 476906.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-05

2612 ALL 476926.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-05

2613 ALL 476946.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-05

2614 ALL 476966.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05

2615 ALL 476986.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05

2616 ALL 477006.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05

2617 ALL 477026.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05

2618 ALL 477046.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05

2619 ALL 477066.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05

2620 ALL 477086.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05

2621 ALL 477106.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05

2622 ALL 477126.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

2623 ALL 477146.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

2624 ALL 477166.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

2625 ALL 477186.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.80E-06

2626 ALL 477206.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-06

2627 ALL 477226.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.19E-06

2628 ALL 477246.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.96E-06

2629 ALL 477266.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.74E-06

2630 ALL 477286.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.52E-06

2631 ALL 477306.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-06

2632 ALL 477326.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-06

2633 ALL 477346.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-06

2634 ALL 477366.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.72E-06

2635 ALL 477386.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-06

2636 ALL 477406.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-06

2637 ALL 477426.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.22E-06

2638 ALL 477446.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.06E-06

2639 ALL 477466.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.91E-06

2640 ALL 477486.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-06

2641 ALL 477506.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-06

2642 ALL 477526.1 3774564 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-06

2643 ALL 475946.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-06

2644 ALL 475966.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-06

2645 ALL 475986.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-06

2646 ALL 476006.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-06

2647 ALL 476026.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-06

2648 ALL 476046.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-06



2649 ALL 476066.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-06

2650 ALL 476086.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.43E-06

2651 ALL 476106.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-06

2652 ALL 476126.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

2653 ALL 476146.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05

2654 ALL 476166.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

2655 ALL 476186.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05

2656 ALL 476206.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05

2657 ALL 476226.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05

2658 ALL 476246.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05

2659 ALL 476266.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-05

2660 ALL 476286.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05

2661 ALL 476306.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05

2662 ALL 476326.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05

2663 ALL 476346.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05

2664 ALL 476366.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.26E-05

2665 ALL 476386.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-05

2666 ALL 476406.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.55E-05

2667 ALL 476426.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-05

2668 ALL 476446.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-05

2669 ALL 476466.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-05

2670 ALL 476486.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-05

2671 ALL 476506.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-05

2672 ALL 476526.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-05

2673 ALL 476546.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-05

2674 ALL 476566.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-05

2675 ALL 476586.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-05

2676 ALL 476606.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-05

2677 ALL 476626.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-05

2678 ALL 476646.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-05

2679 ALL 476666.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-05

2680 ALL 476686.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-05

2681 ALL 476706.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-05

2682 ALL 476726.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-05

2683 ALL 476746.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-05

2684 ALL 476766.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05

2685 ALL 476786.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.12E-05

2686 ALL 476806.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05

2687 ALL 476826.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05

2688 ALL 476846.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05

2689 ALL 476866.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05

2690 ALL 476886.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-05

2691 ALL 476906.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05

2692 ALL 476926.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05

2693 ALL 476946.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05

2694 ALL 476966.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05

2695 ALL 476986.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05

2696 ALL 477006.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

2697 ALL 477026.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

2698 ALL 477046.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05



2699 ALL 477066.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

2700 ALL 477086.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

2701 ALL 477106.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

2702 ALL 477126.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

2703 ALL 477146.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-06

2704 ALL 477166.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-06

2705 ALL 477186.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.24E-06

2706 ALL 477206.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.80E-06

2707 ALL 477226.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.53E-06

2708 ALL 477246.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.32E-06

2709 ALL 477266.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.12E-06

2710 ALL 477286.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.93E-06

2711 ALL 477306.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-06

2712 ALL 477326.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-06

2713 ALL 477346.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-06

2714 ALL 477366.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.19E-06

2715 ALL 477386.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-06

2716 ALL 477406.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-06

2717 ALL 477426.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-06

2718 ALL 477446.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-06

2719 ALL 477466.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-06

2720 ALL 477486.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-06

2721 ALL 477506.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-06

2722 ALL 477526.1 3774584 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-06

2723 ALL 475946.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-06

2724 ALL 475966.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-06

2725 ALL 475986.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-06

2726 ALL 476006.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-06

2727 ALL 476026.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-06

2728 ALL 476046.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.24E-06

2729 ALL 476066.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-06

2730 ALL 476086.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.12E-06

2731 ALL 476106.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.61E-06

2732 ALL 476126.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

2733 ALL 476146.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

2734 ALL 476166.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

2735 ALL 476186.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05

2736 ALL 476206.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

2737 ALL 476226.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05

2738 ALL 476246.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05

2739 ALL 476266.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05

2740 ALL 476286.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-05

2741 ALL 476306.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.72E-05

2742 ALL 476326.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.84E-05

2743 ALL 476346.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05

2744 ALL 476366.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.06E-05

2745 ALL 476386.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-05

2746 ALL 476406.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.30E-05

2747 ALL 476426.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.42E-05

2748 ALL 476446.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-05



2749 ALL 476466.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-05

2750 ALL 476486.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-05

2751 ALL 476506.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-05

2752 ALL 476526.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.82E-05

2753 ALL 476546.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-05

2754 ALL 476566.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-05

2755 ALL 476586.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-05

2756 ALL 476606.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.75E-05

2757 ALL 476626.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.69E-05

2758 ALL 476646.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-05

2759 ALL 476666.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.52E-05

2760 ALL 476686.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.43E-05

2761 ALL 476706.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.33E-05

2762 ALL 476726.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.23E-05

2763 ALL 476746.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.13E-05

2764 ALL 476766.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-05

2765 ALL 476786.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05

2766 ALL 476806.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05

2767 ALL 476826.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05

2768 ALL 476846.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.68E-05

2769 ALL 476866.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05

2770 ALL 476886.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-05

2771 ALL 476906.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05

2772 ALL 476926.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05

2773 ALL 476946.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05

2774 ALL 476966.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05

2775 ALL 476986.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05

2776 ALL 477006.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05

2777 ALL 477026.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05

2778 ALL 477046.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05

2779 ALL 477066.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05

2780 ALL 477086.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

2781 ALL 477106.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.92E-06

2782 ALL 477126.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-06

2783 ALL 477146.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.30E-06

2784 ALL 477166.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-06

2785 ALL 477186.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-06

2786 ALL 477206.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-06

2787 ALL 477226.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-06

2788 ALL 477246.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-06

2789 ALL 477266.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.57E-06

2790 ALL 477286.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-06

2791 ALL 477306.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-06

2792 ALL 477326.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-06

2793 ALL 477346.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06

2794 ALL 477366.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-06

2795 ALL 477386.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-06

2796 ALL 477406.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-06

2797 ALL 477426.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-06

2798 ALL 477446.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-06



2799 ALL 477466.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-06

2800 ALL 477486.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06

2801 ALL 477506.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-06

2802 ALL 477526.1 3774604 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-06

2803 ALL 475946.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06

2804 ALL 475966.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-06

2805 ALL 475986.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.94E-06

2806 ALL 476006.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.27E-06

2807 ALL 476026.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-06

2808 ALL 476046.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-06

2809 ALL 476066.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.39E-06

2810 ALL 476086.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.81E-06

2811 ALL 476106.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.26E-06

2812 ALL 476126.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.75E-06

2813 ALL 476146.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

2814 ALL 476166.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

2815 ALL 476186.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05

2816 ALL 476206.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05

2817 ALL 476226.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05

2818 ALL 476246.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05

2819 ALL 476266.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05

2820 ALL 476286.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05

2821 ALL 476306.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05

2822 ALL 476326.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05

2823 ALL 476346.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-05

2824 ALL 476366.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.89E-05

2825 ALL 476386.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05

2826 ALL 476406.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.08E-05

2827 ALL 476426.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.18E-05

2828 ALL 476446.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-05

2829 ALL 476466.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-05

2830 ALL 476486.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.41E-05

2831 ALL 476506.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-05

2832 ALL 476526.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.49E-05

2833 ALL 476546.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-05

2834 ALL 476566.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.51E-05

2835 ALL 476586.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.48E-05

2836 ALL 476606.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.45E-05

2837 ALL 476626.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.40E-05

2838 ALL 476646.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.34E-05

2839 ALL 476666.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.27E-05

2840 ALL 476686.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05

2841 ALL 476706.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05

2842 ALL 476726.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.03E-05

2843 ALL 476746.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.94E-05

2844 ALL 476766.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05

2845 ALL 476786.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05

2846 ALL 476806.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05

2847 ALL 476826.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.63E-05

2848 ALL 476846.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-05



2849 ALL 476866.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05

2850 ALL 476886.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05

2851 ALL 476906.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05

2852 ALL 476926.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05

2853 ALL 476946.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05

2854 ALL 476966.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05

2855 ALL 476986.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

2856 ALL 477006.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05

2857 ALL 477026.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

2858 ALL 477046.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

2859 ALL 477066.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-05

2860 ALL 477086.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.68E-06

2861 ALL 477106.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.36E-06

2862 ALL 477126.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-06

2863 ALL 477146.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.79E-06

2864 ALL 477166.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.52E-06

2865 ALL 477186.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-06

2866 ALL 477206.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-06

2867 ALL 477226.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-06

2868 ALL 477246.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-06

2869 ALL 477266.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-06

2870 ALL 477286.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-06

2871 ALL 477306.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-06

2872 ALL 477326.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-06

2873 ALL 477346.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-06

2874 ALL 477366.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-06

2875 ALL 477386.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06

2876 ALL 477406.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-06

2877 ALL 477426.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06

2878 ALL 477446.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-06

2879 ALL 477466.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-06

2880 ALL 477486.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.53E-06

2881 ALL 477506.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-06

2882 ALL 477526.1 3774624 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-06

2883 ALL 475946.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-06

2884 ALL 475966.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-06

2885 ALL 475986.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-06

2886 ALL 476006.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.07E-06

2887 ALL 476026.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-06

2888 ALL 476046.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.75E-06

2889 ALL 476066.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.11E-06

2890 ALL 476086.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.51E-06

2891 ALL 476106.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.93E-06

2892 ALL 476126.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.37E-06

2893 ALL 476146.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-06

2894 ALL 476166.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

2895 ALL 476186.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

2896 ALL 476206.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05

2897 ALL 476226.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05

2898 ALL 476246.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05



2899 ALL 476266.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05

2900 ALL 476286.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05

2901 ALL 476306.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05

2902 ALL 476326.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05

2903 ALL 476346.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05

2904 ALL 476366.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05

2905 ALL 476386.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05

2906 ALL 476406.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.90E-05

2907 ALL 476426.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05

2908 ALL 476446.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05

2909 ALL 476466.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.11E-05

2910 ALL 476486.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.16E-05

2911 ALL 476506.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.20E-05

2912 ALL 476526.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05

2913 ALL 476546.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-05

2914 ALL 476566.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.24E-05

2915 ALL 476586.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.22E-05

2916 ALL 476606.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.19E-05

2917 ALL 476626.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.15E-05

2918 ALL 476646.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.10E-05

2919 ALL 476666.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.05E-05

2920 ALL 476686.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.99E-05

2921 ALL 476706.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.92E-05

2922 ALL 476726.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.85E-05

2923 ALL 476746.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.78E-05

2924 ALL 476766.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.71E-05

2925 ALL 476786.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05

2926 ALL 476806.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05

2927 ALL 476826.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05

2928 ALL 476846.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05

2929 ALL 476866.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05

2930 ALL 476886.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05

2931 ALL 476906.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05

2932 ALL 476926.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05

2933 ALL 476946.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

2934 ALL 476966.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

2935 ALL 476986.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

2936 ALL 477006.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

2937 ALL 477026.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

2938 ALL 477046.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.80E-06

2939 ALL 477066.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.47E-06

2940 ALL 477086.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.16E-06

2941 ALL 477106.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.86E-06

2942 ALL 477126.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-06

2943 ALL 477146.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.33E-06

2944 ALL 477166.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-06

2945 ALL 477186.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-06

2946 ALL 477206.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.20E-06

2947 ALL 477226.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-06

2948 ALL 477246.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-06



2949 ALL 477266.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-06

2950 ALL 477286.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-06

2951 ALL 477306.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06

2952 ALL 477326.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-06

2953 ALL 477346.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-06

2954 ALL 477366.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-06

2955 ALL 477386.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-06

2956 ALL 477406.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.67E-06

2957 ALL 477426.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-06

2958 ALL 477446.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06

2959 ALL 477466.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-06

2960 ALL 477486.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-06

2961 ALL 477506.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-06

2962 ALL 477526.1 3774644 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-06

2963 ALL 475946.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-06

2964 ALL 475966.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-06

2965 ALL 475986.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-06

2966 ALL 476006.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-06

2967 ALL 476026.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-06

2968 ALL 476046.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.50E-06

2969 ALL 476066.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.85E-06

2970 ALL 476086.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.21E-06

2971 ALL 476106.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.60E-06

2972 ALL 476126.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.01E-06

2973 ALL 476146.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-06

2974 ALL 476166.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-06

2975 ALL 476186.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

2976 ALL 476206.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05

2977 ALL 476226.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05

2978 ALL 476246.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05

2979 ALL 476266.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

2980 ALL 476286.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05

2981 ALL 476306.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05

2982 ALL 476326.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05

2983 ALL 476346.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-05

2984 ALL 476366.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.60E-05

2985 ALL 476386.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.67E-05

2986 ALL 476406.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05

2987 ALL 476426.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.80E-05

2988 ALL 476446.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05

2989 ALL 476466.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05

2990 ALL 476486.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05

2991 ALL 476506.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05

2992 ALL 476526.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05

2993 ALL 476546.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05

2994 ALL 476566.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.01E-05

2995 ALL 476586.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.00E-05

2996 ALL 476606.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.98E-05

2997 ALL 476626.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.95E-05

2998 ALL 476646.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.91E-05



2999 ALL 476666.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.86E-05

3000 ALL 476686.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05

3001 ALL 476706.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.76E-05

3002 ALL 476726.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05

3003 ALL 476746.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05

3004 ALL 476766.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.58E-05

3005 ALL 476786.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05

3006 ALL 476806.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05

3007 ALL 476826.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-05

3008 ALL 476846.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05

3009 ALL 476866.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05

3010 ALL 476886.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05

3011 ALL 476906.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05

3012 ALL 476926.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

3013 ALL 476946.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

3014 ALL 476966.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

3015 ALL 476986.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

3016 ALL 477006.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-06

3017 ALL 477026.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-06

3018 ALL 477046.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-06

3019 ALL 477066.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.98E-06

3020 ALL 477086.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.69E-06

3021 ALL 477106.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.42E-06

3022 ALL 477126.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.16E-06

3023 ALL 477146.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-06

3024 ALL 477166.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-06

3025 ALL 477186.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-06

3026 ALL 477206.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-06

3027 ALL 477226.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-06

3028 ALL 477246.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-06

3029 ALL 477266.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.27E-06

3030 ALL 477286.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-06

3031 ALL 477306.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.01E-06

3032 ALL 477326.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-06

3033 ALL 477346.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-06

3034 ALL 477366.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-06

3035 ALL 477386.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-06

3036 ALL 477406.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.34E-06

3037 ALL 477426.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-06

3038 ALL 477446.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-06

3039 ALL 477466.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.02E-06

3040 ALL 477486.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-06

3041 ALL 477506.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-06

3042 ALL 477526.1 3774664 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-06

3043 ALL 475946.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-06

3044 ALL 475966.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-06

3045 ALL 475986.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-06

3046 ALL 476006.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-06

3047 ALL 476026.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-06

3048 ALL 476046.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-06



3049 ALL 476066.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-06

3050 ALL 476086.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-06

3051 ALL 476106.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-06

3052 ALL 476126.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-06

3053 ALL 476146.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.06E-06

3054 ALL 476166.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-06

3055 ALL 476186.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-06

3056 ALL 476206.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

3057 ALL 476226.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

3058 ALL 476246.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05

3059 ALL 476266.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05

3060 ALL 476286.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05

3061 ALL 476306.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05

3062 ALL 476326.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05

3063 ALL 476346.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05

3064 ALL 476366.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05

3065 ALL 476386.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.54E-05

3066 ALL 476406.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05

3067 ALL 476426.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05

3068 ALL 476446.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.69E-05

3069 ALL 476466.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.73E-05

3070 ALL 476486.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05

3071 ALL 476506.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05

3072 ALL 476526.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05

3073 ALL 476546.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05

3074 ALL 476566.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.82E-05

3075 ALL 476586.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.81E-05

3076 ALL 476606.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.79E-05

3077 ALL 476626.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.77E-05

3078 ALL 476646.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.74E-05

3079 ALL 476666.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.70E-05

3080 ALL 476686.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05

3081 ALL 476706.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05

3082 ALL 476726.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.57E-05

3083 ALL 476746.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05

3084 ALL 476766.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05

3085 ALL 476786.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05

3086 ALL 476806.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05

3087 ALL 476826.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05

3088 ALL 476846.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

3089 ALL 476866.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

3090 ALL 476886.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

3091 ALL 476906.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

3092 ALL 476926.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

3093 ALL 476946.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

3094 ALL 476966.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

3095 ALL 476986.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-06

3096 ALL 477006.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-06

3097 ALL 477026.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.13E-06

3098 ALL 477046.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-06



3099 ALL 477066.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-06

3100 ALL 477086.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-06

3101 ALL 477106.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-06

3102 ALL 477126.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-06

3103 ALL 477146.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-06

3104 ALL 477166.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-06

3105 ALL 477186.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-06

3106 ALL 477206.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-06

3107 ALL 477226.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-06

3108 ALL 477246.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-06

3109 ALL 477266.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-06

3110 ALL 477286.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.79E-06

3111 ALL 477306.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-06

3112 ALL 477326.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-06

3113 ALL 477346.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.34E-06

3114 ALL 477366.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-06

3115 ALL 477386.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-06

3116 ALL 477406.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-06

3117 ALL 477426.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-06

3118 ALL 477446.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-06

3119 ALL 477466.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-06

3120 ALL 477486.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-06

3121 ALL 477506.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-06

3122 ALL 477526.1 3774684 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.45E-06

3123 ALL 475946.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-06

3124 ALL 475966.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-06

3125 ALL 475986.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.22E-06

3126 ALL 476006.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-06

3127 ALL 476026.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-06

3128 ALL 476046.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-06

3129 ALL 476066.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-06

3130 ALL 476086.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.64E-06

3131 ALL 476106.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-06

3132 ALL 476126.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.32E-06

3133 ALL 476146.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.69E-06

3134 ALL 476166.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-06

3135 ALL 476186.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.49E-06

3136 ALL 476206.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.93E-06

3137 ALL 476226.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

3138 ALL 476246.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

3139 ALL 476266.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

3140 ALL 476286.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

3141 ALL 476306.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05

3142 ALL 476326.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05

3143 ALL 476346.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05

3144 ALL 476366.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05

3145 ALL 476386.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.42E-05

3146 ALL 476406.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.47E-05

3147 ALL 476426.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05

3148 ALL 476446.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.55E-05



3149 ALL 476466.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05

3150 ALL 476486.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.61E-05

3151 ALL 476506.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05

3152 ALL 476526.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-05

3153 ALL 476546.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05

3154 ALL 476566.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.66E-05

3155 ALL 476586.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.65E-05

3156 ALL 476606.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.64E-05

3157 ALL 476626.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.62E-05

3158 ALL 476646.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.59E-05

3159 ALL 476666.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.56E-05

3160 ALL 476686.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.53E-05

3161 ALL 476706.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.49E-05

3162 ALL 476726.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.45E-05

3163 ALL 476746.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-05

3164 ALL 476766.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05

3165 ALL 476786.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05

3166 ALL 476806.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

3167 ALL 476826.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05

3168 ALL 476846.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05

3169 ALL 476866.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05

3170 ALL 476886.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

3171 ALL 476906.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

3172 ALL 476926.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

3173 ALL 476946.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.96E-06

3174 ALL 476966.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-06

3175 ALL 476986.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-06

3176 ALL 477006.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.98E-06

3177 ALL 477026.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.69E-06

3178 ALL 477046.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.41E-06

3179 ALL 477066.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-06

3180 ALL 477086.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-06

3181 ALL 477106.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.65E-06

3182 ALL 477126.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.43E-06

3183 ALL 477146.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-06

3184 ALL 477166.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-06

3185 ALL 477186.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-06

3186 ALL 477206.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-06

3187 ALL 477226.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-06

3188 ALL 477246.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-06

3189 ALL 477266.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-06

3190 ALL 477286.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-06

3191 ALL 477306.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-06

3192 ALL 477326.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-06

3193 ALL 477346.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-06

3194 ALL 477366.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-06

3195 ALL 477386.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-06

3196 ALL 477406.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-06

3197 ALL 477426.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-06

3198 ALL 477446.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-06



3199 ALL 477466.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-06

3200 ALL 477486.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.36E-06

3201 ALL 477506.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-06

3202 ALL 477526.1 3774704 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.21E-06

3203 ALL 475946.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-06

3204 ALL 475966.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.82E-06

3205 ALL 475986.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-06

3206 ALL 476006.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-06

3207 ALL 476026.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-06

3208 ALL 476046.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-06

3209 ALL 476066.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.08E-06

3210 ALL 476086.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-06

3211 ALL 476106.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-06

3212 ALL 476126.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-06

3213 ALL 476146.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.33E-06

3214 ALL 476166.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-06

3215 ALL 476186.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.06E-06

3216 ALL 476206.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-06

3217 ALL 476226.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.84E-06

3218 ALL 476246.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

3219 ALL 476266.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

3220 ALL 476286.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

3221 ALL 476306.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05

3222 ALL 476326.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05

3223 ALL 476346.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.24E-05

3224 ALL 476366.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05

3225 ALL 476386.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05

3226 ALL 476406.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05

3227 ALL 476426.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05

3228 ALL 476446.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.43E-05

3229 ALL 476466.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05

3230 ALL 476486.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05

3231 ALL 476506.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05

3232 ALL 476526.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05

3233 ALL 476546.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05

3234 ALL 476566.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.52E-05

3235 ALL 476586.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.51E-05

3236 ALL 476606.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.50E-05

3237 ALL 476626.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.48E-05

3238 ALL 476646.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.46E-05

3239 ALL 476666.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.44E-05

3240 ALL 476686.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.41E-05

3241 ALL 476706.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05

3242 ALL 476726.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05

3243 ALL 476746.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.31E-05

3244 ALL 476766.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

3245 ALL 476786.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05

3246 ALL 476806.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05

3247 ALL 476826.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

3248 ALL 476846.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05



3249 ALL 476866.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

3250 ALL 476886.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

3251 ALL 476906.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

3252 ALL 476926.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.78E-06

3253 ALL 476946.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-06

3254 ALL 476966.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.14E-06

3255 ALL 476986.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.84E-06

3256 ALL 477006.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-06

3257 ALL 477026.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.29E-06

3258 ALL 477046.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.03E-06

3259 ALL 477066.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-06

3260 ALL 477086.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-06

3261 ALL 477106.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-06

3262 ALL 477126.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-06

3263 ALL 477146.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.91E-06

3264 ALL 477166.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.71E-06

3265 ALL 477186.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-06

3266 ALL 477206.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-06

3267 ALL 477226.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-06

3268 ALL 477246.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-06

3269 ALL 477266.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06

3270 ALL 477286.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-06

3271 ALL 477306.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-06

3272 ALL 477326.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06

3273 ALL 477346.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-06

3274 ALL 477366.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06

3275 ALL 477386.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-06

3276 ALL 477406.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.56E-06

3277 ALL 477426.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.48E-06

3278 ALL 477446.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-06

3279 ALL 477466.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-06

3280 ALL 477486.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06

3281 ALL 477506.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-06

3282 ALL 477526.1 3774724 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-06

3283 ALL 475946.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.46E-06

3284 ALL 475966.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-06

3285 ALL 475986.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-06

3286 ALL 476006.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-06

3287 ALL 476026.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.33E-06

3288 ALL 476046.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-06

3289 ALL 476066.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-06

3290 ALL 476086.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-06

3291 ALL 476106.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.39E-06

3292 ALL 476126.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-06

3293 ALL 476146.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.99E-06

3294 ALL 476166.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-06

3295 ALL 476186.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-06

3296 ALL 476206.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.00E-06

3297 ALL 476226.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.35E-06

3298 ALL 476246.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-06



3299 ALL 476266.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

3300 ALL 476286.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

3301 ALL 476306.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

3302 ALL 476326.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05

3303 ALL 476346.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

3304 ALL 476366.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05

3305 ALL 476386.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05

3306 ALL 476406.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05

3307 ALL 476426.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05

3308 ALL 476446.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.32E-05

3309 ALL 476466.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.34E-05

3310 ALL 476486.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.36E-05

3311 ALL 476506.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05

3312 ALL 476526.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05

3313 ALL 476546.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05

3314 ALL 476566.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.40E-05

3315 ALL 476586.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.39E-05

3316 ALL 476606.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.38E-05

3317 ALL 476626.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.37E-05

3318 ALL 476646.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.35E-05

3319 ALL 476666.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.33E-05

3320 ALL 476686.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.30E-05

3321 ALL 476706.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05

3322 ALL 476726.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05

3323 ALL 476746.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

3324 ALL 476766.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05

3325 ALL 476786.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05

3326 ALL 476806.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05

3327 ALL 476826.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

3328 ALL 476846.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

3329 ALL 476866.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

3330 ALL 476886.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-06

3331 ALL 476906.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-06

3332 ALL 476926.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.29E-06

3333 ALL 476946.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.99E-06

3334 ALL 476966.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.70E-06

3335 ALL 476986.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-06

3336 ALL 477006.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-06

3337 ALL 477026.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-06

3338 ALL 477046.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-06

3339 ALL 477066.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-06

3340 ALL 477086.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.22E-06

3341 ALL 477106.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.01E-06

3342 ALL 477126.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-06

3343 ALL 477146.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-06

3344 ALL 477166.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06

3345 ALL 477186.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.66E-06

3346 ALL 477206.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-06

3347 ALL 477226.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06

3348 ALL 477246.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-06



3349 ALL 477266.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.14E-06

3350 ALL 477286.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-06

3351 ALL 477306.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-06

3352 ALL 477326.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.70E-06

3353 ALL 477346.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-06

3354 ALL 477366.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-06

3355 ALL 477386.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-06

3356 ALL 477406.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-06

3357 ALL 477426.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-06

3358 ALL 477446.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-06

3359 ALL 477466.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-06

3360 ALL 477486.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-06

3361 ALL 477506.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-06

3362 ALL 477526.1 3774744 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-06

3363 ALL 475946.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-06

3364 ALL 475966.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-06

3365 ALL 475986.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-06

3366 ALL 476006.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-06

3367 ALL 476026.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-06

3368 ALL 476046.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06

3369 ALL 476066.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-06

3370 ALL 476086.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-06

3371 ALL 476106.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-06

3372 ALL 476126.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.38E-06

3373 ALL 476146.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-06

3374 ALL 476166.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-06

3375 ALL 476186.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.26E-06

3376 ALL 476206.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.58E-06

3377 ALL 476226.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-06

3378 ALL 476246.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.21E-06

3379 ALL 476266.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.54E-06

3380 ALL 476286.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.86E-06

3381 ALL 476306.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

3382 ALL 476326.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

3383 ALL 476346.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

3384 ALL 476366.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05

3385 ALL 476386.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05

3386 ALL 476406.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05

3387 ALL 476426.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05

3388 ALL 476446.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.22E-05

3389 ALL 476466.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05

3390 ALL 476486.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.26E-05

3391 ALL 476506.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

3392 ALL 476526.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05

3393 ALL 476546.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05

3394 ALL 476566.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05

3395 ALL 476586.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.29E-05

3396 ALL 476606.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.28E-05

3397 ALL 476626.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.27E-05

3398 ALL 476646.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.25E-05



3399 ALL 476666.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.23E-05

3400 ALL 476686.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.21E-05

3401 ALL 476706.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05

3402 ALL 476726.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05

3403 ALL 476746.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05

3404 ALL 476766.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

3405 ALL 476786.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

3406 ALL 476806.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

3407 ALL 476826.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

3408 ALL 476846.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-06

3409 ALL 476866.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-06

3410 ALL 476886.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.38E-06

3411 ALL 476906.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-06

3412 ALL 476926.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-06

3413 ALL 476946.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-06

3414 ALL 476966.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.30E-06

3415 ALL 476986.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-06

3416 ALL 477006.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-06

3417 ALL 477026.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.57E-06

3418 ALL 477046.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-06

3419 ALL 477066.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-06

3420 ALL 477086.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.93E-06

3421 ALL 477106.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-06

3422 ALL 477126.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-06

3423 ALL 477146.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06

3424 ALL 477166.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06

3425 ALL 477186.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-06

3426 ALL 477206.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-06

3427 ALL 477226.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-06

3428 ALL 477246.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-06

3429 ALL 477266.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06

3430 ALL 477286.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-06

3431 ALL 477306.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.61E-06

3432 ALL 477326.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-06

3433 ALL 477346.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-06

3434 ALL 477366.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-06

3435 ALL 477386.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.24E-06

3436 ALL 477406.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06

3437 ALL 477426.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-06

3438 ALL 477446.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.02E-06

3439 ALL 477466.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-06

3440 ALL 477486.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-06

3441 ALL 477506.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-06

3442 ALL 477526.1 3774764 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-06

3443 ALL 475946.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.17E-06

3444 ALL 475966.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-06

3445 ALL 475986.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-06

3446 ALL 476006.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-06

3447 ALL 476026.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-06

3448 ALL 476046.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06



3449 ALL 476066.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-06

3450 ALL 476086.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-06

3451 ALL 476106.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06

3452 ALL 476126.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-06

3453 ALL 476146.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-06

3454 ALL 476166.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-06

3455 ALL 476186.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.89E-06

3456 ALL 476206.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.17E-06

3457 ALL 476226.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.46E-06

3458 ALL 476246.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.75E-06

3459 ALL 476266.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.04E-06

3460 ALL 476286.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.32E-06

3461 ALL 476306.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.61E-06

3462 ALL 476326.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.90E-06

3463 ALL 476346.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

3464 ALL 476366.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

3465 ALL 476386.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

3466 ALL 476406.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05

3467 ALL 476426.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.12E-05

3468 ALL 476446.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.14E-05

3469 ALL 476466.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

3470 ALL 476486.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.17E-05

3471 ALL 476506.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

3472 ALL 476526.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05

3473 ALL 476546.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05

3474 ALL 476566.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.20E-05

3475 ALL 476586.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05

3476 ALL 476606.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.19E-05

3477 ALL 476626.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.18E-05

3478 ALL 476646.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.16E-05

3479 ALL 476666.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.15E-05

3480 ALL 476686.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.13E-05

3481 ALL 476706.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

3482 ALL 476726.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

3483 ALL 476746.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

3484 ALL 476766.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

3485 ALL 476786.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

3486 ALL 476806.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.92E-06

3487 ALL 476826.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.67E-06

3488 ALL 476846.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.41E-06

3489 ALL 476866.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.15E-06

3490 ALL 476886.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-06

3491 ALL 476906.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-06

3492 ALL 476926.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.40E-06

3493 ALL 476946.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-06

3494 ALL 476966.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-06

3495 ALL 476986.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-06

3496 ALL 477006.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-06

3497 ALL 477026.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-06

3498 ALL 477046.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-06



3499 ALL 477066.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-06

3500 ALL 477086.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-06

3501 ALL 477106.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-06

3502 ALL 477126.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.30E-06

3503 ALL 477146.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-06

3504 ALL 477166.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-06

3505 ALL 477186.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-06

3506 ALL 477206.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-06

3507 ALL 477226.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.95E-06

3508 ALL 477246.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.84E-06

3509 ALL 477266.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06

3510 ALL 477286.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-06

3511 ALL 477306.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.42E-06

3512 ALL 477326.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-06

3513 ALL 477346.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-06

3514 ALL 477366.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-06

3515 ALL 477386.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-06

3516 ALL 477406.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-06

3517 ALL 477426.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-06

3518 ALL 477446.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.79E-06

3519 ALL 477466.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.69E-06

3520 ALL 477486.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-06

3521 ALL 477506.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-06

3522 ALL 477526.1 3774784 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-06

3523 ALL 475946.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.03E-06

3524 ALL 475966.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-06

3525 ALL 475986.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-06

3526 ALL 476006.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-06

3527 ALL 476026.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-06

3528 ALL 476046.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-06

3529 ALL 476066.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06

3530 ALL 476086.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06

3531 ALL 476106.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-06

3532 ALL 476126.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.82E-06

3533 ALL 476146.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-06

3534 ALL 476166.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-06

3535 ALL 476186.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-06

3536 ALL 476206.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-06

3537 ALL 476226.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-06

3538 ALL 476246.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.31E-06

3539 ALL 476266.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-06

3540 ALL 476286.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.83E-06

3541 ALL 476306.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-06

3542 ALL 476326.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.34E-06

3543 ALL 476346.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-06

3544 ALL 476366.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.83E-06

3545 ALL 476386.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

3546 ALL 476406.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

3547 ALL 476426.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.05E-05

3548 ALL 476446.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05



3549 ALL 476466.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.08E-05

3550 ALL 476486.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

3551 ALL 476506.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05

3552 ALL 476526.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

3553 ALL 476546.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

3554 ALL 476566.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

3555 ALL 476586.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.11E-05

3556 ALL 476606.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05

3557 ALL 476626.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.10E-05

3558 ALL 476646.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.09E-05

3559 ALL 476666.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.07E-05

3560 ALL 476686.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.06E-05

3561 ALL 476706.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

3562 ALL 476726.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

3563 ALL 476746.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-05

3564 ALL 476766.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.80E-06

3565 ALL 476786.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.59E-06

3566 ALL 476806.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.36E-06

3567 ALL 476826.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.14E-06

3568 ALL 476846.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.91E-06

3569 ALL 476866.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.68E-06

3570 ALL 476886.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-06

3571 ALL 476906.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.23E-06

3572 ALL 476926.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.00E-06

3573 ALL 476946.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.78E-06

3574 ALL 476966.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.56E-06

3575 ALL 476986.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.36E-06

3576 ALL 477006.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.15E-06

3577 ALL 477026.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-06

3578 ALL 477046.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.76E-06

3579 ALL 477066.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.57E-06

3580 ALL 477086.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-06

3581 ALL 477106.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-06

3582 ALL 477126.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-06

3583 ALL 477146.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-06

3584 ALL 477166.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-06

3585 ALL 477186.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.00E-06

3586 ALL 477206.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.87E-06

3587 ALL 477226.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.76E-06

3588 ALL 477246.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-06

3589 ALL 477266.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.52E-06

3590 ALL 477286.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.40E-06

3591 ALL 477306.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-06

3592 ALL 477326.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06

3593 ALL 477346.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-06

3594 ALL 477366.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.00E-06

3595 ALL 477386.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-06

3596 ALL 477406.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-06

3597 ALL 477426.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-06

3598 ALL 477446.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-06



3599 ALL 477466.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-06

3600 ALL 477486.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-06

3601 ALL 477506.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-06

3602 ALL 477526.1 3774804 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-06

3603 ALL 475946.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06

3604 ALL 475966.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-06

3605 ALL 475986.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-06

3606 ALL 476006.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-06

3607 ALL 476026.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-06

3608 ALL 476046.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.76E-06

3609 ALL 476066.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-06

3610 ALL 476086.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-06

3611 ALL 476106.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-06

3612 ALL 476126.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-06

3613 ALL 476146.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.77E-06

3614 ALL 476166.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-06

3615 ALL 476186.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-06

3616 ALL 476206.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.44E-06

3617 ALL 476226.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.68E-06

3618 ALL 476246.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-06

3619 ALL 476266.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.14E-06

3620 ALL 476286.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-06

3621 ALL 476306.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.59E-06

3622 ALL 476326.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.82E-06

3623 ALL 476346.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-06

3624 ALL 476366.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.26E-06

3625 ALL 476386.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.45E-06

3626 ALL 476406.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.63E-06

3627 ALL 476426.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.80E-06

3628 ALL 476446.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.95E-06

3629 ALL 476466.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.01E-05

3630 ALL 476486.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

3631 ALL 476506.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

3632 ALL 476526.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

3633 ALL 476546.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

3634 ALL 476566.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

3635 ALL 476586.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.04E-05

3636 ALL 476606.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.03E-05

3637 ALL 476626.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

3638 ALL 476646.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.02E-05

3639 ALL 476666.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-05 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 1.00E-05

3640 ALL 476686.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.91E-06

3641 ALL 476706.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.76E-06

3642 ALL 476726.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-06

3643 ALL 476746.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.43E-06

3644 ALL 476766.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.24E-06

3645 ALL 476786.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-06

3646 ALL 476806.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.85E-06

3647 ALL 476826.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.65E-06

3648 ALL 476846.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-06



3649 ALL 476866.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.24E-06

3650 ALL 476886.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.04E-06

3651 ALL 476906.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.84E-06

3652 ALL 476926.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-06

3653 ALL 476946.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.43E-06

3654 ALL 476966.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-06

3655 ALL 476986.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.04E-06

3656 ALL 477006.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-06

3657 ALL 477026.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-06

3658 ALL 477046.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.49E-06

3659 ALL 477066.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-06

3660 ALL 477086.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06

3661 ALL 477106.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-06

3662 ALL 477126.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-06

3663 ALL 477146.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-06

3664 ALL 477166.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06

3665 ALL 477186.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-06

3666 ALL 477206.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-06

3667 ALL 477226.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-06

3668 ALL 477246.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-06

3669 ALL 477266.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-06

3670 ALL 477286.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.18E-06

3671 ALL 477306.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.09E-06

3672 ALL 477326.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-06

3673 ALL 477346.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-06

3674 ALL 477366.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-06

3675 ALL 477386.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-06

3676 ALL 477406.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.71E-06

3677 ALL 477426.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-06

3678 ALL 477446.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-06

3679 ALL 477466.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-06

3680 ALL 477486.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-06

3681 ALL 477506.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-06

3682 ALL 477526.1 3774824 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-06

3683 ALL 475946.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-06

3684 ALL 475966.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-06

3685 ALL 475986.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-06

3686 ALL 476006.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.23E-06

3687 ALL 476026.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-06

3688 ALL 476046.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-06

3689 ALL 476066.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.75E-06

3690 ALL 476086.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-06

3691 ALL 476106.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-06

3692 ALL 476126.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-06

3693 ALL 476146.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-06

3694 ALL 476166.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-06

3695 ALL 476186.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.90E-06

3696 ALL 476206.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-06

3697 ALL 476226.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.32E-06

3698 ALL 476246.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-06



3699 ALL 476266.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-06

3700 ALL 476286.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-06

3701 ALL 476306.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.15E-06

3702 ALL 476326.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.35E-06

3703 ALL 476346.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.55E-06

3704 ALL 476366.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-06

3705 ALL 476386.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.90E-06

3706 ALL 476406.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.06E-06

3707 ALL 476426.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.20E-06

3708 ALL 476446.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.34E-06

3709 ALL 476466.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.46E-06

3710 ALL 476486.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.55E-06

3711 ALL 476506.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.62E-06

3712 ALL 476526.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.68E-06

3713 ALL 476546.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-06

3714 ALL 476566.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.71E-06

3715 ALL 476586.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.70E-06

3716 ALL 476606.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.66E-06

3717 ALL 476626.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.60E-06

3718 ALL 476646.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.52E-06

3719 ALL 476666.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.42E-06

3720 ALL 476686.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.31E-06

3721 ALL 476706.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.18E-06

3722 ALL 476726.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.05E-06

3723 ALL 476746.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-06

3724 ALL 476766.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.73E-06

3725 ALL 476786.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-06

3726 ALL 476806.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.38E-06

3727 ALL 476826.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.20E-06

3728 ALL 476846.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-06

3729 ALL 476866.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.84E-06

3730 ALL 476886.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.66E-06

3731 ALL 476906.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.47E-06

3732 ALL 476926.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.29E-06

3733 ALL 476946.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.10E-06

3734 ALL 476966.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-06

3735 ALL 476986.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.75E-06

3736 ALL 477006.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.58E-06

3737 ALL 477026.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-06

3738 ALL 477046.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-06

3739 ALL 477066.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-06

3740 ALL 477086.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.93E-06

3741 ALL 477106.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-06

3742 ALL 477126.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-06

3743 ALL 477146.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.91E-06

3744 ALL 477166.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-06

3745 ALL 477186.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-06

3746 ALL 477206.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-06

3747 ALL 477226.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-06

3748 ALL 477246.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-06



3749 ALL 477266.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-06

3750 ALL 477286.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-06

3751 ALL 477306.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.95E-06

3752 ALL 477326.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-06

3753 ALL 477346.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-06

3754 ALL 477366.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-06

3755 ALL 477386.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-06

3756 ALL 477406.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-06

3757 ALL 477426.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-06

3758 ALL 477446.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-06

3759 ALL 477466.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-06

3760 ALL 477486.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-06

3761 ALL 477506.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-06

3762 ALL 477526.1 3774844 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-06

3763 ALL 475946.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-06

3764 ALL 475966.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-06

3765 ALL 475986.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06

3766 ALL 476006.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-06

3767 ALL 476026.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-06

3768 ALL 476046.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-06

3769 ALL 476066.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-06

3770 ALL 476086.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-06

3771 ALL 476106.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.89E-06

3772 ALL 476126.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-06

3773 ALL 476146.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-06

3774 ALL 476166.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.43E-06

3775 ALL 476186.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-06

3776 ALL 476206.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-06

3777 ALL 476226.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.99E-06

3778 ALL 476246.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-06

3779 ALL 476266.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.37E-06

3780 ALL 476286.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-06

3781 ALL 476306.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-06

3782 ALL 476326.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.92E-06

3783 ALL 476346.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.09E-06

3784 ALL 476366.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-06

3785 ALL 476386.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.40E-06

3786 ALL 476406.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-06

3787 ALL 476426.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.67E-06

3788 ALL 476446.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.78E-06

3789 ALL 476466.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.89E-06

3790 ALL 476486.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.97E-06

3791 ALL 476506.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.04E-06

3792 ALL 476526.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.08E-06

3793 ALL 476546.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-06

3794 ALL 476566.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.11E-06

3795 ALL 476586.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.10E-06

3796 ALL 476606.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.07E-06

3797 ALL 476626.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 9.02E-06

3798 ALL 476646.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.95E-06



3799 ALL 476666.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.87E-06

3800 ALL 476686.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.77E-06

3801 ALL 476706.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.66E-06

3802 ALL 476726.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-06

3803 ALL 476746.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.40E-06

3804 ALL 476766.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.25E-06

3805 ALL 476786.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.10E-06

3806 ALL 476806.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-06

3807 ALL 476826.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.79E-06

3808 ALL 476846.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-06

3809 ALL 476866.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.46E-06

3810 ALL 476886.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-06

3811 ALL 476906.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.13E-06

3812 ALL 476926.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-06

3813 ALL 476946.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-06

3814 ALL 476966.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.63E-06

3815 ALL 476986.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-06

3816 ALL 477006.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.32E-06

3817 ALL 477026.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06

3818 ALL 477046.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-06

3819 ALL 477066.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-06

3820 ALL 477086.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.72E-06

3821 ALL 477106.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-06

3822 ALL 477126.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-06

3823 ALL 477146.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.72E-06

3824 ALL 477166.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-06

3825 ALL 477186.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.47E-06

3826 ALL 477206.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-06

3827 ALL 477226.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.28E-06

3828 ALL 477246.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-06

3829 ALL 477266.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-06

3830 ALL 477286.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-06

3831 ALL 477306.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-06

3832 ALL 477326.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-06

3833 ALL 477346.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.67E-06

3834 ALL 477366.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.60E-06

3835 ALL 477386.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-06

3836 ALL 477406.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-06

3837 ALL 477426.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.40E-06

3838 ALL 477446.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-06

3839 ALL 477466.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.17E-06

3840 ALL 477486.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.11E-06

3841 ALL 477506.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-06

3842 ALL 477526.1 3774864 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-06

3843 ALL 475946.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-06

3844 ALL 475966.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-06

3845 ALL 475986.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.78E-06

3846 ALL 476006.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06

3847 ALL 476026.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.06E-06

3848 ALL 476046.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-06



3849 ALL 476066.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06

3850 ALL 476086.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-06

3851 ALL 476106.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-06

3852 ALL 476126.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-06

3853 ALL 476146.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-06

3854 ALL 476166.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-06

3855 ALL 476186.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.34E-06

3856 ALL 476206.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-06

3857 ALL 476226.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-06

3858 ALL 476246.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06

3859 ALL 476266.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.02E-06

3860 ALL 476286.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.19E-06

3861 ALL 476306.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.35E-06

3862 ALL 476326.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-06

3863 ALL 476346.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.67E-06

3864 ALL 476366.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.81E-06

3865 ALL 476386.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.94E-06

3866 ALL 476406.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.07E-06

3867 ALL 476426.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-06

3868 ALL 476446.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.28E-06

3869 ALL 476466.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.37E-06

3870 ALL 476486.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.45E-06

3871 ALL 476506.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.50E-06

3872 ALL 476526.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-06

3873 ALL 476546.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-06

3874 ALL 476566.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.57E-06

3875 ALL 476586.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.56E-06

3876 ALL 476606.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.54E-06

3877 ALL 476626.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.49E-06

3878 ALL 476646.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.43E-06

3879 ALL 476666.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.36E-06

3880 ALL 476686.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.27E-06

3881 ALL 476706.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.18E-06

3882 ALL 476726.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.07E-06

3883 ALL 476746.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.95E-06

3884 ALL 476766.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-06

3885 ALL 476786.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.69E-06

3886 ALL 476806.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.55E-06

3887 ALL 476826.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-06

3888 ALL 476846.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.26E-06

3889 ALL 476866.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.11E-06

3890 ALL 476886.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.96E-06

3891 ALL 476906.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-06

3892 ALL 476926.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.66E-06

3893 ALL 476946.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-06

3894 ALL 476966.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-06

3895 ALL 476986.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.21E-06

3896 ALL 477006.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.07E-06

3897 ALL 477026.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06

3898 ALL 477046.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-06



3899 ALL 477066.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.64E-06

3900 ALL 477086.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-06

3901 ALL 477106.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.24E-06

3902 ALL 477126.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.63E-06

3903 ALL 477146.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-06

3904 ALL 477166.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.41E-06

3905 ALL 477186.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.32E-06

3906 ALL 477206.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.23E-06

3907 ALL 477226.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06

3908 ALL 477246.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.05E-06

3909 ALL 477266.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.90E-06

3910 ALL 477286.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.77E-06

3911 ALL 477306.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.70E-06

3912 ALL 477326.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-06

3913 ALL 477346.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-06

3914 ALL 477366.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.49E-06

3915 ALL 477386.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-06

3916 ALL 477406.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.36E-06

3917 ALL 477426.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.30E-06

3918 ALL 477446.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.16E-06

3919 ALL 477466.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-06

3920 ALL 477486.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-06

3921 ALL 477506.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-06

3922 ALL 477526.1 3774884 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.91E-06

3923 ALL 475946.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-06

3924 ALL 475966.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.51E-06

3925 ALL 475986.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-06

3926 ALL 476006.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.77E-06

3927 ALL 476026.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06

3928 ALL 476046.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.05E-06

3929 ALL 476066.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-06

3930 ALL 476086.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-06

3931 ALL 476106.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-06

3932 ALL 476126.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-06

3933 ALL 476146.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-06

3934 ALL 476166.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.92E-06

3935 ALL 476186.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-06

3936 ALL 476206.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-06

3937 ALL 476226.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.39E-06

3938 ALL 476246.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.55E-06

3939 ALL 476266.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.70E-06

3940 ALL 476286.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06

3941 ALL 476306.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.00E-06

3942 ALL 476326.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-06

3943 ALL 476346.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.28E-06

3944 ALL 476366.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.40E-06

3945 ALL 476386.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.52E-06

3946 ALL 476406.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-06

3947 ALL 476426.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-06

3948 ALL 476446.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.83E-06



3949 ALL 476466.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.91E-06

3950 ALL 476486.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.97E-06

3951 ALL 476506.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.02E-06

3952 ALL 476526.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.06E-06

3953 ALL 476546.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-06

3954 ALL 476566.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-06

3955 ALL 476586.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.08E-06

3956 ALL 476606.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.05E-06

3957 ALL 476626.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 8.01E-06

3958 ALL 476646.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.96E-06

3959 ALL 476666.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.90E-06

3960 ALL 476686.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.82E-06

3961 ALL 476706.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.74E-06

3962 ALL 476726.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.64E-06

3963 ALL 476746.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-06

3964 ALL 476766.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E-06

3965 ALL 476786.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.30E-06

3966 ALL 476806.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-06

3967 ALL 476826.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-06

3968 ALL 476846.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-06

3969 ALL 476866.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.79E-06

3970 ALL 476886.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.65E-06

3971 ALL 476906.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-06

3972 ALL 476926.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.38E-06

3973 ALL 476946.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-06

3974 ALL 476966.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-06

3975 ALL 476986.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-06

3976 ALL 477006.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.83E-06

3977 ALL 477026.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.70E-06

3978 ALL 477046.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.57E-06

3979 ALL 477066.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.44E-06

3980 ALL 477086.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.32E-06

3981 ALL 477106.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06

3982 ALL 477126.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.46E-06

3983 ALL 477146.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-06

3984 ALL 477166.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-06

3985 ALL 477186.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.17E-06

3986 ALL 477206.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-06

3987 ALL 477226.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.92E-06

3988 ALL 477246.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.84E-06

3989 ALL 477266.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.74E-06

3990 ALL 477286.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.65E-06

3991 ALL 477306.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.58E-06

3992 ALL 477326.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.51E-06

3993 ALL 477346.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.45E-06

3994 ALL 477366.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.38E-06

3995 ALL 477386.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.32E-06

3996 ALL 477406.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.26E-06

3997 ALL 477426.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-06

3998 ALL 477446.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.07E-06



3999 ALL 477466.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-06

4000 ALL 477486.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-06

4001 ALL 477506.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.87E-06

4002 ALL 477526.1 3774904 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-06

4003 ALL 475946.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.27E-06

4004 ALL 475966.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.38E-06

4005 ALL 475986.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.50E-06

4006 ALL 476006.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-06

4007 ALL 476026.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-06

4008 ALL 476046.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.88E-06

4009 ALL 476066.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-06

4010 ALL 476086.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-06

4011 ALL 476106.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-06

4012 ALL 476126.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.42E-06

4013 ALL 476146.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-06

4014 ALL 476166.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-06

4015 ALL 476186.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.83E-06

4016 ALL 476206.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-06

4017 ALL 476226.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-06

4018 ALL 476246.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.26E-06

4019 ALL 476266.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-06

4020 ALL 476286.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-06

4021 ALL 476306.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.67E-06

4022 ALL 476326.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.80E-06

4023 ALL 476346.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.92E-06

4024 ALL 476366.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-06

4025 ALL 476386.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-06

4026 ALL 476406.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.24E-06

4027 ALL 476426.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.33E-06

4028 ALL 476446.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-06

4029 ALL 476466.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-06

4030 ALL 476486.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.54E-06

4031 ALL 476506.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-06

4032 ALL 476526.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-06

4033 ALL 476546.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-06

4034 ALL 476566.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.64E-06

4035 ALL 476586.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.63E-06

4036 ALL 476606.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.61E-06

4037 ALL 476626.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.58E-06

4038 ALL 476646.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.53E-06

4039 ALL 476666.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.48E-06

4040 ALL 476686.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.41E-06

4041 ALL 476706.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.34E-06

4042 ALL 476726.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.25E-06

4043 ALL 476746.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.16E-06

4044 ALL 476766.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.05E-06

4045 ALL 476786.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-06

4046 ALL 476806.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-06

4047 ALL 476826.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-06

4048 ALL 476846.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-06



4049 ALL 476866.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-06

4050 ALL 476886.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-06

4051 ALL 476906.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-06

4052 ALL 476926.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-06

4053 ALL 476946.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.98E-06

4054 ALL 476966.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-06

4055 ALL 476986.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-06

4056 ALL 477006.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-06

4057 ALL 477026.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.49E-06

4058 ALL 477046.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06

4059 ALL 477066.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-06

4060 ALL 477086.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.13E-06

4061 ALL 477106.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-06

4062 ALL 477126.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.31E-06

4063 ALL 477146.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.20E-06

4064 ALL 477166.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-06

4065 ALL 477186.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-06

4066 ALL 477206.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.88E-06

4067 ALL 477226.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-06

4068 ALL 477246.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-06

4069 ALL 477266.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.61E-06

4070 ALL 477286.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.54E-06

4071 ALL 477306.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.47E-06

4072 ALL 477326.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-06

4073 ALL 477346.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.34E-06

4074 ALL 477366.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.28E-06

4075 ALL 477386.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.22E-06

4076 ALL 477406.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-06

4077 ALL 477426.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-06

4078 ALL 477446.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.97E-06

4079 ALL 477466.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.89E-06

4080 ALL 477486.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.84E-06

4081 ALL 477506.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.79E-06

4082 ALL 477526.1 3774924 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.74E-06

4083 ALL 475946.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.15E-06

4084 ALL 475966.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.26E-06

4085 ALL 475986.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.37E-06

4086 ALL 476006.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-06

4087 ALL 476026.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.60E-06

4088 ALL 476046.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06

4089 ALL 476066.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.85E-06

4090 ALL 476086.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-06

4091 ALL 476106.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-06

4092 ALL 476126.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.22E-06

4093 ALL 476146.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.35E-06

4094 ALL 476166.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-06

4095 ALL 476186.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.60E-06

4096 ALL 476206.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-06

4097 ALL 476226.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-06

4098 ALL 476246.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-06



4099 ALL 476266.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.12E-06

4100 ALL 476286.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.24E-06

4101 ALL 476306.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-06

4102 ALL 476326.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-06

4103 ALL 476346.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.59E-06

4104 ALL 476366.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.69E-06

4105 ALL 476386.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-06

4106 ALL 476406.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.87E-06

4107 ALL 476426.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.95E-06

4108 ALL 476446.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-06

4109 ALL 476466.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-06

4110 ALL 476486.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-06

4111 ALL 476506.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-06

4112 ALL 476526.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-06

4113 ALL 476546.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-06

4114 ALL 476566.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-06

4115 ALL 476586.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.23E-06

4116 ALL 476606.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.21E-06

4117 ALL 476626.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.18E-06

4118 ALL 476646.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.14E-06

4119 ALL 476666.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.09E-06

4120 ALL 476686.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.03E-06

4121 ALL 476706.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.97E-06

4122 ALL 476726.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.89E-06

4123 ALL 476746.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-06

4124 ALL 476766.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.72E-06

4125 ALL 476786.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-06

4126 ALL 476806.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-06

4127 ALL 476826.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.42E-06

4128 ALL 476846.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-06

4129 ALL 476866.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-06

4130 ALL 476886.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.09E-06

4131 ALL 476906.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.97E-06

4132 ALL 476926.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.86E-06

4133 ALL 476946.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-06

4134 ALL 476966.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-06

4135 ALL 476986.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-06

4136 ALL 477006.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-06

4137 ALL 477026.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-06

4138 ALL 477046.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-06

4139 ALL 477066.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-06

4140 ALL 477086.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.96E-06

4141 ALL 477106.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-06

4142 ALL 477126.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06

4143 ALL 477146.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.06E-06

4144 ALL 477166.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-06

4145 ALL 477186.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-06

4146 ALL 477206.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.76E-06

4147 ALL 477226.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.63E-06

4148 ALL 477246.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.56E-06



4149 ALL 477266.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.50E-06

4150 ALL 477286.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.43E-06

4151 ALL 477306.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.37E-06

4152 ALL 477326.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-06

4153 ALL 477346.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.24E-06

4154 ALL 477366.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.19E-06

4155 ALL 477386.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.13E-06

4156 ALL 477406.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-06

4157 ALL 477426.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.92E-06

4158 ALL 477446.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-06

4159 ALL 477466.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.80E-06

4160 ALL 477486.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-06

4161 ALL 477506.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.71E-06

4162 ALL 477526.1 3774944 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.67E-06

4163 ALL 475946.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.04E-06

4164 ALL 475966.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.14E-06

4165 ALL 475986.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-06

4166 ALL 476006.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-06

4167 ALL 476026.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.46E-06

4168 ALL 476046.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.58E-06

4169 ALL 476066.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-06

4170 ALL 476086.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.80E-06

4171 ALL 476106.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06

4172 ALL 476126.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.04E-06

4173 ALL 476146.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.15E-06

4174 ALL 476166.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.27E-06

4175 ALL 476186.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.39E-06

4176 ALL 476206.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-06

4177 ALL 476226.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.63E-06

4178 ALL 476246.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.74E-06

4179 ALL 476266.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.85E-06

4180 ALL 476286.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-06

4181 ALL 476306.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-06

4182 ALL 476326.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-06

4183 ALL 476346.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.28E-06

4184 ALL 476366.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.37E-06

4185 ALL 476386.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.46E-06

4186 ALL 476406.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.53E-06

4187 ALL 476426.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.61E-06

4188 ALL 476446.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-06

4189 ALL 476466.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-06

4190 ALL 476486.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-06

4191 ALL 476506.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-06

4192 ALL 476526.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-06

4193 ALL 476546.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06

4194 ALL 476566.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.86E-06

4195 ALL 476586.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.85E-06

4196 ALL 476606.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.84E-06

4197 ALL 476626.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.81E-06

4198 ALL 476646.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.78E-06



4199 ALL 476666.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.73E-06

4200 ALL 476686.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.68E-06

4201 ALL 476706.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.62E-06

4202 ALL 476726.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.56E-06

4203 ALL 476746.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-06

4204 ALL 476766.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-06

4205 ALL 476786.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-06

4206 ALL 476806.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-06

4207 ALL 476826.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-06

4208 ALL 476846.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.04E-06

4209 ALL 476866.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-06

4210 ALL 476886.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.83E-06

4211 ALL 476906.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-06

4212 ALL 476926.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-06

4213 ALL 476946.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.52E-06

4214 ALL 476966.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-06

4215 ALL 476986.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.30E-06

4216 ALL 477006.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.20E-06

4217 ALL 477026.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-06

4218 ALL 477046.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-06

4219 ALL 477066.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-06

4220 ALL 477086.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-06

4221 ALL 477106.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.13E-06

4222 ALL 477126.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-06

4223 ALL 477146.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-06

4224 ALL 477166.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.85E-06

4225 ALL 477186.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.78E-06

4226 ALL 477206.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.64E-06

4227 ALL 477226.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.52E-06

4228 ALL 477246.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.46E-06

4229 ALL 477266.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.39E-06

4230 ALL 477286.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.33E-06

4231 ALL 477306.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.27E-06

4232 ALL 477326.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.21E-06

4233 ALL 477346.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.15E-06

4234 ALL 477366.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.10E-06

4235 ALL 477386.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.04E-06

4236 ALL 477406.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.94E-06

4237 ALL 477426.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.83E-06

4238 ALL 477446.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.77E-06

4239 ALL 477466.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.73E-06

4240 ALL 477486.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-06

4241 ALL 477506.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.64E-06

4242 ALL 477526.1 3774964 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.60E-06

4243 ALL 475946.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.93E-06

4244 ALL 475966.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.03E-06

4245 ALL 475986.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.12E-06

4246 ALL 476006.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.22E-06

4247 ALL 476026.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.33E-06

4248 ALL 476046.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.43E-06



4249 ALL 476066.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.54E-06

4250 ALL 476086.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.64E-06

4251 ALL 476106.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.75E-06

4252 ALL 476126.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.86E-06

4253 ALL 476146.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.97E-06

4254 ALL 476166.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.07E-06

4255 ALL 476186.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.18E-06

4256 ALL 476206.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-06

4257 ALL 476226.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-06

4258 ALL 476246.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.51E-06

4259 ALL 476266.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-06

4260 ALL 476286.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.71E-06

4261 ALL 476306.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.81E-06

4262 ALL 476326.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.91E-06

4263 ALL 476346.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.99E-06

4264 ALL 476366.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.08E-06

4265 ALL 476386.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.15E-06

4266 ALL 476406.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.23E-06

4267 ALL 476426.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.29E-06

4268 ALL 476446.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.35E-06

4269 ALL 476466.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.40E-06

4270 ALL 476486.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.44E-06

4271 ALL 476506.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.47E-06

4272 ALL 476526.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-06

4273 ALL 476546.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-06

4274 ALL 476566.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.52E-06

4275 ALL 476586.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.51E-06

4276 ALL 476606.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.50E-06

4277 ALL 476626.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.48E-06

4278 ALL 476646.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.45E-06

4279 ALL 476666.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.41E-06

4280 ALL 476686.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.36E-06

4281 ALL 476706.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.31E-06

4282 ALL 476726.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.25E-06

4283 ALL 476746.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-06

4284 ALL 476766.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.11E-06

4285 ALL 476786.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.03E-06

4286 ALL 476806.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.95E-06

4287 ALL 476826.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-06

4288 ALL 476846.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.78E-06

4289 ALL 476866.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-06

4290 ALL 476886.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.59E-06

4291 ALL 476906.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.50E-06

4292 ALL 476926.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.40E-06

4293 ALL 476946.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.31E-06

4294 ALL 476966.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.21E-06

4295 ALL 476986.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.11E-06

4296 ALL 477006.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-06

4297 ALL 477026.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06

4298 ALL 477046.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.82E-06



4299 ALL 477066.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.73E-06

4300 ALL 477086.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.08E-06

4301 ALL 477106.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-06

4302 ALL 477126.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.87E-06

4303 ALL 477146.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.80E-06

4304 ALL 477166.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.73E-06

4305 ALL 477186.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.66E-06

4306 ALL 477206.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.53E-06

4307 ALL 477226.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.41E-06

4308 ALL 477246.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.35E-06

4309 ALL 477266.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.29E-06

4310 ALL 477286.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.23E-06

4311 ALL 477306.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.18E-06

4312 ALL 477326.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.12E-06

4313 ALL 477346.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.06E-06

4314 ALL 477366.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.01E-06

4315 ALL 477386.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.96E-06

4316 ALL 477406.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.86E-06

4317 ALL 477426.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.76E-06

4318 ALL 477446.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.70E-06

4319 ALL 477466.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.65E-06

4320 ALL 477486.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.61E-06

4321 ALL 477506.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.57E-06

4322 ALL 477526.1 3774984 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.53E-06

4323 ALL 475946.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.82E-06

4324 ALL 475966.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.91E-06

4325 ALL 475986.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.01E-06

4326 ALL 476006.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.10E-06

4327 ALL 476026.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.19E-06

4328 ALL 476046.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.30E-06

4329 ALL 476066.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.39E-06

4330 ALL 476086.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.49E-06

4331 ALL 476106.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.59E-06

4332 ALL 476126.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.69E-06

4333 ALL 476146.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.79E-06

4334 ALL 476166.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.89E-06

4335 ALL 476186.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-06

4336 ALL 476206.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.09E-06

4337 ALL 476226.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-06

4338 ALL 476246.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.29E-06

4339 ALL 476266.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.38E-06

4340 ALL 476286.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-06

4341 ALL 476306.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.56E-06

4342 ALL 476326.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.65E-06

4343 ALL 476346.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-06

4344 ALL 476366.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.80E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.80E-06

4345 ALL 476386.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.87E-06

4346 ALL 476406.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.94E-06

4347 ALL 476426.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.00E-06

4348 ALL 476446.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.05E-06



4349 ALL 476466.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-06

4350 ALL 476486.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.13E-06

4351 ALL 476506.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.16E-06

4352 ALL 476526.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.18E-06

4353 ALL 476546.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-06

4354 ALL 476566.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-06

4355 ALL 476586.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.20E-06

4356 ALL 476606.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.19E-06

4357 ALL 476626.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.17E-06

4358 ALL 476646.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.14E-06

4359 ALL 476666.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.10E-06

4360 ALL 476686.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.06E-06

4361 ALL 476706.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 6.02E-06

4362 ALL 476726.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.96E-06

4363 ALL 476746.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.90E-06

4364 ALL 476766.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.84E-06

4365 ALL 476786.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.77E-06

4366 ALL 476806.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.69E-06

4367 ALL 476826.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.62E-06

4368 ALL 476846.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.54E-06

4369 ALL 476866.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.45E-06

4370 ALL 476886.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.37E-06

4371 ALL 476906.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.28E-06

4372 ALL 476926.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.19E-06

4373 ALL 476946.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.10E-06

4374 ALL 476966.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.01E-06

4375 ALL 476986.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.92E-06

4376 ALL 477006.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.83E-06

4377 ALL 477026.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.74E-06

4378 ALL 477046.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.66E-06

4379 ALL 477066.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.57E-06

4380 ALL 477086.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.94E-06

4381 ALL 477106.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-06

4382 ALL 477126.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.75E-06

4383 ALL 477146.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.68E-06

4384 ALL 477166.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.62E-06

4385 ALL 477186.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.55E-06

4386 ALL 477206.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.42E-06

4387 ALL 477226.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.31E-06

4388 ALL 477246.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.25E-06

4389 ALL 477266.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.20E-06

4390 ALL 477286.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.14E-06

4391 ALL 477306.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.09E-06

4392 ALL 477326.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.03E-06

4393 ALL 477346.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.98E-06

4394 ALL 477366.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.93E-06

4395 ALL 477386.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.88E-06

4396 ALL 477406.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.78E-06

4397 ALL 477426.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.68E-06

4398 ALL 477446.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.63E-06



4399 ALL 477466.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.58E-06

4400 ALL 477486.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.54E-06

4401 ALL 477506.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.50E-06

4402 ALL 477526.1 3775004 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 2.46E-06

4403 ALL 475946.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.72E-06

4404 ALL 475966.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.81E-06

4405 ALL 475986.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.89E-06

4406 ALL 476006.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 3.98E-06

4407 ALL 476026.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.07E-06

4408 ALL 476046.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.16E-06

4409 ALL 476066.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.25E-06

4410 ALL 476086.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.35E-06

4411 ALL 476106.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.44E-06

4412 ALL 476126.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.53E-06

4413 ALL 476146.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.62E-06

4414 ALL 476166.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.71E-06

4415 ALL 476186.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.81E-06

4416 ALL 476206.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.90E-06

4417 ALL 476226.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 4.99E-06

4418 ALL 476246.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.08E-06

4419 ALL 476266.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.16E-06

4420 ALL 476286.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.25E-06

4421 ALL 476306.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.33E-06

4422 ALL 476326.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.41E-06

4423 ALL 476346.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.48E-06

4424 ALL 476366.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.55E-06

4425 ALL 476386.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.61E-06

4426 ALL 476406.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.68E-06

4427 ALL 476426.1 3775024 NonCancerChronicDerived_InhSoilDermMMilkCrops0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-06 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 5.73E-06

3.70E-04



HARP2 - HRACalc (dated 22118) 12/6/2022 1:30:30 PM - Output Log

GLCs loaded successfully
Pollutants loaded successfully
Pathway receptors loaded successfully
**********************************
RISK SCENARIO SETTINGS

Receptor Type: Resident
Scenario: Cancer
Calculation Method: Derived

**********************************
EXPOSURE DURATION PARAMETERS FOR CANCER

Start Age: 14
Total Exposure Duration: 4

Exposure Duration Bin Distribution
3rd Trimester Bin: 0
0<2 Years Bin: 0
2<9 Years Bin: 0
2<16 Years Bin: 2
16<30 Years Bin: 2
16 to 70 Years Bin: 0

**********************************
PATHWAYS ENABLED

NOTE: Inhalation is always enabled and used for all assessments.  The remaining 
pathways are only used for cancer and noncancer chronic assessments.

Inhalation: True
Soil: True
Dermal: True
Mother's milk: True
Water: False
Fish: False
Homegrown crops: True
Beef: False
Dairy: False
Pig: False
Chicken: False
Egg: False

**********************************
INHALATION

Daily breathing rate: RMP



**Worker Adjustment Factors**
Worker adjustment factors enabled: NO

**Fraction at time at home**
3rd Trimester to 16 years: OFF
16 years to 70 years: OFF

**********************************
SOIL & DERMAL PATHWAY SETTINGS

Deposition rate (m/s): 0.02
Soil mixing depth (m): 0.01
Dermal climate: Warm

**********************************
HOMEGROWN CROP PATHWAY SETTINGS

Household type: HouseholdsthatGarden
Fraction leafy: 0.137
Fraction exposed: 0.137
Fraction protected: 0.137
Fraction root: 0.137

**********************************
TIER 2 SETTINGS

Tier2 adjustments were used in this assessment.  Please see the input file for 
details.
Tier2 - What was changed: ED or start age changed|
Calculating cancer risk
Cancer risk breakdown by pollutant and receptor saved to: 
C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6thRosaOP\hra\OpStudentCwMitCancerRisk.csv
Cancer risk total by receptor saved to: C:\Users\dlarocca\Desktop\Air Quality 
Work\HARP2\6thRosaOP\hra\OpStudentCwMitCancerRiskSumByRec.csv
HRA ran successfully



*HARP - HRACalc v22118 12/6/2022 1:30:30 PM - Cancer Risk -  Input File: C:\Users\dlarocca\Desktop\Air Quality Work\HARP2\6thRosaOP\hra\OpStudentCwMitHRAInput.hra

REC GRP NETID X Y RISK_SUM SCENARIO INH_RISK SOIL_RISK DERMAL_RISKMMILK_RISKWATER_RISKFISH_RISK CROP_RISK BEEF_RISK DAIRY_RISKPIG_RISK CHICKEN_RISKEGG_RISK

1 ALL 476426.1 3773784 3.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2 ALL 476446.1 3773784 3.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3 ALL 476466.1 3773784 3.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4 ALL 476486.1 3773784 3.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

5 ALL 476506.1 3773784 3.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

6 ALL 476526.1 3773784 3.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

7 ALL 476546.1 3773784 3.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

8 ALL 475526.1 3773804 1.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

9 ALL 475546.1 3773804 1.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

10 ALL 475566.1 3773804 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

11 ALL 475586.1 3773804 1.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

12 ALL 475606.1 3773804 1.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

13 ALL 475626.1 3773804 1.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

14 ALL 475646.1 3773804 1.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

15 ALL 475666.1 3773804 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

16 ALL 475686.1 3773804 1.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

17 ALL 475706.1 3773804 1.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

18 ALL 475726.1 3773804 1.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

19 ALL 475746.1 3773804 1.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

20 ALL 475766.1 3773804 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

21 ALL 475786.1 3773804 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

22 ALL 475806.1 3773804 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

23 ALL 475826.1 3773804 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

24 ALL 475846.1 3773804 1.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

25 ALL 475866.1 3773804 1.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

26 ALL 475886.1 3773804 1.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

27 ALL 475906.1 3773804 2.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

28 ALL 475926.1 3773804 2.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

29 ALL 475946.1 3773804 2.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

30 ALL 475966.1 3773804 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

31 ALL 475986.1 3773804 2.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

32 ALL 476006.1 3773804 2.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

33 ALL 476426.1 3773804 3.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

34 ALL 476446.1 3773804 3.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

35 ALL 476466.1 3773804 3.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

36 ALL 476486.1 3773804 3.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

37 ALL 476506.1 3773804 3.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

38 ALL 476526.1 3773804 3.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

39 ALL 476546.1 3773804 3.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

40 ALL 476566.1 3773804 3.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

41 ALL 476586.1 3773804 3.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

42 ALL 476606.1 3773804 4.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



43 ALL 476626.1 3773804 4.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

44 ALL 476646.1 3773804 4.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

45 ALL 476666.1 3773804 4.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

46 ALL 476686.1 3773804 5.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

47 ALL 476706.1 3773804 5.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

48 ALL 476726.1 3773804 6.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

49 ALL 476746.1 3773804 7.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

50 ALL 476766.1 3773804 8.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

51 ALL 476786.1 3773804 1.13E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

52 ALL 476846.1 3773804 1.75E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

53 ALL 476866.1 3773804 1.52E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

54 ALL 476886.1 3773804 1.42E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

55 ALL 476906.1 3773804 1.37E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

56 ALL 476926.1 3773804 1.34E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

57 ALL 476946.1 3773804 1.34E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

58 ALL 476966.1 3773804 1.34E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

59 ALL 476986.1 3773804 1.38E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

60 ALL 477006.1 3773804 1.48E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

61 ALL 477026.1 3773804 1.73E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

62 ALL 477046.1 3773804 1.47E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

63 ALL 475526.1 3773824 1.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

64 ALL 475546.1 3773824 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

65 ALL 475566.1 3773824 1.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

66 ALL 475586.1 3773824 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

67 ALL 475606.1 3773824 1.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

68 ALL 475626.1 3773824 1.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

69 ALL 475646.1 3773824 1.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

70 ALL 475666.1 3773824 1.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

71 ALL 475686.1 3773824 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

72 ALL 475706.1 3773824 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

73 ALL 475726.1 3773824 1.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

74 ALL 475746.1 3773824 1.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

75 ALL 475766.1 3773824 1.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

76 ALL 475786.1 3773824 1.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

77 ALL 475806.1 3773824 1.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

78 ALL 475826.1 3773824 1.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

79 ALL 475846.1 3773824 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

80 ALL 475866.1 3773824 1.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

81 ALL 475886.1 3773824 2.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

82 ALL 475906.1 3773824 2.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

83 ALL 475926.1 3773824 2.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

84 ALL 475946.1 3773824 2.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

85 ALL 475966.1 3773824 2.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

86 ALL 475986.1 3773824 2.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



87 ALL 476006.1 3773824 2.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

88 ALL 476426.1 3773824 3.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

89 ALL 476446.1 3773824 3.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

90 ALL 476466.1 3773824 3.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

91 ALL 476486.1 3773824 3.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

92 ALL 476506.1 3773824 3.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

93 ALL 476526.1 3773824 3.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

94 ALL 476546.1 3773824 3.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

95 ALL 476566.1 3773824 4.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

96 ALL 476586.1 3773824 4.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

97 ALL 476606.1 3773824 4.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

98 ALL 476626.1 3773824 4.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

99 ALL 476646.1 3773824 4.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

100 ALL 476666.1 3773824 4.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

101 ALL 476686.1 3773824 5.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

102 ALL 476706.1 3773824 5.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

103 ALL 476726.1 3773824 6.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

104 ALL 476746.1 3773824 7.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

105 ALL 476766.1 3773824 8.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

106 ALL 476786.1 3773824 1.14E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

107 ALL 476846.1 3773824 1.59E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

108 ALL 476866.1 3773824 1.29E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

109 ALL 476886.1 3773824 1.15E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

110 ALL 476906.1 3773824 1.08E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

111 ALL 476926.1 3773824 1.04E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

112 ALL 476946.1 3773824 1.02E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

113 ALL 476966.1 3773824 1.01E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

114 ALL 476986.1 3773824 1.03E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

115 ALL 477006.1 3773824 1.08E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

116 ALL 477026.1 3773824 1.18E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

117 ALL 477046.1 3773824 1.37E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

118 ALL 477066.1 3773824 1.72E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

119 ALL 477086.1 3773824 1.50E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

120 ALL 475526.1 3773844 1.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

121 ALL 475546.1 3773844 1.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

122 ALL 475566.1 3773844 1.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

123 ALL 475586.1 3773844 1.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

124 ALL 475606.1 3773844 1.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

125 ALL 475626.1 3773844 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

126 ALL 475646.1 3773844 1.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

127 ALL 475666.1 3773844 1.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

128 ALL 475686.1 3773844 1.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

129 ALL 475706.1 3773844 1.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

130 ALL 475726.1 3773844 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



131 ALL 475746.1 3773844 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

132 ALL 475766.1 3773844 1.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

133 ALL 475786.1 3773844 1.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

134 ALL 475806.1 3773844 1.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

135 ALL 475826.1 3773844 1.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

136 ALL 475846.1 3773844 1.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

137 ALL 475866.1 3773844 2.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

138 ALL 475886.1 3773844 2.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

139 ALL 475906.1 3773844 2.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

140 ALL 475926.1 3773844 2.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

141 ALL 475946.1 3773844 2.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

142 ALL 475966.1 3773844 2.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

143 ALL 475986.1 3773844 2.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

144 ALL 476006.1 3773844 2.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

145 ALL 476426.1 3773844 3.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

146 ALL 476446.1 3773844 3.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

147 ALL 476466.1 3773844 3.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

148 ALL 476486.1 3773844 3.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

149 ALL 476506.1 3773844 3.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

150 ALL 476526.1 3773844 4.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

151 ALL 476546.1 3773844 4.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

152 ALL 476566.1 3773844 4.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

153 ALL 476586.1 3773844 4.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

154 ALL 476606.1 3773844 4.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

155 ALL 476626.1 3773844 4.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

156 ALL 476646.1 3773844 4.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

157 ALL 476666.1 3773844 5.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

158 ALL 476686.1 3773844 5.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

159 ALL 476706.1 3773844 5.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

160 ALL 476726.1 3773844 6.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

161 ALL 476746.1 3773844 7.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

162 ALL 476766.1 3773844 8.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

163 ALL 476786.1 3773844 1.15E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

164 ALL 476846.1 3773844 1.53E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

165 ALL 476866.1 3773844 1.20E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

166 ALL 476886.1 3773844 1.04E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

167 ALL 476906.1 3773844 9.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

168 ALL 476926.1 3773844 9.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

169 ALL 476946.1 3773844 8.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

170 ALL 476966.1 3773844 8.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

171 ALL 476986.1 3773844 8.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

172 ALL 477006.1 3773844 8.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

173 ALL 477026.1 3773844 9.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

174 ALL 477046.1 3773844 1.02E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



175 ALL 477066.1 3773844 1.15E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

176 ALL 477086.1 3773844 1.39E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

177 ALL 477106.1 3773844 1.52E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

178 ALL 475526.1 3773864 1.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

179 ALL 475546.1 3773864 1.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

180 ALL 475566.1 3773864 1.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

181 ALL 475586.1 3773864 1.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

182 ALL 475606.1 3773864 1.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

183 ALL 475626.1 3773864 1.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

184 ALL 475646.1 3773864 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

185 ALL 475666.1 3773864 1.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

186 ALL 475686.1 3773864 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

187 ALL 475706.1 3773864 1.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

188 ALL 475726.1 3773864 1.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

189 ALL 475746.1 3773864 1.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

190 ALL 475766.1 3773864 1.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

191 ALL 475786.1 3773864 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

192 ALL 475806.1 3773864 1.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

193 ALL 475826.1 3773864 1.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

194 ALL 475846.1 3773864 1.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

195 ALL 475866.1 3773864 2.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

196 ALL 475886.1 3773864 2.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

197 ALL 475906.1 3773864 2.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

198 ALL 475926.1 3773864 2.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

199 ALL 475946.1 3773864 2.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

200 ALL 475966.1 3773864 2.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

201 ALL 475986.1 3773864 2.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

202 ALL 476006.1 3773864 2.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

203 ALL 476026.1 3773864 2.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

204 ALL 476426.1 3773864 3.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

205 ALL 476446.1 3773864 3.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

206 ALL 476466.1 3773864 4.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

207 ALL 476486.1 3773864 4.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

208 ALL 476506.1 3773864 4.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

209 ALL 476526.1 3773864 4.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

210 ALL 476546.1 3773864 4.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

211 ALL 476566.1 3773864 4.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

212 ALL 476586.1 3773864 4.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

213 ALL 476606.1 3773864 4.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

214 ALL 476626.1 3773864 4.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

215 ALL 476646.1 3773864 5.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

216 ALL 476666.1 3773864 5.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

217 ALL 476686.1 3773864 5.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

218 ALL 476706.1 3773864 6.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



219 ALL 476726.1 3773864 6.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

220 ALL 476746.1 3773864 7.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

221 ALL 476766.1 3773864 9.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

222 ALL 476786.1 3773864 1.16E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

223 ALL 476846.1 3773864 1.51E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

224 ALL 476866.1 3773864 1.16E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

225 ALL 476886.1 3773864 9.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

226 ALL 476906.1 3773864 8.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

227 ALL 476926.1 3773864 8.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

228 ALL 476946.1 3773864 7.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

229 ALL 476966.1 3773864 7.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

230 ALL 476986.1 3773864 7.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

231 ALL 477006.1 3773864 7.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

232 ALL 477026.1 3773864 7.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

233 ALL 477046.1 3773864 8.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

234 ALL 477066.1 3773864 9.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

235 ALL 477086.1 3773864 1.00E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

236 ALL 477106.1 3773864 1.16E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

237 ALL 475526.1 3773884 1.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

238 ALL 475546.1 3773884 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

239 ALL 475566.1 3773884 1.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

240 ALL 475586.1 3773884 1.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

241 ALL 475606.1 3773884 1.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

242 ALL 475626.1 3773884 1.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

243 ALL 475646.1 3773884 1.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

244 ALL 475666.1 3773884 1.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

245 ALL 475686.1 3773884 1.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

246 ALL 475706.1 3773884 1.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

247 ALL 475726.1 3773884 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

248 ALL 475746.1 3773884 1.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

249 ALL 475766.1 3773884 1.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

250 ALL 475786.1 3773884 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

251 ALL 475806.1 3773884 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

252 ALL 475826.1 3773884 1.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

253 ALL 475846.1 3773884 2.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

254 ALL 475866.1 3773884 2.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

255 ALL 475886.1 3773884 2.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

256 ALL 475906.1 3773884 2.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

257 ALL 475926.1 3773884 2.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

258 ALL 475946.1 3773884 2.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

259 ALL 475966.1 3773884 2.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

260 ALL 475986.1 3773884 2.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

261 ALL 476006.1 3773884 2.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

262 ALL 476026.1 3773884 2.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



263 ALL 476046.1 3773884 2.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

264 ALL 476426.1 3773884 4.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

265 ALL 476446.1 3773884 4.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

266 ALL 476466.1 3773884 4.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

267 ALL 476486.1 3773884 4.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

268 ALL 476506.1 3773884 4.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

269 ALL 476526.1 3773884 4.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

270 ALL 476546.1 3773884 4.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

271 ALL 476566.1 3773884 4.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

272 ALL 476586.1 3773884 4.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

273 ALL 476606.1 3773884 4.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

274 ALL 476626.1 3773884 5.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

275 ALL 476646.1 3773884 5.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

276 ALL 476666.1 3773884 5.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

277 ALL 476686.1 3773884 5.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

278 ALL 476706.1 3773884 6.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

279 ALL 476726.1 3773884 6.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

280 ALL 476746.1 3773884 7.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

281 ALL 476766.1 3773884 9.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

282 ALL 476786.1 3773884 1.17E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

283 ALL 476846.1 3773884 1.51E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

284 ALL 476866.1 3773884 1.15E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

285 ALL 476886.1 3773884 9.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

286 ALL 476906.1 3773884 8.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

287 ALL 476926.1 3773884 7.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

288 ALL 476946.1 3773884 7.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

289 ALL 476966.1 3773884 7.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

290 ALL 476986.1 3773884 7.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

291 ALL 477006.1 3773884 7.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

292 ALL 477026.1 3773884 7.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

293 ALL 477046.1 3773884 7.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

294 ALL 477066.1 3773884 7.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

295 ALL 477086.1 3773884 8.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

296 ALL 477106.1 3773884 8.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

297 ALL 475526.1 3773904 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

298 ALL 475546.1 3773904 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

299 ALL 475566.1 3773904 1.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

300 ALL 475586.1 3773904 1.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

301 ALL 475606.1 3773904 1.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

302 ALL 475626.1 3773904 1.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

303 ALL 475646.1 3773904 1.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

304 ALL 475666.1 3773904 1.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

305 ALL 475686.1 3773904 1.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

306 ALL 475706.1 3773904 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



307 ALL 475726.1 3773904 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

308 ALL 475746.1 3773904 1.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

309 ALL 475766.1 3773904 1.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

310 ALL 475786.1 3773904 1.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

311 ALL 475806.1 3773904 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

312 ALL 475826.1 3773904 1.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

313 ALL 475846.1 3773904 2.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

314 ALL 475866.1 3773904 2.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

315 ALL 475886.1 3773904 2.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

316 ALL 475906.1 3773904 2.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

317 ALL 475926.1 3773904 2.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

318 ALL 475946.1 3773904 2.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

319 ALL 475966.1 3773904 2.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

320 ALL 475986.1 3773904 2.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

321 ALL 476006.1 3773904 2.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

322 ALL 476026.1 3773904 2.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

323 ALL 476046.1 3773904 2.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

324 ALL 476066.1 3773904 2.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

325 ALL 476426.1 3773904 4.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

326 ALL 476446.1 3773904 4.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

327 ALL 476466.1 3773904 4.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

328 ALL 476486.1 3773904 4.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

329 ALL 476506.1 3773904 4.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

330 ALL 476526.1 3773904 4.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

331 ALL 476546.1 3773904 4.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

332 ALL 476566.1 3773904 4.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

333 ALL 476586.1 3773904 5.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

334 ALL 476606.1 3773904 5.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

335 ALL 476626.1 3773904 5.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

336 ALL 476646.1 3773904 5.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

337 ALL 476666.1 3773904 5.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

338 ALL 476686.1 3773904 6.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

339 ALL 476706.1 3773904 6.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

340 ALL 476726.1 3773904 7.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

341 ALL 476746.1 3773904 7.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

342 ALL 476766.1 3773904 9.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

343 ALL 476786.1 3773904 1.18E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

344 ALL 476798.7 3773911 1.48E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

345 ALL 476846.1 3773904 1.52E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

346 ALL 476866.1 3773904 1.14E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

347 ALL 476886.1 3773904 9.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

348 ALL 476906.1 3773904 8.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

349 ALL 476926.1 3773904 7.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

350 ALL 476946.1 3773904 7.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



351 ALL 476966.1 3773904 6.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

352 ALL 476986.1 3773904 6.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

353 ALL 477006.1 3773904 6.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

354 ALL 477026.1 3773904 6.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

355 ALL 477046.1 3773904 6.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

356 ALL 477066.1 3773904 6.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

357 ALL 477086.1 3773904 7.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

358 ALL 477106.1 3773904 7.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

359 ALL 475526.1 3773924 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

360 ALL 475546.1 3773924 1.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

361 ALL 475566.1 3773924 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

362 ALL 475586.1 3773924 1.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

363 ALL 475606.1 3773924 1.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

364 ALL 475626.1 3773924 1.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

365 ALL 475646.1 3773924 1.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

366 ALL 475666.1 3773924 1.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

367 ALL 475686.1 3773924 1.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

368 ALL 475706.1 3773924 1.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

369 ALL 475726.1 3773924 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

370 ALL 475746.1 3773924 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

371 ALL 475766.1 3773924 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

372 ALL 475786.1 3773924 1.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

373 ALL 475806.1 3773924 1.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

374 ALL 475826.1 3773924 2.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

375 ALL 475846.1 3773924 2.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

376 ALL 475866.1 3773924 2.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

377 ALL 475886.1 3773924 2.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

378 ALL 475906.1 3773924 2.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

379 ALL 475926.1 3773924 2.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

380 ALL 475946.1 3773924 2.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

381 ALL 475966.1 3773924 2.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

382 ALL 475986.1 3773924 2.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

383 ALL 476006.1 3773924 2.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

384 ALL 476026.1 3773924 2.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

385 ALL 476046.1 3773924 2.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

386 ALL 476066.1 3773924 3.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

387 ALL 476086.1 3773924 3.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

388 ALL 476426.1 3773924 4.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

389 ALL 476446.1 3773924 4.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

390 ALL 476466.1 3773924 4.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

391 ALL 476486.1 3773924 4.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

392 ALL 476506.1 3773924 4.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

393 ALL 476526.1 3773924 4.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

394 ALL 476546.1 3773924 5.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



395 ALL 476566.1 3773924 5.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

396 ALL 476586.1 3773924 5.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

397 ALL 476606.1 3773924 5.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

398 ALL 476626.1 3773924 5.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

399 ALL 476646.1 3773924 5.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

400 ALL 476666.1 3773924 5.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

401 ALL 476686.1 3773924 6.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

402 ALL 476706.1 3773924 6.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

403 ALL 476726.1 3773924 7.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

404 ALL 476746.1 3773924 8.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

405 ALL 476766.1 3773924 9.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

406 ALL 476786.1 3773924 1.19E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

407 ALL 476846.1 3773924 1.53E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

408 ALL 476866.1 3773924 1.14E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

409 ALL 476886.1 3773924 9.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

410 ALL 476906.1 3773924 8.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

411 ALL 476926.1 3773924 7.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

412 ALL 476946.1 3773924 7.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

413 ALL 476966.1 3773924 6.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

414 ALL 476986.1 3773924 6.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

415 ALL 477006.1 3773924 6.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

416 ALL 477026.1 3773924 6.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

417 ALL 477046.1 3773924 6.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

418 ALL 477066.1 3773924 6.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

419 ALL 477086.1 3773924 6.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

420 ALL 477106.1 3773924 6.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

421 ALL 475526.1 3773944 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

422 ALL 475546.1 3773944 1.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

423 ALL 475566.1 3773944 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

424 ALL 475586.1 3773944 1.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

425 ALL 475606.1 3773944 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

426 ALL 475626.1 3773944 1.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

427 ALL 475646.1 3773944 1.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

428 ALL 475666.1 3773944 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

429 ALL 475686.1 3773944 1.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

430 ALL 475706.1 3773944 1.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

431 ALL 475726.1 3773944 1.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

432 ALL 475746.1 3773944 1.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

433 ALL 475766.1 3773944 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

434 ALL 475786.1 3773944 1.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

435 ALL 475806.1 3773944 1.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

436 ALL 475826.1 3773944 2.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

437 ALL 475846.1 3773944 2.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

438 ALL 475866.1 3773944 2.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



439 ALL 475886.1 3773944 2.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

440 ALL 475906.1 3773944 2.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

441 ALL 475926.1 3773944 2.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

442 ALL 475946.1 3773944 2.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

443 ALL 475966.1 3773944 2.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

444 ALL 475986.1 3773944 2.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

445 ALL 476006.1 3773944 2.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

446 ALL 476026.1 3773944 2.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

447 ALL 476046.1 3773944 3.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

448 ALL 476066.1 3773944 3.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

449 ALL 476086.1 3773944 3.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

450 ALL 476106.1 3773944 3.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

451 ALL 476126.1 3773944 3.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

452 ALL 476426.1 3773944 4.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

453 ALL 476446.1 3773944 5.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

454 ALL 476466.1 3773944 5.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

455 ALL 476486.1 3773944 5.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

456 ALL 476506.1 3773944 5.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

457 ALL 476526.1 3773944 5.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

458 ALL 476546.1 3773944 5.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

459 ALL 476566.1 3773944 5.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

460 ALL 476586.1 3773944 5.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

461 ALL 476606.1 3773944 5.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

462 ALL 476626.1 3773944 5.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

463 ALL 476646.1 3773944 5.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

464 ALL 476666.1 3773944 6.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

465 ALL 476686.1 3773944 6.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

466 ALL 476706.1 3773944 6.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

467 ALL 476726.1 3773944 7.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

468 ALL 476746.1 3773944 8.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

469 ALL 476766.1 3773944 9.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

470 ALL 476786.1 3773944 1.19E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

471 ALL 476846.1 3773944 1.54E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

472 ALL 476866.1 3773944 1.15E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

473 ALL 476886.1 3773944 9.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

474 ALL 476906.1 3773944 8.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

475 ALL 476926.1 3773944 7.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

476 ALL 476946.1 3773944 7.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

477 ALL 476966.1 3773944 6.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

478 ALL 476986.1 3773944 6.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

479 ALL 477006.1 3773944 6.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

480 ALL 477026.1 3773944 6.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

481 ALL 477046.1 3773944 5.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

482 ALL 477066.1 3773944 5.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



483 ALL 477086.1 3773944 6.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

484 ALL 477106.1 3773944 6.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

485 ALL 475526.1 3773964 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

486 ALL 475546.1 3773964 1.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

487 ALL 475566.1 3773964 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

488 ALL 475586.1 3773964 1.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

489 ALL 475606.1 3773964 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

490 ALL 475626.1 3773964 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

491 ALL 475646.1 3773964 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

492 ALL 475666.1 3773964 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

493 ALL 475686.1 3773964 1.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

494 ALL 475706.1 3773964 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

495 ALL 475726.1 3773964 1.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

496 ALL 475746.1 3773964 1.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

497 ALL 475766.1 3773964 1.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

498 ALL 475786.1 3773964 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

499 ALL 475806.1 3773964 2.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

500 ALL 475826.1 3773964 2.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

501 ALL 475846.1 3773964 2.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

502 ALL 475866.1 3773964 2.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

503 ALL 475886.1 3773964 2.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

504 ALL 475906.1 3773964 2.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

505 ALL 475926.1 3773964 2.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

506 ALL 475946.1 3773964 2.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

507 ALL 475966.1 3773964 2.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

508 ALL 475986.1 3773964 2.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

509 ALL 476006.1 3773964 2.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

510 ALL 476026.1 3773964 3.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

511 ALL 476046.1 3773964 3.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

512 ALL 476066.1 3773964 3.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

513 ALL 476086.1 3773964 3.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

514 ALL 476106.1 3773964 3.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

515 ALL 476126.1 3773964 3.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

516 ALL 476146.1 3773964 3.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

517 ALL 476406.1 3773964 5.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

518 ALL 476426.1 3773964 5.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

519 ALL 476446.1 3773964 5.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

520 ALL 476466.1 3773964 5.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

521 ALL 476486.1 3773964 5.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

522 ALL 476506.1 3773964 5.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

523 ALL 476526.1 3773964 5.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

524 ALL 476546.1 3773964 5.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

525 ALL 476566.1 3773964 5.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

526 ALL 476586.1 3773964 5.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



527 ALL 476606.1 3773964 5.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

528 ALL 476626.1 3773964 6.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

529 ALL 476646.1 3773964 6.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

530 ALL 476666.1 3773964 6.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

531 ALL 476686.1 3773964 6.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

532 ALL 476706.1 3773964 7.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

533 ALL 476726.1 3773964 7.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

534 ALL 476746.1 3773964 8.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

535 ALL 476766.1 3773964 9.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

536 ALL 476786.1 3773964 1.21E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

537 ALL 476846.1 3773964 1.56E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

538 ALL 476866.1 3773964 1.16E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

539 ALL 476886.1 3773964 9.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

540 ALL 476906.1 3773964 8.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

541 ALL 476926.1 3773964 7.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

542 ALL 476946.1 3773964 6.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

543 ALL 476966.1 3773964 6.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

544 ALL 476986.1 3773964 6.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

545 ALL 477006.1 3773964 6.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

546 ALL 477026.1 3773964 5.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

547 ALL 477046.1 3773964 5.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

548 ALL 477066.1 3773964 5.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

549 ALL 477086.1 3773964 5.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

550 ALL 477106.1 3773964 5.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

551 ALL 475526.1 3773984 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

552 ALL 475546.1 3773984 1.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

553 ALL 475566.1 3773984 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

554 ALL 475586.1 3773984 1.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

555 ALL 475606.1 3773984 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

556 ALL 475626.1 3773984 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

557 ALL 475646.1 3773984 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

558 ALL 475666.1 3773984 1.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

559 ALL 475686.1 3773984 1.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

560 ALL 475706.1 3773984 1.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

561 ALL 475726.1 3773984 1.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

562 ALL 475746.1 3773984 1.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

563 ALL 475766.1 3773984 1.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

564 ALL 475786.1 3773984 1.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

565 ALL 475806.1 3773984 2.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

566 ALL 475826.1 3773984 2.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

567 ALL 475846.1 3773984 2.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

568 ALL 475866.1 3773984 2.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

569 ALL 475886.1 3773984 2.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

570 ALL 475906.1 3773984 2.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



571 ALL 475926.1 3773984 2.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

572 ALL 475946.1 3773984 2.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

573 ALL 475966.1 3773984 2.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

574 ALL 475986.1 3773984 2.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

575 ALL 476006.1 3773984 3.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

576 ALL 476026.1 3773984 3.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

577 ALL 476046.1 3773984 3.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

578 ALL 476066.1 3773984 3.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

579 ALL 476086.1 3773984 3.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

580 ALL 476106.1 3773984 3.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

581 ALL 476126.1 3773984 3.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

582 ALL 476146.1 3773984 3.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

583 ALL 476166.1 3773984 4.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

584 ALL 476406.1 3773984 5.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

585 ALL 476426.1 3773984 5.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

586 ALL 476446.1 3773984 5.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

587 ALL 476466.1 3773984 5.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

588 ALL 476486.1 3773984 5.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

589 ALL 476506.1 3773984 5.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

590 ALL 476526.1 3773984 6.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

591 ALL 476546.1 3773984 6.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

592 ALL 476566.1 3773984 6.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

593 ALL 476586.1 3773984 6.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

594 ALL 476606.1 3773984 6.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

595 ALL 476626.1 3773984 6.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

596 ALL 476646.1 3773984 6.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

597 ALL 476666.1 3773984 6.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

598 ALL 476686.1 3773984 7.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

599 ALL 476706.1 3773984 7.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

600 ALL 476726.1 3773984 7.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

601 ALL 476746.1 3773984 8.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

602 ALL 476775.7 3773976 1.08E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

603 ALL 476793.1 3773974 1.34E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

604 ALL 476846.1 3773984 1.58E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

605 ALL 476866.1 3773984 1.17E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

606 ALL 476886.1 3773984 9.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

607 ALL 476906.1 3773984 8.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

608 ALL 476926.1 3773984 7.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

609 ALL 476946.1 3773984 6.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

610 ALL 476966.1 3773984 6.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

611 ALL 476986.1 3773984 6.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

612 ALL 477006.1 3773984 5.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

613 ALL 477026.1 3773984 5.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

614 ALL 477046.1 3773984 5.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



615 ALL 477066.1 3773984 5.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

616 ALL 477086.1 3773984 5.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

617 ALL 477106.1 3773984 5.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

618 ALL 475526.1 3774004 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

619 ALL 475546.1 3774004 1.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

620 ALL 475566.1 3774004 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

621 ALL 475586.1 3774004 1.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

622 ALL 475606.1 3774004 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

623 ALL 475626.1 3774004 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

624 ALL 475646.1 3774004 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

625 ALL 475666.1 3774004 1.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

626 ALL 475686.1 3774004 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

627 ALL 475706.1 3774004 1.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

628 ALL 475726.1 3774004 1.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

629 ALL 475746.1 3774004 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

630 ALL 475766.1 3774004 1.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

631 ALL 475786.1 3774004 1.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

632 ALL 475806.1 3774004 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

633 ALL 475826.1 3774004 2.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

634 ALL 475846.1 3774004 2.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

635 ALL 475866.1 3774004 2.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

636 ALL 475886.1 3774004 2.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

637 ALL 475906.1 3774004 2.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

638 ALL 475926.1 3774004 2.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

639 ALL 475946.1 3774004 2.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

640 ALL 475966.1 3774004 2.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

641 ALL 475986.1 3774004 2.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

642 ALL 476006.1 3774004 3.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

643 ALL 476026.1 3774004 3.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

644 ALL 476046.1 3774004 3.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

645 ALL 476066.1 3774004 3.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

646 ALL 476086.1 3774004 3.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

647 ALL 476106.1 3774004 3.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

648 ALL 476126.1 3774004 3.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

649 ALL 476146.1 3774004 4.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

650 ALL 476166.1 3774004 4.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

651 ALL 476186.1 3774004 4.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

652 ALL 476366.1 3774004 5.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

653 ALL 476386.1 3774004 5.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

654 ALL 476406.1 3774004 6.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

655 ALL 476426.1 3774004 6.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

656 ALL 476446.1 3774004 6.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

657 ALL 476466.1 3774004 6.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

658 ALL 476486.1 3774004 6.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



659 ALL 476506.1 3774004 6.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

660 ALL 476526.1 3774004 6.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

661 ALL 476546.1 3774004 6.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

662 ALL 476566.1 3774004 6.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

663 ALL 476586.1 3774004 6.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

664 ALL 476606.1 3774004 6.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

665 ALL 476626.1 3774004 6.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

666 ALL 476646.1 3774004 6.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

667 ALL 476666.1 3774004 7.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

668 ALL 476686.1 3774004 7.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

669 ALL 476706.1 3774004 7.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

670 ALL 476726.1 3774004 8.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

671 ALL 476746.1 3774004 8.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

672 ALL 476766.1 3774004 1.01E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

673 ALL 476786.1 3774004 1.23E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

674 ALL 476846.1 3774004 1.60E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

675 ALL 476866.1 3774004 1.19E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

676 ALL 476886.1 3774004 9.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

677 ALL 476906.1 3774004 8.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

678 ALL 476926.1 3774004 7.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

679 ALL 476946.1 3774004 7.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

680 ALL 476966.1 3774004 6.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

681 ALL 476986.1 3774004 6.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

682 ALL 477006.1 3774004 5.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

683 ALL 477026.1 3774004 5.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

684 ALL 477046.1 3774004 5.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

685 ALL 477066.1 3774004 5.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

686 ALL 477086.1 3774004 5.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

687 ALL 477106.1 3774004 5.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

688 ALL 475526.1 3774024 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

689 ALL 475546.1 3774024 1.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

690 ALL 475566.1 3774024 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

691 ALL 475586.1 3774024 1.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

692 ALL 475606.1 3774024 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

693 ALL 475626.1 3774024 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

694 ALL 475646.1 3774024 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

695 ALL 475666.1 3774024 1.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

696 ALL 475686.1 3774024 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

697 ALL 475706.1 3774024 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

698 ALL 475726.1 3774024 1.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

699 ALL 475746.1 3774024 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

700 ALL 475766.1 3774024 1.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

701 ALL 475786.1 3774024 1.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

702 ALL 475806.1 3774024 2.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



703 ALL 475826.1 3774024 2.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

704 ALL 475846.1 3774024 2.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

705 ALL 475866.1 3774024 2.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

706 ALL 475886.1 3774024 2.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

707 ALL 475906.1 3774024 2.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

708 ALL 475926.1 3774024 2.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

709 ALL 475946.1 3774024 2.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

710 ALL 475966.1 3774024 2.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

711 ALL 475986.1 3774024 3.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

712 ALL 476006.1 3774024 3.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

713 ALL 476026.1 3774024 3.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

714 ALL 476046.1 3774024 3.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

715 ALL 476066.1 3774024 3.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

716 ALL 476086.1 3774024 3.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

717 ALL 476106.1 3774024 3.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

718 ALL 476126.1 3774024 4.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

719 ALL 476146.1 3774024 4.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

720 ALL 476166.1 3774024 4.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

721 ALL 476186.1 3774024 4.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

722 ALL 476206.1 3774024 4.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

723 ALL 476226.1 3774024 5.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

724 ALL 476366.1 3774024 6.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

725 ALL 476386.1 3774024 6.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

726 ALL 476406.1 3774024 6.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

727 ALL 476426.1 3774024 6.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

728 ALL 476446.1 3774024 6.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

729 ALL 476466.1 3774024 6.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

730 ALL 476486.1 3774024 6.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

731 ALL 476506.1 3774024 7.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

732 ALL 476526.1 3774024 7.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

733 ALL 476546.1 3774024 7.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

734 ALL 476566.1 3774024 7.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

735 ALL 476586.1 3774024 7.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

736 ALL 476606.1 3774024 7.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

737 ALL 476626.1 3774024 7.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

738 ALL 476646.1 3774024 7.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

739 ALL 476666.1 3774024 7.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

740 ALL 476686.1 3774024 7.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

741 ALL 476706.1 3774024 8.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

742 ALL 476726.1 3774024 8.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

743 ALL 476746.1 3774024 9.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

744 ALL 476766.1 3774024 1.03E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

745 ALL 476786.1 3774024 1.24E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

746 ALL 476846.1 3774024 1.63E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



747 ALL 476866.1 3774024 1.20E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

748 ALL 476886.1 3774024 9.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

749 ALL 476906.1 3774024 8.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

750 ALL 476926.1 3774024 7.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

751 ALL 476946.1 3774024 7.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

752 ALL 476966.1 3774024 6.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

753 ALL 476986.1 3774024 6.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

754 ALL 477006.1 3774024 5.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

755 ALL 477026.1 3774024 5.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

756 ALL 477046.1 3774024 5.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

757 ALL 477066.1 3774024 5.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

758 ALL 477086.1 3774024 5.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

759 ALL 477106.1 3774024 5.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

760 ALL 475526.1 3774044 1.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

761 ALL 475546.1 3774044 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

762 ALL 475566.1 3774044 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

763 ALL 475586.1 3774044 1.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

764 ALL 475606.1 3774044 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

765 ALL 475626.1 3774044 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

766 ALL 475646.1 3774044 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

767 ALL 475666.1 3774044 1.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

768 ALL 475686.1 3774044 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

769 ALL 475706.1 3774044 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

770 ALL 475726.1 3774044 1.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

771 ALL 475746.1 3774044 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

772 ALL 475766.1 3774044 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

773 ALL 475786.1 3774044 1.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

774 ALL 475806.1 3774044 2.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

775 ALL 475826.1 3774044 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

776 ALL 475846.1 3774044 2.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

777 ALL 475866.1 3774044 2.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

778 ALL 475886.1 3774044 2.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

779 ALL 475906.1 3774044 2.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

780 ALL 475926.1 3774044 2.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

781 ALL 475946.1 3774044 2.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

782 ALL 475966.1 3774044 2.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

783 ALL 475986.1 3774044 3.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

784 ALL 476006.1 3774044 3.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

785 ALL 476026.1 3774044 3.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

786 ALL 476046.1 3774044 3.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

787 ALL 476066.1 3774044 3.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

788 ALL 476086.1 3774044 3.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

789 ALL 476106.1 3774044 4.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

790 ALL 476126.1 3774044 4.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



791 ALL 476146.1 3774044 4.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

792 ALL 476166.1 3774044 4.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

793 ALL 476186.1 3774044 4.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

794 ALL 476206.1 3774044 5.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

795 ALL 476226.1 3774044 5.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

796 ALL 476246.1 3774044 5.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

797 ALL 476266.1 3774044 5.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

798 ALL 476286.1 3774044 6.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

799 ALL 476366.1 3774044 6.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

800 ALL 476386.1 3774044 7.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

801 ALL 476406.1 3774044 7.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

802 ALL 476426.1 3774044 7.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

803 ALL 476446.1 3774044 7.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

804 ALL 476466.1 3774044 7.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

805 ALL 476486.1 3774044 7.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

806 ALL 476506.1 3774044 7.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

807 ALL 476526.1 3774044 7.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

808 ALL 476546.1 3774044 7.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

809 ALL 476566.1 3774044 7.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

810 ALL 476586.1 3774044 7.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

811 ALL 476606.1 3774044 7.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

812 ALL 476626.1 3774044 7.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

813 ALL 476646.1 3774044 7.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

814 ALL 476666.1 3774044 7.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

815 ALL 476686.1 3774044 8.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

816 ALL 476706.1 3774044 8.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

817 ALL 476726.1 3774044 8.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

818 ALL 476746.1 3774044 9.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

819 ALL 476766.1 3774044 1.05E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

820 ALL 476786.1 3774044 1.26E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

821 ALL 476846.1 3774044 1.66E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

822 ALL 476866.1 3774044 1.23E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

823 ALL 476886.1 3774044 1.01E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

824 ALL 476906.1 3774044 8.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

825 ALL 476926.1 3774044 7.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

826 ALL 476946.1 3774044 7.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

827 ALL 476966.1 3774044 6.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

828 ALL 476986.1 3774044 6.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

829 ALL 477006.1 3774044 6.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

830 ALL 477026.1 3774044 5.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

831 ALL 477046.1 3774044 5.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

832 ALL 477066.1 3774044 5.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

833 ALL 477086.1 3774044 5.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

834 ALL 477106.1 3774044 5.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



835 ALL 475526.1 3774064 1.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

836 ALL 475546.1 3774064 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

837 ALL 475566.1 3774064 1.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

838 ALL 475586.1 3774064 1.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

839 ALL 475606.1 3774064 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

840 ALL 475626.1 3774064 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

841 ALL 475646.1 3774064 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

842 ALL 475666.1 3774064 1.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

843 ALL 475686.1 3774064 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

844 ALL 475706.1 3774064 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

845 ALL 475726.1 3774064 1.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

846 ALL 475746.1 3774064 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

847 ALL 475766.1 3774064 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

848 ALL 475786.1 3774064 1.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

849 ALL 475806.1 3774064 2.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

850 ALL 475826.1 3774064 2.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

851 ALL 475846.1 3774064 2.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

852 ALL 475866.1 3774064 2.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

853 ALL 475886.1 3774064 2.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

854 ALL 475906.1 3774064 2.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

855 ALL 475926.1 3774064 2.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

856 ALL 475946.1 3774064 2.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

857 ALL 475966.1 3774064 2.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

858 ALL 475986.1 3774064 3.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

859 ALL 476006.1 3774064 3.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

860 ALL 476026.1 3774064 3.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

861 ALL 476046.1 3774064 3.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

862 ALL 476066.1 3774064 3.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

863 ALL 476086.1 3774064 4.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

864 ALL 476106.1 3774064 4.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

865 ALL 476126.1 3774064 4.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

866 ALL 476146.1 3774064 4.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

867 ALL 476166.1 3774064 4.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

868 ALL 476186.1 3774064 5.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

869 ALL 476206.1 3774064 5.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

870 ALL 476226.1 3774064 5.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

871 ALL 476246.1 3774064 5.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

872 ALL 476266.1 3774064 6.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

873 ALL 476286.1 3774064 6.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

874 ALL 476306.1 3774064 6.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

875 ALL 476326.1 3774064 7.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

876 ALL 476346.1 3774064 7.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

877 ALL 476366.1 3774064 7.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

878 ALL 476386.1 3774064 7.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



879 ALL 476406.1 3774064 7.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

880 ALL 476426.1 3774064 8.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

881 ALL 476446.1 3774064 8.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

882 ALL 476466.1 3774064 8.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

883 ALL 476486.1 3774064 8.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

884 ALL 476506.1 3774064 8.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

885 ALL 476526.1 3774064 8.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

886 ALL 476546.1 3774064 8.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

887 ALL 476566.1 3774064 8.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

888 ALL 476586.1 3774064 8.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

889 ALL 476606.1 3774064 8.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

890 ALL 476626.1 3774064 8.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

891 ALL 476646.1 3774064 8.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

892 ALL 476666.1 3774064 8.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

893 ALL 476686.1 3774064 8.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

894 ALL 476706.1 3774064 8.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

895 ALL 476726.1 3774064 9.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

896 ALL 476746.1 3774064 9.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

897 ALL 476766.1 3774064 1.08E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

898 ALL 476786.1 3774064 1.29E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

899 ALL 476846.1 3774064 1.69E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

900 ALL 476866.1 3774064 1.25E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

901 ALL 476886.1 3774064 1.03E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

902 ALL 476906.1 3774064 8.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

903 ALL 476926.1 3774064 8.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

904 ALL 476946.1 3774064 7.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

905 ALL 476966.1 3774064 6.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

906 ALL 476986.1 3774064 6.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

907 ALL 477006.1 3774064 6.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

908 ALL 477026.1 3774064 5.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

909 ALL 477046.1 3774064 5.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

910 ALL 477066.1 3774064 5.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

911 ALL 477086.1 3774064 5.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

912 ALL 477106.1 3774064 5.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

913 ALL 475526.1 3774084 1.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

914 ALL 475546.1 3774084 1.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

915 ALL 475566.1 3774084 1.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

916 ALL 475586.1 3774084 1.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

917 ALL 475606.1 3774084 1.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

918 ALL 475626.1 3774084 1.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

919 ALL 475646.1 3774084 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

920 ALL 475666.1 3774084 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

921 ALL 475686.1 3774084 1.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

922 ALL 475706.1 3774084 1.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



923 ALL 475726.1 3774084 1.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

924 ALL 475746.1 3774084 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

925 ALL 475766.1 3774084 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

926 ALL 475786.1 3774084 1.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

927 ALL 475806.1 3774084 2.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

928 ALL 475826.1 3774084 2.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

929 ALL 475846.1 3774084 2.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

930 ALL 475866.1 3774084 2.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

931 ALL 475886.1 3774084 2.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

932 ALL 475906.1 3774084 2.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

933 ALL 475926.1 3774084 2.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

934 ALL 475946.1 3774084 2.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

935 ALL 475966.1 3774084 3.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

936 ALL 475986.1 3774084 3.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

937 ALL 476006.1 3774084 3.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

938 ALL 476026.1 3774084 3.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

939 ALL 476046.1 3774084 3.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

940 ALL 476066.1 3774084 3.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

941 ALL 476086.1 3774084 4.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

942 ALL 476106.1 3774084 4.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

943 ALL 476126.1 3774084 4.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

944 ALL 476146.1 3774084 4.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

945 ALL 476166.1 3774084 5.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

946 ALL 476186.1 3774084 5.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

947 ALL 476206.1 3774084 5.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

948 ALL 476226.1 3774084 6.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

949 ALL 476246.1 3774084 6.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

950 ALL 476266.1 3774084 6.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

951 ALL 476286.1 3774084 7.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

952 ALL 476306.1 3774084 7.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

953 ALL 476326.1 3774084 7.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

954 ALL 476346.1 3774084 7.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

955 ALL 476366.1 3774084 8.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

956 ALL 476386.1 3774084 8.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

957 ALL 476406.1 3774084 8.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

958 ALL 476426.1 3774084 9.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

959 ALL 476446.1 3774084 9.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

960 ALL 476466.1 3774084 9.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

961 ALL 476486.1 3774084 9.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

962 ALL 476506.1 3774084 9.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

963 ALL 476526.1 3774084 9.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

964 ALL 476546.1 3774084 9.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

965 ALL 476566.1 3774084 9.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

966 ALL 476586.1 3774084 9.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



967 ALL 476606.1 3774084 9.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

968 ALL 476626.1 3774084 9.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

969 ALL 476646.1 3774084 9.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

970 ALL 476666.1 3774084 9.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

971 ALL 476686.1 3774084 9.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

972 ALL 476706.1 3774084 9.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

973 ALL 476726.1 3774084 9.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

974 ALL 476746.1 3774084 1.02E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

975 ALL 476766.1 3774084 1.12E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

976 ALL 476786.1 3774084 1.32E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

977 ALL 476806.1 3774084 1.79E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

978 ALL 476846.1 3774084 1.73E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

979 ALL 476866.1 3774084 1.28E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

980 ALL 476886.1 3774084 1.06E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

981 ALL 476906.1 3774084 9.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

982 ALL 476926.1 3774084 8.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

983 ALL 476946.1 3774084 7.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

984 ALL 476966.1 3774084 7.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

985 ALL 476986.1 3774084 6.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

986 ALL 477006.1 3774084 6.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

987 ALL 477026.1 3774084 6.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

988 ALL 477046.1 3774084 5.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

989 ALL 477066.1 3774084 5.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

990 ALL 477086.1 3774084 5.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

991 ALL 477106.1 3774084 5.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

992 ALL 475526.1 3774104 1.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

993 ALL 475546.1 3774104 1.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

994 ALL 475566.1 3774104 1.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

995 ALL 475586.1 3774104 1.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

996 ALL 475606.1 3774104 1.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

997 ALL 475626.1 3774104 1.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

998 ALL 475646.1 3774104 1.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

999 ALL 475666.1 3774104 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1000 ALL 475686.1 3774104 1.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1001 ALL 475706.1 3774104 1.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1002 ALL 475726.1 3774104 1.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1003 ALL 475746.1 3774104 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1004 ALL 475766.1 3774104 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1005 ALL 475786.1 3774104 1.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1006 ALL 475806.1 3774104 2.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1007 ALL 475826.1 3774104 2.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1008 ALL 475846.1 3774104 2.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1009 ALL 475866.1 3774104 2.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1010 ALL 475886.1 3774104 2.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1011 ALL 475906.1 3774104 2.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1012 ALL 475926.1 3774104 2.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1013 ALL 475946.1 3774104 2.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1014 ALL 475966.1 3774104 3.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1015 ALL 475986.1 3774104 3.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1016 ALL 476006.1 3774104 3.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1017 ALL 476026.1 3774104 3.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1018 ALL 476046.1 3774104 3.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1019 ALL 476066.1 3774104 3.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1020 ALL 476086.1 3774104 4.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1021 ALL 476106.1 3774104 4.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1022 ALL 476126.1 3774104 4.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1023 ALL 476146.1 3774104 5.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1024 ALL 476166.1 3774104 5.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1025 ALL 476186.1 3774104 5.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1026 ALL 476206.1 3774104 6.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1027 ALL 476226.1 3774104 6.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1028 ALL 476246.1 3774104 6.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1029 ALL 476266.1 3774104 7.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1030 ALL 476286.1 3774104 7.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1031 ALL 476306.1 3774104 8.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1032 ALL 476326.1 3774104 8.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1033 ALL 476346.1 3774104 8.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1034 ALL 476366.1 3774104 9.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1035 ALL 476386.1 3774104 9.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1036 ALL 476406.1 3774104 9.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1037 ALL 476426.1 3774104 1.02E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1038 ALL 476446.1 3774104 1.04E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1039 ALL 476466.1 3774104 1.05E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1040 ALL 476486.1 3774104 1.06E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1041 ALL 476506.1 3774104 1.07E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1042 ALL 476526.1 3774104 1.07E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1043 ALL 476546.1 3774104 1.07E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1044 ALL 476566.1 3774104 1.06E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1045 ALL 476586.1 3774104 1.05E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1046 ALL 476606.1 3774104 1.03E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1047 ALL 476626.1 3774104 1.01E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1048 ALL 476646.1 3774104 9.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1049 ALL 476666.1 3774104 9.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1050 ALL 476686.1 3774104 9.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1051 ALL 476706.1 3774104 9.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1052 ALL 476726.1 3774104 1.02E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1053 ALL 476746.1 3774104 1.07E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1054 ALL 476766.1 3774104 1.17E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1055 ALL 476786.1 3774104 1.37E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1056 ALL 476806.1 3774104 1.84E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1057 ALL 476846.1 3774104 1.77E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1058 ALL 476866.1 3774104 1.32E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1059 ALL 476886.1 3774104 1.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1060 ALL 476906.1 3774104 9.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1061 ALL 476926.1 3774104 8.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1062 ALL 476946.1 3774104 7.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1063 ALL 476966.1 3774104 7.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1064 ALL 476986.1 3774104 6.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1065 ALL 477006.1 3774104 6.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1066 ALL 477026.1 3774104 6.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1067 ALL 477046.1 3774104 5.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1068 ALL 477066.1 3774104 5.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1069 ALL 477086.1 3774104 5.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1070 ALL 477106.1 3774104 5.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1071 ALL 475526.1 3774124 1.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1072 ALL 475546.1 3774124 1.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1073 ALL 475566.1 3774124 1.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1074 ALL 475586.1 3774124 1.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1075 ALL 475606.1 3774124 1.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1076 ALL 475626.1 3774124 1.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1077 ALL 475646.1 3774124 1.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1078 ALL 475666.1 3774124 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1079 ALL 475686.1 3774124 1.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1080 ALL 475706.1 3774124 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1081 ALL 475726.1 3774124 1.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1082 ALL 475746.1 3774124 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1083 ALL 475766.1 3774124 1.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1084 ALL 475786.1 3774124 1.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1085 ALL 475806.1 3774124 2.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1086 ALL 475826.1 3774124 2.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1087 ALL 475846.1 3774124 2.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1088 ALL 475866.1 3774124 2.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1089 ALL 475886.1 3774124 2.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1090 ALL 475906.1 3774124 2.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1091 ALL 475926.1 3774124 2.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1092 ALL 475946.1 3774124 2.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1093 ALL 475966.1 3774124 3.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1094 ALL 475986.1 3774124 3.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1095 ALL 476006.1 3774124 3.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1096 ALL 476026.1 3774124 3.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1097 ALL 476046.1 3774124 3.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1098 ALL 476066.1 3774124 4.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1099 ALL 476086.1 3774124 4.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1100 ALL 476106.1 3774124 4.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1101 ALL 476126.1 3774124 4.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1102 ALL 476146.1 3774124 5.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1103 ALL 476166.1 3774124 5.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1104 ALL 476186.1 3774124 5.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1105 ALL 476206.1 3774124 6.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1106 ALL 476226.1 3774124 6.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1107 ALL 476246.1 3774124 7.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1108 ALL 476266.1 3774124 7.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1109 ALL 476286.1 3774124 8.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1110 ALL 476306.1 3774124 8.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1111 ALL 476326.1 3774124 9.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1112 ALL 476346.1 3774124 9.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1113 ALL 476366.1 3774124 1.03E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1114 ALL 476386.1 3774124 1.07E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1115 ALL 476406.1 3774124 1.12E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1116 ALL 476426.1 3774124 1.15E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1117 ALL 476446.1 3774124 1.18E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1118 ALL 476466.1 3774124 1.20E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1119 ALL 476486.1 3774124 1.22E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1120 ALL 476506.1 3774124 1.22E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1121 ALL 476526.1 3774124 1.22E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1122 ALL 476546.1 3774124 1.21E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1123 ALL 476566.1 3774124 1.20E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1124 ALL 476586.1 3774124 1.18E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1125 ALL 476606.1 3774124 1.15E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1126 ALL 476626.1 3774124 1.12E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1127 ALL 476646.1 3774124 1.10E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1128 ALL 476666.1 3774124 1.08E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1129 ALL 476686.1 3774124 1.07E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1130 ALL 476706.1 3774124 1.07E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1131 ALL 476726.1 3774124 1.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1132 ALL 476746.1 3774124 1.14E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1133 ALL 476766.1 3774124 1.23E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1134 ALL 476786.1 3774124 1.42E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1135 ALL 476806.1 3774124 1.88E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1136 ALL 476846.1 3774124 1.81E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1137 ALL 476866.1 3774124 1.36E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1138 ALL 476886.1 3774124 1.13E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1139 ALL 476906.1 3774124 9.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1140 ALL 476926.1 3774124 8.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1141 ALL 476946.1 3774124 8.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1142 ALL 476966.1 3774124 7.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1143 ALL 476986.1 3774124 7.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1144 ALL 477006.1 3774124 6.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1145 ALL 477026.1 3774124 6.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1146 ALL 477046.1 3774124 6.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1147 ALL 477066.1 3774124 5.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1148 ALL 477086.1 3774124 5.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1149 ALL 477106.1 3774124 5.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1150 ALL 475526.1 3774144 1.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1151 ALL 475546.1 3774144 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1152 ALL 475566.1 3774144 1.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1153 ALL 475586.1 3774144 1.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1154 ALL 475606.1 3774144 1.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1155 ALL 475626.1 3774144 1.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1156 ALL 475646.1 3774144 1.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1157 ALL 475666.1 3774144 1.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1158 ALL 475686.1 3774144 1.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1159 ALL 475706.1 3774144 1.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1160 ALL 475726.1 3774144 1.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1161 ALL 475746.1 3774144 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1162 ALL 475766.1 3774144 1.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1163 ALL 475786.1 3774144 1.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1164 ALL 475806.1 3774144 2.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1165 ALL 475826.1 3774144 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1166 ALL 475846.1 3774144 2.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1167 ALL 475866.1 3774144 2.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1168 ALL 475886.1 3774144 2.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1169 ALL 475906.1 3774144 2.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1170 ALL 475926.1 3774144 2.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1171 ALL 475946.1 3774144 2.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1172 ALL 475966.1 3774144 3.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1173 ALL 475986.1 3774144 3.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1174 ALL 476006.1 3774144 3.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1175 ALL 476026.1 3774144 3.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1176 ALL 476046.1 3774144 3.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1177 ALL 476066.1 3774144 4.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1178 ALL 476086.1 3774144 4.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1179 ALL 476106.1 3774144 4.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1180 ALL 476126.1 3774144 4.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1181 ALL 476146.1 3774144 5.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1182 ALL 476166.1 3774144 5.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1183 ALL 476186.1 3774144 6.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1184 ALL 476206.1 3774144 6.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1185 ALL 476226.1 3774144 7.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1186 ALL 476246.1 3774144 7.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1187 ALL 476266.1 3774144 8.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1188 ALL 476286.1 3774144 8.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1189 ALL 476306.1 3774144 9.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1190 ALL 476326.1 3774144 1.01E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1191 ALL 476346.1 3774144 1.08E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1192 ALL 476366.1 3774144 1.15E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1193 ALL 476386.1 3774144 1.21E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1194 ALL 476406.1 3774144 1.27E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1195 ALL 476426.1 3774144 1.32E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1196 ALL 476446.1 3774144 1.36E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1197 ALL 476466.1 3774144 1.40E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1198 ALL 476486.1 3774144 1.41E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1199 ALL 476506.1 3774144 1.42E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1200 ALL 476526.1 3774144 1.42E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1201 ALL 476546.1 3774144 1.40E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1202 ALL 476566.1 3774144 1.38E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1203 ALL 476586.1 3774144 1.34E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1204 ALL 476606.1 3774144 1.30E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1205 ALL 476626.1 3774144 1.26E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1206 ALL 476646.1 3774144 1.22E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1207 ALL 476666.1 3774144 1.19E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1208 ALL 476686.1 3774144 1.17E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1209 ALL 476706.1 3774144 1.16E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1210 ALL 476726.1 3774144 1.17E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1211 ALL 476746.1 3774144 1.21E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1212 ALL 476766.1 3774144 1.30E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1213 ALL 476786.1 3774144 1.48E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1214 ALL 476806.1 3774144 1.93E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1215 ALL 476846.1 3774144 1.87E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1216 ALL 476866.1 3774144 1.42E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1217 ALL 476886.1 3774144 1.18E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1218 ALL 476906.1 3774144 1.03E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1219 ALL 476926.1 3774144 9.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1220 ALL 477066.1 3774144 5.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1221 ALL 477086.1 3774144 5.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1222 ALL 477106.1 3774144 5.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1223 ALL 475526.1 3774164 1.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1224 ALL 475546.1 3774164 1.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1225 ALL 475566.1 3774164 1.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1226 ALL 475586.1 3774164 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1227 ALL 475606.1 3774164 1.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1228 ALL 475626.1 3774164 1.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1229 ALL 475646.1 3774164 1.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1230 ALL 475666.1 3774164 1.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1231 ALL 475686.1 3774164 1.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1232 ALL 475706.1 3774164 1.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1233 ALL 475726.1 3774164 1.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1234 ALL 475746.1 3774164 1.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1235 ALL 475766.1 3774164 1.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1236 ALL 475786.1 3774164 1.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1237 ALL 475806.1 3774164 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1238 ALL 475826.1 3774164 2.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1239 ALL 475846.1 3774164 2.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1240 ALL 475866.1 3774164 2.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1241 ALL 475886.1 3774164 2.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1242 ALL 475906.1 3774164 2.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1243 ALL 475926.1 3774164 2.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1244 ALL 475946.1 3774164 2.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1245 ALL 475966.1 3774164 3.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1246 ALL 475986.1 3774164 3.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1247 ALL 476006.1 3774164 3.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1248 ALL 476026.1 3774164 3.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1249 ALL 476046.1 3774164 3.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1250 ALL 476066.1 3774164 4.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1251 ALL 476086.1 3774164 4.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1252 ALL 476106.1 3774164 4.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1253 ALL 476126.1 3774164 5.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1254 ALL 476146.1 3774164 5.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1255 ALL 476166.1 3774164 5.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1256 ALL 476186.1 3774164 6.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1257 ALL 476206.1 3774164 6.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1258 ALL 476226.1 3774164 7.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1259 ALL 476246.1 3774164 7.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1260 ALL 476266.1 3774164 8.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1261 ALL 476286.1 3774164 9.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1262 ALL 476306.1 3774164 1.01E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1263 ALL 476326.1 3774164 1.10E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1264 ALL 476346.1 3774164 1.19E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1265 ALL 476366.1 3774164 1.28E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1266 ALL 476386.1 3774164 1.37E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1267 ALL 476406.1 3774164 1.45E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1268 ALL 476426.1 3774164 1.53E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1269 ALL 476446.1 3774164 1.59E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1270 ALL 476466.1 3774164 1.64E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1271 ALL 476486.1 3774164 1.67E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1272 ALL 476506.1 3774164 1.68E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1273 ALL 476526.1 3774164 1.68E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1274 ALL 476546.1 3774164 1.65E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1275 ALL 476566.1 3774164 1.61E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1276 ALL 476586.1 3774164 1.56E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1277 ALL 476606.1 3774164 1.50E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1278 ALL 476626.1 3774164 1.43E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1279 ALL 476646.1 3774164 1.37E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1280 ALL 476666.1 3774164 1.32E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1281 ALL 476686.1 3774164 1.29E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1282 ALL 476706.1 3774164 1.27E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1283 ALL 476726.1 3774164 1.27E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1284 ALL 476746.1 3774164 1.30E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1285 ALL 476766.1 3774164 1.39E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1286 ALL 476786.1 3774164 1.56E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1287 ALL 476806.1 3774164 2.00E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1288 ALL 476846.1 3774164 1.96E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1289 ALL 476866.1 3774164 1.47E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1290 ALL 476886.1 3774164 1.23E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1291 ALL 476906.1 3774164 1.07E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1292 ALL 476926.1 3774164 9.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1293 ALL 477066.1 3774164 6.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1294 ALL 477086.1 3774164 5.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1295 ALL 477106.1 3774164 5.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1296 ALL 475526.1 3774184 1.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1297 ALL 475546.1 3774184 1.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1298 ALL 475566.1 3774184 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1299 ALL 475586.1 3774184 1.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1300 ALL 475606.1 3774184 1.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1301 ALL 475626.1 3774184 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1302 ALL 475646.1 3774184 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1303 ALL 475666.1 3774184 1.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1304 ALL 475686.1 3774184 1.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1305 ALL 475706.1 3774184 1.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1306 ALL 475726.1 3774184 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1307 ALL 475746.1 3774184 1.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1308 ALL 475766.1 3774184 1.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1309 ALL 475786.1 3774184 1.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1310 ALL 475806.1 3774184 2.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1311 ALL 475826.1 3774184 2.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1312 ALL 475846.1 3774184 2.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1313 ALL 475866.1 3774184 2.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1314 ALL 475886.1 3774184 2.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1315 ALL 475906.1 3774184 2.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1316 ALL 475926.1 3774184 2.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1317 ALL 475946.1 3774184 2.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1318 ALL 475966.1 3774184 3.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1319 ALL 475986.1 3774184 3.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1320 ALL 476006.1 3774184 3.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1321 ALL 476026.1 3774184 3.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1322 ALL 476046.1 3774184 3.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1323 ALL 476066.1 3774184 4.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1324 ALL 476086.1 3774184 4.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1325 ALL 476106.1 3774184 4.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1326 ALL 476126.1 3774184 5.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1327 ALL 476146.1 3774184 5.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1328 ALL 476166.1 3774184 5.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1329 ALL 476186.1 3774184 6.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1330 ALL 476206.1 3774184 7.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1331 ALL 476226.1 3774184 7.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1332 ALL 476246.1 3774184 8.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1333 ALL 476266.1 3774184 9.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1334 ALL 476286.1 3774184 9.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1335 ALL 476306.1 3774184 1.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1336 ALL 476326.1 3774184 1.19E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1337 ALL 476346.1 3774184 1.31E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1338 ALL 476366.1 3774184 1.43E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1339 ALL 476386.1 3774184 1.55E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1340 ALL 476406.1 3774184 1.67E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1341 ALL 476426.1 3774184 1.79E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1342 ALL 476446.1 3774184 1.89E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1343 ALL 476466.1 3774184 1.97E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1344 ALL 476486.1 3774184 2.02E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1345 ALL 476506.1 3774184 2.05E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1346 ALL 476526.1 3774184 2.04E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1347 ALL 476546.1 3774184 1.99E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1348 ALL 476566.1 3774184 1.93E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1349 ALL 476586.1 3774184 1.84E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1350 ALL 476606.1 3774184 1.74E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1351 ALL 476626.1 3774184 1.65E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1352 ALL 476646.1 3774184 1.56E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1353 ALL 476666.1 3774184 1.49E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1354 ALL 476686.1 3774184 1.44E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1355 ALL 476706.1 3774184 1.41E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1356 ALL 476726.1 3774184 1.40E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1357 ALL 476746.1 3774184 1.43E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1358 ALL 476766.1 3774184 1.50E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1359 ALL 476786.1 3774184 1.67E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1360 ALL 476806.1 3774184 2.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1361 ALL 476846.1 3774184 2.03E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1362 ALL 476866.1 3774184 1.54E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1363 ALL 476886.1 3774184 1.28E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1364 ALL 476906.1 3774184 1.12E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1365 ALL 476926.1 3774184 1.01E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1366 ALL 477066.1 3774184 6.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1367 ALL 477086.1 3774184 6.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1368 ALL 477106.1 3774184 5.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1369 ALL 475526.1 3774204 1.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1370 ALL 475546.1 3774204 1.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1371 ALL 475566.1 3774204 1.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1372 ALL 475586.1 3774204 1.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1373 ALL 475606.1 3774204 1.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1374 ALL 475626.1 3774204 1.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1375 ALL 475646.1 3774204 1.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1376 ALL 475666.1 3774204 1.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1377 ALL 475686.1 3774204 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1378 ALL 475706.1 3774204 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1379 ALL 475726.1 3774204 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1380 ALL 475746.1 3774204 1.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1381 ALL 475766.1 3774204 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1382 ALL 475786.1 3774204 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1383 ALL 475806.1 3774204 2.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1384 ALL 475826.1 3774204 2.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1385 ALL 475846.1 3774204 2.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1386 ALL 475866.1 3774204 2.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1387 ALL 475886.1 3774204 2.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1388 ALL 475906.1 3774204 2.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1389 ALL 475926.1 3774204 2.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1390 ALL 475946.1 3774204 2.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1391 ALL 475966.1 3774204 3.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1392 ALL 475986.1 3774204 3.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1393 ALL 476006.1 3774204 3.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1394 ALL 476026.1 3774204 3.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1395 ALL 476046.1 3774204 3.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1396 ALL 476066.1 3774204 4.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1397 ALL 476086.1 3774204 4.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1398 ALL 476106.1 3774204 4.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1399 ALL 476126.1 3774204 5.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1400 ALL 476146.1 3774204 5.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1401 ALL 476166.1 3774204 6.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1402 ALL 476186.1 3774204 6.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1403 ALL 476206.1 3774204 7.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1404 ALL 476226.1 3774204 7.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1405 ALL 476246.1 3774204 8.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1406 ALL 476266.1 3774204 9.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1407 ALL 476286.1 3774204 1.04E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1408 ALL 476306.1 3774204 1.15E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1409 ALL 476326.1 3774204 1.28E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1410 ALL 476346.1 3774204 1.43E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1411 ALL 476366.1 3774204 1.58E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1412 ALL 476386.1 3774204 1.75E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1413 ALL 476406.1 3774204 1.93E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1414 ALL 476426.1 3774204 2.11E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1415 ALL 476446.1 3774204 2.27E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1416 ALL 476466.1 3774204 2.41E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1417 ALL 476486.1 3774204 2.51E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1418 ALL 476506.1 3774204 2.56E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1419 ALL 476526.1 3774204 2.54E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1420 ALL 476546.1 3774204 2.47E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1421 ALL 477046.1 3774204 6.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1422 ALL 477066.1 3774204 6.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1423 ALL 477086.1 3774204 6.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1424 ALL 477106.1 3774204 5.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1425 ALL 477126.1 3774204 5.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1426 ALL 477146.1 3774204 5.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1427 ALL 477166.1 3774204 5.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1428 ALL 475526.1 3774224 1.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1429 ALL 475546.1 3774224 1.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1430 ALL 475566.1 3774224 1.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1431 ALL 475586.1 3774224 1.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1432 ALL 475606.1 3774224 1.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1433 ALL 475626.1 3774224 1.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1434 ALL 475646.1 3774224 1.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1435 ALL 475666.1 3774224 1.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1436 ALL 475686.1 3774224 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1437 ALL 475706.1 3774224 1.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1438 ALL 475726.1 3774224 1.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1439 ALL 475746.1 3774224 1.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1440 ALL 475766.1 3774224 1.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1441 ALL 475786.1 3774224 1.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1442 ALL 475806.1 3774224 1.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1443 ALL 475826.1 3774224 2.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1444 ALL 475846.1 3774224 2.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1445 ALL 475866.1 3774224 2.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1446 ALL 475886.1 3774224 2.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1447 ALL 475906.1 3774224 2.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1448 ALL 475926.1 3774224 2.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1449 ALL 475946.1 3774224 2.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1450 ALL 475966.1 3774224 3.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1451 ALL 475986.1 3774224 3.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1452 ALL 476006.1 3774224 3.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1453 ALL 476026.1 3774224 3.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1454 ALL 476046.1 3774224 3.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1455 ALL 476066.1 3774224 4.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1456 ALL 476086.1 3774224 4.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1457 ALL 476106.1 3774224 4.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1458 ALL 476126.1 3774224 5.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1459 ALL 476146.1 3774224 5.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1460 ALL 476166.1 3774224 6.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1461 ALL 476186.1 3774224 6.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1462 ALL 476206.1 3774224 7.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1463 ALL 476226.1 3774224 7.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1464 ALL 476246.1 3774224 8.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1465 ALL 476266.1 3774224 9.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1466 ALL 476286.1 3774224 1.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1467 ALL 476306.1 3774224 1.21E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1468 ALL 476326.1 3774224 1.36E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1469 ALL 476346.1 3774224 1.54E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1470 ALL 476366.1 3774224 1.74E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1471 ALL 476386.1 3774224 1.97E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1472 ALL 476406.1 3774224 2.22E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1473 ALL 476426.1 3774224 2.49E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1474 ALL 476446.1 3774224 2.77E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1475 ALL 476466.1 3774224 3.03E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1476 ALL 476486.1 3774224 3.22E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1477 ALL 476506.1 3774224 3.31E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1478 ALL 476526.1 3774224 3.29E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1479 ALL 476546.1 3774224 3.18E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1480 ALL 477046.1 3774224 7.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1481 ALL 477066.1 3774224 6.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1482 ALL 477086.1 3774224 6.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1483 ALL 477106.1 3774224 6.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1484 ALL 477126.1 3774224 5.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1485 ALL 477146.1 3774224 5.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1486 ALL 477166.1 3774224 5.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1487 ALL 475526.1 3774244 1.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1488 ALL 475546.1 3774244 1.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1489 ALL 475566.1 3774244 1.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1490 ALL 475586.1 3774244 1.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1491 ALL 475606.1 3774244 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1492 ALL 475626.1 3774244 1.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1493 ALL 475646.1 3774244 1.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1494 ALL 475666.1 3774244 1.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1495 ALL 475686.1 3774244 1.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1496 ALL 475706.1 3774244 1.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1497 ALL 475726.1 3774244 1.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1498 ALL 475746.1 3774244 1.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1499 ALL 475766.1 3774244 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1500 ALL 475786.1 3774244 1.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1501 ALL 475806.1 3774244 1.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1502 ALL 475826.1 3774244 2.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1503 ALL 475846.1 3774244 2.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1504 ALL 475866.1 3774244 2.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1505 ALL 475886.1 3774244 2.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1506 ALL 475906.1 3774244 2.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1507 ALL 475926.1 3774244 2.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1508 ALL 475946.1 3774244 2.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1509 ALL 475966.1 3774244 2.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1510 ALL 475986.1 3774244 3.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1511 ALL 476006.1 3774244 3.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1512 ALL 476026.1 3774244 3.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1513 ALL 476046.1 3774244 3.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1514 ALL 476066.1 3774244 4.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1515 ALL 476086.1 3774244 4.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1516 ALL 476106.1 3774244 4.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1517 ALL 476126.1 3774244 5.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1518 ALL 476146.1 3774244 5.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1519 ALL 476166.1 3774244 6.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1520 ALL 476186.1 3774244 6.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1521 ALL 476206.1 3774244 7.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1522 ALL 476226.1 3774244 8.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1523 ALL 476246.1 3774244 8.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1524 ALL 476266.1 3774244 9.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1525 ALL 476286.1 3774244 1.12E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1526 ALL 476306.1 3774244 1.26E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1527 ALL 476326.1 3774244 1.44E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1528 ALL 476346.1 3774244 1.65E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1529 ALL 476366.1 3774244 1.89E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1530 ALL 476386.1 3774244 2.19E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1531 ALL 476406.1 3774244 2.54E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1532 ALL 476426.1 3774244 2.94E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1533 ALL 476446.1 3774244 3.39E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1534 ALL 476466.1 3774244 3.87E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1535 ALL 476486.1 3774244 4.26E-08 4YrCancerRMP_InhSoilDermMMilkCrops4.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1536 ALL 476506.1 3774244 4.49E-08 4YrCancerRMP_InhSoilDermMMilkCrops4.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1537 ALL 476526.1 3774244 4.50E-08 4YrCancerRMP_InhSoilDermMMilkCrops4.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1538 ALL 476546.1 3774244 4.31E-08 4YrCancerRMP_InhSoilDermMMilkCrops4.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1539 ALL 477046.1 3774244 7.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1540 ALL 477066.1 3774244 6.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1541 ALL 477086.1 3774244 6.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1542 ALL 477106.1 3774244 6.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1543 ALL 477126.1 3774244 5.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1544 ALL 477146.1 3774244 5.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1545 ALL 477166.1 3774244 5.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1546 ALL 475526.1 3774264 1.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1547 ALL 475546.1 3774264 1.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1548 ALL 475566.1 3774264 1.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1549 ALL 475586.1 3774264 1.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1550 ALL 475606.1 3774264 1.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1551 ALL 475626.1 3774264 1.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1552 ALL 475646.1 3774264 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1553 ALL 475666.1 3774264 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1554 ALL 475686.1 3774264 1.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1555 ALL 475706.1 3774264 1.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1556 ALL 475726.1 3774264 1.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1557 ALL 475746.1 3774264 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1558 ALL 475766.1 3774264 1.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1559 ALL 475786.1 3774264 1.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1560 ALL 475806.1 3774264 1.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1561 ALL 475826.1 3774264 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1562 ALL 475846.1 3774264 2.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1563 ALL 475866.1 3774264 2.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1564 ALL 475886.1 3774264 2.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1565 ALL 475906.1 3774264 2.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1566 ALL 475926.1 3774264 2.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1567 ALL 475946.1 3774264 2.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1568 ALL 475966.1 3774264 2.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1569 ALL 475986.1 3774264 3.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1570 ALL 476006.1 3774264 3.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1571 ALL 476026.1 3774264 3.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1572 ALL 476046.1 3774264 3.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1573 ALL 476066.1 3774264 4.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1574 ALL 476086.1 3774264 4.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1575 ALL 476106.1 3774264 4.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1576 ALL 476126.1 3774264 5.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1577 ALL 476146.1 3774264 5.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1578 ALL 476166.1 3774264 6.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1579 ALL 476186.1 3774264 6.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1580 ALL 476206.1 3774264 7.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1581 ALL 476226.1 3774264 8.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1582 ALL 476246.1 3774264 8.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1583 ALL 476266.1 3774264 1.00E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.00E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1584 ALL 476286.1 3774264 1.13E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1585 ALL 476306.1 3774264 1.29E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1586 ALL 476326.1 3774264 1.49E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1587 ALL 476346.1 3774264 1.72E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1588 ALL 476366.1 3774264 2.02E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1589 ALL 476386.1 3774264 2.38E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.38E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1590 ALL 476406.1 3774264 2.84E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.84E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1591 ALL 476426.1 3774264 3.42E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1592 ALL 476446.1 3774264 4.13E-08 4YrCancerRMP_InhSoilDermMMilkCrops4.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1593 ALL 476466.1 3774264 4.99E-08 4YrCancerRMP_InhSoilDermMMilkCrops4.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1594 ALL 476486.1 3774264 5.85E-08 4YrCancerRMP_InhSoilDermMMilkCrops5.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1595 ALL 476506.1 3774264 6.48E-08 4YrCancerRMP_InhSoilDermMMilkCrops6.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1596 ALL 476526.1 3774264 6.64E-08 4YrCancerRMP_InhSoilDermMMilkCrops6.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1597 ALL 476546.1 3774264 6.29E-08 4YrCancerRMP_InhSoilDermMMilkCrops6.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1598 ALL 477046.1 3774264 7.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1599 ALL 477066.1 3774264 7.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1600 ALL 477086.1 3774264 6.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1601 ALL 477106.1 3774264 6.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1602 ALL 477126.1 3774264 5.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1603 ALL 477146.1 3774264 5.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1604 ALL 477166.1 3774264 5.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1605 ALL 475526.1 3774284 1.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1606 ALL 475546.1 3774284 1.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1607 ALL 475566.1 3774284 1.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1608 ALL 475586.1 3774284 1.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1609 ALL 475606.1 3774284 1.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1610 ALL 475626.1 3774284 1.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1611 ALL 475646.1 3774284 1.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1612 ALL 475666.1 3774284 1.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1613 ALL 475686.1 3774284 1.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1614 ALL 475706.1 3774284 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1615 ALL 475726.1 3774284 1.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1616 ALL 475746.1 3774284 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1617 ALL 475766.1 3774284 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1618 ALL 475786.1 3774284 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1619 ALL 475806.1 3774284 1.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1620 ALL 475826.1 3774284 2.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1621 ALL 475846.1 3774284 2.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1622 ALL 475866.1 3774284 2.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1623 ALL 475886.1 3774284 2.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1624 ALL 475906.1 3774284 2.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1625 ALL 475926.1 3774284 2.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1626 ALL 475946.1 3774284 2.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1627 ALL 475966.1 3774284 2.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1628 ALL 475986.1 3774284 3.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1629 ALL 476006.1 3774284 3.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1630 ALL 476026.1 3774284 3.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1631 ALL 476046.1 3774284 3.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1632 ALL 476066.1 3774284 3.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1633 ALL 476086.1 3774284 4.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1634 ALL 476106.1 3774284 4.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1635 ALL 476126.1 3774284 4.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1636 ALL 476146.1 3774284 5.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1637 ALL 476166.1 3774284 5.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1638 ALL 476186.1 3774284 6.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1639 ALL 476206.1 3774284 7.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1640 ALL 476226.1 3774284 7.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1641 ALL 476246.1 3774284 8.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1642 ALL 476266.1 3774284 9.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1643 ALL 476286.1 3774284 1.13E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1644 ALL 476306.1 3774284 1.30E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1645 ALL 476326.1 3774284 1.51E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1646 ALL 476346.1 3774284 1.76E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1647 ALL 476366.1 3774284 2.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1648 ALL 476386.1 3774284 2.52E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.52E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1649 ALL 476406.1 3774284 3.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1650 ALL 476426.1 3774284 3.86E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1651 ALL 476446.1 3774284 4.92E-08 4YrCancerRMP_InhSoilDermMMilkCrops4.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1652 ALL 476466.1 3774284 6.40E-08 4YrCancerRMP_InhSoilDermMMilkCrops6.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1653 ALL 476486.1 3774284 8.24E-08 4YrCancerRMP_InhSoilDermMMilkCrops8.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1654 ALL 476506.1 3774284 1.01E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1655 ALL 476526.1 3774284 1.10E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1656 ALL 476546.1 3774284 1.03E-07 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-07 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1657 ALL 477046.1 3774284 7.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1658 ALL 477066.1 3774284 7.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1659 ALL 477086.1 3774284 6.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1660 ALL 477106.1 3774284 6.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1661 ALL 477126.1 3774284 5.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1662 ALL 477146.1 3774284 5.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1663 ALL 477166.1 3774284 5.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1664 ALL 475526.1 3774304 1.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1665 ALL 475546.1 3774304 1.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1666 ALL 475566.1 3774304 1.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1667 ALL 475586.1 3774304 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1668 ALL 475606.1 3774304 1.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1669 ALL 475626.1 3774304 1.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1670 ALL 475646.1 3774304 1.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1671 ALL 475666.1 3774304 1.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1672 ALL 475686.1 3774304 1.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1673 ALL 475706.1 3774304 1.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1674 ALL 475726.1 3774304 1.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1675 ALL 475746.1 3774304 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1676 ALL 475766.1 3774304 1.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1677 ALL 475786.1 3774304 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1678 ALL 475806.1 3774304 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1679 ALL 475826.1 3774304 1.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1680 ALL 475846.1 3774304 2.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1681 ALL 475866.1 3774304 2.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1682 ALL 475886.1 3774304 2.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1683 ALL 475906.1 3774304 2.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1684 ALL 475926.1 3774304 2.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1685 ALL 475946.1 3774304 2.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1686 ALL 475966.1 3774304 2.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1687 ALL 475986.1 3774304 3.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1688 ALL 476006.1 3774304 3.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1689 ALL 476026.1 3774304 3.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1690 ALL 476046.1 3774304 3.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1691 ALL 476066.1 3774304 3.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1692 ALL 476086.1 3774304 4.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1693 ALL 476106.1 3774304 4.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1694 ALL 476126.1 3774304 4.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1695 ALL 476146.1 3774304 5.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1696 ALL 476166.1 3774304 5.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1697 ALL 476186.1 3774304 6.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1698 ALL 476206.1 3774304 7.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1699 ALL 476226.1 3774304 7.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1700 ALL 476246.1 3774304 8.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1701 ALL 476266.1 3774304 9.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1702 ALL 476286.1 3774304 1.12E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1703 ALL 476306.1 3774304 1.29E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1704 ALL 476326.1 3774304 1.50E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1705 ALL 476346.1 3774304 1.76E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1706 ALL 476366.1 3774304 2.11E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1707 ALL 476386.1 3774304 2.58E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1708 ALL 477046.1 3774304 7.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1709 ALL 477066.1 3774304 7.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1710 ALL 477086.1 3774304 6.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1711 ALL 477106.1 3774304 6.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1712 ALL 477126.1 3774304 5.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1713 ALL 477146.1 3774304 5.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1714 ALL 477166.1 3774304 5.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1715 ALL 475526.1 3774324 1.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1716 ALL 475546.1 3774324 1.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1717 ALL 475566.1 3774324 1.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1718 ALL 475586.1 3774324 1.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1719 ALL 475606.1 3774324 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1720 ALL 475626.1 3774324 1.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1721 ALL 475646.1 3774324 1.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1722 ALL 475666.1 3774324 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1723 ALL 475686.1 3774324 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1724 ALL 475706.1 3774324 1.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1725 ALL 475726.1 3774324 1.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1726 ALL 475746.1 3774324 1.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1727 ALL 475766.1 3774324 1.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1728 ALL 475786.1 3774324 1.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1729 ALL 475806.1 3774324 1.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1730 ALL 475826.1 3774324 1.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1731 ALL 475846.1 3774324 2.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1732 ALL 475866.1 3774324 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1733 ALL 475886.1 3774324 2.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1734 ALL 475906.1 3774324 2.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1735 ALL 475926.1 3774324 2.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1736 ALL 475946.1 3774324 2.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1737 ALL 475966.1 3774324 2.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1738 ALL 475986.1 3774324 2.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1739 ALL 476006.1 3774324 3.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1740 ALL 476026.1 3774324 3.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1741 ALL 476046.1 3774324 3.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1742 ALL 476066.1 3774324 3.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1743 ALL 476086.1 3774324 4.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1744 ALL 476106.1 3774324 4.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1745 ALL 476126.1 3774324 4.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1746 ALL 476146.1 3774324 5.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1747 ALL 476166.1 3774324 5.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1748 ALL 476186.1 3774324 6.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1749 ALL 476206.1 3774324 6.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1750 ALL 476226.1 3774324 7.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1751 ALL 476246.1 3774324 8.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1752 ALL 476266.1 3774324 9.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1753 ALL 476286.1 3774324 1.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1754 ALL 476306.1 3774324 1.25E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1755 ALL 476326.1 3774324 1.46E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1756 ALL 476346.1 3774324 1.73E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1757 ALL 476366.1 3774324 2.07E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1758 ALL 476386.1 3774324 2.55E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1759 ALL 477046.1 3774324 7.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1760 ALL 477066.1 3774324 7.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1761 ALL 477086.1 3774324 6.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1762 ALL 477106.1 3774324 6.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1763 ALL 477126.1 3774324 5.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1764 ALL 477146.1 3774324 5.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1765 ALL 477166.1 3774324 5.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1766 ALL 477466.1 3774324 3.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1767 ALL 477486.1 3774324 3.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1768 ALL 477506.1 3774324 3.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1769 ALL 477526.1 3774324 3.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1770 ALL 475526.1 3774344 1.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1771 ALL 475546.1 3774344 1.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1772 ALL 475566.1 3774344 1.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1773 ALL 475586.1 3774344 1.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1774 ALL 475606.1 3774344 1.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1775 ALL 475626.1 3774344 1.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1776 ALL 475646.1 3774344 1.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1777 ALL 475666.1 3774344 1.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1778 ALL 475686.1 3774344 1.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1779 ALL 475706.1 3774344 1.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1780 ALL 475726.1 3774344 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1781 ALL 475746.1 3774344 1.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1782 ALL 475766.1 3774344 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1783 ALL 475786.1 3774344 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1784 ALL 475806.1 3774344 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1785 ALL 475826.1 3774344 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1786 ALL 475846.1 3774344 2.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1787 ALL 475866.1 3774344 2.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1788 ALL 475886.1 3774344 2.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1789 ALL 475906.1 3774344 2.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1790 ALL 475926.1 3774344 2.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1791 ALL 475946.1 3774344 2.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1792 ALL 475966.1 3774344 2.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1793 ALL 475986.1 3774344 2.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1794 ALL 476006.1 3774344 3.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1795 ALL 476026.1 3774344 3.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1796 ALL 476046.1 3774344 3.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1797 ALL 476066.1 3774344 3.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1798 ALL 476086.1 3774344 4.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1799 ALL 476106.1 3774344 4.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1800 ALL 476126.1 3774344 4.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1801 ALL 476146.1 3774344 5.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1802 ALL 476166.1 3774344 5.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1803 ALL 476186.1 3774344 6.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1804 ALL 476206.1 3774344 6.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1805 ALL 476226.1 3774344 7.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1806 ALL 476246.1 3774344 8.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1807 ALL 476266.1 3774344 9.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1808 ALL 476286.1 3774344 1.05E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1809 ALL 476306.1 3774344 1.21E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1810 ALL 476326.1 3774344 1.41E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1811 ALL 476346.1 3774344 1.66E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1812 ALL 476366.1 3774344 1.99E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1813 ALL 476386.1 3774344 2.44E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1814 ALL 476406.1 3774344 3.08E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1815 ALL 477046.1 3774344 7.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1816 ALL 477066.1 3774344 6.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1817 ALL 477086.1 3774344 6.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1818 ALL 477106.1 3774344 6.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1819 ALL 477126.1 3774344 5.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1820 ALL 477146.1 3774344 5.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1821 ALL 477166.1 3774344 5.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1822 ALL 477466.1 3774344 3.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1823 ALL 477486.1 3774344 3.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1824 ALL 477506.1 3774344 3.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1825 ALL 477526.1 3774344 3.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1826 ALL 475526.1 3774364 1.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1827 ALL 475546.1 3774364 1.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1828 ALL 475566.1 3774364 1.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1829 ALL 475586.1 3774364 1.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1830 ALL 475606.1 3774364 1.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1831 ALL 475626.1 3774364 1.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1832 ALL 475646.1 3774364 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1833 ALL 475666.1 3774364 1.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1834 ALL 475686.1 3774364 1.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1835 ALL 475706.1 3774364 1.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1836 ALL 475726.1 3774364 1.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1837 ALL 475746.1 3774364 1.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1838 ALL 475766.1 3774364 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1839 ALL 475786.1 3774364 1.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1840 ALL 475806.1 3774364 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1841 ALL 475826.1 3774364 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1842 ALL 475846.1 3774364 1.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1843 ALL 475866.1 3774364 2.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1844 ALL 475886.1 3774364 2.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1845 ALL 475906.1 3774364 2.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1846 ALL 475926.1 3774364 2.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1847 ALL 475946.1 3774364 2.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1848 ALL 475966.1 3774364 2.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1849 ALL 475986.1 3774364 2.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1850 ALL 476006.1 3774364 3.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1851 ALL 476026.1 3774364 3.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1852 ALL 476046.1 3774364 3.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1853 ALL 476066.1 3774364 3.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1854 ALL 476086.1 3774364 3.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1855 ALL 476106.1 3774364 4.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1856 ALL 476126.1 3774364 4.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1857 ALL 476146.1 3774364 4.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1858 ALL 476166.1 3774364 5.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1859 ALL 476186.1 3774364 5.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1860 ALL 476206.1 3774364 6.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1861 ALL 476226.1 3774364 7.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1862 ALL 476246.1 3774364 7.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1863 ALL 476266.1 3774364 8.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1864 ALL 476286.1 3774364 1.01E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1865 ALL 476306.1 3774364 1.15E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1866 ALL 476326.1 3774364 1.34E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1867 ALL 476346.1 3774364 1.57E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1868 ALL 476366.1 3774364 1.87E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1869 ALL 476386.1 3774364 2.27E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1870 ALL 477046.1 3774364 7.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1871 ALL 477066.1 3774364 6.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1872 ALL 477086.1 3774364 6.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1873 ALL 477106.1 3774364 5.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1874 ALL 477126.1 3774364 5.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1875 ALL 477146.1 3774364 5.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1876 ALL 477166.1 3774364 5.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1877 ALL 477466.1 3774364 3.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1878 ALL 477486.1 3774364 3.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1879 ALL 477506.1 3774364 3.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1880 ALL 477526.1 3774364 3.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1881 ALL 475526.1 3774384 1.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1882 ALL 475546.1 3774384 1.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1883 ALL 475566.1 3774384 1.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1884 ALL 475586.1 3774384 1.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1885 ALL 475606.1 3774384 1.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1886 ALL 475626.1 3774384 1.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1887 ALL 475646.1 3774384 1.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1888 ALL 475666.1 3774384 1.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1889 ALL 475686.1 3774384 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1890 ALL 475706.1 3774384 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1891 ALL 475726.1 3774384 1.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1892 ALL 475746.1 3774384 1.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1893 ALL 475766.1 3774384 1.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1894 ALL 475786.1 3774384 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1895 ALL 475806.1 3774384 1.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1896 ALL 475826.1 3774384 1.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1897 ALL 475846.1 3774384 1.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1898 ALL 475866.1 3774384 2.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1899 ALL 475886.1 3774384 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1900 ALL 475906.1 3774384 2.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1901 ALL 475926.1 3774384 2.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1902 ALL 475946.1 3774384 2.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1903 ALL 475966.1 3774384 2.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1904 ALL 475986.1 3774384 2.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1905 ALL 476006.1 3774384 2.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1906 ALL 476026.1 3774384 3.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1907 ALL 476046.1 3774384 3.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1908 ALL 476066.1 3774384 3.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1909 ALL 476086.1 3774384 3.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1910 ALL 476106.1 3774384 4.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1911 ALL 476126.1 3774384 4.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1912 ALL 476146.1 3774384 4.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1913 ALL 476166.1 3774384 5.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1914 ALL 476186.1 3774384 5.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1915 ALL 476206.1 3774384 6.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1916 ALL 476226.1 3774384 6.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1917 ALL 476246.1 3774384 7.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1918 ALL 476266.1 3774384 8.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1919 ALL 476286.1 3774384 9.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1920 ALL 476306.1 3774384 1.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1921 ALL 476326.1 3774384 1.26E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1922 ALL 476346.1 3774384 1.47E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1923 ALL 476366.1 3774384 1.73E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1924 ALL 476386.1 3774384 2.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1925 ALL 476417.9 3774378 3.07E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1926 ALL 477046.1 3774384 6.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1927 ALL 477066.1 3774384 6.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1928 ALL 477086.1 3774384 6.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1929 ALL 477106.1 3774384 5.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1930 ALL 477126.1 3774384 5.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1931 ALL 477146.1 3774384 5.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1932 ALL 477166.1 3774384 4.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1933 ALL 477466.1 3774384 3.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1934 ALL 477486.1 3774384 3.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1935 ALL 477506.1 3774384 3.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1936 ALL 477526.1 3774384 3.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1937 ALL 475526.1 3774404 1.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1938 ALL 475546.1 3774404 1.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1939 ALL 475566.1 3774404 1.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1940 ALL 475586.1 3774404 1.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1941 ALL 475606.1 3774404 1.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1942 ALL 475626.1 3774404 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1943 ALL 475646.1 3774404 1.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1944 ALL 475666.1 3774404 1.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1945 ALL 475686.1 3774404 1.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1946 ALL 475706.1 3774404 1.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1947 ALL 475726.1 3774404 1.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1948 ALL 475746.1 3774404 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1949 ALL 475766.1 3774404 1.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1950 ALL 475786.1 3774404 1.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1951 ALL 475806.1 3774404 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1952 ALL 475826.1 3774404 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1953 ALL 475846.1 3774404 1.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1954 ALL 475866.1 3774404 2.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1955 ALL 475886.1 3774404 2.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1956 ALL 475906.1 3774404 2.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1957 ALL 475926.1 3774404 2.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1958 ALL 475946.1 3774404 2.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1959 ALL 475966.1 3774404 2.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1960 ALL 475986.1 3774404 2.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1961 ALL 476006.1 3774404 2.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1962 ALL 476026.1 3774404 3.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1963 ALL 476046.1 3774404 3.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1964 ALL 476066.1 3774404 3.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1965 ALL 476086.1 3774404 3.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1966 ALL 476106.1 3774404 3.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1967 ALL 476126.1 3774404 4.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1968 ALL 476146.1 3774404 4.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1969 ALL 476166.1 3774404 5.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1970 ALL 476186.1 3774404 5.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1971 ALL 476206.1 3774404 5.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1972 ALL 476226.1 3774404 6.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1973 ALL 476246.1 3774404 7.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1974 ALL 476266.1 3774404 8.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1975 ALL 476286.1 3774404 9.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1976 ALL 476306.1 3774404 1.03E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1977 ALL 476326.1 3774404 1.18E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1978 ALL 477046.1 3774404 6.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



1979 ALL 477066.1 3774404 6.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1980 ALL 477086.1 3774404 5.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1981 ALL 477106.1 3774404 5.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1982 ALL 477126.1 3774404 5.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1983 ALL 477146.1 3774404 4.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1984 ALL 477166.1 3774404 4.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1985 ALL 477186.1 3774404 4.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1986 ALL 477206.1 3774404 4.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1987 ALL 477226.1 3774404 4.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1988 ALL 477246.1 3774404 4.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1989 ALL 477266.1 3774404 4.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1990 ALL 477286.1 3774404 4.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1991 ALL 477306.1 3774404 4.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1992 ALL 477326.1 3774404 4.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1993 ALL 477346.1 3774404 3.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1994 ALL 477366.1 3774404 3.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1995 ALL 477386.1 3774404 3.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1996 ALL 477406.1 3774404 3.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1997 ALL 477426.1 3774404 3.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1998 ALL 477446.1 3774404 3.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

1999 ALL 477466.1 3774404 3.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2000 ALL 477486.1 3774404 3.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2001 ALL 477506.1 3774404 3.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2002 ALL 477526.1 3774404 2.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2003 ALL 475946.1 3774424 2.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2004 ALL 475966.1 3774424 2.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2005 ALL 475986.1 3774424 2.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2006 ALL 476006.1 3774424 2.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2007 ALL 476026.1 3774424 2.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2008 ALL 476046.1 3774424 3.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2009 ALL 476066.1 3774424 3.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2010 ALL 476086.1 3774424 3.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2011 ALL 476106.1 3774424 3.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2012 ALL 476126.1 3774424 4.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2013 ALL 476146.1 3774424 4.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2014 ALL 476166.1 3774424 4.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2015 ALL 476186.1 3774424 5.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2016 ALL 476206.1 3774424 5.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2017 ALL 476226.1 3774424 6.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2018 ALL 476246.1 3774424 6.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2019 ALL 476266.1 3774424 7.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2020 ALL 476286.1 3774424 8.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2021 ALL 476306.1 3774424 9.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2022 ALL 476326.1 3774424 1.10E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2023 ALL 476346.1 3774424 1.26E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2024 ALL 476366.1 3774424 1.46E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2025 ALL 476386.1 3774424 1.71E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2026 ALL 476406.1 3774424 2.02E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2027 ALL 476426.1 3774424 2.44E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2028 ALL 476446.1 3774424 2.99E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2029 ALL 476466.1 3774424 3.68E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2030 ALL 476486.1 3774424 4.53E-08 4YrCancerRMP_InhSoilDermMMilkCrops4.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2031 ALL 476506.1 3774424 5.46E-08 4YrCancerRMP_InhSoilDermMMilkCrops5.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2032 ALL 476526.1 3774424 6.28E-08 4YrCancerRMP_InhSoilDermMMilkCrops6.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2033 ALL 476546.1 3774424 6.57E-08 4YrCancerRMP_InhSoilDermMMilkCrops6.57E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2034 ALL 476566.1 3774424 6.21E-08 4YrCancerRMP_InhSoilDermMMilkCrops6.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2035 ALL 476586.1 3774424 5.58E-08 4YrCancerRMP_InhSoilDermMMilkCrops5.58E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2036 ALL 476606.1 3774424 4.96E-08 4YrCancerRMP_InhSoilDermMMilkCrops4.96E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2037 ALL 476626.1 3774424 4.46E-08 4YrCancerRMP_InhSoilDermMMilkCrops4.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2038 ALL 476646.1 3774424 4.05E-08 4YrCancerRMP_InhSoilDermMMilkCrops4.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2039 ALL 476666.1 3774424 3.72E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2040 ALL 476686.1 3774424 3.45E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2041 ALL 476706.1 3774424 3.23E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2042 ALL 476726.1 3774424 3.03E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2043 ALL 476746.1 3774424 2.85E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2044 ALL 476766.1 3774424 2.63E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.63E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2045 ALL 476786.1 3774424 2.24E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2046 ALL 476806.1 3774424 1.88E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2047 ALL 476826.1 3774424 1.61E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2048 ALL 476846.1 3774424 1.41E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2049 ALL 476866.1 3774424 1.26E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2050 ALL 476886.1 3774424 1.14E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2051 ALL 476906.1 3774424 1.04E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2052 ALL 476926.1 3774424 9.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2053 ALL 476946.1 3774424 8.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2054 ALL 476966.1 3774424 8.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2055 ALL 476986.1 3774424 7.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2056 ALL 477006.1 3774424 7.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2057 ALL 477026.1 3774424 6.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2058 ALL 477046.1 3774424 6.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2059 ALL 477066.1 3774424 5.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2060 ALL 477086.1 3774424 5.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2061 ALL 477106.1 3774424 5.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2062 ALL 477126.1 3774424 5.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2063 ALL 477146.1 3774424 4.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2064 ALL 477166.1 3774424 4.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2065 ALL 477186.1 3774424 4.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2066 ALL 477206.1 3774424 4.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2067 ALL 477226.1 3774424 4.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2068 ALL 477246.1 3774424 4.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2069 ALL 477266.1 3774424 4.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2070 ALL 477286.1 3774424 4.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2071 ALL 477306.1 3774424 3.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2072 ALL 477326.1 3774424 3.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2073 ALL 477346.1 3774424 3.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2074 ALL 477366.1 3774424 3.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2075 ALL 477386.1 3774424 3.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2076 ALL 477406.1 3774424 3.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2077 ALL 477426.1 3774424 3.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2078 ALL 477446.1 3774424 3.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2079 ALL 477466.1 3774424 3.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2080 ALL 477486.1 3774424 3.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2081 ALL 477506.1 3774424 2.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2082 ALL 477526.1 3774424 2.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2083 ALL 475946.1 3774444 2.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2084 ALL 475966.1 3774444 2.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2085 ALL 475986.1 3774444 2.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2086 ALL 476006.1 3774444 2.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2087 ALL 476026.1 3774444 2.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2088 ALL 476046.1 3774444 3.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2089 ALL 476066.1 3774444 3.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2090 ALL 476086.1 3774444 3.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2091 ALL 476106.1 3774444 3.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2092 ALL 476126.1 3774444 4.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2093 ALL 476146.1 3774444 4.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2094 ALL 476166.1 3774444 4.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2095 ALL 476186.1 3774444 5.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2096 ALL 476206.1 3774444 5.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2097 ALL 476226.1 3774444 6.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2098 ALL 476246.1 3774444 6.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2099 ALL 476266.1 3774444 7.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2100 ALL 476286.1 3774444 8.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2101 ALL 476306.1 3774444 9.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2102 ALL 476326.1 3774444 1.02E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2103 ALL 476346.1 3774444 1.16E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2104 ALL 476366.1 3774444 1.33E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2105 ALL 476386.1 3774444 1.53E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2106 ALL 476406.1 3774444 1.78E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2107 ALL 476426.1 3774444 2.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2108 ALL 476446.1 3774444 2.48E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2109 ALL 476466.1 3774444 2.92E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2110 ALL 476486.1 3774444 3.40E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2111 ALL 476506.1 3774444 3.87E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2112 ALL 476526.1 3774444 4.21E-08 4YrCancerRMP_InhSoilDermMMilkCrops4.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2113 ALL 476546.1 3774444 4.33E-08 4YrCancerRMP_InhSoilDermMMilkCrops4.33E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2114 ALL 476566.1 3774444 4.18E-08 4YrCancerRMP_InhSoilDermMMilkCrops4.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2115 ALL 476586.1 3774444 3.87E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.87E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2116 ALL 476606.1 3774444 3.51E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2117 ALL 476626.1 3774444 3.18E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2118 ALL 476646.1 3774444 2.90E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2119 ALL 476666.1 3774444 2.67E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.67E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2120 ALL 476686.1 3774444 2.48E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2121 ALL 476706.1 3774444 2.31E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2122 ALL 476726.1 3774444 2.16E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2123 ALL 476746.1 3774444 2.02E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2124 ALL 476766.1 3774444 1.86E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2125 ALL 476786.1 3774444 1.68E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2126 ALL 476806.1 3774444 1.51E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2127 ALL 476826.1 3774444 1.35E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2128 ALL 476846.1 3774444 1.22E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2129 ALL 476866.1 3774444 1.11E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2130 ALL 476886.1 3774444 1.01E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2131 ALL 476906.1 3774444 9.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2132 ALL 476926.1 3774444 8.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2133 ALL 476946.1 3774444 8.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2134 ALL 476966.1 3774444 7.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2135 ALL 476986.1 3774444 6.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2136 ALL 477006.1 3774444 6.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2137 ALL 477026.1 3774444 6.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2138 ALL 477046.1 3774444 5.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2139 ALL 477066.1 3774444 5.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2140 ALL 477086.1 3774444 5.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2141 ALL 477106.1 3774444 4.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2142 ALL 477126.1 3774444 4.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2143 ALL 477146.1 3774444 4.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2144 ALL 477166.1 3774444 4.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2145 ALL 477186.1 3774444 4.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2146 ALL 477206.1 3774444 3.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2147 ALL 477226.1 3774444 4.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2148 ALL 477246.1 3774444 4.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2149 ALL 477266.1 3774444 4.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2150 ALL 477286.1 3774444 3.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2151 ALL 477306.1 3774444 3.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2152 ALL 477326.1 3774444 3.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2153 ALL 477346.1 3774444 3.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2154 ALL 477366.1 3774444 3.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2155 ALL 477386.1 3774444 3.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2156 ALL 477406.1 3774444 3.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2157 ALL 477426.1 3774444 3.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2158 ALL 477446.1 3774444 3.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2159 ALL 477466.1 3774444 2.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2160 ALL 477486.1 3774444 2.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2161 ALL 477506.1 3774444 2.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2162 ALL 477526.1 3774444 2.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2163 ALL 475946.1 3774464 2.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2164 ALL 475966.1 3774464 2.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2165 ALL 475986.1 3774464 2.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2166 ALL 476006.1 3774464 2.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2167 ALL 476026.1 3774464 2.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2168 ALL 476046.1 3774464 3.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2169 ALL 476066.1 3774464 3.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2170 ALL 476086.1 3774464 3.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2171 ALL 476106.1 3774464 3.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2172 ALL 476126.1 3774464 3.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2173 ALL 476146.1 3774464 4.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2174 ALL 476166.1 3774464 4.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2175 ALL 476186.1 3774464 4.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2176 ALL 476206.1 3774464 5.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2177 ALL 476226.1 3774464 5.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2178 ALL 476246.1 3774464 6.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2179 ALL 476266.1 3774464 6.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2180 ALL 476286.1 3774464 7.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2181 ALL 476306.1 3774464 8.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2182 ALL 476326.1 3774464 9.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2183 ALL 476346.1 3774464 1.07E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2184 ALL 476366.1 3774464 1.20E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2185 ALL 476386.1 3774464 1.37E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2186 ALL 476406.1 3774464 1.56E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2187 ALL 476426.1 3774464 1.79E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2188 ALL 476446.1 3774464 2.06E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2189 ALL 476466.1 3774464 2.35E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2190 ALL 476486.1 3774464 2.64E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.64E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2191 ALL 476506.1 3774464 2.89E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2192 ALL 476526.1 3774464 3.07E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2193 ALL 476546.1 3774464 3.13E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.13E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2194 ALL 476566.1 3774464 3.06E-08 4YrCancerRMP_InhSoilDermMMilkCrops3.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2195 ALL 476586.1 3774464 2.90E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.90E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2196 ALL 476606.1 3774464 2.68E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.68E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2197 ALL 476626.1 3774464 2.47E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2198 ALL 476646.1 3774464 2.27E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2199 ALL 476666.1 3774464 2.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2200 ALL 476686.1 3774464 1.94E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2201 ALL 476706.1 3774464 1.81E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2202 ALL 476726.1 3774464 1.70E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2203 ALL 476746.1 3774464 1.59E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2204 ALL 476766.1 3774464 1.48E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2205 ALL 476786.1 3774464 1.36E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2206 ALL 476806.1 3774464 1.25E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2207 ALL 476826.1 3774464 1.14E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2208 ALL 476846.1 3774464 1.05E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2209 ALL 476866.1 3774464 9.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2210 ALL 476886.1 3774464 9.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2211 ALL 476906.1 3774464 8.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2212 ALL 476926.1 3774464 7.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2213 ALL 476946.1 3774464 7.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2214 ALL 476966.1 3774464 6.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2215 ALL 476986.1 3774464 6.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2216 ALL 477006.1 3774464 6.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2217 ALL 477026.1 3774464 5.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2218 ALL 477046.1 3774464 5.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2219 ALL 477066.1 3774464 5.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2220 ALL 477086.1 3774464 4.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2221 ALL 477106.1 3774464 4.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2222 ALL 477126.1 3774464 4.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2223 ALL 477146.1 3774464 4.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2224 ALL 477166.1 3774464 4.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2225 ALL 477186.1 3774464 3.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2226 ALL 477206.1 3774464 3.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2227 ALL 477226.1 3774464 3.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2228 ALL 477246.1 3774464 3.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2229 ALL 477266.1 3774464 3.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2230 ALL 477286.1 3774464 3.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2231 ALL 477306.1 3774464 3.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2232 ALL 477326.1 3774464 3.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2233 ALL 477346.1 3774464 3.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2234 ALL 477366.1 3774464 3.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2235 ALL 477386.1 3774464 3.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2236 ALL 477406.1 3774464 3.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2237 ALL 477426.1 3774464 2.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2238 ALL 477446.1 3774464 2.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2239 ALL 477466.1 3774464 2.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2240 ALL 477486.1 3774464 2.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2241 ALL 477506.1 3774464 2.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2242 ALL 477526.1 3774464 2.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2243 ALL 475946.1 3774484 2.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2244 ALL 475966.1 3774484 2.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2245 ALL 475986.1 3774484 2.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2246 ALL 476006.1 3774484 2.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2247 ALL 476026.1 3774484 2.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2248 ALL 476046.1 3774484 2.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2249 ALL 476066.1 3774484 3.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2250 ALL 476086.1 3774484 3.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2251 ALL 476106.1 3774484 3.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2252 ALL 476126.1 3774484 3.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2253 ALL 476146.1 3774484 4.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2254 ALL 476166.1 3774484 4.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2255 ALL 476186.1 3774484 4.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2256 ALL 476206.1 3774484 5.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2257 ALL 476226.1 3774484 5.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2258 ALL 476246.1 3774484 5.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2259 ALL 476266.1 3774484 6.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2260 ALL 476286.1 3774484 7.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2261 ALL 476306.1 3774484 7.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2262 ALL 476326.1 3774484 8.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2263 ALL 476346.1 3774484 9.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2264 ALL 476366.1 3774484 1.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2265 ALL 476386.1 3774484 1.22E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2266 ALL 476406.1 3774484 1.37E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2267 ALL 476426.1 3774484 1.54E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2268 ALL 476446.1 3774484 1.73E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2269 ALL 476466.1 3774484 1.92E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.92E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2270 ALL 476486.1 3774484 2.10E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2271 ALL 476506.1 3774484 2.26E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2272 ALL 476526.1 3774484 2.36E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2273 ALL 476546.1 3774484 2.40E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2274 ALL 476566.1 3774484 2.36E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2275 ALL 476586.1 3774484 2.27E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2276 ALL 476606.1 3774484 2.14E-08 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2277 ALL 476626.1 3774484 1.99E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2278 ALL 476646.1 3774484 1.85E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2279 ALL 476666.1 3774484 1.72E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2280 ALL 476686.1 3774484 1.60E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2281 ALL 476706.1 3774484 1.49E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2282 ALL 476726.1 3774484 1.40E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2283 ALL 476746.1 3774484 1.31E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2284 ALL 476766.1 3774484 1.23E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2285 ALL 476786.1 3774484 1.14E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2286 ALL 476806.1 3774484 1.06E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2287 ALL 476826.1 3774484 9.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2288 ALL 476846.1 3774484 9.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2289 ALL 476866.1 3774484 8.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2290 ALL 476886.1 3774484 8.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2291 ALL 476906.1 3774484 7.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2292 ALL 476926.1 3774484 7.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2293 ALL 476946.1 3774484 6.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2294 ALL 476966.1 3774484 6.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2295 ALL 476986.1 3774484 5.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2296 ALL 477006.1 3774484 5.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2297 ALL 477026.1 3774484 5.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2298 ALL 477046.1 3774484 5.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2299 ALL 477066.1 3774484 4.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2300 ALL 477086.1 3774484 4.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2301 ALL 477106.1 3774484 4.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2302 ALL 477126.1 3774484 4.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2303 ALL 477146.1 3774484 4.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2304 ALL 477166.1 3774484 3.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2305 ALL 477186.1 3774484 3.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2306 ALL 477206.1 3774484 3.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2307 ALL 477226.1 3774484 3.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2308 ALL 477246.1 3774484 3.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2309 ALL 477266.1 3774484 3.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2310 ALL 477286.1 3774484 3.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2311 ALL 477306.1 3774484 3.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2312 ALL 477326.1 3774484 3.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2313 ALL 477346.1 3774484 3.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2314 ALL 477366.1 3774484 3.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2315 ALL 477386.1 3774484 2.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2316 ALL 477406.1 3774484 2.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2317 ALL 477426.1 3774484 2.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2318 ALL 477446.1 3774484 2.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2319 ALL 477466.1 3774484 2.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2320 ALL 477486.1 3774484 2.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2321 ALL 477506.1 3774484 2.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2322 ALL 477526.1 3774484 2.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2323 ALL 475946.1 3774504 2.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2324 ALL 475966.1 3774504 2.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2325 ALL 475986.1 3774504 2.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2326 ALL 476006.1 3774504 2.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2327 ALL 476026.1 3774504 2.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2328 ALL 476046.1 3774504 2.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2329 ALL 476066.1 3774504 3.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2330 ALL 476086.1 3774504 3.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2331 ALL 476106.1 3774504 3.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2332 ALL 476126.1 3774504 3.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2333 ALL 476146.1 3774504 3.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2334 ALL 476166.1 3774504 4.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2335 ALL 476186.1 3774504 4.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2336 ALL 476206.1 3774504 4.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2337 ALL 476226.1 3774504 5.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2338 ALL 476246.1 3774504 5.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2339 ALL 476266.1 3774504 6.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2340 ALL 476286.1 3774504 6.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2341 ALL 476306.1 3774504 7.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2342 ALL 476326.1 3774504 8.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2343 ALL 476346.1 3774504 8.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2344 ALL 476366.1 3774504 9.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2345 ALL 476386.1 3774504 1.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2346 ALL 476406.1 3774504 1.21E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2347 ALL 476426.1 3774504 1.34E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2348 ALL 476446.1 3774504 1.47E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2349 ALL 476466.1 3774504 1.60E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2350 ALL 476486.1 3774504 1.72E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2351 ALL 476506.1 3774504 1.82E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2352 ALL 476526.1 3774504 1.88E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2353 ALL 476546.1 3774504 1.91E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2354 ALL 476566.1 3774504 1.89E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2355 ALL 476586.1 3774504 1.83E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2356 ALL 476606.1 3774504 1.75E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2357 ALL 476626.1 3774504 1.65E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2358 ALL 476646.1 3774504 1.55E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2359 ALL 476666.1 3774504 1.45E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2360 ALL 476686.1 3774504 1.36E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2361 ALL 476706.1 3774504 1.27E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2362 ALL 476726.1 3774504 1.19E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2363 ALL 476746.1 3774504 1.12E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2364 ALL 476766.1 3774504 1.05E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2365 ALL 476786.1 3774504 9.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2366 ALL 476806.1 3774504 9.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2367 ALL 476826.1 3774504 8.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2368 ALL 476846.1 3774504 8.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2369 ALL 476866.1 3774504 7.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2370 ALL 476886.1 3774504 7.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2371 ALL 476906.1 3774504 6.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2372 ALL 476926.1 3774504 6.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2373 ALL 476946.1 3774504 6.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2374 ALL 476966.1 3774504 5.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2375 ALL 476986.1 3774504 5.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2376 ALL 477006.1 3774504 5.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2377 ALL 477026.1 3774504 4.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2378 ALL 477046.1 3774504 4.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2379 ALL 477066.1 3774504 4.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2380 ALL 477086.1 3774504 4.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2381 ALL 477106.1 3774504 4.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2382 ALL 477126.1 3774504 3.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2383 ALL 477146.1 3774504 3.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2384 ALL 477166.1 3774504 3.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2385 ALL 477186.1 3774504 3.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2386 ALL 477206.1 3774504 3.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2387 ALL 477226.1 3774504 3.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2388 ALL 477246.1 3774504 3.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2389 ALL 477266.1 3774504 3.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2390 ALL 477286.1 3774504 3.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2391 ALL 477306.1 3774504 3.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2392 ALL 477326.1 3774504 3.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2393 ALL 477346.1 3774504 2.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2394 ALL 477366.1 3774504 2.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2395 ALL 477386.1 3774504 2.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2396 ALL 477406.1 3774504 2.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2397 ALL 477426.1 3774504 2.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2398 ALL 477446.1 3774504 2.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2399 ALL 477466.1 3774504 2.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2400 ALL 477486.1 3774504 2.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2401 ALL 477506.1 3774504 2.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2402 ALL 477526.1 3774504 2.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2403 ALL 475946.1 3774524 2.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2404 ALL 475966.1 3774524 2.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2405 ALL 475986.1 3774524 2.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2406 ALL 476006.1 3774524 2.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2407 ALL 476026.1 3774524 2.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2408 ALL 476046.1 3774524 2.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2409 ALL 476066.1 3774524 2.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2410 ALL 476086.1 3774524 3.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2411 ALL 476106.1 3774524 3.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2412 ALL 476126.1 3774524 3.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2413 ALL 476146.1 3774524 3.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2414 ALL 476166.1 3774524 4.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2415 ALL 476186.1 3774524 4.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2416 ALL 476206.1 3774524 4.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2417 ALL 476226.1 3774524 4.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2418 ALL 476246.1 3774524 5.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2419 ALL 476266.1 3774524 5.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2420 ALL 476286.1 3774524 6.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2421 ALL 476306.1 3774524 6.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2422 ALL 476326.1 3774524 7.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2423 ALL 476346.1 3774524 8.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2424 ALL 476366.1 3774524 8.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2425 ALL 476386.1 3774524 9.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2426 ALL 476406.1 3774524 1.07E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2427 ALL 476426.1 3774524 1.16E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2428 ALL 476446.1 3774524 1.26E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2429 ALL 476466.1 3774524 1.35E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2430 ALL 476486.1 3774524 1.44E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2431 ALL 476506.1 3774524 1.50E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2432 ALL 476526.1 3774524 1.55E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2433 ALL 476546.1 3774524 1.56E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2434 ALL 476566.1 3774524 1.55E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2435 ALL 476586.1 3774524 1.51E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2436 ALL 476606.1 3774524 1.46E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2437 ALL 476626.1 3774524 1.39E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2438 ALL 476646.1 3774524 1.32E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2439 ALL 476666.1 3774524 1.24E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2440 ALL 476686.1 3774524 1.17E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2441 ALL 476706.1 3774524 1.10E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2442 ALL 476726.1 3774524 1.03E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2443 ALL 476746.1 3774524 9.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2444 ALL 476766.1 3774524 9.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2445 ALL 476786.1 3774524 8.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2446 ALL 476806.1 3774524 8.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2447 ALL 476826.1 3774524 7.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2448 ALL 476846.1 3774524 7.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2449 ALL 476866.1 3774524 6.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2450 ALL 476886.1 3774524 6.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2451 ALL 476906.1 3774524 6.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2452 ALL 476926.1 3774524 5.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2453 ALL 476946.1 3774524 5.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2454 ALL 476966.1 3774524 5.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2455 ALL 476986.1 3774524 4.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2456 ALL 477006.1 3774524 4.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2457 ALL 477026.1 3774524 4.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2458 ALL 477046.1 3774524 4.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2459 ALL 477066.1 3774524 4.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2460 ALL 477086.1 3774524 3.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2461 ALL 477106.1 3774524 3.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2462 ALL 477126.1 3774524 3.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2463 ALL 477146.1 3774524 3.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2464 ALL 477166.1 3774524 3.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2465 ALL 477186.1 3774524 3.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2466 ALL 477206.1 3774524 3.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2467 ALL 477226.1 3774524 3.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2468 ALL 477246.1 3774524 3.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2469 ALL 477266.1 3774524 3.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2470 ALL 477286.1 3774524 2.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2471 ALL 477306.1 3774524 2.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2472 ALL 477326.1 3774524 2.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2473 ALL 477346.1 3774524 2.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2474 ALL 477366.1 3774524 2.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2475 ALL 477386.1 3774524 2.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2476 ALL 477406.1 3774524 2.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2477 ALL 477426.1 3774524 2.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2478 ALL 477446.1 3774524 2.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2479 ALL 477466.1 3774524 2.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2480 ALL 477486.1 3774524 2.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2481 ALL 477506.1 3774524 2.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2482 ALL 477526.1 3774524 2.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2483 ALL 475946.1 3774544 2.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2484 ALL 475966.1 3774544 2.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2485 ALL 475986.1 3774544 2.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2486 ALL 476006.1 3774544 2.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2487 ALL 476026.1 3774544 2.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2488 ALL 476046.1 3774544 2.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2489 ALL 476066.1 3774544 2.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2490 ALL 476086.1 3774544 3.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2491 ALL 476106.1 3774544 3.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2492 ALL 476126.1 3774544 3.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2493 ALL 476146.1 3774544 3.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2494 ALL 476166.1 3774544 3.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2495 ALL 476186.1 3774544 4.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2496 ALL 476206.1 3774544 4.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2497 ALL 476226.1 3774544 4.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2498 ALL 476246.1 3774544 5.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2499 ALL 476266.1 3774544 5.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2500 ALL 476286.1 3774544 5.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2501 ALL 476306.1 3774544 6.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2502 ALL 476326.1 3774544 6.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2503 ALL 476346.1 3774544 7.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2504 ALL 476366.1 3774544 8.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2505 ALL 476386.1 3774544 8.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2506 ALL 476406.1 3774544 9.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2507 ALL 476426.1 3774544 1.02E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2508 ALL 476446.1 3774544 1.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2509 ALL 476466.1 3774544 1.16E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2510 ALL 476486.1 3774544 1.22E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2511 ALL 476506.1 3774544 1.27E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2512 ALL 476526.1 3774544 1.30E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2513 ALL 476546.1 3774544 1.31E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2514 ALL 476566.1 3774544 1.30E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2515 ALL 476586.1 3774544 1.28E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2516 ALL 476606.1 3774544 1.24E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2517 ALL 476626.1 3774544 1.19E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2518 ALL 476646.1 3774544 1.14E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2519 ALL 476666.1 3774544 1.08E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2520 ALL 476686.1 3774544 1.02E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2521 ALL 476706.1 3774544 9.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2522 ALL 476726.1 3774544 9.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2523 ALL 476746.1 3774544 8.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2524 ALL 476766.1 3774544 8.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2525 ALL 476786.1 3774544 7.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2526 ALL 476806.1 3774544 7.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2527 ALL 476826.1 3774544 6.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2528 ALL 476846.1 3774544 6.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2529 ALL 476866.1 3774544 6.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2530 ALL 476886.1 3774544 5.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2531 ALL 476906.1 3774544 5.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2532 ALL 476926.1 3774544 5.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2533 ALL 476946.1 3774544 5.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2534 ALL 476966.1 3774544 4.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2535 ALL 476986.1 3774544 4.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2536 ALL 477006.1 3774544 4.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2537 ALL 477026.1 3774544 4.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2538 ALL 477046.1 3774544 4.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2539 ALL 477066.1 3774544 3.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2540 ALL 477086.1 3774544 3.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2541 ALL 477106.1 3774544 3.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2542 ALL 477126.1 3774544 3.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2543 ALL 477146.1 3774544 3.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2544 ALL 477166.1 3774544 3.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2545 ALL 477186.1 3774544 3.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2546 ALL 477206.1 3774544 3.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2547 ALL 477226.1 3774544 2.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2548 ALL 477246.1 3774544 2.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2549 ALL 477266.1 3774544 2.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2550 ALL 477286.1 3774544 2.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2551 ALL 477306.1 3774544 2.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2552 ALL 477326.1 3774544 2.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2553 ALL 477346.1 3774544 2.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2554 ALL 477366.1 3774544 2.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2555 ALL 477386.1 3774544 2.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2556 ALL 477406.1 3774544 2.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2557 ALL 477426.1 3774544 2.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2558 ALL 477446.1 3774544 2.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2559 ALL 477466.1 3774544 2.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2560 ALL 477486.1 3774544 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2561 ALL 477506.1 3774544 2.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2562 ALL 477526.1 3774544 2.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2563 ALL 475946.1 3774564 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2564 ALL 475966.1 3774564 2.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2565 ALL 475986.1 3774564 2.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2566 ALL 476006.1 3774564 2.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2567 ALL 476026.1 3774564 2.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2568 ALL 476046.1 3774564 2.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2569 ALL 476066.1 3774564 2.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2570 ALL 476086.1 3774564 2.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2571 ALL 476106.1 3774564 3.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2572 ALL 476126.1 3774564 3.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2573 ALL 476146.1 3774564 3.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2574 ALL 476166.1 3774564 3.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2575 ALL 476186.1 3774564 3.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2576 ALL 476206.1 3774564 4.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2577 ALL 476226.1 3774564 4.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2578 ALL 476246.1 3774564 4.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2579 ALL 476266.1 3774564 5.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2580 ALL 476286.1 3774564 5.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2581 ALL 476306.1 3774564 5.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2582 ALL 476326.1 3774564 6.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2583 ALL 476346.1 3774564 6.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2584 ALL 476366.1 3774564 7.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2585 ALL 476386.1 3774564 7.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2586 ALL 476406.1 3774564 8.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2587 ALL 476426.1 3774564 9.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2588 ALL 476446.1 3774564 9.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2589 ALL 476466.1 3774564 1.01E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2590 ALL 476486.1 3774564 1.05E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2591 ALL 476506.1 3774564 1.08E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2592 ALL 476526.1 3774564 1.11E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2593 ALL 476546.1 3774564 1.12E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2594 ALL 476566.1 3774564 1.11E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2595 ALL 476586.1 3774564 1.09E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2596 ALL 476606.1 3774564 1.07E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2597 ALL 476626.1 3774564 1.03E-08 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-08 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2598 ALL 476646.1 3774564 9.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2599 ALL 476666.1 3774564 9.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2600 ALL 476686.1 3774564 9.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2601 ALL 476706.1 3774564 8.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2602 ALL 476726.1 3774564 8.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2603 ALL 476746.1 3774564 7.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2604 ALL 476766.1 3774564 7.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2605 ALL 476786.1 3774564 6.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2606 ALL 476806.1 3774564 6.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2607 ALL 476826.1 3774564 6.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2608 ALL 476846.1 3774564 5.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2609 ALL 476866.1 3774564 5.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2610 ALL 476886.1 3774564 5.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2611 ALL 476906.1 3774564 5.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2612 ALL 476926.1 3774564 4.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2613 ALL 476946.1 3774564 4.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2614 ALL 476966.1 3774564 4.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2615 ALL 476986.1 3774564 4.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2616 ALL 477006.1 3774564 4.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2617 ALL 477026.1 3774564 3.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2618 ALL 477046.1 3774564 3.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2619 ALL 477066.1 3774564 3.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2620 ALL 477086.1 3774564 3.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2621 ALL 477106.1 3774564 3.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2622 ALL 477126.1 3774564 3.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2623 ALL 477146.1 3774564 3.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2624 ALL 477166.1 3774564 3.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2625 ALL 477186.1 3774564 2.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2626 ALL 477206.1 3774564 2.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2627 ALL 477226.1 3774564 2.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2628 ALL 477246.1 3774564 2.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2629 ALL 477266.1 3774564 2.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2630 ALL 477286.1 3774564 2.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2631 ALL 477306.1 3774564 2.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2632 ALL 477326.1 3774564 2.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2633 ALL 477346.1 3774564 2.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2634 ALL 477366.1 3774564 2.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2635 ALL 477386.1 3774564 2.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2636 ALL 477406.1 3774564 2.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2637 ALL 477426.1 3774564 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2638 ALL 477446.1 3774564 2.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2639 ALL 477466.1 3774564 2.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2640 ALL 477486.1 3774564 2.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2641 ALL 477506.1 3774564 1.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2642 ALL 477526.1 3774564 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2643 ALL 475946.1 3774584 1.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2644 ALL 475966.1 3774584 2.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2645 ALL 475986.1 3774584 2.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2646 ALL 476006.1 3774584 2.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2647 ALL 476026.1 3774584 2.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2648 ALL 476046.1 3774584 2.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2649 ALL 476066.1 3774584 2.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2650 ALL 476086.1 3774584 2.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2651 ALL 476106.1 3774584 2.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2652 ALL 476126.1 3774584 3.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2653 ALL 476146.1 3774584 3.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2654 ALL 476166.1 3774584 3.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2655 ALL 476186.1 3774584 3.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2656 ALL 476206.1 3774584 3.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2657 ALL 476226.1 3774584 4.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2658 ALL 476246.1 3774584 4.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2659 ALL 476266.1 3774584 4.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2660 ALL 476286.1 3774584 5.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2661 ALL 476306.1 3774584 5.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2662 ALL 476326.1 3774584 5.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2663 ALL 476346.1 3774584 6.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2664 ALL 476366.1 3774584 6.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2665 ALL 476386.1 3774584 7.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2666 ALL 476406.1 3774584 7.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2667 ALL 476426.1 3774584 8.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2668 ALL 476446.1 3774584 8.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2669 ALL 476466.1 3774584 8.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2670 ALL 476486.1 3774584 9.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2671 ALL 476506.1 3774584 9.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2672 ALL 476526.1 3774584 9.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2673 ALL 476546.1 3774584 9.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2674 ALL 476566.1 3774584 9.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2675 ALL 476586.1 3774584 9.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2676 ALL 476606.1 3774584 9.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2677 ALL 476626.1 3774584 9.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops9.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2678 ALL 476646.1 3774584 8.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2679 ALL 476666.1 3774584 8.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2680 ALL 476686.1 3774584 8.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2681 ALL 476706.1 3774584 7.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2682 ALL 476726.1 3774584 7.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2683 ALL 476746.1 3774584 6.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2684 ALL 476766.1 3774584 6.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2685 ALL 476786.1 3774584 6.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2686 ALL 476806.1 3774584 5.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2687 ALL 476826.1 3774584 5.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2688 ALL 476846.1 3774584 5.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2689 ALL 476866.1 3774584 5.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2690 ALL 476886.1 3774584 4.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2691 ALL 476906.1 3774584 4.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2692 ALL 476926.1 3774584 4.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2693 ALL 476946.1 3774584 4.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2694 ALL 476966.1 3774584 4.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2695 ALL 476986.1 3774584 3.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2696 ALL 477006.1 3774584 3.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2697 ALL 477026.1 3774584 3.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2698 ALL 477046.1 3774584 3.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2699 ALL 477066.1 3774584 3.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2700 ALL 477086.1 3774584 3.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2701 ALL 477106.1 3774584 3.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2702 ALL 477126.1 3774584 3.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2703 ALL 477146.1 3774584 2.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2704 ALL 477166.1 3774584 2.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2705 ALL 477186.1 3774584 2.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2706 ALL 477206.1 3774584 2.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2707 ALL 477226.1 3774584 2.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2708 ALL 477246.1 3774584 2.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2709 ALL 477266.1 3774584 2.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2710 ALL 477286.1 3774584 2.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2711 ALL 477306.1 3774584 2.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2712 ALL 477326.1 3774584 2.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2713 ALL 477346.1 3774584 2.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2714 ALL 477366.1 3774584 2.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2715 ALL 477386.1 3774584 2.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2716 ALL 477406.1 3774584 2.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2717 ALL 477426.1 3774584 2.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2718 ALL 477446.1 3774584 1.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2719 ALL 477466.1 3774584 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2720 ALL 477486.1 3774584 1.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2721 ALL 477506.1 3774584 1.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2722 ALL 477526.1 3774584 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2723 ALL 475946.1 3774604 1.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2724 ALL 475966.1 3774604 2.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2725 ALL 475986.1 3774604 2.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2726 ALL 476006.1 3774604 2.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2727 ALL 476026.1 3774604 2.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2728 ALL 476046.1 3774604 2.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2729 ALL 476066.1 3774604 2.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2730 ALL 476086.1 3774604 2.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2731 ALL 476106.1 3774604 2.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2732 ALL 476126.1 3774604 3.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2733 ALL 476146.1 3774604 3.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2734 ALL 476166.1 3774604 3.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2735 ALL 476186.1 3774604 3.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2736 ALL 476206.1 3774604 3.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2737 ALL 476226.1 3774604 4.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2738 ALL 476246.1 3774604 4.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2739 ALL 476266.1 3774604 4.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2740 ALL 476286.1 3774604 4.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2741 ALL 476306.1 3774604 5.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2742 ALL 476326.1 3774604 5.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2743 ALL 476346.1 3774604 5.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2744 ALL 476366.1 3774604 6.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2745 ALL 476386.1 3774604 6.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2746 ALL 476406.1 3774604 6.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2747 ALL 476426.1 3774604 7.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2748 ALL 476446.1 3774604 7.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2749 ALL 476466.1 3774604 7.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2750 ALL 476486.1 3774604 8.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2751 ALL 476506.1 3774604 8.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2752 ALL 476526.1 3774604 8.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2753 ALL 476546.1 3774604 8.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2754 ALL 476566.1 3774604 8.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2755 ALL 476586.1 3774604 8.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2756 ALL 476606.1 3774604 8.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2757 ALL 476626.1 3774604 8.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops8.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2758 ALL 476646.1 3774604 7.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2759 ALL 476666.1 3774604 7.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2760 ALL 476686.1 3774604 7.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2761 ALL 476706.1 3774604 6.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2762 ALL 476726.1 3774604 6.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2763 ALL 476746.1 3774604 6.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2764 ALL 476766.1 3774604 6.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2765 ALL 476786.1 3774604 5.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2766 ALL 476806.1 3774604 5.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2767 ALL 476826.1 3774604 5.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2768 ALL 476846.1 3774604 5.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2769 ALL 476866.1 3774604 4.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2770 ALL 476886.1 3774604 4.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2771 ALL 476906.1 3774604 4.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2772 ALL 476926.1 3774604 4.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2773 ALL 476946.1 3774604 4.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2774 ALL 476966.1 3774604 3.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2775 ALL 476986.1 3774604 3.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2776 ALL 477006.1 3774604 3.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2777 ALL 477026.1 3774604 3.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2778 ALL 477046.1 3774604 3.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2779 ALL 477066.1 3774604 3.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2780 ALL 477086.1 3774604 3.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2781 ALL 477106.1 3774604 2.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2782 ALL 477126.1 3774604 2.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2783 ALL 477146.1 3774604 2.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2784 ALL 477166.1 3774604 2.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2785 ALL 477186.1 3774604 2.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2786 ALL 477206.1 3774604 2.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2787 ALL 477226.1 3774604 2.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2788 ALL 477246.1 3774604 2.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2789 ALL 477266.1 3774604 2.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2790 ALL 477286.1 3774604 2.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2791 ALL 477306.1 3774604 2.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2792 ALL 477326.1 3774604 2.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2793 ALL 477346.1 3774604 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2794 ALL 477366.1 3774604 2.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2795 ALL 477386.1 3774604 1.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2796 ALL 477406.1 3774604 1.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2797 ALL 477426.1 3774604 1.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2798 ALL 477446.1 3774604 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2799 ALL 477466.1 3774604 1.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2800 ALL 477486.1 3774604 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2801 ALL 477506.1 3774604 1.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2802 ALL 477526.1 3774604 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2803 ALL 475946.1 3774624 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2804 ALL 475966.1 3774624 1.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2805 ALL 475986.1 3774624 2.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2806 ALL 476006.1 3774624 2.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2807 ALL 476026.1 3774624 2.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2808 ALL 476046.1 3774624 2.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2809 ALL 476066.1 3774624 2.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2810 ALL 476086.1 3774624 2.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2811 ALL 476106.1 3774624 2.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2812 ALL 476126.1 3774624 2.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2813 ALL 476146.1 3774624 3.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2814 ALL 476166.1 3774624 3.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2815 ALL 476186.1 3774624 3.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2816 ALL 476206.1 3774624 3.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2817 ALL 476226.1 3774624 3.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2818 ALL 476246.1 3774624 4.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2819 ALL 476266.1 3774624 4.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2820 ALL 476286.1 3774624 4.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2821 ALL 476306.1 3774624 4.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2822 ALL 476326.1 3774624 5.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2823 ALL 476346.1 3774624 5.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2824 ALL 476366.1 3774624 5.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2825 ALL 476386.1 3774624 5.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2826 ALL 476406.1 3774624 6.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2827 ALL 476426.1 3774624 6.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2828 ALL 476446.1 3774624 6.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2829 ALL 476466.1 3774624 6.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2830 ALL 476486.1 3774624 7.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2831 ALL 476506.1 3774624 7.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2832 ALL 476526.1 3774624 7.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2833 ALL 476546.1 3774624 7.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2834 ALL 476566.1 3774624 7.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2835 ALL 476586.1 3774624 7.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2836 ALL 476606.1 3774624 7.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2837 ALL 476626.1 3774624 7.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops7.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2838 ALL 476646.1 3774624 6.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2839 ALL 476666.1 3774624 6.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2840 ALL 476686.1 3774624 6.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2841 ALL 476706.1 3774624 6.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2842 ALL 476726.1 3774624 6.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2843 ALL 476746.1 3774624 5.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2844 ALL 476766.1 3774624 5.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2845 ALL 476786.1 3774624 5.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2846 ALL 476806.1 3774624 5.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2847 ALL 476826.1 3774624 4.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2848 ALL 476846.1 3774624 4.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2849 ALL 476866.1 3774624 4.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2850 ALL 476886.1 3774624 4.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2851 ALL 476906.1 3774624 4.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2852 ALL 476926.1 3774624 3.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2853 ALL 476946.1 3774624 3.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2854 ALL 476966.1 3774624 3.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2855 ALL 476986.1 3774624 3.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2856 ALL 477006.1 3774624 3.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2857 ALL 477026.1 3774624 3.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2858 ALL 477046.1 3774624 3.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2859 ALL 477066.1 3774624 2.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2860 ALL 477086.1 3774624 2.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2861 ALL 477106.1 3774624 2.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2862 ALL 477126.1 3774624 2.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2863 ALL 477146.1 3774624 2.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2864 ALL 477166.1 3774624 2.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2865 ALL 477186.1 3774624 2.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2866 ALL 477206.1 3774624 2.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2867 ALL 477226.1 3774624 2.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2868 ALL 477246.1 3774624 2.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2869 ALL 477266.1 3774624 2.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2870 ALL 477286.1 3774624 2.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2871 ALL 477306.1 3774624 2.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2872 ALL 477326.1 3774624 1.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2873 ALL 477346.1 3774624 1.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2874 ALL 477366.1 3774624 1.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2875 ALL 477386.1 3774624 1.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2876 ALL 477406.1 3774624 1.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2877 ALL 477426.1 3774624 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2878 ALL 477446.1 3774624 1.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2879 ALL 477466.1 3774624 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2880 ALL 477486.1 3774624 1.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2881 ALL 477506.1 3774624 1.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2882 ALL 477526.1 3774624 1.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2883 ALL 475946.1 3774644 1.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2884 ALL 475966.1 3774644 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2885 ALL 475986.1 3774644 2.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2886 ALL 476006.1 3774644 2.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2887 ALL 476026.1 3774644 2.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2888 ALL 476046.1 3774644 2.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2889 ALL 476066.1 3774644 2.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2890 ALL 476086.1 3774644 2.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2891 ALL 476106.1 3774644 2.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2892 ALL 476126.1 3774644 2.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2893 ALL 476146.1 3774644 2.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2894 ALL 476166.1 3774644 3.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2895 ALL 476186.1 3774644 3.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2896 ALL 476206.1 3774644 3.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2897 ALL 476226.1 3774644 3.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2898 ALL 476246.1 3774644 3.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2899 ALL 476266.1 3774644 4.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2900 ALL 476286.1 3774644 4.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2901 ALL 476306.1 3774644 4.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2902 ALL 476326.1 3774644 4.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2903 ALL 476346.1 3774644 4.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2904 ALL 476366.1 3774644 5.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2905 ALL 476386.1 3774644 5.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2906 ALL 476406.1 3774644 5.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2907 ALL 476426.1 3774644 5.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2908 ALL 476446.1 3774644 6.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2909 ALL 476466.1 3774644 6.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2910 ALL 476486.1 3774644 6.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2911 ALL 476506.1 3774644 6.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2912 ALL 476526.1 3774644 6.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2913 ALL 476546.1 3774644 6.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2914 ALL 476566.1 3774644 6.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2915 ALL 476586.1 3774644 6.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2916 ALL 476606.1 3774644 6.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2917 ALL 476626.1 3774644 6.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2918 ALL 476646.1 3774644 6.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2919 ALL 476666.1 3774644 6.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops6.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2920 ALL 476686.1 3774644 5.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2921 ALL 476706.1 3774644 5.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2922 ALL 476726.1 3774644 5.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2923 ALL 476746.1 3774644 5.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2924 ALL 476766.1 3774644 5.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2925 ALL 476786.1 3774644 4.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2926 ALL 476806.1 3774644 4.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2927 ALL 476826.1 3774644 4.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2928 ALL 476846.1 3774644 4.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2929 ALL 476866.1 3774644 4.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2930 ALL 476886.1 3774644 3.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2931 ALL 476906.1 3774644 3.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2932 ALL 476926.1 3774644 3.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2933 ALL 476946.1 3774644 3.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2934 ALL 476966.1 3774644 3.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2935 ALL 476986.1 3774644 3.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2936 ALL 477006.1 3774644 3.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2937 ALL 477026.1 3774644 3.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2938 ALL 477046.1 3774644 2.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2939 ALL 477066.1 3774644 2.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2940 ALL 477086.1 3774644 2.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2941 ALL 477106.1 3774644 2.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2942 ALL 477126.1 3774644 2.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2943 ALL 477146.1 3774644 2.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2944 ALL 477166.1 3774644 2.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2945 ALL 477186.1 3774644 2.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2946 ALL 477206.1 3774644 2.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2947 ALL 477226.1 3774644 2.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2948 ALL 477246.1 3774644 2.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2949 ALL 477266.1 3774644 1.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2950 ALL 477286.1 3774644 1.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2951 ALL 477306.1 3774644 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2952 ALL 477326.1 3774644 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2953 ALL 477346.1 3774644 1.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2954 ALL 477366.1 3774644 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2955 ALL 477386.1 3774644 1.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2956 ALL 477406.1 3774644 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2957 ALL 477426.1 3774644 1.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2958 ALL 477446.1 3774644 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2959 ALL 477466.1 3774644 1.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2960 ALL 477486.1 3774644 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2961 ALL 477506.1 3774644 1.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2962 ALL 477526.1 3774644 1.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2963 ALL 475946.1 3774664 1.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2964 ALL 475966.1 3774664 1.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2965 ALL 475986.1 3774664 1.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2966 ALL 476006.1 3774664 2.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2967 ALL 476026.1 3774664 2.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2968 ALL 476046.1 3774664 2.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2969 ALL 476066.1 3774664 2.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2970 ALL 476086.1 3774664 2.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2971 ALL 476106.1 3774664 2.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2972 ALL 476126.1 3774664 2.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2973 ALL 476146.1 3774664 2.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2974 ALL 476166.1 3774664 2.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2975 ALL 476186.1 3774664 3.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2976 ALL 476206.1 3774664 3.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2977 ALL 476226.1 3774664 3.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2978 ALL 476246.1 3774664 3.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2979 ALL 476266.1 3774664 3.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2980 ALL 476286.1 3774664 3.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2981 ALL 476306.1 3774664 4.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2982 ALL 476326.1 3774664 4.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2983 ALL 476346.1 3774664 4.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2984 ALL 476366.1 3774664 4.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2985 ALL 476386.1 3774664 4.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2986 ALL 476406.1 3774664 5.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2987 ALL 476426.1 3774664 5.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2988 ALL 476446.1 3774664 5.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2989 ALL 476466.1 3774664 5.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2990 ALL 476486.1 3774664 5.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



2991 ALL 476506.1 3774664 5.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2992 ALL 476526.1 3774664 5.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2993 ALL 476546.1 3774664 5.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2994 ALL 476566.1 3774664 5.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2995 ALL 476586.1 3774664 5.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2996 ALL 476606.1 3774664 5.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2997 ALL 476626.1 3774664 5.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2998 ALL 476646.1 3774664 5.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

2999 ALL 476666.1 3774664 5.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3000 ALL 476686.1 3774664 5.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3001 ALL 476706.1 3774664 5.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3002 ALL 476726.1 3774664 5.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3003 ALL 476746.1 3774664 4.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3004 ALL 476766.1 3774664 4.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3005 ALL 476786.1 3774664 4.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3006 ALL 476806.1 3774664 4.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3007 ALL 476826.1 3774664 4.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3008 ALL 476846.1 3774664 4.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3009 ALL 476866.1 3774664 3.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3010 ALL 476886.1 3774664 3.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3011 ALL 476906.1 3774664 3.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3012 ALL 476926.1 3774664 3.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3013 ALL 476946.1 3774664 3.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3014 ALL 476966.1 3774664 3.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3015 ALL 476986.1 3774664 3.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3016 ALL 477006.1 3774664 2.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3017 ALL 477026.1 3774664 2.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3018 ALL 477046.1 3774664 2.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3019 ALL 477066.1 3774664 2.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3020 ALL 477086.1 3774664 2.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3021 ALL 477106.1 3774664 2.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3022 ALL 477126.1 3774664 2.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3023 ALL 477146.1 3774664 2.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3024 ALL 477166.1 3774664 2.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3025 ALL 477186.1 3774664 2.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3026 ALL 477206.1 3774664 2.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3027 ALL 477226.1 3774664 1.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3028 ALL 477246.1 3774664 1.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3029 ALL 477266.1 3774664 1.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3030 ALL 477286.1 3774664 1.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3031 ALL 477306.1 3774664 1.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3032 ALL 477326.1 3774664 1.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3033 ALL 477346.1 3774664 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3034 ALL 477366.1 3774664 1.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3035 ALL 477386.1 3774664 1.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3036 ALL 477406.1 3774664 1.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3037 ALL 477426.1 3774664 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3038 ALL 477446.1 3774664 1.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3039 ALL 477466.1 3774664 1.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3040 ALL 477486.1 3774664 1.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3041 ALL 477506.1 3774664 1.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3042 ALL 477526.1 3774664 1.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3043 ALL 475946.1 3774684 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3044 ALL 475966.1 3774684 1.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3045 ALL 475986.1 3774684 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3046 ALL 476006.1 3774684 1.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3047 ALL 476026.1 3774684 2.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3048 ALL 476046.1 3774684 2.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3049 ALL 476066.1 3774684 2.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3050 ALL 476086.1 3774684 2.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3051 ALL 476106.1 3774684 2.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3052 ALL 476126.1 3774684 2.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3053 ALL 476146.1 3774684 2.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3054 ALL 476166.1 3774684 2.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3055 ALL 476186.1 3774684 2.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3056 ALL 476206.1 3774684 3.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3057 ALL 476226.1 3774684 3.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3058 ALL 476246.1 3774684 3.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3059 ALL 476266.1 3774684 3.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3060 ALL 476286.1 3774684 3.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3061 ALL 476306.1 3774684 3.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3062 ALL 476326.1 3774684 4.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3063 ALL 476346.1 3774684 4.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3064 ALL 476366.1 3774684 4.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3065 ALL 476386.1 3774684 4.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3066 ALL 476406.1 3774684 4.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3067 ALL 476426.1 3774684 4.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3068 ALL 476446.1 3774684 5.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3069 ALL 476466.1 3774684 5.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3070 ALL 476486.1 3774684 5.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3071 ALL 476506.1 3774684 5.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3072 ALL 476526.1 3774684 5.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3073 ALL 476546.1 3774684 5.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3074 ALL 476566.1 3774684 5.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3075 ALL 476586.1 3774684 5.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3076 ALL 476606.1 3774684 5.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3077 ALL 476626.1 3774684 5.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3078 ALL 476646.1 3774684 5.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3079 ALL 476666.1 3774684 5.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops5.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3080 ALL 476686.1 3774684 4.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3081 ALL 476706.1 3774684 4.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3082 ALL 476726.1 3774684 4.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3083 ALL 476746.1 3774684 4.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3084 ALL 476766.1 3774684 4.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3085 ALL 476786.1 3774684 4.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3086 ALL 476806.1 3774684 4.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3087 ALL 476826.1 3774684 3.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3088 ALL 476846.1 3774684 3.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3089 ALL 476866.1 3774684 3.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3090 ALL 476886.1 3774684 3.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3091 ALL 476906.1 3774684 3.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3092 ALL 476926.1 3774684 3.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3093 ALL 476946.1 3774684 3.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3094 ALL 476966.1 3774684 3.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3095 ALL 476986.1 3774684 2.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3096 ALL 477006.1 3774684 2.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3097 ALL 477026.1 3774684 2.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3098 ALL 477046.1 3774684 2.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3099 ALL 477066.1 3774684 2.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3100 ALL 477086.1 3774684 2.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3101 ALL 477106.1 3774684 2.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3102 ALL 477126.1 3774684 2.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3103 ALL 477146.1 3774684 2.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3104 ALL 477166.1 3774684 2.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3105 ALL 477186.1 3774684 2.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3106 ALL 477206.1 3774684 1.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3107 ALL 477226.1 3774684 1.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3108 ALL 477246.1 3774684 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3109 ALL 477266.1 3774684 1.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3110 ALL 477286.1 3774684 1.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3111 ALL 477306.1 3774684 1.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3112 ALL 477326.1 3774684 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3113 ALL 477346.1 3774684 1.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3114 ALL 477366.1 3774684 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3115 ALL 477386.1 3774684 1.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3116 ALL 477406.1 3774684 1.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3117 ALL 477426.1 3774684 1.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3118 ALL 477446.1 3774684 1.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3119 ALL 477466.1 3774684 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3120 ALL 477486.1 3774684 1.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3121 ALL 477506.1 3774684 1.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3122 ALL 477526.1 3774684 1.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3123 ALL 475946.1 3774704 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3124 ALL 475966.1 3774704 1.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3125 ALL 475986.1 3774704 1.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3126 ALL 476006.1 3774704 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3127 ALL 476026.1 3774704 2.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3128 ALL 476046.1 3774704 2.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3129 ALL 476066.1 3774704 2.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3130 ALL 476086.1 3774704 2.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3131 ALL 476106.1 3774704 2.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3132 ALL 476126.1 3774704 2.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3133 ALL 476146.1 3774704 2.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3134 ALL 476166.1 3774704 2.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3135 ALL 476186.1 3774704 2.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3136 ALL 476206.1 3774704 2.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3137 ALL 476226.1 3774704 3.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3138 ALL 476246.1 3774704 3.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3139 ALL 476266.1 3774704 3.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3140 ALL 476286.1 3774704 3.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3141 ALL 476306.1 3774704 3.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3142 ALL 476326.1 3774704 3.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3143 ALL 476346.1 3774704 3.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3144 ALL 476366.1 3774704 4.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3145 ALL 476386.1 3774704 4.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3146 ALL 476406.1 3774704 4.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3147 ALL 476426.1 3774704 4.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3148 ALL 476446.1 3774704 4.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3149 ALL 476466.1 3774704 4.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3150 ALL 476486.1 3774704 4.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3151 ALL 476506.1 3774704 4.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3152 ALL 476526.1 3774704 4.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3153 ALL 476546.1 3774704 4.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3154 ALL 476566.1 3774704 4.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3155 ALL 476586.1 3774704 4.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3156 ALL 476606.1 3774704 4.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3157 ALL 476626.1 3774704 4.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3158 ALL 476646.1 3774704 4.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3159 ALL 476666.1 3774704 4.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3160 ALL 476686.1 3774704 4.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3161 ALL 476706.1 3774704 4.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3162 ALL 476726.1 3774704 4.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3163 ALL 476746.1 3774704 4.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3164 ALL 476766.1 3774704 4.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3165 ALL 476786.1 3774704 3.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3166 ALL 476806.1 3774704 3.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3167 ALL 476826.1 3774704 3.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3168 ALL 476846.1 3774704 3.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3169 ALL 476866.1 3774704 3.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3170 ALL 476886.1 3774704 3.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3171 ALL 476906.1 3774704 3.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3172 ALL 476926.1 3774704 3.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3173 ALL 476946.1 3774704 2.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3174 ALL 476966.1 3774704 2.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3175 ALL 476986.1 3774704 2.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3176 ALL 477006.1 3774704 2.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3177 ALL 477026.1 3774704 2.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3178 ALL 477046.1 3774704 2.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3179 ALL 477066.1 3774704 2.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3180 ALL 477086.1 3774704 2.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3181 ALL 477106.1 3774704 2.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3182 ALL 477126.1 3774704 2.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3183 ALL 477146.1 3774704 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3184 ALL 477166.1 3774704 2.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3185 ALL 477186.1 3774704 2.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3186 ALL 477206.1 3774704 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3187 ALL 477226.1 3774704 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3188 ALL 477246.1 3774704 1.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3189 ALL 477266.1 3774704 1.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3190 ALL 477286.1 3774704 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3191 ALL 477306.1 3774704 1.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3192 ALL 477326.1 3774704 1.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3193 ALL 477346.1 3774704 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3194 ALL 477366.1 3774704 1.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3195 ALL 477386.1 3774704 1.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3196 ALL 477406.1 3774704 1.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3197 ALL 477426.1 3774704 1.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3198 ALL 477446.1 3774704 1.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3199 ALL 477466.1 3774704 1.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3200 ALL 477486.1 3774704 1.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3201 ALL 477506.1 3774704 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3202 ALL 477526.1 3774704 1.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3203 ALL 475946.1 3774724 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3204 ALL 475966.1 3774724 1.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3205 ALL 475986.1 3774724 1.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3206 ALL 476006.1 3774724 1.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3207 ALL 476026.1 3774724 1.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3208 ALL 476046.1 3774724 2.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3209 ALL 476066.1 3774724 2.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3210 ALL 476086.1 3774724 2.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3211 ALL 476106.1 3774724 2.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3212 ALL 476126.1 3774724 2.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3213 ALL 476146.1 3774724 2.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3214 ALL 476166.1 3774724 2.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3215 ALL 476186.1 3774724 2.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3216 ALL 476206.1 3774724 2.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3217 ALL 476226.1 3774724 2.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3218 ALL 476246.1 3774724 3.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3219 ALL 476266.1 3774724 3.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3220 ALL 476286.1 3774724 3.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3221 ALL 476306.1 3774724 3.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3222 ALL 476326.1 3774724 3.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3223 ALL 476346.1 3774724 3.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3224 ALL 476366.1 3774724 3.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3225 ALL 476386.1 3774724 3.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3226 ALL 476406.1 3774724 4.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3227 ALL 476426.1 3774724 4.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3228 ALL 476446.1 3774724 4.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3229 ALL 476466.1 3774724 4.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3230 ALL 476486.1 3774724 4.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3231 ALL 476506.1 3774724 4.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3232 ALL 476526.1 3774724 4.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3233 ALL 476546.1 3774724 4.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3234 ALL 476566.1 3774724 4.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3235 ALL 476586.1 3774724 4.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3236 ALL 476606.1 3774724 4.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3237 ALL 476626.1 3774724 4.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3238 ALL 476646.1 3774724 4.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3239 ALL 476666.1 3774724 4.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3240 ALL 476686.1 3774724 4.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3241 ALL 476706.1 3774724 4.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3242 ALL 476726.1 3774724 4.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3243 ALL 476746.1 3774724 3.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3244 ALL 476766.1 3774724 3.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3245 ALL 476786.1 3774724 3.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3246 ALL 476806.1 3774724 3.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3247 ALL 476826.1 3774724 3.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3248 ALL 476846.1 3774724 3.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3249 ALL 476866.1 3774724 3.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3250 ALL 476886.1 3774724 3.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3251 ALL 476906.1 3774724 3.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3252 ALL 476926.1 3774724 2.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3253 ALL 476946.1 3774724 2.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3254 ALL 476966.1 3774724 2.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3255 ALL 476986.1 3774724 2.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3256 ALL 477006.1 3774724 2.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3257 ALL 477026.1 3774724 2.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3258 ALL 477046.1 3774724 2.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3259 ALL 477066.1 3774724 2.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3260 ALL 477086.1 3774724 2.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3261 ALL 477106.1 3774724 2.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3262 ALL 477126.1 3774724 2.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3263 ALL 477146.1 3774724 2.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3264 ALL 477166.1 3774724 2.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3265 ALL 477186.1 3774724 1.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3266 ALL 477206.1 3774724 1.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3267 ALL 477226.1 3774724 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3268 ALL 477246.1 3774724 1.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3269 ALL 477266.1 3774724 1.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3270 ALL 477286.1 3774724 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3271 ALL 477306.1 3774724 1.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3272 ALL 477326.1 3774724 1.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3273 ALL 477346.1 3774724 1.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3274 ALL 477366.1 3774724 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3275 ALL 477386.1 3774724 1.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3276 ALL 477406.1 3774724 1.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3277 ALL 477426.1 3774724 1.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3278 ALL 477446.1 3774724 1.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3279 ALL 477466.1 3774724 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3280 ALL 477486.1 3774724 1.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3281 ALL 477506.1 3774724 1.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3282 ALL 477526.1 3774724 1.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3283 ALL 475946.1 3774744 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3284 ALL 475966.1 3774744 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3285 ALL 475986.1 3774744 1.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3286 ALL 476006.1 3774744 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3287 ALL 476026.1 3774744 1.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3288 ALL 476046.1 3774744 1.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3289 ALL 476066.1 3774744 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3290 ALL 476086.1 3774744 2.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3291 ALL 476106.1 3774744 2.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3292 ALL 476126.1 3774744 2.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3293 ALL 476146.1 3774744 2.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3294 ALL 476166.1 3774744 2.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3295 ALL 476186.1 3774744 2.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3296 ALL 476206.1 3774744 2.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3297 ALL 476226.1 3774744 2.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3298 ALL 476246.1 3774744 2.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3299 ALL 476266.1 3774744 3.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3300 ALL 476286.1 3774744 3.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3301 ALL 476306.1 3774744 3.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3302 ALL 476326.1 3774744 3.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3303 ALL 476346.1 3774744 3.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3304 ALL 476366.1 3774744 3.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3305 ALL 476386.1 3774744 3.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3306 ALL 476406.1 3774744 3.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3307 ALL 476426.1 3774744 3.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3308 ALL 476446.1 3774744 3.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3309 ALL 476466.1 3774744 4.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3310 ALL 476486.1 3774744 4.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3311 ALL 476506.1 3774744 4.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3312 ALL 476526.1 3774744 4.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3313 ALL 476546.1 3774744 4.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3314 ALL 476566.1 3774744 4.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3315 ALL 476586.1 3774744 4.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3316 ALL 476606.1 3774744 4.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3317 ALL 476626.1 3774744 4.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3318 ALL 476646.1 3774744 4.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops4.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3319 ALL 476666.1 3774744 3.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3320 ALL 476686.1 3774744 3.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3321 ALL 476706.1 3774744 3.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3322 ALL 476726.1 3774744 3.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3323 ALL 476746.1 3774744 3.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3324 ALL 476766.1 3774744 3.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3325 ALL 476786.1 3774744 3.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3326 ALL 476806.1 3774744 3.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3327 ALL 476826.1 3774744 3.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3328 ALL 476846.1 3774744 3.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3329 ALL 476866.1 3774744 3.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3330 ALL 476886.1 3774744 2.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3331 ALL 476906.1 3774744 2.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3332 ALL 476926.1 3774744 2.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3333 ALL 476946.1 3774744 2.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3334 ALL 476966.1 3774744 2.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3335 ALL 476986.1 3774744 2.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3336 ALL 477006.1 3774744 2.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3337 ALL 477026.1 3774744 2.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3338 ALL 477046.1 3774744 2.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3339 ALL 477066.1 3774744 2.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3340 ALL 477086.1 3774744 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3341 ALL 477106.1 3774744 2.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3342 ALL 477126.1 3774744 2.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3343 ALL 477146.1 3774744 1.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3344 ALL 477166.1 3774744 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3345 ALL 477186.1 3774744 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3346 ALL 477206.1 3774744 1.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3347 ALL 477226.1 3774744 1.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3348 ALL 477246.1 3774744 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3349 ALL 477266.1 3774744 1.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3350 ALL 477286.1 3774744 1.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3351 ALL 477306.1 3774744 1.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3352 ALL 477326.1 3774744 1.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3353 ALL 477346.1 3774744 1.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3354 ALL 477366.1 3774744 1.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3355 ALL 477386.1 3774744 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3356 ALL 477406.1 3774744 1.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3357 ALL 477426.1 3774744 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3358 ALL 477446.1 3774744 1.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3359 ALL 477466.1 3774744 1.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3360 ALL 477486.1 3774744 1.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3361 ALL 477506.1 3774744 1.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3362 ALL 477526.1 3774744 1.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3363 ALL 475946.1 3774764 1.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3364 ALL 475966.1 3774764 1.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3365 ALL 475986.1 3774764 1.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3366 ALL 476006.1 3774764 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3367 ALL 476026.1 3774764 1.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3368 ALL 476046.1 3774764 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3369 ALL 476066.1 3774764 1.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3370 ALL 476086.1 3774764 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3371 ALL 476106.1 3774764 2.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3372 ALL 476126.1 3774764 2.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3373 ALL 476146.1 3774764 2.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3374 ALL 476166.1 3774764 2.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3375 ALL 476186.1 3774764 2.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3376 ALL 476206.1 3774764 2.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3377 ALL 476226.1 3774764 2.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3378 ALL 476246.1 3774764 2.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3379 ALL 476266.1 3774764 2.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3380 ALL 476286.1 3774764 2.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3381 ALL 476306.1 3774764 3.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3382 ALL 476326.1 3774764 3.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3383 ALL 476346.1 3774764 3.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3384 ALL 476366.1 3774764 3.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3385 ALL 476386.1 3774764 3.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3386 ALL 476406.1 3774764 3.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3387 ALL 476426.1 3774764 3.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3388 ALL 476446.1 3774764 3.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3389 ALL 476466.1 3774764 3.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3390 ALL 476486.1 3774764 3.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3391 ALL 476506.1 3774764 3.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3392 ALL 476526.1 3774764 3.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3393 ALL 476546.1 3774764 3.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3394 ALL 476566.1 3774764 3.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3395 ALL 476586.1 3774764 3.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3396 ALL 476606.1 3774764 3.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3397 ALL 476626.1 3774764 3.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3398 ALL 476646.1 3774764 3.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3399 ALL 476666.1 3774764 3.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3400 ALL 476686.1 3774764 3.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3401 ALL 476706.1 3774764 3.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3402 ALL 476726.1 3774764 3.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3403 ALL 476746.1 3774764 3.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3404 ALL 476766.1 3774764 3.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3405 ALL 476786.1 3774764 3.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3406 ALL 476806.1 3774764 3.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3407 ALL 476826.1 3774764 3.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3408 ALL 476846.1 3774764 2.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3409 ALL 476866.1 3774764 2.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3410 ALL 476886.1 3774764 2.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3411 ALL 476906.1 3774764 2.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3412 ALL 476926.1 3774764 2.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3413 ALL 476946.1 3774764 2.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3414 ALL 476966.1 3774764 2.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3415 ALL 476986.1 3774764 2.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3416 ALL 477006.1 3774764 2.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3417 ALL 477026.1 3774764 2.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3418 ALL 477046.1 3774764 2.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3419 ALL 477066.1 3774764 2.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3420 ALL 477086.1 3774764 2.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3421 ALL 477106.1 3774764 2.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3422 ALL 477126.1 3774764 1.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3423 ALL 477146.1 3774764 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3424 ALL 477166.1 3774764 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3425 ALL 477186.1 3774764 1.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3426 ALL 477206.1 3774764 1.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3427 ALL 477226.1 3774764 1.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3428 ALL 477246.1 3774764 1.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3429 ALL 477266.1 3774764 1.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3430 ALL 477286.1 3774764 1.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3431 ALL 477306.1 3774764 1.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3432 ALL 477326.1 3774764 1.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3433 ALL 477346.1 3774764 1.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3434 ALL 477366.1 3774764 1.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3435 ALL 477386.1 3774764 1.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3436 ALL 477406.1 3774764 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3437 ALL 477426.1 3774764 1.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3438 ALL 477446.1 3774764 1.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3439 ALL 477466.1 3774764 1.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3440 ALL 477486.1 3774764 1.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3441 ALL 477506.1 3774764 1.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3442 ALL 477526.1 3774764 1.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3443 ALL 475946.1 3774784 1.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3444 ALL 475966.1 3774784 1.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3445 ALL 475986.1 3774784 1.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3446 ALL 476006.1 3774784 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3447 ALL 476026.1 3774784 1.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3448 ALL 476046.1 3774784 1.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3449 ALL 476066.1 3774784 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3450 ALL 476086.1 3774784 1.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3451 ALL 476106.1 3774784 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3452 ALL 476126.1 3774784 2.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3453 ALL 476146.1 3774784 2.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3454 ALL 476166.1 3774784 2.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3455 ALL 476186.1 3774784 2.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3456 ALL 476206.1 3774784 2.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3457 ALL 476226.1 3774784 2.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3458 ALL 476246.1 3774784 2.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3459 ALL 476266.1 3774784 2.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3460 ALL 476286.1 3774784 2.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3461 ALL 476306.1 3774784 2.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3462 ALL 476326.1 3774784 2.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3463 ALL 476346.1 3774784 3.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3464 ALL 476366.1 3774784 3.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3465 ALL 476386.1 3774784 3.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3466 ALL 476406.1 3774784 3.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3467 ALL 476426.1 3774784 3.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3468 ALL 476446.1 3774784 3.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3469 ALL 476466.1 3774784 3.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3470 ALL 476486.1 3774784 3.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3471 ALL 476506.1 3774784 3.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3472 ALL 476526.1 3774784 3.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3473 ALL 476546.1 3774784 3.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3474 ALL 476566.1 3774784 3.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3475 ALL 476586.1 3774784 3.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3476 ALL 476606.1 3774784 3.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3477 ALL 476626.1 3774784 3.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3478 ALL 476646.1 3774784 3.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3479 ALL 476666.1 3774784 3.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3480 ALL 476686.1 3774784 3.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3481 ALL 476706.1 3774784 3.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3482 ALL 476726.1 3774784 3.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3483 ALL 476746.1 3774784 3.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3484 ALL 476766.1 3774784 3.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3485 ALL 476786.1 3774784 3.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3486 ALL 476806.1 3774784 2.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3487 ALL 476826.1 3774784 2.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3488 ALL 476846.1 3774784 2.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3489 ALL 476866.1 3774784 2.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3490 ALL 476886.1 3774784 2.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3491 ALL 476906.1 3774784 2.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3492 ALL 476926.1 3774784 2.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3493 ALL 476946.1 3774784 2.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3494 ALL 476966.1 3774784 2.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3495 ALL 476986.1 3774784 2.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3496 ALL 477006.1 3774784 2.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3497 ALL 477026.1 3774784 2.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3498 ALL 477046.1 3774784 2.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3499 ALL 477066.1 3774784 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3500 ALL 477086.1 3774784 1.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3501 ALL 477106.1 3774784 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3502 ALL 477126.1 3774784 1.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3503 ALL 477146.1 3774784 1.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3504 ALL 477166.1 3774784 1.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3505 ALL 477186.1 3774784 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3506 ALL 477206.1 3774784 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3507 ALL 477226.1 3774784 1.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3508 ALL 477246.1 3774784 1.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3509 ALL 477266.1 3774784 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3510 ALL 477286.1 3774784 1.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3511 ALL 477306.1 3774784 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3512 ALL 477326.1 3774784 1.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3513 ALL 477346.1 3774784 1.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3514 ALL 477366.1 3774784 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3515 ALL 477386.1 3774784 1.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3516 ALL 477406.1 3774784 1.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3517 ALL 477426.1 3774784 1.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3518 ALL 477446.1 3774784 1.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3519 ALL 477466.1 3774784 1.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3520 ALL 477486.1 3774784 1.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3521 ALL 477506.1 3774784 1.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3522 ALL 477526.1 3774784 1.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3523 ALL 475946.1 3774804 1.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3524 ALL 475966.1 3774804 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3525 ALL 475986.1 3774804 1.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3526 ALL 476006.1 3774804 1.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3527 ALL 476026.1 3774804 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3528 ALL 476046.1 3774804 1.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3529 ALL 476066.1 3774804 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3530 ALL 476086.1 3774804 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3531 ALL 476106.1 3774804 1.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3532 ALL 476126.1 3774804 2.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3533 ALL 476146.1 3774804 2.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3534 ALL 476166.1 3774804 2.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3535 ALL 476186.1 3774804 2.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3536 ALL 476206.1 3774804 2.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3537 ALL 476226.1 3774804 2.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3538 ALL 476246.1 3774804 2.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3539 ALL 476266.1 3774804 2.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3540 ALL 476286.1 3774804 2.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3541 ALL 476306.1 3774804 2.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3542 ALL 476326.1 3774804 2.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3543 ALL 476346.1 3774804 2.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3544 ALL 476366.1 3774804 2.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3545 ALL 476386.1 3774804 3.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3546 ALL 476406.1 3774804 3.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3547 ALL 476426.1 3774804 3.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3548 ALL 476446.1 3774804 3.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3549 ALL 476466.1 3774804 3.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3550 ALL 476486.1 3774804 3.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3551 ALL 476506.1 3774804 3.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3552 ALL 476526.1 3774804 3.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3553 ALL 476546.1 3774804 3.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3554 ALL 476566.1 3774804 3.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3555 ALL 476586.1 3774804 3.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3556 ALL 476606.1 3774804 3.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3557 ALL 476626.1 3774804 3.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3558 ALL 476646.1 3774804 3.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3559 ALL 476666.1 3774804 3.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3560 ALL 476686.1 3774804 3.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3561 ALL 476706.1 3774804 3.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3562 ALL 476726.1 3774804 3.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3563 ALL 476746.1 3774804 2.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3564 ALL 476766.1 3774804 2.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3565 ALL 476786.1 3774804 2.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3566 ALL 476806.1 3774804 2.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3567 ALL 476826.1 3774804 2.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3568 ALL 476846.1 3774804 2.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3569 ALL 476866.1 3774804 2.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3570 ALL 476886.1 3774804 2.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3571 ALL 476906.1 3774804 2.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3572 ALL 476926.1 3774804 2.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3573 ALL 476946.1 3774804 2.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3574 ALL 476966.1 3774804 2.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3575 ALL 476986.1 3774804 2.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3576 ALL 477006.1 3774804 2.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3577 ALL 477026.1 3774804 2.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3578 ALL 477046.1 3774804 2.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3579 ALL 477066.1 3774804 1.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3580 ALL 477086.1 3774804 1.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3581 ALL 477106.1 3774804 1.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3582 ALL 477126.1 3774804 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3583 ALL 477146.1 3774804 1.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3584 ALL 477166.1 3774804 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3585 ALL 477186.1 3774804 1.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3586 ALL 477206.1 3774804 1.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3587 ALL 477226.1 3774804 1.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3588 ALL 477246.1 3774804 1.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3589 ALL 477266.1 3774804 1.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3590 ALL 477286.1 3774804 1.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3591 ALL 477306.1 3774804 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3592 ALL 477326.1 3774804 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3593 ALL 477346.1 3774804 1.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3594 ALL 477366.1 3774804 1.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3595 ALL 477386.1 3774804 1.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3596 ALL 477406.1 3774804 1.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3597 ALL 477426.1 3774804 1.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3598 ALL 477446.1 3774804 1.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3599 ALL 477466.1 3774804 1.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3600 ALL 477486.1 3774804 1.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3601 ALL 477506.1 3774804 1.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3602 ALL 477526.1 3774804 9.98E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.98E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3603 ALL 475946.1 3774824 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3604 ALL 475966.1 3774824 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3605 ALL 475986.1 3774824 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3606 ALL 476006.1 3774824 1.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3607 ALL 476026.1 3774824 1.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3608 ALL 476046.1 3774824 1.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3609 ALL 476066.1 3774824 1.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3610 ALL 476086.1 3774824 1.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3611 ALL 476106.1 3774824 1.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3612 ALL 476126.1 3774824 1.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3613 ALL 476146.1 3774824 2.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3614 ALL 476166.1 3774824 2.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3615 ALL 476186.1 3774824 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3616 ALL 476206.1 3774824 2.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3617 ALL 476226.1 3774824 2.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3618 ALL 476246.1 3774824 2.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3619 ALL 476266.1 3774824 2.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3620 ALL 476286.1 3774824 2.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3621 ALL 476306.1 3774824 2.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3622 ALL 476326.1 3774824 2.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3623 ALL 476346.1 3774824 2.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3624 ALL 476366.1 3774824 2.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3625 ALL 476386.1 3774824 2.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3626 ALL 476406.1 3774824 2.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3627 ALL 476426.1 3774824 2.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3628 ALL 476446.1 3774824 2.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3629 ALL 476466.1 3774824 3.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3630 ALL 476486.1 3774824 3.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3631 ALL 476506.1 3774824 3.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3632 ALL 476526.1 3774824 3.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3633 ALL 476546.1 3774824 3.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3634 ALL 476566.1 3774824 3.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3635 ALL 476586.1 3774824 3.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3636 ALL 476606.1 3774824 3.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3637 ALL 476626.1 3774824 3.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3638 ALL 476646.1 3774824 3.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops3.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3639 ALL 476666.1 3774824 2.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3640 ALL 476686.1 3774824 2.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3641 ALL 476706.1 3774824 2.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3642 ALL 476726.1 3774824 2.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3643 ALL 476746.1 3774824 2.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3644 ALL 476766.1 3774824 2.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3645 ALL 476786.1 3774824 2.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3646 ALL 476806.1 3774824 2.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3647 ALL 476826.1 3774824 2.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3648 ALL 476846.1 3774824 2.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3649 ALL 476866.1 3774824 2.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3650 ALL 476886.1 3774824 2.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3651 ALL 476906.1 3774824 2.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3652 ALL 476926.1 3774824 2.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3653 ALL 476946.1 3774824 2.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3654 ALL 476966.1 3774824 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3655 ALL 476986.1 3774824 2.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3656 ALL 477006.1 3774824 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3657 ALL 477026.1 3774824 1.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3658 ALL 477046.1 3774824 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3659 ALL 477066.1 3774824 1.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3660 ALL 477086.1 3774824 1.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3661 ALL 477106.1 3774824 1.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3662 ALL 477126.1 3774824 1.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3663 ALL 477146.1 3774824 1.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3664 ALL 477166.1 3774824 1.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3665 ALL 477186.1 3774824 1.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3666 ALL 477206.1 3774824 1.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3667 ALL 477226.1 3774824 1.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3668 ALL 477246.1 3774824 1.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3669 ALL 477266.1 3774824 1.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3670 ALL 477286.1 3774824 1.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3671 ALL 477306.1 3774824 1.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3672 ALL 477326.1 3774824 1.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3673 ALL 477346.1 3774824 1.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3674 ALL 477366.1 3774824 1.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3675 ALL 477386.1 3774824 1.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3676 ALL 477406.1 3774824 1.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3677 ALL 477426.1 3774824 1.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3678 ALL 477446.1 3774824 1.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3679 ALL 477466.1 3774824 1.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3680 ALL 477486.1 3774824 9.93E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.93E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3681 ALL 477506.1 3774824 9.77E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.77E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3682 ALL 477526.1 3774824 9.61E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.61E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3683 ALL 475946.1 3774844 1.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3684 ALL 475966.1 3774844 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3685 ALL 475986.1 3774844 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3686 ALL 476006.1 3774844 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3687 ALL 476026.1 3774844 1.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3688 ALL 476046.1 3774844 1.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3689 ALL 476066.1 3774844 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3690 ALL 476086.1 3774844 1.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3691 ALL 476106.1 3774844 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3692 ALL 476126.1 3774844 1.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3693 ALL 476146.1 3774844 1.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3694 ALL 476166.1 3774844 2.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3695 ALL 476186.1 3774844 2.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3696 ALL 476206.1 3774844 2.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3697 ALL 476226.1 3774844 2.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3698 ALL 476246.1 3774844 2.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3699 ALL 476266.1 3774844 2.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3700 ALL 476286.1 3774844 2.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3701 ALL 476306.1 3774844 2.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3702 ALL 476326.1 3774844 2.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3703 ALL 476346.1 3774844 2.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3704 ALL 476366.1 3774844 2.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3705 ALL 476386.1 3774844 2.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3706 ALL 476406.1 3774844 2.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3707 ALL 476426.1 3774844 2.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3708 ALL 476446.1 3774844 2.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3709 ALL 476466.1 3774844 2.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3710 ALL 476486.1 3774844 2.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3711 ALL 476506.1 3774844 2.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3712 ALL 476526.1 3774844 2.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3713 ALL 476546.1 3774844 2.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3714 ALL 476566.1 3774844 2.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3715 ALL 476586.1 3774844 2.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3716 ALL 476606.1 3774844 2.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3717 ALL 476626.1 3774844 2.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3718 ALL 476646.1 3774844 2.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3719 ALL 476666.1 3774844 2.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3720 ALL 476686.1 3774844 2.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3721 ALL 476706.1 3774844 2.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3722 ALL 476726.1 3774844 2.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3723 ALL 476746.1 3774844 2.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3724 ALL 476766.1 3774844 2.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3725 ALL 476786.1 3774844 2.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3726 ALL 476806.1 3774844 2.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3727 ALL 476826.1 3774844 2.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3728 ALL 476846.1 3774844 2.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3729 ALL 476866.1 3774844 2.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3730 ALL 476886.1 3774844 2.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3731 ALL 476906.1 3774844 2.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3732 ALL 476926.1 3774844 2.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3733 ALL 476946.1 3774844 2.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3734 ALL 476966.1 3774844 2.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3735 ALL 476986.1 3774844 2.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3736 ALL 477006.1 3774844 1.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3737 ALL 477026.1 3774844 1.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3738 ALL 477046.1 3774844 1.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3739 ALL 477066.1 3774844 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3740 ALL 477086.1 3774844 1.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3741 ALL 477106.1 3774844 1.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3742 ALL 477126.1 3774844 1.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3743 ALL 477146.1 3774844 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3744 ALL 477166.1 3774844 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3745 ALL 477186.1 3774844 1.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3746 ALL 477206.1 3774844 1.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3747 ALL 477226.1 3774844 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3748 ALL 477246.1 3774844 1.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3749 ALL 477266.1 3774844 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3750 ALL 477286.1 3774844 1.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3751 ALL 477306.1 3774844 1.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3752 ALL 477326.1 3774844 1.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3753 ALL 477346.1 3774844 1.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3754 ALL 477366.1 3774844 1.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3755 ALL 477386.1 3774844 1.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3756 ALL 477406.1 3774844 1.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3757 ALL 477426.1 3774844 1.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3758 ALL 477446.1 3774844 1.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3759 ALL 477466.1 3774844 9.75E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.75E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3760 ALL 477486.1 3774844 9.59E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.59E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3761 ALL 477506.1 3774844 9.43E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.43E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3762 ALL 477526.1 3774844 9.27E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.27E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3763 ALL 475946.1 3774864 1.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3764 ALL 475966.1 3774864 1.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3765 ALL 475986.1 3774864 1.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3766 ALL 476006.1 3774864 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3767 ALL 476026.1 3774864 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3768 ALL 476046.1 3774864 1.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3769 ALL 476066.1 3774864 1.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3770 ALL 476086.1 3774864 1.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3771 ALL 476106.1 3774864 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3772 ALL 476126.1 3774864 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3773 ALL 476146.1 3774864 1.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3774 ALL 476166.1 3774864 1.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3775 ALL 476186.1 3774864 1.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3776 ALL 476206.1 3774864 2.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3777 ALL 476226.1 3774864 2.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3778 ALL 476246.1 3774864 2.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3779 ALL 476266.1 3774864 2.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3780 ALL 476286.1 3774864 2.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3781 ALL 476306.1 3774864 2.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3782 ALL 476326.1 3774864 2.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3783 ALL 476346.1 3774864 2.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3784 ALL 476366.1 3774864 2.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3785 ALL 476386.1 3774864 2.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3786 ALL 476406.1 3774864 2.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3787 ALL 476426.1 3774864 2.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3788 ALL 476446.1 3774864 2.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3789 ALL 476466.1 3774864 2.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3790 ALL 476486.1 3774864 2.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3791 ALL 476506.1 3774864 2.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3792 ALL 476526.1 3774864 2.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3793 ALL 476546.1 3774864 2.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3794 ALL 476566.1 3774864 2.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3795 ALL 476586.1 3774864 2.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3796 ALL 476606.1 3774864 2.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3797 ALL 476626.1 3774864 2.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3798 ALL 476646.1 3774864 2.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3799 ALL 476666.1 3774864 2.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3800 ALL 476686.1 3774864 2.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3801 ALL 476706.1 3774864 2.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3802 ALL 476726.1 3774864 2.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3803 ALL 476746.1 3774864 2.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3804 ALL 476766.1 3774864 2.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3805 ALL 476786.1 3774864 2.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3806 ALL 476806.1 3774864 2.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3807 ALL 476826.1 3774864 2.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3808 ALL 476846.1 3774864 2.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3809 ALL 476866.1 3774864 2.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3810 ALL 476886.1 3774864 2.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3811 ALL 476906.1 3774864 2.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3812 ALL 476926.1 3774864 2.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3813 ALL 476946.1 3774864 2.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3814 ALL 476966.1 3774864 1.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3815 ALL 476986.1 3774864 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3816 ALL 477006.1 3774864 1.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3817 ALL 477026.1 3774864 1.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3818 ALL 477046.1 3774864 1.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3819 ALL 477066.1 3774864 1.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3820 ALL 477086.1 3774864 1.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3821 ALL 477106.1 3774864 1.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3822 ALL 477126.1 3774864 1.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3823 ALL 477146.1 3774864 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3824 ALL 477166.1 3774864 1.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3825 ALL 477186.1 3774864 1.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3826 ALL 477206.1 3774864 1.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3827 ALL 477226.1 3774864 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3828 ALL 477246.1 3774864 1.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3829 ALL 477266.1 3774864 1.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3830 ALL 477286.1 3774864 1.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3831 ALL 477306.1 3774864 1.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3832 ALL 477326.1 3774864 1.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3833 ALL 477346.1 3774864 1.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3834 ALL 477366.1 3774864 1.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3835 ALL 477386.1 3774864 1.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3836 ALL 477406.1 3774864 1.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3837 ALL 477426.1 3774864 1.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3838 ALL 477446.1 3774864 9.72E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.72E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3839 ALL 477466.1 3774864 9.43E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.43E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3840 ALL 477486.1 3774864 9.27E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.27E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3841 ALL 477506.1 3774864 9.12E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.12E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3842 ALL 477526.1 3774864 8.97E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.97E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3843 ALL 475946.1 3774884 1.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3844 ALL 475966.1 3774884 1.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3845 ALL 475986.1 3774884 1.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3846 ALL 476006.1 3774884 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3847 ALL 476026.1 3774884 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3848 ALL 476046.1 3774884 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3849 ALL 476066.1 3774884 1.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3850 ALL 476086.1 3774884 1.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3851 ALL 476106.1 3774884 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3852 ALL 476126.1 3774884 1.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3853 ALL 476146.1 3774884 1.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3854 ALL 476166.1 3774884 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3855 ALL 476186.1 3774884 1.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3856 ALL 476206.1 3774884 1.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3857 ALL 476226.1 3774884 1.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3858 ALL 476246.1 3774884 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3859 ALL 476266.1 3774884 2.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3860 ALL 476286.1 3774884 2.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3861 ALL 476306.1 3774884 2.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3862 ALL 476326.1 3774884 2.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3863 ALL 476346.1 3774884 2.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3864 ALL 476366.1 3774884 2.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3865 ALL 476386.1 3774884 2.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3866 ALL 476406.1 3774884 2.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3867 ALL 476426.1 3774884 2.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3868 ALL 476446.1 3774884 2.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3869 ALL 476466.1 3774884 2.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3870 ALL 476486.1 3774884 2.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3871 ALL 476506.1 3774884 2.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3872 ALL 476526.1 3774884 2.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3873 ALL 476546.1 3774884 2.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3874 ALL 476566.1 3774884 2.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3875 ALL 476586.1 3774884 2.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3876 ALL 476606.1 3774884 2.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3877 ALL 476626.1 3774884 2.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3878 ALL 476646.1 3774884 2.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3879 ALL 476666.1 3774884 2.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3880 ALL 476686.1 3774884 2.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3881 ALL 476706.1 3774884 2.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3882 ALL 476726.1 3774884 2.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3883 ALL 476746.1 3774884 2.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3884 ALL 476766.1 3774884 2.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3885 ALL 476786.1 3774884 2.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3886 ALL 476806.1 3774884 2.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3887 ALL 476826.1 3774884 2.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3888 ALL 476846.1 3774884 2.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3889 ALL 476866.1 3774884 2.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3890 ALL 476886.1 3774884 2.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3891 ALL 476906.1 3774884 2.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3892 ALL 476926.1 3774884 1.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3893 ALL 476946.1 3774884 1.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3894 ALL 476966.1 3774884 1.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3895 ALL 476986.1 3774884 1.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3896 ALL 477006.1 3774884 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3897 ALL 477026.1 3774884 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3898 ALL 477046.1 3774884 1.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3899 ALL 477066.1 3774884 1.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3900 ALL 477086.1 3774884 1.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3901 ALL 477106.1 3774884 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3902 ALL 477126.1 3774884 1.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3903 ALL 477146.1 3774884 1.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3904 ALL 477166.1 3774884 1.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3905 ALL 477186.1 3774884 1.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3906 ALL 477206.1 3774884 1.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3907 ALL 477226.1 3774884 1.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3908 ALL 477246.1 3774884 1.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3909 ALL 477266.1 3774884 1.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3910 ALL 477286.1 3774884 1.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3911 ALL 477306.1 3774884 1.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3912 ALL 477326.1 3774884 1.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3913 ALL 477346.1 3774884 1.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3914 ALL 477366.1 3774884 1.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3915 ALL 477386.1 3774884 1.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3916 ALL 477406.1 3774884 1.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3917 ALL 477426.1 3774884 9.82E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.82E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3918 ALL 477446.1 3774884 9.42E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.42E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3919 ALL 477466.1 3774884 9.13E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.13E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3920 ALL 477486.1 3774884 8.98E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.98E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3921 ALL 477506.1 3774884 8.83E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.83E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3922 ALL 477526.1 3774884 8.68E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.68E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3923 ALL 475946.1 3774904 1.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3924 ALL 475966.1 3774904 1.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3925 ALL 475986.1 3774904 1.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3926 ALL 476006.1 3774904 1.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3927 ALL 476026.1 3774904 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3928 ALL 476046.1 3774904 1.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3929 ALL 476066.1 3774904 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3930 ALL 476086.1 3774904 1.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3931 ALL 476106.1 3774904 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3932 ALL 476126.1 3774904 1.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3933 ALL 476146.1 3774904 1.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3934 ALL 476166.1 3774904 1.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3935 ALL 476186.1 3774904 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3936 ALL 476206.1 3774904 1.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3937 ALL 476226.1 3774904 1.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3938 ALL 476246.1 3774904 1.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3939 ALL 476266.1 3774904 2.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3940 ALL 476286.1 3774904 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3941 ALL 476306.1 3774904 2.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3942 ALL 476326.1 3774904 2.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3943 ALL 476346.1 3774904 2.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3944 ALL 476366.1 3774904 2.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3945 ALL 476386.1 3774904 2.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3946 ALL 476406.1 3774904 2.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3947 ALL 476426.1 3774904 2.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3948 ALL 476446.1 3774904 2.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3949 ALL 476466.1 3774904 2.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3950 ALL 476486.1 3774904 2.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3951 ALL 476506.1 3774904 2.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3952 ALL 476526.1 3774904 2.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3953 ALL 476546.1 3774904 2.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3954 ALL 476566.1 3774904 2.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3955 ALL 476586.1 3774904 2.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3956 ALL 476606.1 3774904 2.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3957 ALL 476626.1 3774904 2.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3958 ALL 476646.1 3774904 2.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



3959 ALL 476666.1 3774904 2.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3960 ALL 476686.1 3774904 2.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3961 ALL 476706.1 3774904 2.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3962 ALL 476726.1 3774904 2.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3963 ALL 476746.1 3774904 2.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3964 ALL 476766.1 3774904 2.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3965 ALL 476786.1 3774904 2.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3966 ALL 476806.1 3774904 2.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3967 ALL 476826.1 3774904 2.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3968 ALL 476846.1 3774904 2.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3969 ALL 476866.1 3774904 2.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3970 ALL 476886.1 3774904 1.98E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.98E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3971 ALL 476906.1 3774904 1.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3972 ALL 476926.1 3774904 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3973 ALL 476946.1 3774904 1.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3974 ALL 476966.1 3774904 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3975 ALL 476986.1 3774904 1.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3976 ALL 477006.1 3774904 1.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3977 ALL 477026.1 3774904 1.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3978 ALL 477046.1 3774904 1.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3979 ALL 477066.1 3774904 1.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3980 ALL 477086.1 3774904 1.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3981 ALL 477106.1 3774904 1.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3982 ALL 477126.1 3774904 1.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3983 ALL 477146.1 3774904 1.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3984 ALL 477166.1 3774904 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3985 ALL 477186.1 3774904 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3986 ALL 477206.1 3774904 1.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3987 ALL 477226.1 3774904 1.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3988 ALL 477246.1 3774904 1.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3989 ALL 477266.1 3774904 1.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3990 ALL 477286.1 3774904 1.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3991 ALL 477306.1 3774904 1.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3992 ALL 477326.1 3774904 1.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3993 ALL 477346.1 3774904 1.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3994 ALL 477366.1 3774904 1.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3995 ALL 477386.1 3774904 9.88E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.88E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3996 ALL 477406.1 3774904 9.70E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.70E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3997 ALL 477426.1 3774904 9.53E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.53E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3998 ALL 477446.1 3774904 9.13E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.13E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

3999 ALL 477466.1 3774904 8.86E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.86E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4000 ALL 477486.1 3774904 8.71E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.71E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4001 ALL 477506.1 3774904 8.56E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.56E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4002 ALL 477526.1 3774904 8.42E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.42E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4003 ALL 475946.1 3774924 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4004 ALL 475966.1 3774924 1.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4005 ALL 475986.1 3774924 1.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4006 ALL 476006.1 3774924 1.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4007 ALL 476026.1 3774924 1.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4008 ALL 476046.1 3774924 1.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4009 ALL 476066.1 3774924 1.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4010 ALL 476086.1 3774924 1.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4011 ALL 476106.1 3774924 1.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4012 ALL 476126.1 3774924 1.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4013 ALL 476146.1 3774924 1.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4014 ALL 476166.1 3774924 1.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4015 ALL 476186.1 3774924 1.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4016 ALL 476206.1 3774924 1.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4017 ALL 476226.1 3774924 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4018 ALL 476246.1 3774924 1.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4019 ALL 476266.1 3774924 1.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4020 ALL 476286.1 3774924 1.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4021 ALL 476306.1 3774924 1.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4022 ALL 476326.1 3774924 2.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4023 ALL 476346.1 3774924 2.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4024 ALL 476366.1 3774924 2.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4025 ALL 476386.1 3774924 2.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4026 ALL 476406.1 3774924 2.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4027 ALL 476426.1 3774924 2.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4028 ALL 476446.1 3774924 2.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4029 ALL 476466.1 3774924 2.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4030 ALL 476486.1 3774924 2.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4031 ALL 476506.1 3774924 2.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4032 ALL 476526.1 3774924 2.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4033 ALL 476546.1 3774924 2.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4034 ALL 476566.1 3774924 2.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4035 ALL 476586.1 3774924 2.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4036 ALL 476606.1 3774924 2.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4037 ALL 476626.1 3774924 2.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4038 ALL 476646.1 3774924 2.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4039 ALL 476666.1 3774924 2.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4040 ALL 476686.1 3774924 2.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4041 ALL 476706.1 3774924 2.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4042 ALL 476726.1 3774924 2.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4043 ALL 476746.1 3774924 2.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4044 ALL 476766.1 3774924 2.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4045 ALL 476786.1 3774924 2.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4046 ALL 476806.1 3774924 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4047 ALL 476826.1 3774924 2.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4048 ALL 476846.1 3774924 1.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4049 ALL 476866.1 3774924 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4050 ALL 476886.1 3774924 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4051 ALL 476906.1 3774924 1.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4052 ALL 476926.1 3774924 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4053 ALL 476946.1 3774924 1.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4054 ALL 476966.1 3774924 1.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4055 ALL 476986.1 3774924 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4056 ALL 477006.1 3774924 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4057 ALL 477026.1 3774924 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4058 ALL 477046.1 3774924 1.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4059 ALL 477066.1 3774924 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4060 ALL 477086.1 3774924 1.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4061 ALL 477106.1 3774924 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4062 ALL 477126.1 3774924 1.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4063 ALL 477146.1 3774924 1.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4064 ALL 477166.1 3774924 1.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4065 ALL 477186.1 3774924 1.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4066 ALL 477206.1 3774924 1.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4067 ALL 477226.1 3774924 1.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4068 ALL 477246.1 3774924 1.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4069 ALL 477266.1 3774924 1.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4070 ALL 477286.1 3774924 1.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4071 ALL 477306.1 3774924 1.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4072 ALL 477326.1 3774924 1.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4073 ALL 477346.1 3774924 9.96E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.96E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4074 ALL 477366.1 3774924 9.77E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.77E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4075 ALL 477386.1 3774924 9.59E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.59E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4076 ALL 477406.1 3774924 9.31E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.31E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4077 ALL 477426.1 3774924 9.10E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.10E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4078 ALL 477446.1 3774924 8.83E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.83E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4079 ALL 477466.1 3774924 8.60E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.60E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4080 ALL 477486.1 3774924 8.45E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.45E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4081 ALL 477506.1 3774924 8.31E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.31E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4082 ALL 477526.1 3774924 8.18E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.18E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4083 ALL 475946.1 3774944 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4084 ALL 475966.1 3774944 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4085 ALL 475986.1 3774944 1.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4086 ALL 476006.1 3774944 1.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4087 ALL 476026.1 3774944 1.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4088 ALL 476046.1 3774944 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4089 ALL 476066.1 3774944 1.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4090 ALL 476086.1 3774944 1.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4091 ALL 476106.1 3774944 1.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4092 ALL 476126.1 3774944 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4093 ALL 476146.1 3774944 1.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4094 ALL 476166.1 3774944 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4095 ALL 476186.1 3774944 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4096 ALL 476206.1 3774944 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4097 ALL 476226.1 3774944 1.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4098 ALL 476246.1 3774944 1.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4099 ALL 476266.1 3774944 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4100 ALL 476286.1 3774944 1.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4101 ALL 476306.1 3774944 1.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4102 ALL 476326.1 3774944 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4103 ALL 476346.1 3774944 1.96E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.96E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4104 ALL 476366.1 3774944 1.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4105 ALL 476386.1 3774944 2.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4106 ALL 476406.1 3774944 2.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4107 ALL 476426.1 3774944 2.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4108 ALL 476446.1 3774944 2.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4109 ALL 476466.1 3774944 2.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4110 ALL 476486.1 3774944 2.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4111 ALL 476506.1 3774944 2.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4112 ALL 476526.1 3774944 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4113 ALL 476546.1 3774944 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4114 ALL 476566.1 3774944 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4115 ALL 476586.1 3774944 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4116 ALL 476606.1 3774944 2.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4117 ALL 476626.1 3774944 2.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4118 ALL 476646.1 3774944 2.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4119 ALL 476666.1 3774944 2.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4120 ALL 476686.1 3774944 2.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4121 ALL 476706.1 3774944 2.07E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.07E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4122 ALL 476726.1 3774944 2.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4123 ALL 476746.1 3774944 2.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4124 ALL 476766.1 3774944 2.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4125 ALL 476786.1 3774944 1.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4126 ALL 476806.1 3774944 1.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4127 ALL 476826.1 3774944 1.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4128 ALL 476846.1 3774944 1.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4129 ALL 476866.1 3774944 1.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4130 ALL 476886.1 3774944 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4131 ALL 476906.1 3774944 1.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4132 ALL 476926.1 3774944 1.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4133 ALL 476946.1 3774944 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4134 ALL 476966.1 3774944 1.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4135 ALL 476986.1 3774944 1.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4136 ALL 477006.1 3774944 1.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4137 ALL 477026.1 3774944 1.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4138 ALL 477046.1 3774944 1.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4139 ALL 477066.1 3774944 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4140 ALL 477086.1 3774944 1.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4141 ALL 477106.1 3774944 1.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4142 ALL 477126.1 3774944 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4143 ALL 477146.1 3774944 1.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4144 ALL 477166.1 3774944 1.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4145 ALL 477186.1 3774944 1.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4146 ALL 477206.1 3774944 1.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4147 ALL 477226.1 3774944 1.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4148 ALL 477246.1 3774944 1.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4149 ALL 477266.1 3774944 1.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4150 ALL 477286.1 3774944 1.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4151 ALL 477306.1 3774944 1.00E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.00E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4152 ALL 477326.1 3774944 9.85E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.85E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4153 ALL 477346.1 3774944 9.67E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.67E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4154 ALL 477366.1 3774944 9.49E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.49E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4155 ALL 477386.1 3774944 9.32E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.32E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4156 ALL 477406.1 3774944 9.01E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.01E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4157 ALL 477426.1 3774944 8.69E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.69E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4158 ALL 477446.1 3774944 8.51E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.51E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4159 ALL 477466.1 3774944 8.35E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.35E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4160 ALL 477486.1 3774944 8.21E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.21E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4161 ALL 477506.1 3774944 8.08E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.08E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4162 ALL 477526.1 3774944 7.95E-10 4YrCancerRMP_InhSoilDermMMilkCrops7.95E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4163 ALL 475946.1 3774964 1.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4164 ALL 475966.1 3774964 1.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4165 ALL 475986.1 3774964 1.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4166 ALL 476006.1 3774964 1.30E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.30E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4167 ALL 476026.1 3774964 1.33E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.33E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4168 ALL 476046.1 3774964 1.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4169 ALL 476066.1 3774964 1.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4170 ALL 476086.1 3774964 1.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4171 ALL 476106.1 3774964 1.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4172 ALL 476126.1 3774964 1.50E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.50E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4173 ALL 476146.1 3774964 1.53E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.53E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4174 ALL 476166.1 3774964 1.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4175 ALL 476186.1 3774964 1.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4176 ALL 476206.1 3774964 1.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4177 ALL 476226.1 3774964 1.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4178 ALL 476246.1 3774964 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4179 ALL 476266.1 3774964 1.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4180 ALL 476286.1 3774964 1.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4181 ALL 476306.1 3774964 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4182 ALL 476326.1 3774964 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4183 ALL 476346.1 3774964 1.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4184 ALL 476366.1 3774964 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4185 ALL 476386.1 3774964 1.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4186 ALL 476406.1 3774964 1.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4187 ALL 476426.1 3774964 1.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4188 ALL 476446.1 3774964 1.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4189 ALL 476466.1 3774964 2.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4190 ALL 476486.1 3774964 2.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4191 ALL 476506.1 3774964 2.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4192 ALL 476526.1 3774964 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4193 ALL 476546.1 3774964 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4194 ALL 476566.1 3774964 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4195 ALL 476586.1 3774964 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4196 ALL 476606.1 3774964 2.04E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.04E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4197 ALL 476626.1 3774964 2.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4198 ALL 476646.1 3774964 2.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4199 ALL 476666.1 3774964 2.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops2.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4200 ALL 476686.1 3774964 1.99E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.99E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4201 ALL 476706.1 3774964 1.97E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.97E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4202 ALL 476726.1 3774964 1.95E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.95E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4203 ALL 476746.1 3774964 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4204 ALL 476766.1 3774964 1.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4205 ALL 476786.1 3774964 1.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4206 ALL 476806.1 3774964 1.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4207 ALL 476826.1 3774964 1.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4208 ALL 476846.1 3774964 1.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4209 ALL 476866.1 3774964 1.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4210 ALL 476886.1 3774964 1.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4211 ALL 476906.1 3774964 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4212 ALL 476926.1 3774964 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4213 ALL 476946.1 3774964 1.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4214 ALL 476966.1 3774964 1.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4215 ALL 476986.1 3774964 1.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4216 ALL 477006.1 3774964 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4217 ALL 477026.1 3774964 1.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4218 ALL 477046.1 3774964 1.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4219 ALL 477066.1 3774964 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4220 ALL 477086.1 3774964 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4221 ALL 477106.1 3774964 1.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4222 ALL 477126.1 3774964 1.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4223 ALL 477146.1 3774964 1.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4224 ALL 477166.1 3774964 1.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4225 ALL 477186.1 3774964 1.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4226 ALL 477206.1 3774964 1.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4227 ALL 477226.1 3774964 1.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4228 ALL 477246.1 3774964 1.03E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.03E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4229 ALL 477266.1 3774964 1.01E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.01E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4230 ALL 477286.1 3774964 9.92E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.92E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4231 ALL 477306.1 3774964 9.74E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.74E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4232 ALL 477326.1 3774964 9.56E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.56E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4233 ALL 477346.1 3774964 9.39E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.39E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4234 ALL 477366.1 3774964 9.22E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.22E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4235 ALL 477386.1 3774964 9.06E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.06E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4236 ALL 477406.1 3774964 8.76E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.76E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4237 ALL 477426.1 3774964 8.44E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.44E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4238 ALL 477446.1 3774964 8.26E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.26E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4239 ALL 477466.1 3774964 8.12E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.12E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4240 ALL 477486.1 3774964 7.99E-10 4YrCancerRMP_InhSoilDermMMilkCrops7.99E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4241 ALL 477506.1 3774964 7.86E-10 4YrCancerRMP_InhSoilDermMMilkCrops7.86E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4242 ALL 477526.1 3774964 7.73E-10 4YrCancerRMP_InhSoilDermMMilkCrops7.73E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4243 ALL 475946.1 3774984 1.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4244 ALL 475966.1 3774984 1.20E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.20E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4245 ALL 475986.1 3774984 1.23E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.23E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4246 ALL 476006.1 3774984 1.26E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.26E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4247 ALL 476026.1 3774984 1.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4248 ALL 476046.1 3774984 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4249 ALL 476066.1 3774984 1.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4250 ALL 476086.1 3774984 1.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4251 ALL 476106.1 3774984 1.42E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.42E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4252 ALL 476126.1 3774984 1.45E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.45E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4253 ALL 476146.1 3774984 1.48E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.48E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4254 ALL 476166.1 3774984 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4255 ALL 476186.1 3774984 1.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4256 ALL 476206.1 3774984 1.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4257 ALL 476226.1 3774984 1.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4258 ALL 476246.1 3774984 1.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4259 ALL 476266.1 3774984 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4260 ALL 476286.1 3774984 1.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4261 ALL 476306.1 3774984 1.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4262 ALL 476326.1 3774984 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4263 ALL 476346.1 3774984 1.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4264 ALL 476366.1 3774984 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4265 ALL 476386.1 3774984 1.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4266 ALL 476406.1 3774984 1.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4267 ALL 476426.1 3774984 1.87E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.87E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4268 ALL 476446.1 3774984 1.89E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.89E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4269 ALL 476466.1 3774984 1.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4270 ALL 476486.1 3774984 1.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4271 ALL 476506.1 3774984 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4272 ALL 476526.1 3774984 1.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4273 ALL 476546.1 3774984 1.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4274 ALL 476566.1 3774984 1.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4275 ALL 476586.1 3774984 1.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4276 ALL 476606.1 3774984 1.94E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.94E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4277 ALL 476626.1 3774984 1.93E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.93E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4278 ALL 476646.1 3774984 1.92E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.92E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4279 ALL 476666.1 3774984 1.91E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.91E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4280 ALL 476686.1 3774984 1.90E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.90E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4281 ALL 476706.1 3774984 1.88E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.88E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4282 ALL 476726.1 3774984 1.86E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.86E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4283 ALL 476746.1 3774984 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4284 ALL 476766.1 3774984 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4285 ALL 476786.1 3774984 1.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4286 ALL 476806.1 3774984 1.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4287 ALL 476826.1 3774984 1.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4288 ALL 476846.1 3774984 1.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4289 ALL 476866.1 3774984 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4290 ALL 476886.1 3774984 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4291 ALL 476906.1 3774984 1.64E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.64E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4292 ALL 476926.1 3774984 1.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4293 ALL 476946.1 3774984 1.58E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.58E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4294 ALL 476966.1 3774984 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4295 ALL 476986.1 3774984 1.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4296 ALL 477006.1 3774984 1.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4297 ALL 477026.1 3774984 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4298 ALL 477046.1 3774984 1.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4299 ALL 477066.1 3774984 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4300 ALL 477086.1 3774984 1.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4301 ALL 477106.1 3774984 1.18E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.18E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4302 ALL 477126.1 3774984 1.15E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.15E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4303 ALL 477146.1 3774984 1.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4304 ALL 477166.1 3774984 1.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4305 ALL 477186.1 3774984 1.09E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.09E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4306 ALL 477206.1 3774984 1.05E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.05E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4307 ALL 477226.1 3774984 1.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4308 ALL 477246.1 3774984 9.99E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.99E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4309 ALL 477266.1 3774984 9.81E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.81E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4310 ALL 477286.1 3774984 9.63E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.63E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4311 ALL 477306.1 3774984 9.46E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.46E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4312 ALL 477326.1 3774984 9.29E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.29E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4313 ALL 477346.1 3774984 9.13E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.13E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4314 ALL 477366.1 3774984 8.97E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.97E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4315 ALL 477386.1 3774984 8.81E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.81E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4316 ALL 477406.1 3774984 8.52E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.52E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4317 ALL 477426.1 3774984 8.21E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.21E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4318 ALL 477446.1 3774984 8.04E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.04E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4319 ALL 477466.1 3774984 7.91E-10 4YrCancerRMP_InhSoilDermMMilkCrops7.91E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4320 ALL 477486.1 3774984 7.78E-10 4YrCancerRMP_InhSoilDermMMilkCrops7.78E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4321 ALL 477506.1 3774984 7.65E-10 4YrCancerRMP_InhSoilDermMMilkCrops7.65E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4322 ALL 477526.1 3774984 7.53E-10 4YrCancerRMP_InhSoilDermMMilkCrops7.53E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4323 ALL 475946.1 3775004 1.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4324 ALL 475966.1 3775004 1.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4325 ALL 475986.1 3775004 1.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4326 ALL 476006.1 3775004 1.22E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.22E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4327 ALL 476026.1 3775004 1.25E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.25E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4328 ALL 476046.1 3775004 1.28E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.28E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4329 ALL 476066.1 3775004 1.31E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.31E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4330 ALL 476086.1 3775004 1.34E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.34E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4331 ALL 476106.1 3775004 1.37E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.37E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4332 ALL 476126.1 3775004 1.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4333 ALL 476146.1 3775004 1.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4334 ALL 476166.1 3775004 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4335 ALL 476186.1 3775004 1.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4336 ALL 476206.1 3775004 1.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4337 ALL 476226.1 3775004 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4338 ALL 476246.1 3775004 1.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4339 ALL 476266.1 3775004 1.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4340 ALL 476286.1 3775004 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4341 ALL 476306.1 3775004 1.66E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.66E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4342 ALL 476326.1 3775004 1.68E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.68E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4343 ALL 476346.1 3775004 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4344 ALL 476366.1 3775004 1.73E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.73E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4345 ALL 476386.1 3775004 1.75E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.75E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4346 ALL 476406.1 3775004 1.77E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.77E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4347 ALL 476426.1 3775004 1.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4348 ALL 476446.1 3775004 1.80E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.80E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4349 ALL 476466.1 3775004 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4350 ALL 476486.1 3775004 1.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4351 ALL 476506.1 3775004 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4352 ALL 476526.1 3775004 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4353 ALL 476546.1 3775004 1.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4354 ALL 476566.1 3775004 1.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4355 ALL 476586.1 3775004 1.85E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.85E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4356 ALL 476606.1 3775004 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4357 ALL 476626.1 3775004 1.84E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.84E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4358 ALL 476646.1 3775004 1.83E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.83E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4359 ALL 476666.1 3775004 1.82E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.82E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4360 ALL 476686.1 3775004 1.81E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.81E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4361 ALL 476706.1 3775004 1.79E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.79E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4362 ALL 476726.1 3775004 1.78E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.78E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4363 ALL 476746.1 3775004 1.76E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.76E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4364 ALL 476766.1 3775004 1.74E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.74E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4365 ALL 476786.1 3775004 1.72E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.72E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4366 ALL 476806.1 3775004 1.70E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.70E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4367 ALL 476826.1 3775004 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4368 ALL 476846.1 3775004 1.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4369 ALL 476866.1 3775004 1.62E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.62E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4370 ALL 476886.1 3775004 1.60E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.60E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4371 ALL 476906.1 3775004 1.57E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.57E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4372 ALL 476926.1 3775004 1.55E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.55E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4373 ALL 476946.1 3775004 1.52E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.52E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4374 ALL 476966.1 3775004 1.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4375 ALL 476986.1 3775004 1.47E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.47E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4376 ALL 477006.1 3775004 1.44E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.44E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4377 ALL 477026.1 3775004 1.41E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.41E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4378 ALL 477046.1 3775004 1.39E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.39E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4379 ALL 477066.1 3775004 1.36E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.36E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4380 ALL 477086.1 3775004 1.17E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.17E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4381 ALL 477106.1 3775004 1.14E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.14E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4382 ALL 477126.1 3775004 1.12E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.12E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4383 ALL 477146.1 3775004 1.10E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.10E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4384 ALL 477166.1 3775004 1.08E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.08E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4385 ALL 477186.1 3775004 1.06E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.06E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4386 ALL 477206.1 3775004 1.02E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.02E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4387 ALL 477226.1 3775004 9.87E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.87E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4388 ALL 477246.1 3775004 9.69E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.69E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4389 ALL 477266.1 3775004 9.52E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.52E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4390 ALL 477286.1 3775004 9.35E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.35E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4391 ALL 477306.1 3775004 9.19E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.19E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4392 ALL 477326.1 3775004 9.03E-10 4YrCancerRMP_InhSoilDermMMilkCrops9.03E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4393 ALL 477346.1 3775004 8.88E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.88E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4394 ALL 477366.1 3775004 8.72E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.72E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4395 ALL 477386.1 3775004 8.57E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.57E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4396 ALL 477406.1 3775004 8.29E-10 4YrCancerRMP_InhSoilDermMMilkCrops8.29E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4397 ALL 477426.1 3775004 7.99E-10 4YrCancerRMP_InhSoilDermMMilkCrops7.99E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4398 ALL 477446.1 3775004 7.82E-10 4YrCancerRMP_InhSoilDermMMilkCrops7.82E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00



4399 ALL 477466.1 3775004 7.70E-10 4YrCancerRMP_InhSoilDermMMilkCrops7.70E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4400 ALL 477486.1 3775004 7.57E-10 4YrCancerRMP_InhSoilDermMMilkCrops7.57E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4401 ALL 477506.1 3775004 7.45E-10 4YrCancerRMP_InhSoilDermMMilkCrops7.45E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4402 ALL 477526.1 3775004 7.34E-10 4YrCancerRMP_InhSoilDermMMilkCrops7.34E-10 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4403 ALL 475946.1 3775024 1.11E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.11E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4404 ALL 475966.1 3775024 1.13E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.13E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4405 ALL 475986.1 3775024 1.16E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.16E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4406 ALL 476006.1 3775024 1.19E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.19E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4407 ALL 476026.1 3775024 1.21E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.21E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4408 ALL 476046.1 3775024 1.24E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.24E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4409 ALL 476066.1 3775024 1.27E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.27E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4410 ALL 476086.1 3775024 1.29E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.29E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4411 ALL 476106.1 3775024 1.32E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.32E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4412 ALL 476126.1 3775024 1.35E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.35E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4413 ALL 476146.1 3775024 1.38E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.38E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4414 ALL 476166.1 3775024 1.40E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.40E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4415 ALL 476186.1 3775024 1.43E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.43E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4416 ALL 476206.1 3775024 1.46E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.46E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4417 ALL 476226.1 3775024 1.49E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.49E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4418 ALL 476246.1 3775024 1.51E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.51E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4419 ALL 476266.1 3775024 1.54E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.54E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4420 ALL 476286.1 3775024 1.56E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.56E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4421 ALL 476306.1 3775024 1.59E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.59E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4422 ALL 476326.1 3775024 1.61E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.61E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4423 ALL 476346.1 3775024 1.63E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.63E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4424 ALL 476366.1 3775024 1.65E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.65E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4425 ALL 476386.1 3775024 1.67E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.67E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4426 ALL 476406.1 3775024 1.69E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.69E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

4427 ALL 476426.1 3775024 1.71E-09 4YrCancerRMP_InhSoilDermMMilkCrops1.71E-09 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

Max at school

0.07
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Mr. Kevin Rice November 14, 2022 

Patriot Development Partners 

12126 W. Sunset Boulevard  

Los Angeles, CA 90049 

 

Subject:  Biological Resources Technical Letter Report for the 6th Street and Del Rosa Warehouse Project 

Located in the City of Highland, San Bernardino County, California 

Dear Mr. Rice,  

This biological resources technical letter report documents the existing biological conditions for the approximately 

2.82-acre subject property located at Assessor Parcel Number (APN): 279-201-124 in the city of Highland, San 

Bernardino County, California. This report evaluates the potential for special-status biological resources to occur 

on the project site based on the existing conditions observed during a biological reconnaissance and includes a 

discussion of potential impacts on biological resources due to project implementation. Potential project-related 

impacts will include recommendations to avoid or reduce impacts below a level of significance under CEQA.  

Project Location 

The proposed development project is located on the south side of 6th Street, just west of the Del Rosa and 6th 

Street intersection (Project Site) in the city of Highland (City). The Project Site is bound by 6th Street to the north, 

residential development to the west and south, and a community park to the east (Figure 1: Project Site). The 

project site is specifically located on a relatively flat, primarily undeveloped area mapped within The San 

Bernardino Principal Meridian, in Section 26 of Township 1 South Range 4 West of the San Bernardino South, 

California 7.5-minute U.S. Geological Survey (USGS) topographic quadrangle (USGS 2022). For the purpose of this 

report, the area investigated included the entire 2.82-acre project site plus a 100-foot buffer around the project 

site boundary, for a total of approximately 7.02 acres (study area). The study area for the proposed project 

accounts for both on-site and off-site biological resources that may be impacted by the proposed project.  

Project Description 

The project includes construction of a single 49,983 square foot industrial warehouse building, inclusive of 2,500 

square feet of office/mezzanine. Associated improvements include loading docks, truck and vehicle parking, and 

landscaped areas.  
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Methods 

Literature Review 

To evaluate the natural resources previously documented and potentially occurring within the study area, 

literature searches and database reviews were conducted by Dudek’s biologists. The database review included 

the most recent versions of the California Natural Diversity Database (CNDDB) and special-status species lists 

(CDFW 2022a-2022e), and the California Native Plant Society’s (CNPS) Inventory of Rare and Endangered Plants 

(CNPS 2022). These databases were reviewed to identify sensitive biological resources present or potentially 

present for the San Bernardino South, California USGS 7.5-minute quadrangle on which the study area is located, 

and the eight surrounding quadrangles (Devore, Fontana, San Bernardino North, Harrison Mountain, Redlands, 

Sunnymead, Riverside West, and Riverside East).  

Potential and/or historic drainages and aquatic features were investigated based on a review of USGS topographic 

maps (1:24,000 scale) aerial photographs, the U.S. Fish and Wildlife Service (USFWS) National Wetland Inventory 

(NWI) database (USFWS 2022a), and the Natural Resource Conservation Service’s (NRCS) Web Soil Survey (USDA  

2022a).  

Soil Survey Review 

Dudek reviewed the U.S. Department of Agriculture’s National Resource Conservation Service database to 

determine soil characteristics on the study area. According to the NRCS Web Soil Survey (USDA 2022a), the study 

area occurs within the San Bernardino County Southwestern Part (CA677). Tujunga loamy sand, 0 to 5 percent 

slopes, is mapped within the project site (Figure 2: Biological Resources Map). Soils in the Tujunga series consist 

of mixed, thermic Typic Xerospamments. Tujunga soils are found on alluvial fans and floodplains at elevations of 6 

to 2,000 feet above sea level. These soils are somewhat excessively drained with negligible to low runoff and high 

saturated hydraulic conductivity. Tujunga soils are extensively disturbed throughout the central and southern 

coastal plains and valleys of California.  

Grangeville fine sandy loam, saline-alkaline, and Hanford coarse sandy loam, 2% to 9% slopes, are present 

outside of the project site boundary but within the surrounding study area buffer. Soils in the Grangeville series 

consist of very deep, somewhat poorly drained soils that formed in moderate coarse textured alluvium dominantly 

from granitic rock sources. Grangeville soils are on alluvial fans and floodplains. Soils in the Hanford series 

consist of very deep, well drained soils that formed in moderately coarse textured alluvium dominantly from 

granite. Hanford soils are seen on stream bottoms, floodplains, and alluvial fans. Additionally, no Delhi sands are 

mapped or present within the study area. 

National Wetlands Inventory Review 

A formal delineation of jurisdictional waters and wetlands was not conducted on the survey area because after an 

assessment of all potentially jurisdictional waters and wetlands during the biological reconnaissance, Dudek’s 

biologist determined there are no natural drainages or wetland areas within the survey area that could potentially 

be regulated. During the biological reconnaissance all potentially jurisdictional drainages were assessed for their 

potential to be regulated under the CWA and California Fish and Game Code Section 1600 et seq. Additionally, a 

desktop analysis of hydrological watershed data and mapped wetland resources from the National Wetland 
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Inventory was conducted prior to the reconnaissance to determine if any historic blue-line streams, watercourses, 

or wetlands were mapped on the survey area (USFWS 2022a). Although a formal jurisdictional delineation was not 

conducted, the assessment still followed regulatory methods and definitions of potentially regulated aquatic 

resources.  

Pursuant to the CWA, ACOE, and RWQCB, jurisdictional areas include those supporting all three wetlands criteria 

described in the ACOE manual: hydric soils, hydrology, and hydrophytic vegetation. The ACOE/Environmental 

Protection Agency Rapanos Guidance states that ACOE will regulate traditional navigable “waters of the United 

States,” adjacent wetlands, and relatively permanent waters tributary to traditional navigable waters, and 

adjacent wetlands if there is a significant nexus from the site. Areas regulated by RWQCB/CDFW are generally 

coincident with areas regulated by ACOE, but can also include isolated features that have evidence of surface 

water inundation pursuant to the state Porter–Cologne Act. These areas generally support at least one of the 

three ACOE wetlands indicators, but are considered isolated through the lack of surface water 

hydrology/connectivity downstream. 

Features that convey or hold water are regulated by multiple agencies. Federal, state, and local agencies have 

different definitions and terminology for these types of features. Water-dependent resources regulated by ACOE, 

RWQCB, CDFW, and the County of Riverside are collectively referred to as “jurisdictional aquatic resources” 

herein. Terminology used in this document to distinguish each jurisdictional aquatic resource according to the 

agency that regulates the resource is as follows: 

• ACOE and RWQCB: “Wetland” and “non-wetland waters.”  Wetland waters of the United States and non-

wetland waters of the United States are subject to regulation by ACOE and RWQCB, pursuant to the CWA. 

Within the biological survey area, ACOE waters of the United States and wetlands, and RWQCB waters of 

the United States and wetlands overlap, and therefore are combined under one term: “non -wetland 

waters” or “wetlands.” 

• CDFW: “Riparian areas” and “streambeds.”  Lakes, rivers, and streambeds, including any associated 

riparian habitat, are subject to regulation by CDFW, pursuant to Section 1600 et seq. of the California 

Fish and Game Code. Within the biological survey area, CDFW streambeds are synonymous with ACOE 

and RWQCB non-wetland waters. CDFW riparian areas are not synonymous with ACOE or RWQCB 

wetlands because these areas lacked all three federal wetland parameters (hydrophytic vegetation, 

hydric soils, and hydrology).  

Biological Reconnaissance 

Dudek biologist Kimberly Narel conducted a general biological reconnaissance of the study area on October 27, 

2022. The survey was conducted from 11:15 a.m. - 12:15 pm.; weather conditions were favorable with 0% cloud 

cover, wind speeds from 0-4 miles per hour, and a temperature range of 67° - 70° Fahrenheit (°F). All native and 

naturalized plant species encountered in the study area were identified and recorded. The potential for special-

status plant and wildlife species to occur within the study area was evaluated based on the vegetation 

communities and soils present. Dudek used CDFW’s Protocols for Surveying and Evaluating Impacts to Special 

Status Native Plant Populations and Natural Communities (CDFW 2018) and List of Vegetation Alliances and 

Associates (CDFW 2019), also referred to as the Natural Communities List, to map the entire study area. 

Vegetation communities and land covers were delineated to the vegetation alliance level, and where appropriate 

the association level, based on the Manual of California Vegetation (Sawyer, Keeler-Wolf, and Evans 2009). Some 
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modifications, such as the Preliminary Descriptions of the Terrestrial Natural Communities of California (Holland 

1986, and Oberbauer et al. 2008), were incorporated to accommodate the lack of conformity of the observed 

communities to those included in these references. 

Latin and common names for plant species with a California Rare Plant Rank (CRPR) follow the CNPS Inventory of 

Rare and Endangered Plants (CNPS 2020). For plant species without a CRPR, Latin names follow the Jepson 

Interchange List of Currently Accepted Names of Native and Naturalized Plants of California (Jepson Flora Project 

2020), and common names follow the Unites States Department of Agriculture’s Natural Resources Conservation 

Service Plants Database (USDA 2020b). Latin and common names of animals follow Crother (2008) for reptiles 

and amphibians, American Ornithologist’s Union for birds (AOU 2016), Wilson and Reeder (2005) for mammals, 

North American Butterfly Association (NABA 2016), and Moyle (2002) for fish.  

Dudek also conducted an assessment for the presence of waters or wetlands potentially subject to regulatory 

agency jurisdiction, including searching for the presence or drainage features and topographic features and soils 

that could support standing water. However, a formal wetland delineation was not conducted as part of the 

biological reconnaissance.  

Results 

Study Area Description 

Based on the database reviews and biological reconnaissance, the study area is characterized as predominantly 

undeveloped non-native grassland with disturbed habitat. Vegetation currently present on the study area is 

dominated by non-native grassland with evidence of past agricultural tilling and/or discing. It has been moderately 

disturbed with off road vehicle use, trampling, and refuse dumping. Scattered ornamental vegetation associated 

with adjacent residential development occurs along the southern and eastern project site boundaries. Disturbed 

habitat characterized by bare ground, piles of gravel, and refuse was observed on the northeastern portion of the 

study area. Two dirt pedestrian access path bisect the study area from 6th Street to a residential apartment 

complex immediately south of the study area. Representative photographs of the study area are included in 

Appendix A, Site Photo Log. The entire study area has been previously graded and compacted and is relatively flat, 

ranging in elevation from approximately 1,075 feet to 1,085 feet above mean sea level (AMSL). The study area 

occurs in an urban setting and is bound by residential development, a community park, and a paved road (6th 

Street).  

Vegetation Communities and Land Covers 

Three vegetation communities and/or land cover types were observed on the study area during the biological 

reconnaissance: non-native grassland, disturbed habitat, and developed land. No sensitive, natural or native 

vegetation communities or riparian habitats were observed on the study area during the biological 

reconnaissance (Figure 2: Biological Resources Map). There are no sensitive vegetation communities within the 

study area. No exposed soils were observed within the study area that have not been heavily altered and 

compacted for prior development. Any natural vegetation communities that historically occurred on the study area 

have been removed during previous grading of the project site and immediate surroundings. Evidence of tilling 

and/or discing was observed throughout the project site footprint. The three vegetation communities and/or land 

covers observed on the study area are described in further detail herein.  
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Non-Natural and Unvegetated Land Covers 

Annual (Non-Native) Grassland. The annual (non-native) grassland mapping unit is not recognized by the Natural 

Communities List (CDFW 2020e) but is described by Gray and Bramlet (1993). Non-native grassland is the 

dominant vegetation type on the study area. It consists of ruderal (weedy) forbs, spurges, and herbaceous annual 

and perennial species in the herb layer, with scattered shrubs throughout. Most of the grass species (bromes, 

Bromus spp.) observed onsite were desiccated from drought conditions, leaving a dominance of puncture vine 

(Tribulus terrestris), common purslane (Portulaca oleracea) and exposed ground. Characteristic species of this 

community observed within the study area include: Sessile false goldenstar (Heterotheca sessiliflora), nettle-

leaved goosefoot (Chenopodium murale), cheeseweed mallow (Malva parviflora), telegraph weed (Heterotheca 

grandiflora), London rocket (Sysimbrium irio), and common fiddleneck (Amsinckia menziesii var. intermedia). 

Shrubs found in disturbed areas, including flatspine bur ragweed (Ambrosia acanthicarpa), prickly Russian thistle 

(Salsola tragus) and prairie sunflower (Helinathus petiolaris) were observed sporadically throughout the shrub 

layer of the non-native grassland. A total of approximately 4.6 acres of non-native grassland occurs within the 

study area.  

Disturbed Habitat. The disturbed mapping unit is not recognized by the Natural Communities List (CDFW 2020e) 

but is described by Oberbauer et al. (2008). Disturbed land typically refers to areas that lack vegetation but still 

retain a previous surface, or that are dominated by sparse cover or ruderal vegetation. Approximately 0.66 acres 

disturbed habitat on the study area consists of an exposed patch of ground with piles of gravel and refuse. In 

addition, two dirt pedestrian access paths follow across the study area from 6th Street to a residential apartment 

complex south of the study area.   

Urban/Developed Land. The urban and developed mapping unit is not recognized by the Natural Communities List 

(CDFW 2020e) but is described in Oberbauer et al. (2008). Developed land typically includes areas that have 

been constructed upon and do not contain any naturally occurring vegetation. These areas are generally 

characterized as graded land with asphalt and concrete placed upon it. Developed areas mapped for the study 

area include 6th Street, a community park, and public school, and residential developments. A total of 

approximately 4.55 acres of urban and developed land occurs within the study area. 

Ornamental trees and shrubs observed along the southern and eastern project site boundaries are associated 

with adjacent residential development and a community park. Ornamental plantings on the study area did not 

meet the minimum mapping unit threshold to include as a separate mapped vegetation community. Characteristic 

ornamental species observed include western sycamore (Platanus racemosa), sevenleaf creeper (Parthenocissus 

heptaphylla), crepe myrtle, and non-native shrubs and succulents.   

Table 1 provides a summary of each land cover’s extent within the study area.  

Table 1 Vegetation Communities and Land Covers within the Project Site and Study Area 

Vegetation Community/Land Cover Project Site (Acres) Study Area (Acres) 

Annual (Non-Native) Grassland 2.27 2.37 

Disturbed Habitat 0.30 0.35 

Urban/Developed Land  0.25 4.3 

Total 2.82 7.02 
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Wildlife  

The study area consists of non-native grassland and ornamental vegetation that provides potentially suitable 

habitat for wildlife species that occur in urbanized settings. Wildlife use and species diversity was limited during 

the biological reconnaissance. Species observed or detected included mourning dove (Zenaida macroura) and 

western honey bee (Apis mellifera). No mammals, reptiles, amphibian, or aquatic species were observed within 

the study area. No special-status wildlife species were observed during the biological reconnaissance. The 

complete list of plant and wildlife species observed within the study area is included in Appendix B, Species 

Compendium. 

No active bird nests were observed during the field visit; however, ornamental trees within the study area could 

support nesting migratory birds, particularly along the southern and eastern project site boundaries. No small 

animal burrows were observed within the study area. The study area is previously graded and although soils have 

also been tilled and disced onsite, grading compacted the soils and likely makes for poor burrowing conditions. 

Details regarding the potential for special status species to occur within the study area are discussed below.  

Special-Status Species 

Special-Status Plant Species  

Special-status plant species include those listed, or candidate for listing, as threatened or endangered by USFWS 

or CDFW, or species identified as rare by CNPS (particularly CRPR 1A – Presumed extinct in California; CRPR 1-B – 

Rare, threatened, or endangered throughout its range; and CRPR 2 – Rare or Endangered in California, more 

common elsewhere). A total of 79 special-status plant species were reported in the CNDDB, USFWS, and CNPS 

databases as occurring within the vicinity of the study area (CNPS 2022). Appendix C: Plant Species with a 

Potential to Occur on the Study Area, includes the species lists provided from these database searches that were 

evaluated as part of this assessment. For each species evaluated, a determination was made regarding the 

potential for the species to occur on site based on information gathered during the field reconnaissance, including 

the location of the site, habitats present, current site conditions, and past and present land use.  

Of the 79 special-status plant species listed in the CNDDB, CNPS, and USFWS databases as occurring in the 

vicinity of the study area, 66 species were determined to have no potential to occur within the study area based 

on an evaluation of species ranges/elevation and known habitat preferences. No special-status plant species 

were determined to have a moderate or high potential to occur on the study area. However, 13 special-status 

species were determined to have a low potential to occur due to limited suitable habitat within the study area 

(Appendix C: Special-Status Plant Species with a Potential to Occur on the Study Area). Of those, two are listed as 

endangered by FESA and/or CESA: San Diego ambrosia (Ambrosia pumila), and thread-leaved brodiaea (Brodiaea 

filifolia). While suitable grassland capable of supporting these two species are present onsite, the study area has 

been graded and compacted in the past, with refuse, pedestrian traffic, and evidence of recent tilling and/or 

discing, making for poor growth conditions. In addition, no wetlands, vernal pools, or other mesic habitat capable 

of supporting thread-leaved brodiaea and San Diego ambrosia were observed on the study area. No special-status 

or rare plant species were observed onsite during the biological reconnaissance.  

Due to the on-going disturbances from pedestrian traffic that currently occur within the study area, the non-native 

grassland habitat onsite is of low quality. As such, protocol-level rare plant surveys were not conducted. The 

remaining special-status plant species determined to have a low potential to occur are on the study area are not 
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listed by FESA or CESA but are identified as rare by CNPS, and are not discussed in this report further due to lack 

of quality grassland habitat onsite. The complete list of plant species evaluated with a determination of their 

potential to occur on the study area is provided in Appendix C. Vegetation clearing and grading of the study area 

for construction of the proposed project is not anticipated to directly impact special-status plant species. However, 

ornamental trees on the study area may support nesting habitat for raptors and migratory birds protected by the 

MBTA; this potential nesting habitat may be indirectly impacted by increased dust, spillover, erosion, and 

sedimentation from vegetation clearing and grading for construction on the project site.  

Special-Status Wildlife Species  

Special-status wildlife include those listed, or candidates for listing, as threatened or endangered by USFWS or 

CDFW, or designated as a Species of Special Concern by CDFW (CDFW 2022 b, c). No special-status wildlife 

species were detected onsite during the biological reconnaissance. A total of 59 special-status wildlife species 

were reported in the CNDDB and USFWS databases as occurring in the vicinity of the study area. Appendix D: 

Special-Status Wildlife Species with a Potential to Occur on the Study Area, summarizes the special-status wildlife 

species that were included in these databases and evaluated as part of this assessment. For each species 

evaluated, a determination was made regarding the potential use of the site based on information gathering 

during the field reconnaissance, known habitat preferences, and knowledge of their relative distributions in the 

area.  

Of the 59 special-status wildlife species listed in the CNDDB and USFWS databases as occurring in the vicinity of 

the study area, 39 species were determined to have no potential to occur based on an evaluation of species 

ranges/elevation and known habitat preferences. No special-status species were determined to have a moderate 

or high potential to occur on the study area. However, 20 special-status species were determined to have a low 

potential to occur due to limited suitable habitat within the study area. None of these species were observed 

during the biological reconnaissance. In addition, it is unlikely that special-status mammals or reptiles will occupy 

the low-quality grassland on the study area due to compacted soils from prior grading onsite that make for poor 

burrowing conditions. No evidence of burrow activity was observed on the study area, including where prior tilling 

and/or discing created loose, upturned soil. While no nesting birds were observed during the biological 

reconnaissance, ornamental shrubs and trees bordering the project site boundary could support nesting special-

status birds and migratory bird species protected by the Migratory Bird Treaty Act (MBTA).  

Note that Delhi sands flower-loving fly (Rhaphiomidas terminatus abdominalis) is a special-status species of 

concern in the area due to nearby Delhi fine sands. These species will be further discussed below. The remaining 

species with no potential to occur or low potential to occur are omitted from further discussion in this report due 

to limited low-quality habitat onsite. The complete list of wildlife species evaluated with a potential to occur on the 

study area is provided in Appendix D.  

Delhi Sands Flower-Loving Fly Habitat 

There are no historically mapped areas of Delhi sand within the study area. Delhi sand or any remnants of 

previously sandy areas were not observed during the survey, and the nearest occurrence of Delhi fine sand is 

approximately 6 miles southwest of the project site (USDA 2022a). However, there are onsite (within most of the 

San Bernardino South USGS 24k quadrant) occurrence records of Delhi sands flower loving fly, the most recent 

from 2014 (CDFW 2022a). The Delhi sands flower-loving fly typically occurs in areas with Delhi sands present but 

has been found in other sandy habitats; however, the study area is devoid of native vegetation and there are no 
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exposed soils on site that have not been compacted and heavily altered. While one of the two host plants most 

commonly associated with the species, telegraph weed (Heterotheca grandiflora) was observed on the study area, 

the other, California buckwheat (Eriogonum fasciculatum), was not observed onsite during the biological 

reconnaissance. Additionally, no sand dune habitat for this species occurs on the study area, and as such, there is 

no potential for the Delhi sands flower-loving fly to occur.  

Given the low-quality, fragmented, and disturbed habitat on the project site, and location within an urban area, 

there is no moderate or high potential for special-status species to occur on the study area, and as such, no 

protocol-level focused special-status species surveys were conducted. Vegetation clearing and grading of the 

study area for construction of the proposed project is not anticipated to directly impact special-status wildlife 

species. However, ornamental trees on the study area may support nesting raptors and migratory birds protected 

by the MBTA. Vegetation clearing and grading for construction of the proposed project on the study area may 

indirectly impact nesting special-status wildlife from increased dust, spillover, erosion, and sedimentation.  

Jurisdictional Waters and Wetlands  

No formal jurisdictional wetland delineation was conducted on the study area. However, a preliminary assessment 

of potential jurisdictional waters on the study area during the biological reconnaissance determined there are no 

waterways or drainages within the project site that would be subjected to regulatory agency jurisdiction. 

Additionally, no wetlands or riparian habitats were observed on the project site. Further, no soils mapped on the 

study area are considered hydric. Lastly, a review of the National Wetlands Inventory (USFWS 2022) revealed no 

“blue line” mapped wetlands within the study area. Note that City Creek, an NWI-mapped concrete flood channel, 

lies approximately 0.12 miles south of the study area. City Creek is a tributary of the Santa Ana River, which 

eventually drains to the Pacific Ocean. Vegetation clearing and grading of the study area for construction of the 

proposed project is not anticipated to impact jurisdictional waters and wetlands.  

Wildlife Corridors and Habitat Linkages 

Wildlife corridors are linear features that connect large patches of natural open space and provide avenues for the 

migration of animals. Wildlife corridors contribute to population viability by assuring continual exchange of genes 

between populations, providing access to adjacent habitat areas for foraging and mating, and providing routes for 

recolonization of habitat after local extirpation or ecological catastrophe (e.g., fires).  

Habitat linkages are small patches that join larger blocks of habitat and help reduce the adverse effects of habitat 

fragmentation. Habitat linkages provide a potential route for gene flow and long-term dispersal of plants and 

animals and may serve as primary habitat for smaller animals such as reptiles and amphibians. Habitat linkages 

may be continuous habitat or discrete habitat islands that function as steppingstones for dispersal.  

The entire study area is surrounded by development and no portions of the study area function as a wildlife 

corridor or linkage that connect to larger habitat areas in the region, such as the Santa Ana River further south. 

The study area is separated from the Santa Ana River by urban development, specifically the San Bernardino 

International Airport, which would significantly impede local wildlife movement. The study area is not mapped as 

an important wildlife corridor or linkage and occurs on a fragmented, low quality, previously disturbed (graded and 

disced/tilled) parcel in an urban setting. On a local scale, the study area may function as a linkage for small to 

medium-sized mammals and reptiles to use the project site as a corridor, to travel locally to fragmented 

undeveloped parcels to the east. However, 6Th Street is a paved road with consistent moderate traffic volume that 
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would also significantly impede local wildlife movement. Therefore, a wildlife corridor study for the study area is 

not warranted, and construction of the proposed project is not anticipated to impact local wildlife corridors and 

habitat linkages.  

Local Policies and Ordinances  

The City of Highlands’s Municipal Code, Section 16.64.040 deals with the preservation of heritage trees and 

specifies required conditions and permits necessary for removal of heritage trees. Section 16.06.080 defines 

heritage trees as any live tree, shrub, or plant which meets at least one for the following criteria: 1) All woody 

plants in excess of 15 feet in height and having a single trunk circumference of 24 inches or more, as measures 4 

and one-half feet above ground level; or 2) Multitrunk trees having a total circumference of 30 inches or more, as 

measured four and one-half feet from the ground; 3) A stand of trees, the nature of which makes each dependent 

upon the others for survival; or 4) Any other tree as may be deemed historically or culturally significant by the 

Community Development Director or designee because of size, condition, location, or aesthetic value (Title 16, 

Chapter 16 of the City’s Municipal Code). Removal of heritage trees requires an application and approval by the 

City’s Community Development Director. Any heritage tree removal subject to a tree removal permit shall require 

replacement at a ratio of two to or (2:1) with size and species to be determined by the Community Development 

Director.  

The study area does not contain heritage trees protected by the City of Highland Code of Ordinances (City of 

Highland 2022). Therefore, construction of the proposed project would not conflict with local policies or 

ordinances protecting biological resources, such as a tree preservation policy or ordinance.  

Regional Resource Planning Context 

The study area does not occur within any approved, in process, or implementing Habitat Conservation Plan (HCP) 

or Natural Community Conservation Plans (NCCP) for local or regional protection of species. Note that the study 

area lies approximately 2.7 miles west of the Upper Santa Ana River Wash Habitat Conservation Plan (ICF 2020).  

Construction of the proposed project is not anticipated to impact regional conservation plans.  

Recommendations  

This section addresses the anticipated impacts (direct, indirect, and cumulative) to biological resources that 

would result from implementation of the proposed project. The following recommendations would reduce any 

proposed or potential impacts to the thresholds provided in the California Environmental Quality Act Guidelines 

Section 15064(b) and Appendix G Environmental Checklist to a less than significant level. Recommendations are 

included for the evaluation of the project’s impacts on potentially affected resources such as nesting birds. No 

focused surveys for special-status species are recommended as the study area consists of fragmented, low-

quality habitat with no moderate or high potential for special-status plants and wildlife to persist. 

Nesting Birds 

The ornamental plantings located immediately outside of the southern and eastern project site boundaries and 

within the study area buffer may provide suitable nesting, roosting and foraging habitat for various bat and raptor 

species. As such, avoid construction activities during the bird nesting season (generally February 1 through August 
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30) to ensure compliance with the federal Migratory Bird Treaty Act and California Fish and Game Code Section 

3500 et seq. If avoidance of the nesting season is not feasible, then a pre-construction nesting bird survey should 

be conducted by a qualified biologist within a maximum of 3 days prior to the start of construction in areas that 

could support tree-, shrub-, and ground-nesting birds to ensure that birds are not engaged in active nesting within 

100 feet of the project’s construction limits. If nesting birds are discovered during the pre-construction survey, 

then the qualified biologist should identify an appropriate buffer where no ground-breaking activities are allowed 

to occur until after the birds have fledged from the nest. The active nest buffer size depends on the species’ 

sensitivity to disturbance (typically 500 feet for raptors and 300 feet for passerines), and ongoing biological 

monitoring during construction may be required. Construction activities may take place in other areas on the 

project site, outside of the nest avoidance buffer, unless authorized by an on-site monitoring biologist.  

If you have any comments or questions regarding the contents of this report, please feel free to contact me at 

949.508.5745, knarel@dudek.com, or Dudek Senior Biologist Tommy Molioo (tmolioo@dudek.com).  

Sincerely,  

 

_______________________ 

Kimberly Narel 

Biologist 
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Figure 1 
Project Site 
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Figure 2 
Biological Resources Map 
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Appendix A 
Site Photo Log  
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1. Overview of the Study Area, facing East 2. View from the Center of the Study Area 

  

3. View of Disturbed Habitat on the Study Area  4. Looking East from the Center of the Study Area 
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Plant Species 

Angiosperms (Dicots) 

Third Heading Level (If needed) 

ASTERACEAE – SUNFLOWER FAMILY 

Ambroisa acanthicarpa – flatspine bur ragweed 

Helainthus petiolaris – prairie sunflower 

Heterotheca grandiflora – telegraph weed 

Hetherotheca sessiliflora – sessileflower false golenaster 

BORAGINACEAE – BORAGE FAMILY 

Amsinckia menziesii – rancher’s fireweed 

BRASSICACEAE – MUSTARD FAMILY 

 Sisymbrium irio – London rocket 

CHENOPODIACEAE – GOOSEFOOT FAMILY 

 Chenopodium murale – nettle-leafed goosefoot  

 Salsola tragus – prickly Russian thistle  

MALVACEAE – MALLOW FAMILY 

 Malva parviflora – cheeseweed mallow  

PORTULACACEAE - PURSLANE FAMILY 

 Portulaca oleracea – little hogweed  

VITACEAE – GRAPE FAMILY  

 Parthenocissus heptaphylla – sevenleaf creeper  

ZYGOPHYLLACEAE - CALTROP FAMILY 

 Tribulus terrestris – puncture vine  
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Wildlife Species  

Vertebrates 

Birds 

COLUMBIDAE – PIGEONS AND DOVES 

Zenaida macroura – mourning dove 

 

Invertebrates 

Insects  

APIDAE – BEES  

Apis mellifera – western honeybee  

 

 

 

 signifies introduced (non-native) species 
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Scientific Name Common Name 

Status 

(Federal/State/

CRPR) 

Primary Habitat Associations/ 

Life Form/ Blooming Period/ 

Elevation Range (feet) Potential to Occur 

Low Potential to Occur 

Ambrosia pumila San Diego ambrosia FE/None/1B.1  Chaparral, Coastal scrub, Valley and 

foothill grassland, Vernal pools;  Alkaline 

(sometimes), Clay (sometimes), Disturbed 

areas (often), Loam (sometimes), Sandy 

(sometimes)/perennial rhizomatous 

herb/Apr–Oct/65–1,360 

Low potential to occur. Suitable grassland 

on loamy sand substrate present. 

However, no vernal pools or alkaline 

substrate onsite. No occurrence records 

within 5 miles of the project site (CDFW 

2022).  

Brodiaea filifolia thread-leaved 

brodiaea 

FT/SE/1B.1  Chaparral, Cismontane woodland, 

Coastal scrub, Playas, Valley and foothill 

grassland, Vernal pools;  Clay 

(often)/perennial bulbiferous herb/Mar–

June/80–3,670 

Low potential to occur. Suitable grassland 

present but no vernal pools or clay 

substrate onsite. No occurrence records 

within 5 miles of the project site.  

Calochortus 

catalinae 

Catalina mariposa 

lily 

None/None/4.2  Chaparral, Cismontane woodland, 

Coastal scrub, Valley and foothill 

grassland/perennial bulbiferous 

herb/(Feb)Mar–June/50–2,295 

Low potential to occur. Suitable grassland 

present. No occurrence records within 5 

miles of the project site.  

Calochortus 

plummerae 

Plummer's 

mariposa-lily 

None/None/4.2  Chaparral, Cismontane woodland, 

Coastal scrub, Lower montane coniferous 

forest, Valley and foothill grassland;  

Granitic, Rocky/perennial bulbiferous 

herb/May–July/330–5,575 

Low potential to occur. Suitable grassland 

present but no granitic or rocky substrate 

onsite. No occurrence records within 5 

miles of the project site.  

Calochortus 

simulans 

La Panza mariposa-

lily 

None/None/1B.3  Chaparral, Cismontane woodland, Lower 

montane coniferous forest, Valley and 

foothill grassland;  Granitic (often), 

Sandy, Serpentinite 

(sometimes)/perennial bulbiferous 

herb/Apr–June/1,065–3,770 

Low potential to occur. Suitable grassland 

with loamy sand substrate present, but no 

granitic or serpentine substrate onsite. No 

occurrence records within 5 miles of the 

project site.  

Carex comosa bristly sedge None/None/2B.1  Coastal prairie, Marshes and swamps, 

Valley and foothill grassland/perennial 

rhizomatous herb/May–Sep/0–2,050 

Low potential to occur. Suitable grassland 

present. Nearest occurrence record is 

located 2.5 miles southwest, historic 

(1884), and possibly extirpated.  
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Scientific Name Common Name 

Status 

(Federal/State/

CRPR) 

Primary Habitat Associations/ 

Life Form/ Blooming Period/ 

Elevation Range (feet) Potential to Occur 

Centromadia 

pungens ssp. 

laevis 

smooth tarplant None/None/1B.1  Chenopod scrub, Meadows and seeps, 

Playas, Riparian woodland, Valley and 

foothill grassland;  Alkaline/annual 

herb/Apr–Sep/0–2,095 

Low potential to occur. Suitable grassland 

present. Nearest occurrence record is 

located 2.5 miles south, from 2016.  

Chorizanthe parryi 

var. parryi 

Parry's spineflower None/None/1B.1  Chaparral, Cismontane woodland, 

Coastal scrub, Valley and foothill 

grassland;  Openings, Rocky (sometimes), 

Sandy (sometimes)/annual herb/Apr–

June/900–4,000 

Low potential to occur. Suitable open 

grassland present on loamy sand 

substrate. Nearest occurrence record is 

historic (1919), located 3 miles east of the 

project site.  

Convolvulus 

simulans 

small-flowered 

morning-glory 

None/None/4.2  Chaparral, Coastal scrub, Valley and 

foothill grassland;  Clay, Seeps, 

Serpentinite/annual herb/Mar–

July/100–2,425 

Low potential to occur. Suitable grassland 

present, but no clay or serpentine soils. No 

occurrence records within 5 miles of the 

project site.  

Deinandra 

paniculata 

paniculate tarplant None/None/4.2  Coastal scrub, Valley and foothill 

grassland, Vernal pools;  Sandy 

(sometimes), Vernally Mesic 

(usually)/annual herb/(Mar)Apr–Nov/80–

3,080 

Low potential to occur. Suitable grassland 

with sandy substrate present, but no 

vernal or mesic habitat onsite. No 

occurrence records within 5 miles of the 

project site.  

Hordeum 

intercedens 

vernal barley None/None/3.2  Coastal dunes, Coastal scrub, Valley and 

foothill grassland, Vernal pools/annual 

herb/Mar–June/15–3,280 

Low potential to occur. Suitable grassland 

present but no vernal pools onsite. No 

occurrence records within 5 miles of the 

project site.  

Malacothamnus 

parishii 

Parish's bush-

mallow 

None/None/1A  Chaparral, Coastal scrub/perennial 

deciduous shrub/June–July/1,000–

1,490 

Low potential to occur. While no suitable 

vegetation is present, there is an onsite 

historic occurrence record (1895) that is 

possibly extirpated (CDFW 2022).  

Symphyotrichum 

defoliatum 

San Bernardino 

aster 

None/None/1B.2  Cismontane woodland, Coastal scrub, 

Lower montane coniferous forest, 

Marshes and swamps, Meadows and 

seeps, Valley and foothill grassland;  

Streambanks/perennial rhizomatous 

herb/July–Nov/5–6,690 

Low potential to occur. Grassland present; 

nearest wetland is City Creek, located 

approximately 750 feet south of the 

project site. Nearest occurrence record is 

3 miles east, historic (1917), and 

extirpated (CDFW 2022).  

Not Expected to Occur 
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Scientific Name Common Name 

Status 

(Federal/State/

CRPR) 

Primary Habitat Associations/ 

Life Form/ Blooming Period/ 

Elevation Range (feet) Potential to Occur 

Abronia villosa 

var. aurita 

chaparral sand-

verbena 

None/None/1B.1  Chaparral, Coastal scrub, Desert dunes;  

Sandy/annual herb/(Jan)Mar–Sep/245–

5,245 

Not expected to occur. No suitable 

vegetation present. 

Acanthoscyphus 

parishii var. 

parishii 

Parish's oxytheca None/None/4.2  Chaparral, Lower montane coniferous 

forest;  Gravelly (sometimes), Sandy 

(sometimes)/annual herb/June–

Sep/4,000–8,530 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Allium howellii var. 

clokeyi 

Mt. Pinos onion None/None/1B.3  Great Basin scrub, Meadows and seeps, 

Pinyon and juniper woodland/perennial 

bulbiferous herb/Apr–June/4,265–6,065 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Ambrosia 

monogyra 

singlewhorl 

burrobrush 

None/None/2B.2  Chaparral, Sonoran desert scrub;  

Sandy/perennial shrub/Aug–Nov/35–

1,640 

Not expected to occur. No suitable 

vegetation present. 

Arenaria 

paludicola 

marsh sandwort FE/SE/1B.1  Marshes and swamps;  Openings, 

Sandy/perennial stoloniferous 

herb/May–Aug/10–560 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Artemisia palmeri San Diego sagewort None/None/4.2  Chaparral, Coastal scrub, Riparian forest, 

Riparian scrub, Riparian woodland;  

Mesic, Sandy/perennial deciduous 

shrub/(Feb)May–Sep/50–3,000 

Not expected to occur. No suitable 

vegetation or mesic habitat present. 

Asplenium 

vespertinum 

western spleenwort None/None/4.2  Chaparral, Cismontane woodland, 

Coastal scrub;  Rocky/perennial 

rhizomatous herb/Feb–June/590–3,280 

Not expected to occur. No suitable 

vegetation present. 

Astragalus hornii 

var. hornii 

Horn's milk-vetch None/None/1B.1  Meadows and seeps, Playas;  Alkaline, 

Lake Margins/annual herb/May–

Oct/195–2,785 

Not expected to occur. No suitable 

vegetation or wetlands present. 

Berberis nevinii Nevin's barberry FE/SE/1B.1  Chaparral, Cismontane woodland, 

Coastal scrub, Riparian scrub;  Gravelly 

(sometimes), Sandy 

(sometimes)/perennial evergreen 

shrub/(Feb)Mar–June/230–2,705 

Not expected to occur. No suitable 

vegetation present. 



APPENDIX C / SPECIAL-STATUS PLANT SPECIES WITH A POTENTIAL TO OCCUR ON THE STUDY AREA 

 
14700 C-4 

NOVEMBER 2022 
 

Scientific Name Common Name 

Status 

(Federal/State/

CRPR) 
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Life Form/ Blooming Period/ 
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Bouteloua trifida three-awned grama None/None/2B.3  Mojavean desert scrub/perennial 

herb/(Apr)May–Sep/2,295–6,560 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Calochortus 

palmeri var. 

palmeri 

Palmer's mariposa-

lily 

None/None/1B.2  Chaparral, Lower montane coniferous 

forest, Meadows and seeps;  

Mesic/perennial bulbiferous herb/Apr–

July/2,325–7,840 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Castilleja 

lasiorhyncha 

San Bernardino 

Mountains owl's-

clover 

None/None/1B.2  Chaparral, Meadows and seeps, Pebble 

(Pavement) plain, Riparian woodland, 

Upper montane coniferous forest;  

Mesic/annual herb (hemiparasitic)/May–

Aug/4,265–7,840 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Caulanthus 

simulans 

Payson's jewelflower None/None/4.2  Chaparral, Coastal scrub;  Granitic, 

Sandy/annual herb/(Feb)Mar–

May(June)/295–7,215 

Not expected to occur. No suitable 

vegetation present. 

Chloropyron 

maritimum ssp. 

maritimum 

salt marsh bird's-

beak 

FE/SE/1B.2  Coastal dunes, Marshes and 

swamps/annual herb 

(hemiparasitic)/May–Oct(Nov)/0–100 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Chorizanthe 

leptotheca 

Peninsular 

spineflower 

None/None/4.2  Chaparral, Coastal scrub, Lower 

montane coniferous forest;  

Granitic/annual herb/May–Aug/985–

6,230 

Not expected to occur. No suitable 

vegetation present. 

Chorizanthe xanti 

var. leucotheca 

white-bracted 

spineflower 

None/None/1B.2  Coastal scrub, Mojavean desert scrub, 

Pinyon and juniper woodland;  Gravelly 

(sometimes), Sandy (sometimes)/annual 

herb/Apr–June/985–3,935 

Not expected to occur. No suitable 

vegetation present. 

Cryptantha incana Tulare cryptantha None/None/1B.3  Lower montane coniferous forest/annual 

herb/June–Aug/4,690–7,050 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Cuscuta 

obtusiflora var. 

glandulosa 

Peruvian dodder None/None/2B.2  Marshes and swamps/annual vine 

(parasitic)/July–Oct/50–920 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 
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Status 

(Federal/State/

CRPR) 

Primary Habitat Associations/ 

Life Form/ Blooming Period/ 
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Dodecahema 

leptoceras 

slender-horned 

spineflower 

FE/SE/1B.1  Chaparral, Cismontane woodland, 

Coastal scrub;  Sandy/annual herb/Apr–

June/655–2,490 

Not expected to occur. No suitable 

vegetation present. 

Eriastrum 

densifolium ssp. 

sanctorum 

Santa Ana River 

woollystar 

FE/SE/1B.1  Chaparral, Coastal scrub;  Gravelly 

(sometimes), Sandy 

(sometimes)/perennial herb/Apr–

Sep/300–2,000 

Not expected to occur. No suitable 

vegetation present. 

Eriophyllum 

lanatum var. 

obovatum 

southern Sierra 

woolly sunflower 

None/None/4.3  Lower montane coniferous forest, Upper 

montane coniferous forest;  Loam, 

Sandy/perennial herb/June–July/3,650–

8,200 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Fimbristylis 

thermalis 

hot springs 

fimbristylis 

None/None/2B.2  Meadows and seeps/perennial 

rhizomatous herb/July–Sep/360–4,395 

Not expected to occur. No suitable 

vegetation or wetlands present. 

Frasera neglecta pine green-gentian None/None/4.3  Lower montane coniferous forest, Pinyon 

and juniper woodland, Upper montane 

coniferous forest/perennial herb/May–

July/4,590–8,200 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Fritillaria 

pinetorum 

pine fritillary None/None/4.3  Chaparral, Lower montane coniferous 

forest, Pinyon and juniper woodland, 

Subalpine coniferous forest, Upper 

montane coniferous forest;  Granitic 

(sometimes), Metamorphic 

(sometimes)/perennial bulbiferous 

herb/May–July(Sep)/5,690–10,825 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Galium 

californicum ssp. 

primum 

Alvin Meadow 

bedstraw 

None/None/1B.2  Chaparral, Lower montane coniferous 

forest;  Granitic, Sandy/perennial 

herb/May–July/4,425–5,575 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Galium jepsonii Jepson's bedstraw None/None/4.3  Lower montane coniferous forest, Upper 

montane coniferous forest;  Granitic, 

Gravelly (sometimes), Rocky 

(sometimes)/perennial rhizomatous 

herb/July–Aug/5,050–8,200 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 
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Galium johnstonii Johnston's bedstraw None/None/4.3  Chaparral, Lower montane coniferous 

forest, Pinyon and juniper woodland, 

Riparian woodland/perennial herb/June–

July/4,000–7,545 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Helianthus 

nuttallii ssp. 

parishii 

Los Angeles 

sunflower 

None/None/1A  Marshes and swamps/perennial 

rhizomatous herb/Aug–Oct/35–5,000 

Not expected to occur. No suitable 

vegetation or wetlands present. 

Heuchera 

caespitosa 

urn-flowered 

alumroot 

None/None/4.3  Cismontane woodland, Lower montane 

coniferous forest, Riparian forest, Upper 

montane coniferous forest;  

Rocky/perennial rhizomatous herb/May–

Aug/3,785–8,690 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Heuchera parishii Parish's alumroot None/None/1B.3  Alpine boulder and rock field, Lower 

montane coniferous forest, Subalpine 

coniferous forest, Upper montane 

coniferous forest;  Carbonate 

(sometimes), Rocky/perennial 

rhizomatous herb/June–Aug/4,920–

12,465 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Horkelia cuneata 

var. puberula 

mesa horkelia None/None/1B.1  Chaparral, Cismontane woodland, 

Coastal scrub;  Gravelly (sometimes), 

Sandy (sometimes)/perennial herb/Feb–

July(Sep)/230–2,655 

Not expected to occur. No suitable 

vegetation present. 

Hulsea vestita 

ssp. parryi 

Parry's sunflower None/None/4.3  Lower montane coniferous forest, Pinyon 

and juniper woodland, Upper montane 

coniferous forest;  Carbonate 

(sometimes), Granitic (sometimes), 

Openings, Rocky/perennial herb/Apr–

Aug/4,490–9,495 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Imperata 

brevifolia 

California satintail None/None/2B.1  Chaparral, Coastal scrub, Meadows and 

seeps, Mojavean desert scrub, Riparian 

scrub;  Mesic/perennial rhizomatous 

herb/Sep–May/0–3,985 

Not expected to occur. No suitable 

vegetation present. 
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Ivesia argyrocoma 

var. argyrocoma 

silver-haired ivesia None/None/1B.2  Meadows and seeps, Pebble (Pavement) 

plain, Upper montane coniferous 

forest/perennial herb/June–Aug/4,795–

9,710 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Juglans californica Southern California 

black walnut 

None/None/4.2  Chaparral, Cismontane woodland, 

Coastal scrub, Riparian 

woodland/perennial deciduous 

tree/Mar–Aug/165–2,950 

Not expected to occur. No suitable 

vegetation present. 

Juncus duranii Duran's rush None/None/4.3  Lower montane coniferous forest, 

Meadows and seeps, Upper montane 

coniferous forest;  Mesic/perennial 

rhizomatous herb/July–Aug/5,800–

9,195 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Lasthenia 

glabrata ssp. 

coulteri 

Coulter's goldfields None/None/1B.1  Marshes and swamps, Playas, Vernal 

pools/annual herb/Feb–June/5–4,000 

Not expected to occur. No suitable 

vegetation or wetlands present. 

Lepidium 

virginicum var. 

robinsonii 

Robinson's pepper-

grass 

None/None/4.3  Chaparral, Coastal scrub/annual 

herb/Jan–July/5–2,900 

Not expected to occur. No suitable 

vegetation present. 

Lilium humboldtii 

ssp. ocellatum 

ocellated Humboldt 

lily 

None/None/4.2  Chaparral, Cismontane woodland, 

Coastal scrub, Lower montane coniferous 

forest, Riparian woodland;  

Openings/perennial bulbiferous 

herb/Mar–July(Aug)/100–5,905 

Not expected to occur. No suitable 

vegetation present. 

Lilium parryi lemon lily None/None/1B.2  Lower montane coniferous forest, 

Meadows and seeps, Riparian forest, 

Upper montane coniferous forest;  

Mesic/perennial bulbiferous herb/July–

Aug/4,000–9,005 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Lycium parishii Parish's desert-thorn None/None/2B.3  Coastal scrub, Sonoran desert 

scrub/perennial shrub/Mar–Apr/445–

3,280 

Not expected to occur. No suitable 

vegetation present. 
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Monardella 

macrantha ssp. 

hallii 

Hall's monardella None/None/1B.3  Broadleafed upland forest, Chaparral, 

Cismontane woodland, Lower montane 

coniferous forest, Valley and foothill 

grassland/perennial rhizomatous 

herb/June–Oct/2,395–7,200 

Not expected to occur. The site is outside 

of the species’ known elevation range. 

Monardella 

pringlei 

Pringle's monardella None/None/1A  Coastal scrub/annual herb/May–

June/985–1,310 

Not expected to occur. No suitable 

vegetation present. 

Monardella 

saxicola 

rock monardella None/None/4.2  Chaparral, Closed-cone coniferous 

forest, Lower montane coniferous forest;  

Rocky, Serpentinite (usually)/perennial 

rhizomatous herb/June–Sep/1,640–

5,905 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Muhlenbergia 

californica 

California muhly None/None/4.3  Chaparral, Coastal scrub, Lower 

montane coniferous forest, Meadows and 

seeps;  Mesic, Seeps, 

Streambanks/perennial rhizomatous 

herb/June–Sep/330–6,560 

Not expected to occur. No suitable 

vegetation or  mesic habitat present. 

Nasturtium 

gambelii 

Gambel's water 

cress 

FE/ST/1B.1  Marshes and swamps/perennial 

rhizomatous herb/Apr–Oct/15–1,080 

Not expected to occur. No suitable 

vegetation or wetlands present. 

Opuntia basilaris 

var. brachyclada 

short-joint beavertail None/None/1B.2  Chaparral, Joshua tree "woodland", 

Mojavean desert scrub, Pinyon and 

juniper woodland/perennial stem/Apr–

June(Aug)/1,390–5,905 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Pelazoneuron 

puberulum var. 

sonorensis 

Sonoran maiden 

fern 

None/None/2B.2  Meadows and seeps/perennial 

rhizomatous herb/Jan–Sep/165–2,000 

Not expected to occur. No suitable 

vegetation or wetlands present. 

Perideridia parishii 

ssp. parishii 

Parish's yampah None/None/2B.2  Lower montane coniferous forest, 

Meadows and seeps, Upper montane 

coniferous forest/perennial herb/June–

Aug/4,805–9,840 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 
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Phacelia 

mohavensis 

Mojave phacelia None/None/4.3  Cismontane woodland, Lower montane 

coniferous forest, Meadows and seeps, 

Pinyon and juniper woodland;  Gravelly 

(sometimes), Sandy (sometimes)/annual 

herb/Apr–Aug/4,590–8,200 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Phacelia stellaris Brand's star 

phacelia 

None/None/1B.1  Coastal dunes, Coastal scrub/annual 

herb/Mar–June/5–1,310 

Not expected to occur. No suitable 

vegetation or coastal habitat present. 

Piperia 

leptopetala 

narrow-petaled rein 

orchid 

None/None/4.3  Cismontane woodland, Lower montane 

coniferous forest, Upper montane 

coniferous forest/perennial herb/May–

July/1,245–7,295 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Pseudorontium 

cyathiferum 

Deep Canyon 

snapdragon 

None/None/2B.3  Sonoran desert scrub/annual herb/Feb–

Apr/0–2,620 

Not expected to occur. No suitable 

vegetation present. 

Quercus durata 

var. gabrielensis 

San Gabriel oak None/None/4.2  Chaparral, Cismontane 

woodland/perennial evergreen 

shrub/Apr–May/1,475–3,280 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Ribes divaricatum 

var. parishii 

Parish's gooseberry None/None/1A  Riparian woodland/perennial deciduous 

shrub/Feb–Apr/215–985 

Not expected to occur. No suitable riparian 

vegetation present. 

Romneya coulteri Coulter's matilija 

poppy 

None/None/4.2  Chaparral, Coastal scrub;  Burned areas 

(often)/perennial rhizomatous herb/Mar–

July(Aug)/65–3,935 

Not expected to occur. No suitable 

vegetation or burned areas present. 

Schoenus 

nigricans 

black bog-rush None/None/2B.2  Marshes and swamps/perennial 

herb/Aug–Sep/490–6,560 

Not expected to occur. No suitable 

vegetation or wetlands present. 

Senecio 

aphanactis 

chaparral ragwort None/None/2B.2  Chaparral, Cismontane woodland, 

Coastal scrub;  Alkaline 

(sometimes)/annual herb/Jan–

Apr(May)/50–2,620 

Not expected to occur. No suitable 

vegetation present. 
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Senecio 

astephanus 

San Gabriel ragwort None/None/4.3  Chaparral, Coastal bluff scrub;  Rocky, 

Slopes/perennial herb/May–July/1,310–

4,920 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Sidalcea 

malviflora ssp. 

dolosa 

Bear Valley 

checkerbloom 

None/None/1B.2  Lower montane coniferous forest, 

Meadows and seeps, Riparian woodland, 

Upper montane coniferous 

forest/perennial herb/May–Aug/4,900–

8,805 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Sidalcea 

neomexicana 

salt spring 

checkerbloom 

None/None/2B.2  Chaparral, Coastal scrub, Lower 

montane coniferous forest, Mojavean 

desert scrub, Playas;  Alkaline, 

Mesic/perennial herb/Mar–June/50–

5,015 

Not expected to occur. No suitable 

vegetation or mesic habitat present. 

Sidotheca 

caryophylloides 

chickweed oxytheca None/None/4.3  Lower montane coniferous forest/annual 

herb/July–Sep(Oct)/3,650–8,530 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Sphenopholis 

obtusata 

prairie wedge grass None/None/2B.2  Cismontane woodland, Meadows and 

seeps;  Mesic/perennial herb/Apr–

July/985–6,560 

Not expected to occur. No suitable 

vegetation or mesic habitat present. 

Streptanthus 

bernardinus 

Laguna Mountains 

jewelflower 

None/None/4.3  Chaparral, Lower montane coniferous 

forest/perennial herb/May–Aug/2,195–

8,200 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Streptanthus 

campestris 

southern jewelflower None/None/1B.3  Chaparral, Lower montane coniferous 

forest, Pinyon and juniper woodland;  

Rocky/perennial herb/(Apr)May–

July/2,950–7,545 

Not expected to occur. The site is outside 

of the species’ known elevation range and 

there is no suitable vegetation present. 

Yucca brevifolia western Joshua tree None/SC/CBR Great Basin grassland, Great Basin scrub, 

Joshua tree woodland, Mojavean desert 

scrub, Pinyon and juniper woodland, 

Sonoran desert scrub, Valley and foothill 

Not expected to occur. The site is outside 

of the species’ known elevation range. 



APPENDIX C / SPECIAL-STATUS PLANT SPECIES WITH A POTENTIAL TO OCCUR ON THE STUDY AREA 

 
14700 C-11 

NOVEMBER 2022 
 

Scientific Name Common Name 

Status 

(Federal/State/

CRPR) 

Primary Habitat Associations/ 

Life Form/ Blooming Period/ 

Elevation Range (feet) Potential to Occur 

grassland/perennial leaf succulent/Apr–

May/1,310–6,560 

Status Legend: 

FE: Federally listed as endangered 

FT: Federally listed as threatened 

FC: Federal Candidate for listing 

SE: State listed as endangered 

ST: State listed as threatened 

SC: State Candidate for listing 

SR: State Rare  

CRPR 1A: Plants presumed extirpated in California and either rare or extinct elsewhere 

CRPR 1B: Plants rare, threatened, or endangered in California and elsewhere 

CRPR 2A: Plants presumed extirpated in California but common elsewhere 

CRPR 2B: Plants rare, threatened, or endangered in California but more common elsewhere 

CRPR 3: Review List: Plants about which more information is needed 

CRPR 4: Watch List: Plants of limited distribution 

.1 Seriously threatened in California (over 80% of occurrences threatened / high degree and immediacy of threat) 

.2 Moderately threatened in California (20–80% occurrences threatened / moderate degree and immediacy of threat) 

.3 Not very threatened in California (<20% of occurrences threatened / low degree and immediacy of threat or no current threats known) 

CBR: Considered but Rejected 
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(Federal/State) Habitat Potential to Occur 

Low Potential To Occur  

Amphibians  

Spea 

hammondii 

western 

spadefoot 

None/SSC Primarily grassland and vernal pools, but also 

in ephemeral wetlands that persist at least 3 

weeks in chaparral, coastal scrub, valley–

foothill woodlands, pastures, and other 

agriculture 

Low potential to occur. Suitable grassland 

present but no ephemeral wetlands or 

vernal pools onsite. Nearest occurrence 

record is 4 miles north from 2010, on 

Harrison Mountain.  

Birds 

Athene 

cunicularia 

(burrow sites & 

some wintering 

sites) 

burrowing owl BCC/SSC Nests and forages in grassland, open scrub, 

and agriculture, particularly with ground 

squirrel burrows 

Low potential to occur. Suitable grassland 

present with evidence of past 

tilling/discing, but site has been previously 

graded and likely compacted soils, making 

for poor burrowing conditions. No animal 

burrows onsite. Nearest occurrence record 

is in similar habitat located approximately 

0.75 miles southeast of the project site, 

from 2006.  

Buteo regalis 

(wintering) 

ferruginous 

hawk 

None/WL Winters and forages in open, dry country, 

grasslands, open fields, agriculture 

Low potential to occur. Suitable open dry 

grasslands onsite may support wintering 

habitat. No occurrence records within 5 

miles of the project site.  

Buteo 

swainsoni 

(nesting) 

Swainson's 

hawk 

None/ST Nests in open woodland and savanna, 

riparian, and in isolated large trees; forages in 

nearby grasslands and agricultural areas such 

as wheat and alfalfa fields and pasture 

Low potential for foraging to occur. 

Suitable grassland present. Ornamental 

trees in study area buffer could support 

nesting habitat onsite. Nearest occurrence 

record is from an unknown date 

approximately 2 miles east, and possibly 

extirpated  

Eremophila 

alpestris actia 

California 

horned lark 

None/WL This subspecies of horned lark occurs on the 

state's southern and central coastal slope and 

in the San Joaquin Valley. Nests and forages 

in grasslands, disturbed lands, agriculture, 

and beaches. 

Low potential to occur. Grassland and 

disturbed habitat  onsite could support 

foraging and nesting opportunities for this 

species. Nearest occurrence record is 

from 2001, approximately 2 miles south, 

along the Santa Ana River. 
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Falco 

columbarius 

(wintering) 

merlin None/WL Forages in semi-open areas, including 

coastline, grassland, agriculture, savanna, 

woodland, lakes, and wetlands 

Low potential to occur. Suitable open 

grassland present for foraging. Nearest 

occurrence record is 4 miles southwest of 

the project site, from 2014, along Santa 

Ana River.  

Lanius 

ludovicianus 

(nesting) 

loggerhead 

shrike 

None/SSC Nests and forages in open habitats with 

scattered shrubs, trees, or other perches 

Low potential to occur. Open grassland 

with scattered ornamental trees on the 

study area could support nesting and 

foraging opportunities. No occurrence 

records within 5 miles of the project site.  

Invertebrates 

Bombus 

crotchii 

Crotch bumble 

bee 

None/None Open grassland and scrub communities 

supporting suitable floral resources.  

Low potential to occur. Suitable open 

grassland present, but lacks most 

common host plants and food plants. 

Limited floral resources present. Nearest 

occurrence record is historic (1933), 

located 4 miles south of the project site. 

Rhaphiomidas 

terminatus 

abdominalis 

Delhi Sands 

flower-loving fly 

FE/None Delhi fine sandy soils and dunes, scrub and 

ruderal vegetation in the sand verbena series 

with <50% cover 

Low potential to occur. No Delhi sands 

present and no dunes  onsite, but there 

are multiple onsite occurrence records 

(within entire San Bernardino South 

Quadrant).  

Mammals 

Antrozous 

pallidus 

pallid bat None/SSC Grasslands, shrublands, woodlands, forests; 

most common in open, dry habitats with rocky 

outcrops for roosting, but also roosts in man-

made structures and trees 

Low potential to occur. Open dry grassland 

present with limited trees for roosting and 

foraging habitat. No occurrence records 

within 5 miles of the project site.  

Chaetodipus 

fallax fallax 

northwestern 

San Diego 

pocket mouse 

None/SSC Coastal scrub, mixed chaparral, sagebrush, 

desert wash, desert scrub, desert succulent 

shrub, pinyon–juniper, and annual grassland 

Low potential to occur. Grassland present. 

No small animal burrows onsite. Nearest 

occurrence record is from 2002, 

approximately 2 miles southeast from the 

project site.  
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Dipodomys 

stephensi 

Stephens' 

kangaroo rat 

FE/ST Annual and perennial grassland habitats, 

coastal scrub or sagebrush with sparse 

canopy cover, or in disturbed areas 

Low potential to occur. Suitable grassland 

present but no small animal burrows 

onsite. Nearest occurrence records are 2 

miles southeast, along Santa Ana River.  

Eumops perotis 

californicus 

western mastiff 

bat 

None/SSC Chaparral, coastal and desert scrub, 

coniferous and deciduous forest and 

woodland; roosts in crevices in rocky canyons 

and cliffs where the canyon or cliff is vertical 

or nearly vertical, trees, and tunnels  

Low potential to occur. No suitable 

foraging vegetation onsite but could roost 

in the scattered ornamental trees. Nearest 

occurrence record is from 1991, 

approximately 2 miles southeast from the 

project site along Santa Ana River.   

Lepus 

californicus 

bennettii 

San Diego 

black-tailed 

jackrabbit 

None/None Arid habitats with open ground; grasslands, 

coastal scrub, agriculture, disturbed areas, 

and rangelands 

Low potential to occur. Suitable arid open 

grassland present. No occurrence records 

within 5 miles of the project site.  

Nyctinomops 

femorosaccus 

pocketed free-

tailed bat 

None/SSC Pinyon–juniper woodlands, desert scrub, 

desert succulent shrub, desert riparian, desert 

wash, alkali desert scrub, Joshua tree, and 

palm oases; roosts in high cliffs or rock 

outcrops with drop-offs, caverns, and buildings 

Low potential to occur. While no suitable 

vegetation or roosting habitat is present 

onsite, there are occurrence records from 

1985 onsite (most of San Bernardino 

South quadrant).  

Onychomys 

torridus 

ramona 

southern 

grasshopper 

mouse 

None/SSC Grassland and sparse coastal scrub Low potential to occur. Suitable grassland 

present but no small animal burrows 

onsite. Nearest occurrence record is 

historic (1923) and 5 miles south from the 

project site. 

Perognathus 

longimembris 

brevinasus 

Los Angeles 

pocket mouse 

None/SSC Lower-elevation grassland, alluvial sage scrub, 

and coastal scrub 

Low potential to occur. Suitable grassland 

present but no small animal burrows 

onsite. Nearest occurrence record is from 

2006, located 2 miles east from the 

project site along the Santa Ana River.  

Taxidea taxus American 

badger 

None/SSC Dry, open, treeless areas; grasslands, coastal 

scrub, agriculture, and pastures, especially 

with friable soils 

Low potential to occur. Suitable dry open 

grassland present but previous grading of 

the site has compacted soils. Nearest 

occurrence record is from an unknown 

date approximately 2 miles west of the 

project site.  
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Reptiles 

Arizona elegans 

occidentalis 

California 

glossy snake 

None/SSC Arid scrub, rocky washes, grasslands, 

chaparral, open areas with loose soil 

Low potential to occur. Suitable open arid 

grassland present, but prior grading has 

compacted soils onsite. Nearest 

occurrence record is from 103, located 2 

miles southeast along the Santa Ana 

River.   

Phrynosoma 

blainvillii 

Blainville's 

horned lizard 

None/SSC Open areas of sandy soil in valleys, foothills, 

and semi-arid mountains including coastal 

scrub, chaparral, valley–foothill hardwood, 

conifer, riparian, pine–cypress, juniper, and 

annual grassland habitats 

Low potential to occur. Open grassland 

onsite. Nearest occurrence record is from 

1993, located 4 miles northwest of the 

project site.  

Not Expected to Occur 

Amphibians 

Batrachoseps 

gabrieli 

San Gabriel 

slender 

salamander 

None/None Talus slopes in forested areas, often near 

streams 

Not expected to occur. No suitable 

forested vegetation or aquatic habitat 

present. 

Rana draytonii California red-

legged frog 

FT/SSC Lowland streams, wetlands, riparian 

woodlands, livestock ponds; dense, shrubby or 

emergent vegetation associated with deep, 

still or slow-moving water; uses adjacent 

uplands 

Not expected to occur. No wetlands or 

uplands present. Warm Creek and City 

Creek are within 1 mile of the site but are 

both channelized. Site is relatively flat and 

previously graded and/or tilled/disced.  

Rana muscosa mountain 

yellow-legged 

frog 

FE/SE, WL Lakes, ponds, meadow streams, isolated 

pools, and open riverbanks; rocky canyons in 

narrow canyons and in chaparral 

Not expected to occur. No suitable 

vegetation or aquatic habitat present. 

Birds 

Accipiter 

cooperii 

(nesting) 

Cooper's hawk None/WL Nests and forages in dense stands of live oak, 

riparian woodlands, or other woodland 

habitats often near water 

Not expected to occur. No suitable 

vegetation or aquatic habitat present. 

Agelaius 

tricolor (nesting 

colony) 

tricolored 

blackbird 

BCC/SSC, ST Nests near freshwater, emergent wetland with 

cattails or tules, but also in Himalayan 

blackberrry; forages in grasslands, woodland, 

and agriculture 

Not expected to occur. No suitable nesting 

habitat present. Low potential to forage in 

grassland onsite, but no nearby aquatic 
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habitat, so unlikely. Nearest occurrence 

record is 4 miles south and extirpated. 

Aimophila 

ruficeps 

canescens 

Southern 

California 

rufous-crowned 

sparrow 

None/WL Nests and forages in open coastal scrub and 

chaparral with low cover of scattered scrub 

interspersed with rocky and grassy patches 

Not expected to occur. No suitable nesting 

or foraging habitat present. 

Artemisiospiza 

belli belli 

Bell's sage 

sparrow 

None/WL Nests and forages in coastal scrub and dry 

chaparral; typically in large, unfragmented 

patches dominated by chamise; nests in more 

dense patches but uses more open habitat in 

winter 

Not expected to occur. No suitable nesting 

or foraging habitat present. 

Coccyzus 

americanus 

occidentalis 

(nesting) 

western yellow-

billed cuckoo 

FT/SE Nests in dense, wide riparian woodlands and 

forest with well-developed understories 

Not expected to occur. No suitable riparian 

habitat or woodland vegetation present for 

nesting. 

Coturnicops 

noveboracensis 

yellow rail BCC/SSC Nesting requires wet marsh/sedge meadows 

or coastal marshes with wet soil and shallow, 

standing water 

Not expected to occur. No suitable 

vegetation or wetlands present for 

nesting.  

Empidonax 

traillii extimus 

(nesting) 

southwestern 

willow 

flycatcher 

FE/SE Nests in dense riparian habitats along 

streams, reservoirs, or wetlands; uses variety 

of riparian and shrubland habitats during 

migration 

Not expected to occur. No suitable 

vegetation or aquatic habitat present for 

nesting or migration.  

Haliaeetus 

leucocephalus 

(nesting & 

wintering) 

bald eagle FPD/FP, SE Nests in forested areas adjacent to large 

bodies of water, including seacoasts, rivers, 

swamps, large lakes; winters near large 

bodies of water in lowlands and mountains 

Not expected to occur. No suitable nesting 

or foraging habitat present. 

Icteria virens 

(nesting) 

yellow-breasted 

chat 

None/SSC Nests and forages in dense, relatively wide 

riparian woodlands and thickets of willows, 

vine tangles, and dense brush 

Not expected to occur. No suitable 

foraging or nesting habitat present.  

Laterallus 

jamaicensis 

coturniculus 

California black 

rail 

None/FP, ST Tidal marshes, shallow freshwater margins, 

wet meadows, and flooded grassy vegetation; 

suitable habitats are often supplied by canal 

leakage in Sierra Nevada foothill populations 

Not expected to occur. No suitable 

vegetation or aquatic habitat present. 
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Polioptila 

californica 

californica 

coastal 

California 

gnatcatcher 

FT/SSC Nests and forages in various sage scrub 

communities, often dominated by California 

sagebrush and buckwheat; generally avoids 

nesting in areas with a slope of greater than 

40%; majority of nesting at less than 1,000 

feet above mean sea level 

Not expected to occur. No suitable 

vegetation present. 

Setophaga 

petechia 

(nesting) 

yellow warbler None/SSC Nests and forages in riparian and oak 

woodlands, montane chaparral, open 

ponderosa pine, and mixed-conifer habitats 

Not expected to occur. No suitable nesting 

or foraging habitats present. 

Spinus 

lawrencei 

(nesting) 

Lawrence's 

goldfinch 

BCC/None Nests and forages in open oak, arid 

woodlands, and chaparral near water 

Not expected to occur. No suitable nesting 

or foraging habitats present. 

Vireo bellii 

pusillus 

(nesting) 

least Bell's 

vireo 

FE/SE Nests and forages in low, dense riparian 

thickets along water or along dry parts of 

intermittent streams; forages in riparian and 

adjacent shrubland late in nesting season 

Not expected to occur. No suitable nesting 

or foraging habitats present. 

Fishes 

Catostomus 

santaanae 

Santa Ana 

sucker 

FT/None Small, shallow, cool, clear streams less than 7 

meters (23 feet) in width and a few 

centimeters to more than a meter (1.5 inches 

to more than 3 feet) in depth; substrates are 

generally coarse gravel, rubble, and boulder 

Not expected to occur. No suitable aquatic 

habitat present.  

Gila orcuttii arroyo chub None/SSC Warm, fluctuating streams with slow-moving or 

backwater sections of warm to cool streams at 

depths >40 centimeters (16 inches); 

substrates of sand or mud 

Not expected to occur. No suitable aquatic 

habitat present.  

Oncorhynchus 

mykiss irideus 

pop. 10 

southern 

steelhead - 

southern 

California DPS 

FE/SCE Clean, clear, cool, well-oxygenated streams; 

needs relatively deep pools in migration and 

gravelly substrate to spawn 

Not expected to occur. No suitable aquatic 

habitat present.  

Rhinichthys 

osculus ssp. 8 

Santa Ana 

speckled dace 

None/SSC Headwaters of the Santa Ana and San Gabriel 

Rivers; may be extirpated from the Los 

Angeles River system 

Not expected to occur. No suitable aquatic 

habitat present.  

Invertebrates 
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Euphydryas 

editha quino 

quino 

checkerspot 

butterfly 

FE/SCE Annual forblands, grassland, open coastal 

scrub and chaparral; often soils with 

cryptogamic crusts and fine-textured clay; host 

plants include Plantago erecta, Antirrhinum 

coulterianum, and Plantago patagonica 

(Silverado Occurrence Complex) 

Not expected to occur. Suitable open 

grassland present but no common host 

plants or food plants onsite. Nearest 

occurrence record is within 2 miles of the 

project site but is extirpated and historic 

(1914). 

Streptocephalu

s woottoni 

Riverside fairy 

shrimp 

FE/None Vernal pools, non-vegetated ephemeral pools Not expected to occur. No vernal pools or 

ephemeral wetlands present.   

Mammals 

Chaetodipus 

fallax pallidus 

pallid San 

Diego pocket 

mouse 

None/SSC Desert wash, desert scrub, desert succulent 

scrub, and pinyon–juniper woodland 

Not expected to occur. No suitable 

vegetation present. 

Dasypterus 

xanthinus 

western yellow 

bat 

None/SSC Valley–foothill riparian, desert riparian, desert 

wash, and palm oasis habitats; below 2,000 

feet above mean sea level; roosts in riparian 

and palms 

Not expected to occur. No suitable 

foraging or roosting habitat present. 

Dipodomys 

merriami 

parvus 

San Bernardino 

kangaroo rat 

FE/SSC, SCE Sparse scrub habitat, alluvial scrub/coastal 

scrub habitats on gravelly and sandy soils 

near river and stream terraces 

Not expected to occur. No suitable 

vegetation or alluvial habitat present. 

Nearest occurrence records are along 

Santa Ana River approximately 2 miles 

south of the project site from 2017, and 

separated by San Bernardino Airport.  

Glaucomys 

oregonensis 

californicus 

San Bernardino 

flying squirrel 

None/SSC Coniferous and deciduous forests, including 

riparian forests 

Not expected to occur. No suitable 

vegetation present. 

Neotoma lepida 

intermedia 

San Diego 

desert woodrat 

None/SSC Coastal scrub, desert scrub, chaparral, cacti, 

rocky areas 

Not expected to occur. No suitable 

vegetation present. 

Perognathus 

alticola 

alticolus 

white-eared 

pocket mouse 

None/SSC Arid ponderosa pine communities Not expected to occur. No suitable 

vegetation present. 

Reptiles 

Anniella 

stebbinsi 

southern 

California 

legless lizard 

None/SSC Coastal dunes, stabilized dunes, beaches, dry 

washes, valley–foothill, chaparral, and scrubs; 

pine, oak, and riparian woodlands; associated 

Not expected to occur. No suitable 

vegetation or substrate present.  
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Scientific 

Name 

Common 

Name 

Status 

(Federal/State) Habitat Potential to Occur 

with sparse vegetation and moist sandy or 

loose, loamy soils 

Aspidoscelis 

hyperythra 

orange-

throated 

whiptail 

None/WL Low-elevation coastal scrub, chaparral, and 

valley–foothill hardwood 

Not expected to occur. No suitable 

vegetation present.  

Aspidoscelis 

tigris stejnegeri 

San Diegan 

tiger whiptail 

None/SSC Hot and dry areas with sparse foliage, 

including chaparral, woodland, and riparian 

areas. 

Not expected to occur. No suitable 

vegetation or riparian habitat present.  

Charina 

umbratica 

southern 

rubber boa 

None/ST Montane oak–conifer and mixed-conifer 

forests, montane chaparral, wet meadows; 

usually in vicinity of streams or wet meadows 

Not expected to occur. No suitable 

vegetation or aquatic  habitat present. 

Coleonyx 

variegatus 

abbotti 

San Diego 

banded gecko 

None/SSC Rocky areas within coastal scrub and 

chaparral 

Not expected to occur. No suitable 

vegetation present. 

Crotalus ruber red 

diamondback 

rattlesnake 

None/SSC Coastal scrub, chaparral, oak and pine 

woodlands, rocky grasslands, cultivated areas, 

and desert flats 

Not expected to occur. No suitable 

vegetation present. Grassland onsite is 

not rocky.  

Diadophis 

punctatus 

modestus 

San Bernardino 

ring-necked 

snake 

None/None Moist habitats including wet meadows, rocky 

hillsides, gardens, farmland grassland, 

chaparral, mixed-conifer forest, and woodland 

Not expected to occur. No suitable moist 

habitat present.  

Emys 

marmorata 

western pond 

turtle 

None/SSC Slow-moving permanent or intermittent 

streams, ponds, small lakes, and reservoirs 

with emergent basking sites; adjacent uplands 

used for nesting and during winter 

Not expected to occur. No suitable 

vegetation present. 

Salvadora 

hexalepis 

virgultea  

coast patch-

nosed snake 

None/SSC Brushy or shrubby vegetation; requires small 

mammal burrows for refuge and overwintering 

sites 

Not expected to occur. No suitable 

vegetation or small animal burrows 

present.  

Thamnophis 

hammondii 

two-striped 

gartersnake 

None/SSC Streams, creeks, pools, streams with rocky 

beds, ponds, lakes, vernal pools 

Not expected to occur. No suitable 

vegetation or wetlands present. 
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Status Abbreviations:    

FE: Federally listed as endangered 

FT: Federally listed as threatened 

FPE: Federally proposed for listing as endangered 

PFT: Federally proposed for listing as threatened 

FC: Federal candidate species (former Category 1 candidates) 

BCC: U.S. Fish and Wildlife Service Bird of Conservation Concern   

SSC: California Species of Special Concern   

FP: California Fully Protected Species   

WL: California Watch List Species   

SE: State listed as endangered   

ST: State listed as threatened   

SC: State candidate for listing as threatened or endangered 

SCE: State candidate for listing as endangered 

SCT: State candidate for listing as threatened 
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January 6, 2023 14700 

Kevin Rice 

Patriot Development Partners 

12126 West Sunset Boulevard 

Los Angeles, California 90094 

Subject: Draft Archaeological Resources Assessment for the 6th Street and Del Rosa Warehouse Project, City 

of Highland, San Bernardino County, California  

Dear Mr. Kevin Rice: 

This letter documents the archaeological resources assessment conducted by Dudek for the 6th Street and Del 

Rosa Warehouse Project (proposed Project), located within the City of Highland, San Bernardino County, California. 

The present study documents the results of a California Historical Resources Information System (CHRIS) records 

search conducted at the South Central Coastal Information Center (SCCIC), Native American coordination with the 

Native American Heritage Commission (NAHC) for a Sacred Lands File (SLF) review, an archaeological pedestrian 

survey, an analysis regarding the potential for archaeological resources to be present, as well as management 

recommendations. The City of Highland (City) is the lead agency responsible for compliance with California 

Environmental Quality Act (CEQA). 

Project Location  

The proposed Project site is located within the southwestern portion of the City of Highland, in western San Bernardino 

County, California. Specifically, the approximately 2.83-acre roughly rectangular-shaped proposed Project site is 

located within public land survey system (PLSS) Section 1 of Township 1 South, Range 4 West on the San 

Bernardino South, California 7.5-minute USGS Quadrangle (Appendix A: Figure 1). The proposed Project site is 

composed of one parcel (Assessor Parcel Number [APN] 0279-20-124). The proposed Project site is bound to the 

north by 6th Street, to the east by a vacant land, and to the south and west by low-density residential land uses 

and scattered residential uses (Appendix A: Figure 2).  

Project Description  

The proposed Project would include the construction of an approximately 127,966-square-feet (gross area, 

inclusive of mezzanine/office spaces), one-story warehouse building on an approximately 2.83-acre site (gross 

area). The 47,899-square-foot warehouse building would be composed of approximately 42,899 square feet of 

warehouse space and 5,000 square feet of mezzanine/office space. The warehouse building would have an 

approximate height of 40 feet when measured from grade. Internally, the proposed Project would have a clear 

height of 36 feet and would not contain any cold storage space. The proposed Project would also include 

improvements along the proposed Project’s street frontage, including landscaping, fencing, and street and sidewalk 
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improvements. A variety of trees, shrubs, and groundcovers would be planted within the proposed Project frontage’s 

landscape setback area, within the landscape areas found around the warehouse building, and throughout the 

proposed Project site. Two driveways, both on 6th Street, would provide access to the proposed Project site, allow 

for circulation through the proposed Project site, and lead to internal parking spaces for both truck and passenger 

vehicles. The proposed Project would include a total of 71 parking spaces, including 56 passenger parking stalls, 

five (5) future Electric Vehicle (EV) charging only stalls, and four (4) clean air stalls.  

The proposed Project site is currently served by domestic water, sanitary sewer, electrical, natural gas, and 

telecommunication service. The proposed Project would connect to the existing facilities located on, and in the 

immediate vicinity of, the proposed Project site as follows: 

• Connection of a new 2-inch water line to the existing 12-inch water line within 6th Street. 

• Connection of a new 6-inch sewer line to the existing 24-inch sewer line within 6th Street. 

• Connection of either a 4-inch or 8-inch gas line within 6th Street. 

• Connection to existing Southern California Edison electrical lines within 6th Street as well as connection to 

existing AT&T facilities for telecommunication services. Existing overhead lines would be undergrounded 

along the Project site’s frontage.  

The proposed Project site is not currently served by storm drainage infrastructure. The proposed Project would 

involve the construction of a new engineered storm drain system to collect and treat on-site underground 

infiltration/detention system. On-site stormwater will be collected via a series of roof drains, curbs, and gutters, and 

catch basins before being conveyed to an on-site underground infiltration/detention basin located in the 

southeastern corner of the site. During an extreme storm event greater than a 100-year storm, flows would be 

conveyed to a 4-inch parkway culvert by a proposed 12-inch drain pipe to allow stormwater to flow onto 6th Street, 

which would serve as an emergency spillway. 

Based on a review of the geotechnical report prepared for the proposed Project site, which will be discussed in 

detail in the Geotechnical Report Review section of this report, the minimum depth of ground disturbance for the 

Project site is between 1 to 2 feet below the existing ground surface for the removal of all disturbed soils and/or fill 

soils to competent native material. Additionally, the geotechnical report site grading recommendations include the 

removal of any vegetation and/or demolition debris prior to the start of grading operations;  the depths associated 

with the vegetation and/or demolition removal is unknown. Ground disturbing activities associated with utilities is 

assumed to be no deeper than 5 feet below the existing ground surface. It is also assumed that a maximum depth 

of 20 feet below the existing ground surface is anticipated for the installation of the underground 

infiltration/detention system within the southeast corner of the proposed Project site.  

Environmental Setting  

The approximately 2.83-acre proposed Project site is located on the southwestern corner of 6th Street and Del Rosa 

Drive, within a developed part of the City, and is surrounded by a mix of urbanized land uses. The proposed Project 

site consists of a vacant land with ruderal vegetation. 
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Natural Setting  

The proposed Project site is within the Upper Santa Ana River Watershed and is slightly more than 3 miles south 

and southwest of the San Bernardino Mountains, nearly 2 miles north of the Santa Ana River, approximately 0.6 

miles south of Warm Creek Channel, approximately 0.7 miles southeast of the confluence of Warm Creek and East 

Twin Creek Channels, and approximately 0.14 miles north of the City Creek Channel. The proposed Project site is 

relatively flat and generally slopes west. The average site elevation is approximately 1,080 feet above mean sea 

level (amsl). According to the to the Natural Resources Conservation Service (NRCS) Web Soil Survey (USDA 2022a), 

soils within the proposed Project site consists of Tujunga loamy sand with 0 to 5 percent slopes. This soil series is 

described in the NRCS Web Soil Survey as follows (USDA 2022b): 

• Tujunga Series: Characterized as very deep, somewhat excessively drained soils that formed in alluvium 

from granitic sources. This soils series is found on alluvial fans and floodplains, including urban areas and 

consists of slopes ranging from 0 to 12 percent. 

Regulatory Context 

Work for this Project was conducted in compliance with the California Environmental Quality Act (CEQA). The regulatory 

framework as it pertains to cultural resources under CEQA is detailed below.  

Under the provisions of CEQA, including the CEQA Statutes (PRC Sections 21083.2 and 21084.1), the CEQA Guidelines 

(14 CCR 15064.5), and California Public Resources Code (PRC) Section 5024.1 (14 CCR 4850 et seq.), properties 

expected to be directly or indirectly affected by a proposed project must be evaluated for California Register of Historical 

Resources (CRHR) eligibility (PRC Section 5024.1).  

The purpose of the CRHR is to maintain listings of the state’s historical resources and to indicate which properties are to 

be protected, to the extent prudent and feasible, from material impairment and substantial adverse change. The term 

historical resources include a resource listed in or determined to be eligible for listing in the CRHR; a resource included 

in a local register of historical resources; and any object, building, structure, site, area, place, record, or manuscript that 

a lead agency determines to be historically significant (14 CCR 15064.5[a]). The criteria for listing properties in the CRHR 

were developed in accordance with previously established criteria developed for listing in the National Register of Historic 

Places. The California Office of Historic Preservation regards “any physical evidence of human activities over 45 years 

old” as meriting recordation and evaluation (OHP 1995:2).  

State 

The California Register of Historical Resources  

A cultural resource is considered “historically significant” under CEQA if the resource meets one or more of the 

criteria for listing on the CRHR. The CRHR was designed to be used by state and local agencies, private groups, and 

citizens to identify existing cultural resources within the state and to indicate which of those resources should be 

protected, to the extent prudent and feasible, from substantial adverse change. The following criteria have been 

established for the CRHR. A resource is considered significant if it: 
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1. is associated with events that have made a significant contribution to the broad patterns of California’s 

history and cultural heritage; 

2. is associated with the lives of persons important in our past; 

3. embodies the distinctive characteristics of a type, period, region, or method of construction, or represents 

the work of an important creative individual, or possesses high artistic values; or 

4. has yielded, or may be likely to yield, information important in prehistory or history. 

In addition to meeting one or more of the above criteria, historical resources eligible for listing in the CRHR must retain 

enough of their historic character or appearance to be able to convey the reasons for their significance. Such integrity is 

evaluated in regard to the retention of location, design, setting, materials, workmanship, feeling, and association. 

Under CEQA, if an archeological site is not a historical resource but meets the definition of a “unique archeological 

resource” as defined in PRC Section 21083.2, then it should be treated in accordance with the provisions of that 

section. A unique archaeological resource is defined as follows:  

• An archaeological artifact, object, or site about which it can be clearly demonstrated that, without merely 

adding to the current body of knowledge, there is a high probability that it meets any of the following criteria:  

o Contains information needed to answer important scientific research questions and that there is a 

demonstrable public interest in that information  

o Has a special and particular quality, such as being the oldest of its type or the best available example 

of its type  

o Is directly associated with a scientifically recognized important prehistoric or historic event or person  

Resources that neither meet any of these criteria for listing in the CRHR nor qualify as a “unique archaeological 

resource” under CEQA (PRC Section 21083.2) are viewed as not significant. Under CEQA, “A non-unique 

archaeological resource need be given no further consideration, other than the simple recording of its existence by 

the lead agency if it so elects” (PRC Section 21083.2[h]). 

Impacts that adversely alter the significance of a resource listed in or eligible for listing in the CRHR are considered a 

significant effect on the environment. Impacts to historical resources from a proposed project are thus considered 

significant if the project (1) physically destroys or damages all or part of a resource; (2) changes the character of the 

use of the resource or physical feature within the setting of the resource, which contributes to its significance; or (3) 

introduces visual, atmospheric, or audible elements that diminish the integrity of significant features of the resource. 

California Environmental Quality Act 

As described further, the following CEQA statutes (PRC Section 21000 et seq.) and CEQA Guidelines (14 CCR 15000 

et seq.) are of relevance to the analysis of archaeological, historic, and tribal cultural resources: 

▪ PRC Section 21083.2(g) defines “unique archaeological resource.” 

▪ PRC Section 21084.1 and CEQA Guidelines Section 15064.5(a) defines “historical resources.” In addition, 

CEQA Guidelines Section 15064.5(b) defines the phrase “substantial adverse change in the significance of 

an historical resource;” it also defines the circumstances when a project would materially impair the 

significance of a historical resource. 

▪ PRC Section 21074(a) defines “tribal cultural resources.”  
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▪ PRC Section 5097.98 and CEQA Guidelines Section 15064.5I set forth standards and steps to be employed 

following the accidental discovery of human remains in any location other than a dedicated ceremony. 

▪ PRC Sections 21083.2(b) and 21083.2(c) and CEQA Guidelines Section 15126.4 provide information 

regarding the mitigation framework for archaeological and historic resources, including examples of 

preservation-in-place mitigation measures. Preservation in place is the preferred manner of mitigating 

impacts to significant archaeological sites because it maintains the relationship between artifacts and the 

archaeological context and may also help avoid conflict with religious or cultural values of groups 

associated with the archaeological site(s).  

More specifically, under CEQA, a project may have a significant effect on the environment if it may cause “a 

substantial adverse change in the significance of an historical resource” (PRC Section 21084.1; CEQA Guidelines 

Section 15064.5(b)). If a site is listed or eligible for listing in the CRHR, or included in a local register of historic 

resources, or identified as significant in a historical resources survey (meeting the requirements of PRC Section 

5024.1(q)), it is an “historical resource” and is presumed to be historically or culturally significant for purposes of 

CEQA (PRC Section 21084.1; CEQA Guidelines Section 15064.5(a)). The lead agency is not precluded from 

determining that a resource is a historical resource even if it does not fall within this presumption (PRC Section 

21084.1; CEQA Guidelines Section 15064.5(a)). 

A “substantial adverse change in the significance of an historical resource” reflecting a significant effect under 

CEQA means “physical demolition, destruction, relocation, or alteration of the resource or its immediate 

surroundings such that the significance of an historical resource would be materially impaired” (CEQA Guidelines 

Section 15064.5(b)(1); PRC Section 5020.1(q)). In turn, the significance of a historical resource is materially 

impaired when a project does any of the following: 

(1) Demolishes or materially alters in an adverse manner those physical characteristics of an historical 

resource that convey its historical significance and that justify its inclusion in, or eligibility for, inclusion in 

the California Register; or 

(2) Demolishes or materially alters in an adverse manner those physical characteristics that account for its 

inclusion in a local register of historical resources pursuant to Section 5020.1(k) of the PRC or its 

identification in an historical resources survey meeting the requirements of Section 5024.1(g) of the PRC, 

unless the public agency reviewing the effects of the project establishes by a preponderance of evidence 

that the resource is not historically or culturally significant; or 

(3) Demolishes or materially alters in an adverse manner those physical characteristics of a historical resource 

that convey its historical significance and that justify its eligibility for inclusion in the California Register as 

determined by a lead agency for purposes of CEQA (CEQA Guidelines Section 15064.5(b)(2)). 

Pursuant to these sections, the CEQA inquiry begins with evaluating whether a project site contains any “historical 

resources,” then evaluates whether that project will cause a substantial adverse change in the significance of a 

historical resource such that the resource’s historical significance is materially impaired. 

If it can be demonstrated that a project will cause damage to a unique archaeological resource, the lead agency 

may require reasonable efforts be made to permit any or all of these resources to be preserved in place or left in 

an undisturbed state. To the extent that they cannot be left undisturbed, mitigation measures are required (PRC 

Sections 21083.2(a)–(c)).  
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Section 21083.2(g) defines a unique archaeological resource as an archaeological artifact, object, or site about 

which it can be clearly demonstrated that without merely adding to the current body of knowledge, there is a high 

probability that it meets any of the following criteria:  

(1) Contains information needed to answer important scientific research questions and that there is a 

demonstrable public interest in that information. 

(2) Has a special and particular quality such as being the oldest of its type or the best available example of its type. 

(3) Is directly associated with a scientifically recognized important prehistoric or historic event or person (PRC 

Section 21083.2(g)). 

Impacts on nonunique archaeological resources are generally not considered a significant environmental impact (PRC 

Section 21083.2(a); CEQA Guidelines Section 15064.5(c)(4)). However, if a nonunique archaeological resource 

qualifies as a TCR (PRC Sections 21074(c) and 21083.2(h)), further consideration of significant impacts is required.  

CEQA Guidelines Section 15064.5 assigns special importance to human remains and specifies procedures to be 

used when Native American remains are discovered. As described below, these procedures are detailed in PRC 

Section 5097.98.  

California State Assembly Bill 52 

Assembly Bill (AB) 52 of 2014 amended PRC Section 5097.94 and added PRC Sections 21073, 21074, 21080.3.1, 

21080.3.2, 21082.3, 21083.09, 21084.2, and 21084.3. AB 52 established that tribal cultural resources (TCRs) 

must be considered under CEQA and also provided for additional Native American consultation requirements for 

the lead agency. Section 21074 describes a TCR as a site, feature, place, cultural landscape, sacred place, or object 

that is considered of cultural value to a California Native American Tribe and that is either: 

▪ On or determined to be eligible for the California Register of Historical Resources or a local historic register; or 

▪ A resource determined by the lead agency, in its discretion and supported by substantial evidence, to be 

significant pursuant to criteria set forth in subdivision(c) of Section 5024.1. 

AB 52 formalizes the lead agency–tribal consultation process, requiring the lead agency to initiate consultation with 

California Native American groups that are traditionally and culturally affiliated with the project site, including tribes 

that may not be federally recognized. Lead agencies are required to begin consultation prior to the release of a 

negative declaration, mitigated negative declaration, or environmental impact report.  

Section 1 (a)(9) of AB 52 establishes that “a substantial adverse change to a tribal cultural resource has a 

significant effect on the environment.” Effects on TCRs should be considered under CEQA. Section 6 of AB 52 adds 

Section 21080.3.2 to the PRC, which states that parties may propose mitigation measures “capable of avoiding or 

substantially lessening potential significant impacts to a tribal cultural resource or alternatives that would avoid 

significant impacts to a tribal cultural resource.” Further, if a California Native American tribe requests consultation 

regarding project alternatives, mitigation measures, or significant effects to tribal cultural resources, the 

consultation shall include those topics (PRC Section 21080.3.2[a]). The environmental document and the 

mitigation monitoring and reporting program (where applicable) shall include any mitigation measures that are 

adopted (PRC Section 21082.3[a]). 
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California Health and Safety Code Section 7050.5 

California law protects Native American burials, skeletal remains, and associated grave goods, regardless of their 

antiquity, and provides for the sensitive treatment and disposition of those remains. California Health and Safety 

Code Section 7050.5 requires that if human remains are discovered in any place other than a dedicated cemetery, 

no further disturbance or excavation of the site or nearby area reasonably suspected to contain human remains 

shall occur until the county coroner has examined the remains (Section 7050.5(b)). PRC Section 5097.98 also 

outlines the process to be followed in the event that remains are discovered. If the coroner determines or has 

reason to believe the remains are those of a Native American, the coroner must contact NAHC within 24 hours 

(Section 7050.5(c)). NAHC will notify the “most likely descendant.” With the permission of the landowner, the most 

likely descendant may inspect the site of discovery. With 48 hours of being granted access to the site, the most 

likely descendant may recommend means of treating or disposing of, with appropriate dignity, the human remains, 

and items associated with Native Americans. 

Local 

Historic and Cultural Preservation Ordinance (Chapter 16.32)  

The City of Highland Cultural Resource Designation Criteria are listed under the Historic and Cultural Preservation 

Ordinance, adopted in 2021. This ordinance also defines the establishment and duties of a historic and cultural 

preservation board consisting of five uncompensated voting members appointed by the city council. The city council 

and city of Highland has found and determined:  

 

A. That the character and history of the city are reflected in its cultural, historical, and architectural heritage; 

B. That these historical and cultural foundations should be preserved as living parts of community life and 

development to build an understanding of the city’s past, so that future generations may have a genuine 

opportunity to appreciate, enjoy, and understand the rich heritage of the city; 

C. That, in the face of ever increasing pressures of modernization and urbanization, city landmarks, 

neighborhoods, and other areas of historical and cultural interest are threatened with demolition; 

D. That pursuant to the provisions of the National Historic Preservation Act of 1966, as amended, the city of 

Highland joins with private concerns, the state of California, and the United States Congress to develop 

preservation programs and activities to give maximum encouragement to agencies and individuals 

undertaking preservation of the city’s unique architectural, historical, aesthetic, and cultural heritage. 

E. The purpose of this chapter is to promote the public health, safety, and general welfare and: 

1. To safeguard the city’s unique cultural heritage as embodied and reflected in the city’s architectural 

history and patterns of cultural development; 

2. To encourage and facilitate public knowledge, understanding, and appreciation of the city’s historic 

past and unique sense of place; 
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3. To preserve diverse architectural styles, patterns of development, and design preferences reflecting 

phases of the city’s history and to encourage complementary contemporary design and construction 

and inspire a more livable urban environment; 

4. To enhance property values and to increase economic and financial benefits to the city and its 

inhabitants through the exploration of creative financial incentives for preservation; 

5. To protect and enhance the city’s attraction to tourists and visitors thereby stimulating business and 

industry; 

6. To identify as early as possible and resolve conflicts between the preservation of cultural resources 

and alternative land uses; 

7. To integrate the preservation of cultural resources into public and private land use management and 

development processes; 

8. To stabilize neighborhoods through the preservation of cultural resources and establishment of historic 

districts and conservation zones; 

9. To encourage public participation in identifying and preserving historical and architectural resources 

thereby increasing community pride in the city’s cultural heritage; 

10. To acknowledge the historic preservation plan “Old Town” as a tool for preservation of the unique 

character of the city’s Highland Historic District. (Ord. 270 § 6, 2001; Ord. 171 § 8.10, 1994) 

16.32.050 Cultural resource designation criteria.  

For the purposes of this chapter, an improvement, natural feature, or site may be nominated as a cultural resource 

by the historic and cultural preservation board pursuant to HMC 16.32.060 if it meets the criteria for listing on the 

National Register of Historic Places or the following: 

A. It exemplifies or reflects special elements of the city’s cultural, social, economic, political, aesthetic, 

engineering, architectural, or natural history; 

B. It is identified with persons or events significant in local, state, or national history; 

C. It embodies distinctive characteristics of a style, type, period, or method of construction, or is a valuable 

example of the use of indigenous materials or craftsmanship; 

D. It is representative of the work of a notable builder, designer, or architect; 

E. It contributes to the significance of an historic area, being a geographically definable area possessing a 

concentration of historic or scenic properties or thematically related grouping of properties which contribute 

to each other and are unified aesthetically by plan or physical development; 
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F. It has a unique location or singular physical characteristics or is a view or vista representing an established 

and familiar visual feature of a neighborhood, community, or the city of Highland; 

G. It embodies elements of architectural design, detail, materials, or craftsmanship that represent a significant 

structural or architectural achievement or innovation; 

H. It is similar to other distinctive properties, sites, areas, or objects based on a historic, cultural, or 

architectural motif. 

I. It reflects significant geographical patterns, including those associated with different eras of settlement 

and growth, particular transportation modes, or distinctive examples of park or community planning. 

J. It is one of the few remaining examples in the city, region, state, or nation possessing distinguishing 

characteristics of an architectural or historical type of specimen. (Ord. 171 § 8.50, 1994) 

Background Research 

SCCIC Records Search 

On October 31, 2022, Dudek conducted a search of the CHRIS at the SCCIC, located on the campus of California 

State University, Fullerton. The search included previously recorded cultural resources and investigations within 

a 0.5-mile radius of the proposed Project site. The CHRIS search also included a review of the NRHP, the CRHR, 

the California Points of Historical Interest list, the California Historical Landmarks list, the Archaeological 

Determinations of Eligibility list, and the California State Historic Resources Inventory list. Dudek reviewed the 

SCCIC records to determine whether the implementation of the Project would have the potential to impact any 

known and unknown cultural resources. The confidential records search results are provided in Confidential 

Appendix B. 

Previously Conducted Cultural Resource Studies 

Results of the cultural resources records search indicate that 18 previous cultural resource studies have been 

conducted within a 0.5-mile of the proposed Project site between 1973 and 2011. Of these studies, two (2) reports, 

SB-00176 and SB-06752, address the proposed Project site. The entirety (100 percent) of the proposed Project 

site has been subjected to previous archaeological investigations. Table 1, below, summarizes all 18 previous 

studies followed by brief summaries of the overlapping reports. 

 Table 1. Previous Technical Studies Within a 0.5-Mile Radius of the Proposed 
Project Site 

SCCIC 

Report No. 
Author(s) Year Title 

Proximity to 

Proposed 

Project Site 

SB-00176 Decker, Dean 1973 
The Archaeological Impact on a Residential 

Development in San Bernardino, California 
Overlaps 
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 Table 1. Previous Technical Studies Within a 0.5-Mile Radius of the Proposed 
Project Site 

SCCIC 

Report No. 
Author(s) Year Title 

Proximity to 

Proposed 

Project Site 

SB-00865 

San 

Bernardino 

County 

Museum 

Association 

1979 
Cultural Resources Assessment: Tentative Tract No. 

11239, San Bernardino Area 
Outside 

SB-01111 

Smith, Gerald 

A. and Lerch, 

Michael K. 

1981 

Cultural Resources Assessment of the Proposed 

Patton Farms Residential Housing Project, San 

Bernardino 

Outside 

SB-01456 
Schwartz, 

Steven J. 
1984 

Cultural Resources Survey: Norton Air Force Base 

Excess Lands 
Outside 

SB-01465 
Smith, Gerald 

A 
1984 

Cultural Resources Assessment Construction of Del 

Rosa Drive (From 6th Street to Baseline Street) 
Outside 

SB-02260 
Carmichael, 

David 
1991 

Documentary Research and Field Reconnaissance 

Relating to Cultural Resources at Norton Air Force 

Base, California 

Outside 

SB-02587 
Schmuecker, 

Brian L. 
1991 

Final Report: Inventory and Evaluation of World War II 

Structures at Norton Air Force Base in San Bernardino 

County, California 

Outside 

SB-03994 
White, Laurie 

S. 
2001 

Records Search Results for Sprint PCS Facility 

SB33XC225D (Running Springs Water Tank), Running 

Springs, San Bernardino County, CA 

Outside 

SB-04045 Dahdul, Miriam 2002 

Identification and Evaluation of Historic Properties: 

East Valley Water District-Arroyo Verde Mutual Water 

Company Water System Improvement Project in the 

City of Highland, San Bernardino County, CA 

Outside 

SB-04333 

Goodwin, 

Riordan and 

Reynolds, 

Robert E. 

2002 
Cultural Resources Assessment: New High School, 

San Bernardino, CA 
Outside 

SB-05266 Tang, B. Tom  2006 

Addendum to Historical and Archaeological Resources 

Survey EVWD Perchlorate Treatment and Water 

Distribution Facilities, Assessor’s Parcel No. 0279-

211-34, City of Highland, San Bernardino County, 

California 

Outside 

SB-05647 
Fulton, 

Barowoj 
2006 

Results of Cultural Resource Monitoring for the New 

Curtis Middle School and Elementary School No. 48, 

City of San Bernardino, California 

Outside 

SB-06194 
Encarnacion, 

Deirdre 
2005 

Historical/Archaeological Resources Survey Report: 

East Valley Water District’s Perchlorate Treatment 

and Water Distribution Facilities in and near the Cities 

of San Bernardino and Highland, San Bernardino 

County, California 

Outside 
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 Table 1. Previous Technical Studies Within a 0.5-Mile Radius of the Proposed 
Project Site 

SCCIC 

Report No. 
Author(s) Year Title 

Proximity to 

Proposed 

Project Site 

SB-06436 
Tang, Bai 

“Tom” 
2009 

Historical/Archaeological Resources Reconnaissance: 

Fifth and Third Street Road Improvement, Cities of 

Highland and San Bernardino, San Bernardino 

County, California 

Outside 

SB-06751 

Tang, Bai 

“Tom” and 

Michael Hogan 

2010 

Identification and Evaluation of Historic Properties: 

Plant 150 Project, City of Highland, San Bernardino 

County, California 

Outside 

SB-06752 

Tang, Bai 

“Tom” and 

Michael Hogan 

2009 

Identification and Evaluation of Historic Properties: 

East Valley Water District Eastwood Farms Mutual 

Water Company Water System Improvement Project 

In and Near the City of Highland, San Bernardino 

County, California 

Overlaps 

SB-07309 

Tang, Bai 

“Tom” and 

Hogan, 

Michael 

2011 

Historic Property Survey Report: Tiger 5th Street 

Improvement Project, Cities of Highland and San 

Bernardino, San Bernardino County, California 

Outside 

SB-07959 
Hatheway, 

Roger G. 
1998 

Determination of Eligibility for 50 Buildings in the City 

of San Bernadino 
Outside 

Report SB-00176 

The Archaeological Impact on a Residential Development in San Bernardino, California (Decker 1973), documents 

the results of a Phase I archaeological resources assessment documenting the results of an archival records 

search, literature review, and pedestrian survey and management recommendations. The approximately 16.5-acre 

area of study overlaps the entirety (100 percent) of the current proposed Project site and the survey was conducted 

for the entire parcel. At the time of the survey, the site had been subjected to disking activities and had been 

traversed upon by vehicles. Two possible archaeological items were identified; one fragment of marine shell and a 

fragment of quartz that may have been a core, suggesting that the resource could be of Native American origin. 

Decker (1973) stated that the identification of these items as cultural resources were indeterminate and therefore, 

no archaeological resources of “reasonable scientific significance exist on the property in question.” 

Report SB-06752 

Identification and Evaluation of Historic Properties: East Valley Water District Eastwood Farms Mutual Water 

Company Water System Improvement Project In and Near the City of Highland, San Bernardino County, California 

(Tang and Hogan, 2011), documents the results of a CEQA and Section 106-compliant Phase I archaeological 

investigation prepared in support of a proposed water pipeline improvement project. The study’s area of potential 

effect (APE) consisted of approximately 8,650 linear feet of existing water pipelines within existing rights-of-way. 

The easternmost alignment of the APE bisects the present proposed Project site north to south, and overlaps less 

than 5 percent of the present Project site footprint. The investigation included the results of a cultural records 

search, historical and geomorphologic research, Native American coordination, and a field survey. No historical 
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resources or historic properties pursuant to CEQA and Section 106, respectively, were identified within the current 

Project site as a result of 2011 study. The report determined that the APE appeared to have a relatively low 

sensitivity for potentially significant archaeological deposits and further determined that no further cultural resource 

investigations were necessary in connection with the proposed undertaking.  

Previously Recorded Cultural Resources 

The SCCIC records indicate that 67 cultural resources have been previously recorded within 0.5-mile of the 

proposed Project site; none of these resources are located within or are immediately adjacent to the proposed 

Project site. Of these 67 resources, one (1) is a historic period archaeological site and the remaining 66 resources 

are historic built environment resources. A summary of the single archaeological resource (CA-SBR-029563H/P-

36-029563) identified within the proposed Project’s records search area is provided below. A bibliography of all 67 

resources is included in Appendix C of this report.  

 

CA-SBR-029563H/P-36-029563 

CA-SBR-029563H/P-36-029563, a historic period archaeological site measuring 492 feet (approximately 150 

meters) north to south and 348 feet (approximately 106 meters) east to west, is located approximately 1400 feet 

(425 meters) east of the proposed Project site. Resource CA-SBR-029563H/P-36-029563 consists of the remains 

of a historic period agricultural system and was formally recorded in 2015 by M. Vader. The site contains three 

features consisting of a poured cement irrigation junction box; a pump, cement-lined channel, and a poured cement 

junction box; and a possible irrigation junction box made of concrete bricks and mortar. The integrity of the identified 

features were noted to be poor. Based on the diagnostic markings identified on one of the features and a review of 

historical aerial photographs, the date range for the installation of the water system was identified as between 

1943 and 1959. This resource has not been evaluated for historical significance. 

Review of Historical Topographical Maps and Aerial Photographs 

Dudek consulted historical topographic maps and aerial photographs through the Nationwide Environmental Title 

Research, LLC (NETR) to better understand any natural or human-made changes to the proposed Project site and 

surrounding properties over time.  

Historical Topographic Maps 

Topographic maps depict elevation of the study area as well as the areas surrounding it and illustrate the location 

of roads and some buildings. Although topographic maps are not comprehensive, they are another tool in 

determining whether a study area has been disturbed and at times to what approximate depth. Twenty-one (21) 

maps available between 1896 and 2018 were reviewed (NETR 2022a). Table 2, below, summarizes the results of 

the topographic maps review of the proposed Project site and surrounding properties for all available years. 
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Table 2. Historical Topographic Maps Review 

Year Description 

1896 

The proposed Project site is undeveloped. 

 

The Highlands Motor Railroad is mapped to the south and outside of the proposed Project site and 

the line runs in an east to west direction.  

 

There are structures mapped along the northern boundary of the Highlands Motor Railroad. Of 

these, one appears to be mapped within or immediately adjacent to the southern half portion of 

the proposed Project site. 

 

There are three (3) waterways mapped as intersecting or in the vicinity of the proposed Project 

site. Of these, two appear to be diversions of the same creek, labeled as “Warm Creek” and are 

mapped to the west and to the north; one unnamed waterway is mapped to the south. One of the 

Warm Creek extensions intersects the northwestern quadrant of proposed Project site in a 

northwest to southwest direction. 

1898 There are no significant changes to the proposed Project site. 

1901 

 

 

There are no significant changes to the proposed Project site. 

1905-1913 These maps depict what is captured in the 1901 map. 

1926-1938 These maps depict what is captured in the 1901 map. 

1943 

The proposed Project site is vacant and undeveloped. 

 

The Highlands Motor Line is no longer depicted. 

 

The Pacific Electric rail line, running east to west, is mapped immediately north of the proposed 

Project site. It parallels a roadway first identified on this map as 6th Street, consistent with present-

day site conditions. 

 

Warm Creek no longer intersects the proposed Project site; it is mapped as well outside the 

proposed Project site to the north and is depicted as an intermittent stream. 

 

The unnamed creek to the south and outside of the proposed Project site is now identified as City 

Creek and is also depicted as an intermittent stream 

1946 This map depicts what is captured in the 1901 map. 
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Table 2. Historical Topographic Maps Review 

Year Description 

1955 

The proposed Project site remains vacant and undeveloped. 

 

The Pacific Electric Line is no longer depicted. 

 

Del Rosa Avenue is mapped and labeled as such for the first time, to the east of the proposed 

Project site. 

 

There is an increase in development in the areas surrounding the proposed Project site. 

1959 There are no significant changes to the proposed Project site. 

1963 There are no significant changes to the proposed Project site. 

1965 There are no significant changes to the proposed Project site. 

1969 

There are no significant changes to the proposed Project site. 

 

Curtis Jr. High School is now depicted directly north of the proposed Project site.  

1974 There are no significant changes to the proposed Project site. 

1981 This map depicts what is captured in the 1969 map. 

2012 There are no significant changes to the proposed Project site. 

2015 The proposed Project site is now mapped within an area labeled “Highland”. 

2018 There are no significant changes to the proposed Project site. 

 

While topographic maps are informative, they do not illustrate the minute changes that can occur to a landscape 

overtime, and at times are inconsistent with what is depicted year to year. Often, topographical maps only show structures 

with community or social significance (e.g. Firehouses or Hospitals) and additions or changes to roads and/or waterways. 

Nonetheless, the information gathered contributes to the understanding of the chronological development of a study 

area. 

Historical Aerial Photographs 

A review of historical aerial photographs from the following years was conducted as part of the archival research 

effort and includes the following years: 1938, 1959, 1966, 1968, 1980, 1984, 1985, 1994, 2002, 2005, 2009, 

2010, 2012, 2014, 2016, 2018, and 2020 (NETR 2022b). Through careful comparative review of historical aerials, 

changes to the landscape of a study area may be revealed. Disturbance to the study area is specifically important 

as it helps determine if soils within the study area are capable of sustaining intact archaeological deposits. 

Additionally, historical aerials have the potential to reveal whether a study area was subjected to alluvial deposits 

by way of flooding, debris flows or mudslides, as well as placement of artificial or foreign fill soils that may have 

buried intact archaeological deposits. Table 3 summarizes the results of the aerial photograph review for all 

available years that include the proposed Project site and surrounding properties. 
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Table 3. Historical Aerial Photographs Review 

Photograph 

Year 
Observations and Findings 

1938 

The proposed Project site is vacant and undeveloped and appears to be in use as an agricultural 

field.  

 

The surrounding areas area also in agricultural use with a few scattered structures. 

 

There is a roadway bordering the proposed Project site to the north (present-day 6th Street). 

 

There is a large wash coursing roughly east to west to the south and well outside the proposed 

Project site footprint, South of present-day 5th Street. 

1959 

There are no significant changes to the proposed Project site.  

 

There is a roadway present to the east and outside of the proposed Project site, consistent with 

layout of present-day 5th Street. 

 

There is an increase in development surrounding the proposed Project site.  

 

The wash to the south has been channelized and is consistent with present-day City Creek 

Channel. 

1966 There are no significant changes to the proposed Project site.  

 

There is an unimproved dirt road to the east and outside of the proposed Project site footprint that 

correlates with the layout of present-day Del Rosa Drive. 

 

There are a series of interconnected large structures to the north of the proposed Project site and 

present-day 6th Street that appear to be consistent with the Curtis Jr. Highschool mapped in the 

1969 topographic map. 

1968 There appears to be a dirt path/unimproved dirt road running north to south along the western 

edge of the proposed Project site. 

 

There is a second dirt path or informal dirt road that bisects the site from northwest to southeast 

within the eastern half portion of the proposed Project site. 

1980 There are no significant changes to the proposed Project site. 

1984 The proposed Project site appears to have been subjected to grading activities.  

 

There are large structures present immediately south of the proposed Project site that are 

consistent with present-day site conditions.  

 

The dirt paths/trails/informal roads observed in the 1968 aerial are no longer visible. 

1985-1994 There are no significant changes to the proposed Project site. 

2002 There appears to be a new dirt path running roughly northwest to southeast within the eastern half  

portion of the proposed Project site. 
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Table 3. Historical Aerial Photographs Review 

Photograph 

Year 
Observations and Findings 

2005-2020 There are no significant changes to the proposed Project site. 

 

Geotechnical Report Review 

The geotechnical report, Geotechnical Engineering Investigation – Proposed Industrial Warehouse Development 

Southeast Corner of Victoria Avenue and 5th Street, Highland, California (NorCal Engineering 2022), was prepared 

for Patriot Partners in June 2022 to determine the subsurface geological conditions of the present proposed Project 

site. The report details the results of eight (8) subsurface exploratory borings (B-1 through B-8) using a truck-

mounted hollow stem auger and a hand-operated hand auger. These subsurface exploratory investigations were 

placed at accessible locations throughout the proposed Project site, as depicted in Image 1, below. 
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The soils encountered in the borings include: 1) Fills soils: brown, slightly silty fine to coarse grained sand with 

occasional rootlets, gravel and small cobbles; identified from surface to between 1 and 2 feet below ground surface 

(bgs), depending on the location investigated; 2) Native soils: natural undisturbed soil that is brown, slightly silty 

sand to a silty sand; underlying fill soils to the maximum depths explored, which varied between 10 and 51.5 feet 

bgs. A summary of the subsurface investigative results is provided in Table 4, below. 

Table 4. Summary of Subsurface Investigations – NorCal Engineering 2022 

Boring Asphalt  Fill Soils Native Soils 
Terminated 

Depth 

B-1 - 0-1 feet bgs 1-10 feet bgs 10 feet bgs 

B-2 - 0-1.5 feet bgs 1.5-10 feet bgs 10 feet bgs 

Image 1. Subsurface Exploratory Investigation Locations (NorCal Engineering 2022, Figure 1). 
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Table 4. Summary of Subsurface Investigations – NorCal Engineering 2022 

Boring Asphalt  Fill Soils Native Soils 
Terminated 

Depth 

B-3 - 0-1 feet bgs 1-51.5 feet bgs 51.5 feet bgs 

B-4 - 0-1.5 feet bgs 1.5-20.5 feet bgs 20.5 feet bgs 

B-5 - 0-1.5 feet bgs 1.5-10 feet bgs 10 feet bgs 

B-6 - 0-1 feet bgs 1-10.5 feet bgs 10.5 feet bgs 

B-7 - 0-1 feet bgs 1-10 feet bgs 10 feet bgs 

B-8 - 0-2 feet bgs 2-10 feet bgs 10 feet bgs 

 

Native American Coordination 

NAHC Sacred Lands File Search  

A search of the NAHC SLF was requested on December 27, 2022 and conducted by Cultural Resources Analyst 

Cameron Vela on January 20, 2023 to determine the presence of any reported Native American cultural resources 

within the proposed Project site as listed in the NAHC maintained SLF (see Appendix D).  The NAHC SLF records 

search results were positive. The NAHC identified 30 Native American individuals who would potentially have 

specific knowledge as to whether or not Native American cultural resources are identified within the proposed 

Project site that could be at-risk. To date, Dudek has not initiated contact with the individuals on the NAHC’s contact 

list, in regard to the proposed Project site. Note: Sacred Land Files maintained by the NAHC represent a curation of 

“ancient places of special religious or social significance to Native Americans and known ancient graves and 

cemeteries of Native Americans on private and public lands in California” (nahc.gov 2021) provided by Tribal 

entities and Native American representatives. For various reasons, Tribal entities and Native American 

representatives do no not always report sacred lands or TCRs to the NAHC; as such, the NAHC’s SLF is not 

necessarily a comprehensive list of known TCRs and searches of the SLF must be considered in concert with other 

research and not used as a sole source of information regarding the presence of TCRs. Additionally, results of the 

SLF provided relate to the general regional area within and surrounding the proposed Project site and don’t 

necessarily equate to the existence of resources within the specific area occupied by the proposed Project site. 

Assembly Bill 52  

The proposed Project is subject to compliance with AB 52 (PRC 21074), which requires consideration of impacts to 

TCRs as part of the CEQA process, and that the lead agency notify California Native American Tribal representatives 

that have requested notification who are traditionally or culturally affiliated with the geographic area of the proposed 

Project site. All records of correspondence related to AB 52 notification and any subsequent consultation are on 

file with the City. A summary of the consultation record is provided and addressed in the Initial Study/Mitigated 

Negative Declaration document for the proposed Project. 

1938 Kirkman-Harriman Historical Map Review 

Dudek archaeologists reviewed sources commonly identified though Tribal consultation, notably the 1938 Kirkman-

Harriman Historical Map (Image 2). Based on this map, the proposed Project site is approximately 1.5 miles 
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southeast of the confluence of six (6) roads, including one unnamed road, “(Later) Stage Road”, “Old Stage Road”, 

“Old Salt Road” or “Camino para Sal”, “Spanish Town Road”, and a second road identified on the map as “Old Salt 

Road” noted with “To Salton”. Of these roads, the proposed Project site is mapped as overlapping the latter. The 

nearest mapped waterway to the proposed Project site is a tributary, approximately 1.3 miles directly west, that 

flows from the Lytle Creek Wash and links with the Santa Ana River to the southwest. The “Sub-Mission of the San 

Gabriel Mission1” is about 5 miles to the southwest of the proposed Project Site. Two (2) unnamed Native American 

villages are shown well outside the proposed Project site footprint. The nearest mapped unnamed village is over 

3.5 miles to the southeast and the second unnamed village is located over 4 miles to the southwest. 

It should be noted that this map is highly generalized due to scale and age and may be somewhat inaccurate with 

regards to distance and location of mapped features. Additionally, this map was prepared based on review of 

historic documents and notes more than 100 years following secularization of the missions (in 1833). Although the 

map contains no specific primary references, it matches with the details documented by the Portolá expedition 

(circa 1769–1770). The map is a valuable representation of post-colonization mission history; however, it is limited 

to a specific period of Native American history and substantiation of the specific location and uses of the 

represented individual features should be verified by archaeological records and/or other primary documentation.  

No archaeological evidence of the nearest village on the 1938 Kirkman-Harriman map was provided in the available 

SCCIC records or as the result of a review of other archaeological information for the proposed Project site and 

surrounding area. This may suggest that the village is either likely no nearer than 0.5-miles from the proposed 

 
1 San Bernardino Sub-Mission (Asistencia) of San Gabriel Mission, 1820. (In Old [Los Angeles] County [until] 1853 (Latker 2011). 
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Project site or if existent within the records search radius, subsurface deposits associated with the village have not 

yet been discovered. 

  

Image 2: 1938 Kirkman-Harriman Historical Map (Proposed Project Site Symbolized in Green) 
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Field Survey 

Methods 

Dudek Archaeologist, Brenda Lee Rogers, BA, conducted an intensive-level archaeological pedestrian survey of the 

proposed Project site on December 22, 2022. The survey was conducted employing parallel transects, spaced no 

greater than 5 meters apart (approximately 16 feet), where feasible and safe to do so. In areas of limited ground 

surface visibility due to the presence of stockpiled rock and soils and miscellaneous debris scattered across the 

site, formal transects were not utilized. Instead, a mixed approach (opportunistic survey) and reconnaissance survey 

(visual inspection) were utilized, selectively examining areas of exposed ground surfaces, where possible. 

The survey area included the entire 2.83-acre proposed Project site within APN 027-920-124. The ground surface 

was inspected for prehistoric artifacts (e.g., flaked stone tools, tool-making debris, groundstone tools, ceramics, 

fire-affected rock), soil discoloration that might indicate the presence of a cultural midden, soil depressions, 

features indicative of structures and/or buildings (e.g., standing exterior walls, post holes, foundations), and 

historical artifacts (e.g., metal, glass, ceramics, building materials). Ground disturbances such as rodent burrows 

and cut banks, were also visually inspected for exposed subsurface materials. All field notes, photographs, and 

records related to the current study are on file at Dudek’s Pasadena, California office. All field practices met the 

Secretary of Interior’s standards and guidelines for a cultural resources inventory. 

Results 

Project site conditions at the time the survey was conducted consisted of vacant and undeveloped land that had 

been subjected to tilling and/or disking activities. Other disturbances observed included vehicular tracks traversing 

the site and dumping of modern refuse across the site. For these reasons, ground surface visibility was variable 

and ranged from non-existent to poor (0 to 20 percent) in areas where the ground surface was obscured and 

excellent (90 to 100 percent) for the remainder of the site, which accounted for approximately 95 percent of the 

proposed Project site.  

As previously mentioned in Geotechnical Report Review section, subsurface exploratory investigations identified fill 

soils from surface to between 1 to 2 feet bgs, depending on the location investigated, at all boring locations within 

the proposed Project site. The presence of the fill soil is an indication that any potential cultural material from 

surface to between 1 to 2 feet bgs, has been previously displaced from the primary depositional location, buried, 

or destroyed. Additionally, the presence of fill soils demonstrates that the native soils upon and within which cultural 

deposits would exist in situ was not observed during the survey. No cultural materials were observed within the 

proposed Project site; however, due to the presence of fill soils, observation of intact native soils was not possible.  
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Sensitivity Analysis 

Archaeological Sensitivity 

According to the historical topographic maps and aerial photographs review, the proposed Project site is depicted 

as vacant and undeveloped as early as 1896 with a tributary of Warm Creek intersecting the northwestern quadrant 

of the proposed Project site. The proposed Project site is shown to be use as for agricultural purposes by 1938. 

Visible disturbances observed in reviewed aerials show that the proposed Project site was disturbed as evidenced 

by what appears to be paths and/or informal dirt roads that transect the site in 1968. By 1984, the proposed 

Project site is shown to have been graded and the development of the buildings immediately to the south and 

outside the proposed Project site are present, consistent with present-day site conditions. 

While the NAHC SLF records search results were positive, the results relate to the general regional area do not 

necessarily equate to the existence of resources within the specific area occupied by the proposed Project site. A 

search of the CHRIS database for the Project site and 0.5-mile records search area indicated that the entirety (100 

percent) of the proposed Project site had been subjected to previous archaeological investigations, including a 

pedestrian survey (Decker 1973), prior to the ground disturbance observed in the 1984 aerial. However, the records 

search did not identify any previously recorded historic-period or prehistoric archeological resources within or 

immediately adjacent to the proposed Project site.  

A review of a geotechnical report prepared for the proposed Project site determined that fills soils were identified 

from surface to between 1 and 2 feet bgs within all exploratory boring and locations. As previously mentioned, 

recommendations within the geotechnical report  include removal of disturbed soils and/or fill soils to competent 

native material and any vegetation and/or demolition debris prior to the start of grading operations. Therefore, it is 

assumed that the minimum depth of ground disturbance is 1 to 2 feet across the proposed Project site, no deeper 

than 5 feet for utilities, and a maximum depth of 20 feet below the existing ground surface for the installation of 

the underground infiltration/detention system within the southeast corner of the proposed Project site.  

In consideration of all these factors, the potential to encounter intact archaeological deposits within fill soils (from 

surface to between 1 and 2 feet bgs) is unlikely. The potential for intact archaeological deposits to exist within 

native soils (below 1 and 2 feet bgs) is unknown. Given that the proposed Project site is within the Santa Ana River 

Watershed and a tributary of Warm Creek historically intersected the northwestern quadrant of the proposed Project 

site, there is a potential for the proposed Project site to be buried in alluvial and flood deposits. In the event that 

unanticipated archaeological resources are encountered during Project implementation, impacts to these 

resources would be significant. As such, the following management recommendations are provided to ensure that 

impacts to unanticipated archaeological resources and human remains would be less than significant.  

Management Recommendations 

The following measures have been developed to ensure that any inadvertent discovery of archaeological resources 

will be treated appropriately and in accordance with CEQA regulations: preconstruction training, retention of an on-

call archaeologist to address inadvertent discoveries, and inadvertent discovery clause implemented and included 
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on all construction plans. These measures will ensure the potential Project impacts to archaeological resources 

and human remains would be less than significant. 

Inadvertent Discovery of Archaeological Resources  

Workers Environmental Awareness Program Training. All construction personnel and monitors who are not trained 

archaeologists shall be briefed regarding inadvertent discoveries prior to the start of construction activities. A basic 

presentation and handout or pamphlet shall be prepared in order to ensure proper identification and treatment of 

inadvertent discoveries. The purpose of the Workers Environmental Awareness Program (WEAP) training is to 

provide specific details on the kinds of archaeological materials that may be identified during construction of the 

Project and explain the importance of and legal basis for the protection of significant archaeological resources. 

Each worker shall also learn the proper procedures to follow in the event that cultural resources or human remains 

are uncovered during ground-disturbing activities. These procedures include work curtailment or redirection, and 

the immediate contact of the site supervisor and archaeological monitor. 

Retention of a Qualified Archaeologist. A qualified archaeologist shall be retained and on-call to respond and address 

any inadvertent discoveries identified for the duration of construction activities.  

Inadvertent Discovery Treatment and Protocol. In the event that archaeological resources (sites, features, or artifacts) 

are exposed during construction activities for the proposed Project, all construction work occurring within 100 feet of the 

find shall immediately stop and a qualified archaeologist is notified immediately to assess the significance of the find 

and determine whether or not additional study is warranted. Depending upon the significance of the find, the 

archaeologist may simply record the find and allow work to continue. If the discovery proves significant under CEQA, 

additional work such as preparation of an archaeological treatment plan, testing, data recovery, or monitoring may be 

warranted. If monitoring is warranted, an archaeological monitoring report shall be prepared within 60 days following 

completion of ground disturbance, and submitted to the City for review. This report should document compliance with 

approved mitigation, document the monitoring efforts, and include an appendix with daily monitoring logs. The final report 

shall be submitted to the SCCIC. 

Inadvertent Discovery of Human Remains 

In accordance with Section 7050.5 of the California Health and Safety Code, if human remains are found, the 

county coroner shall be immediately notified of the discovery. No further excavation or disturbance of the site or 

any nearby area reasonably suspected to overlie adjacent remains shall occur until the county coroner has 

determined the appropriate treatment and disposition of the human remains. If the county coroner determines that 

the remains are, or are believed to be, Native American, he or she shall follow all required protocols according to 

California Public Resources Code, Section 5097.98. 
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Should you have any questions relating to this report and its findings, please do not hesitate to contact me directly 

at lkry@dudek.com or Brad Comeau at bcomeau@dudek.com.  

Sincerely, 

____________________________________ ____________________________________ 

Linda Kry, B.A., RA Brad Comeau, MSc, RPA   

Archaeologist Archaeologist 

Att: Appendix A: Figures 

 Appendix B. (Confidential) SCCIC Records Search Information 

 Appendix C. Previously Recorded Cultural Resources Bibliography 

 Appendix D. NAHC SLF Search Results  

 

cc: Michelle Ogburn, Patrick Cruz, Sean Kilkenny, Dudek 

  

DUDEK 



TO: MR. KEVIN RICE 
SUBJECT: DRAFT ARCHAEOLOGICAL RESOURCES ASSESSMENT FOR THE 6TH STREET AND DEL ROSA WAREHOUSE 
PROJECT, CITY OF HIGHLAND, SAN BERNARDINO COUNTY, CALIFORNIA 

 

 
14700 

25 
JANUARY 2023 

 

References 

Decker, Dean. 1973. The Archaeological Impact on a Residential Development in San Bernardino, California. On 

File at South Central Coast Information Center, California State University, Fullerton. Accessed October 

2022. 

Laktker, Loren. 2011. Pictorial and Historical Map of Old Los Angeles County: Key to [Kirkman Harriman 1938 

Historical] Map.  

nahc.gov (Native American Heritage Commission). About the Native American Heritage Commission. State of 

California Native American Heritage Commission, 2021, http://nahc.ca.gov/about/. Accessed April 22, 

2021. 

NETR. 2022a. Topographic maps of Project Site, dating from 1896 - 2018. Accessed December 2022. 

https://www.historicaerials.com/viewer. 

NETR. 2022b. Historical Aerial Photographs of Project Site, dating from 1938 - 2020. Accessed December 2022. 

https://www.historicaerials.com/viewer.  

NorCal Engineering 2022. Geotechnical Engineering Investigation – Proposed Industrial Warehouse Development 

Southeast Corner of Victoria Avenue and 5th Street, Highland, California.  

OHP (Office of Historic Preservation). 1995. Instructions for Recording Historical Resources. Available online 

October 2021. Website: http://ohp.parks.ca.gov/?page_id=1069. 

P-36-029563. 2015. CA-SBR-029563H Site Record. On File at South Central Coast Information Center, California 

State University, Fullerton. Accessed October 2022. 

Tang, Bai and Michael Hogan. 2009. Identification and Evaluation of Historic Properties: East Valley Water District 

Eastwood Farms Mutual Water Company Water System Improvement Project In and Near the City of 

Highland, San Bernardino County, California. On File at South Central Coast Information Center, California 

State University, Fullerton. Accessed October 2022. 

USDA (United States Department of Agriculture). 2022a. Web Soil Survey. 

https://websoilsurvey.sc.egov.usda.gov/App/HomePage.htm, Accessed December 2022. 

USDA. 2022b. Natural Resources Conservation Service Official Soil Series Descriptions. Accessed December 

2022. https://soilseries.sc.egov.usda.gov/OSD_Docs/T/TUJUNGA.html. 

 

 

 

DUDEK 



 

 

Appendix A 
Figures 



Costa
Mesa

BlytheLa
Quinta

Indian Wells
Lake Elsinore

San
JacintoCorona

Cathedral
City

Colton
Yucca ValleyPasadena

Twentynine
Palms

Big Bear Lake

VictorvilleAdelantoPalmdale
Lancaster

Needles

Beaumont

Barstow

Apple Valley

California
City

Ridgecrest

I m p e r i a l  C o u n t y

I n y o  C o u n t y

K e r n
C o u n t y

R i v e r s i d e
C o u n t y

S a n
B e r n a r d i n o

C o u n t y

£¤395
£¤66

£¤95

ÄÆ243

ÄÆ18

ÄÆ71
ÄÆ57

ÄÆ247

ÄÆ74
ÄÆ91

ÄÆ39

ÄÆ73

ÄÆ206

ÄÆ190

ÄÆ330

ÄÆ178

ÄÆ173

ÄÆ86

ÄÆ177

ÄÆ79
ÄÆ78

ÄÆ58

ÄÆ38

ÄÆ14

ÄÆ2

ÄÆ111

ÄÆ138

ÄÆ127

§̈¦5

§̈¦15

§̈¦605
§̈¦215

§̈¦10

§̈¦15

§̈¦210

§̈¦40

Project Location
6th and Del Rosa Warehouse Project

SOURCE: USGS 7.5-Minute Series San Bernardino South Quadrangles
Township 1S; Range 4W; Sections 01

Da
te:

 1
2/2

8/2
02

2  
-  

La
st 

sa
ve

d b
y: 

kb
ar

ro
w 

 - 
 P

at
h: 

Z:
\P

ro
jec

ts\
j14

70
00

1\M
AP

DO
C\

DO
CU

M
EN

T\
Cu

ltu
ra

l\F
igu

re
1_

Pr
oje

ctL
oc

ati
on

.m
xd

0 2,0001,000
Feet

n

Project Boundary

FIGURE 1

1:24,000

Project Site

!(̂

0 570285
Meters

, , 

□ 

DUDEK 

I 

24 
I 
~ 



D Project Boundary 

SOURCE: Bing Aerial Maps 2022, Open Streets Map 2019 

50 100 

---==--~==I Feet 

D U D E K ' 0"""-"==-
10

-==1

20
Meters 

FIGURE 2 

Project Site 
6th St & Del Rosa Warehouse 



 

 

Appendix B (Confidential) 
SCCIC Records Search Results 



 

 

Appendix C 
Previously Recorded Cultural Resources Bibliography 

  



Primary No. Trinomial

Resource List

Other IDs ReportsType Age Attribute codes Recorded by

PN 14700 6th & Del Rosa

P-36-020001 Resource Name - CRM TECH 
2519-9

SB-07309Building Historic AH15; HP04 2002 (ALEXANDROWICZ); 
2011 (Ballester)

P-36-025789 Resource Name - CRM TECH 
2519-1

SB-07309Building Historic HP02; HP46 2011 (Ballester, CRM TECH)

P-36-025790 Resource Name - CRM TECH 
2519-2

SB-07309Building Historic HP02; HP04; HP46 2011 (Ballester, CRM TECH)

P-36-025791 Resource Name - CRM TECH 
2519-3

SB-07309Building Historic HP02; HP46 2011 (Ballester, CRM TECH)

P-36-025793 Resource Name - CRM TECH 
2519-5

SB-07309Building Historic HP02; HP46 2011 (Ballester, CRM TECH)

P-36-025794 Resource Name - CRM TECH 
2519-6

SB-07309Building Historic HP02; HP04; HP46 2011 (Ballester, CRM TECH)

P-36-026647 Resource Name - CRM TECH 
2691-7; 
Other - Ellis Liquor

Building Historic HP06 2013 (Jacquemain, T., CRM TECH)

P-36-026648 Resource Name - CRM TECH 
2691-8; 
Other - Pride Auto

Building Historic HP06 2013 (Ballester, D., CRM TECH)

P-36-026649 Resource Name - CRM TECH 
2691-9

Building Historic HP06; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026650 Resource Name - CRM TECH 
2691-10

Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026651 Resource Name - CRM TECH 
2691-11

Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026652 Resource Name - CRM TECH 
2691-12

Building Historic HP02 2013 (Ballester, D., CRM TECH)

P-36-026653 Resource Name - CRM TECH 
2691-13; 
Other - Jet Nightclub

Building Historic HP04; HP06 2013 (Ballester, D., CRM TECH)

P-36-026654 Resource Name - CRM TECH 
2691-14

Building Historic HP06 2013 (Jacquemain, T., CRM TECH)

P-36-026660 Resource Name - CRM TECH 
2691-20

SB-07555Building Historic HP06; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026661 Resource Name - CRM TECH 
2691-21

SB-07555Building Historic HP06; HP46 2013 (Jacquemain, T., CRM TECH 
2691-21)

P-36-026662 Resource Name - CRM TECH 
2691-22

SB-07555Building Historic HP06 2013 (Jacquemain, T., CRM TECH)
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Primary No. Trinomial

Resource List

Other IDs ReportsType Age Attribute codes Recorded by

PN 14700 6th & Del Rosa

P-36-026663 Resource Name - CRM TECH 
2691-23

SB-07555Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026664 Resource Name - CRM TECH 
2691-24

SB-07555Building Historic HP02 2013 (Ballester, D., CRM TECH)

P-36-026665 Resource Name - CRM TECH 
2691-25

SB-07555Building Historic HP02 2013 (Ballester, D., CRM TECH)

P-36-026666 Resource Name - CRM TECH 
2691-26

SB-07555Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026667 Resource Name - CRM TECH 
2691-27

SB-07555Building Historic HP02 2013 (Ballester, D., CRM TECH)

P-36-026668 Resource Name - CRM TECH 
2691-28

SB-07555Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026669 Resource Name - CRM TECH 
2691-29

SB-07555Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026670 Resource Name - CRM TECH 
2691-30

SB-07555Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026671 Resource Name - CRM TECH 
2691-31

SB-07555Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026672 Resource Name - CRM TECH 
2691-32

Building Historic HP04 2013 (Jacquemain, T., CRM TECH)

P-36-026673 Resource Name - CRM TECH 
2691-33

Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026674 Resource Name - CRM TECH 
2691-34

Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026675 Resource Name - CRM TECH 
2691-35

Building Historic HP04 2013 (Jacquemain, T., CRM TECH)

P-36-026676 Resource Name - CRM TECH 
2691-36

Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026677 Resource Name - CRM TECH 
2691-37

Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026678 Resource Name - CRM TECH 
2691-38

Building Historic HP02; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026679 Resource Name - CRM TECH 
2691-39

Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026680 Resource Name - CRM TECH 
2691-40

Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)
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Primary No. Trinomial

Resource List

Other IDs ReportsType Age Attribute codes Recorded by

PN 14700 6th & Del Rosa

P-36-026681 Resource Name - CRM TECH 
2691-41

Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026682 Resource Name - CRM TECH 
2691-42

Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026683 Resource Name - CRM TECH 
2691-43

Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026684 Resource Name - CRM TECH 
2691-44

Building Historic HP02; HP46 2013 (Ballester, D., CRM TECH)

P-36-026685 Resource Name - CRM TECH 
2691-45

Building Historic HP06 2013 (Ballester, D., CRM TECH)

P-36-026687 Resource Name - CRM TECH 
2691-47

SB-07555Building Historic HP04; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026688 Resource Name - CRM TECH 
2691-48

SB-07555Building Historic HP02; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026689 Resource Name - CRM TECH 
2691-49

SB-07555Building Historic HP02; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026690 Resource Name - CRM TECH 
2691-50

SB-07555Building Historic HP04; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026691 Resource Name - CRM TECH 
2691-51

SB-07555Building Historic HP02; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026692 Resource Name - CRM TECH 
2691-52

SB-07555Building Historic HP02; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026693 Resource Name - CRM TECH 
2691-53

SB-07555Building Historic HP02; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026694 Resource Name - CRM TECH 
2691-54

SB-07555Building Historic HP02; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026695 Resource Name - CRM TECH 
2691-55

SB-07555Building Historic HP02; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026696 Resource Name - CRM TECH 
2691-56

SB-07555Building Historic HP02; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026697 Resource Name - CRM TECH 
2691-57

Building Historic HP02; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026698 Resource Name - CRM TECH 
2691-58

SB-07555Building Historic HP02; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026699 Resource Name - CRM TECH 
2691-59

Building Historic HP02; HP46 2013 (Jacquemain, T., CRM TECH)
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Primary No. Trinomial

Resource List

Other IDs ReportsType Age Attribute codes Recorded by

PN 14700 6th & Del Rosa

P-36-026700 Resource Name - CRM TECH 
2691-60

Building Historic HP06; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026701 Resource Name - CRM TECH 
2691-61

Building Historic HP03; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026702 Resource Name - CRM TECH 
2691-62

Building Historic HP06 2013 (Jacquemain, T., CRM TECH)

P-36-026703 Resource Name - CRM TECH 
2691-63

Building Historic HP02; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026704 Resource Name - CRM TECH 
2691-64

Building Historic HP06; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026705 Resource Name - CRM TECH 
2691-65

Building Historic HP02; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026706 Resource Name - CRM TECH 
2691-66; 
Other - Jim's Wholesale Meats

Building Historic HP06; HP46 2013 (Jacquemain, T., CRM TECH)

P-36-026707 Resource Name - CRM TECH 
2691-67; 
Other - Trinity Church

Building Historic HP16 2013 (Jacquemain, T., CRM TECH)

P-36-026709 Resource Name - CRM TECH 
2691-69

Building Historic HP02 2011 (Ballester, D., CRM TECH)

P-36-029559 Resource Name - 7893 Elmwood 
Rd

Building Historic HP02 2015 (Katherine Anderson, ESA)

P-36-029560 Resource Name - 25380 6th St Building Historic HP02 2015 (Katherine Anderson, ESA)

P-36-029561 Resource Name - Shirley's Market Building Historic HP06 2015 (Katherine Anderson, ESA)

P-36-029562 Resource Name - 25457 6th St; 
Other - EV-001

SB-08392Building Historic HP02 2015 (Robert Cunningham, 
ECORP); 
2015 (Katherine Anderson, ESA)

P-36-029563 CA-SBR-029563H Resource Name - EVWD-001-H SB-08414Site Historic AH06 2015 (M. Vader, ESA)
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STATE OF CALIFORNIA         Gavin Newsom, Governor 
 

NATIVE AMERICAN HERITAGE COMMISSION 
 

 

 

 

Page 1 of 1 

 

January 20, 2023 

 

Heather McDevitt 

Dudek  

 

Via Email to: hmcdevitt@dudek.com  

 

Re: 6th Street and Del Rosa Warehouse Project (PN 14700), San Bernardino County 

 

Dear Ms. McDevitt: 

  

A record search of the Native American Heritage Commission (NAHC) Sacred Lands File (SLF) 

was completed for the information submitted for the above referenced project. The results 

were positive. Please contact the San Manuel Band of Mission Indians on the attached list for 

information. Please note that tribes do not always record their sacred sites in the SLF, nor are 

they required to do so. A SLF search is not a substitute for consultation with tribes that are 

traditionally and culturally affiliated with a project’s geographic area. Other sources of cultural 

resources should also be contacted for information regarding known and recorded sites, such 

as the appropriate regional California Historical Research Information System (CHRIS) 

archaeological Information Center for the presence of recorded archaeological sites.   

 

Attached is a list of Native American tribes who may also have knowledge of cultural resources 

in the project area. This list should provide a starting place in locating areas of potential 

adverse impact within the proposed project area. Please contact all of those listed; if they 

cannot supply information, they may recommend others with specific knowledge. By 

contacting all those listed, your organization will be better able to respond to claims of failure to 

consult with the appropriate tribe. If a response has not been received within two weeks of 

notification, the Commission requests that you follow-up with a telephone call or email to 

ensure that the project information has been received.   

 

If you receive notification of change of addresses and phone numbers from tribes, please notify 

the NAHC. With your assistance, we can assure that our lists contain current information.  

 

If you have any questions or need additional information, please contact me at my email 

address: Cameron.vela@nahc.ca.gov.  

 

Sincerely,  

 

 

Cameron Vela  

Cultural Resources Analyst 
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CHAIRPERSON 

Laura Miranda  

Luiseño 

 

VICE CHAIRPERSON 

Reginald Pagaling 

Chumash 

 

SECRETARY 

Sara Dutschke 

Miwok 

 

COMMISSIONER 
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Raymond C. 
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Geotechnical Engineering Investigation 

Proposed Industrial Warehouse Development 
South Side of 6th Street and West of Del Rosa Drive 

Highland, California 

Patriot Development Partners 
12126 W. Sunset Boulevard 

Los Angeles, California 90049-4145 

Attn. Mr. Kevin Rice 

Project Number 23253-22 
June 9, 2022 

NorCal Engineering 



June 9, 2022 

NorCal Engineering 
Soils and Geotechnical Consultants 

10641 Rumbolt Street Los Alamitos, CA 90720 
(562) 799-9469 Fax (562) 799-9459 

Project Number 23253-22 

Patriot Development Partners 
12126 W. Sunset Boulevard 
Los Angeles, California 90049-4145 

Attn. Mr. Kevin Rice 

RE: Geotechnical Engineering Investigation - Proposed Industrial Warehouse 

Development - Located on the South Side of 6th Street and West of Del Rosa Drive, 

in the City of Highland, California 

Dear Mr. Rice: 

Pursuant to your request, this firm has performed a Geotechnical Engineering Investigation for 

the above referenced project in accordance with your approval of our proposal dated April 28, 

2022. The purpose of this investigation is to evaluate the geotechnical conditions of the subject 

site and to provide recommendations for the proposed industrial warehouse development. 

The scope of work included the following: 1) site reconnaissance; 2) subsurface geotechnical 

exploration and sampling; 3) laboratory testing; 4) soil infiltration testing; 5) engineering analysis 

of field and laboratory data; 6) preparation of a geotechnical engineering report. It is the opinion 

of this firm that the proposed development is feasible from a geotechnical standpoint provided 

that the recommendations presented in this report are followed in the design and construction of 

the project. 



June 9, 2022 
Page 2 

1.0 Project Description 

Project Number 23253-22 

It is proposed to construct an industrial warehouse development consisting of 49,983 square 

feet building on the 2.82-acre subject site as shown on the attached Site Plan (figure 1 ). The 

proposed concrete tilt-up building will be supported by a conventional slab-on-grade foundation 

system with perimeter-spread footings and isolated interior footings. Other improvements will 

include asphalt and concrete pavement areas, hardscape and landscaping. This firm should 

have an opportunity to review plans once available to determine if any additional investigation 

will be necessary. 

It is assumed that the proposed grading for the development will consist of minor cut and fill 

procedures on the order of a few feet to achieve finished grade elevations. Final building plans 

shall be reviewed by this firm prior to submittal for city approval to determine the need for any 

additional study and revised recommendations pertinent to the proposed development, if 

necessary. 

2.0 Site Description 

The subject property is located west of Del Rosa Drive along the south side of 6th Street, in the 

City of Highland as shown on the attached Vicinity Map (figure 2). The site is currently 

undeveloped and contains some small vegetation scattered across the site. The generally 

rectangular shaped lot is elongated in an east to west direction with topography of the relatively 

level parcel descending gradually from south to north. 

3.0 Site Exploration 

The investigation consisted of the placement of eight (8) subsurface exploratory borings by a 

truck mounted hollow stem auger and hand operated auger to depths ranging between 5 and 50 

feet below current ground elevations. The explorations were visually classified and logged by a 

field engineer with locations of the subsurface explorations shown on the attached plan. The 

exploratory borings revealed the existing earth materials to consist of fill and natural soil. Each 

of our exploratory borings were backfilled with bentonite, a total of three 55-gallon drums were 

used to contain cuttings from each of our exploratory borings. These 55-gallon drums were 

labeled and left on site for proper disposal by others. 

NorCal Engineering 
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Project Number 23253-22 

Detailed descriptions of the subsurface conditions are listed on the boring logs in Appendix A. It 

should be noted that the transition from one soil type to another as shown on the trench logs is 

approximate and may in fact be a gradual transition. The soils encountered are described as 

follows: 

Fill: A fill soil classifying as a brown, slightly silty fine to course grained SAND with 

occasional rootlets, gravel and small cobble was encountered to a depth of 1 to 2 feet 

below ground surface. These soils were noted to be loose and dry. 

Natural: A natural undisturbed soil classifying as a brown, slightly silty SAND to a silty 

Sand was encountered beneath the upper fill soils. The native soils were observed to be 

medium dense and damp to moist, grain size varied with depth. 

The overall engineering characteristics of the earth material were relatively uniform with each 

excavation. Groundwater was not encountered to the depth of our borings. Local groundwater 

maps (Carson & Matti 1982), record historic groundwater depths in excess of 50 feet. However, 

review of a nearby groundwater well located approximately 0.8 miles to the southeast of the 

subject site noted groundwater depths at approximately 26 feet below ground surface in circa 

1982 (State well number 01S04W12B004S as given on the California Department of Water 

Recourses database http://www.water.ca.gov/waterdatalibrary/). 

4.0 Laboratory Tests 

Relatively undisturbed samples of the subsurface soils were obtained to perform laboratory 

testing and analysis for direct shear, consolidation tests, and to determine in-place 

moisture/densities. These relatively undisturbed ring samples were obtained by driving a thin

walled steel sampler lined with one-inch-long brass rings with an inside diameter of 2.42 inches 

into the undisturbed soils. Bulk bag samples were obtained in the upper soils for expansion 

index tests and maximum density tests. All test results are included in Appendix B, unless 

otherwise noted. 
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Standard penetration tests were obtained by driving a steel sampler unlined with an inside 

diameter of 1.5 inches into the soils. This standard penetrometer sampler was driven a total of 

eighteen inches with blow counts tallied every six inches. Blow count data is given on the 

Boring Logs in Appendix A. Bulk bag samples were obtained in the upper soils for expansion 

index tests and maximum density tests. All test results are included in Appendix B, unless 

otherwise noted. 

4.1 Field Moisture Content (ASTM: D 2216) and the dry density of the ring samples were 

determined in the laboratory. This data is listed on the logs of explorations. 

4.2 Sieve analyses (ASTM: D 422-63) and the percent by weight of soil finer than the No. 

200 sieve (ASTM: 1140) were performed on selected soil samples. These results are 

shown later within the body of this report. 

4.3 Maximum Density tests (ASTM: D 1557) were performed on typical samples of the 

upper soils. Results of these tests are shown on Table I. 

4.4 Expansion Index tests (ASTM: D 4829) were performed on remolded samples of the 

upper soils to determine expansive characteristics. Results of these tests are provided 

on Table II. 

4.5 Corrosion tests consisting of sulfate, pH, resistivity and chloride analysis to determine 

potential corrosive effects of soils on concrete and underground utilities. Test results are 

provided on Table Ill. 

4.6 R-Value test per California Test Method 301 was performed on a representative 

sample, which may be anticipated to be near subgrade to determine pavement design. 

Results are currently pending as discussed in the pavement design section of the report. 

4. 7 Direct Shear tests (ASTM: D 3080) were performed on undisturbed and/or remolded 

samples of the subsurface soils. The test is performed under saturated conditions at 

loads of 1,000 lbs./sq.ft., 2,000 lbs./sq.ft., and 3,000 lbs./sq.ft. with results shown on 

Plate A. 
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4.8 Consolidation tests (ASTM: D 2435) were performed on undisturbed samples to 

determine the differential and total settlement which may be anticipated based upon the 

proposed loads. Water was added to the samples at a surcharge of one KSF and the 

settlement curves are plotted on Plates B-C. 

5.0 Seismicity Evaluation 

The proposed development lies outside of any Alquist Priolo Special Studies Zone and the 

potential for damage due to direct fault rupture is considered unlikely. The San Andreas (San 

Bernardino) Fault zone is located approximately 7 kilometers from the site and is capable of 

producing a Magnitude 7.4 earthquake. Ground shaking originating from earthquakes along 

other active faults in the region is expected to induce lower horizontal accelerations due to 

smaller anticipated earthquakes and/or greater distances to other faults. 

The seismic design acceleration parameters for the project site are provided on the following 

page based on the ASCE/SEI 7-22 American Society of Civil Engineers (ASCE) website, 

https://asce7hazardtool.online/. The ASCE/SEI 7-22 report is attached is Appendix C 

Seismic Design Acceleration Parameters 

Latitude 34.109 
Lonqitude -117.254 
Site Class D 
Risk Category II 
Peak Ground Acceleration PGAM = 0.82 
Adjusted Maximum Acceleration SMs = 2.4 

SM1 = 2.83 
Design Spectral Response Acceleration Parameters Sos= 1.6 

So1 = 1.88 
Mapped Spectral Response Acceleration Ss = 2.45 

S1 = 0.97 

Use of these values is dependent on the latest requirements of the ASCE, 11-4.8, Exception 2 

that requires the value of the seismic response coefficient Cs be determined by Equation 12.8.2 

for values of T~ 1.5Ts and taken as equal to 1.5 times the value computed in accordance with 

either 12.8-3 for TL.:::,T.:::,1.5Ts or Equation 12.8-4 for T>TL. Computations and verification of 

these conditions is referred to the structural engineer. 
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6.0 Liquefaction Evaluation 

The site is expected to experience ground shaking and earthquake activity that is typical of the 

Southern California area. It is during severe shaking that loose, granular soils below the 

groundwater table can liquefy. Based on review of the County of San Bernardino County Land 

Use Plan - General Plan - Geologic Hazard Overlays (2009), the site lies within a zone of 

"Suspected Liquefaction Susceptibility". A review with the State of California Department of 

Water Recourses of nearby water well located approximately 0.8 miles from the subject site 

revealed historical groundwater levels at a depth of about 26 feet below ground surface in 1982. 

Therefore, the design of the planned foundation shall include moderate mitigation to alleviate 

the effects of seismic induced settlements by incorporating either a post-tensioned slab design, 

mat foundation or a system of shallow wall and column footings connected with concrete grade 

beams to provide increased stiffness to the foundation system 

A review of the exploratory boring log and the laboratory test results on selected soil samples 

obtained indicate the following soil classifications, field blowcounts and amounts of fines 

passing through the No. 200 sieve. 

Field Blowcount and Gradation Data 

8-3 SM Dense 21 
8-3 SW Dense 6 
8-3 SW Ve Dense 7 
8-3 SW Ve Dense 6 
8-3 SW >85 Ve Dense 6 
8-3 SM 10 Medium Dense 20 
B-3 SM/SC 12 Medium Dense 45 
8-3 SW 37 Dense 6 
8-3 SM 34 Dense 16 
8-3 SM 31 Dense 16 
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Our liquefaction evaluation utilized the nearest mode of predominate Magnitude 6. 7 Mw 

earthquake in our earthquake in our calculations. The analysis indicates the potential for 

liquefaction at this site to be high based upon a historic groundwater depth of about 26 feet 

deep and a Peak Ground Acceleration (PGAM) of 0.97g. The associated seismic-induced 

settlements would be on the order of 3 inches and would occur rather uniformly across the site. 

Differential settlements would be on the order of 2 inches over a 50-foot (horizontal) distance. 

7.0 Infiltration Characteristics 

Infiltration tests within the site were performed to provide preliminary infiltration rates for the 

purpose of planning and design of an on-site water disposal system. A truck mounted Simco 

2800 Drill Rig equipped with a hollow stem auger was used to excavate the exploratory borings 

to depths of 5 and 10 below existing ground surface. The borings consisted of eight-inch 

diameter test holes. A three-inch diameter perforated PVC casing with solid end cap was 

installed in the borings and then surrounded with gravel materials to prevent caving. 

The infiltration holes were carefully filled with clean water and refilled after two initial readings. 

Based upon the initial rates of infiltration at each location, test measurements were measured at 

selected maximum intervals thereafter. Measurements were obtained by using an electronic 

tape measure with 1 /16-inch divisions and timed with a stopwatch. The field infiltration rate was 

computed using a reduction factor - Rt based on the field measurements with our calculations 

given in Appendix E. Based upon the results of our testing, the soils encountered in the 

planned on-site drainage disposal system area exhibit the following infiltration rates. 

10' 4.3 in/hr 
B-2 10' 2.9 in/hr 

The correction factors, CFv and CFs are given below based on soils at 5 and 10 feet from our 

field tests. 
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a) CFv = 1.0 based on uniform soils encountered in two borings for infiltration tests. 

b) CFs = 2.0 for long-term siltation, plugging and maintenance. The subsurface soils 

are likely to have some plugging and regular maintenance of storm water 

discharge devices is required. 

Thus, the subsurface soils encountered in the proposed on-site drainage disposal system shall 

utilize the design infiltration rates based on a safety factor of 2.0 as required by the county 

standard. All systems must meet the latest county specifications and the California Regional 

Water Quality Control Board (CRWQCB) requirements. 

It is recommended that foundations shall be setback a minimum distance of 10 feet from the 

drainage disposal system and the bottom of footing shall be a minimum of 10 feet from the 

expected zone of saturation. The boundary of the zone of saturation may be assumed to 

project downward from the top of the permeable portion of the disposal system at an inclination 

of 1 to 1 or flatter, as determined by the geotechnical engineer. 

8.0 Conclusions and Recommendations 

Based upon our evaluations, the proposed development is acceptable from a geotechnical 

engineering standpoint. By following the recommendations and guidelines set forth in our 

report, the structures will be safe from excessive settlements under the anticipated design 

loadings and conditions. The proposed development shall meet all requirements of the City 

Building Ordinance and will not impose any adverse effect on existing adjacent structures. 

The following recommendations are based upon soil conditions encountered in our field 

investigation; these near-surface soil conditions could vary across the site. Variations in the soil 

conditions may not become evident until the commencement of grading operations for the 

proposed development and revised recommendations from the soils engineer may be 

necessary based upon the conditions encountered. 
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It is recommended that site inspections be performed by a representative of this firm during all 

grading and construction of the development to verify the findings and recommendations 

documented in this report. Any unusual conditions which may be encountered in the course of 

the project development may require the need for additional study and revised 

recommendations. 

8.1 Site Grading Recommendations 

Any vegetation and/or demolition debris shall be removed and hauled from proposed grading 

areas prior to the start of grading operations. Existing vegetation shall not be mixed or disced 

into the soils. Any removed soils may be reutilized as compacted fill once any deleterious 

material or oversized materials (in excess of eight inches) is removed. Grading operations shall 

be performed in accordance with the attached Specifications for Placement of Compacted Fill. 

8.1.1 Removal and Recompaction Recommendations 

All disturbed soils and/or fill (about 1 to 2 feet below ground surface) shall be removed to 

competent native material, the exposed surface scarified to a depth of 12 inches, brought to 

within 2% of optimum moisture content and compacted to a minimum of 90% of the laboratory 

standard (ASTM: D 1557) prior to placement of any additional compacted fill soils, foundations, 

slabs-on-grade and pavement. The upper 12 inches of soils beneath building slabs shall be 

compacted to a minimum of 95% relative compaction. Grading shall extend a minimum of five 

horizontal feet outside the edges of foundations or equidistant to the depth of fill placed, 

whichever is greater. 

It is possible that isolated areas of undiscovered fill not described in this report are present on 

site; if found, these areas should be treated as discussed earlier. A diligent search shall also be 

conducted during grading operations in an effort to uncover any underground structures, 

irrigation or utility lines. If encountered, these structures and lines shall be either removed or 

properly abandoned prior to the proposed construction. 

Any imported fill material should be preferably soil similar to the upper soils encountered at the 

subject site. All soils shall be approved by this firm prior to importing at the site and will be 

subjected to additional laboratory testing to assure concurrence with the recommendations 

stated in this report. 
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If placement of slabs-on-grade and pavement is not completed immediately upon completion of 

grading operations, additional testing and grading of the areas may be necessary prior to 

continuation of construction operations. Likewise, if adverse weather conditions occur which 

may damage the subgrade soils, additional assessment by the soils engineer as to the 

suitability of the supporting soils may be needed. 

Care should be taken to provide or maintain adequate lateral support for all adjacent 

improvements and structures at all times during the grading operations and construction phase. 

Adequate drainage away from the structures, pavement and slopes should be provided at all 

times. 

8.1.2 Fill Blanket Recommendations 

Due to the potential for differential settlement of foundations placed on compacted fill and native 

materials, it is recommended that all foundations and floor slab areas be underlain by a uniform 

compacted fill blanket at least two feet in thickness. This fill blanket shall extend a minimum of 

five horizontal feet outside the edges of foundations or equidistant to the depth of fill placed, 

whichever is greater. 

8.2 Shrinkage and Subsidence 

Results of our in-place density tests reveal that the soil shrinkage will be on the order of 5 to 

10% due to excavation and recompaction, based upon the assumption that the fill is compacted 

to 92% of the maximum dry density per ASTM standards. Subsidence should be 0.2 feet due to 

earthwork operations. The volume change does not include any allowance for vegetation or 

organic stripping, removal of subsurface improvements, or topographic approximations. 

Although these values are only approximate, they represent our best estimate of lost yardage, 

which will likely occur during grading. If more accurate shrinkage and subsidence factors are 

needed, it is recommended that field testing the actual equipment and grading techniques 

should be conducted. 

8.3 Temporary Excavations 

Temporary unsurcharged excavations in the existing site materials may be made at vertical 

inclinations up to 4 feet in height unless cohesionless soils are encountered. In areas where 

soils with little or no binder are encountered, where adverse geological conditions are exposed, 
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or where excavations are adjacent to existing structures, shoring or flatter excavations may be 

required. The temporary cut slope gradients given above do not preclude local raveling and 

sloughing. All excavations shall be made in accordance with the requirements of the soils 

engineer, CAL-OSHA and other public agencies having jurisdiction. Care should be taken to 

provide or maintain adequate lateral support for all adjacent improvements and structures at all 

times during the grading operations and construction phase. 

8.4 Foundation Design 

All foundations may be designed utilizing the following allowable bearing capacities for an 

embedded depth of 18 inches into approved engineered fill with the corresponding widths: 

1.5 2000 2500 
2.0 2075 2575 
4.0 2375 2875 

2500 3000 

The bearing value may be increased by 500 psf for each additional foot of depth in excess of 

the 18-inch minimum depth, up to a maximum of 4,000 psf. A one-third increase may be used 

when considering short-term loading and seismic forces. Any foundations located along 

property line or where lateral overexcavation is not possible may utilize an allowable bearing 

capacity of 1,500 psf embedded into competent native soils. All foundations shall be reinforced 

a minimum of two No. 4 bars, top and bottom. A representative of this firm shall inspect all 

foundation excavations prior to pouring concrete. 

As stated earlier, it is recommended that the foundation include moderate mitigation to alleviate 

the effects of seismic induced settlements by incorporating either a post-tensioned slab design, 

mat foundation or a system of shallow wall and column footings connected with concrete grade 

beams to provide increased stiffness to the foundation system. 

8.5 Settlement Analysis 

Resultant pressure curves for the consolidation tests are shown on Plates B to C. 

Computations utilizing these curves and the recommended allowable soil bearing capacities 

reveal that the foundations will experience settlements on the order of ¾ inch and differential 

settlements of less than¼ inch. 
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The following values may be utilized in resisting lateral loads imposed on the structure. 

Requirements of the California Building Code should be adhered to when the coefficient of 

friction and passive pressures are combined. 

Coefficient of Friction - 0.40 

Equivalent Passive Fluid Pressure= 250 lbs./cu.ft. 

Maximum Passive Pressure = 2,500 lbs./cu.ft. 

The passive pressure recommendations are valid only for approved compacted fill soils or 

competent native materials. 

8. 7 Retaining Wall Design Parameters 

Active earth pressures against retaining walls will be equal to the pressures developed by the 

following fluid densities. These values are for granular backfill material placed behind the 

walls at various ground slopes above the walls. 

Level 30 
5 to 1 35 
4 to 1 38 
5 to 1 30 
-4 to 1 45 

Any applicable short-term construction surcharges and seismic forces should be added to the 

above lateral pressure values. An equivalent fluid pressure of 45 pct may be utilized for the 

restrained wall condition with a level grade behind the wall. 

The seismic-induced lateral soil pressure for walls greater than 6 feet may be computed using a 

triangular pressure distribution with the maximum value at the top of the wall. The maximum 

lateral pressure of (20 pct) H where H is the height of the retained soils above the wall footing 

should be used in final design of retaining walls. Sliding resistance values and passive fluid 

pressure values may be increased by 1/3 during short-term wind and seismic loading 

conditions. 
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All walls shall be waterproofed as needed and protected from hydrostatic pressure by a reliable 

permanent subdrain system. The subsurface drainage system shall consist of a four-inch 

diameter perforated PVC pipe encased with gravel and wrapped with filter fabric. The granular 

backfill to be utilized immediately adjacent to retaining walls shall consist of an approved select 

granular soil with a sand equivalency greater than 30. This backfill zone of free draining 

material shall consist of a wedge beginning a minimum of one horizontal foot from the base of 

the wall extending upward at an inclination of no less than ¾ to 1 (horizontal to vertical). 

8.8 Slab Design 

All concrete slabs shall be a minimum of six inches in thickness in the proposed warehouse 

areas and four inches in office and hardscape and placed on approved subgrade soils 

compacted to a minimum of 95% of the laboratory standard in the upper 12 inches. Additional 

reinforcement requirements and an increase in thickness of the slabs-on-grade may be 

necessary based upon soils expansion potential and proposed loading conditions in the 

structures and should be evaluated further by the project engineers and/or architect. 

A vapor retarder (10-mil minimum thickness) should be utilized in areas which would be 

sensitive to the infiltration of moisture. This retarder shall meet requirements of ASTM E 96, 

Water Vapor Transmission of Materials and ASTM E 1745, Standard Specification for Water 

Vapor Retarders used in Contact with Soil or Granular Fill Under Concrete Slabs. The vapor 

retarder shall be installed in accordance with procedures stated in ASTM E 1643, Standard 

practice for Installation of Water Vapor Retarders used in Contact with Earth or Granular Fill 

Under Concrete Slabs. 

The moisture retarder may be placed directly upon compacted subgrade soils conditioned to 

near optimum moisture levels, although one to two inches of sand beneath the membrane is 

desirable. The subgrade upon which the retarder is placed shall be smooth and free of rocks, 

gravel or other protrusions which may damage the retarder. Use of sand above the retarder is 

under the purview of the structural engineer; if sand is used over the retarder, it should be 

placed in a dry condition. 
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The table below provides a preliminary pavement design based upon an estimated R-Value of 

65 for the subgrade soils for the proposed pavement areas. An updated pavement design may 

be provided upon completion of pending laboratory testing of the near surface soils. Final 

pavement design may need to be based on R-Value testing of the subgrade soils near the 

conclusion of site grading to assure that these soils are consistent with those assumed in this 

preliminary design. The recommendations are based upon estimated traffic loads. Client 

should submit any other anticipated traffic loadings to the geotechnical engineer, if necessary, 

so that pavement sections may be reviewed to determine adequacy to support the proposed 

loadings. 

OT. Traffic Index Asphalt (in.) Base Material (in.) 

Automobile Parking Stalls 4.0 3.0 3.0 

Light Vehicle Circulation Areas 5.5 3.5 5.5 

Heavy Truck Access Areas 7.0 4.0 8.0 

Any concrete slab-on-grade in pavement areas shall be a minimum of six inches in thickness 

and may be placed on approved subgrade soils. 

All pavement areas shall have positive drainage toward an approved outlet from the site. Drain 

lines behind curbs and/or adjacent to landscape areas should be considered by client and the 

appropriate design engineers to prevent water from infiltrating beneath pavement. If such 

infiltration occurs, damage to pavement, curbs and flow lines, especially on sites with expansive 

soils, may occur during the life of the project. 

Any approved base material shall consist of a Class II aggregate or equivalent and should be 

compacted to a minimum of 95% relative compaction. All pavement materials shall conform to 

the requirements set forth by the City of Fontana. The base material; and asphaltic concrete 

should be tested prior to delivery to the site and during placement to determine conformance 

with the project specifications. A pavement engineer shall designate the specific asphalt mix 

design to meet the required project specifications. 
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Trenches from installation of utility lines and other excavations may be backfilled with on-site 

soils or approved imported soils compacted to a minimum of 90% relative compaction. All utility 

lines shall be properly bedded with clean sand having a sand equivalency rating of 30 or more. 

This bedding material shall be thoroughly water jetted around the pipe structure prior to 

placement of compacted backfill soils. 

8.11 Corrosion Design Criteria 

Representative samples of the surficial soils, typical of the subgrade soils expected to be 

encountered within foundation excavations and underground utilities were tested for corrosion 

potential. The minimum resistivity value obtained for the samples tested is representative of an 

environment that may be severely corrosive to metals. The soil pH value was considered 

moderately alkaline and may not have a significant effect on soil corrosivity. Consideration 

should be given to corrosion protection systems for buried metal such as protective coatings, 

wrappings or the use of PVC where permitted by local building codes. 

According to Table 4.3.1 of ACI 318 Building Code and Commentary, these contents revealed 

negligible sulfate concentrations. Therefore, a Type II cement according to latest CBC 

specifications may be utilized for building foundations at this time. It is recommended that 

additional sulfate tests be performed at the completion of site grading to assure that the as 

graded conditions are consistent with the recommendations stated in this design. Corrosion test 

results may be found on the attached Table Ill. 

8.12 Expansive Soil 

The upper on-site soils are very low in expansion potential (El 0-20). When soils have an 

expansion index (El) of 20 or more, special attention should be given to the project design and 

maintenance. The attached Expansive Soil Guidelines should be reviewed by the engineers, 

architects, owner, maintenance personnel and other interested parties and considered during 

the design of the project and future property maintenance. 
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The recommendations and conclusions contained in this report are based upon the soil 

conditions uncovered in our test excavations. No warranty of the soil condition between our 

excavations is implied. NorCal Engineering should be notified for possible further 

recommendations if unexpected to unfavorable conditions are encountered during construction 

phase. It is the responsibility of the owner to ensure that all information within this report is 

submitted to the Architect and appropriate Engineers for the project. 

A preconstruction conference should be held between the developer, general contractor, 

grading contractor, city inspector, architect, and soil engineer to clarify any questions relating to 

the grading operations and subsequent construction. Our representative should be present 

during the grading operations and construction phase to certify that such recommendations are 

complied within the field. 

This geotechnical investigation has been conducted in a manner consistent with the level of 

care and skill exercised by members of our profession currently practicing under similar 

conditions in the Southern California area. No other warranty, expressed or implied is made. 

We appreciate this opportunity to be of service to you. If you have any further questions, please 

do not hesitate to contact the undersigned. 

Respectfully submitted, 
NORCAL ENGINEERING 

~4-
Keith D. Tucker 
Project Engineer 
R.G.E. 841 

NorCal Engineering 

-?-?~---
Mike Barone 
Project Manager 
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SPECIFICATIONS FOR PLACEMENT OF COMPACTED FILL 

Any existing low-density soils and/or saturated soils shall be removed to competent natural soil 

under the inspection of the Geotechnical Engineering Firm. After the exposed surface has been 

cleansed of debris and/or vegetation, it shall be scarified until it is uniform in consistency, 

brought to the proper moisture content and compacted to a minimum of 90% relative 

compaction (in accordance with ASTM: D 1557). 

In any area where a transition between fill and native soil or between bedrock and soil are 

encountered, additional excavation beneath foundations and slabs will be necessary in order to 

provide uniform support and avoid differential settlement of the structure. 

Material for Fill 

The on-site soils or approved import soils may be utilized for the compacted fill provided they 

are free of any deleterious materials and shall not contain any rocks, brick, asphaltic concrete, 

concrete or other hard materials greater than eight inches in maximum dimensions. Any import 

soil must be approved by the Geotechnical Engineering firm a minimum of 72 hours prior to 

importation of site. 

Placement of Compacted Fill Soils 

The approved fill soils shall be placed in layers not excess of six inches in thickness. Each lift 

shall be uniform in thickness and thoroughly blended. The fill soils shall be brought to within 2% 

of the optimum moisture content, unless otherwise specified by the Soils Engineering firm. 

Each lift shall be compacted to a minimum of 90% relative compaction (in accordance with 

ASTM: D 1557) and approved prior to the placement of the next layer of soil. Compaction tests 

shall be obtained at the discretion of the Geotechnical Engineering firm but to a minimum of one 

test for every 500 cubic yards placed and/or for every 2 feet of compacted fill placed. 
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The minimum relative compaction shall be obtained in accordance with accepted methods in the 

construction industry. The final grade of the structural areas shall be in a dense and smooth 

condition prior to placement of slabs-on-grade or pavement areas. No fill soils shall be placed, 

spread or compacted during unfavorable weather conditions. When the grading is interrupted 

by heavy rains, compaction operations shall not be resumed until approved by the Geotechnical 

Engineering firm. 

Grading Observations 

The controlling governmental agencies should be notified prior to commencement of any 

grading operations. This firm recommends that the grading operations be conducted under the 

observation of a Geotechnical Engineering firm as deemed necessary. A 24-hour notice must 

be provided to this firm prior to the time of our initial inspection. 

Observation shall include the clearing and grubbing operations to assure that all unsuitable 

materials have been properly removed; approve the exposed subgrade in areas to receive fill 

and in areas where excavation has resulted in the desired finished grade and designate areas 

of overexcavation; and perform field compaction tests to determine relative compaction 

achieved during fill placement. In addition, all foundation excavations shall be observed by the 

Geotechnical Engineering firm to confirm that appropriate bearing materials are present at the 

design grades and recommend any modifications to construct footings. 
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EXPANSIVE SOIL GUIDELINES 
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The following expansive soil guidelines are provided for your project. The intent of these 

guidelines is to inform you, the client, of the importance of proper design and maintenance of 

projects supported on expansive soils. You, as the owner or other interested party, should 

be warned that you have a duty to provide the information contained in the soil report 

including these guidelines to your design engineers, architects, landscapers and other 

design parties in order to enable them to provide a design that takes into consideration 

expansive soils. 

In addition, you should provide the soil report with these guidelines to any property manager, 

lessee, property purchaser or other interested party that will have or assume the responsibility 

of maintaining the development in the future. 

Expansive soils are fine-grained silts and clays which are subject to swelling and contracting. 

The amount of this swelling and contracting is subject to the amount of fine-grained clay 

materials present in the soils and the amount of moisture either introduced or extracted from the 

soils. Expansive soils are divided into five categories ranging from "very low" to "very high". 

Expansion indices are assigned to each classification and are included in the laboratory testing 

section of this report. If the expansion index of the soils on your site, as stated in this report, is 

21 or higher, you have expansive soils. The classifications of expansive soils are as follows: 

Classification of Expansive Soil* 

Expansion Index Potential Expansion 
0-20 Very Low 

21-50 Low 
51-90 Medium 

91-130 High 
Above 130 Very High 

*From Table 18A-I-B of California Building Code (1988) 
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When expansive soils are compacted during site grading operations, care is taken to place the 

materials at or slightly above optimum moisture levels and perform proper compaction 

operations. Any subsequent excessive wetting and/or drying of expansive soils will cause the 

soil materials to expand and/or contract. These actions are likely to cause distress of 

foundations, structures, slabs-on-grade, sidewalks and pavement over the life of the structure. 

It is therefore imperative that even after construction of improvements, the moisture 

contents are maintained at relatively constant levels, allowing neither excessive wetting 

or drying of soils. 

Evidence of excessive wetting of expansive soils may be seen in concrete slabs, both interior 

and exterior. Slabs may lift at construction joints producing a trip hazard or may crack from the 

pressure of soil expansion. Wet clays in foundation areas may result in lifting of the structure 

causing difficulty in the opening and closing of doors and windows, as well as cracking in 

exterior and interior wall surfaces. In extreme wetting of soils to depth, settlement of the 

structure may eventually result. Excessive wetting of soils in landscape areas adjacent to 

concrete or asphaltic pavement areas may also result in expansion of soils beneath pavement 

and resultant distress to the pavement surface. 

Excessive drying of expansive soils is initially evidenced by cracking in the surface of the soils 

due to contraction. Settlement of structures and on-grade slabs may also eventually result 

along with problems in the operation of doors and windows. 

Projects located in areas of expansive clay soils will be subject to more movement and "hairline'' 

cracking of walls and slabs than similar projects situated on non-expansive sandy soils. There 

are, however, measures that developers and property owners may take to reduce the amount of 

movement over the life the development. The following guidelines are provided to assist you in 

both design and maintenance of projects on expansive soils: 
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• Drainage away from structures and pavement is essential to prevent excessive 

wetting of expansive soils. Grades should be designed to the latest building code 

and maintained to allow flow of irrigation and rain water to approved drainage 

devices or to the street. Any "ponding" of water adjacent to buildings, slabs and 

pavement after rains is evidence of poor drainage; the installation of drainage 

devices or regrading of the area may be required to assure proper drainage. 

Installation of rain gutters is also recommended to control the introduction of 

moisture next to buildings. Gutters should discharge into a drainage device or onto 

pavement which drains to roadways. 

• Irrigation should be strictly controlled around building foundations, slabs and 

pavement and may need to be adjusted depending upon season. This control is 

essential to maintain a relatively uniform moisture content in the expansive soils and 

to prevent swelling and contracting . Over-watering adjacent to improvements may 

result in damage to those improvements. NorCal Engineering makes no specific . 

recommendations regarding landscape irrigation schedules . 

• Planting schemes for landscaping around structures and pavement should be 

analyzed carefully . Plants (including sod) requiring high amounts of water may result 

in excessive wetting of soils. Trees and large shrubs may actually extract moisture 

from the expansive soils, thus causing contraction of the fine-grained soils. 

• Thickened edges on exterior slabs will assist in keeping excessive moisture from 

entering directly beneath the concrete. A six-inch thick or greater deepened edge on 

slabs may be considered. Underlying interior and exterior slabs with 6 to 12 inches 

or more of non-expansive soils and providing presaturation of the underlying clayey 

soils as recommended in the soil report will improve the overall performance of on

grade slabs. 
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• Increase the amount of steel reinforcing in concrete slabs, foundations and other 

structures to resist the forces of expansive soils. The precise amount of reinforcing 

should be determined by the appropriate design engineers and/or architects. 

• Recommendations of the soil report should always be followed in the development of 

the project. Any recommendations regarding presaturation of the upper subgrade 

soils in slab areas should be performed in the field and verified by the Soil Engineer. 
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MAJOR DIVISION GRAPHIC LETTER TYPICAL DESCRIPTIONS 
~VMRnl .!;VMROI 

0 l:;:'J, 
WELL-GRADED GRAVELS, GRAVEL. oO,o GW 

CLEAN GRAVELS 
SAND MIXTURES, LITTLE OR NO FINES 

GRAVEL i:-C 
ANO (LITTLE OR NO • GRAVELLY FINES) - POORLY-GRADED GRAVELS, S011.S ••• GP GRAVEL-SAND MIXTURES, UTILE 

COARSE ..... OR NO FINES 
GRAINED 
SOILS 

MORE THAN SIL TY GRAVELS, GRAVEL-SAND-
GRAVELS GM 

50%OF WITH FINES 
SILT MIXTURES 

COARSE 
FRACTION (APPRECIABLE . J "/.,., . 
RETAINED ON 

I~ 
CLAYEY GRAVELS, GRAVEL-SAND-AMOUNT OF GC 

N0.4S1EVE FINES\ CLAY MIXTURES 

ri':,,'.-. • .;.", ,,_.,. . .,..~, WELL-GRADED SANDS, GRAVELLY ....... SW SANDS, LITTLE OR NO FINES 
SAND CLEAN SAND 

,:.,. . .,. . .,. 
•• _ ... _ .. '!. 

AND (LITTLE OR NO .... · .. : ..... 
SANDY FINES) . . " . . "' ........ POORLY-GRADED SANDS, GRAVEL-MORE THAN SOILS . ,._. .. ·. •: ,:. •,,·. SP LY SANDS, LITTLE OR NO FINES 50%OF 

11 ...... 

MATERIAL 
. •:.-" ... ·,,:,, ~:_. 

IS.!AB.GEB .. ... 
THAN NO. MORE THAN 

. . .. 
SILTY SANDS, SAND-SILT . . . SM 

200 SIEVE 50%OF SANDS WITH • • . MIXTURES 
SfZE COARSE F!NE . . . . 

FRACTION (APPRECIABLE 

~ fASS!~~ON AMOUNT OF CLAYEY SANDS, SAND-CLAY 
N0.4S1EVE FINES) . ·0 SC 

MIXTURES 
" " ·.:.-. . . 

INORGANIC SIL TS AND VERY FINE 
ML SANDS, ROCK FLOUR, SIL TY OR 

CLAYEY FINE SANDS OR CLAYEY 
SIL TS WITH SLIGHT PLASTICITY 

W/~ INORGANIC CLAYS OF LOW TO 
FINE SILTS UQUIDLIMIT CL MEDIUM PLASTICITY, GRAVELLY 
GRAINED AND I r:i:::i::: THAN FilJ ~ CLAYS, SANDY CLAYS, SILTY 
SOILS CLAYS Cl.A YS LEAN CLAYS - - - ' - - - ORGANIC Sil TS AND ORGANIC 

i-... - - • Ol Sil TY CLAYS OF LOW PLASTICITY - - -~ - - . - - -
MH 

INORGANIC SIL TS, MICACEOUS OR 
DIATOMACEOUS FINE SAND OR 

MORE THAN SILTY SOILS 

50¾OF 

~ MATERIAL 
SILTS LIQUID LIMIT CH INORGANIC CLAYS OF HIGH 

IS§M8LI.EB AND ~THAN PLASTICITY, FAT CLAYS 
THAN NO. 

CLAYS 50 
200S1EVE ........ ,, .,,. . .,,..,,. . 
SIZE .,.:;.,-.,,:;.,-.,,.:;.,,_.. ORGANIC CLAYS OF MEDIUM TO r}f;f;;~ OH HIGH PLASTICITY. ORGANIC SILTS 

;.,,~:'~ ... ..-'.: 
~ PEAT, HUMUS, SWAMP SOILS WITH 

HIGHLY ORGANIC SOILS 
- __;·-"'"-~ 
~ ......... PT HIGH ORGANIC CONTENTS 
-.-.,,_A 

NOTJ:;; DUAL SYMBOLS ARE USED TO INDICATE BORDERLINE SOIL CLASSIFICATIONS 

UNIFIED SOIL CLASSIFICATION SYSTEM 
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KEY: 

■ Indicates 2.5~inch Inside Diameter. Ring Sample. 

[8J Indicates 2-inch OD Split Spoon Sample (SPT). 

[SJ Indicates Shelby Tube Sample. 

DJ Indicates No Recovery. 

I] Indicates SPT with 140# Hammer 30 in. Drop. 

~ Indicates Bulk Sample. 

~ Indicates Small Bag Sample. 

[] Indicates Non-Standard 

lII Indicates Core Run. 

COMPONENT DEFINITIONS 

COMPONENT SIZE RANGE 

Boulders Larger than 12 in 
Cobbles 3 in to 12 in 
Gravel 3 in to No 4 (4.5mm ) 
Coarse gravel 3 in to 3/4 in 
Fine gravel 3/4 in to No 4 ( 4.5mm ) 
Sand No. 4 ( 4.5mm ) to No. 200 ( 0.074mm) 
Coarse sand No. 4 ( 4.5 mm) to No. 10 ( 2.0 mm) 
Medium sand No. 10 ( 2.0 mm) to No. 40 ( 0.42 mm) 
Fine sand No. 40 ( 0.42 mm) to No. 200 ( 0.074 mm) 
Sill and Clay Smaller than No. 200 I 0.074 mm) 

COMPONENT PROPORTIONS 

DESCRIPTIVE TERMS RANGE OF PROPORTION 

Trace 1-5% 
Few 5-10% 
Little 10-20% 
Some 20-35% 
And 35 • 50% 

MOISTURE CONTENT 

DRY 

DAMP 

MOIST 

WET 

Absence of moisture. dusty, 
dry lo the touch. 
Some perceptible 
moisture; below optimum 
No visible water. near optimum 
moisture _content 
Visible free water, usually 
soil is below water fable. 

RELATIVE DENSITY OR CONSISTENCY VERSUS SPT N •VALUE 

COHESIONLESS SOILS COHESIVE SOILS 

Density N ( blows/ft ) Consistency N (blows/ft ) Approximate 
Undrained Shear 

Strength (psf) 

Very Loose 0 to4 Very Soft 0 lo2 <250 
Loose 4 to 10 Solt 2to4 250- 500 
Medium Dense 10 to 30 Medium Stiff 4108 500- 1000 
Dense 30 to 50 Stiff 8 to 15 1000 • 2000 
Very Dense over 50 Very Stiff 15 to 30 2000-4000 

Hard over 30 '> 4000 
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Log of Boring B-1 

Boring Location: 6th St and Del Rosa Dr, Highlan ~ 

Date of Drilling: 6/1/2022 Groundwater Depth: None Encountered 

Drilling Method: Drill Rig 

Hammer Weight: 140 lbs Drop: 30" 

Surface Elevation: Not Measured 

Depth Lith-
(feet) ology Material Description 

-0 
- . . . 
-

. 
- . 
-

-5 

- . 
-

-

I-

-10 

-
-
-

I-

>-15 

I-

I-

-
-
-20 

-
-
-
I-

-25 

-
I-

-

-

-30 

-

-

-
-

-35 

~ 
~ 
::, 

8 
C 
<I) 

15 
C 

~ 
(!) 

FILL 

\

Silty (fine to coarse grained) SAND with roots, gravel, small cobble / 

'---B_r_ow_n-'''--l_oo_s_e..:..,_d_,ry'--------------------------' 
NATURAL 

\

Slightly silty (fine to coarse grained) SAND with occasional gravel / 

,__B_ro_w_n,~m_ed_i_u_m_d_e_n_s_e_, d_a_m~p~---------------~ 
Silty (fine to medium grained) SAND with occasional gravel 
Dark brown to brown, medium dense, damp 

Boring completed at depth of 1 0' 
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Samples 

3 Jg 
0 C - :, mo 

0 
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Log of Boring B-2 

Boring Location: 6th St and Del Rosa Dr, Highlan 1 

Date of Drilling: 6/1/2022 Groundwater Depth: None Encountered 

Drilling Method: Drill Rig 

Hammer Weight: 140 lbs Drop: 30" 

Surface Elevation: Not Measured 

Depth Lith-
(feet) ology Material Description 

-0 . . . . FILL 
- - . - -0 

: [I! 
·- ~ t- - -- . ::, 

- - 8 : C - - Q) 

- - . 0 
- - . - - C 

. ~ 
-5 C) 

. 

Silty (fine to coarse grained) SAND with roots, gravel, small cobble 
~ Brown, loose, dry / 

NATURAL 

\
Slightly silty (fine to coarse grained) SAND with occasional gravel / 

~B_ro_w_n-',_m_ed_i_um_d_e_n_s_e_, d_a_m-'p~ _______________ ___, 
Silty (fine to medium grained) SAND with occasional gravel 

t- - . - -- . - . Dark brown to brown, medium dense, moist 
-

t- - . 
-- . 

t- . - .. 
t- . . -. . 
,_ 10 - .. 

Boring completed at depth of 1 0' 
t-

t-

t-

t-

-15 

-

-
-
-
-20 

-
-
-
-
-25 

-
t-

t-

t-

,-30 

t-

t-

t-

t-

,_35 
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Boring Location: 6th St and Del Rosa Dr, Highlan1~ 

Date of Drilling: 6/1/2022 Groundwater Depth: None Encountered 

Drilling Method: Drill Rig 

Hammer Weight: 140 lbs Drop: 30" 

Surface Elevation: Not Measured 

Depth Lith- Samples Laboratory 

(feet) ology Material Description ~J!? f ~ ~ 0 
Cl) ::, 

~iii "' i: Q, 0 C - QI 
>, - ::, Ill cc C 2 
I- mo ~ ii: C Cl) 

0 

-o (.) C u 
. . .. FILL . - "" . . ~ [\ Silty (fine to coarse grained) SAND with roots, gravel, small cobble I - . ' ' ... ~ Brown, loose, dry [j : :, 

8 - ,. .. C: 

~NATURAL I 
.• Q) 

0 Slightly silty (fine to coarse grained) SAND with occasional gravel - C: .. : ..... 
~ 

-5 . . . (!) Brown, medium dense, damp 
~· , ... Silty (fine to medium grained) SAND with occasional gravel 

~ - Dark brown to brown, medium dense, moist 4/5/6 9.1 9.1 21 
. .. 

I- .• 
I-

.. . :: ,: 
·-
: - .. Slightly silty (fine to coarse grained) SAND with gravel, occasional small 

-10 cobble 

~ . .. 6/8/9 3.4 3.4 6 - Light brown, medium dense to dense, damp . 
.. . ... . -

- .. .. 
- . . .. -• ,. .. 
-15 . .. 

~ . . 
14/14/18 3.2 3.2 7 - :. 

- .. . .. 
. 

- ~- , ... 
.. . - .. 

-20 . . . 
.. 

~ - 17/18/11 2.0 2.1 6 
.. 

I-

.. ', . . 
I- . .. 

., - : . 
-25 

,. 

.. 

~ - 35/>50 2.5 2.5 8 
. .• 

-

- .. . 
. - . 

-30 

~ - 12/6/4 8.1 1.1 20 
... Silty (fine grained) SAND to Sandy SILT . . - .. 

Brown, medium stiff, moist . •'• .. - .. . . 
. . • -

-35 ' ' 
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Boring Location: 6th St and Del Rosa Dr, Highlan1~ 

Log of Boring B-3 

Date of Drilling: 6/1/2022 Groundwater Depth: None Encountered 

Drilling Method: Drill Rig 

Hammer Weight: 140 lbs Drop: 30" 

Surface Elevation: Not Measured 

Depth 
(feet) 

~35 

-
r-

-
f-

--40 

f-

f-

-

-
-45 

-
-
-
-

-50 

-

-

-

-

-55 

-

-

-

-

-60 

-

-
-

-

~65 

-

-

-
r-

~70 

Lith-
ology 

•'• 

•' .. :..-

. 

. . 

. . . 

. 
. 
. 

.. 

~ :"' . 
. 

. . . 

Material Description 

Silty (fine grained) SAND to Sandy SILT 
Brown, medium stiff, moist 

Slightly silty (fine to medium grained) SAND with occasional gravel 
Brown, dense, moist 

Boring completed at depth of 51.5' 

N orCal Engineering 

Samples Laboratory 

:I: .I!? ~ ~ ;f!. 
Q) ::, 

~iii "' ... Q, 0 C +' QI C 

~ - ::, 1/J cc .5 ~ mo ~ Q) IL 0 
0 C 0 

~ 9/5/7 20.2 45 

~ 18/21/16 4.9 6 

~ 17/21/13 10.9 16 

~ 10/15/16 11.6 18 

4 
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Boring Location: 6th St and Del Rosa Dr, Highlan1~ 

Date of Drilling: 6/1/2022 Groundwater Depth: None Encountered 

Drilling Method: Drill Rig 

Hammer Weight: 140 lbs Drop:30" 

Surface Elevation: Not Measured 

Depth Lith- Samples Laboratory 

(feet) ology Material Description ~ J!l ~ ~ ;/!. 
QI :s ,,, ... 
C. 0 C - (';'iii GI C 

"' C GI 

~ - :s cc 
ii: s Ill 0 ~ QI 

-o (.) C (J 

.. FILL 
t- . "' Silty (fine to coarse grained) SAND with roots, gravel, small cobble : ~ .. .l!l ~ Brown, loose, dry / t- C 

I - . ,.., :, . 8 NATURAL 9/11 
t- C 

. , 7 

Q) 

1 
.. ' -~ 0 ~ Slightly silty (fine to coarse grained) SAND with occasional gravel t-

.• C 

. , . . ~ Brown, medium dense, damp 
-5 

- ' ; ... 
(!) 

. Silty (fine to medium grained) SAND with occasional gravel I 6/7 1.3 1.3 
t- .. Dark brown, medium dense, damp 
t-

.. Slightly silty (fine to coarse grained) SAND with occasional gravel, cobbles .. 
t- Light brown, medium dense, damp 

t-

.• 
-10 

: I 5/8 10.1 •i,u - . 
: - . 

- : 

- : 

-15 
I '; .. : 27/32 3.0 3.1 - .. 

. '• 

: - . . 

- '• : 

-

-20 
I Boring completed at depth of 20.5' 30/37 1.6 1.i -

-

-

t-

-25 

t-

t-

t-

t-

-30 

t-

t-

t-

-
-35 --··-·· 
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Patriot Development Partners Log of Boring B-5 
23253-22 

Boring Location: 6th St and Del Rosa Dr, Highlan 11 

Date of Drilling: 6/1/2022 Groundwater Depth: None Encountered 

Drilling Method: Hand Auger 

Hammer Weight: Drop: 

Surface Elevation: Not Measured 

Depth Lith- Samples Laboratory 

(feet) ology Material Description ~Jg I!-: ~ '$. 
Q) ::, "' -0. 0 C ... t,iii G> C: 

~ - :::s II) cc C G> 

mo ~ Q) ii: 8 
1-0 

0 C (J 

.. : .: FILL . - . u Silty (fine to coarse grained) SAND with roots, gravel, small cobble . - ~ 

- . . ~ ~Brown, loose, dry / :, ... 8 - . : C NATURAL . .. a, 

I ■ ■ 2.2 2.2 0 \ Slightly silty (fine to coarse grained) SAND with occasional gravel 
f- - C 

~ Brown, medium dense, damp ,_.5 . (!) 
. Silty (fine to medium grained) SAND with occasional gravel 

f- . . . 
Dark brown to brown, medium dense, damp . 

. . 
f- . 
f- . ·:: Slightly silty (fine to medium grained) SAND with occasional gravel ~ ·. ·~ - .. ;: 

Light brown, medium dense, damp . 
~10 . 

Boring completed at depth of 1 O' -
-

-

-

-15 

-

-

-
-
-20 

f-

f-

f-

-
~25 

-
-
-
f-

~30 

f-

f-

f-

f-

~35 -----
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Patriot Development Partners Log of Boring B-6 
23253-22 

Boring Location: 6th St and Del Rosa Dr, Highlan ~ 

Date of Drilling: 6/1/2022 Groundwater Depth: None Encountered 

Drilling Method: Hand Auger 

Hammer Weight: Drop: 

Surface Elevation: Not Measured 

Depth Lith- Samples Laboratory 

(feet) ology Material Description ~J/? ~ ~ :.I! 0 
Cl) j 

~iii "' .. Q, 0 C ... QI C: 

>- - j UI oc C: QI 

I- ID O ~ 
Cl) ii: g 

-0 0 0 (J 
.. FILL 

- -0 I\ Silty (fine to coarse grained) SAND with roots, gravel, small cobble I .. ~ 
$ - C Brown, loose, dry ■ = 
::, 1.9 113.S 8 - C 

~:ATURAL I (l) . 0 Slightly silty (fine to coarse grained) SAND with occasional gravel - . C 

. ·, . ~ Brown, medium dense, damp 
-5 . . . (!) 

.. Silty (fine to medium grained) SAND with occasional gravel ■ 13.1 ~00.3 
- Dark brown to brown, medium dense, damp .. 
- -.• . 

.. '• .. -
■ 9.6 102.1 :• -

: - . 
Slightly silty (fine to medium grained) SAND with gravel, occasional cobble .. .. 

-10 
: Brown, dense, damp ■ 3.1 103.5 

,- Boring completed at depth of 10.5' 
,-

,-

,-

,._ 15 

,-

,-

,-

,-

,__20 

-
-

-
-
-25 

-
-
,-

,-

>-30 
,-

-
,-

-· 

-35 
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Patriot Development Partners Log of Boring B-7 
23253-22 

Boring Location: 6th St and Del Rosa Dr, Highlan1 I 

Date of Drilling: 6/1/2022 Groundwater Depth: None Encountered 

Drilling Method: Hand Auger 

Hammer Weight: Drop: 

Surface Elevation: Not Measured 

Depth Lith- Samples Laboratory 

(feet) ology Material Description 3.11! ~ ~ "' 0 
Cl) :, 

~iii 
1/1 ... 

0. 0 C ... Cl> C 
>, - :, Ill cc C Cl> 

I- mo ~ Cl) ii: § 
I- 0 0 C u 

FILL - u 
~ Silty (fine to coarse grained) SAND with roots, gravel, small cobble . .. e> 

! - ! Brown, loose, dry ...... ::, 

■ 5.8 106.t 0 
0 NATURAL - . C ., 

.. .. . 15 Slightly silty {fine to coarse grained) SAND with occasional gravel .... C 

.. ~ Brown, medium dense, damp ,_5 .. (!) 

[\ Silty (fine to medium grained) SAND with occasional gravel I ■ 5.5 n 16.2 
.... Dark brown, medium dense, damp . . 

Silty (fine grained) SAND .... . . . . 

.... ... .. Light brown, medium dense, moist 
■ . . ·,. 10.6 ~01 .3 

.... : . . Slightly silty (fine to coarse grained) SAND with gravel, occasional cobble 
1-10 i"-.. Light brown, dense, damp / 
- Boring completed at depth of 1 0' 

-
-
-
-15 

-
-
-

-

-20 

-

-

-

-

1-25 

.... 

.... 

.... 

.... 
1-30 

.... 

.... 

.... 

c-

-35 
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Patriot Development Partners Log of Boring B-8 
23253-22 

Boring Location: 6th St and Del Rosa Dr, Highlan j 

Date of Drilling: 6/1/2022 Groundwater Depth: None Encountered 

Drilling Method: Hand Auger 

Hammer Weight: Drop: 

Surface Elevation: Not Measured 

Depth Lith- Samples Laboratory 

(feet) ology Material Description 3:S ~ ?:' ~ 0 
Q) ::s j!'iii "' .. 0. 0 C ~ G> C 

1/) C QI 

?: - ::s cc u:: C mo ~ Q) 
(.) C 0 

f-0 0 

. FILL 
- -0 Silty (fine to coarse grained) SAND with roots, gravel, small cobble 

" . ~ 

- ~ ' .. ~ I'---.. Brown, loose, dry . . ::, /' 
.. 8 

\NATURAL - . • , C 

I 
. . . "' . .. ' ,: .. 0 Slightly silty (fine to coarse grained) SAND with occasional gravel - . 

'•·'• 
C 

■ . . . ~ Dark brown to brown, medium dense, damp ■ 11.4 11.4 
- 5 

. . . (!) 

. \ Silty (fine to medium grained) SAND with occasional gravel I - :• . ~ Dark brown, medium dense, moist . . ,. 
Silty (fine grained) SAND - ,. 

.. Light brown, medium dense, moist - ., 

■ ■ 13.6 iJ.O 
: - . . .. Slightly silty (fine to medium grained) SAND with gravel. occasional cobble 

-10 
.. . ... 

~ Light brown, dense, damp / 
- Boring completed at depth of 1 0' 

. -
-
-
-15 

-
-
-
-

-20 

-

-
-

-

- 25 

>-

>-

>-

-
-30 

-
-
-
-

-35 

NorCal Engineering 9 



June 9, 2022 

Appendix B 
Laboratory Tests 

NorCal Engineering 

Project Number 23253-22 



June 9, 2022 

Sample 

B-2@ 2' 

2' 

% by weight 
ppm - mg/kg 

TABLE I 
MAXIMUM DENSITY TESTS 

Classification Optimum Moisture 

Silty SAND 

2' 

(%) 
9.0 

TABLE II 
EXPANSION TESTS 

Classification 
Silt SAND 

TABLE Ill 
CORROSION TESTS 

Project Number 23253-22 

Maximum Dry Density 
(lbs/cu.ft) 

121.0 

Ex ansion Index 
01 

H Electrical Resistivit Sulfate % Chloride m 
7.6 21 ,220 0.0027 189 

NorCal Engineering 



Sample No. B6@2' 

Sample Type: Undisturbed/Saturated 

Soil Description : fine-Very Coarse Grained Sand w/ Some 
Small Gravel & Trace Silt 

2 3 

Normal Stress (psf) l000 2000 3000 

Peak Stress (psf) 864 1536 2376 

Displacement ( in ) 0. 150 0.150 0. 175 

Residual Stress (psf) 684 1320 2040 

Displacement (in .) 0.250 0,250 0.250 

In Situ Dry Densi ty (pcl) 11 3,8 I 13.8 11 3.8 

In Situ Water Content (%) 1. 9 1.9 1.9 

Saturated Water Content (%) 17.8 I 7 8 17 ,8 

Strain Rate (i n/min) 0,020 0.020 0.020 
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0 500 1000 1500 2000 2500 3000 

Normal Stress (psf) 

NorCal Engineering 
SOILS AND GEOTECHNICAL CONSULTANTS 

Patriot Development Partners 
PROJECT NUM BER: 23253 -22 DATE: 6/7/2022 
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DIRECT SHEAR TEST 
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Vertical Pressure 

(kips/sq.ft.) 

0.125 
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I 

2 

4 

8 
0.25 

Date Tested: 

Sample: 

Depth: 

Sample Height (inches) 

1.0000 

0.9980 
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B4 
5' 
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(percent) 
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G---------

Fine-Medium Grained Sand w/ Some Silt 
Dry Density: 99.1 pcf 

Initial Moisture Content: I 0.1 % 
Saturated Moisture Content: 25.8 % 

Saturated at I kip/sq.ft. 

5' Date 6/7/2022 

■ In-Situ Moisture Content 

0 Saturated 

-----

Vertical Pressure (kips/sq.ft) 
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B6 Depth Date 6/7/2022 

■ In-Situ Moisture Content 

0 Saturated 

0-----------------

Fine-Coarse Grained Sand w/ Some Small Gravel & Trace Silt 
Dry Density: I 03.5 pcf 

Initial Moisture Content: 3.1 % 
Saturated Moisture Content: 23.3 % 

Saturated at I kip/sq. ft. 

Vertical Pressure (kips/sq.ft.) 
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SITE LOCATION: _______ __:_ ___ _______ _ 

GEOITOIIICAl REPORT: ----------------

GE~OGY RE.PORT: .--------- ---------

(l) . 

DEl'TH TO w.t.TER TASlE == ----"-~ -=c/-,--, __ _ 

EARTHQUAKE_ M,\r.,i ITOOE = IO t 7 
PEAK GROIJI) ACCELERATION = O '-q7 Zf 

DEJITll 
BEL~ 
FIMI.. 
GaADE 
(FEIT) 

<lo ffo 
MOIST TOTAL EFFECTIVE a... DUIS I TY - '1" cJ.;

0 
rd 

(PCF) STRESS STRESS 
(PSF) (PSF) (- ) (- ) 

Th/_ N VALUE RELATIVE C 
(1

0 
{BLOIIS/ DENSITY N 

{-) ~ ~) (I) (-) 
c~ C,13 c~ c~ (N,)~ f/Nf~ C-1<.R M~~ ~R.k UQ. 
(-) (-) (-) l - ) (BloWS/ff~ (%) M:1,5 (-) · M,=~:? F;~, 

5 l \,; 515" ?(l/wit,. t\,00 D<-qq o,'77 t l 7o >tl,C, i ~oD t,.05 p~·10 1,-w >15,5 "2-t >o .. ~ l,5" r>o,,q > b,& 

10 l \ o 11-z-5 0~'1h o~"o ~, ~o l\, o-'15 z.l i D.:.24 o:,(, o,fo 
-- --· - ····--... --··-·--. .. . .... - ·· ··- -· ·- ·•·· ··- ·- -·•·· - ,. - . , .. 

~S- l os- 1'7~ o .. ci1- 01.% Zi2- >qo l 1. ! 
-Z.O i-w ]:L.':J:, D~~, OSS° 7-°I 8§ ~--q~ 

----- -------·- --; - .... ····· -- ---··- - . . ......... ·-·-- . .. . --
25 -ZS~ • ., ,, oJ~o o,S-o >S-O >lJ,o o ... (bg 

~ ;i.""Z-DO t\.oe 0.14 aS-0 Lo 5°'0 0~1'7 
------ --- ·- -- .. ·--------· - --· -·- · ··-- .... -----·-·- ---·-···-···· ··-·--- - ·-·------

4o5b ?~~ L.t(? 0 .. 6~ o,s-o i-2- 50 0;-/D 

#~ ?i11fo [ ... 1,3 O,(A 05C> ?I t5 Q;JO 

;--z-sc; 4-0'74- \ ~-Z.C\ o~b I 0\.5°0 14- 7D oJaft 

,, ~s~ 4-1S--z.. l-?4- o~S-8 0 .. ¥1 ? t Ci$" IQ. ~2 l, l, •r 

. .. 

-··· 

,, 

. - .. ... 

'3'3 ' JI 0 
... ~- .. . 

>53 8 

~~5 2o 

{\ 45 
?;7 lo 

... _ .. ·- . .. -··· 

ZS H, 
24- 1i 

. .. .... _ 

)Occ9' >Ot.t5 >t\,2 

>o5o >005 > lL+ 
.. - -- -
)OccS°C . >0 .. 7§ >l,q 

o·-- t (, o"-z..4- 0~5 
.. -

>6 .. 'ZO >0~"3o >tJJc 

)D .. So >o~7;i > t .s-
... - · 

~ .. ~c >oar; >L~ 

>o .. Sb ', X),.7r; >L~ 



• .~ c~~/~) J•<c 2 {:,$/t.. .. .• MMC : ' ,c,'l, r 5ftl1:l.,_ Sed+I~ . ~ ; 

•••· ~?J/ j,~ Tu. p,:,0 r,f ~~·fP · ·~;r,r J,f!, : o<s 
.. : ... : ... . ... : .... ; .. . (.l.i.~s-). ... ; ... . :C~) -: ... : .... : .. .. : .... ; .... :.1_: ... . : .... : . . . : .. : .. _:_ : ... : . . : .. : . . : ... : ..... : .. :. : . : 

-· ;, . ~aJ-:1St.· ·• ·· i· .. :,. !-- --:4?" •. · & ~o· :- · :· · : .... \ .. b~3? -·t g %. · t·~s-t' : · -> o~t> 

· I : tit:::! i I J J I t: I ti •t I 
I Fl j Fl : • rrr:11:r : i F!T + 
i : 1::r LiT_·:•+>••·•••:•1•:: +::J.•rc .:::1:::?.+r•::••·<•• :••••••·••·•••• . . . . . : : : : : : 

i C • i:iJ · 11r tf ! I JJT J :LFF •:. l l 
!T FF++Fli • FI r:: 

-~•'"'': •· ··!·• •·:""~· ··· ;·· .. !--··!·"·: . .. ~ .... ; ···:·• ··= .. . -: --··'.·· ·< ···j· " ·~ .. .. ····:· ···:• .. ,: .... · ... . : ..... ... : ... : ... : .... ···· :· ··· ... . . : .... · .... : .. .. :. 

·:· ·\··--: <-- .. [-- -- \-- .. :-- -->·:· .. :·· : ... !----!"-·! -- .. \ ... : .. (< . -! .. . : ... : °"! . :.... ........... . ... ;· ........... . 
. ~-.. . . ·:: . . .. ::' .. .. :_ .. .. :_· .... ·.> .... : .. . ' : ... . : .... : .... ' .... .... : •. .. ...... . . •. : . . . ' : . . . . " .. . . . .. : . . . : . .•. : . ' .• : . ... : . . . . . .... ... . : . . .. . . . •.. : . . . . ... . . . . . ... . . . : . . . . . . 

,: : · : . . . : : : : : : . . . . . . . . . . . . . . . 
. : .... : .... : .... : .... : .... : .. .. : . . : ... . ~ . . . . . . . . . .... ..... : . . . ~ ........ . : .... ~ .... : . . . . . .. . i ... . : ... . : . . . : .... ; . . . . . ... : ... . : ... : . . . . . ... : . . . : . . . . . . . . . . .. . . . . . . . . -,,;, 

.; . . ; .. .. : .... : .... : .... : .... : .... > .(- ... : .. = .. .. :· · · f---•! .. I -- •·---: · .. ·: .. . .. .. .... ...... ... . .. .. .... ... .... .. ... . .. . .. ···· ··· · . : • 

. . . . 
. · :· ·•·· · •· · · ···: · · · ·· ····· · · .· . ·· · ···· . ... ... .. . 

. . 

NorCal Engineering 
SOI LS /\ND GEOTECI INICAL CONSULTANTS 

I DJ,rr 



June 9, 2022 Project Number 23253-22 

Appendix D 
Seismic Hazards Report 

NorCal Engineering 



ASCE. 
AMERICAN SOCIETY OF CML ENGINEERS 

Address: 
No Address at This 
Location 

E 9tl1 St 

~ 
"' 
~ 
! 

CO Ui i St ~ 

City Creek 

E 2nd St 

Union & 

Vino St 

7th SI 

6111 _, 

https://asce7hazardtool.online/ 

ASCE 7 Hazards Report 

Standard: ASCE/SEI 7-22 

Risk Category: II 

Soil Class: D - Stiff Soil 

51h SI 

" '" 0 

5 
0: 

E 3rd St 

gu, St 

Page 1 of 4 

Elevation: 1082.57 ft (NAVO 88) 

Latitude: 34.109822 

Longitude: -117.254763 

Mon Jun 06 2022 



ASCE. 
AMERICAN SOCIETY OF CML ENGINEERS 

Seismic 

Site Soil Class: 

Results: 

PGAM: 0.82 

SMs 2.4 

SM1 2.83 

Sos 1.6 

So1 1.88 

3 (I 
Multi-Period MCER Spectrum 

·1 ,:. 
4 .;J 

2 0 

15 

1 0 

(I 5 

0 
0 2 4 13 8 

Sa (g) vs T(s) 

2 .5 Two-Period MCE R Spectrum 

2 .0 

1.5 

10 

0 .5 

0 -

0 2 3 4 5 6 7 8 
Sa (g) vs T(s) 

MCER Vertical Response Spectrum 

Vertical ground motion data has not yet been made 
available by USGS. 
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Multi-Period Design Spectrum 
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Two-Period Design Spectrum 
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Sa(9) vs T(s) 

Design Vertical Response Spectrum 

Vertical ground motion data has not yet been made 
available by USGS. 

1D 

g 
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ASCE. 
AMERICAN SOCIETY OF CML ENGINEERS 

Data Accessed: Mon Jun 06 2022 

Date Source: 
USGS Seismic Design Maps based on ASCE/SEI 7-22 and ASCE/SEI 7-22 Table 1.5-2. Additional data for 
site-specific ground motion procedures in accordance with ASCE/SEI 7-22 Ch. 21 are available from USGS. 

https:l/asce7hazardtool.online/ Page 3 of 4 Mon Jun 06 2022 



ASCE. 
AMERICAN SOCIElY OF CML ENGINEERS 

The ASCE 7 Hazard Tool is provided for your convenience, for informational purposes only, and is provided "as is" and without 
warranties of any kind. The location data included herein has been obtained from information developed, produced, and maintained 
by third party providers; or has been extrapolated from maps incorporated in the ASCE 7 standard. While ASCE has made every effort 
to use data obtained from reliable sources or methodologies, ASCE does not make any representations or warranties as to the 
accuracy, completeness, reliability, currency, or quality of any data provided herein. Any third-party links provided by this Tool 
should not be construed as an endorsement, affiliation, relationship, or sponsorship of such third-party content by or from ASCE. 

ASCE does not intend, nor should anyone interpret, the results provided by this Tool to replace the sound judgment of a competent 
professional, having knowledge and experience in the appropriate field(s) of practice, nor to substitute for the standard of care 
required of such professionals in interpreting and applying the contents of this Tool or the ASCE 7 standard. 

In using this Tool, you expressly assume all risks associated with your use. Under no circumstances shall ASCE or its officers, 
directors, employees, members, affiliates, or agents be liable to you or any other person for any direct, indirect, special, incidental, or 
consequential damages arising from or related to your use of, or reliance on, the Tool or any information obtained therein. To the 
fullest extent permitted by law, you agree to release and hold harmless ASCE from any and all liability of any nature arising out of or 
resulting from any use of data provided by the ASCE 7 Hazard Tool. 

https://asce7hazardtool.online/ Page 4 of 4 Mon Jun 06 2022 



June 9, 2022 Project Number 23253-22 

Appendix E 
· Soil Infiltration Data 

NorCal Engineering 



NorCal Engineering 
SOIL;, AND GEOTECJINICAL CONSULTANTS 

>----, .. , . .. _, ., __ _______ ~ ------1 



Client: Patriot Development Partners 

Project No.: 23253-22 
Test Hole: 1 
Depth of Test Hole: 10' 
Diameter of Test Hole: 8" 
Date Excavated: 6/1/2022 

TRIAL 
TIME NO. 
7:38 1 
8:08 
8:08 2 
8:38 

TIME Tl 

8:38 10 
8:48 
8:48 10 
8:58 
8:58 10 
9:08 
9:08 10 
9:18 
9:18 10 
9:28 
9:28 10 
9:38 
9:38 10 
9:48 
9:48 10 
9:58 
9:58 10 

10:08 
10:08 10 
10:18 

Tl -Time Interval (min) 
H2 - Final Water Level (in) 

PERCOLATION TEST DATA 

Tested By: J.S. 

Date Tested: 6/1/2022 
Caving: 

Notes: 

Strata Peculiarities: 

Sandy Soil Criteria Test 

Tl 

30 

30 

TE 

10 

20 

30 

40 

50 

60 

70 

80 

90 

100 

Hl 
0.0 

0.0 

__ Soil Criteria 

Hl 
0.0 

0.0 

0.0 

0.0 

0.0 

0.0 

0.0 

0.0 

30.0 

54.6 

TE - Total Elapsed Time (min) 
D - Change in H20 Level (in) 

H2 D 

103.2 103.2 

75.6 75.6 

H2 D 

66.0 66.0 

40.2 40.2 

39.0 39.0 

36.0 36.0 

33.6 33.6 

33.6 33.6 

32.4 32.4 

30.0 30.0 

54.6 24.6 

78.6 24.0 

Hl - Initial Water Level 



SC>lLS A~C> GEC:>TEC:I- fNl CAL CC> NSUL:C-A~,s 

Client: Patriot Development Partners 
Project No.: 23253-22 
Test Hole: 2 
Depth of Test Hole: 10' 
Diameter of Test Hole: 8" 
Date Excavated: 6/1/2022 

TRIAL 
TIME NO. 
8:19 1 
8:49 
8:49 2 
9:19 

TIME Tl 

9:19 10 
9:29 
9:29 10 
9:39 
9:39 10 
9:49 
9:49 10 
9:59 
9:59 10 
10:09 
10:09 10 
10:19 
10:19 10 
10:29 
10:29 10 
10:39 
10:39 10 
10:49 
10:49 10 
10:59 

Tl - Time Interval (min) 
H2 - Final Water Level (in) 

PERCOLATION TEST DATA 

Tested By: J.S. 
Date Tested: 6/1/2022 
Caving: 

Notes: 

Strata Peculiarities: 

Sandy Soil Criteria Test 

Tl 

30 

30 

TE 

10 

20 

30 

40 

50 

60 

70 

80 

90 

100 

Hl 
0.0 

0.0 

__ Soil Criteria 

Hl 
0.0 

0.0 

0.0 

0.0 

0.0 

0.0 

0.0 

0.0 

27.0 

49.2 

TE - Total Elapsed Time (min) 
D - Change In H20 Level (in) 

H2 D 
81.0 81.0 

78.0 78.0 

H2 D 

43.2 43.2 

36.0 36.0 

33.0 33.0 

31.2 31.2 

28.8 28.8 

27.6 27.6 

27.6 27.6 

27.0 27.0 

49.2 22.2 

63.6 14.4 

Hl - Initial Water Level 
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PHASE I ENVIRONMENTAL SITE ASSESSMENT 

Subject Property Address 

APN 0279-201-24 

Highland, CA 92410 

Odie Project Number 

6375756ESAI 

Report Date 

3/31/2022 

Prepared for 

David Rosenthal 

Rosenthal Real Estate Advocates, Inc. 

1518 Brookhollow Dr #llA 

Santa Ana, CA 92705 

Odie Environmental 

Environmental Consulting and Real Estate Due Diligence 
407 W. Imperial Hwy Suite H #303, Brea, CA92821 

213.380.0090 



Odie Environmental 
Environmental Consulting and Real Estate Due Diligence 

3/31 /2022 

David Rosenthal 

Rosenthal Real Estate Advocates, Inc. 

1518 Brookhollow Dr #1 lA 

Santa Ana CA 92705 

407 W. Imperial Hwy Suite H #303, Brea, CA9282I 
213.380.0090 

Attached please find our PHASE I ENVIRONMENTAL SITE ASSESSMENT, ("the Report") for the above-mentioned Subject Property. 
This report has been prepared by Odie for the Client under the professional supervision of the principal and/or senior staff whose seal(s) 
and signatures appear hereon. Neither Odie, nor any staff member assigned to this investigation has any interest or contemplated interest, 
financial or otherwise, in the subject or surrounding properties, or in any entity which owns, leases, or occupies the subject or surrounding 
properties, and has no personal bias with respect to the parties involved. 

The assessment was conducted in a manner consistent with the level of care and skill ordinarily exercised by members of the profession, 
and in accordance with generally accepted practices of other consultants currently practicing in the same locality under similar conditions. 
No other representation, expressed or implied, and no warranty or guarantee is included or intended. The Report speaks only as of its date, 
in the absence of a specific written update of the Report, signed and delivered by Odie. 

There are no intended or unintended third party beneficiaries to this Report, unless specifically named. Odie is an independent contractor, 
not an employee of either the issuer or the borrower, and its compensation was not based on the findings or recommendations made in the 
Report or on the closing of any business transaction. Thank you for the opportunity to prepare this Report, and assist you with this project. 
Please call us if you have any questions or if we may be of further assistance. 

By signing below, Odie declares that, to the best of our professional knowledge and belief, the undersigned meet the definition of an 
Environmental Professional as defined in §312.10 of 40 CFR 312 and have the specific qualifications based on education, training, and 
experience to assess a property of the nature, history, and setting of the Subject Property. Odie has developed and performed the all 
appropriate inquiries in conformance with the standards and practices set forth in 40 CFR Part 312. 

Respectfully Submitted, 

Mike Miller 

Senior Consultant per §312.10 of 40 CFR 312 



SHOULD ANY OF THE ABOVE DESCRIBED POLICIES BE CANCELLED BEFORE
THE EXPIRATION DATE THEREOF, NOTICE WILL BE DELIVERED IN
ACCORDANCE WITH THE POLICY PROVISIONS.

INSURER(S) AFFORDING COVERAGE

INSURER F :

INSURER E :

INSURER D :

INSURER C :

INSURER B :

INSURER A :

NAIC #

NAME:
CONTACT

(A/C, No):
FAX

E-MAIL
ADDRESS:

PRODUCER

(A/C, No, Ext):
PHONE

INSURED

REVISION NUMBER:CERTIFICATE NUMBER:COVERAGES

IMPORTANT:  If the certificate holder is an ADDITIONAL INSURED, the policy(ies) must have ADDITIONAL INSURED provisions or be endorsed.
If SUBROGATION IS WAIVED, subject to the terms and conditions of the policy, certain policies may require an endorsement.  A statement on
this certificate does not confer rights to the certificate holder in lieu of such endorsement(s).

THIS CERTIFICATE IS ISSUED AS A MATTER OF INFORMATION ONLY AND CONFERS NO RIGHTS UPON THE CERTIFICATE HOLDER. THIS
CERTIFICATE DOES NOT AFFIRMATIVELY OR NEGATIVELY AMEND, EXTEND OR ALTER THE COVERAGE AFFORDED BY THE POLICIES
BELOW.  THIS CERTIFICATE OF INSURANCE DOES NOT CONSTITUTE A CONTRACT BETWEEN THE ISSUING INSURER(S), AUTHORIZED
REPRESENTATIVE OR PRODUCER, AND THE CERTIFICATE HOLDER.

OTHER:

(Per accident)

(Ea accident)

$

$

N / A

SUBR
WVD

ADDL
INSD

THIS IS TO CERTIFY THAT THE POLICIES OF INSURANCE LISTED BELOW HAVE BEEN ISSUED TO THE INSURED NAMED ABOVE FOR THE POLICY PERIOD
INDICATED.  NOTWITHSTANDING ANY REQUIREMENT, TERM OR CONDITION OF ANY CONTRACT OR OTHER DOCUMENT WITH RESPECT TO WHICH THIS
CERTIFICATE MAY BE ISSUED OR MAY PERTAIN, THE INSURANCE AFFORDED BY THE POLICIES DESCRIBED HEREIN IS SUBJECT TO ALL THE TERMS,
EXCLUSIONS AND CONDITIONS OF SUCH POLICIES. LIMITS SHOWN MAY HAVE BEEN REDUCED BY PAID CLAIMS.

$

$

$

$PROPERTY DAMAGE

BODILY INJURY (Per accident)

BODILY INJURY (Per person)

COMBINED SINGLE LIMIT

AUTOS ONLY

AUTOSAUTOS ONLY
NON-OWNED

SCHEDULEDOWNED

ANY AUTO

AUTOMOBILE LIABILITY

Y / N

WORKERS COMPENSATION
AND EMPLOYERS' LIABILITY

OFFICER/MEMBER EXCLUDED?
(Mandatory in NH)

DESCRIPTION OF OPERATIONS below
If yes, describe under

ANY PROPRIETOR/PARTNER/EXECUTIVE

$

$

$

E.L. DISEASE - POLICY LIMIT

E.L. DISEASE - EA EMPLOYEE

E.L. EACH ACCIDENT

ER
OTH-

STATUTE
PER

LIMITS(MM/DD/YYYY)
POLICY EXP

(MM/DD/YYYY)
POLICY EFF

POLICY NUMBERTYPE OF INSURANCELTR
INSR

DESCRIPTION OF OPERATIONS / LOCATIONS / VEHICLES  (ACORD 101, Additional Remarks Schedule, may be attached if more space is required)

EXCESS LIAB

UMBRELLA LIAB $EACH OCCURRENCE

$AGGREGATE

$

OCCUR

CLAIMS-MADE

DED RETENTION $

$PRODUCTS - COMP/OP AGG

$GENERAL AGGREGATE

$PERSONAL & ADV INJURY

$MED EXP (Any one person)

$EACH OCCURRENCE
DAMAGE TO RENTED

$PREMISES (Ea occurrence)

COMMERCIAL GENERAL LIABILITY

CLAIMS-MADE OCCUR

GEN'L AGGREGATE LIMIT APPLIES PER:

POLICY
PRO-
JECT LOC

CERTIFICATE OF LIABILITY INSURANCE
DATE (MM/DD/YYYY)

CANCELLATION

AUTHORIZED REPRESENTATIVE

ACORD 25 (2016/03)

© 1988-2015 ACORD CORPORATION.  All rights reserved.

CERTIFICATE HOLDER

The ACORD name and logo are registered marks of ACORD

HIRED
AUTOS ONLY
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EXECUTIVE SUMMARY 

ODIC Environmental (hereinafter referred to as ODIC) performed a Phase I Environmental Site 
Assessment (hereinafter Phase I ESA or Report) of the subject property (hereinafter referred to as the 
Property) in conformance with the scope and limitations of ASTM Standard Practice E1527-21. Any 
exceptions to or deletions from this practice are described in the individual sections of this Report. A 
summary of findings is provided below:  
 

SUMMARY OF FINDINGS 

CURRENT PROPERTY ADDRESS(ES) 

The Property does not have an assigned street address. The Property is identified as Assessor Parcel 
Number 0279-201-24-0000, Highland, San Bernardino County, CA 92410. 

PROPERTY DESCRIPTION 

The Property is a vacant 2.83-acre parcel.  

SUMMARY OF PROPERTY RECONNAISSANCE 

The Property is a undeveloped land. Site reconnaissance revealed no evidence of underground storage 
tanks, clarifiers, sumps, hazardous materials, or other environmental concerns. 

HISTORICAL USE OF THE PROPERTY 

The Property appears to have been agricultural from the 1930s to the 1950s and has been vacant land 
since that time. 

HISTORICAL USE OF ADJOINING PROPERTIES / VICINITY 
 
Note: Section 8.3.9 of ASTM Standard Practice E1527-21 states: During research of the subject 
property, as described in Section 8.3.8 of ASTM Standard Practice E1527-21, uses of the adjoining 
properties that are obvious shall be identified to evaluate the likelihood that past uses of the adjoining 
properties have led to recognized environmental conditions in connection with the subject property. The 
report shall describe identified obvious uses of adjoining properties, and indicate the earliest dates 
identified. This task requires reviewing the following standard historical resources if they have been 
researched for the subject property, provide coverage of one or more adjoining properties, and are likely 
to be useful in satisfying the objective in Section 8.3.1 of ASTM Standard Practice E1527-21: (1) aerial 
photographs, (2) fire insurance maps, (3) local street directories, and (4) historical topographic maps. In 
cases in which any of the preceding four standard historical resources are not reviewed for the adjoining 
properties but they were reviewed for the subject property, the environmental professional shall indicate 
in the report why such a review was not conducted. Review of standard historical resources, if available, 
is provided in the relevant sections of this report. In the event that one or more standard historical 
resources were not discussed for adjoining properties, the environmental professional has determined 
from other historical resources that sufficient information has been obtained to achieve the objective 
stated in Section 8.3.1 of ASTM Standard Practice E1527-21. 

The vicinity has been residentially developed since the late 1930s and commercially and residentially 
developed since the late 1940s. 

FEDERAL, STATE, AND LOCAL AGENCY RECORDS RESEARCH 

The Property was not identified on any researched environmental database and no environmental 
concerns were identified. 

POTENTIAL OFF-SITE CONCERNS 

No properties within the specified search distances were identified that are assessed to pose significant 
environmental risk to the Property. 
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NON-SCOPE ITEMS 

Unless the Client contracted ODIC to investigate specific Non-Scope or Non-CERCLA items, evaluation 
of Non-Scope or Non-CERCLA items, including those addressed in Section 3.5 of this Report, is not 
required nor relevant for compliance with the AAI Rule or ASTM Standard Practice E1527-21. 

INACCESSIBLE OR UN-SURVEYED PORTIONS OF THE PROPERTY 

Full access to the entire Property was provided to ODIC, and there were no notable portions of the 
Property excluded from the survey and field inspection. 

SIGNIFICANT DATA GAP 

No significant data gaps were identified during the course of this assessment. 
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FINDINGS AND RECOMMENDATIONS  

SUMMARY OF FINDINGS 

CONCLUSIONS AND FINDINGS 

ODIC Environmental (ODIC) performed a Phase I Environmental Site Assessment of the Property in 
conformance with the scope and limitations of ASTM Standard Practice E1527-21.  
 
ASTM Standard Practice E1527-21 defines a de minimis condition as: a condition related to a release 
that generally does not present a threat to human health or the environment and that generally would 
not be the subject of an enforcement action if brought to the attention of appropriate governmental 
agencies. A condition determined to be a de minimis condition is not a recognized environmental 
condition nor a controlled recognized environmental condition. 
 
ASTM Standard Practice E1527-21 defines a Recognized Environmental Condition (REC) as: (1) the 
presence of hazardous substances or petroleum products in, on, or at the subject property due to a 
release to the environment; (2) the likely presence of any hazardous substances or petroleum products 
in, on, or at a the subject property: (1) due to release to the environment; (a release) under conditions 
indicative of a or likely release to the environment; or (3) the presence of hazardous substances or 
petroleum products in, on, or at the subject property under conditions that pose a material threat of a 
future release to the environment.  
 

 This environmental assessment has revealed no RECs in connection with the Property. 
 
ASTM Standard Practice E1527-21 defines a Historical Recognized Environmental Condition (HREC) 
as: a previous release of hazardous substances or petroleum products affecting the subject property 
that has been addressed to the satisfaction of the applicable regulatory authority or authorities and 
meeting unrestricted use criteria established by the applicable regulatory authority or authorities without 
subjecting the subject property to any controls (for example, activity and use limitations or other property 
use limitations). A historical recognized environmental condition is not a recognized environmental 
condition. 
 

 This environmental assessment has revealed no HRECs in connection with the Property. 
  
ASTM Standard Practice E1527-21 defines a Controlled Recognized Environmental Condition (CREC) 
as: recognized environmental condition affecting the subject property that has been addressed to the 
satisfaction of the applicable regulatory authority or authorities with hazardous substances or petroleum 
products allowed to remain in place subject to implementation of required controls (for example, activity 
and use limitations or other property use limitations). 
 

 This environmental assessment has revealed no CRECs in connection with the Property. 
 

OTHER ENVIRONMENTAL ISSUES 

None were identified. 

RECOMMENDATIONS AND OPINIONS 

ODIC performed a Phase I Environmental Site Assessment of the Property in conformance with the 
scope and limitations of ASTM Standard Practice E1527-21.  
 

 ODIC recommends No Further Investigation at this time. 
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1.0 INTRODUCTION 

ODIC Environmental (ODIC) performed a Phase I Environmental Site Assessment Report (hereinafter 
referred as "Phase I ESA” or “Report") of the Property in conformance with the scope and limitations of 
the ASTM International, formerly known as the American Society for Testing and Materials (ASTM), 
Standard Practice for Environmental Site Assessments: Phase I Environmental Site Assessment Process, 
ASTM Designation E1527-21. 
 
This Report documents the methods and findings of the Phase I ESA performed in general conformance 
with the scope and limitations of ASTM Standard Practice E1527-21 and the Environmental Protection 
Agency Standards and Practices for All Appropriate Inquiries (40 CFR Part 312) for the Property. 

This Report has been prepared by ODIC for the Client under the professional supervision of the principal 
and/or senior staff whose seal(s) and signature(s) appear hereon. Neither ODIC, nor any staff member 
assigned to this investigation has any interest or contemplated interest, financial or otherwise, in the 
subject or surrounding properties, or in any entity which owns, leases, or occupies the subject or 
surrounding properties or which may be responsible for environmental issues identified during the course 
of this investigation, and has no personal bias with respect to the parties involved. 
 

PURPOSE AND OBJECTIVE  

The purpose of this practice is to define good commercial and customary practice for conducting an 
environmental site assessment of a parcel(s) of commercial real estate with respect to the range of 
contaminants within the scope of Comprehensive Environmental Response, Compensation and Liability 
Act (CERCLA) (42 U.S.C. §9601) and petroleum products. As such, this practice is intended to permit a 
User (Client, Purchaser, Lender, Owner) to satisfy one of the requirements to qualify for the innocent 
landowner, contiguous property owner, or bona fide prospective purchaser limitations on CERCLA liability 
(hereinafter, the “landowner liability protections,” or “LLPs”): that is, the practice that constitutes “all 
appropriate inquiry into the previous ownership and uses of the Property consistent with good commercial 
or customary standards and practices” as defined at 42 U.S.C. §9601(35)(B).  
 
Another purpose of this Phase I ESA may be to assist the Client in its underwriting of a proposed 
mortgage loan on the Property, if this Report is prepared as a part of a pre-financing environmental due 
diligence, and to identify Recognized Environmental Conditions (RECs) in connection with the Property 
described in this Report.  

ASTM Standard Practice E1527-21 defines a Recognized Environmental Condition (REC) as: (1) the 
presence of hazardous substances or petroleum products in, on, or at the subject property due to a 
release to the environment; (2) the likely presence of any hazardous substances or petroleum products in, 
on, or at a the subject property: (1) due to release to the environment; (a release) under conditions 
indicative of a or likely release to the environment; or (3) the presence of hazardous substances or 
petroleum products in, on, or at the subject property under conditions that pose a material threat of a 
future release to the environment. 
 
ASTM Standard Practice E1527-21 defines a Historical Recognized Environmental Condition (HREC) as: 
a previous release of hazardous substances or petroleum products affecting the subject property that has 
been addressed to the satisfaction of the applicable regulatory authority or authorities and meeting 
unrestricted use criteria established by the applicable regulatory authority or authorities without subjecting 
the subject property to any controls (for example, activity and use limitations or other property use 
limitations). A historical recognized environmental condition is not a recognized environmental condition. 
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ASTM Standard Practice E1527-21 defines a Controlled Recognized Environmental Condition (CREC) 
as: recognized environmental condition affecting the subject property that has been addressed to the 
satisfaction of the applicable regulatory authority or authorities with hazardous substances or petroleum 
products allowed to remain in place subject to implementation of required controls (for example, activity 
and use limitations or other property use limitations). 
 
Referenced Documents for ASTM Standard Practice E1527-21: 
 

 ASTM E2091 Guide for Use of Activity and Use Limitations, Including Institutional and 
Engineering Controls 

 ASTM E2600 Guide for Vapor Encroachment Screening on Property Involved in Real Estate 
Transactions 

 Comprehensive Environmental Response, Compensation, and Liability Act of 1980 (“CERCLA” or 
“Superfund”), as amended by Superfund Amendments and Reauthorization 

 Act of 1986 (“SARA”) and Small Business Liability Relief and Brownfields Revitalization Act of 
2002 (“Brownfields Amendments”), 42 U.S.C. §§9601 et seq. 

 Emergency Planning and Community Right-To-Know Act of 1986 (“EPCRA”), 42 U.S.C. §§11001 
et seq. 

 Freedom of Information Act, 5 U.S.C. §552, as amended by Public Law No. 104-231, 110 Stat. 
3048 

 Resource Conservation and Recovery Act (also referred to as the Solid Waste Disposal Act), as 
amended (“RCRA”), 42 

 U.S.C §6901 et seq. 
 “All Appropriate Inquiries” Final Rule, 40 C.F.R. Part 312 Chapter 1 EPA, Subchapter J-

Superfund, Emergency 
 Planning, and Community Right-To-Know Programs, 40 C.F.R Parts 300-399 National Oil and 

Hazardous Substances Pollution Contingency Plan, 40 C.F.R. Part 300 
 OSHA Hazard Communication Regulation, 29 C.F.R. §1910.1200 

 

SCOPE OF WORK 

This Report was prepared for the exclusive use of the Client or User of this Report. The information 
reported was obtained through sources deemed reasonably ascertainable, as defined in ASTM Standard 
Practice E1527-21; a visual survey of areas readily observable, easily accessible or made accessible by 
the Property contact, and interviews with owners, agents, occupants, or other appropriate persons 
involved with the Property. Municipal information was obtained through file reviews of reasonably 
ascertainable standard government record sources, and interviews with the authorities having jurisdiction 
over the Property. Findings, conclusions, and recommendations included in the Report are based on our 
visual observations in the field, the municipal information reasonably obtained, information provided by 
the Client (or User), and/or a review of readily available and supplied documents.  

The scope of work for this Phase I ESA is in general accordance with the requirements of ASTM 
Standard Practice E 1527-21. This assessment included: 1) Property and adjoining site reconnaissance; 
2) interviews with key personnel; 3) a review of standard historical sources; 4) a review of standard 
regulatory agency records; and 5) a review of a regulatory database report provided by a third-party 
company such as Environmental Data Resources (EDR). 
 

LIMITATIONS AND EXCEPTIONS 

ODIC renders no opinion as to the Property condition at un-surveyed and/or inaccessible portions of the 
Property, which are described below. ODIC relies completely on the information, whether written, graphic 
or verbal, provided by the Property contact or as shown on any documents reviewed or received from the 
Property contact, owner or agent, or municipal source, and assumes that information to be true and 
correct. The observations in this Report are valid on the date of the survey. Where access to portions of 
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the Property or to structures on the Property was unavailable or limited, ODIC renders no opinion as to 
the presence of petroleum products or hazardous substances in that portion of the Property or structure. 
In addition, ODIC renders no opinion as to the presence of, or indirect evidence relating to, petroleum 
products or hazardous substances where direct observation of the interior walls, floor, or ceiling of a 
structure was obstructed by objects or coverings on or over these surfaces. 

The conclusions provided by ODIC are based on the information obtained by visual survey of the 
Property, and information provided by agents representing the Property, or agents of the owner. In 
addition, ODIC has relied on certain information provided by state and other referenced parties, and on 
information contained in the files of federal, state and/or local agencies available to ODIC at the time of 
the assessment. Although there may have been some degree of overlap in the information provided by 
these various sources, ODIC did not attempt to independently verify the accuracy or completeness of all 
information reviewed or received during the course of these Environmental Services. 

CERCLA Requirements Other Than All Appropriate Inquiry (ASTM Standard Practice E1527-21 1.1.3) - 
This practice does not address whether requirements in addition to All Appropriate Inquiries have been 
met in order to qualify for the LLPs (specified in 42 U.S.C. §9607(b)(3)(a) and (b) including the continuing 
obligation not to impede the integrity and effectiveness of Activity and Use Limitations), or the duty to take 
reasonable steps to prevent releases, or the duty to comply with legally required release reporting 
obligations). 

It is acknowledged that ODIC’S judgments shall not be based on scientific or technical tests or procedures 
beyond the Scope of Services or beyond the time and budgetary constraints imposed by the Client. It is 
acknowledged further that ODIC’S conclusions shall not rest on pure science but on such considerations 
as economic feasibility and available alternatives. The Client also acknowledges that, because geologic 
and soil formations are inherently random, variable, and indeterminate in nature, the conclusions and 
opinion of this Report are not guaranteed to be a representation of actual conditions on the Property, 
which are also subject to change with time as a result of natural or man-made processes, including water 
permeation.  

In performing the Services, ODIC shall use that the degree of care and skill ordinarily exercised by 
environmental consultants or engineers performing similar services in the same or similar locality. The 
standard of care shall be determined solely at the time the Services are rendered and not according to 
standards utilized or in effect at a later date. The Services shall be rendered without any other warranty, 
expressed or implied, including, without limitation, the warranty of merchantability and the warranty of 
fitness for a particular purpose.  

It should be noted that certain conditions may not have been reasonably identifiable or ascertainable from 
the available information during the course of this Report. ODIC assumes that information obtained from 
the records review and the interviews concerning the Property is reliable. However, ODIC cannot and 
does not warrant or guarantee that the information provided by these or other sources is accurate or 
correct.  
 
Some of the information provided in this Report is based upon personal interviews, and research of 
available documents, records, and maps held by the appropriate government and private agencies. This 
Report is subject to the limitations of historical documentation, availability, and accuracy of the pertinent 
records, and the personal recollections of those persons contacted. This practice does not address 
requirements of any state or local laws or of any federal laws other than the All Appropriate Inquiries 
provisions of the LLPs. Users are cautioned that federal, state, and local laws may impose environmental 
assessment obligations that are beyond the scope of this practice. Users should also be aware that there 
are likely to be other legal obligations with regard to hazardous substances or petroleum products 
discovered in, on, or at the Property that are not addressed in this practice and that may pose risks of civil 
and/or criminal sanctions for non-compliance. This standard does not purport to address all of the safety 
concerns, if any, associated with its use. It is the responsibility of the user of this standard to establish 
appropriate safety, health, and environmental practices and determine the applicability of regulatory 
limitations prior to use. 
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Furthermore, this Report does not intend to address health and safety concerns, if any, associated with 
the Property. 
 
The Phase I ESA was conducted in a manner consistent with the level of care and skill ordinarily 
exercised by members of the profession, and in accordance with generally accepted practices of other 
consultants currently practicing in the same locality under similar conditions. No other representation, 
expressed or implied, and no warranty or guarantee is included or intended. The Report speaks only as of 
its date, in the absence of a specific written update of the Report, signed and delivered by ODIC. 

 
Controlled substances are not included within the scope of this standard. Persons conducting an 
environmental site assessment as part of an EPA Brownfields Assessment and Characterization Grant 
awarded under CERCLA 42 U.S.C. §9604(k)(2)(B) must include controlled substances as defined in the 
Controlled Substances Act (21 U.S.C. §802) within the scope of the assessment investigations to the 
extent directed in the terms and conditions of the specific grant or cooperative agreement. Additionally, an 
evaluation of business environmental risk associated with a parcel of commercial real estate may 
necessitate investigation beyond those identified in this practice. 
 

SIGNIFICANT ASSUMPTIONS AND LIMITING CONDITIONS 

The objective of ASTM Standard Practice E1527-21 is to help Users qualify for one of the CERCLA 
Landowner Liability Protections (LLPs). Users should be aware that there are other federal, state, and 
local environmental laws and regulations that can impose liabilities and obligations on owners and 
operators of real property that are outside the scope of this practice. This practice does not address all 
possible environmental liabilities that a User may need to consider in the context of a commercial real 
estate transaction. Therefore, Users may desire to expand the scope of pre-purchase or pre-finance due 
diligence to assess other business environmental risks that exist beyond CERCLA liability associated with 
the Property. 
 
Business Environmental Risk (BER) is a risk which can have a material environmental or environmentally-
driven impact on the business associated with the current or planned use of commercial real estate, not 
necessarily related to those environmental issues required to be investigated in this practice. 
Consideration of BER issues may involve addressing one or more non-scope considerations. Evaluation 
of Non-Scope or Non-CERCLA items, including those addressed in this Report, is not required nor 
relevant for compliance with the AAI Rule or ASTM Standard Practice E1527-21. Inclusion of any non-
scope item in a Phase I Environmental Site Assessment report is entirely within the discretion of the User 
based on its own risk tolerance. Non-Scope Consideration should not be construed as requiring the 
inclusion of any non-scope issues in a Phase I Environmental Site Assessment report. 
 
Any additional services contracted for between the User and ODIC including a broader scope of 
assessment, more detailed conclusions, liability/risk evaluations, recommendation for Phase II testing or 
other assessment activities, remediation techniques, etc., are beyond the scope of ASTM Standard 
Practice E1527-21, not part of this Report, and should only be included in the Report if so specified in the 
terms of engagement between the User and ODIC. Such additional services may include business 
environmental risk issues not included within the scope of this practice (ASTM Standard Practice E1527-
21). 
 
ASTM Standard Practice E1527-21 does not encompass analytical testing to evaluate Asbestos 
Containing Materials (ACM), radon, lead-based paint (LBP), drinking water quality, lead in drinking water, 
wetlands, regulatory compliance, cultural and historical resources, industrial hygiene, health and safety, 
ecological resources, endangered species, indoor air quality, biological agents, mold, stored chemicals, 
debris, fill materials, surface water, or subsurface samples (soil and groundwater) as part of a Phase I 
ESA. Such additional information regarding non-ASTM Standard Practice E1527-21 issues may be 
provided merely for the User’s convenience, and cannot be used to bind this Report as a whole to the 
compliance and conformance with ASTM Standard Practice E1527-21. No disassembly of systems or 
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building components or physical or invasive testing is to be performed unless the Client specifically calls 
for such testing as an additional scope of work. 
 
ODIC has performed this Phase I ESA in conformance with the scope and limitations of ASTM Standard 
Practice E1527-21. This Report may not include all environmental conditions which can materially impact 
the Property other than those defined as RECs in ASTM Standard Practice E1527-21.  
 
ODIC is not contracted to perform Environmental Liens and Activity and Use Limitations (AULs) searches 
via title records, and such is beyond the scope of services included in this Report. Information pertaining 
to deed restrictions and environmental liens, Activity/Use Limitations, title search/report was requested 
from the Report User. This information may or may not be provided to ODIC at the time of the 
assessment. See pertinent sections of this Report for further discussion. 
 
Interviews with past or current owners, operators, and occupants may not be reasonably ascertainable 
and can constitute a data gap. Based on information obtained from other historical sources (as discussed 
in Section 4.0), this data gap may or may not be expected to alter the findings of this assessment.  
 
Adjoining sites, neighboring sites, or surrounding properties mentioned in this Report are defined only up 
to one parcel immediately next to the Property, and ODIC will only evaluate immediately adjoining 
properties to identify historical use of the surrounding areas via historical sources or data available for 
adjoining properties, and/or walk-through visual inspection along the property perimeters to identify 
obvious signs of environmental concerns. 
 
It is often not possible (under the “reasonably ascertainable” clause of the ASTM Standard Practice 
E1527-21) to identify every single historical business tenant or occupant of the Property. ODIC cannot be 
liable for not identifying all such past tenants or occupants of the Property. 
 
This ESA did not necessarily comply with the ASTM Standard Practice E2600-15 “Standard Guide for 
Vapor Encroachment Screening on Property Involved in Real Estate Transactions.” For assessment of 
potential “vapor encroachment conditions” (VECs) and to determine if a “vapor intrusion condition” (VIC) 
exists on-site, additional investigation beyond ASTM Standard Practice E1527-21 is required. 
 
For the purposes of ASTM Standard Practice E1527-21, “migrate” and “migration” refers to the movement 
of hazardous substances or petroleum products in any form, including, for example, solid and liquid at the 
surface or subsurface, and vapor in the subsurface.  
 
USER RELIANCE 
 
This investigation was conducted in accordance with the Client’s Environmental Site Assessment scope 
of work for the use and benefit of the Client and assignees. It is based, in part, upon documents, writings, 
and information owned, possessed, or secured by the Client. Neither this Report, nor any information 
contained herein, shall be used or relied upon for any purpose by any other person or entity without the 
express written permission of the Client. 

All reports, both verbal and written, are for the sole use and benefit of the Client. Either verbally or in 
writing, third parties may come into possession of this Report or all or part of the information generated as 
a result of this work. In the absence of a written agreement with ODIC granting such rights, no third 
parties shall have rights of recourse or recovery whatsoever under any course of action against ODIC, its 
officers, employees, vendors, successors or assigns. Any such unauthorized user shall be responsible to 
protect, indemnify and hold ODIC, the Client and their respective officers, employees, vendors, 
successors and assigns harmless from any and all claims, damages, losses, liabilities, expenses 
(including reasonable attorneys’ fees) and costs attributable to such use. Unauthorized use of this Report 
shall constitute acceptance of and commitment to these responsibilities, which shall be irrevocable and 
shall apply regardless of the cause of action or legal theory pled or asserted. Additional legal penalties 
may apply. 
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INDEPENDENT CONTRACTOR STATUS / PROFESSIONAL RESPONSIBILITY 
 
In performing Services under the mutually agreed contractual agreement and engagement, ODIC 
operates as, and has the status of, an independent contractor. Subject to any limitations established by 
the Client as to the degree of care and amount of time and expenses to be incurred and any other 
limitations contained in the mutually agreed contractual agreement and engagement, ODIC performs the 
Services consistent with the level of care and skill ordinarily exercised by other professional consultants 
under similar circumstances at the time the Services are performed. Client hereby acknowledges that 
whenever a Project involves hazardous or toxic materials there are certain inherent risk factors involved 
(such as limitations on laboratory analytical methods, variations in subsurface conditions, economic loss 
to Client or Property owner, a potential obligation for disclosure to regulatory agencies, a potential for a 
decrease in market value of real property, and the like) that may adversely affect the results of the 
Project, even though the Services are performed with such skill and care. No other representation, 
warranty, or guarantee, express or implied, is included or intended by the mutually agreed contractual 
agreement and engagement. 
 
QUALIFICATION STATEMENT OF ENVIRONMENTAL PROFESSIONAL 
 
ODIC states that this ESA was performed under Environmental Professional (EP)’s direct supervision, 
that he/she has prepared and/or reviewed and approved the Report, and that the methods and 
procedures utilized in the development of this Report conform at least to minimum industry standards 
using both the ASTM International, formerly known as the American Society for Testing and Materials 
(ASTM), Standard Practice E1527-21 and the United States – Environmental Protection Agency 
Standards and Practices for All Appropriate Inquiries (40 CFR Part 312) as guidelines. ODIC certifies that 
ODIC’s Environmental Professionals and Subcontractors are properly licensed, qualified, and/or certified 
to conduct Phase I Environmental Site Assessments.  
 
ODIC’s EP declares that, to the best of his/her professional knowledge and belief, he/she meets the 
definition of Environmental Professional as defined in 40 CFR Part 312. ODIC’s EP who prepared this 
assessment possesses the specific qualifications based upon education, training and experience to 
assess a property of the nature, history, and setting of the Property. ODIC has performed the “All 
Appropriate Inquiries” in accordance with the standards and practices as defined in 40 CFR Part 312. 
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2.0 PROPERTY DESCRIPTION 

2.1 PROJECT INFORMATION 

Project Information 
ITEM  
Project Number  6375756-ESAI 

Property Address(es) 
The Property does not have an assigned street address. The Property is 
identified as Assessor Parcel Number 0279-201-24-0000, Highland, San 
Bernardino County, CA 92410. 

Historical/Alternate 
Property Addresses 

None were identified. 
Source: N/A 

Tax Assessor’s Parcel 
Number 

0279-201-24-0000 

Property Inspection Date March 25, 2022 
Weather Condition Sunny, approximately 85 degrees Fahrenheit 
Site Visit Conducted by Mel K. Johnson, Environmental Consultant 
Report Author Mel K. Johnson, Environmental Consultant 
QA/QC Environmental 
Professional 

Michael A. Miller, M.S., Senior Environmental Consultant 

Property Location 
The Property is located on the south side of 6th Street, approximately 
700 feet west of Del Rosa Drive. 

General Setting The general setting is commercial, residential, and vacant land. 
 

2.2 PROPERTY IMPROVEMENTS 

Property Improvements and Building / Land Description 
ITEM  

Property Description 
The Property is a vacant 2.83-acre parcel. 
Data Source for Parcel Size: Title company property profile 
Data Source for Building Size(s): N/A 

Estimated Year of 
Construction 

N/A 
Data Source(s): N/A  

Improvement Description 
The Property is vacant land. 
See Property Description above for additional details. See also 
appended photographs and site plot plan.  

Other Improvements & 
Features (including 
description of unimproved 
areas) 

None were observed. 
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2.3 PROPERTY OCCUPANTS AND USE 

Property Occupants and Use 
ITEM  
Present Occupant(s) and 
Detailed Description of 
Business Operation(s) 

The Property is vacant land. 

 

2.4 MUNICIPAL SERVICES AND UTILITIES 

Municipal Services and Utilities 
ITEM  
Potable Water Supply City of San Bernardino (available in the area) 
Natural Gas Utility Provider Southern California Gas Company (available in the area) 
Electrical Utility Provider Southern California Edison (available in the area) 
Sewage Disposal System City of San Bernardino (available in the area) 
Solid Waste Disposal None 
Any Septic System, 
Cesspool, Seepage Pits 

None were identified. 

Private Water Well None were identified. 
Heating/Cooling System None 

 

2.5 PHYSICAL SETTING 

TOPOGRAPHY 
 
The Property's physical location was researched employing a United States Geological Survey (USGS) 
7.5-Minute Topographic Quadrangle (Quad) Map relevant to the Property. The USGS 7.5-Minute Quad 
Map has an approximate scale of 1 inch to 2,000 feet and may show physical features with environmental 
significance such as wetlands, water bodies, roadways, mines, and buildings. The elevation of the 
Property is approximately 1,080 feet above mean sea level. There is a regional downslope to the west. 
 
GEOLOGY/ HYDROGEOLOGY 
 
Geologic/hydrogeologic information was obtained from a 2008 Confirmation Soil and Groundwater 
Sampling Report and Case Closure Request prepared for a site located at 24914 East 5th Street 
(Iskander Service Station), which is approximately 0.28 miles southwest of the Property: 
 

Previous assessments identified soils at the site as fine to coarse sands, with gravel 
intermixed at various depths to the 35 feet bgs depth of investigation. 
 
Groundwater identified in the site area is of a perched nature. “Perched groundwater” is a 
zone of saturation in a formation that is discontinuous from the water table and the 
unsaturated zones surrounding this formation. The formation exists as a discrete 
saturated zone that may be ephemeral (in direct response to precipitation in the 
immediate vicinity) or recharged by percolation from nearby surface water or other 
perched water zones. Perched groundwater may be a source of potable groundwater, but 
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not in the site area. This perched zone is separated from the aquifers used for municipal 
and domestic purposes by silty and clay rich aquitards/confining layers. 
 
There are three water-bearing sediment layers (aquifers) in the site vicinity. Most of the 
groundwater used for domestic and municipal purposes is extracted from the “middle 
water-bearing member” and the “lower water-bearing member.” The “middle water-
bearing member” extends from approximately 450 to 570 bgs, and the “lower water-
bearing member” extends from approximately 800 feet bgs to the crystalline basement 
complex located at depths of 1000 feet bgs or greater. The primary water-bearing 
members are separated by silty and clay rich aquitards/confining layers, and tend to be 
under hydrostatic pressure near the center of the basin.  
 
The “upper water-bearing member” is less well-defined than the other two but generally 
ranges from about 100 to 150 feet thick, and underlies a confining layer approximately 
150 to 170 feet thick. The confining layer is overlain by surficial sands and gravels 
ranging in thickness from 10 to 50 feet. Surface water can infiltrate these coarser 
sediments to the confining layer where deeper infiltration of shallow or surface water is 
prevented by a combination of the impermeability of these layers and the hydrostatic 
pressure of the underlying aquifer (resulting in perched groundwater). 
 
Groundwater in the vicinity of San Bernardino is normally found at depths greater than 
100 feet bgs. However, conversations with water purveyors in the area indicate that 
groundwater in their production and observation wells, located approximately 0.5 mi. 
northwest of the subject site, and are currently found at depths of greater than 175 feet 
bgs. 

 
According to information reported in a Case Closure Evaluation for the Former Iskander Texaco 
Station at 24914 East 5th Street dated September 25, 2009, prepared by LOR Geotechnical 
Group, Inc., depth to first groundwater was anticipated to be approximately 50 feet bgs at the site 
with a southerly flow direction.  
 
Sources: 
 
https://documents.geotracker.waterboards.ca.gov/esi/uploads/geo_report/7564298331/T0607100550.PD
F  
https://documents.geotracker.waterboards.ca.gov/regulators/deliverable_documents/3096021354/Site%2
0%2399032-LOR%20Case%20Closure%20Evalutaion.PDF 
 
While groundwater flow direction at the Property cannot be confirmed without survey measurement of 
static groundwater level at triangulated points, it is expected to flow in the direction of surface 
topographical contour, or toward the nearest water body or discharge basin.  
 
It is important to note that groundwater flow direction can be influenced locally and regionally by the 
presence of local wetland features, surface topography, recharge and discharge areas, horizontal and 
vertical inconsistencies in the types and location of subsurface soils, and proximity to water pumping wells. 
Depth and gradient of the water table can change seasonally in response to variation in precipitation and 
recharge, and in response to urban development such as storm water controls, impervious surfaces, 
pumping wells, cleanup activities, dewatering, seawater intrusion barrier projects near the coast, and 
other factors.  
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3.0 PROPERTY RECONNAISSANCE 

3.1 LIMITING CONDITIONS 

The information reported herein was obtained through sources deemed reliable, a visual site survey of 
areas readily observable, easily accessible or made accessible by the Property contact, and interviews 
with owners, agents, occupants, or other appropriate persons involved with the Property.  
 
No limitations imposed by physical obstructions such as adjacent buildings, bodies of water, asphalt, or 
other paved areas, and other physical constraints were identified unless indicated below. 
 
No disassembly of systems or building components or physical or invasive testing was performed. ODIC 
renders no opinion as to the Property condition at un-surveyed and/or inaccessible portions of the 
Property. ODIC relies completely on the information, whether written, graphic, or verbal, provided by the 
Property contact or as shown on any documents reviewed or received from the Property contact, owner 
or agent, or municipal source, and assumes that information to be true and correct. The observations in 
this Report are valid on the date of the Property reconnaissance. Note: Typically lenders have 
environmental policies where due diligence reports are valid for one year from the report date. However, 
such policies and standards can vary from each lender or User. For CERCLA landowner liability 
protection, Phase I ESA reports are valid for 180 days, per ASTM Standard Practice E1527-21. 

3.2 PROPERTY RECONNAISSANCE 

ODIC conducted interior and exterior observations of the Property with the intent to identify releases or 
material threat of future releases of hazardous substances or petroleum products to the environment. The 
table below lists items visually and/or physically observed. 
 

PROPERTY RECONNAISSANCE 

Hazardous Substances and Petroleum Products 

None were observed. 

Underground Storage Tanks (USTs), vent pipes, fill pipes, or access ways indicating USTs 

None were observed. 

Aboveground Storage Tanks (ASTs) 

None were observed. 

Drums, Totes, and Intermediate Bulk Containers 

None were observed. 

Standing Surface Water and Pools or Sumps Containing Liquids Likely to be Hazardous 
Substances or Petroleum Products 

None were observed. 

Hazardous Substance and Petroleum Product Containers Not in Connection With Identified Uses 

None were observed. 

Unidentified Substance Containers 

None were observed. 

Stains or Corrosion on Floors, Walls, or Ceilings (except for staining from water) 

None were observed. 

Stained Soil or Pavement 
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None were observed. 

Drains, Sumps, Wastewater Treatment Units, Clarifiers 

None were observed. 

Pits, Ponds, or Lagoons 

None were observed. 

Stressed Vegetation (other than from insufficient water). 

None were observed. 

Areas that are apparently graded by non-natural causes (or filled with fill of unknown origin) 
suggesting trash, construction debris, demolition debris, or other solid waste disposal; and 
mounds or depressions suggesting trash or other solid waste disposal. 

None were observed. 

Water/Wastewater—Wastewater or other liquid (including stormwater) discharged from or to the 
Property. 

None were observed, other than typical stormwater runoff. 

Wells (including dry wells, irrigation wells, injection wells, monitoring wells, abandoned wells, or 
other wells). 

None were observed. 

Septic Systems or Cesspools 

None were observed. 

Unusual Areas of Pavement Patching (including possible boring locations) 

None were observed. 

3.3 DETAILED DESCRIPTION OF SITE RECONNAISSANCE AND ENVIRONMENTAL CONDITIONS 

The Property is undeveloped land, Site reconnaissance revealed no evidence of underground storage 
tanks, clarifiers, sumps, hazardous materials, or other environmental concerns. 

3.4 CURRENT USES OF ADJOINING PROPERTIES 

For the scope of this assessment, properties are defined and categorized based upon their physical proximity 
to the Property. An adjoining property is defined as any real property or properties the border of which is 
contiguous or partially contiguous with that of the Property, or that would be contiguous or partially contiguous 
with that of the Property but for a street, road, or other public thoroughfare separating them. 
 

Adjoining Properties 
ITEM  
North  North of the Property is Indian Springs High School at 650 N. Del Rosa Drive.  
Northeast Northeast of the Property is Indian Springs High School at 650 N. Del Rosa Drive. 

East 

East of the Property is vacant land identified as Assessor Parcel Number 0279-211-33-
0000. It is in the early stages of being developed with Sterling Natural Resource Center 
(SNRC), a water treatment facility and administrative center operated by the East 
Valley Water District. Source: https://www.eastvalley.org/281/Sterling-Natural-
Resource-Center  

Southeast 
Southeast of the Property is vacant land identified as Assessor Parcel Number 0279-
211-33-0000. 
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South 
South of the Property is a residential condominium development at 25180 W. 5th 
Street. 

Southwest Southwest of the Property is a residential property at 25142 W. 5th Street. 
West West of the Property is a residential property at 25137 and 25137 ½ W. 6th Street. 
Northwest Northwest of the Property is Indian Springs High School at 650 N. Del Rosa Drive. 

3.5 NON-SCOPE (NON-ASTM) CONSIDERATIONS 

Evaluation of Non-Scope or Non-CERCLA items, including those addressed in Section 3.4 of this Report, 
is not required nor relevant for compliance with the AAI Rule or ASTM Standard Practice E1527-21. 
Inclusion of any non-scope item in a Phase I Environmental Site Assessment report is entirely within the 
discretion of the User based on its own risk tolerance. Non-Scope Consideration should not be construed 
as requiring the inclusion of any non-scope issues in a Phase I Environmental Site Assessment report. 
 
Any additional services contracted for between the User and ODIC Environmental including a broader 
scope of assessment, more detailed conclusions, liability/risk evaluations, recommendation for Phase II 
testing or other assessment activities, remediation techniques, etc., are beyond the scope of Standard 
Practice E1527-21, are not part of this Report, and should only be included in the Report if so specified in 
the terms of engagement between the User and ODIC. Such additional services may include business 
environmental risk issues not included within the scope of this practice (ASTM Standard Practice E1527-
21). No implication is intended as to the relative importance of inquiry into such non-scope considerations, 
and this list of non-scope considerations is not intended to be all-inclusive. 
 
There may be environmental issues or conditions at a Property that parties may wish to assess in 
connection with commercial real estate that are outside the scope of this practice (the non-scope 
considerations). As noted by the legal analysis in Appendix X1 of ASTM Standard Practice E1527-21, 
some substances may be present on the Property in quantities and under conditions that may lead to 
contamination of the Property or of nearby properties but are not included in CERCLA’s definition of 
hazardous substances (42 U.S.C. §9601(14)) or do not otherwise present potential CERCLA liability. In 
any case, they are beyond the scope of this practice. 
 
Whether or not a User elects to inquire into non-scope considerations in connection with this practice or 
any other environmental site assessment, no assessment of such non-scope considerations is required 
for appropriate inquiry as defined by this practice. 
 

NON-SCOPE, NON-CERCLA ITEMS 
ITEM  

Suspect asbestos-
containing building materials 
(ACBM) unrelated to 
releases into the 
environment 

N/A – The Property is vacant land. 
 
An asbestos survey is not included in the scope of services for this Phase 
I ESA. 

Lead-based paint (LBP) 
unrelated to releases into 
the environment 

N/A – The Property is vacant land. 
 
A lead-based paint survey is not included in the scope of services for this 
Phase I ESA. 

Lead in drinking water (LIW) N/A – The Property is vacant land and no on-site structures are present. 
 
A lead in drinking water survey is not included in the scope of services for 
this Phase I ESA.   
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NON-SCOPE, NON-CERCLA ITEMS 
ITEM  

Naturally-occurring radon Since a radon survey is not included in the scope of services for this 
Phase I ESA, ODIC did not test for radon at the Property. 
 
Radon is a naturally-occurring, odorless, invisible gas. Natural radon 
levels vary and are closely related to geologic formations. Radon may 
enter buildings through basement sumps or other openings. 
 
A review of the EPA’s Map of Radon Zones indicates that San 
Bernardino County falls within Zone 2, a zone of moderate radon 
potential. Counties located within Zone 2 have a predicted average 
indoor radon screening level of 2 to 4 picocuries per liter (pCi/L), 
generally below EPA’s radon action level of 4 pCi/L for residential 
structures. A radon survey was not included in the current scope of 
services. 
 
Source: https://www.epa.gov/radon/state-maps-radon-zones 
 
It should be noted that site-specific radon levels can vary greatly within 
the EPA radon zones and on-site radon measurements would need to be 
conducted in order to determine the Property radon levels. 

PCB-containing building 
materials 

Since a PCB survey is not included in the scope of services for this 
Phase I ESA, ODIC did not test for PCBs at the Property.  

Wetlands, creeks, swale, 
pits, ponds, lagoons, or any 
other water bodies 
 
 

A wetland is defined as areas inundated or saturated by surface or 
groundwater at a frequency and duration sufficient to support, and that 
under normal circumstances do support, a prevalence of vegetation 
typically adapted for life in saturated soil conditions. Wetlands provide a 
number of economically and environmentally important functions such as 
flood control, water quality protection, groundwater recharge, spawning 
areas for commercially important fish, and wildlife habitat. 
 
Wetlands are evaluated using three indicators: hydrology, hydrophytic 
vegetation, and hydric soils. Section 404 of the Clean Water Act requires 
a permit before dredged or fill material may be discharged into regulated 
wetlands (known as Jurisdictional Wetlands). The Army Corps of 
Engineers has primary responsibility for making wetlands jurisdictional 
determinations and issuing wetlands permits. A number of activities are 
authorized through the use of nationwide permits. 
 
A wetland study or survey is not included in the current scope of services 
for this Phase I ESA.  

Mold or microbial growth 
conditions 

Since a mold/microbial matter survey is not included in the scope of 
services for this Phase I ESA, ODIC did not test for mold/microbial matter 
at the Property. 



 Phase I Environmental Site Assessment Report 
Project No. 6375756-ESAI 

 - 18 – 
 

O D I C  E n v i r o n m e n t a l  

NON-SCOPE, NON-CERCLA ITEMS 
ITEM  

Indoor air quality unrelated 
to releases of hazardous 
substances or petroleum 
products into the 
environment 

N/A – The Property is vacant land and no on-site structures are present. 
Indoor air quality testing is not included in the scope of services for this 
Phase I ESA. 
 
There are many sources of indoor air pollution. These include 
combustion sources such as oil, gas, kerosene, coal, wood, tobacco 
products, asbestos-containing materials, wet or damp carpet, 
formaldehyde, certain pressed wood products, cleaning and maintenance 
chemicals, and pesticides. EPA estimates that indoor levels of air 
pollutants can be two to five times higher, and occasionally 100 times 
higher, than outdoor levels. In general, EPA does not regulate indoor air 
quality except to the extent that indoor air impacts are caused by 
releases of hazardous substances into subsurface soil or groundwater 
(vapor intrusion).  

Flood Zone  The Federal Emergency Management Agency Flood Insurance Rate Map 
is typically used to determine if the Property is located within a flood 
zone. A flood zone evaluation is not included in the scope of work for this 
Phase I ESA. 

Methane Gas Since a methane gas survey is not included in the scope of services for 
this Phase I ESA, ODIC did not test for methane gas at the Property. 
 
In response to concern regarding the potential for methane accumulation 
beneath buildings, and potential methane intrusion into buildings, some 
cities or regulatory oversight agencies have established methane zones 
and/or methane buffer zones based on the proximity to oil wells, landfills, 
or naturally occurring methane deposits.  
 
A methane risk assessment is not included in the scope of work for this 
Phase I ESA.  
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NON-SCOPE, NON-CERCLA ITEMS 
ITEM  

Other non-scope 
considerations discussed in 
Appendix X1 and Appendix 
X5 of ASTM Standard 
Practice E1527-21 
 
 

No implication is intended as to the relative importance of inquiry into 
such non-scope considerations, and this list of non-scope considerations 
is not intended to be all-inclusive. These items are not included in the 
current scope of services for this Phase I ESA. 
 
Endangered Species Act—Under the Endangered Species Act (ESA), 
the government protects endangered and threatened plants and animals 
(listed species) and their habitats.  The presence of listed species can 
restrict use of the Property to ensure that the proposed activities do not 
adversely affect endangered or threatened species as well as their critical 
habitats. This includes Biological agents, Cultural and historical 
resources, and Ecological resources. 
 
Compliance with AULs—Parties who wish to qualify for one of the LLPs 
will need to know whether they are in compliance with AULs, including 
land use restrictions that were relied upon in connection with a response 
action. A determination of compliance with AULs is beyond the scope of 
ASTM Standard Practice E1527-21. 
 
Regulatory Compliance (Includes Health and Safety and Industrial 
Hygiene)—Properties used for industrial, commercial and even 
residential purposes are frequently subject to a panoply of environmental 
laws and regulations that relate to many aspects of operations conducted 
at the Property. In the context of a property transaction, noncompliance 
with environmental laws and regulations may create a material risk of 
financial loss for both building operators and owners of the properties. 
 
Potential Effects of Noncompliance—Depending on the circumstances, 
noncompliance with various regulatory requirements could result in 
material costs to owners and operators of industrial, commercial or 
residential properties, including fines or other monetary penalties, 
injunctions or other equitable relief that slows or eliminates productivity, 
and could result in increased transaction costs associated with defending 
claims of noncompliance. Furthermore, even in the absence of 
administrative or legal enforcement proceedings, the costs to bring 
facilities into compliance with applicable regulatory requirements could be 
material in some circumstances. 
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4.0 PROPERTY AND VICINITY HISTORY 
 
The objective of consulting historical sources is to develop a history of the previous uses of the Property 
and surrounding area, in order to help identify the likelihood of past uses having led to Recognized 
Environmental Conditions (RECs), Controlled Recognized Environmental Conditions (CRECs), or 
Historical Recognized Environmental Conditions (HRECs) in connection with the Property. ODIC 
exercises professional judgment and consider the possible releases that might have occurred at a 
Property in light of the historical uses and, in concert with other relevant information gathered as part of 
the Phase I process, to use this information to assist in identifying RECs, CRECs, and/or HRECs in 
connection with the Property. Historical Records Search was conducted for the Property in conformance 
with the scope and limitations of ASTM Standard Practice E1527-21. 

4.1 PREVIOUS ENVIRONMENTAL REPORTS 

Previous environmental reports were not available for the Property.  

4.2 SANBORN MAP COMPANY FIRE INSURANCE MAPS 

Sanborn Map Company maps were created for insurance underwriters from 1867 to present, and often 
contain information regarding the uses of individual structures, and the locations of fuel and/or chemical 
storage tanks that may have been on a particular property. In 1996, the entire Sanborn Map Company 
collection was acquired by Environmental Data Resources, Inc. (EDR). ODIC subcontracted with EDR to 
provide copies of Sanborn Map Company maps, if available, for the Property and vicinity.  
 
EDR responded that Sanborn Map Company fire insurance maps were not available for the Property or 
vicinity.  

4.3 HISTORICAL AERIAL PHOTOGRAPHS 

ODIC reviewed historical aerial photographs supplied by the EDR Aerial Photo Decade Package. 
Photographs were available for the following years: 1930, 1938, 1949, 1953, 1959, 1966, 1968, 1975, 
1985, 1989, 1994, 2002, 2006, 2009, 2012, and 2016. The Property appears to have been agricultural in 
the 1930, 1938, 1949, and 1953, images, and was vacant land in all remaining photographs.  
 
Adjacent properties were similarly agricultural or were undeveloped in the 1930 image. The west-adjacent 
vicinity was developed with residences by 1938 and the south-adjacent property was improved with 
residences by 1985. The north-adjacent site was improved with a school in the 1966 and subsequent 
aerial photographs. The east-adjacent property was undeveloped in all photographs.  

4.4 LOCAL STREET DIRECTORIES / HISTORICAL CITY DIRECTORIES 

ODIC reviewed Historical City Directories provided by EDR for the years spanning 1922-2017. There 
were no city directory listings identified for the Property.  
 
For discussion of nearby properties of environmental concern, if any, refer to Sections 5.3 and 5.4. 
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4.5 CITY/COUNTY BUILDING DEPARTMENT, ZONING/LAND USE, PROPERTY TAX RECORDS, PROFILES 

 
Building Department Records: 
 
The Property is vacant land.  Therefore, no building records were obtained. 
 
Property Profile: 
 
ODIC obtained the following Property information from one or more title company property profiles: 

 
 Current Property Owner: Southeastern CA Conf Seventh-Day Adv 
 Assessor Parcel Number: 0279-201-24-0000 
 Lot Size:    123,275 square feet (2.83 acres) 
 Building Size:    None stated 
 Construction Date:  None stated 
 Site Use / Use Code:   Commercial – Vacant Land 

4.6 HISTORICAL TOPOGRAPHIC MAPS 

Development history of the Property and surrounding area was researched using historical 7.5-Minute 
USGS topographic maps provided by EDR. No features of environmental concern were identified.  

4.7 OIL & GAS MAPS 

ODIC reviewed the Geologic Energy Management Division's (CalGEM) online mapping application Well 
Finder maps for the Property and immediate vicinity via the CalGEM Online Mapping System. No active 
or abandoned oil and/or gas wells were identified on the Property or in the immediate vicinity. 
 
Source: https://www.conservation.ca.gov/calgem/Pages/WellFinder.aspx  

4.8 OTHER HISTORICAL RECORDS 

This category includes, but is not limited to: maps, newspaper archives, internet sites, community 
organizations, local libraries, historical societies, and/or other sources. 
 
An internet search of the Property address(es) or assessor parcel number(s) was conducted to identify 
additional former Property occupants and/or uses that may not have been identified via other sources. 
None were identified. 
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5.0 STANDARD ENVIRONMENTAL RECORDS RESEARCH 

5.1 PROCEDURE 

The most current databases sources maintained by state and federal offices were provided by 
governmental record search database suppliers, such as Environmental Data Resources (EDR). For 
definitions of database acronyms, review the database report in Appendix C and/or refer to ASTM 
Standard Practice E1527-21, Sections 3.3 and 8.2. 
 
Database sources maintained by local offices were obtained via records requests. Databases were 
searched for properties with reported environmental listings within distances specified by ASTM Standard 
Practice E1527-21, either by using geocoding information that identified the coordinates of the properties 
in the databases or by checking the street addresses of practically reviewable non-geocoded “orphan” 
properties within the same zip code. The database report is included as an appendix to this Report. The 
database report may identify certain “orphan sites” which are those facilities that could not be mapped or 
geocoded due to inadequate address information. ODIC cannot be held liable for not correctly locating 
these orphan sites to determine their impact to the Property. 
 
ASTM Standard Practice E1527-21 Sections 3.3 and 8.2 use terminology such as Leaking Storage Tank 
and Registered Storage Tank to refer to both Leaking Underground/Aboveground Storage Tanks and 
Underground/Aboveground Storage Tanks. For the purposes of this assessment, ODIC has used state-
specific terminology to refer to Leaking Storage Tanks and/or other Registered Storage Tanks as 
generally defined by the state in which the Property is located. 

5.2 PROPERTY LISTING(S) 

 
FEDERAL AGENCY LISTINGS STATE AGENCY LISTINGS 

DATABASE PROPERTY LISTED  DATABASE PROPERTY LISTED  

NPL 
No State/Tribal Equivalent 

NPL 
No 

De-listed NPL 
No State/Tribal Equivalent 

CERCLIS 
No 

CERCLIS/SEMS No State/Tribal SWLF No 
CERCLIS-
NFRAP/SEMS-
ARCHIVE 

No 
State/Tribal Voluntary 
Cleanup Sites 

No 

RCRA-CORRACTS 
No State/Tribal Brownfield 

Sites 
No 

RCRA-TSDF 
No State/Tribal Leaking 

Storage Tank 
No 

RCRA-Generator No State/Tribal CPS / SLIC No 

ERNS 
No State/Tribal Registered 

Storage Tank 
No 

Federal IC/EC 
Registries 

No State/Tribal IC/EC 
Registries 

No 

Other Federal List No Other State List No 
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LOCAL ENVIRONMENTAL AGENCY LISTINGS 

AGENCY RECORDS ON FILE FOR 

THE PROPERTY 
State Environmental Agency(ies) with Local/Regional Offices  
California State Water Resources Control Board (SWRCB) – GeoTracker 
database 

No 

Santa Ana Regional Water Quality Control Board (SA-RWQCB) No 
CA Department of Toxic Substances Control (DTSC) – ENVIROSTOR database No 
CA Environmental Protection Agency (EPA) site portal database No 
DTSC – Hazardous Waste Tracking System (HWTS) database No 
  
County/City Environmental Agencies  
San Bernardino County Fire Department-Hazardous Materials Division No 
  
Air Quality Management District  
South Coast Air Quality Management District (SCAQMD) No 
  
See below for a discussion of agency records, if any, for the Property.  
 
Note: “Agency Response Pending,” if noted above, indicates that a public records request has been 
submitted under the Freedom of Information Act but a response has not been received by ODIC. 

 
The Property was not identified on any researched environmental database. 
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5.3 SURROUNDING SITES: FEDERAL AGENCY LISTINGS 

 
FEDERAL AGENCY LISTINGS 

DATABASE MINIMUM SEARCH DISTANCE (MILES) PROPERTIES IDENTIFIED WITHIN SEARCH 

DISTANCE  
NPL (Superfund) 1.0 1 
De-listed NPL 0.5 0 
CERCLIS/SEMS 0.5 1 
CERCLIS-NFRAP/SEMS-
ARCHIVE 

0.5 
0 

RCRA-CORRACTS 1.0 1 
RCRA-TSDF 0.5 1 
RCRA-Generator Adjoining Sites 0 

 
NPL (National Priority List): 
 

LISTING ADDRESS DISTANCE 
USAF Norton Air Force Base (Lndfll #2) 305 S. Tippecanoe Ave S 1/4 – 1/2 

 
This site is listed on numerous environmental databases, including NPL, SEMS, CORRACTS, RCRA-
TSDF, RCRA-SQG, US Eng Controls, US Inst Controls, ROD, and PADS. The following description of 
this site was posted on the EPA’s web site: 
 

Background 
 
The 2,165-acre Norton Air Force Base site in San Bernardino, California, served as a major 
overhaul center for jet engines and aircraft repair beginning in 1942. Past hazardous material 
management practices contaminated groundwater and soil with polychlorinated biphenyls 
(PCBs), dioxins, heavy metals (such as lead) and acids. Following construction of the site’s 
remedy, operation and maintenance activities and monitoring are ongoing. 
 
What Has Been Done to Clean Up the Site? 
 
The site is being addressed by the Air Force. The long-term remedy included no further action at 
87 subsites, groundwater monitoring, groundwater extraction and treatment via air stripping, in-
place soil vapor extraction, institutional controls and removal actions. Construction of the 
remedies for the site finished in 2006. Institutional controls to restrict uses of certain areas for 
residential purposes protect human health and the environment. The groundwater remedy 
achieved cleanup objectives and no longer requires clean up. The Air Force completed removal 
of lead-contaminated soils located near a former Small Arms Range in 2019. 
 
What Is the Current Site Status? 
 
Operation and maintenance activities, including groundwater monitoring, landfill gas monitoring, 
inspections and cap maintenance, are ongoing. EPA has conducted several five-year reviews of 
the site’s remedy. These reviews ensure that the remedies put in place protect public health and 
the environment, and function as intended by site decision documents. The AF drafted the Fifth 
Five-Year Report in June 2020, and revised the report in September 2020 to address EPA's 
comments. Not all of EPA's comments were addressed, and EPA issued an independent 
protectiveness statement. EPA deferred the protectiveness statement until further information 
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could be obtained regarding whether Per- and Polyfluoralkyl substances in soils and groundwater 
at the site present any current exposures to human health and the environment. The EPA 
expects the AF to finalize the Report to incorporate additional EPA comments, and EPA will issue 
a final determination by September 2021. 

 
The following map, which was obtained from a Fifth Five-Year Review Report for Former Norton Air Force 
Base dated December 23, 2020, illustrates the boundaries of the areas associated with the Former 
Norton Air Force Base: 
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Figure 1 
Former Norton Air Force Base 
Vicinity Map 
Fifth Five-Year Rev;iew Re.port 
Former Norton AFB, San Bernardino, California 
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The Property is not located within the boundaries of this site or within the limits of the contaminated 
groundwater plumes associated with this site. Therefore, the USAF Norton Air Force Base (Lndfll #2) site 
is not assessed to pose environmental concern to the Property. 
 
Sources:  
 
https://cumulis.epa.gov/supercpad/SiteProfiles/index.cfm?fuseaction=second.cleanup&id=0902760  
https://www.envirostor.dtsc.ca.gov/public/profile_report.asp?global_id=36970004  
 
SEMS (Superfund Enterprise Management System), formerly known as CERCLIS (Comprehensive 
Environmental Response, Compensation & Liability Information System): 
 

LISTING ADDRESS DISTANCE 
USAF Norton Air Force Base (Lndfll #2) 305 S. Tippecanoe Ave S 1/4 – 1/2 

 
Refer to the NPL discussion above regarding this site.  
 
RCRA-CORRACTS (Resource Conservation and Recovery Act Corrective Action Tracking 
System): 
 

LISTING ADDRESS DISTANCE 
USAF Norton Air Force Base (Lndfll #2) 305 S. Tippecanoe Ave S 1/4 – 1/2 

 
Refer to the NPL discussion above regarding this site. 
 
RCRA-TSDF (Resource Conservation and Recovery Act - Treatment Storage Disposal Facility): 
 

LISTING ADDRESS DISTANCE 
USAF Norton Air Force Base (Lndfll #2) 305 S. Tippecanoe Ave S 1/4 – 1/2 

 
Refer to the NPL discussion above regarding this site. 
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5.4 SURROUNDING SITES: STATE AGENCY LISTINGS 

STATE ENVIRONMENTAL AGENCY LISTINGS 
DATABASE MINIMUM SEARCH DISTANCE (MILES) PROPERTIES IDENTIFIED WITHIN SEARCH 

DISTANCE 
State/Tribal Equivalent 
NPL  

1.0 
1 

State/Tribal Equivalent 
CERCLIS 

0.5 
2 

State/Tribal SWLF 0.5 0 
State/Tribal Leaking 
Storage Tank 

0.5 
3 

State/Tribal Registered 
Storage Tank 

Adjoining Sites 
0 

State/Tribal IC/EC 
Registries 

Adjoining Sites 
0 

State/Tribal Voluntary 
Cleanup Sites 

0.5 
0 

State/Tribal Brownfield 
Sites 

0.5 
0 

State/Tribal CPS / SLIC 
(CA only) 

0.5 
0 

Other State Listings Adjoining Sites 3 
Other Non-ASTM Listings Adjoining Sites 0 

 
State/Tribal Equivalent NPL - RESPONSE: 
 

LISTING ADDRESS DISTANCE 
Gerald Hobbs Property 7194 Conejo Drive NNW 1/2 – 1  

 
This site is located approximately 0.92 miles northwest of the Property. ODIC researched this site via 
Department of Toxic Substances Control’s ENVIROSTOR database. The RESPONSE case was opened 
in 2007 due to the disposal of unauthorized hazardous substances to the subsurface resulting in arsenic 
contamination in soil. The following site history was indicated on the ENVIROSTOR database: 
 

The property consists of a 20,000 square foot area and is identified by Assessor's Parcel number 
0273211070000. The Site is a private home, owned by the Respondent. The Site is located in an 
area that is predominantly residential. The Respondent conducted precious metal extraction from 
circuit boards at the subject site. The Respondent poured the resulting liquid waste into a 
depression in the backyard, about 12 inches in diameter and about 4 inches deep. On October 6, 
2005, Mr. Gary Shapiro and Mr. Roy Yeaman of DTSC’s Emergency Response Branch 
conducted a Site visit. They also met with Mr. Greg Ziegler, of the San Bernardino County Health 
Hazardous Materials Division, and Mr. Gerald Hobbs, the Respondent. The DTSC contractor, EDI 
(Represented by J. McCreery and J. Novoa) excavated around the depression to a depth of 18 
inches. The hole was about 16 inches in diameter and 18 inches deep. The excavated soils were 
placed in a 55-gallon drum. Two buckets of waste were collected and placed into a 5- gallon 
drum. The buckets were placed inside another 55-gallon drum with dirt from the other drum. 

 
The site was issued a cleanup status of “Certified as of February 3, 2009” after remedial activities were 
completed, which involved the removal of 27.82 tons of contaminated soil from the site in November of 
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2008. Based on its “Certified” status and horizontal distance of nearly one mile from the Property, this site 
is not assessed to pose environmental concern to the Property. 
 
Source: https://www.envirostor.dtsc.ca.gov/public/profile_report?global_id=60000688  
 
State/Tribal Equivalent CERCLIS - ENVIROSTOR: 
 

LISTING ADDRESS DISTANCE 
Tech Park High School Third Street/Tippecanoe Avenue SSW 1/4 – 1/2  

High School No. 8 Parcel A/New Curtis 
MS 

9th Street/Del Rosa Avenue 
NNE 1/4 – 1/2  

 
Tech Park High School, Third Street/Tippecanoe Avenue: This site is located approximately 0.36 miles 
southwest of the Property. ODIC researched this site via Department of Toxic Substances Control’s 
ENVIROSTOR database. The ENVIROSTOR case has a cleanup status of “Inactive – Needs Evaluation 
as of 3/2/2000” and the following site history was provided: 
 

This site is located on the former Norton Air Force Base (AFB). Since at least 1942, buildings 
associated with the operation of Norton AFB have been situated on the property, including 
dormitories, dining halls, a theater, service station and storage tanks. Prior to that time, the 
property was used for the production of row crops. The phase 1 indicates that the buildings 
contain asbestos containing material and lead paint and there are transformers present contain 
PCBs. 

 
No further information regarding the site case was provided; however, this site is not assessed to pose 
environmental concern to the Property based on its horizontal distance of over ¼ mile from the Property 
and down-gradient location with respect to the reported groundwater flow direction in the vicinity. 
 
Source: https://www.envirostor.dtsc.ca.gov/public/profile_report?global_id=36970015 
 
High School No. 8 Parcel A/New Curtis MS: This site adjoins the Property to the north, across 6th Street. 
ODIC researched this site via Department of Toxic Substances Control’s ENVIROSTOR database. Due to 
the historical use of the site for agricultural purposes and its proximity within one mile of the Norton Air 
Force Base, a National Priorities List (NPL) site, a Preliminary Environmental Assessment was conducted 
for the site in May of 2006 by Kleinfelder, Inc.  
 
Based on the results of the investigation, the chemicals of potential concern, including Aroclor 1242 and 
three organochlorine pesticides (DDD, DDE, and DDT), found in subsurface soils beneath the site were 
not expected to pose an unacceptable health hazard. Kleinfelder concluded that further investigation or 
remediation at the site was not warranted due to the chemicals of potential concern found in soil but 
indicated that further action was required to address the potential for lead-based paint in soils surrounding 
the buildings that would become part of the larger high school campus. Subsequently, Kleinfelder 
conducted lead-in-soil investigations in May and June of 2006, and reported that further investigation or 
remediation due to lead detected in soil based on the results of their investigation was not warranted. As 
a result, the site was issued a “no further action” cleanup status on September 11, 2006. Therefore, this 
site is not assessed to pose environmental concern to the Property. 
 
Sources:  
 
https://www.envirostor.dtsc.ca.gov/public/profile_report?global_id=36820002 
https://www.envirostor.dtsc.ca.gov/public/deliverable_documents/8145063638/PEA%20Final%2005.10.06
.pdf 
https://www.envirostor.dtsc.ca.gov/public/deliverable_documents/6643369376/SSI%20Tech%20Memo-5-
12-2006.pdf  
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State/Tribal LST (Leaking Storage Tank) – LUST (Leaking Underground Storage Tank): 
 

LISTING ADDRESS DISTANCE 
Iskandar Texaco / S&R Oil 24914 E. 5th Street WSW 1/4 – 1/2  

Circle K Store #335 24901 E. 5th Street WSW 1/4 – 1/2  
ARCO #5541 25330 Third Street SSE 1/4 – 1/2  

 
Iskandar Texaco / S&R Oil, 24914 E. 5th Street: This case-closed LUST site is 0.29-miles southwest of 
the Property. ODIC researched this site via the Geotracker database. The site case was opened in 1998 
as the result of a gasoline and diesel fuel release impacting soil and groundwater at this former gas 
station site. Subsequent to remedial activities at the site via soil vapor extraction, the site was granted 
case closure in May of 2010. Therefore, this LUST site is not assessed to pose environmental concern to 
the Property. 
 
Source: https://geotracker.waterboards.ca.gov/profile_report.asp?global_id=T0607100550  
 
Circle K Store #335, 24901 E. 5th Street: This case-closed LUST site is 0.29-miles southwest of the 
Property. ODIC researched this site via the Geotracker database. The site case was opened in 1991 as 
the result of a gasoline release impacting soil. Case closure was issued in June of 1997, indicating that 
the contamination was mitigated to a degree that the applicable governing agency no longer believed this site 
posed a significant threat to the environment. As such, this LUST site is not assessed to pose environmental 
concern to the Property.  
 
Source: https://geotracker.waterboards.ca.gov/profile_report.asp?global_id=T0607100217 
 
ARCO #5541, 25330 Third Street: This case-closed LUST site is 0.32-miles southeast of the Property. 
ODIC researched this site via the Geotracker database. The site case was opened in 2001 as the result 
of a gasoline release impacting soil. According to information reported in a Case Closure Summary dated 
June 20, 2002, a total of 3.76 tons of affected soil was removed from the site and case closure was 
issued in October of 2002. Therefore, this LUST site is not assessed to pose environmental concern to the 
Property.  
 
Sources:  
 
https://geotracker.waterboards.ca.gov/profile_report.asp?global_id=T060719763  
https://documents.geotracker.waterboards.ca.gov/regulators/deliverable_documents/9317579507/RACC%20
2001025.pdf  
 
Other State Listings – CERS HAZ Waste: 
 

LISTING ADDRESS DISTANCE 
SBCUSD/Indian Springs High School 650 Del Rosa Drive NE 1/8 – 1/4  

 
This site adjoins the Property to the north. ODIC researched the site via the Hazardous Waste Tracking 
System database. The following hazardous waste generation was reported:  
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CAL000380916 - SBCUSD/INDIAN SPRINGS HIGH SCHOOL

Waste Code By Year Matrix Report

Waste Code Description 2022 2021 2020 2019 2018 2017 2016 2015 2014

181 OTHER INORGANIC SOLID WASTE             0 0 0 0 0.014 0 0 0 0

352 OTHER ORGANIC SOLIDS                    0 0.1 0 0 0 0 0 0 0.025

513 EMPTY CONTAINERS < 30 GALLONS           0 0 0 0 0 0 0.005 0 0

551 LABORATORY WASTE CHEMICALS              0 0.075 0 0.025 0 0 0.0467 0 0.25

Notes:

Quantities listed under years reported in tons  
CAL000380916 - SBCUSD/INDIAN SPRINGS HIGH SCHOOL

Waste Code By Year Matrix Report

Waste Code Description 2022 2021 2020 2019 2018 2017 2016

D001 Ignitable                               0 0.025 0 0.005 0 0 0.005

D002 Corrosives                              0 0.07 0 0 0 0 0

D007 Chromium                                0 0 0 0 0 0 0.005

D008 Lead                                    0 0 0 0 0.014 0 0

Notes:

Quantities listed under years reported in tons  
 
This site is not assessed to pose environmental concern to the Property based on the lack of a reported 
release of hazardous substances to the environment. 
 
Source: https://hwts.dtsc.ca.gov/facility/CAL000380916  
 
Other State Listings – San Bern. Co. Permit: San Bernardino County Fire Department Hazardous 
Materials Division: 
 

LISTING ADDRESS DISTANCE 
Water Treatment Plant #11 6th Street ENE 0 – 1/8  
Indian Springs High School 650 Del Rosa Drive NE 1/8 – 1/4 

 
Water Treatment Plant #11, 6th Street: This site adjoins the Property to the east and is listed on the San 
Bern. Co. Permit: San Bernardino County Fire Department Hazardous Materials Division database as a 
facility that is permitted to store hazardous materials. ODIC researched the Water Treatment Plant #11 
site via the Hazardous Waste Tracking System database, No hazardous waste generation was reported. 
This site is not assessed to be indicative of an environmental concern to the Property based on the lack of 
a reported release of hazardous substances to the environment. 
 
Source: https://siteportal.calepa.ca.gov/nsite/map/help/detail/170512/chemicals 
 
Indian Springs High School, 650 Del Rosa Drive: This site adjoins the Property to the north and is listed 
on the San Bern. Co. Permit: San Bernardino County Fire Department Hazardous Materials Division 
database as a facility that is permitted to store hazardous materials. Refer to the Other State Listings – 
CERS HAZ Waste discussion for further information regarding hazardous wastes generated at the site. 

I I I I I I I I I I I I 
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5.5 VAPOR ENCROACHMENT CONDITION 

ODIC performed a Phase I Environmental Site Assessment of the Property in conformance with the 
scope and limitations of ASTM Standard Practice E1527-21. It should be noted that ASTM Standard 
Practice E1527-21 does not necessarily comply with the ASTM Standard Practice E2600-15 “Standard 
Guide for Vapor Encroachment Screening on Property Involved in Real Estate Transactions.” For 
assessment of potential “vapor encroachment conditions” (VECs) and to determine if a “vapor intrusion 
condition” (VIC) exists on-site, additional investigation beyond ASTM Standard Practice E1527-21 is 
required. 
 
For the purposes of ASTM Standard Practice E1527-21, “migrate” and “migration” refers to the movement 
of hazardous substances or petroleum products in any form, including, for example, solid and liquid at the 
surface or subsurface, and vapor in the subsurface. Vapor migration in the subsurface is described in 
ASTM Standard Practice E2600; however, nothing in this practice (ASTM Standard Practice E1527-21) 
should be construed to require application of the ASTM Standard Practice E2600-15 “Standard Guide for 
Vapor Encroachment Screening” to achieve compliance with all appropriate inquiries. 
 
The purpose of ASTM Standard Practice E2600-15 is to provide practical guidance and a useful process 
for conducting a vapor encroachment screen (VES) on a property parcel involved in a real estate 
transaction in the United States of America with respect to chemicals of concern (COC) that may migrate 
as vapors onto a property as a result of contaminated soil and groundwater on or near the property. 
 
A vapor encroachment condition (VEC) is the presence or likely presence of chemicals of concern 
(COCs) vapors in the vadose zone of the Property caused by the release of vapors from contaminated 
soil and/or groundwater either on or near the Property. A VEC may exist in connection with the Property 
due to areas of concern (AOCs) from current or historical uses of the Property and/or vicinity properties. 
 
A VEC may exist from migration of COCs through subsurface conduits such as pipelines, utility lines, and 
sewer and storm-water lines from offsite source of contamination. 
 
In defining a standard of good commercial and customary practice for determining a VEC on a parcel of 
property, the goal of the process established by this practice is to identify whether or not a VEC exists or 
is likely to exist on the property. The term VEC means the presence or likely presence of any COC in the 
indoor air environment of existing or planned structures on a property caused by the release of vapor from 
contaminated soil and/or groundwater either on the property or within close proximity to the property, at a 
concentration that presents or may present an unacceptable health risk to occupants. The term is not 
intended to include de minimis conditions that do not normally represent an unacceptable health risk to 
occupants that generally would not be the subject of an enforcement action if brought to the attention of 
appropriate governmental agencies. A condition determined to be de minimis does not represent a VEC.  
 

Minimum search distances surrounding the Property to identify the Area of Concern (AOC) 
STANDARD 

ENVIRONMENTAL RECORD 

SOURCES 

MINIMUM SEARCH DISTANCE (MILES) 
CHEMICALS OF CONCERN 

MINIMUM SEARCH DISTANCE (MILES) 
PETROLEUM HYDROCARBON CHEMICALS 

OF CONCERN 
Federal NPL 1/3 1/10 
Federal CERCLIS 1/3 1/10 
Federal RCRA-
CORRACTS 

1/3 1/10 

Federal RCRA-TSDF 1/3 1/10 
Federal RCRA-Generator Property only Property only 
Federal IC/EC Registries Property only Property only 
Federal ERNS Property only Property only 
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Minimum search distances surrounding the Property to identify the Area of Concern (AOC) 
STANDARD 

ENVIRONMENTAL RECORD 

SOURCES 

MINIMUM SEARCH DISTANCE (MILES) 
CHEMICALS OF CONCERN 

MINIMUM SEARCH DISTANCE (MILES) 
PETROLEUM HYDROCARBON CHEMICALS 

OF CONCERN 
State/Tribal Equivalent 
NPL 

1/3 1/10 

State/Tribal Equivalent 
CERCLIS 

1/3 1/10 

State/Tribal SWLF 1/3 1/10 
State/Tribal Leaking 
Storage Tank 

1/3 1/10 

State/Tribal Registered 
Storage Tank 

Property only Property only 

State/Tribal IC/EC 
Registries 

Property only Property only 

State/Tribal Voluntary 
Cleanup Sites 

1/3 1/10 

State/Tribal Brownfield 
Sites 

1/3 1/10 

 
The screening involves a two tiered approach to assessing VEC risk as described below. 
 
VES TIER I - Search Distance Test 
 
The search distance test involves a review of the regulatory database report (see Sections 5.2 through 
5.4 of this Report) and available historical records to determine if any known or suspect potentially 
contaminated properties exist within the Area of Concern (AOC). Sites of potential Vapor Encroachment 
Condition (pVEC) are typically former and current gas stations (using petroleum hydrocarbons), dry 
cleaners (using chlorinated volatile organic compounds), manufactured gas plants (using volatile and 
semi-volatile organic compounds) and industrial manufacturing facilities using volatile organic compounds 
from parts-cleaning, degreasing, etc.), 
 
The AOC is defined as any up-gradient sites within the ASTM Standard Practice E1527-21 standard 
search distances and any cross- or down-gradient sites within 1/3 mile for solvents and petroleum 
products. 
 
If the contamination at the known or potentially contaminated site within the AOC consists of 
Contaminants of Concern (COCs), then a potential Vapor Encroachment Condition (pVEC) exists and 
Tier II screening is recommended. If no known or potentially contaminated sites with COCs exist within 
the AOC, no further inquiry is deemed necessary. 
 
Releases of COCs may have occurred from the sites in the vicinity of the Property, but if (1) the medium 
affected is the soil only, (2) the sites within AOC are beyond the critical distance of 100-feet, and (3) the 
site location and/or plume of contamination is excess of the critical distance of 100-feet from the Property, 
the sites may not pose a significant threat or an unacceptable health risk via vapor intrusion pathway to 
the Property.   
 
There was no indication of a significant risk of vapor intrusion at the Property.  
 
VES TIER II - Plume Test 
 
The Plume Test assesses whether or not a plume is close enough to the Property to result in a VEC, 
based on the following: 
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1. Critical Distance Determination – Determined by the distance from the Property to edge of a 
contaminant plume in any direction (vertical, horizontal, lateral). 
 
2. A VEC exists if there is a plume of volatile organic compounds (VOCs), semi-volatile organic 
compounds (SVOCs), volatile inorganic compounds (VICs), or free petroleum product that has 
accumulated above a water table within 100 feet of the Property, or if a plume of dissolved volatile 
petroleum hydrocarbons is present within 30 feet of the Property. 
 
Sites were mapped to determine the location of the Property and any potential plumes of contamination 
relative to the Property and the groundwater gradient. In addition, case information for each site was 
reviewed, if available.  
 
ODIC reviewed historical and current use(s) of the Property as well as the State and Federal databases 
discussed in Section 5 for onsite and adjacent properties of potential environmental concern for vapor 
encroachment. Sites may have been identified in the EDR Radius Map Report (see Sections 5.3 and 5.4) 
within the AOC that may pose a pVEC at the Property based on the Tier I evaluation. However, these 
properties are not necessarily identified as RECs with respect to the Property. 
 
No sites were identified that pose a significant risk of vapor intrusion to the Property.  
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6.0 USER PROVIDED INFORMATION 

6.1 USER PROVIDED INFORMATION 

The United States Environmental Protection Agency (USEPA) All Appropriate Inquiry (AAI) and ASTM 
Standard Practice E1527-21 Phase I Standards require that the Report User conduct independent 
research and consider certain information before purchasing a property.  
 
The purpose of this section is to describe tasks to be performed by the User. The “All Appropriate 
Inquiries” Final Rule (40 CFR Part 312) requires that these tasks be performed by or on behalf of a party 
seeking to qualify for an landowner liability protections (LLP) to CERCLA liability. While such information 
is not required to be provided to the environmental professional, the environmental professional shall 
request that the User provide the results of these tasks as such information can assist the environmental 
professional in identifying Recognized Environmental Conditions. 
 
Per ASTM Standard Practice E1527-21, the “User” is defined as follows:  
 

User—the party seeking to use Practice E 1527-21 to complete an environmental site 
assessment of the property. A User may include, without limitation, a potential purchaser 
of property, a potential tenant of property, an owner of property, a lender, or a property 
manager.  

 

In order to qualify for one of the Landowner Liability Protections (LLPs) offered by the Small Business 
Liability Relief and Brownfields Revitalization Act of 2001 (the “Brownfields Amendments”), the User must 
conduct the following inquiries required by 40 CFR 312.25, 312.28, 312.29, 312.30, and 312.31. These 
inquiries must also be conducted by EPA Brownfield Assessment and Characterization grantees. The 
User should provide the following information to the environmental professional. Failure to conduct these 
inquiries could result in a determination that “all appropriate inquiries” is not complete. 
 

USER/CUSTOMER QUESTIONNAIRE 
QUESTION USER/CUSTOMER TO ANSWER 
(1.) Environmental cleanup liens that are filed 

or recorded against the site (40 CFR 
312.25).  
 

Did a search of land title records (or judicial 
records where appropriate identify any 
environmental liens filed or recorded against the 
subject property under federal, tribal, state, or 
local law? 

The User has not informed ODIC of any 
environmental cleanup liens filed or recorded 
against the Property.  
 
An environmental cleanup lien search is not 
required from ODIC as part of this Phase I ESA. 

(2.) Activity and land use limitations (AULs) 
that are in place on the site or that have been 
filed or recorded in a registry (40 CFR 312.26).  
 
Did a search of land title records (or judicial 
records where appropriate, identify any AULs, 
such as engineering controls, land use restrictions 
or institutional controls that are in place at the 
subject property and/or have been filed or 
recorded against the subject property under 
federal, tribal, state or local law? 

The User has not informed ODIC of any activity or 
land use limitations associated with the Property. 
 
An activity or land use limitations search is not 
required from ODIC as part of this Phase I ESA. 
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(3.) Specialized knowledge or experience of 
the person seeking to qualify for the LLP (40 
CFR 312.28). 
 
Do you have any specialized knowledge or 
experience related to the subject property or 
nearby properties? For example, are you involved 
in the same line of business as the current or 
former occupants of the subject property or an 
adjoining property so that you would have 
specialized knowledge of the chemicals and 
processes used by this type of business? 

The User has not informed ODIC of any 
specialized knowledge or experience related to 
the Property or nearby properties. 

(4.) Relationship of the purchase price to the 
fair market value of the Property if it were not 
contaminated (40 CFR 312.29). 
 
Does the purchase price being paid for this 
Property reasonably reflect the fair market value 
of the Property? If you conclude that there is a 
difference, have you considered whether the 
lower purchase price is because contamination is 
known or believed to be present at the Property? 

The User has not informed ODIC of any 
information pertaining to the purchase price with 
respect to the fair market value of the Property. 

(5.) Commonly known or reasonably 
ascertainable information about the Property 
(40 CFR 312.30). 
 
Are you aware of commonly known or reasonably 
ascertainable information about the Property that 
would help the Environmental Professional(EP) to 
identify conditions indicative of releases or 
threatened releases? For example, as User, 
(a.) Do you know the past uses of the Property? 
(b.) Do you know of specific chemicals that are 
present or once were present at the Property? 
(c.) Do you know of spills or other chemical 
releases that have taken place at the Property? 
(d.) Do you know of any environmental cleanups 
that have taken place at the Property? 

The User has not informed ODIC of any 
commonly known or reasonably ascertainable 
information about the Property that would identify 
conditions indicative of releases or threatened 
releases, other than as described in Section 6.3 
(Interviews), if applicable. 

(6.) The degree of obviousness of the 
presence of likely presence of contamination 
at the Property, and the ability to detect the 
contamination by appropriate investigation (40 
CFR 312.31). 
 
Based on your knowledge and experience related 
to the subject property, are there any obvious 
indicators that point to the presence or likely 
presence of releases at the subject property? 

The User has not informed ODIC of any obvious 
indicators that point to the presence or likely 
presence of contamination at the Property, other 
than as described in Section 6.3 (Interviews), if 
applicable. 

6.2 PRELIMINARY TITLE REPORT OR LAND TITLE RECORDS 

No preliminary title reports, recorded land title records, or historical chain of title was reviewed during this 
ESA. ODIC’s scope of investigation as well as the contractual agreement between ODIC and the Client 
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does not include obtaining and/or reviewing preliminary title reports, recorded land title records, or a 
historical chain of title. 

6.3 INTERVIEWS  

 
Interview with Prospective Property Buyer 

 INTERVIEW DETAILS 
Name Mr. David Rosenthal 
Business Title / Role  Prospective buyer 
Name of Business Rosenthal Real Estate Advocates, Inc. 
Contact Information 949-943-2926 

Summary 
Mr. Rosenthal said that while there are no current proposed development 
projects in progress, Property will be commercially developed in the future. He 
was not aware of any environmental concerns associated with the Property. 

 
Interview with Past Owners, Operators, and Occupants 

 INTERVIEW DETAILS 
Reason for No 
Interview 

Past owners, operators, and occupants were not available for interview by 
ODIC. 

 
Interview with State and/or Local Government Officials 

 Interview Details 
ASTM E1527-21 Section 10.3 states that questions to be asked pursuant to this section may be asked 
in person, by telephone, or in writing, in the discretion of the environmental professional. See Section 
5.2 for summary of regulatory agencies contacted for records under the Freedom of Information Act. 

 

I 
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7.0 REFERENCES  

During the preparation of this Report, a number of sources were contacted, individuals were interviewed, 
and various federal, state, county or local municipal agencies were consulted. Documentation applicable 
to the Property in those departments and agencies was requested and reviewed when and where 
reasonably ascertainable, as detailed in ASTM Standard Practice E1527-21. Individuals listed without 
phone numbers were contacted in person or by e-mail. Reference sources for site-specific information, 
hydrogeologic setting, technical data, historical research data, environmental reports and other records 
used are identified throughout this Report in corresponding sections. Any additional reference sources not 
cited in each applicable section of this Report, if applicable, are disclosed in this section. 
 

 ASTM Standard Practice for Environmental Site Assessments: Phase I Environmental Site 
Assessment Process, ASTM Designation E1527-21 

 EDR Radius Map Report 
 Historical City Directories 
 Historical Sanborn Fire Insurance Maps 
 Historical Aerial Photographs 
 Historical Topographic Maps 
 USGS 7.5 Minute Topographic Maps 
 Google Earth 
 Building department records 
 United States Environmental Protection Agency, EPA Map of Radon Zones (Document EPA-402-

R-93-071) 
https://www.epa.gov/radon/find-information-about-local-radon-zones-and-state-contact-
information#radonmap  

 California Water Resources Control Board GeoTracker online database 
http://geotracker.waterboards.ca.gov/default.asp 

 Department of Toxic Substances Control ENVIROSTOR online database 
http://www.envirostor.dtsc.ca.gov/public/Default.asp 

 Department of Toxic Substances Control Hazardous Waste Tracking System online database 
http://hwts.dtsc.ca.gov/report_search.cfm?id=5 and https://hwts.dtsc.ca.gov/ 

 Title company property profile 
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APPENDIX A 
PROPERTY LOCATION MAP / PLOT PLAN 



FIGURE 1
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Site Location Map
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APPENDIX B 
PROPERTY & VICINITY PHOTOGRAPHS 

 
View of Property, camera facing southwest. View of Property, camera facing south. 

  
 

View of Property, camera facing northeast. View of Property, camera facing north. 

  
 

View of Property, camera facing west. View of Property, camera facing east. 

  
 

 
 



 
North-adjacent site. East-adjacent site. 

  
 
 

South-adjacent site. West-adjacent site. 
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APPENDIX C 
REGULATORY DATABASE REPORT 



FORM-LBC-ASH

®kcehCoeG htiw tropeR  ™paM suidaR RDE ehT

6 Armstrong Road, 4th floor
Shelton, CT 06484
Toll Free: 800.352.0050
www.edrnet.com

6375756-ESAI
APN  0279-201-24-0000
San Bernardino, CA  92410

Inquiry Number: 6905679.2s
March 21, 2022

~EDR. 
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Thank you for your business.
Please contact EDR at 1-800-352-0050

with any questions or comments.

Disclaimer - Copyright and Trademark Notice

This Report contains certain information obtained from a variety of public and other sources reasonably available to Environmental Data
Resources, Inc. It cannot be concluded from this Report that coverage information for the target and surrounding properties does not exist from
other sources. NO WARRANTY EXPRESSED OR IMPLIED, IS MADE WHATSOEVER IN CONNECTION WITH THIS REPORT. ENVIRONMENTAL
DATA RESOURCES, INC. SPECIFICALLY DISCLAIMS THE MAKING OF ANY SUCH WARRANTIES, INCLUDING WITHOUT LIMITATION,
MERCHANTABILITY OR FITNESS FOR A PARTICULAR USE OR PURPOSE. ALL RISK IS ASSUMED BY THE USER. IN NO EVENT SHALL
ENVIRONMENTAL DATA RESOURCES, INC. BE LIABLE TO ANYONE, WHETHER ARISING OUT OF ERRORS OR OMISSIONS, NEGLIGENCE,
ACCIDENT OR ANY OTHER CAUSE, FOR ANY LOSS OF DAMAGE, INCLUDING, WITHOUT LIMITATION, SPECIAL, INCIDENTAL,
CONSEQUENTIAL, OR EXEMPLARY DAMAGES. ANY LIABILITY ON THE PART OF ENVIRONMENTAL DATA RESOURCES, INC. IS STRICTLY
LIMITED TO A REFUND OF THE AMOUNT PAID FOR THIS REPORT. Purchaser accepts this Report "AS IS". Any analyses, estimates, ratings,
environmental risk levels or risk codes provided in this Report are provided for illustrative purposes only, and are not intended to provide, nor
should they be interpreted as providing any facts regarding, or prediction or forecast of, any environmental risk for any property. Only a Phase I
Environmental Site Assessment performed by an environmental professional can provide information regarding the environmental risk for any
property. Additionally, the information provided in this Report is not to be construed as legal advice.

Copyright 2020 by Environmental Data Resources, Inc. All rights reserved. Reproduction in any media or format, in whole
or in part, of any report or map of Environmental Data Resources, Inc., or its affiliates, is prohibited without prior written permission.

EDR and its logos (including Sanborn and Sanborn Map) are trademarks of Environmental Data Resources, Inc. or its affiliates. All other
trademarks used herein are the property of their respective owners.
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A search of available environmental records was conducted by Environmental Data Resources, Inc (EDR).
The report was designed to assist parties seeking to meet the search requirements of EPA’s Standards
and Practices for All Appropriate Inquiries (40 CFR Part 312), the ASTM Standard Practice for
Environmental Site Assessments (E1527-21), the ASTM Standard Practice for Environmental Site
Assessments for Forestland or Rural Property (E 2247-16), the ASTM Standard Practice for Limited
Environmental Due Diligence: Transaction Screen Process (E 1528-14) or custom requirements developed
for the evaluation of environmental risk associated with a parcel of real estate.

TARGET PROPERTY INFORMATION

ADDRESS

APN  0279-201-24-0000
SAN BERNARDINO, CA 92410

COORDINATES

34.1096900 - 34ˆ  6’ 34.88’’Latitude (North): 
117.2548780 - 117ˆ  15’ 17.56’’Longitude (West): 
Zone 11Universal Tranverse Mercator: 
476492.3UTM X (Meters): 
3774152.8UTM Y (Meters): 
1083 ft. above sea levelElevation:

USGS TOPOGRAPHIC MAP ASSOCIATED WITH TARGET PROPERTY

5620416 SAN BERNARDINO SOUTH, CATarget Property Map:
2012Version Date:

5630615 HARRISON MOUNTAIN, CANortheast Map:
2012Version Date:

5630631 REDLANDS, CASoutheast Map:
2012Version Date:

5630643 SAN BERNARDINO NORTH, CANorthwest Map:
2012Version Date:

AERIAL PHOTOGRAPHY IN THIS REPORT

20140529, 20140603Portions of Photo from:
USDASource:
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F31 SAN BERNARDINO CO DE 777 E RIALTO AVE ENVIROSTOR Lower 5038, 0.954, SW

F30 GENERAL SERVICES AGE 777 E RIALTO AVE SWEEPS UST, CA FID UST, Cortese, HWP, CERS Lower 5038, 0.954, SW

29 GERALD HOBBS PROPERT 7194 CONEJO DRIVE RESPONSE, ENVIROSTOR, LIENS, CERS Higher 4898, 0.928, NNW

28 AFBCA/NORTON 305 S TIPPECANOE AVE HWP, CERS Lower 4521, 0.856, SSW

27 FORMER TARGET BUTT UXO Higher 4005, 0.759, SE

26 MONTEREY II ELEMENTA 9TH STREET/TIPPECANO ENVIROSTOR, SCH Lower 2664, 0.505, NW

25 SAN BERNARDINO INTER 1601 EAST 3RD STREET PROJECT, PFAS Higher 2594, 0.491, SE

24 HIGH SCHOOL NO. 8 PA 9TH STREET/DEL ROSA ENVIROSTOR, SCH Higher 2327, 0.441, NNE

23 TECH PARK HIGH SCHOO THIRD STREET/TIPPECA ENVIROSTOR, SCH Lower 1938, 0.367, SSW

22 WELL 028A PFAS Higher 1872, 0.355, SE

21 ARCO # 5541 25330 THIRD STREET LUST, Cortese, CERS Higher 1752, 0.332, SSE

E20 CIRCLE K STORE #335 24901 E 5TH ST RCRA-SQG, LUST, SWEEPS UST, HIST UST, CA FID UST,... Lower 1672, 0.317, WSW

E19 CIRCLE K #0335 24901 HIST CORTESE Lower 1665, 0.315, WSW

E18 S & R OIL 24914 E 5TH ST LUST, CDL, SWEEPS UST, HIST UST, CA FID UST,... Lower 1536, 0.291, WSW

E17 ISKANDAR TEXACO 24914 LUST, HIST CORTESE Lower 1536, 0.291, WSW

16 RON MITCHAM 7815 ELMWOOD ROAD RCRA NonGen / NLR Higher 1062, 0.201, NE

D15 BENEL PLUMBING CO 25003 EAST FIFTH STR HIST UST Lower 1039, 0.197, WSW

D14 BENEL PLUMBING CO. 25003 5TH ST HIST UST, HAZNET, HWTS Lower 1033, 0.196, WSW

13 SOUTHWEST ENGINES 25333 E 5TH RCRA-SQG, FINDS, ECHO, HAZNET, San Bern. Co.... Higher 895, 0.170, ESE

C12 SBCUSD/INDIAN SPRING 650 DEL ROSA DR RCRA NonGen / NLR Higher 681, 0.129, NE

C11 SBCUSD/INDIAN SPRING 650 DEL ROSA DR CERS HAZ WASTE, HAZNET, CERS, HWTS Higher 681, 0.129, NE

C10 INDIAN SPRINGS HIGH 650 N DEL ROSA DR San Bern. Co. Permit Higher 681, 0.129, NE

B9 INLAND STEEL 25062 E 5TH ST San Bern. Co. Permit, CERS Lower 625, 0.118, WSW

B8 GEORGE AGUILAR DBA I 25062 EAST 5TH STREE RCRA NonGen / NLR Lower 625, 0.118, WSW

A7 GODDARD’S CESSPOOL S 25091 E 5TH ST UST Lower 516, 0.098, SW

A6 GODDARD’S CESSPOOL S 25091 E 5TH ST SWEEPS UST, HIST UST, CA FID UST Lower 485, 0.092, SW

A5 GODDARD’S PUMPING SV 25091 FIFTH ST. RCRA NonGen / NLR Lower 485, 0.092, SW

A4 AMERICAN SEPTIC SERV 25091 E 5TH ST RCRA NonGen / NLR Lower 485, 0.092, SW

A3 GODDARD’S CESSPOOL S 25091 5TH ST CERS HAZ WASTE, HIST UST, San Bern. Co. Permit,... Lower 485, 0.092, SW

A2 GODDARD’S SERVICE 25091 5TH ST HIST UST Lower 485, 0.092, SW

1 WATER TREATMENT PLAN E 6TH ST San Bern. Co. Permit, CERS Higher 141, 0.027, ENE

Reg USAF NORTON AFB 305 S TIPPECANOE AVE NPL, SEMS, CORRACTS, RCRA-TSDF, RCRA-SQG, US ENG...Same 1752, 0.332, South

MAPPED SITES SUMMARY

Target Property Address:
APN  0279-201-24-0000
SAN BERNARDINO, CA  92410

Click on Map ID to see full detail.

MAP RELATIVE DIST (ft. & mi.)
ID DATABASE ACRONYMS ELEVATION DIRECTIONSITE NAME ADDRESS
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TARGET PROPERTY SEARCH RESULTS

The target property was not listed in any of the databases searched by EDR.

DATABASES WITH NO MAPPED SITES

No mapped sites were found in EDR’s search of available ("reasonably ascertainable ") government
records either on the target property or within the search radius around the target property for the
following databases:

STANDARD ENVIRONMENTAL RECORDS

Lists of Federal NPL (Superfund) sites

Proposed NPL Proposed National Priority List Sites
NPL LIENS Federal Superfund Liens

Lists of Federal Delisted NPL sites

Delisted NPL National Priority List Deletions

Lists of Federal sites subject to CERCLA removals and CERCLA orders

FEDERAL FACILITY Federal Facility Site Information listing

Lists of Federal CERCLA sites with NFRAP

SEMS-ARCHIVE Superfund Enterprise Management System Archive

Lists of Federal RCRA generators

RCRA-LQG RCRA - Large Quantity Generators
RCRA-VSQG RCRA - Very Small Quantity Generators (Formerly Conditionally Exempt Small Quantity
                                                Generators)

Federal institutional controls / engineering controls registries

LUCIS Land Use Control Information System

Federal ERNS list

ERNS Emergency Response Notification System

Lists of state and tribal landfills and solid waste disposal facilities

SWF/LF Solid Waste Information System

Lists of state and tribal leaking storage tanks

INDIAN LUST Leaking Underground Storage Tanks on Indian Land
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CPS-SLIC Statewide SLIC Cases

Lists of state and tribal registered storage tanks

FEMA UST Underground Storage Tank Listing
AST Aboveground Petroleum Storage Tank Facilities
INDIAN UST Underground Storage Tanks on Indian Land

Lists of state and tribal voluntary cleanup sites

VCP Voluntary Cleanup Program Properties
INDIAN VCP Voluntary Cleanup Priority Listing

Lists of state and tribal brownfield sites

BROWNFIELDS Considered Brownfieds Sites Listing

ADDITIONAL ENVIRONMENTAL RECORDS

Local Brownfield lists

US BROWNFIELDS A Listing of Brownfields Sites

Local Lists of Landfill / Solid Waste Disposal Sites

WMUDS/SWAT Waste Management Unit Database
SWRCY Recycler Database
HAULERS Registered Waste Tire Haulers Listing
INDIAN ODI Report on the Status of Open Dumps on Indian Lands
DEBRIS REGION 9 Torres Martinez Reservation Illegal Dump Site Locations
ODI Open Dump Inventory
IHS OPEN DUMPS Open Dumps on Indian Land

Local Lists of Hazardous waste / Contaminated Sites

US HIST CDL Delisted National Clandestine Laboratory Register
HIST Cal-Sites Historical Calsites Database
SCH School Property Evaluation Program
CDL Clandestine Drug Labs
Toxic Pits Toxic Pits Cleanup Act Sites
US CDL National Clandestine Laboratory Register
AQUEOUS FOAM Former Fire Training Facility Assessments Listing

Local Lists of Registered Storage Tanks

CERS TANKS California Environmental Reporting System (CERS) Tanks

Local Land Records

LIENS Environmental Liens Listing
LIENS 2 CERCLA Lien Information
DEED Deed Restriction Listing

Records of Emergency Release Reports

HMIRS Hazardous Materials Information Reporting System
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CHMIRS California Hazardous Material Incident Report System
LDS Land Disposal Sites Listing
MCS Military Cleanup Sites Listing
SPILLS 90 SPILLS 90 data from FirstSearch

Other Ascertainable Records

FUDS Formerly Used Defense Sites
DOD Department of Defense Sites
SCRD DRYCLEANERS State Coalition for Remediation of Drycleaners Listing
US FIN ASSUR Financial Assurance Information
EPA WATCH LIST EPA WATCH LIST
2020 COR ACTION 2020 Corrective Action Program List
TSCA Toxic Substances Control Act
TRIS Toxic Chemical Release Inventory System
SSTS Section 7 Tracking Systems
RMP Risk Management Plans
RAATS RCRA Administrative Action Tracking System
PRP Potentially Responsible Parties
PADS PCB Activity Database System
ICIS Integrated Compliance Information System
FTTS FIFRA/ TSCA Tracking System - FIFRA (Federal Insecticide, Fungicide, & Rodenticide
                                                Act)/TSCA (Toxic Substances Control Act)
MLTS Material Licensing Tracking System
COAL ASH DOE Steam-Electric Plant Operation Data
COAL ASH EPA Coal Combustion Residues Surface Impoundments List
PCB TRANSFORMER PCB Transformer Registration Database
RADINFO Radiation Information Database
HIST FTTS FIFRA/TSCA Tracking System Administrative Case Listing
DOT OPS Incident and Accident Data
CONSENT Superfund (CERCLA) Consent Decrees
INDIAN RESERV Indian Reservations
FUSRAP Formerly Utilized Sites Remedial Action Program
UMTRA Uranium Mill Tailings Sites
LEAD SMELTERS Lead Smelter Sites
US AIRS Aerometric Information Retrieval System Facility Subsystem
US MINES Mines Master Index File
ABANDONED MINES Abandoned Mines
FINDS Facility Index System/Facility Registry System
ECHO Enforcement & Compliance History Information
DOCKET HWC Hazardous Waste Compliance Docket Listing
FUELS PROGRAM EPA Fuels Program Registered Listing
CA BOND EXP. PLAN Bond Expenditure Plan
CUPA Listings CUPA Resources List
DRYCLEANERS Cleaner Facilities
EMI Emissions Inventory Data
ENF Enforcement Action Listing
Financial Assurance Financial Assurance Information Listing
HAZNET Facility and Manifest Data
ICE ICE
HWT Registered Hazardous Waste Transporter Database
MINES Mines Site Location Listing
MWMP Medical Waste Management Program Listing
NPDES NPDES Permits Listing
PEST LIC Pesticide Regulation Licenses Listing
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PROC Certified Processors Database
Notify 65 Proposition 65 Records
UIC UIC Listing
UIC GEO UIC GEO (GEOTRACKER)
WASTEWATER PITS Oil Wastewater Pits Listing
WDS Waste Discharge System
WIP Well Investigation Program Case List
MILITARY PRIV SITES MILITARY PRIV SITES (GEOTRACKER)
PROJECT PROJECT (GEOTRACKER)
WDR Waste Discharge Requirements Listing
CIWQS California Integrated Water Quality System
CERS CERS
NON-CASE INFO NON-CASE INFO (GEOTRACKER)
OTHER OIL GAS OTHER OIL & GAS (GEOTRACKER)
PROD WATER PONDS PROD WATER PONDS (GEOTRACKER)
SAMPLING POINT SAMPLING POINT (GEOTRACKER)
WELL STIM PROJ Well Stimulation Project (GEOTRACKER)
MINES MRDS Mineral Resources Data System
HWTS Hazardous Waste Tracking System

EDR HIGH RISK HISTORICAL RECORDS

EDR Exclusive Records

EDR MGP EDR Proprietary Manufactured Gas Plants
EDR Hist Auto EDR Exclusive Historical Auto Stations
EDR Hist Cleaner EDR Exclusive Historical Cleaners

EDR RECOVERED GOVERNMENT ARCHIVES

Exclusive Recovered Govt. Archives

RGA LF Recovered Government Archive Solid Waste Facilities List
RGA LUST Recovered Government Archive Leaking Underground Storage Tank

SURROUNDING SITES: SEARCH RESULTS

Surrounding sites were identified in the following databases.

Elevations have been determined from the USGS Digital Elevation Model and should be evaluated on
a relative (not an absolute) basis. Relative elevation information between sites of close proximity
should be field verified. Sites with an elevation equal to or higher than the target property have been
differentiated below from sites with an elevation lower than the target property.
Page numbers and map identification numbers refer to the EDR Radius Map report where detailed
data on individual sites can be reviewed.

Sites listed in bold italics are in multiple databases.

Unmappable (orphan) sites are not considered in the foregoing analysis.
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STANDARD ENVIRONMENTAL RECORDS

Lists of Federal NPL (Superfund) sites

NPL: Also known as Superfund, the National Priority List database is a subset of CERCLIS and
identifies over 1,200 sites for priority cleanup under the Superfund program. The source of this database is
the U.S. EPA.

     A review of the NPL list, as provided by EDR, and dated 01/25/2022 has revealed that there is 1 NPL
     site  within approximately 1 mile of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     USAF NORTON AFB   305 S TIPPECANOE AVE S 1/4 - 1/2 (0.332 mi.) 0 9
Cerclis ID:: 902760
EPA Id: CA4570024345

Lists of Federal sites subject to CERCLA removals and CERCLA orders

SEMS: SEMS (Superfund Enterprise Management System) tracks hazardous waste sites, potentially
hazardous waste sites, and remedial activities performed in support of EPA’s Superfund Program across the
United States. The list was formerly know as CERCLIS, renamed to SEMS by the EPA in 2015. The list contains
data on potentially hazardous waste sites that have been reported to the USEPA by states, municipalities,
private companies and private persons, pursuant to Section 103 of the Comprehensive Environmental Response,
Compensation, and Liability Act (CERCLA). This dataset also contains sites which are either proposed to or on
the National Priorities List (NPL) and the sites which are in the screening and assessment phase for possible
inclusion on the NPL.

     A review of the SEMS list, as provided by EDR, and dated 01/25/2022 has revealed that there is 1 SEMS
     site  within approximately  0.5 miles of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     USAF NORTON AFB   305 S TIPPECANOE AVE S 1/4 - 1/2 (0.332 mi.) 0 9
Site ID: 0902760
EPA Id: CA4570024345

Lists of Federal RCRA facilities undergoing Corrective Action

CORRACTS: CORRACTS is a list of handlers with RCRA Corrective Action Activity. This report shows
which nationally-defined corrective action core events have occurred for every handler that has had corrective
action activity.

     A review of the CORRACTS list, as provided by EDR, and dated 02/28/2022 has revealed that there is 1
     CORRACTS site  within approximately 1 mile of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     USAF NORTON AFB   305 S TIPPECANOE AVE S 1/4 - 1/2 (0.332 mi.) 0 9
EPA ID:: CA4570024345
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Lists of Federal RCRA TSD facilities

RCRA-TSDF: RCRAInfo is EPA’s comprehensive information system, providing access to data supporting
the Resource Conservation and Recovery Act (RCRA) of 1976 and the Hazardous and Solid Waste Amendments (HSWA)
of 1984.  The database includes selective information on sites which generate, transport, store, treat and/or
dispose of hazardous waste as defined by the Resource Conservation and Recovery Act (RCRA).  Transporters are
individuals or entities that move hazardous waste from the generator offsite to a facility that can recycle,
treat, store, or dispose of the waste. TSDFs treat, store, or dispose of the waste.

     A review of the RCRA-TSDF list, as provided by EDR, and dated 02/28/2022 has revealed that there is 1
     RCRA-TSDF site  within approximately  0.5 miles of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     USAF NORTON AFB   305 S TIPPECANOE AVE S 1/4 - 1/2 (0.332 mi.) 0 9
EPA ID:: CA4570024345

Lists of Federal RCRA generators

RCRA-SQG: RCRAInfo is EPA’s comprehensive information system, providing access to data supporting
the Resource Conservation and Recovery Act (RCRA) of 1976 and the Hazardous and Solid Waste Amendments (HSWA)
of 1984.  The database includes selective information on sites which generate, transport, store, treat and/or
dispose of hazardous waste as defined by the Resource Conservation and Recovery Act (RCRA).  Small quantity
generators (SQGs) generate between 100 kg and 1,000 kg of hazardous waste per month.

     A review of the RCRA-SQG list, as provided by EDR, and dated 02/28/2022 has revealed that there is 1
     RCRA-SQG site  within approximately  0.25 miles of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     SOUTHWEST ENGINES   25333 E 5TH ESE 1/8 - 1/4 (0.170 mi.) 13 131
EPA ID:: CAD982489411

Federal institutional controls / engineering controls registries

US ENG CONTROLS: A listing of sites with engineering controls in place.

     A review of the US ENG CONTROLS list, as provided by EDR, and dated 11/19/2021 has revealed that
     there is 1 US ENG CONTROLS site  within approximately  0.5 miles of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     USAF NORTON AFB   305 S TIPPECANOE AVE S 1/4 - 1/2 (0.332 mi.) 0 9
EPA ID:: CA4570024345
EPA ID:: CA4570024345
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US INST CONTROLS: A listing of sites with institutional controls in place. Institutional controls include
administrative measures, such as groundwater use restrictions, construction restrictions, property use
restrictions, and post remediation care requirements intended to prevent exposure to contaminants remaining on
site. Deed restrictions are generally required as part of the institutional controls.

     A review of the US INST CONTROLS list, as provided by EDR, and dated 11/19/2021 has revealed that
     there is 1 US INST CONTROLS site  within approximately  0.5 miles of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     USAF NORTON AFB   305 S TIPPECANOE AVE S 1/4 - 1/2 (0.332 mi.) 0 9
EPA ID:: CA4570024345

Lists of state- and tribal (Superfund) equivalent sites

RESPONSE: Identifies confirmed release sites where DTSC is involved in remediation, either in a lead
or oversight capacity. These confirmed release sites are generally high-priority and high potential risk.

     A review of the RESPONSE list, as provided by EDR, has revealed that there is 1 RESPONSE site  within
     approximately 1 mile of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     GERALD HOBBS PROPERT   7194 CONEJO DRIVE NNW 1/2 - 1 (0.928 mi.) 29 202
Database: RESPONSE, Date of Government Version: 10/25/2021
Facility Id: 60000688
Status: Certified

Lists of state- and tribal hazardous waste facilities

ENVIROSTOR: The Department of Toxic Substances Control’s (DTSC’s) Site Mitigation and Brownfields
Reuse Program’s (SMBRP’s) EnviroStor database identifes sites that have known contamination or sites for which
there may be reasons to investigate further.  The database includes the following site types: Federal
Superfund sites (National Priorities List (NPL)); State Response, including Military Facilities and State
Superfund; Voluntary Cleanup; and School sites.  EnviroStor provides similar information to the information
that was available in CalSites, and provides additional site information, including, but not limited to,
identification of formerly-contaminated properties that have been released for reuse, properties where
environmental deed restrictions have been recorded to prevent inappropriate land uses, and risk
characterization information that is used to assess potential impacts to public health and the environment at
contaminated sites.

     A review of the ENVIROSTOR list, as provided by EDR, and dated 10/25/2021 has revealed that there are
     5 ENVIROSTOR sites within approximately 1 mile of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     HIGH SCHOOL NO. 8 PA   9TH STREET/DEL ROSA NNE 1/4 - 1/2 (0.441 mi.) 24 177
Facility Id: 36010035
Status: No Further Action

     GERALD HOBBS PROPERT   7194 CONEJO DRIVE NNW 1/2 - 1 (0.928 mi.) 29 202
Facility Id: 60000688
Status: Certified

PageMap IDDirection / Distance     Address     Lower Elevation     ____________________      ________  ___________________ _____ _____

     TECH PARK HIGH SCHOO   THIRD STREET/TIPPECA SSW 1/4 - 1/2 (0.367 mi.) 23 175
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Facility Id: 36970015
Status: Inactive - Needs Evaluation

     MONTEREY II ELEMENTA   9TH STREET/TIPPECANO NW 1/2 - 1 (0.505 mi.) 26 181
Facility Id: 36010063
Status: No Further Action

     SAN BERNARDINO CO DE   777 E RIALTO AVE SW 1/2 - 1 (0.954 mi.) F31 210
Facility Id: 80001338
Status: No Action Required

Lists of state and tribal leaking storage tanks

LUST: Leaking Underground Storage Tank (LUST) Sites included in GeoTracker.  GeoTracker is the
Water Boards data management system for sites that impact, or have the potential to impact, water quality in
California, with emphasis on groundwater.

     A review of the LUST list, as provided by EDR, has revealed that there are 4 LUST sites within
     approximately  0.5 miles of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     ARCO # 5541   25330 THIRD STREET SSE 1/4 - 1/2 (0.332 mi.) 21 163
Database: LUST REG 8, Date of Government Version: 02/14/2005
Database: LUST, Date of Government Version: 12/06/2021
Facility Status: Case Closed
Global Id: T060719763
Status: Completed - Case Closed
Global ID: T060719763

PageMap IDDirection / Distance     Address     Lower Elevation     ____________________      ________  ___________________ _____ _____

     ISKANDAR TEXACO   24914 WSW 1/4 - 1/2 (0.291 mi.) E17 148
Database: LUST REG 8, Date of Government Version: 02/14/2005
Facility Status: Leak being confirmed
Global ID: T0607100550

     S & R OIL   24914 E 5TH ST WSW 1/4 - 1/2 (0.291 mi.) E18 150
Database: LUST, Date of Government Version: 12/06/2021
Global Id: T0607100550
Status: Completed - Case Closed

     CIRCLE K STORE #335   24901 E 5TH ST WSW 1/4 - 1/2 (0.317 mi.) E20 155
Database: LUST REG 8, Date of Government Version: 02/14/2005
Database: LUST, Date of Government Version: 12/06/2021
Facility Status: Preliminary site assessment workplan submitted
Global Id: T0607100217
Status: Completed - Case Closed
Global ID: T0607100217
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Lists of state and tribal registered storage tanks

UST: The Underground Storage Tank database contains registered USTs. USTs are regulated under
Subtitle I of the Resource Conservation and Recovery Act (RCRA). The data come from the State Water Resources
Control Board’s Hazardous Substance Storage Container Database.

     A review of the UST list, as provided by EDR, has revealed that there is 1 UST site  within
     approximately  0.25 miles of the target property.

PageMap IDDirection / Distance     Address     Lower Elevation     ____________________      ________  ___________________ _____ _____

     GODDARD’S CESSPOOL S   25091 E 5TH ST SW 0 - 1/8 (0.098 mi.) A7 113
Database: UST, Date of Government Version: 12/06/2021
Facility Id: 86009554

ADDITIONAL ENVIRONMENTAL RECORDS

Local Lists of Hazardous waste / Contaminated Sites

CERS HAZ WASTE: List of sites in the California Environmental Protection Agency (CalEPA) Regulated Site
Portal which fall under the Hazardous Chemical Management, Hazardous Waste Onsite Treatment, Household
Hazardous Waste Collection, Hazardous Waste Generator, and RCRA LQ HW Generator programs.

     A review of the CERS HAZ WASTE list, as provided by EDR, and dated 10/18/2021 has revealed that there
     are 2 CERS HAZ WASTE sites within approximately  0.25 miles of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     SBCUSD/INDIAN SPRING   650 DEL ROSA DR NE 1/8 - 1/4 (0.129 mi.) C11 121

PageMap IDDirection / Distance     Address     Lower Elevation     ____________________      ________  ___________________ _____ _____

     GODDARD’S CESSPOOL S   25091 5TH ST SW 0 - 1/8 (0.092 mi.) A3 97

PFAS: A listing of PFAS contaminated sites included in the GeoTracker database.

     A review of the PFAS list, as provided by EDR, and dated 12/06/2021 has revealed that there are 2
     PFAS sites within approximately  0.5 miles of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     WELL 028A    SE 1/4 - 1/2 (0.355 mi.) 22 167
     SAN BERNARDINO INTER   1601 EAST 3RD STREET SE 1/4 - 1/2 (0.491 mi.) 25 180

Local Lists of Registered Storage Tanks

SWEEPS UST: Statewide Environmental Evaluation and Planning System.  This underground storage tank
listing was updated and maintained by a company contacted by the SWRCB in the early 1990’s.  The listing is no
longer updated or maintained.  The local agency is the contact for more information  on a site on the SWEEPS
list.

     A review of the SWEEPS UST list, as provided by EDR, and dated 06/01/1994 has revealed that there is
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     1 SWEEPS UST site  within approximately  0.25 miles of the target property.

PageMap IDDirection / Distance     Address     Lower Elevation     ____________________      ________  ___________________ _____ _____

     GODDARD’S CESSPOOL S   25091 E 5TH ST SW 0 - 1/8 (0.092 mi.) A6 111
Status: A
Tank Status: A
Comp Number: 11686

HIST UST: Historical UST Registered Database.

     A review of the HIST UST list, as provided by EDR, and dated 10/15/1990 has revealed that there are 5
     HIST UST sites within approximately  0.25 miles of the target property.

PageMap IDDirection / Distance     Address     Lower Elevation     ____________________      ________  ___________________ _____ _____

     GODDARD’S SERVICE   25091 5TH ST SW 0 - 1/8 (0.092 mi.) A2 97
Facility Id: 00000050274

     GODDARD’S CESSPOOL S   25091 5TH ST SW 0 - 1/8 (0.092 mi.) A3 97
Facility Id: 00000011686

     GODDARD’S CESSPOOL S   25091 E 5TH ST SW 0 - 1/8 (0.092 mi.) A6 111
     BENEL PLUMBING CO.   25003 5TH ST WSW 1/8 - 1/4 (0.196 mi.) D14 143

Facility Id: 00000041013

     BENEL PLUMBING CO   25003 EAST FIFTH STR WSW 1/8 - 1/4 (0.197 mi.) D15 145

CA FID UST: The Facility Inventory Database contains active and inactive underground storage tank
locations. The source is the State Water Resource Control Board.

     A review of the CA FID UST list, as provided by EDR, and dated 10/31/1994 has revealed that there is
     1 CA FID UST site  within approximately  0.25 miles of the target property.

PageMap IDDirection / Distance     Address     Lower Elevation     ____________________      ________  ___________________ _____ _____

     GODDARD’S CESSPOOL S   25091 E 5TH ST SW 0 - 1/8 (0.092 mi.) A6 111
Facility Id: 36003463
Status: A

Other Ascertainable Records

RCRA NonGen / NLR: RCRAInfo is EPA’s comprehensive information system, providing access to data supporting
the Resource Conservation and Recovery Act (RCRA) of 1976 and the Hazardous and Solid Waste Amendments (HSWA)
of 1984.  The database includes selective information on sites which generate, transport, store, treat and/or
dispose of hazardous waste as defined by the Resource Conservation and Recovery Act (RCRA).  Non-Generators do
not presently generate hazardous waste.

     A review of the RCRA NonGen / NLR list, as provided by EDR, and dated 02/28/2022 has revealed that
     there are 5 RCRA NonGen / NLR sites within approximately  0.25 miles of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     SBCUSD/INDIAN SPRING   650 DEL ROSA DR NE 1/8 - 1/4 (0.129 mi.) C12 129
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EPA ID:: CAL000380916

     RON MITCHAM   7815 ELMWOOD ROAD NE 1/8 - 1/4 (0.201 mi.) 16 146
EPA ID:: CAC003007853

PageMap IDDirection / Distance     Address     Lower Elevation     ____________________      ________  ___________________ _____ _____

     AMERICAN SEPTIC SERV   25091 E 5TH ST SW 0 - 1/8 (0.092 mi.) A4 106
EPA ID:: CAL000232090

     GODDARD’S PUMPING SV   25091 FIFTH ST. SW 0 - 1/8 (0.092 mi.) A5 109
EPA ID:: CAD000052886

     GEORGE AGUILAR DBA I   25062 EAST 5TH STREE WSW 0 - 1/8 (0.118 mi.) B8 113
EPA ID:: CAL000429020

ROD: Record of Decision. ROD documents mandate a permanent remedy at an NPL (Superfund) site
containing technical and health information to aid the cleanup.

     A review of the ROD list, as provided by EDR, and dated 01/25/2022 has revealed that there is 1 ROD
     site  within approximately 1 mile of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     USAF NORTON AFB   305 S TIPPECANOE AVE S 1/4 - 1/2 (0.332 mi.) 0 9
EPA ID:: CA4570024345

UXO: A listing of unexploded ordnance site locations

     A review of the UXO list, as provided by EDR, and dated 12/31/2020 has revealed that there is 1 UXO
     site  within approximately 1 mile of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     FORMER TARGET BUTT    SE 1/2 - 1 (0.759 mi.) 27 184

Cortese: The sites for the list are designated by the State Water Resource Control Board (LUST),
the Integrated Waste Board (SWF/LS), and the Department of Toxic Substances Control (Cal-Sites).

     A review of the Cortese list, as provided by EDR, and dated 12/16/2021 has revealed that there are 3
     Cortese sites within approximately  0.5 miles of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     ARCO # 5541   25330 THIRD STREET SSE 1/4 - 1/2 (0.332 mi.) 21 163
Cleanup Status: COMPLETED - CASE CLOSED

PageMap IDDirection / Distance     Address     Lower Elevation     ____________________      ________  ___________________ _____ _____

     S & R OIL   24914 E 5TH ST WSW 1/4 - 1/2 (0.291 mi.) E18 150
Cleanup Status: COMPLETED - CASE CLOSED

     CIRCLE K STORE #335   24901 E 5TH ST WSW 1/4 - 1/2 (0.317 mi.) E20 155
Cleanup Status: COMPLETED - CASE CLOSED
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HIST CORTESE: The sites for the list are designated by the State Water Resource Control Board [LUST],
the Integrated Waste Board [SWF/LS], and the Department of Toxic Substances Control [CALSITES].    This
listing is no longer updated by the state agency.

     A review of the HIST CORTESE list, as provided by EDR, and dated 04/01/2001 has revealed that there
     are 2 HIST CORTESE sites within approximately  0.5 miles of the target property.

PageMap IDDirection / Distance     Address     Lower Elevation     ____________________      ________  ___________________ _____ _____

     ISKANDAR TEXACO   24914 WSW 1/4 - 1/2 (0.291 mi.) E17 148
Reg Id: 083603393T

     CIRCLE K #0335   24901 WSW 1/4 - 1/2 (0.315 mi.) E19 155
Reg Id: 083601799T

HWP: Detailed information on permitted hazardous waste facilities and corrective action
("cleanups") tracked in EnviroStor.

     A review of the HWP list, as provided by EDR, and dated 11/15/2021 has revealed that there are 2 HWP
     sites within approximately 1 mile of the target property.

PageMap IDDirection / Distance     Address     Lower Elevation     ____________________      ________  ___________________ _____ _____

     AFBCA/NORTON   305 S TIPPECANOE AVE SSW 1/2 - 1 (0.856 mi.) 28 185
EPA ID: CA4570024345
Cleanup Status: UNDERGOING CLOSURE

     GENERAL SERVICES AGE   777 E RIALTO AVE SW 1/2 - 1 (0.954 mi.) F30 207
EPA ID: CAD000775668
Cleanup Status: PROTECTIVE FILER

San Bern. Co. Permit: San Bernardino County Fire Department Hazardous Materials Division.

     A review of the San Bern. Co. Permit list, as provided by EDR, and dated 12/01/2021 has revealed that
     there are 5 San Bern. Co. Permit sites within approximately  0.25 miles of the target property.

PageMap IDDirection / Distance     Address     Equal/Higher Elevation     ____________________      ________  ___________________ _____ _____

     WATER TREATMENT PLAN   E 6TH ST ENE 0 - 1/8 (0.027 mi.) 1 93
Facility Status: ACTIVE
Facility Id: FA0008114

     INDIAN SPRINGS HIGH   650 N DEL ROSA DR NE 1/8 - 1/4 (0.129 mi.) C10 121
Facility Status: ACTIVE
Facility Status: INACTIVE
Facility Id: FA0015133

     SOUTHWEST ENGINES   25333 E 5TH ESE 1/8 - 1/4 (0.170 mi.) 13 131
Facility Status: ACTIVE
Facility Status: INACTIVE
Facility Id: FA0006313

PageMap IDDirection / Distance     Address     Lower Elevation     ____________________      ________  ___________________ _____ _____

     GODDARD’S CESSPOOL S   25091 5TH ST SW 0 - 1/8 (0.092 mi.) A3 97
Facility Status: ACTIVE
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Facility Id: FA0003487

     INLAND STEEL   25062 E 5TH ST WSW 0 - 1/8 (0.118 mi.) B9 115
Facility Status: ACTIVE
Facility Status: INACTIVE
Facility Id: FA0014007
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Due to poor or inadequate address information, the following sites were not mapped. Count: 2 records. 

Site Name  Database(s)____________  ____________

SECCOMBE LAKE STATE REC AREA  SEMS-ARCHIVE
NORTON A F B BLDG 754  LUST

http://www.edrnet.com/srf2/FinalSiteReport.aspx?ID=6w5u639Wws.D5xJeuMN83qKp3uPM9prMWRRFAWH3sdQd.igsDDhrCnL.xOF7JJVieHON3VURMaMLNxzj8Xfq4XmvqoxQKKflp1ps6XhxuXkLPNdjMS.v3kMip0R5rY1AMA796KMzR43nRtrHFaSS9famWLQ0HYrq35aQ6SLcwKzk5Kf8u1iE3CKx3.Lk9RFBWpKB9Ww9sctl.dMCDkh63cdxxKbOJ5YZewUy6g.UMiqTNxx68rpI5RLCq4g5Kd41pd1A47oauiOgPAzsM9gx50hMpQMqrZlMMxMG51bGRiYCRtmAF1kG6mjuwLcM56NwuHxy4.Pv3dzq9tG1WyNr3qS4sHpn.3UhDztM9DImxfGCJQ.zeQqNCvUKMvUmNIYR8jpL3mCzqzRSKVvZpzlH8u68uwmGPJGgMyRd9P.lpDHzrCgKMoWAADrtRRhPRZXEFnFmCzAmWJc9HEqp354.2YMud4u5Q4D.d3PL5jPiiVwFg65qsqBsvQRPDXwNhRPxrExK61R5wcl75fEOuKfZ4Xdn3vAM9RbCWVyF3Wd7sDuX.YJoD9zf4BHyx51OJuuxenfR3OEzMvr9Nb3U84LS3lS6qvVUKATQpQw068kQuzRjPGn1MRBYBCqkp6sIrH4CMqr8ASaVRMy7RKFjFT74B86uWjnLHuYu3FY3ClocdgICQBu7dWs4B6ciiu.ZgQD1sld14vEWDkwihT9trb1l3
http://www.edrnet.com/srf2/FinalSiteReport.aspx?ID=6w5u639Wws.D5xJeuMN83qKp3uPM9prMWRRFAWH3sdQd.igsDDhrCnL.xOF7JJVieHON3VURMaMLNxzj8Xfq4XmvqoxQKKflp1ps6XhxuXkLPNdjMS.v3kMip0R5rY1AMA796KMzR43nRtrHFaSS9famWLQ0HYrq35aQ6SLcwKzk5Kf8u1iE3CKx3.Lk9RFBWpKB9Ww9sctl.dMCDkh63cdxxKbOJ5YZewUy6g.UMiqTNxx68rpI5RLCq4g5Kd41pd1A47oauiOgPAzsM9gx50hMpQMqrZlMMxMG51bGRiYCRtmAF1kG6mjuwLcM56NwuHxy4.Pv3dzq9tG1WyNr3qS4sHpn.3UhDztM9DImxfGCJQ.zeQqNCvUKMvUmNIYR8jpL3mCzqzRSKVvZpzlH8u68uwmGPJGgMyRd9P.lpDHzrCgKMoWAADrtRRhPRZXEFnFmCzAmWJc9HEqp354.2YMud4u5Q4D.d3PL5jPiiVwFg65qsqBsvQRPDXwNhRPxrExK61R5wcl75fEOuKfZ4Xdn3vAM9RbCWVyF3Wd7sDuX.YJoD9zfVBHyx51OJuuxenfR4OEzMvr9Nb3U84LS3lS6qvVUKATQpQw098kQuzRjPGn1MRBY4Cqkp6sIrH4CMqr89SaVRMy7RKFjFT74586uWjnLHuYu3FY35locdgICQBu7dWs446ciiu.ZgQD1sld18vEWDkwihT9trb1l3
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MAP FINDINGS SUMMARY

Search
TargetDistance Total

Database Property(Miles) < 1/8 1/8 - 1/4 1/4 - 1/2 1/2 - 1 > 1 Plotted

STANDARD ENVIRONMENTAL RECORDS

Lists of Federal NPL (Superfund) sites

    1  NR     0      1      0    0 1.000NPL
    0  NR     0      0      0    0 1.000Proposed NPL
    0  NR     0      0      0    0 1.000NPL LIENS

Lists of Federal Delisted NPL sites

    0  NR     0      0      0    0 1.000Delisted NPL

Lists of Federal sites subject to
CERCLA removals and CERCLA orders

    0  NR   NR      0      0    0 0.500FEDERAL FACILITY
    1  NR   NR      1      0    0 0.500SEMS

Lists of Federal CERCLA sites with NFRAP

    0  NR   NR      0      0    0 0.500SEMS-ARCHIVE

Lists of Federal RCRA facilities
undergoing Corrective Action

    1  NR     0      1      0    0 1.000CORRACTS

Lists of Federal RCRA TSD facilities

    1  NR   NR      1      0    0 0.500RCRA-TSDF

Lists of Federal RCRA generators

    0  NR   NR    NR      0    0 0.250RCRA-LQG
    1  NR   NR    NR      1    0 0.250RCRA-SQG
    0  NR   NR    NR      0    0 0.250RCRA-VSQG

Federal institutional controls /
engineering controls registries

    0  NR   NR      0      0    0 0.500LUCIS
    1  NR   NR      1      0    0 0.500US ENG CONTROLS
    1  NR   NR      1      0    0 0.500US INST CONTROLS

Federal ERNS list

    0  NR   NR    NR    NR  NR   TPERNS

Lists of state- and tribal
(Superfund) equivalent sites

    1  NR     1      0      0    0 1.000RESPONSE

Lists of state- and tribal
hazardous waste facilities

    5  NR     3      2      0    0 1.000ENVIROSTOR

Lists of state and tribal landfills
and solid waste disposal facilities

    0  NR   NR      0      0    0 0.500SWF/LF

TC6905679.2s   Page 4
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Search
TargetDistance Total

Database Property(Miles) < 1/8 1/8 - 1/4 1/4 - 1/2 1/2 - 1 > 1 Plotted

Lists of state and tribal leaking storage tanks

    4  NR   NR      4      0    0 0.500LUST
    0  NR   NR      0      0    0 0.500INDIAN LUST
    0  NR   NR      0      0    0 0.500CPS-SLIC

Lists of state and tribal registered storage tanks

    0  NR   NR    NR      0    0 0.250FEMA UST
    1  NR   NR    NR      0    1 0.250UST
    0  NR   NR    NR      0    0 0.250AST
    0  NR   NR    NR      0    0 0.250INDIAN UST

Lists of state and tribal voluntary cleanup sites

    0  NR   NR      0      0    0 0.500VCP
    0  NR   NR      0      0    0 0.500INDIAN VCP

Lists of state and tribal brownfield sites

    0  NR   NR      0      0    0 0.500BROWNFIELDS

ADDITIONAL ENVIRONMENTAL RECORDS

Local Brownfield lists

    0  NR   NR      0      0    0 0.500US BROWNFIELDS

Local Lists of Landfill / Solid
Waste Disposal Sites

    0  NR   NR      0      0    0 0.500WMUDS/SWAT
    0  NR   NR      0      0    0 0.500SWRCY
    0  NR   NR    NR    NR  NR   TPHAULERS
    0  NR   NR      0      0    0 0.500INDIAN ODI
    0  NR   NR      0      0    0 0.500DEBRIS REGION 9
    0  NR   NR      0      0    0 0.500ODI
    0  NR   NR      0      0    0 0.500IHS OPEN DUMPS

Local Lists of Hazardous waste /
Contaminated Sites

    0  NR   NR    NR    NR  NR   TPUS HIST CDL
    0  NR     0      0      0    0 1.000HIST Cal-Sites
    0  NR   NR    NR      0    0 0.250SCH
    0  NR   NR    NR    NR  NR   TPCDL
    2  NR   NR    NR      1    1 0.250CERS HAZ WASTE
    0  NR     0      0      0    0 1.000Toxic Pits
    0  NR   NR    NR    NR  NR   TPUS CDL
    2  NR   NR      2      0    0 0.500PFAS
    0  NR   NR    NR    NR  NR   TPAQUEOUS FOAM

Local Lists of Registered Storage Tanks

    1  NR   NR    NR      0    1 0.250SWEEPS UST
    5  NR   NR    NR      2    3 0.250HIST UST
    1  NR   NR    NR      0    1 0.250CA FID UST
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Database Property(Miles) < 1/8 1/8 - 1/4 1/4 - 1/2 1/2 - 1 > 1 Plotted

    0  NR   NR    NR      0    0 0.250CERS TANKS

Local Land Records

    0  NR   NR    NR    NR  NR   TPLIENS
    0  NR   NR    NR    NR  NR   TPLIENS 2
    0  NR   NR      0      0    0 0.500DEED

Records of Emergency Release Reports

    0  NR   NR    NR    NR  NR   TPHMIRS
    0  NR   NR    NR    NR  NR   TPCHMIRS
    0  NR   NR    NR    NR  NR   TPLDS
    0  NR   NR    NR    NR  NR   TPMCS
    0  NR   NR    NR    NR  NR   TPSPILLS 90

Other Ascertainable Records

    5  NR   NR    NR      2    3 0.250RCRA NonGen / NLR
    0  NR     0      0      0    0 1.000FUDS
    0  NR     0      0      0    0 1.000DOD
    0  NR   NR      0      0    0 0.500SCRD DRYCLEANERS
    0  NR   NR    NR    NR  NR   TPUS FIN ASSUR
    0  NR   NR    NR    NR  NR   TPEPA WATCH LIST
    0  NR   NR    NR      0    0 0.2502020 COR ACTION
    0  NR   NR    NR    NR  NR   TPTSCA
    0  NR   NR    NR    NR  NR   TPTRIS
    0  NR   NR    NR    NR  NR   TPSSTS
    1  NR     0      1      0    0 1.000ROD
    0  NR   NR    NR    NR  NR   TPRMP
    0  NR   NR    NR    NR  NR   TPRAATS
    0  NR   NR    NR    NR  NR   TPPRP
    0  NR   NR    NR    NR  NR   TPPADS
    0  NR   NR    NR    NR  NR   TPICIS
    0  NR   NR    NR    NR  NR   TPFTTS
    0  NR   NR    NR    NR  NR   TPMLTS
    0  NR   NR    NR    NR  NR   TPCOAL ASH DOE
    0  NR   NR      0      0    0 0.500COAL ASH EPA
    0  NR   NR    NR    NR  NR   TPPCB TRANSFORMER
    0  NR   NR    NR    NR  NR   TPRADINFO
    0  NR   NR    NR    NR  NR   TPHIST FTTS
    0  NR   NR    NR    NR  NR   TPDOT OPS
    0  NR     0      0      0    0 1.000CONSENT
    0  NR     0      0      0    0 1.000INDIAN RESERV
    0  NR     0      0      0    0 1.000FUSRAP
    0  NR   NR      0      0    0 0.500UMTRA
    0  NR   NR    NR    NR  NR   TPLEAD SMELTERS
    0  NR   NR    NR    NR  NR   TPUS AIRS
    0  NR   NR    NR      0    0 0.250US MINES
    0  NR   NR    NR      0    0 0.250ABANDONED MINES
    0  NR   NR    NR    NR  NR   TPFINDS
    0  NR   NR    NR    NR  NR   TPECHO
    0  NR   NR    NR    NR  NR   TPDOCKET HWC
    1  NR     1      0      0    0 1.000UXO
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    0  NR   NR    NR      0    0 0.250FUELS PROGRAM
    0  NR     0      0      0    0 1.000CA BOND EXP. PLAN
    3  NR   NR      3      0    0 0.500Cortese
    0  NR   NR    NR      0    0 0.250CUPA Listings
    0  NR   NR    NR      0    0 0.250DRYCLEANERS
    0  NR   NR    NR    NR  NR   TPEMI
    0  NR   NR    NR    NR  NR   TPENF
    0  NR   NR    NR    NR  NR   TPFinancial Assurance
    0  NR   NR    NR    NR  NR   TPHAZNET
    0  NR   NR    NR    NR  NR   TPICE
    2  NR   NR      2      0    0 0.500HIST CORTESE
    2  NR     2      0      0    0 1.000HWP
    0  NR   NR    NR      0    0 0.250HWT
    0  NR   NR    NR      0    0 0.250MINES
    0  NR   NR    NR      0    0 0.250MWMP
    0  NR   NR    NR    NR  NR   TPNPDES
    5  NR   NR    NR      2    3 0.250San Bern. Co. Permit
    0  NR   NR    NR    NR  NR   TPPEST LIC
    0  NR   NR      0      0    0 0.500PROC
    0  NR     0      0      0    0 1.000Notify 65
    0  NR   NR    NR    NR  NR   TPUIC
    0  NR   NR    NR    NR  NR   TPUIC GEO
    0  NR   NR      0      0    0 0.500WASTEWATER PITS
    0  NR   NR    NR    NR  NR   TPWDS
    0  NR   NR    NR      0    0 0.250WIP
    0  NR   NR    NR    NR  NR   TPMILITARY PRIV SITES
    0  NR   NR    NR    NR  NR   TPPROJECT
    0  NR   NR    NR    NR  NR   TPWDR
    0  NR   NR    NR    NR  NR   TPCIWQS
    0  NR   NR    NR    NR  NR   TPCERS
    0  NR   NR    NR    NR  NR   TPNON-CASE INFO
    0  NR   NR    NR    NR  NR   TPOTHER OIL GAS
    0  NR   NR    NR    NR  NR   TPPROD WATER PONDS
    0  NR   NR    NR    NR  NR   TPSAMPLING POINT
    0  NR   NR    NR    NR  NR   TPWELL STIM PROJ
    0  NR   NR    NR    NR  NR   TPMINES MRDS
    0  NR   NR    NR    NR  NR   TPHWTS

EDR HIGH RISK HISTORICAL RECORDS

EDR Exclusive Records

    0  NR     0      0      0    0 1.000EDR MGP
    0  NR   NR    NR    NR    0 0.125EDR Hist Auto
    0  NR   NR    NR    NR    0 0.125EDR Hist Cleaner

EDR RECOVERED GOVERNMENT ARCHIVES

Exclusive Recovered Govt. Archives

    0  NR   NR    NR    NR  NR   TPRGA LF
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Database Property(Miles) < 1/8 1/8 - 1/4 1/4 - 1/2 1/2 - 1 > 1 Plotted

    0  NR   NR    NR    NR  NR   TPRGA LUST

   48    0    7   20    8   13    0- Totals --

NOTES:

   TP = Target Property

   NR = Not Requested at this Search Distance

   Sites may be listed in more than one database
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MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

throughout the base. The practices include burial of drums and other
management practices may have contributed to existingcontamination problems
liquid-fuel intercontinental ballistic missiles. Past ha ardous waste
had the responsibility for providing maintenance and logistics for
has served as a Military Airlift Command Base. In addition, Norton formerly
for jet engines and the general repair of aircraft. Since 1962, the facility
The base began operations in 1942 and has served as a major overhaul center
plain surroundedon the north and east by the San Bernardino Mountain Range.
Bernardino, San Bernardino County, California. It is in a low-lying alluvial
approximately 2,036 acres 58 miles east of Los Angeles near the City of San
Conditions at proposal October 15, 1984): Norton Air Force Base covers

Summary Details:

                                        2Scoring:
                                        GROUND WATER PATHWAYPathway:
                                        TRICHLOROETHYLENE (TCE)Substance:
                                        79-01-6CAS Number:
                                        U228Substance ID:
                                        Currently on the Final NPLNPL Status:

                                        3Scoring:
                                        GROUND WATER PATHWAYPathway:
                                        CARBON TETRACHLORIDESubstance:
                                        56-23-5CAS Number:
                                        U211Substance ID:
                                        Currently on the Final NPLNPL Status:

                                        Not reportedScoring:
                                        Not reportedPathway:
                                        Not reportedSubstance:
                                        Not reportedCAS Number:
                                        Not reportedSubstance ID:
                                        Currently on the Final NPLNPL Status:

NPL:

                                        Not reportedNative American Entity:
                                        Not reportedNAI:
                                        39.649999999999999Site Score:
                                        -117.2372Longitude:
                                        34.098061Latitude:
                                        1987-07-22 00:00:00Final Date:
                                        YFederal:
                                        SAN BERNARDINO, CA 92408City,State,Zip:
                                        I-10/US 395 FORMER NORTON AFBAddress:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Name:
                                        902760Site ID:
                                        CA4570024345EPA ID:
                                        9EPA Region:

NPL:

PADS
ROD

US INST CONTROLS
US ENG CONTROLS

1752 ft. RCRA-SQG
1/4-1/2 RCRA-TSDF
South CORRACTSSAN BERNARDINO, CA  92408
Region SEMS305 S TIPPECANOE AVE CA4570024345
NPL NPLUSAF NORTON AFB 1000417274
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                                        FinalNPL Status:
                                        Not reportedDeleted Date:
                                        07/22/1987Final Date:
                                        10/15/1984Proposed Date:

NPL:

                                        10/15/84Date Proposed:
                                        07/22/87Date Finalized:
                                        Not reportedDate Deleted:
                                        YFederal Site:
                                        FSite Status:
                                        0902760Site ID:
                                        09EPA Region:

NPL:

                                        NORTON AIR FORCE BASE (LNDFLL #2)NPL Name:
NPL:

                                        10Category Value:
                                        Distance To Nearest Population-> 0 And <= 1/4 MileCategory Description:
                                        Currently on the Final NPLNPL Status:

                                        80Category Value:
                                        Depth To Aquifer-> 50 And <= 100 FeetCategory Description:
                                        Currently on the Final NPLNPL Status:

NPL:

40662).
of the NPL under the NPL/RCRA policy announced on September 8, 1983 48 FR
Therefore, this Federal facility site isbeing placed on the Federal section
RCRA). However, no such areas were included in scoring this specific site.
corrective action authorities of the Resource Conservation and Recovery Act
boundaries of this Federal facility, there are areas subject to the Subtitle C
in Stage 3, scheduled to begin in the fall of 1987. Within the
than 22 areas have been identified to date. Additional areas will be studied
focusedon characteri ation of the contamination at 18 on-base areas. More
Beds. Phase II-Stage 2 of the IRP was completed in December 1986. It
up one on-base area, the Industrial Waste Water Treatment Plant Sludge Drying
Control Board issued a Cleanup and Abatement Order requiring Norton to clean
July 22, 1987): In November 1986, the California Regional Water Quality
records search). Phase II remedial investigation) is underway. Status
contamination from ha ardous materials. The Air Force has completed Phase I
Department of Defense seeks to identify, investigate, and clean up
Restoration Program IRP), established in l978. Under this program, the
on the base. Norton Air Force Base is participating in the Installation
level. The water is used by approximately ll,000 people who live and/or work
sampled quarterly to ensure that TCE is below the California State action
TCE). The well water is currently being used in a blended system and is
base landfills.A well on the base has been contaminated with trichloroethylene
the base. Unknown quantities of spent solvents were disposed of in several
plating solutions. Industrial solvents have been used extensively on
underground tanks; and spills of AVGAS, oils, solvents, PCBs, and acidic
into landfills, unlined pits, ponds, and drying beds; storage in leaking
unspecified materials; disposal of waste oils, solvents, and paint residues

USAF NORTON AFB  (Continued) 1000417274
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                                        1988-06-01 04:00:00Start Date:
                                        1SEQ:
                                        HAZRANKAction Name:
                                        HRAction Code:
                                        00OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        EPA PerfCurrent Action Lead:
                                        Not reportedQual:
                                        Not reportedFinish Date:
                                        2000-07-24 04:00:00Start Date:
                                        1SEQ:
                                        ADMIN RECAction Name:
                                        ARAction Code:
                                        00OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        EPA PerfCurrent Action Lead:
                                        Not reportedQual:
                                        6/30/1994 4:00:00 AMFinish Date:
                                        1989-04-30 04:00:00Start Date:
                                        1SEQ:
                                        ST COOPAction Name:
                                        MAAction Code:
                                        00OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

SEMS Detail:

                         Not reportedNon NPL Status:
                         Currently on the Final NPLNPL:
                         YFF:
                         -117.237200Longitude:
                         34.098061Latitude:
                         06071FIPS Code:
                         31,40Cong District:
                         SAN BERNARDINO, CA 92408City,State,Zip:
                         Not reportedAddress 2:
                         I-10/US 395 FORMER NORTON AFBAddress:
               NORTON AIR FORCE BASE (LNDFLL #2)Name:
                         CA4570024345EPA ID:
                         0902760Site ID:

SEMS:

USAF NORTON AFB  (Continued) 1000417274
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                                        EEAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        11/24/1993 5:00:00 AMFinish Date:
                                        1993-11-24 05:00:00Start Date:
                                        1SEQ:
                                        RODAction Name:
                                        ROAction Code:
                                        01OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        EPA PerfCurrent Action Lead:
                                        Not reportedQual:
                                        Not reportedFinish Date:
                                        1987-09-30 04:00:00Start Date:
                                        1SEQ:
                                        CIAction Name:
                                        CRAction Code:
                                        00OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        EPA PerfCurrent Action Lead:
                                        Not reportedQual:
                                        5/16/2006 4:00:00 AMFinish Date:
                                        2006-05-16 04:00:00Start Date:
                                        1SEQ:
                                        PCORAction Name:
                                        CMAction Code:
                                        00OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        EPA PerfCurrent Action Lead:
                                        Not reportedQual:
                                        6/1/1988 4:00:00 AMFinish Date:

USAF NORTON AFB  (Continued) 1000417274
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                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        9/16/1994 4:00:00 AMFinish Date:
                                        1993-11-24 05:00:00Start Date:
                                        1SEQ:
                                        FF RDAction Name:
                                        LXAction Code:
                                        01OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        11/24/1993 5:00:00 AMFinish Date:
                                        1989-06-29 04:00:00Start Date:
                                        1SEQ:
                                        FF RI/FSAction Name:
                                        LWAction Code:
                                        01OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        Not reportedFinish Date:
                                        1999-11-28 05:00:00Start Date:
                                        2SEQ:
                                        OMAction Name:
                                        OMAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        3/29/1996 5:00:00 AMFinish Date:
                                        1996-03-29 05:00:00Start Date:
                                        1SEQ:
                                        EE/CAAction Name:

USAF NORTON AFB  (Continued) 1000417274
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                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        6/10/2003 4:00:00 AMFinish Date:
                                        1998-10-01 04:00:00Start Date:
                                        3SEQ:
                                        FF RI/FSAction Name:
                                        LWAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        HQual:
                                        4/1/1984 6:00:00 AMFinish Date:
                                        1984-04-01 06:00:00Start Date:
                                        1SEQ:
                                        SIAction Name:
                                        SIAction Code:
                                        00OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        RQual:
                                        9/29/2005 4:00:00 AMFinish Date:
                                        2005-09-29 04:00:00Start Date:
                                        2SEQ:
                                        RODAction Name:
                                        ROAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        10/15/1984 5:00:00 AMFinish Date:
                                        1984-10-15 05:00:00Start Date:
                                        1SEQ:
                                        PROPOSEDAction Name:
                                        NPAction Code:
                                        00OU:
                                        YFF:

USAF NORTON AFB  (Continued) 1000417274
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                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        12/8/1998 5:00:00 AMFinish Date:
                                        1997-06-30 04:00:00Start Date:
                                        9SEQ:
                                        FF RVAction Name:
                                        LVAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        PQual:
                                        12/19/1997 5:00:00 AMFinish Date:
                                        1996-04-18 04:00:00Start Date:
                                        8SEQ:
                                        FF RVAction Name:
                                        LVAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        SQual:
                                        9/30/1999 4:00:00 AMFinish Date:
                                        1996-04-25 04:00:00Start Date:
                                        7SEQ:
                                        FF RVAction Name:
                                        LVAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        PQual:
                                        4/22/1997 4:00:00 AMFinish Date:
                                        1996-03-25 05:00:00Start Date:
                                        6SEQ:
                                        FF RVAction Name:
                                        LVAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:

USAF NORTON AFB  (Continued) 1000417274
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                                        4/8/1992 4:00:00 AMFinish Date:
                                        1991-01-04 05:00:00Start Date:
                                        1SEQ:
                                        FF RVAction Name:
                                        LVAction Code:
                                        00OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        12/21/2005 5:00:00 AMFinish Date:
                                        1996-07-26 04:00:00Start Date:
                                        1SEQ:
                                        OMAction Name:
                                        OMAction Code:
                                        01OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        7/22/1997 4:00:00 AMFinish Date:
                                        1996-04-15 04:00:00Start Date:
                                        12SEQ:
                                        FF RVAction Name:
                                        LVAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        12/8/1998 5:00:00 AMFinish Date:
                                        1997-06-25 04:00:00Start Date:
                                        11SEQ:
                                        FF RVAction Name:
                                        LVAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

USAF NORTON AFB  (Continued) 1000417274
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                                        FF RAAction Name:
                                        LYAction Code:
                                        01OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        LQual:
                                        4/1/1984 6:00:00 AMFinish Date:
                                        1984-04-01 06:00:00Start Date:
                                        1SEQ:
                                        PAAction Name:
                                        PAAction Code:
                                        00OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        7/22/1987 4:00:00 AMFinish Date:
                                        1987-07-22 04:00:00Start Date:
                                        1SEQ:
                                        NPL FINLAction Name:
                                        NFAction Code:
                                        00OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        6/25/1997 4:00:00 AMFinish Date:
                                        1997-06-25 04:00:00Start Date:
                                        3SEQ:
                                        RODAction Name:
                                        ROAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        CQual:

USAF NORTON AFB  (Continued) 1000417274
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                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        9/29/2005 4:00:00 AMFinish Date:
                                        2003-11-24 05:00:00Start Date:
                                        14SEQ:
                                        FF RVAction Name:
                                        LVAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        9/29/2005 4:00:00 AMFinish Date:
                                        2004-02-02 05:00:00Start Date:
                                        13SEQ:
                                        FF RVAction Name:
                                        LVAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        7/28/1999 4:00:00 AMFinish Date:
                                        1995-12-21 05:00:00Start Date:
                                        2SEQ:
                                        FF RVAction Name:
                                        LVAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        7/26/1996 4:00:00 AMFinish Date:
                                        1994-09-16 04:00:00Start Date:
                                        1SEQ:
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                                        USAF NORTON AFBName:
CORRACTS:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        8/1/1980 4:00:00 AMFinish Date:
                                        1980-08-01 04:00:00Start Date:
                                        1SEQ:
                                        DISCVRYAction Name:
                                        DSAction Code:
                                        00OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        11/15/1996 5:00:00 AMFinish Date:
                                        1996-09-20 04:00:00Start Date:
                                        17SEQ:
                                        FF RVAction Name:
                                        LVAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        12/3/2004 5:00:00 AMFinish Date:
                                        2003-12-11 05:00:00Start Date:
                                        16SEQ:
                                        FF RVAction Name:
                                        LVAction Code:
                                        02OU:
                                        YFF:
                                        FNPL:
                                        NORTON AIR FORCE BASE (LNDFLL #2)Site Name:
                                        CA4570024345EPA ID:
                                        0902760Site ID:
                                        09Region:

                                        Fed FacCurrent Action Lead:
                                        Not reportedQual:
                                        9/29/2005 4:00:00 AMFinish Date:
                                        2003-12-17 05:00:00Start Date:
                                        15SEQ:
                                        FF RVAction Name:
                                        LVAction Code:
                                        02OU:
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                                        Not reportedSoil Release Indicator:
                                        Not reportedGroundwater Release Indicator:
                                        Not reportedAir Release Indicator:
                                        19941007Actual Date:
                         CMI WORKPLAN APPROVEDCorrective Action:
                                        CENTRAL BASE AREA OUArea Name:
                                        CA4570024345EPA ID:
                                        Not reportedAddress 2:
                                        305 S TIPPECANOE AVEAddress:
                                        USAF NORTON AFBName:

                                        Not reportedSurface Water Release Indicator:
                                        Not reportedSoil Release Indicator:
                                        Not reportedGroundwater Release Indicator:
                                        Not reportedAir Release Indicator:
                                        19930205Actual Date:
                         CMS COMPLETECorrective Action:
                                        CENTRAL BASE AREA OUArea Name:
                                        CA4570024345EPA ID:
                                        Not reportedAddress 2:
                                        305 S TIPPECANOE AVEAddress:
                                        USAF NORTON AFBName:

                                        Not reportedSurface Water Release Indicator:
                                        Not reportedSoil Release Indicator:
                                        Not reportedGroundwater Release Indicator:
                                        Not reportedAir Release Indicator:
                                        19930205Actual Date:
                         CMS WORKPLAN APPROVEDCorrective Action:
                                        CENTRAL BASE AREA OUArea Name:
                                        CA4570024345EPA ID:
                                        Not reportedAddress 2:
                                        305 S TIPPECANOE AVEAddress:
                                        USAF NORTON AFBName:

                                        Not reportedSurface Water Release Indicator:
                                        Not reportedSoil Release Indicator:
                                        Not reportedGroundwater Release Indicator:
                                        Not reportedAir Release Indicator:
                                        19930205Actual Date:
                         INVESTIGATION COMPLETECorrective Action:
                                        CENTRAL BASE AREA OUArea Name:
                                        CA4570024345EPA ID:
                                        Not reportedAddress 2:
                                        305 S TIPPECANOE AVEAddress:
                                        USAF NORTON AFBName:

                                        Not reportedSurface Water Release Indicator:
                                        Not reportedSoil Release Indicator:
                                        Not reportedGroundwater Release Indicator:
                                        Not reportedAir Release Indicator:
                                        19930205Actual Date:
                         INVESTIGATION WORKPLAN APPROVEDCorrective Action:
                                        CENTRAL BASE AREA OUArea Name:
                                        CA4570024345EPA ID:
                                        Not reportedAddress 2:
                                        305 S TIPPECANOE AVEAddress:

USAF NORTON AFB  (Continued) 1000417274

TC6905679.2s   Page 20



MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                                        CA4570024345EPA ID:
                                        Not reportedAddress 2:
                                        305 S TIPPECANOE AVEAddress:
                                        USAF NORTON AFBName:

                                        Not reportedSurface Water Release Indicator:
                                        Not reportedSoil Release Indicator:
                                        Not reportedGroundwater Release Indicator:
                                        Not reportedAir Release Indicator:
                                        19980618Actual Date:
                         RELEASE TO GW CONTROLLED DETERMINATION-YES, APPLICABLE AS OF THIS DATECorrective Action:
                                        ENTIRE FACILITYArea Name:
                                        CA4570024345EPA ID:
                                        Not reportedAddress 2:
                                        305 S TIPPECANOE AVEAddress:
                                        USAF NORTON AFBName:

                                        Not reportedSurface Water Release Indicator:
                                        Not reportedSoil Release Indicator:
                                        Not reportedGroundwater Release Indicator:
                                        Not reportedAir Release Indicator:
                                        20000522Actual Date:
                         DEFINITION
                         RELEASE TO GW CONTROLLED DETERMINATION-FACILITY DOES NOT MEETCorrective Action:
                                        ENTIRE FACILITYArea Name:
                                        CA4570024345EPA ID:
                                        Not reportedAddress 2:
                                        305 S TIPPECANOE AVEAddress:
                                        USAF NORTON AFBName:

                                        Not reportedSurface Water Release Indicator:
                                        Not reportedSoil Release Indicator:
                                        Not reportedGroundwater Release Indicator:
                                        Not reportedAir Release Indicator:
                                        20000522Actual Date:
                         DATE
                         HUMAN EXPOSURES CONTROLLED DETERMINATION-YES, APPLICABLE AS OF THISCorrective Action:
                                        ENTIRE FACILITYArea Name:
                                        CA4570024345EPA ID:
                                        Not reportedAddress 2:
                                        305 S TIPPECANOE AVEAddress:
                                        USAF NORTON AFBName:

                                        Not reportedSurface Water Release Indicator:
                                        Not reportedSoil Release Indicator:
                                        Not reportedGroundwater Release Indicator:
                                        Not reportedAir Release Indicator:
                                        19890713Actual Date:
                         TREATMENT
                         STABILIZATION/INTERIM MEASURES DECISION-GROUNDWATER EXTRACTION andCorrective Action:
                                        CENTRAL BASE AREA OUArea Name:
                                        CA4570024345EPA ID:
                                        Not reportedAddress 2:
                                        305 S TIPPECANOE AVEAddress:
                                        USAF NORTON AFBName:

                                        Not reportedSurface Water Release Indicator:
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                                                                                NoRecycler Activity with Storage:
                                                                                NoTransfer Facility Activity:
                                                                                YesTransporter Activity:
                                                                                NoMixed Waste Generator:
                                                                                NoImporter Activity:
                                                                                NoShort-Term Generator Activity:
                                                                                FederalOperator Type:
                                                                                MULTIPLE OPS - USAF & DPDOOperator Name:
                                                                                Not reportedOwner Type:
                                                                                Not reportedOwner Name:
                                                                                NORTON AFB, CA 92409Mailing City,State,Zip:
                                                                                63RD CIV ENG SQU/DEEVMailing Address:
                                                                                4State District:
                                                                                CAState District Owner:
                                                                                Handler Activities, Corrective Action ActivitiesActive Site Indicator:
                                                                                Not reportedAccessibility:
                                                                                Not reportedBiennial Report Cycle:
                                                                                Not reportedNon-Notifier:
                                                                                Small Quantity GeneratorFederal Waste Generator Description:
                                                                                FederalLand Type:
                                                                                09EPA Region:
                                                                                Not reportedContact Title:
                                                                                Not reportedContact Email:
                                                                                Not reportedContact Fax:
                                                                                Not reportedContact Telephone:
                                                                                Not reportedContact City,State,Zip:
                                                                                Not reportedContact Address:
                                                                                Not reportedContact Name:
                                                                                CA4570024345EPA ID:
                                                                                SAN BERNARDINO, CA 92408Handler City,State,Zip:
                                                                                305 S TIPPECANOE AVEHandler Address:
                              USAF NORTON AFBHandler Name:
                                                                                19960901Date Form Received by Agency:

RCRA-SQG:

1 additional CORRACTS: record(s) in the EDR Site Report.
Click this hyperlink while viewing on your computer to access 

                                        Not reportedSurface Water Release Indicator:
                                        Not reportedSoil Release Indicator:
                                        Not reportedGroundwater Release Indicator:
                                        Not reportedAir Release Indicator:
                                        19950601Actual Date:
                         REMEDY CONSTRUCTION-REMEDY CONSTRUCTEDCorrective Action:
                                        ENTIRE FACILITYArea Name:
                                        CA4570024345EPA ID:
                                        Not reportedAddress 2:
                                        305 S TIPPECANOE AVEAddress:
                                        USAF NORTON AFBName:

                                        Not reportedSurface Water Release Indicator:
                                        Not reportedSoil Release Indicator:
                                        Not reportedGroundwater Release Indicator:
                                        Not reportedAir Release Indicator:
                                        19931124Actual Date:
                         REMEDY DECISIONCorrective Action:
                                        ENTIRE FACILITYArea Name:
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                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            FederalLegal Status:
                                                            MULTIPLE OPS - USAF & DPDOOwner/Operator Name:
                                                            OperatorOwner/Operator Indicator:

Handler - Owner Operator:

                                                                                NoSub-Part P Indicator:
                                                                                Not reportedManifest Broker:
                                                                                Not reportedRecycler Activity Without Storage:
                                                                                NoExporter of Spent Lead Acid Batteries:
                                                                                NoImporter of Spent Lead Acid Batteries:
                                                                                NoRecognized Trader-Exporter:
                                                                                NoRecognized Trader-Importer:
                                                                                20060905Handler Date of Last Change:
                                                                                Not reportedFinancial Assurance Required:
                                                                                NoSignificant Non-Complier With a Compliance Schedule Universe:
                                                                                NoAddressed Significant Non-Complier Universe:
                                                                                NoUnaddressed Significant Non-Complier Universe:
                                                                                NoSignificant Non-Complier Universe:
                                                                                Not reportedFull Enforcement Universe:
                                                                                Not reportedOperating TSDF Universe:
                                                                                NoGroundwater Controls Indicator:
                                                                                YesHuman Exposure Controls Indicator:
                                                                                NoInstitutional Control Indicator:
                                                                                NoEnvironmental Control Indicator:
                                                                                No NCAPS rankingCorrective Action Priority Ranking:
                                                                                YesTSDFs Only Subject to CA under Discretionary Auth Universe:
                                                                                NoTSDFs Potentially Subject to CA Under 3004 (u)/(v) Universe:
                                                                                NoNon-TSDFs Where RCRA CA has Been Imposed Universe:
                                                                                YesSubject to Corrective Action Universe:
                                                                                YesCorrective Action Workload Universe:
                                                                                No202 GPRA Corrective Action Baseline:
                                                                                Not reportedClosure Workload Universe:
                                                                                Not reportedPost-Closure Workload Universe:
                                                                                Storage, TreatmentPermit Progress Universe:
                                                                                Not reportedPermit Workload Universe:
                                                                                Not reportedPermit Renewals Workload Universe:
                                                                                Not on the Baseline2018 GPRA Renewals Baseline:
                                                                                Not Accomplished2018 GPRA Permit Baseline:
                                                                                Storage, TreatmentTreatment Storage and Disposal Type:
                                                                                NoCommercial TSD Indicator:
                                                                                Not reportedSub-Part K Indicator:
                                                                                NNHazardous Secondary Material Indicator:
                                                                                The land is federally-owned, The site is federally-operatedFederal Facility Indicator:
                                                                                ---Active Site State-Reg Handler:
                                                                                Not reportedActive Site State-Reg Treatment Storage and Disposal Facility:
                                                                                Not reportedActive Site Converter Treatment storage and Disposal Facility:
                                                                                Not reportedActive Site Fed-Reg Treatment Storage and Disposal Facility:
                                                                                NoFederal Universal Waste:
                                                                                NoUniversal Waste Destination Facility:
                                                                                NoUniversal Waste Indicator:
                                                                                NoOff-Site Waste Receipt:
                                                                                NoUnderground Injection Control:
                                                                                NoSmelting Melting and Refining Furnace Exemption:
                                                                                NoSmall Quantity On-Site Burner Exemption:
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                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            YesCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            CAState District Owner:
                                                            Small Quantity GeneratorFederal Waste Generator Description:
          USAF NORTON AFBHandler Name:
                                                            19960901Receive Date:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            NoCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            CAState District Owner:
                                                            Large Quantity GeneratorFederal Waste Generator Description:
          USAF NORTON AFBHandler Name:
                                                            19960901Receive Date:

Historic Generators:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            714-382-3909Owner/Operator Telephone:
                                                            SAN BERNARDINO, CA 92409Owner/Operator City,State,Zip:
                                                            NORTON AFBOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            FederalLegal Status:
                                                            US AIR FORCEOwner/Operator Name:
                                                            OwnerOwner/Operator Indicator:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            714-382-3909Owner/Operator Telephone:
                                                            CITY NOT REPORTED, CA 99999Owner/Operator City,State,Zip:
                                                            US DEPT OF AIR FORCE NORTONOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            FederalLegal Status:
                                                            MULTIPLE OPS - USAF & DPDOOwner/Operator Name:
                                                            OperatorOwner/Operator Indicator:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            714-382-3909Owner/Operator Telephone:
                                                            CITY NOT REPORTED, CA 99999Owner/Operator City,State,Zip:
                                                            US DEPT OF AIR FORCE NORTONOwner/Operator Address:
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                                                            NoLarge Quantity Handler of Universal Waste:
                                                            Not reportedState District Owner:
                                                            Large Quantity GeneratorFederal Waste Generator Description:
          NORTON AIR FORCE BASEHandler Name:
                                                            19960311Receive Date:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            NoCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            Not reportedState District Owner:
                                                            Large Quantity GeneratorFederal Waste Generator Description:
          USAF NORTON AFBHandler Name:
                                                            19940328Receive Date:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            NoCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            Not reportedState District Owner:
                                                            Large Quantity GeneratorFederal Waste Generator Description:
          NORTON AIR FORCE BASEHandler Name:
                                                            19920228Receive Date:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            NoCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            Not reportedState District Owner:
                                                            Large Quantity GeneratorFederal Waste Generator Description:
          NORTON AIR FORCE BASEHandler Name:
                                                            19900417Receive Date:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            NoCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            CAState District Owner:
                                                            Large Quantity GeneratorFederal Waste Generator Description:
          USAF NORTON AFBHandler Name:
                                                            19800818Receive Date:
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                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            19930422Date of Enforcement Action:
                                                            006Enforcement Identifier:
                                                            19930513Scheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19940128Actual Return to Compliance Date:
                                                            19930422Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

Facility Has Received Notices of Violation:

                              NATIONAL SECURITYNAICS Description:
                              92811NAICS Code:

                              PROGRAMS
                              ADMINISTRATION OF AIR AND WATER RESOURCE AND SOLID WASTE MANAGEMENTNAICS Description:
                              92411NAICS Code:

                              PHOTOFINISHINGNAICS Description:
                              81292NAICS Code:

                              GENERAL AUTOMOTIVE REPAIRNAICS Description:
                              811111NAICS Code:

                              FACILITIES SUPPORT SERVICESNAICS Description:
                              56121NAICS Code:

                              AIRPORT OPERATIONSNAICS Description:
                              48811NAICS Code:

                              AIRCRAFT MANUFACTURINGNAICS Description:
                              336411NAICS Code:

                              ELECTROPLATING, PLATING, POLISHING, ANODIZING, AND COLORINGNAICS Description:
                              332813NAICS Code:

                              FLOOR LAYING AND OTHER FLOOR CONTRACTORSNAICS Description:
                              23552NAICS Code:

                              OTHER HEAVY CONSTRUCTIONNAICS Description:
                              2349NAICS Code:

List of NAICS Codes and Descriptions:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            NoCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
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                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            UnverifiableReturn to Compliance Qualifier:
                                                            19880726Actual Return to Compliance Date:
                                                            19870820Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            EPAAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            R9STAEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
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                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
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                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
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                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19870806Actual Return to Compliance Date:
                                                            19870623Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:

USAF NORTON AFB  (Continued) 1000417274

TC6905679.2s   Page 30



MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            R9STAEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            19891211Date of Enforcement Action:
                                                            004Enforcement Identifier:
                                                            19900314Scheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19900314Actual Return to Compliance Date:
                                                            19891030Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
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                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19920619Actual Return to Compliance Date:
                                                            19920515Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
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                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            UnverifiableReturn to Compliance Qualifier:
                                                            19891030Actual Return to Compliance Date:
                                                            19880726Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            EPAAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
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                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19920619Actual Return to Compliance Date:
                                                            19920515Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            UnverifiableReturn to Compliance Qualifier:
                                                            19880726Actual Return to Compliance Date:
                                                            19870820Date Violation was Determined:
                                                            TSD IS-Ground-Water MonitoringViolation Short Description:
                                                            EPAAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
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                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
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                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            19930422Date of Enforcement Action:
                                                            006Enforcement Identifier:
                                                            19930513Scheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19940128Actual Return to Compliance Date:
                                                            19930422Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
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                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            R9STAEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
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                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            20050316Date of Enforcement Action:
                                                            200Enforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            DocumentedReturn to Compliance Qualifier:
                                                            20050727Actual Return to Compliance Date:
                                                            20030422Date Violation was Determined:
                                                            TSD IS-Ground-Water MonitoringViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
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                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:

USAF NORTON AFB  (Continued) 1000417274

TC6905679.2s   Page 39



MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19920619Actual Return to Compliance Date:
                                                            19920515Date Violation was Determined:
                                                            Generators - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19920619Actual Return to Compliance Date:
                                                            19920515Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
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                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            20050317Date of Enforcement Action:
                                                            500Enforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            DocumentedReturn to Compliance Qualifier:
                                                            20050727Actual Return to Compliance Date:
                                                            20030422Date Violation was Determined:
                                                            TSD IS-Ground-Water MonitoringViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
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                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            19870806Date of Enforcement Action:
                                                            002Enforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19870806Actual Return to Compliance Date:
                                                            19870623Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            R9STAEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            19910412Date of Enforcement Action:
                                                            005Enforcement Identifier:
                                                            19910712Scheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19910516Actual Return to Compliance Date:
                                                            19910227Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
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                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            R9STAEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
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                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            19930422Date of Enforcement Action:
                                                            006Enforcement Identifier:
                                                            19930513Scheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19940128Actual Return to Compliance Date:
                                                            19930422Date Violation was Determined:
                                                            Generators - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            UnverifiableReturn to Compliance Qualifier:
                                                            19880726Actual Return to Compliance Date:
                                                            19870820Date Violation was Determined:
                                                            TSD - Closure/Post-ClosureViolation Short Description:
                                                            EPAAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
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                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            R9STAEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            19930422Date of Enforcement Action:
                                                            006Enforcement Identifier:
                                                            19930513Scheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19940128Actual Return to Compliance Date:
                                                            19930422Date Violation was Determined:
                                                            Generators - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            R9STAEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
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                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            FINANCIAL RECORD REVIEWEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19870730Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20080619Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19880726Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9EPAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            EPAEvaluation Responsible Agency:
                                                            19870820Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            19930513Scheduled Compliance Date:
                                                            19940128Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19930308Evaluation Date:

Evaluation Action Summary:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
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                                                            KMORIEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19920330Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            19900314Scheduled Compliance Date:
                                                            19900314Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19891030Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19870806Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            NON-FINANCIAL RECORD REVIEWEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19870623Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20160419Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19870623Evaluation Date:
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                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19920619Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            KMORIEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19920330Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19880726Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9EPAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            EPAEvaluation Responsible Agency:
                                                            19870820Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19891030Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9EPAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            EPAEvaluation Responsible Agency:
                                                            19880726Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20170413Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19920619Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
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                                                            StateEvaluation Responsible Agency:
                                                            19940126Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9EPAEvaluation Responsible Person Identifier:
                                                            FINANCIAL RECORD REVIEWEvaluation Type Description:
                                                            NoFound Violation:
                                                            EPAEvaluation Responsible Agency:
                                                            19870730Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            19930513Scheduled Compliance Date:
                                                            19940128Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19930308Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20050622Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20070411Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
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                                                            19920619Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            KMORIEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19920330Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19920619Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            KMORIEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19920330Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20150429Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            20050727Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            GROUNDWATER MONITORING EVALUATIONEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20030422Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
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                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20060425Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19870806Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            NON-FINANCIAL RECORD REVIEWEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19870623Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            19910712Scheduled Compliance Date:
                                                            19910516Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19910227Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            20050727Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            GROUNDWATER MONITORING EVALUATIONEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20030422Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:

USAF NORTON AFB  (Continued) 1000417274

TC6905679.2s   Page 51



MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            19930513Scheduled Compliance Date:
                                                            19940128Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19930308Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            19930513Scheduled Compliance Date:
                                                            19940128Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19930308Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19880726Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9EPAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            EPAEvaluation Responsible Agency:
                                                            19870820Evaluation Date:
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                                                                                Not reportedClosure Workload Universe:
                                                                                Not reportedPost-Closure Workload Universe:
                                                                                Storage, TreatmentPermit Progress Universe:
                                                                                Not reportedPermit Workload Universe:
                                                                                Not reportedPermit Renewals Workload Universe:
                                                                                Not on the Baseline2018 GPRA Renewals Baseline:
                                                                                Not Accomplished2018 GPRA Permit Baseline:
                                                                                Storage, TreatmentTreatment Storage and Disposal Type:
                                                                                NoCommercial TSD Indicator:
                                                                                Not reportedSub-Part K Indicator:
                                                                                NNHazardous Secondary Material Indicator:
                                                                                The land is federally-owned, The site is federally-operatedFederal Facility Indicator:
                                                                                ---Active Site State-Reg Handler:
                                                                                Not reportedActive Site State-Reg Treatment Storage and Disposal Facility:
                                                                                Not reportedActive Site Converter Treatment storage and Disposal Facility:
                                                                                Not reportedActive Site Fed-Reg Treatment Storage and Disposal Facility:
                                                                                NoFederal Universal Waste:
                                                                                NoUniversal Waste Destination Facility:
                                                                                NoUniversal Waste Indicator:
                                                                                NoOff-Site Waste Receipt:
                                                                                NoUnderground Injection Control:
                                                                                NoSmelting Melting and Refining Furnace Exemption:
                                                                                NoSmall Quantity On-Site Burner Exemption:
                                                                                NoRecycler Activity with Storage:
                                                                                NoTransfer Facility Activity:
                                                                                YesTransporter Activity:
                                                                                NoMixed Waste Generator:
                                                                                NoImporter Activity:
                                                                                NoShort-Term Generator Activity:
                                                                                FederalOperator Type:
                                                                                MULTIPLE OPS - USAF & DPDOOperator Name:
                                                                                Not reportedOwner Type:
                                                                                Not reportedOwner Name:
                                                                                NORTON AFB, CA 92409Mailing City,State,Zip:
                                                                                63RD CIV ENG SQU/DEEVMailing Address:
                                                                                4State District:
                                                                                CAState District Owner:
                                                                                Handler Activities, Corrective Action ActivitiesActive Site Indicator:
                                                                                Not reportedAccessibility:
                                                                                Not reportedBiennial Report Cycle:
                                                                                Not reportedNon-Notifier:
                                                                                Small Quantity GeneratorFederal Waste Generator Description:
                                                                                FederalLand Type:
                                                                                09EPA Region:
                                                                                Not reportedContact Title:
                                                                                Not reportedContact Email:
                                                                                Not reportedContact Fax:
                                                                                Not reportedContact Telephone:
                                                                                Not reportedContact City,State,Zip:
                                                                                Not reportedContact Address:
                                                                                Not reportedContact Name:
                                                                                CA4570024345EPA ID:
                                                                                SAN BERNARDINO, CA 92408Handler City,State,Zip:
                                                                                305 S TIPPECANOE AVEHandler Address:
                              USAF NORTON AFBHandler Name:
                                                                                19960901Date Form Received by Agency:

RCRA-SQG:
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                                                            Not reportedDate Became Current:
                                                            FederalLegal Status:
                                                            US AIR FORCEOwner/Operator Name:
                                                            OwnerOwner/Operator Indicator:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            714-382-3909Owner/Operator Telephone:
                                                            CITY NOT REPORTED, CA 99999Owner/Operator City,State,Zip:
                                                            US DEPT OF AIR FORCE NORTONOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            FederalLegal Status:
                                                            MULTIPLE OPS - USAF & DPDOOwner/Operator Name:
                                                            OperatorOwner/Operator Indicator:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            714-382-3909Owner/Operator Telephone:
                                                            CITY NOT REPORTED, CA 99999Owner/Operator City,State,Zip:
                                                            US DEPT OF AIR FORCE NORTONOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            FederalLegal Status:
                                                            MULTIPLE OPS - USAF & DPDOOwner/Operator Name:
                                                            OperatorOwner/Operator Indicator:

Handler - Owner Operator:

                                                                                NoSub-Part P Indicator:
                                                                                Not reportedManifest Broker:
                                                                                Not reportedRecycler Activity Without Storage:
                                                                                NoExporter of Spent Lead Acid Batteries:
                                                                                NoImporter of Spent Lead Acid Batteries:
                                                                                NoRecognized Trader-Exporter:
                                                                                NoRecognized Trader-Importer:
                                                                                20060905Handler Date of Last Change:
                                                                                Not reportedFinancial Assurance Required:
                                                                                NoSignificant Non-Complier With a Compliance Schedule Universe:
                                                                                NoAddressed Significant Non-Complier Universe:
                                                                                NoUnaddressed Significant Non-Complier Universe:
                                                                                NoSignificant Non-Complier Universe:
                                                                                Not reportedFull Enforcement Universe:
                                                                                Not reportedOperating TSDF Universe:
                                                                                NoGroundwater Controls Indicator:
                                                                                YesHuman Exposure Controls Indicator:
                                                                                NoInstitutional Control Indicator:
                                                                                NoEnvironmental Control Indicator:
                                                                                No NCAPS rankingCorrective Action Priority Ranking:
                                                                                YesTSDFs Only Subject to CA under Discretionary Auth Universe:
                                                                                NoTSDFs Potentially Subject to CA Under 3004 (u)/(v) Universe:
                                                                                NoNon-TSDFs Where RCRA CA has Been Imposed Universe:
                                                                                YesSubject to Corrective Action Universe:
                                                                                YesCorrective Action Workload Universe:
                                                                                No202 GPRA Corrective Action Baseline:
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                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            Not reportedState District Owner:
                                                            Large Quantity GeneratorFederal Waste Generator Description:
          NORTON AIR FORCE BASEHandler Name:
                                                            19900417Receive Date:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            NoCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            CAState District Owner:
                                                            Large Quantity GeneratorFederal Waste Generator Description:
          USAF NORTON AFBHandler Name:
                                                            19800818Receive Date:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            YesCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            CAState District Owner:
                                                            Small Quantity GeneratorFederal Waste Generator Description:
          USAF NORTON AFBHandler Name:
                                                            19960901Receive Date:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            NoCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            CAState District Owner:
                                                            Large Quantity GeneratorFederal Waste Generator Description:
          USAF NORTON AFBHandler Name:
                                                            19960901Receive Date:

Historic Generators:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            714-382-3909Owner/Operator Telephone:
                                                            SAN BERNARDINO, CA 92409Owner/Operator City,State,Zip:
                                                            NORTON AFBOwner/Operator Address:
                                                            Not reportedDate Ended Current:
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                              48811NAICS Code:

                              AIRCRAFT MANUFACTURINGNAICS Description:
                              336411NAICS Code:

                              ELECTROPLATING, PLATING, POLISHING, ANODIZING, AND COLORINGNAICS Description:
                              332813NAICS Code:

                              FLOOR LAYING AND OTHER FLOOR CONTRACTORSNAICS Description:
                              23552NAICS Code:

                              OTHER HEAVY CONSTRUCTIONNAICS Description:
                              2349NAICS Code:

List of NAICS Codes and Descriptions:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            NoCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            Not reportedState District Owner:
                                                            Large Quantity GeneratorFederal Waste Generator Description:
          NORTON AIR FORCE BASEHandler Name:
                                                            19960311Receive Date:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            NoCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            Not reportedState District Owner:
                                                            Large Quantity GeneratorFederal Waste Generator Description:
          USAF NORTON AFBHandler Name:
                                                            19940328Receive Date:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            NoCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            Not reportedState District Owner:
                                                            Large Quantity GeneratorFederal Waste Generator Description:
          NORTON AIR FORCE BASEHandler Name:
                                                            19920228Receive Date:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            NoCurrent Record:
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                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            R9STAEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            19930422Date of Enforcement Action:
                                                            006Enforcement Identifier:
                                                            19930513Scheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19940128Actual Return to Compliance Date:
                                                            19930422Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

Facility Has Received Notices of Violation:

                              NATIONAL SECURITYNAICS Description:
                              92811NAICS Code:

                              PROGRAMS
                              ADMINISTRATION OF AIR AND WATER RESOURCE AND SOLID WASTE MANAGEMENTNAICS Description:
                              92411NAICS Code:

                              PHOTOFINISHINGNAICS Description:
                              81292NAICS Code:

                              GENERAL AUTOMOTIVE REPAIRNAICS Description:
                              811111NAICS Code:

                              FACILITIES SUPPORT SERVICESNAICS Description:
                              56121NAICS Code:

                              AIRPORT OPERATIONSNAICS Description:
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                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            UnverifiableReturn to Compliance Qualifier:
                                                            19880726Actual Return to Compliance Date:
                                                            19870820Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            EPAAgency Which Determined Violation:
                                                            YesFound Violation:
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                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
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                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:
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                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19870806Actual Return to Compliance Date:
                                                            19870623Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
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                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19920619Actual Return to Compliance Date:
                                                            19920515Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            R9STAEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            19891211Date of Enforcement Action:
                                                            004Enforcement Identifier:
                                                            19900314Scheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19900314Actual Return to Compliance Date:
                                                            19891030Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:
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                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
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                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            UnverifiableReturn to Compliance Qualifier:
                                                            19880726Actual Return to Compliance Date:
                                                            19870820Date Violation was Determined:
                                                            TSD IS-Ground-Water MonitoringViolation Short Description:
                                                            EPAAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            UnverifiableReturn to Compliance Qualifier:
                                                            19891030Actual Return to Compliance Date:
                                                            19880726Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            EPAAgency Which Determined Violation:
                                                            YesFound Violation:
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                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19920619Actual Return to Compliance Date:
                                                            19920515Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
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                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:
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                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            R9STAEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            19930422Date of Enforcement Action:
                                                            006Enforcement Identifier:
                                                            19930513Scheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19940128Actual Return to Compliance Date:
                                                            19930422Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
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                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:
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                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            20050316Date of Enforcement Action:
                                                            200Enforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            DocumentedReturn to Compliance Qualifier:
                                                            20050727Actual Return to Compliance Date:
                                                            20030422Date Violation was Determined:
                                                            TSD IS-Ground-Water MonitoringViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
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                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19920619Actual Return to Compliance Date:
                                                            19920515Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:
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                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19920619Actual Return to Compliance Date:
                                                            19920515Date Violation was Determined:
                                                            Generators - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
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                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            19910412Date of Enforcement Action:
                                                            005Enforcement Identifier:
                                                            19910712Scheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19910516Actual Return to Compliance Date:
                                                            19910227Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            20050317Date of Enforcement Action:
                                                            500Enforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            DocumentedReturn to Compliance Qualifier:
                                                            20050727Actual Return to Compliance Date:
                                                            20030422Date Violation was Determined:
                                                            TSD IS-Ground-Water MonitoringViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:
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                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            R9STAEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            19870806Date of Enforcement Action:
                                                            002Enforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19870806Actual Return to Compliance Date:
                                                            19870623Date Violation was Determined:
                                                            TSD - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            R9STAEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
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                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            UnverifiableReturn to Compliance Qualifier:
                                                            19880726Actual Return to Compliance Date:
                                                            19870820Date Violation was Determined:
                                                            TSD - Closure/Post-ClosureViolation Short Description:
                                                            EPAAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            Not reportedCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            Not reportedEnforcement Responsible Agency:
                                                            Not reportedDate of Enforcement Action:
                                                            Not reportedEnforcement Identifier:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedViolation Responsible Agency:
                                                            Not reportedReturn to Compliance Qualifier:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedDate Violation was Determined:
                                                            Not reportedViolation Short Description:
                                                            Not reportedAgency Which Determined Violation:
                                                            NoFound Violation:
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                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            R9STAEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            19930422Date of Enforcement Action:
                                                            006Enforcement Identifier:
                                                            19930513Scheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19940128Actual Return to Compliance Date:
                                                            19930422Date Violation was Determined:
                                                            Generators - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            Not reportedEnforcement Responsible Person:
                              Not reportedEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
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                                                            R9EPAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            EPAEvaluation Responsible Agency:
                                                            19870820Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            19930513Scheduled Compliance Date:
                                                            19940128Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19930308Evaluation Date:

Evaluation Action Summary:

                                                            Not reportedFinal Amount:
                                                            Not reportedFinal Count:
                                                            Not reportedPaid Amount:
                                                            Not reportedFinal Monetary Amount:
                                                            Not reportedProposed Amount:
                                                            Not reportedSEP Type Description:
                                                            Not reportedSEP Type:
                                                            Not reportedSEP Defaulted Date:
                                                            Not reportedSEP Actual Date:
                                                            Not reportedSEP Scheduled Completion Date:
                                                            Not reportedSEP Expenditure Amount:
                                   Not reportedSEP Sequence Number:
                                                            Not reportedEnforcement Responsible Sub-Organization:
                                                            R9STAEnforcement Responsible Person:
                              WRITTEN INFORMALEnforcement Type:
                                                            Not reportedConsent/Final Order Lead Agency:
                                                            Not reportedConsent/Final Order Respondent Name:
                                   Not reportedConsent/Final Order Sequence Number:
                                                            Not reportedDisposition Status Description:
                                                            Not reportedDisposition Status:
                                                            Not reportedDisposition Status Date:
                                                            Not reportedAppeal Resolution Date:
                                                            Not reportedAppeal Initiated Date:
                                                            NoCorrective Action Component:
                                                            Not reportedEnforcement Attorney:
                                                            Not reportedEnforcement Docket Number:
                                                            StateEnforcement Responsible Agency:
                                                            19930422Date of Enforcement Action:
                                                            006Enforcement Identifier:
                                                            19930513Scheduled Compliance Date:
                                                            StateViolation Responsible Agency:
                                                            ObservedReturn to Compliance Qualifier:
                                                            19940128Actual Return to Compliance Date:
                                                            19930422Date Violation was Determined:
                                                            Generators - GeneralViolation Short Description:
                                                            StateAgency Which Determined Violation:
                                                            YesFound Violation:
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                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20160419Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19870623Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            FINANCIAL RECORD REVIEWEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19870730Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20080619Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19880726Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
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                                                            EPAEvaluation Responsible Agency:
                                                            19880726Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20170413Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19920619Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            KMORIEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19920330Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            19900314Scheduled Compliance Date:
                                                            19900314Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19891030Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19870806Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            NON-FINANCIAL RECORD REVIEWEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19870623Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
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                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20050622Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20070411Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19920619Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            KMORIEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19920330Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19880726Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9EPAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            EPAEvaluation Responsible Agency:
                                                            19870820Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19891030Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9EPAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
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                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            20050727Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            GROUNDWATER MONITORING EVALUATIONEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20030422Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19940126Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9EPAEvaluation Responsible Person Identifier:
                                                            FINANCIAL RECORD REVIEWEvaluation Type Description:
                                                            NoFound Violation:
                                                            EPAEvaluation Responsible Agency:
                                                            19870730Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            19930513Scheduled Compliance Date:
                                                            19940128Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19930308Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:

USAF NORTON AFB  (Continued) 1000417274

TC6905679.2s   Page 80



MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19910227Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            20050727Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            GROUNDWATER MONITORING EVALUATIONEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20030422Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19920619Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            KMORIEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19920330Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19920619Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            KMORIEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19920330Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20150429Evaluation Date:
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                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            19930513Scheduled Compliance Date:
                                                            19940128Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19930308Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19880726Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9EPAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            EPAEvaluation Responsible Agency:
                                                            19870820Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            Not reportedActual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            Not reportedEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            NoFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            20060425Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            Not reportedScheduled Compliance Date:
                                                            19870806Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            NON-FINANCIAL RECORD REVIEWEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19870623Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            19910712Scheduled Compliance Date:
                                                            19910516Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
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                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
                                                            Not reportedDate Response Received:
                                                            Not reportedDate of Request:
                                                            19930513Scheduled Compliance Date:
                                                            19940128Actual Return to Compliance Date:
                                                            Not reportedEvaluation Responsible Sub-Organization:
                                                            R9STAEvaluation Responsible Person Identifier:
                                                            COMPLIANCE EVALUATION INSPECTION ON-SITEEvaluation Type Description:
                                                            YesFound Violation:
                                                            StateEvaluation Responsible Agency:
                                                            19930308Evaluation Date:

                                                            Not reportedFormer Citation:
                                                            Not reportedRequest Agency:
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                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        DebrisContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        AirContaminated Media:
                                        CA4570024345EPA ID:

Media:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        2005Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        SoilContaminated Media:
                                        02Operable Unit:
                                        2Action ID:
                                        Record of DecisionAction Name:
                                        CA4570024345EPA ID:
                                        09/29/2005Action Taken Date:
                                        Not reportedEvent Code:
                                        SAN BERNARDINO, CA 92408City,State,Zip:
                                        Not reportedAddress 2:
                                        I-10/US 395 FORMER NORTON AFBAddress:
                              NORTON AIR FORCE BASE (LNDFLL #2)Name:

SIte:
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                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        GroundwaterContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        GroundwaterContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        SoilContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        GroundwaterContaminated Media:
                                        CA4570024345EPA ID:
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                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        SoilContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        SoilContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        GroundwaterContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
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                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        GroundwaterContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        GroundwaterContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        SoilContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:

USAF NORTON AFB  (Continued) 1000417274

TC6905679.2s   Page 87



MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        GroundwaterContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        SoilContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        SoilContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        SoilContaminated Media:
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                                        Currently on the Final NPLNPL Status:
                                        2005Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        09/29/2005Action Taken Date:
                                        Record of DecisionAction Name:
                                        02Operable Unit:
                                        2Action ID:
                                        SoilContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        2005Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        09/29/2005Action Taken Date:
                                        Record of DecisionAction Name:
                                        02Operable Unit:
                                        2Action ID:
                                        SoilContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        11/24/1993Action Taken Date:
                                        Record of DecisionAction Name:
                                        01Operable Unit:
                                        1Action ID:
                                        GroundwaterContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
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                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1997Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        06/25/1997Action Taken Date:
                                        Record of DecisionAction Name:
                                        02Operable Unit:
                                        3Action ID:
                                        SoilContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1997Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        06/25/1997Action Taken Date:
                                        Record of DecisionAction Name:
                                        02Operable Unit:
                                        3Action ID:
                                        GroundwaterContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        2005Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        09/29/2005Action Taken Date:
                                        Record of DecisionAction Name:
                                        02Operable Unit:
                                        2Action ID:
                                        SoilContaminated Media:
                                        CA4570024345EPA ID:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
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                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        SoilContaminated Media:
                                        11/24/1993Actual Date:
                                        01Operable Unit:
                                        1Action ID:
                                        Record of DecisionAction Name:
                                        CA4570024345EPA ID:
                                        SAN BERNARDINO, CA 92408City,State,Zip:
                                        Not reportedAddress 2:
                                        I-10/US 395 FORMER NORTON AFBAddress:
                              NORTON AIR FORCE BASE (LNDFLL #2)Name:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        GroundwaterContaminated Media:
                                        11/24/1993Actual Date:
                                        01Operable Unit:
                                        1Action ID:
                                        Record of DecisionAction Name:
                                        CA4570024345EPA ID:
                                        SAN BERNARDINO, CA 92408City,State,Zip:
                                        Not reportedAddress 2:
                                        I-10/US 395 FORMER NORTON AFBAddress:
                              NORTON AIR FORCE BASE (LNDFLL #2)Name:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1997Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        SoilContaminated Media:
                                        06/25/1997Actual Date:
                                        02Operable Unit:
                                        3Action ID:
                                        Record of DecisionAction Name:
                                        CA4570024345EPA ID:
                                        SAN BERNARDINO, CA 92408City,State,Zip:
                                        Not reportedAddress 2:
                                        I-10/US 395 FORMER NORTON AFBAddress:
                              NORTON AIR FORCE BASE (LNDFLL #2)Name:

US INST CONTROLS:
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                         I-10/US 395 FORMER NORTON AFBAddress:
                         NORTON AIR FORCE BASE (LNDFLL #2)Name:

                         Not reportedNon NPL Status:
                         FinalNPL Status:
                         2005-09-29 00:00:00Action Completion:
                         2SEQ ID:
                         BASEWIDEOperable Unit Number:
                         FF ROD (RCRA Statement of Basis/RTC)Action:
                         902760Site ID:
                         9RG:
                         CA4570024345EPA ID:
                         SAN BERNARDINO, CA 92408City,State,Zip:
                         I-10/US 395 FORMER NORTON AFBAddress:
                         NORTON AIR FORCE BASE (LNDFLL #2)Name:

                         Not reportedNon NPL Status:
                         FinalNPL Status:
                         1993-11-24 00:00:00Action Completion:
                         1SEQ ID:
                         CENTRAL BASE AREAOperable Unit Number:
                         FF ROD (RCRA Statement of Basis/RTC)Action:
                         902760Site ID:
                         9RG:
                         CA4570024345EPA ID:
                         SAN BERNARDINO, CA 92408City,State,Zip:
                         I-10/US 395 FORMER NORTON AFBAddress:
                         NORTON AIR FORCE BASE (LNDFLL #2)Name:

ROD:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        2005Fiscal Year:
                                        YFederal Facility:
                                        Not reportedEvent:
                                        Not reportedContact Telephone:
                                        Not reportedContact Name:
                                        Not reportedEvent Code:
                                        SoilContaminated Media:
                                        09/29/2005Actual Date:
                                        02Operable Unit:
                                        2Action ID:
                                        Record of DecisionAction Name:
                                        CA4570024345EPA ID:
                                        SAN BERNARDINO, CA 92408City,State,Zip:
                                        Not reportedAddress 2:
                                        I-10/US 395 FORMER NORTON AFBAddress:
                              NORTON AIR FORCE BASE (LNDFLL #2)Name:

                                        -117.237200Longitude:
                                        34.098061Latitude:
                                        NSuperfund Alternative Agreement:
                                        Currently on the Final NPLNPL Status:
                                        1994Fiscal Year:
                                        YFederal Facility:
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                                        Not reportedContact Email:
                                        Not reportedContact Text:
                                        714-382-2444Contact Telephone:
                                        Not reportedContact Title:
                                        EDMUND M DIENZOContact Name:
                                        06/22/1990Certification Date:
                                        US DODOwner Name:
                                        USMailing Country:
                                        92409Mailing Zip:
                                        CAMailing State:
                                        NORTON AFBMailing City:
                                        Not reportedMailing Address 2:
                                        63 CES DEVMailing Address:
                                        NResearch Facility:
                                        NSmelter:
                                        NTransporter:
                                        NDisposer:
                                        NStorer:
                                        YGenerator:
                                        9Region:
                                        CA4570024345EPAID:
                                        1000417274EDR ID:
                                        NORTON AFB, CA 92409City,State,Zip:
                                        Not reportedAddress 2:
                                        63 CES DEVAddress:
                                        USAF NORTON AFBName:

PADS:

                         Not reportedNon NPL Status:
                         FinalNPL Status:
                         1997-06-25 00:00:00Action Completion:
                         3SEQ ID:
                         BASEWIDEOperable Unit Number:
                         GOVT Decision Document (ROD)Action:
                         902760Site ID:
                         9RG:
                         CA4570024345EPA ID:
                         SAN BERNARDINO, CA 92408City,State,Zip:

USAF NORTON AFB  (Continued) 1000417274

02/28/2022Expiration Date:
ACTIVEFacility Status:
HAZARDOUS MATERIALS 1-3 CHEMICALS SPECIALPermit Category:
PT0014784Permit Number:
EAST VALLEY WATER DISTOwner:
FA0008114Facility ID:
SAN BERNARDINORegion:
SAN BERNARDINO, CA 92410City,State,Zip:
E 6TH STAddress:
WATER TREATMENT PLANT #11Name:

San Bern. Co. Permit:

141 ft.
0.027 mi.

Relative:
Higher

Actual:
1086 ft.

 

< 1/8 SAN BERNARDINO, CA  92410
ENE CERSE 6TH ST    N/A
1 San Bern. Co. PermitWATER TREATMENT PLANT #11 S106446757
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                              92410Site Zip:
                              SAN BERNARDINOSite City:
                              E 6TH STSite Address:
                              WATER TREATMENT PLANT #11Site Name:
                              170512Site ID:

Enforcement Action:

                              CERS,Eval Source:
                              HMRRPEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              Not reportedEval Notes:
                              Routine done by local agencyEval Type:
                              NoViolations Found:
                              03-09-2021Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              CERS,Eval Source:
                              HMRRPEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              ROUTINE HANDLER INSPECTION-EVW PLANT 11Eval Notes:
                              Routine done by local agencyEval Type:
                              NoViolations Found:
                              06-26-2018Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              CERS,Eval Source:
                              HMRRPEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              INSPECTIONEval Notes:
                              Routine done by local agencyEval Type:
                              YesViolations Found:
                              01-05-2016Eval Date:
                              Compliance Evaluation InspectionEval General Type:

Evaluation:

                              CERS,Violation Source:
                              HMRRPViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              CERS has not been updated since 12/18/2014.
                              Returned to compliance on 01/19/2016. Inventory and Plans section ofViolation Notes:
                              business plan is complete, accurate, and up-to-date.
                              Failure to annually review and electronically certify that theViolation Description:
                              Section(s) 25508.2
                              HSC 6.95 25508.2 - California Health and Safety Code, Chapter 6.95,Citation:
                              01-05-2016Violation Date:
                              WATER TREATMENT PLANT #11Site Name:
                              170512Site ID:

Violations:

                              Chemical Storage FacilitiesCERS Description:
                              10048039CERS ID:
                              170512Site ID:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              E 6TH STAddress:
                              WATER TREATMENT PLANT #11Name:

CERS:
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                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              HighlandAffiliation City:
                              31111 Greenspot RoadAffiliation Address:
                              Not reportedEntity Title:
                              Patrick MilroyEntity Name:
                              Environmental ContactAffiliation Type Desc:

                              (909) 386-8401,Affiliation Phone:
                              92415-0153Affiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              San BernardinoAffiliation City:
                              620 South E StreetAffiliation Address:
                              Not reportedEntity Title:
                              San Bernardino County FireEntity Name:
                              CUPA DistrictAffiliation Type Desc:

                              (909) 888-8986,Affiliation Phone:
                              92346Affiliation Zip:
                              United StatesAffiliation Country:
                              CAAffiliation State:
                              HighlandAffiliation City:
                              31111 Greenspot RoadAffiliation Address:
                              Not reportedEntity Title:
                              EAST VALLEY WATER DISTRICTEntity Name:
                              Property OwnerAffiliation Type Desc:

                              ,Affiliation Phone:
                              92346Affiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              HighlandAffiliation City:
                              31111 Greenspot RoadAffiliation Address:
                              Not reportedEntity Title:
                              Mailing AddressEntity Name:
                              Facility Mailing AddressAffiliation Type Desc:

Affiliation:

                              -117.251793Longitude:
                              34.110191Latitude:
                              Unknown,Ref Point Type Desc:
                              Not reportedCoord Name:
                              10048039Program ID:
                              HMBPEnv Int Type Code:
                              WATER TREATMENT PLANT #11Facility Name:
                              170512Site ID:

Coordinates:

                              CERS,Enf Action Source:
                              HMRRPEnf Action Program:
                              San Bernardino County Fire DepartmentEnf Action Division:
                              Not reportedEnf Action Notes:
                              Notice of Violation Issued by the Inspector at the Time of InspectionEnf Action Description:
                              Notice of Violation (Unified Program)Enf Action Type:
                              01-05-2016Enf Action Date:
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                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Not reportedEntity Title:
                              East Valley Water DistrictEntity Name:
                              Parent CorporationAffiliation Type Desc:

                              (909) 888-8986,Affiliation Phone:
                              92346Affiliation Zip:
                              United StatesAffiliation Country:
                              CAAffiliation State:
                              HighlandAffiliation City:
                              31111 Greenspot RoadAffiliation Address:
                              Not reportedEntity Title:
                              EAST VALLEY WATER DISTEntity Name:
                              Legal OwnerAffiliation Type Desc:

                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Administrative AssistantEntity Title:
                              Brenda Van MeterEntity Name:
                              Identification SignerAffiliation Type Desc:

                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Not reportedEntity Title:
                              Brenda Van MeterEntity Name:
                              Document PreparerAffiliation Type Desc:

                              (909) 888-8986,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Not reportedEntity Title:
                              EAST VALLEY WATER DISTRICTEntity Name:
                              OperatorAffiliation Type Desc:

                              ,Affiliation Phone:
                              92346Affiliation Zip:
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                              NoneLeak Detection:
                              Not reportedContainer Construction Thickness:
                              REGULARType of Fuel:
                              PRODUCTTank Used for:
                              00000550Tank Capacity:
                              Not reportedYear Installed:
                              1Container Num:
                              001Tank Num:

                              0001Total Tanks:
                              SAN BERNARDINO, CA 92410Owner City,St,Zip:
                              25091 E. 5TH ST.Owner Address:
                              GODDARD’S SERVICEOwner Name:
                              7148259880Telephone:
                              Not reportedContact Name:
                              Not reportedOther Type:
                              OtherFacility Type:
                              00000050274Facility ID:
                              STATERegion:
                              Not reportedURL:
                              Not reportedFile Number:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              25091 5TH STAddress:
                              GODDARD’S SERVICEName:

HIST UST:

485 ft. Site 1 of 6 in cluster A
0.092 mi.

Relative:
Lower

Actual:
1078 ft.

 

< 1/8 SAN BERNARDINO, CA  92410
SW 25091 5TH ST    N/A
A2 HIST USTGODDARD’S SERVICE U001576175

                              DR. ZEKAI NAZIKOGLUOwner Name:
                              7148885911Telephone:
                              DR. ZEKAI NAZIKOGLUContact Name:
                              SEWAGE DISPOSALOther Type:
                              OtherFacility Type:
                              00000011686Facility ID:
                              STATERegion:
                              Not reportedURL:
                              Not reportedFile Number:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              25091 5TH STAddress:
                              GODDARD’S CESSPOOL SERVICEName:

HIST UST:

                              Hazardous Waste GeneratorCERS Description:
                              10474051CERS ID:
                              5232Site ID:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              25091 5TH STAddress:
                              AMERICAN SEPTIC SERVICES INC., DBA GODDARDS/NAZCO SERVICESName:

CERS HAZ WASTE:

485 ft. Site 2 of 6 in cluster A
0.092 mi. CERS

Relative:
Lower

Actual:
1078 ft.

 

< 1/8 San Bern. Co. PermitSAN BERNARDINO, CA  92410
SW HIST UST25091 5TH ST    N/A
A3 CERS HAZ WASTEGODDARD’S CESSPOOL SERVICE U001576174
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                              CERS,Violation Source:
                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              used oil filters with missing accumulation start date.
                              Returned to compliance on 11/15/2016. Observed container of drainedViolation Notes:
                              with the requirements.
                              Failure to properly manage used oil and/or fuel filters in accordanceViolation Description:
                              Section(s) 25250.22
                              HSC 6.5 25250.22 - California Health and Safety Code, Chapter 6.5,Citation:
                              11-15-2016Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

Violations:

                              Chemical Storage FacilitiesCERS Description:
                              10474051CERS ID:
                              5232Site ID:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              25091 5TH STAddress:
                              AMERICAN SEPTIC SERVICES INC., DBA GODDARDS/NAZCO SERVICESName:

CERS:

11/30/2022Expiration Date:
ACTIVEFacility Status:
HAZARDOUS MATERIALS 1-3 CHEMICALSPermit Category:
PT0002580Permit Number:
American Septic Services, Inc.Owner:
FA0003487Facility ID:
SAN BERNARDINORegion:
SAN BERNARDINO, CA 92410City,State,Zip:
25091 5TH STAddress:
AMERICAN SEPTIC SERVICES INC., DBA GODDARDS/NAZCO SERVICESName:

11/30/2022Expiration Date:
ACTIVEFacility Status:
SMALL QUANTITY GENERATORPermit Category:
PT0002579Permit Number:
American Septic Services, Inc.Owner:
FA0003487Facility ID:
SAN BERNARDINORegion:
SAN BERNARDINO, CA 92410City,State,Zip:
25091 5TH STAddress:
AMERICAN SEPTIC SERVICES INC., DBA GODDARDS/NAZCO SERVICESName:

San Bern. Co. Permit:

                              NoneLeak Detection:
                              Not reportedContainer Construction Thickness:
                              REGULARType of Fuel:
                              PRODUCTTank Used for:
                              00000550Tank Capacity:
                              Not reportedYear Installed:
                              1Container Num:
                              001Tank Num:

                              0001Total Tanks:
                              MENTONE, CA 92359Owner City,St,Zip:
                              1338 MALACHITE AVE.Owner Address:

GODDARD’S CESSPOOL SERVICE  (Continued) U001576174
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                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              records not available for review.
                              disposal receipts for at least 3 years (CHSC 25160.2(b)(3)) Disposal
                              Returned to compliance on 11/15/2016. Failure to maintain used oilViolation Notes:
                              General
                              Hazardous Waste Generator Program - Administration/Documentation -Violation Description:
                              Section(s) Multiple
                              HSC 6.5 Multiple - California Health and Safety Code, Chapter 6.5,Citation:
                              11-15-2016Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Violation Source:
                              HMRRPViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              Returned to compliance on 08/28/2017.Violation Notes:
                              thresholds quantities of 55 gallons/500 lbs/200 cubic feet.
                              Business Plan when storing hazardous materials at or above the
                              Owner/Operator failed to complete and/or submit a Hazardous MaterialsViolation Description:
                              Section(s) 25505(a)
                              HSC 6.95 25505(a) - California Health and Safety Code, Chapter 6.95,Citation:
                              12-05-2013Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Violation Source:
                              HMRRPViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              CERS.
                              Returned to compliance on 08/28/2017. Business plan not submitted toViolation Notes:
                              quantities.
                              storing/handling a hazardous material at or above reportable
                              Failure to complete and electronically submit a business plan whenViolation Description:
                              6.95, Section(s) 25508(a)(1)
                              HSC 6.95 25508(a)(1) - California Health and Safety Code, ChapterCitation:
                              11-15-2016Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Violation Source:
                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              the time of the inspection.
                              incomplete hazardous waste labeling. Violation corrected on site at
                              aboveground storage tank (AST) containing used lubricating oil to have
                              Returned to compliance on 12/03/2019. Observed (1) ~500 gallonViolation Notes:
                              date.
                              characteristics of the Hazardous Waste, and starting accumulation
                              name and address of the generator, physical and chemical
                              portable tanks with the following requirements: "Hazardous Waste",
                              Failure to properly label hazardous waste accumulation containers andViolation Description:
                              Chapter 12, Section(s) 66262.34(f)
                              22 CCR 12 66262.34(f) - California Code of Regulations, Title 22,Citation:
                              12-03-2019Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:
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                              Section(s) Multiple
                              HSC 6.67 Multiple - California Health and Safety Code, Chapter 6.67,Citation:
                              12-05-2013Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Violation Source:
                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              containers (CCR 66262.34(f)(3))
                              Returned to compliance on 12/05/2013. Failure to label hazardous wasteViolation Notes:
                              Haz Waste Generator Program - Operations/Maintenance - GeneralViolation Description:
                              Section(s) Multiple
                              HSC 6.67 Multiple - California Health and Safety Code, Chapter 6.67,Citation:
                              12-05-2013Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Violation Source:
                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              container with missing accumulation start date.
                              start date on labels (CCR 66262.34(f)(2)) Observed hazardous waste
                              Returned to compliance on 11/15/2016. Failure to note accumulationViolation Notes:
                              Hazardous Waste Generator Program - Operations/Maintenance - GeneralViolation Description:
                              Section(s) Multiple
                              HSC 6.5 Multiple - California Health and Safety Code, Chapter 6.5,Citation:
                              11-15-2016Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Violation Source:
                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              Contingency Plan (CCR 66265.51(a)) Contingency plan not established.
                              Returned to compliance on 08/28/2017. Failure to establish aViolation Notes:
                              Hazardous Waste Generator Program - Operations/Maintenance - GeneralViolation Description:
                              Section(s) Multiple
                              HSC 6.5 Multiple - California Health and Safety Code, Chapter 6.5,Citation:
                              11-15-2016Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Violation Source:
                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              with incomplete labeling.
                              waste labels (CCR 66262.34(f)(3)) Observed hazardous waste container
                              Returned to compliance on 11/15/2016. Failure to complete hazardousViolation Notes:
                              Hazardous Waste Generator Program - Operations/Maintenance - GeneralViolation Description:
                              Section(s) Multiple
                              HSC 6.5 Multiple - California Health and Safety Code, Chapter 6.5,Citation:
                              11-15-2016Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Violation Source:
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                              CERS,Violation Source:
                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              Returned to compliance on 12/05/2013.Violation Notes:
                              fuel filters.
                              Failure to properly handle, manage, label, and recycle used oil andViolation Description:
                              Chapter 16, Section(s) 66266.130
                              22 CCR 16 66266.130 - California Code of Regulations, Title 22,Citation:
                              12-05-2013Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Violation Source:
                              HMRRPViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              Returned to compliance on 08/28/2017. Business Plan not established.Violation Notes:
                              quantities.
                              storing/handling a hazardous material at or above reportable
                              Failure to adequately establish and implement a business plan whenViolation Description:
                              Section(s) 25507
                              HSC 6.95 25507 - California Health and Safety Code, Chapter 6.95,Citation:
                              11-15-2016Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Violation Source:
                              HMRRPViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              Returned to compliance on 08/28/2017. NON INSPECTION RELATED VIOLATIONViolation Notes:
                              quantities.
                              storing/handling a hazardous material at or above reportable
                              Failure to complete and electronically submit a business plan whenViolation Description:
                              6.95, Section(s) 25508(a)(1)
                              HSC 6.95 25508(a)(1) - California Health and Safety Code, ChapterCitation:
                              07-28-2017Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Violation Source:
                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              start date on labels (CCR 66262.34(f)(2))
                              Returned to compliance on 12/05/2013. Failure to note accumulationViolation Notes:
                              Haz Waste Generator Program - Operations/Maintenance - GeneralViolation Description:
                              Section(s) Multiple
                              HSC 6.67 Multiple - California Health and Safety Code, Chapter 6.67,Citation:
                              12-05-2013Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Violation Source:
                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              waste lawfully (CHSC 25154)
                              Returned to compliance on 12/05/2013. Failure to manage hazardousViolation Notes:
                              Haz Waste Generator Program - Operations/Maintenance - GeneralViolation Description:
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                              Compliance Evaluation InspectionEval General Type:

                              CERS,Eval Source:
                              HWEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              routine inspectionEval Notes:
                              Routine done by local agencyEval Type:
                              YesViolations Found:
                              12-05-2013Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              CERS,Eval Source:
                              HMRRPEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              Not reportedEval Notes:
                              Routine done by local agencyEval Type:
                              NoViolations Found:
                              12-03-2019Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              CERS,Eval Source:
                              HMRRPEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              BERNARDINO.
                              ROUTINE HANDLER INSPECTION OF GODDARD’S NAZCO SERVICES IN SANEval Notes:
                              Routine done by local agencyEval Type:
                              YesViolations Found:
                              11-15-2016Eval Date:
                              Compliance Evaluation InspectionEval General Type:

Evaluation:

                              CERS,Violation Source:
                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              hazardous waste not conducted.
                              waste lawfully (CHSC 25154) Inspection of aboveground tanks containing
                              Returned to compliance on 10/05/2017. Failure to manage hazardousViolation Notes:
                              Hazardous Waste Generator Program - Operations/Maintenance - GeneralViolation Description:
                              Section(s) Multiple
                              HSC 6.5 Multiple - California Health and Safety Code, Chapter 6.5,Citation:
                              11-15-2016Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Violation Source:
                              HMRRPViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              certified within 12 months.
                              Returned to compliance on 08/28/2017. Business plan not reviewed andViolation Notes:
                              date.
                              business plan is complete and accurate on or before the annual due
                              Failure to annually review and electronically certify that theViolation Description:
                              6.95, Section(s) 25508(a)(1)
                              HSC 6.95 25508(a)(1) - California Health and Safety Code, ChapterCitation:
                              11-15-2016Violation Date:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:
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                              Notice of Violation (Unified Program)Enf Action Type:
                              12-05-2013Enf Action Date:
                              92410Site Zip:
                              SAN BERNARDINOSite City:
                              25091 5TH STSite Address:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Enf Action Source:
                              HWEnf Action Program:
                              San Bernardino County Fire DepartmentEnf Action Division:
                              Not reportedEnf Action Notes:
                              Notice of Violation Issued by the Inspector at the Time of InspectionEnf Action Description:
                              Notice of Violation (Unified Program)Enf Action Type:
                              11-15-2016Enf Action Date:
                              92410Site Zip:
                              SAN BERNARDINOSite City:
                              25091 5TH STSite Address:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

Enforcement Action:

                              CERS,Eval Source:
                              HMRRPEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              Routine inspectionEval Notes:
                              Routine done by local agencyEval Type:
                              YesViolations Found:
                              12-05-2013Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              CERS,Eval Source:
                              HWEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              Not reportedEval Notes:
                              Routine done by local agencyEval Type:
                              YesViolations Found:
                              12-03-2019Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              CERS,Eval Source:
                              HMRRPEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              CERS ENFORCEMENT PROJECT- ENTER VIOLATIONEval Notes:
                              Other, not routine, done by local agencyEval Type:
                              YesViolations Found:
                              07-28-2017Eval Date:
                              Other/UnknownEval General Type:

                              CERS,Eval Source:
                              HWEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              BERNARDINO.
                              ROUTINE GENERATOR INSPECTION OF GODDARD’S NAZCO SERVICES IN SANEval Notes:
                              Routine done by local agencyEval Type:
                              YesViolations Found:
                              11-15-2016Eval Date:
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                              Not reportedEntity Title:
                              Zekai NazikogluEntity Name:
                              Property OwnerAffiliation Type Desc:

                              (909) 888-5911,Affiliation Phone:
                              92410Affiliation Zip:
                              United StatesAffiliation Country:
                              CAAffiliation State:
                              San BernardinoAffiliation City:
                              25091 E. 5th St.Affiliation Address:
                              Not reportedEntity Title:
                              American Septic Services, Inc.Entity Name:
                              Legal OwnerAffiliation Type Desc:

Affiliation:

                              -117.256460Longitude:
                              34.107870Latitude:
                              Center of a facility or station.,Ref Point Type Desc:
                              Not reportedCoord Name:
                              10474051Program ID:
                              HMBPEnv Int Type Code:
                              American Septic Services Inc., dba Goddards/Nazco ServicesFacility Name:
                              5232Site ID:

Coordinates:

                              CERS,Enf Action Source:
                              HMRRPEnf Action Program:
                              San Bernardino County Fire DepartmentEnf Action Division:
                              Not reportedEnf Action Notes:
                              Notice of Violation Issued by the Inspector at the Time of InspectionEnf Action Description:
                              Notice of Violation (Unified Program)Enf Action Type:
                              12-05-2013Enf Action Date:
                              92410Site Zip:
                              SAN BERNARDINOSite City:
                              25091 5TH STSite Address:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Enf Action Source:
                              HMRRPEnf Action Program:
                              San Bernardino County Fire DepartmentEnf Action Division:
                              Not reportedEnf Action Notes:
                              Notice of Violation Issued by the Inspector at the Time of InspectionEnf Action Description:
                              Notice of Violation (Unified Program)Enf Action Type:
                              11-15-2016Enf Action Date:
                              92410Site Zip:
                              SAN BERNARDINOSite City:
                              25091 5TH STSite Address:
                              American Septic Services Inc., dba Goddards/Nazco ServicesSite Name:
                              5232Site ID:

                              CERS,Enf Action Source:
                              HWEnf Action Program:
                              San Bernardino County Fire DepartmentEnf Action Division:
                              Not reportedEnf Action Notes:
                              Notice of Violation Issued by the Inspector at the Time of InspectionEnf Action Description:
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                              (909) 888-5911,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Not reportedEntity Title:
                              Zekai NazikogluEntity Name:
                              OperatorAffiliation Type Desc:

                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              PresidentEntity Title:
                              Zekai NazikogluEntity Name:
                              Identification SignerAffiliation Type Desc:

                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Not reportedEntity Title:
                              Zekai NazikogluEntity Name:
                              Document PreparerAffiliation Type Desc:

                              (909) 386-8401,Affiliation Phone:
                              92415-0153Affiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              San BernardinoAffiliation City:
                              620 South E StreetAffiliation Address:
                              Not reportedEntity Title:
                              San Bernardino County FireEntity Name:
                              CUPA DistrictAffiliation Type Desc:

                              ,Affiliation Phone:
                              92410Affiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              San BernardinoAffiliation City:
                              25091 E. 5th St.Affiliation Address:
                              Not reportedEntity Title:
                              Mailing AddressEntity Name:
                              Facility Mailing AddressAffiliation Type Desc:

                              (909) 888-5911,Affiliation Phone:
                              92410Affiliation Zip:
                              United StatesAffiliation Country:
                              CAAffiliation State:
                              San BernardinoAffiliation City:
                              25091 E. 5th St.Affiliation Address:
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                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Not reportedEntity Title:
                              American Septic Services Inc., dba Goddards/Nazco ServicesEntity Name:
                              Parent CorporationAffiliation Type Desc:

                              ,Affiliation Phone:
                              92410Affiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              San BernardinoAffiliation City:
                              25091 E. 5th St.Affiliation Address:
                              Not reportedEntity Title:
                              Zekai NazikogluEntity Name:
                              Environmental ContactAffiliation Type Desc:

GODDARD’S CESSPOOL SERVICE  (Continued) U001576174

                                                                                NoMixed Waste Generator:
                                                                                NoImporter Activity:
                                                                                NoShort-Term Generator Activity:
                                                                                OtherOperator Type:
                                                                                DR ZEKAI NAZIKOGLUOperator Name:
                                                                                OtherOwner Type:
                                                                                AMERICAN SEPTIC SERVICES INCOwner Name:
                                                                                SAN BERNARDINO, CA 92410-0000Mailing City,State,Zip:
                                                                                25091 E 5TH STMailing Address:
                                                                                Not reportedState District:
                                                                                Not reportedState District Owner:
                                                                                Handler ActivitiesActive Site Indicator:
                                                                                Not reportedAccessibility:
                                                                                Not reportedBiennial Report Cycle:
                                                                                Not reportedNon-Notifier:
                                                                                Not a generator, verifiedFederal Waste Generator Description:
                                                                                Not reportedLand Type:
                                                                                09EPA Region:
                                                                                Not reportedContact Title:
                                                                                GODDARDSNAZCO@VERIZON.NETContact Email:
                                                                                909-889-4860Contact Fax:
                                                                                909-888-5911Contact Telephone:
                                                                                SAN BERNARDINO, CA 92410Contact City,State,Zip:
                                                                                25091 E 5TH STContact Address:
                                                                                DR ZEKAI NAZIKOGLUContact Name:
                                                                                CAL000232090EPA ID:
                                                                                SAN BERNARDINO, CA 92410-0000Handler City,State,Zip:
                                                                                25091 E 5TH STHandler Address:
                              AMERICAN SEPTIC SERVICES INC DBA GODDARD’S/NAZCO SERVICESHandler Name:
                                                                                20020125Date Form Received by Agency:

RCRA NonGen / NLR:

485 ft. Site 3 of 6 in cluster A
0.092 mi.

Relative:
Lower

Actual:
1078 ft.

 

< 1/8 SAN BERNARDINO, CA  92410
SW 25091 E 5TH ST CAL000232090
A4 RCRA NonGen / NLRAMERICAN SEPTIC SERVICES INC DBA GODDARD’S/NAZCO S 1024801636
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                                                            AMERICAN SEPTIC SERVICES INCOwner/Operator Name:
                                                            OwnerOwner/Operator Indicator:

Handler - Owner Operator:

                                                                                NoSub-Part P Indicator:
                                                                                NoManifest Broker:
                                                                                NoRecycler Activity Without Storage:
                                                                                NoExporter of Spent Lead Acid Batteries:
                                                                                NoImporter of Spent Lead Acid Batteries:
                                                                                NoRecognized Trader-Exporter:
                                                                                NoRecognized Trader-Importer:
                                                                                20180905Handler Date of Last Change:
                                                                                Not reportedFinancial Assurance Required:
                                                                                NoSignificant Non-Complier With a Compliance Schedule Universe:
                                                                                NoAddressed Significant Non-Complier Universe:
                                                                                NoUnaddressed Significant Non-Complier Universe:
                                                                                NoSignificant Non-Complier Universe:
                                                                                Not reportedFull Enforcement Universe:
                                                                                Not reportedOperating TSDF Universe:
                                                                                N/AGroundwater Controls Indicator:
                                                                                N/AHuman Exposure Controls Indicator:
                                                                                NoInstitutional Control Indicator:
                                                                                NoEnvironmental Control Indicator:
                                                                                No NCAPS rankingCorrective Action Priority Ranking:
                                                                                NoTSDFs Only Subject to CA under Discretionary Auth Universe:
                                                                                NoTSDFs Potentially Subject to CA Under 3004 (u)/(v) Universe:
                                                                                NoNon-TSDFs Where RCRA CA has Been Imposed Universe:
                                                                                NoSubject to Corrective Action Universe:
                                                                                NoCorrective Action Workload Universe:
                                                                                No202 GPRA Corrective Action Baseline:
                                                                                Not reportedClosure Workload Universe:
                                                                                Not reportedPost-Closure Workload Universe:
                                                                                Not reportedPermit Progress Universe:
                                                                                Not reportedPermit Workload Universe:
                                                                                Not reportedPermit Renewals Workload Universe:
                                                                                Not on the Baseline2018 GPRA Renewals Baseline:
                                                                                Not on the Baseline2018 GPRA Permit Baseline:
                                                                                Not reportedTreatment Storage and Disposal Type:
                                                                                NoCommercial TSD Indicator:
                                                                                Not reportedSub-Part K Indicator:
                                                                                NHazardous Secondary Material Indicator:
                                                                                Not reportedFederal Facility Indicator:
                                                                                ---Active Site State-Reg Handler:
                                                                                Not reportedActive Site State-Reg Treatment Storage and Disposal Facility:
                                                                                Not reportedActive Site Converter Treatment storage and Disposal Facility:
                                                                                Not reportedActive Site Fed-Reg Treatment Storage and Disposal Facility:
                                                                                NoFederal Universal Waste:
                                                                                YesUniversal Waste Destination Facility:
                                                                                YesUniversal Waste Indicator:
                                                                                NoOff-Site Waste Receipt:
                                                                                NoUnderground Injection Control:
                                                                                NoSmelting Melting and Refining Furnace Exemption:
                                                                                NoSmall Quantity On-Site Burner Exemption:
                                                                                NoRecycler Activity with Storage:
                                                                                NoTransfer Facility Activity:
                                                                                NoTransporter Activity:
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                                                            No Evaluations FoundEvaluations:
Evaluation Action Summary:

                                                            No Violations FoundViolations:
Facility Has Received Notices of Violations:

                              SUPPORT ACTIVITIES FOR ANIMAL PRODUCTIONNAICS Description:
                              1152NAICS Code:

List of NAICS Codes and Descriptions:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            YesCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            Not reportedState District Owner:
                                                            Not a generator, verifiedFederal Waste Generator Description:
          AMERICAN SEPTIC SERVICES INC DBA GODDARD’S/NAZCO SERVICESHandler Name:
                                                            20020125Receive Date:

Historic Generators:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            909-888-5911Owner/Operator Telephone:
                                                            SAN BERNARDINO, CA 92410Owner/Operator City,State,Zip:
                                                            25091 E 5TH STOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            OtherLegal Status:
                                                            DR ZEKAI NAZIKOGLUOwner/Operator Name:
                                                            OperatorOwner/Operator Indicator:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            909-888-5911Owner/Operator Telephone:
                                                            SAN BERNARDINO, CA 92410-0000Owner/Operator City,State,Zip:
                                                            25091 E 5TH STOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            OtherLegal Status:
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                                                                                Not reportedPermit Renewals Workload Universe:
                                                                                Not on the Baseline2018 GPRA Renewals Baseline:
                                                                                Not on the Baseline2018 GPRA Permit Baseline:
                                                                                Not reportedTreatment Storage and Disposal Type:
                                                                                NoCommercial TSD Indicator:
                                                                                Not reportedSub-Part K Indicator:
                                                                                NNHazardous Secondary Material Indicator:
                                                                                Not reportedFederal Facility Indicator:
                                                                                ---Active Site State-Reg Handler:
                                                                                Not reportedActive Site State-Reg Treatment Storage and Disposal Facility:
                                                                                Not reportedActive Site Converter Treatment storage and Disposal Facility:
                                                                                Not reportedActive Site Fed-Reg Treatment Storage and Disposal Facility:
                                                                                NoFederal Universal Waste:
                                                                                NoUniversal Waste Destination Facility:
                                                                                NoUniversal Waste Indicator:
                                                                                NoOff-Site Waste Receipt:
                                                                                NoUnderground Injection Control:
                                                                                NoSmelting Melting and Refining Furnace Exemption:
                                                                                NoSmall Quantity On-Site Burner Exemption:
                                                                                NoRecycler Activity with Storage:
                                                                                NoTransfer Facility Activity:
                                                                                YesTransporter Activity:
                                                                                NoMixed Waste Generator:
                                                                                NoImporter Activity:
                                                                                NoShort-Term Generator Activity:
                                                                                PrivateOperator Type:
                                                                                NOT REQUIREDOperator Name:
                                                                                PrivateOwner Type:
                                                                                DR ZEKAI NAZIKOGLUOwner Name:
                                                                                SAN BERNARDIN, CA 92410Mailing City,State,Zip:
                                                                                25091 FIFTH STREETMailing Address:
                                                                                4State District:
                                                                                CAState District Owner:
                                                                                Handler ActivitiesActive Site Indicator:
                                                                                Not reportedAccessibility:
                                                                                Not reportedBiennial Report Cycle:
                                                                                Not reportedNon-Notifier:
                                                                                Not a generator, verifiedFederal Waste Generator Description:
                                                                                OtherLand Type:
                                                                                09EPA Region:
                                                                                Not reportedContact Title:
                                                                                Not reportedContact Email:
                                                                                Not reportedContact Fax:
                                                                                714-888-5911Contact Telephone:
                                                                                SAN BERNARDINO, CA 92410Contact City,State,Zip:
                                                                                25091 FIFTH ST.Contact Address:
                                                                                ENVIRONMENTAL MANAGERContact Name:
                                                                                CAD000052886EPA ID:
                                                                                SAN BERNARDINO, CA 92410Handler City,State,Zip:
                                                                                25091 FIFTH ST.Handler Address:
                              GODDARD’S PUMPING SVHandler Name:
                                                                                19810218Date Form Received by Agency:

RCRA NonGen / NLR:

485 ft. Site 4 of 6 in cluster A
0.092 mi.

Relative:
Lower

Actual:
1078 ft.

 

< 1/8 SAN BERNARDINO, CA  92410
SW 25091 FIFTH ST. CAD000052886
A5 RCRA NonGen / NLRGODDARD’S PUMPING SV 1000184903
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                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            415-555-1212Owner/Operator Telephone:
                                                            NOT REQUIRED, ME 99999Owner/Operator City,State,Zip:
                                                            NOT REQUIREDOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            PrivateLegal Status:
                                                            NOT REQUIREDOwner/Operator Name:
                                                            OperatorOwner/Operator Indicator:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            415-555-1212Owner/Operator Telephone:
                                                            NOT REQUIRED, ME 99999Owner/Operator City,State,Zip:
                                                            NOT REQUIREDOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            PrivateLegal Status:
                                                            DR ZEKAI NAZIKOGLUOwner/Operator Name:
                                                            OwnerOwner/Operator Indicator:

Handler - Owner Operator:

                                                                                NoSub-Part P Indicator:
                                                                                Not reportedManifest Broker:
                                                                                Not reportedRecycler Activity Without Storage:
                                                                                NoExporter of Spent Lead Acid Batteries:
                                                                                NoImporter of Spent Lead Acid Batteries:
                                                                                NoRecognized Trader-Exporter:
                                                                                NoRecognized Trader-Importer:
                                                                                20020627Handler Date of Last Change:
                                                                                Not reportedFinancial Assurance Required:
                                                                                NoSignificant Non-Complier With a Compliance Schedule Universe:
                                                                                NoAddressed Significant Non-Complier Universe:
                                                                                NoUnaddressed Significant Non-Complier Universe:
                                                                                NoSignificant Non-Complier Universe:
                                                                                Not reportedFull Enforcement Universe:
                                                                                Not reportedOperating TSDF Universe:
                                                                                N/AGroundwater Controls Indicator:
                                                                                N/AHuman Exposure Controls Indicator:
                                                                                NoInstitutional Control Indicator:
                                                                                NoEnvironmental Control Indicator:
                                                                                No NCAPS rankingCorrective Action Priority Ranking:
                                                                                NoTSDFs Only Subject to CA under Discretionary Auth Universe:
                                                                                NoTSDFs Potentially Subject to CA Under 3004 (u)/(v) Universe:
                                                                                NoNon-TSDFs Where RCRA CA has Been Imposed Universe:
                                                                                NoSubject to Corrective Action Universe:
                                                                                NoCorrective Action Workload Universe:
                                                                                No202 GPRA Corrective Action Baseline:
                                                                                Not reportedClosure Workload Universe:
                                                                                Not reportedPost-Closure Workload Universe:
                                                                                Not reportedPermit Progress Universe:
                                                                                Not reportedPermit Workload Universe:

GODDARD’S PUMPING SV  (Continued) 1000184903
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                                                            No Evaluations FoundEvaluations:
Evaluation Action Summary:

                                                            No Violations FoundViolations:
Facility Has Received Notices of Violations:

                              GENERAL FREIGHT TRUCKING, LOCALNAICS Description:
                              48411NAICS Code:

List of NAICS Codes and Descriptions:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            YesCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            CAState District Owner:
                                                            Not a generator, verifiedFederal Waste Generator Description:
          GODDARD’S PUMPING SVHandler Name:
                                                            19810218Receive Date:

Historic Generators:

GODDARD’S PUMPING SV  (Continued) 1000184903

                              25091 E 5TH STAddress:
                              GODDARDS CESSPOOLName:

HIST UST:

          1Number Of Tanks:
          LEADEDContent:
          PSTG:
          M.V. FUELTank Use:
          08-26-88Active Date:
          550Capacity:
          ATank Status:
          36-000-011686-000001SWRCB Tank Id:
          1Owner Tank Id:
          02-29-88Created Date:
          03-24-92Action Date:
          03-24-92Referral Date:
          44-020352Board Of Equalization:
          9Number:
          11686Comp Number:
          ActiveStatus:
          SAN BERNARDINOCity:
          25091 E 5TH STAddress:
          GODDARD’S CESSPOOL SERVICEName:

SWEEPS UST:

485 ft. Site 5 of 6 in cluster A
0.092 mi.

Relative:
Lower

Actual:
1078 ft.

 

< 1/8 CA FID USTSAN BERNARDINO, CA  92410
SW HIST UST25091 E 5TH ST    N/A
A6 SWEEPS USTGODDARD’S CESSPOOL SERVICE S101619547
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     ActiveStatus:
     Not reportedComments:
     Not reportedEPA ID:
     Not reportedNPDES Number:
     Not reportedDUNs Number:
     Not reportedContact Phone:
     Not reportedContact:
     SAN BERNARDINO 92410Mailing City,St,Zip:
     Not reportedMailing Address 2:
     25091 E 5TH STMailing Address:
     Not reportedMail To:
     Not reportedFacility Phone:
     Not reportedSIC Code:
     Not reportedCortese Code:
     00011686Regulated ID:
     UTNKARegulated By:
     36003463Facility ID:

CA FID UST:

Click here for Geo Tracker PDF:

                              Not reportedLeak Detection:
                              Not reportedContainer Construction Thickness:
                              Not reportedType of Fuel:
                              Not reportedTank Used for:
                              Not reportedTank Capacity:
                              Not reportedYear Installed:
                              Not reportedContainer Num:
                              Not reportedTank Num:

                              Not reportedLeak Detection:
                              Not reportedContainer Construction Thickness:
                              Not reportedType of Fuel:
                              Not reportedTank Used for:
                              Not reportedTank Capacity:
                              Not reportedYear Installed:
                              Not reportedContainer Num:
                              Not reportedTank Num:

                              Not reportedTotal Tanks:
                              Not reportedOwner City,St,Zip:
                              Not reportedOwner Address:
                              Not reportedOwner Name:
                              Not reportedTelephone:
                              Not reportedContact Name:
                              Not reportedOther Type:
                              Not reportedFacility Type:
                              Not reportedFacility ID:
                              Not reportedRegion:
                              http://geotracker.waterboards.ca.gov/ustpdfs/pdf/00029DCB.pdfURL:
                              00029DCBFile Number:
                              SAN BERNARDINO, CA 92410City,State,Zip:

GODDARD’S CESSPOOL SERVICE  (Continued) S101619547
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                    -117.20007Longitude:
                    34.12676Latitude:
                    Not reportedCERSID:
                    SAN BERNARDINO COUNTYPermitting Agency:
                    86009554Facility ID:
                    HIGHLAND, CA 92346City,State,Zip:
                    25091 E 5TH STAddress:
                    GODDARD’S CESSPOOL SVCName:

UST:

516 ft. Site 6 of 6 in cluster A
0.098 mi.

Relative:
Lower

Actual:
1077 ft.

 

< 1/8 HIGHLAND, CA  92346
SW 25091 E 5TH ST    N/A
A7 USTGODDARD’S CESSPOOL SVC U003971277

                                                                                NoOff-Site Waste Receipt:
                                                                                NoUnderground Injection Control:
                                                                                NoSmelting Melting and Refining Furnace Exemption:
                                                                                NoSmall Quantity On-Site Burner Exemption:
                                                                                NoRecycler Activity with Storage:
                                                                                NoTransfer Facility Activity:
                                                                                NoTransporter Activity:
                                                                                NoMixed Waste Generator:
                                                                                NoImporter Activity:
                                                                                NoShort-Term Generator Activity:
                                                                                OtherOperator Type:
                                                                                GEORGE AGUILAROperator Name:
                                                                                OtherOwner Type:
                                                                                GEORGE AGUILAROwner Name:
                                                                                SAN BERNARDINO, CA 92410Mailing City,State,Zip:
                                                                                25062 EAST 5TH STREETMailing Address:
                                                                                Not reportedState District:
                                                                                Not reportedState District Owner:
                                                                                Handler ActivitiesActive Site Indicator:
                                                                                Not reportedAccessibility:
                                                                                Not reportedBiennial Report Cycle:
                                                                                Not reportedNon-Notifier:
                                                                                Not a generator, verifiedFederal Waste Generator Description:
                                                                                Not reportedLand Type:
                                                                                09EPA Region:
                                                                                Not reportedContact Title:
                                                                                INLANDSTEEL@YAHOO.COMContact Email:
                                                                                909-889-7982Contact Fax:
                                                                                909-889-2747Contact Telephone:
                                                                                SAN BERNARDINO, CA 92410Contact City,State,Zip:
                                                                                25062 EAST 5TH STREETContact Address:
                                                                                GEORGE AGUILARContact Name:
                                                                                CAL000429020EPA ID:
                                                                                SAN BERNARDINO, CA 92410Handler City,State,Zip:
                                                                                25062 EAST 5TH STREETHandler Address:
                              GEORGE AGUILAR DBA INLAND STEELHandler Name:
                                                                                20170707Date Form Received by Agency:

RCRA NonGen / NLR:

625 ft. Site 1 of 2 in cluster B
0.118 mi.

Relative:
Lower

Actual:
1076 ft.

 

< 1/8 SAN BERNARDINO, CA  92410
WSW 25062 EAST 5TH STREET CAL000429020
B8 RCRA NonGen / NLRGEORGE AGUILAR DBA INLAND STEEL 1024860574
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                                                            Not reportedOwner/Operator Telephone Ext:
                                                            909-889-2747Owner/Operator Telephone:
                                                            SAN BERNARDINO, CA 92410Owner/Operator City,State,Zip:
                                                            25062 EAST 5TH STREETOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            OtherLegal Status:
                                                            GEORGE AGUILAROwner/Operator Name:
                                                            OwnerOwner/Operator Indicator:

Handler - Owner Operator:

                                                                                NoSub-Part P Indicator:
                                                                                NoManifest Broker:
                                                                                NoRecycler Activity Without Storage:
                                                                                NoExporter of Spent Lead Acid Batteries:
                                                                                NoImporter of Spent Lead Acid Batteries:
                                                                                NoRecognized Trader-Exporter:
                                                                                NoRecognized Trader-Importer:
                                                                                20180907Handler Date of Last Change:
                                                                                Not reportedFinancial Assurance Required:
                                                                                NoSignificant Non-Complier With a Compliance Schedule Universe:
                                                                                NoAddressed Significant Non-Complier Universe:
                                                                                NoUnaddressed Significant Non-Complier Universe:
                                                                                NoSignificant Non-Complier Universe:
                                                                                Not reportedFull Enforcement Universe:
                                                                                Not reportedOperating TSDF Universe:
                                                                                N/AGroundwater Controls Indicator:
                                                                                N/AHuman Exposure Controls Indicator:
                                                                                NoInstitutional Control Indicator:
                                                                                NoEnvironmental Control Indicator:
                                                                                No NCAPS rankingCorrective Action Priority Ranking:
                                                                                NoTSDFs Only Subject to CA under Discretionary Auth Universe:
                                                                                NoTSDFs Potentially Subject to CA Under 3004 (u)/(v) Universe:
                                                                                NoNon-TSDFs Where RCRA CA has Been Imposed Universe:
                                                                                NoSubject to Corrective Action Universe:
                                                                                NoCorrective Action Workload Universe:
                                                                                No202 GPRA Corrective Action Baseline:
                                                                                Not reportedClosure Workload Universe:
                                                                                Not reportedPost-Closure Workload Universe:
                                                                                Not reportedPermit Progress Universe:
                                                                                Not reportedPermit Workload Universe:
                                                                                Not reportedPermit Renewals Workload Universe:
                                                                                Not on the Baseline2018 GPRA Renewals Baseline:
                                                                                Not on the Baseline2018 GPRA Permit Baseline:
                                                                                Not reportedTreatment Storage and Disposal Type:
                                                                                NoCommercial TSD Indicator:
                                                                                Not reportedSub-Part K Indicator:
                                                                                NHazardous Secondary Material Indicator:
                                                                                Not reportedFederal Facility Indicator:
                                                                                ---Active Site State-Reg Handler:
                                                                                Not reportedActive Site State-Reg Treatment Storage and Disposal Facility:
                                                                                Not reportedActive Site Converter Treatment storage and Disposal Facility:
                                                                                Not reportedActive Site Fed-Reg Treatment Storage and Disposal Facility:
                                                                                NoFederal Universal Waste:
                                                                                YesUniversal Waste Destination Facility:
                                                                                YesUniversal Waste Indicator:

GEORGE AGUILAR DBA INLAND STEEL  (Continued) 1024860574
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                                                            No Evaluations FoundEvaluations:
Evaluation Action Summary:

                                                            No Violations FoundViolations:
Facility Has Received Notices of Violations:

                              SHOWCASE, PARTITION, SHELVING, AND LOCKER MANUFACTURINGNAICS Description:
                              337215NAICS Code:

List of NAICS Codes and Descriptions:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            YesCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            Not reportedState District Owner:
                                                            Not a generator, verifiedFederal Waste Generator Description:
          GEORGE AGUILAR DBA INLAND STEELHandler Name:
                                                            20170707Receive Date:

Historic Generators:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            909-889-2747Owner/Operator Telephone:
                                                            SAN BERNARDINO, CA 92410Owner/Operator City,State,Zip:
                                                            25062 EAST 5TH STREETOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            OtherLegal Status:
                                                            GEORGE AGUILAROwner/Operator Name:
                                                            OperatorOwner/Operator Indicator:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:

GEORGE AGUILAR DBA INLAND STEEL  (Continued) 1024860574

ACTIVEFacility Status:
HAZARDOUS MATERIALS 1-3 CHEMICALS SPECIALPermit Category:
PT0024601Permit Number:
AGUILAR, GEORGEOwner:
FA0014007Facility ID:
SAN BERNARDINORegion:
SAN BERNARDINO, CA 92410City,State,Zip:
25062 E 5TH STAddress:
INLAND STEELName:

San Bern. Co. Permit:

625 ft. Site 2 of 2 in cluster B
0.118 mi.

Relative:
Lower

Actual:
1076 ft.

 

< 1/8 SAN BERNARDINO, CA  92410
WSW CERS25062 E 5TH ST    N/A
B9 San Bern. Co. PermitINLAND STEEL S111456374
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                              San Bernardino County Fire DepartmentViolation Division:
                              disposal receipts for at least 3 years (CHSC 25160.2(b)(3))
                              Returned to compliance on 03/09/2021. Failure to maintain used oilViolation Notes:
                              General
                              Hazardous Waste Generator Program - Administration/Documentation -Violation Description:
                              Section(s) Multiple
                              HSC 6.5 Multiple - California Health and Safety Code, Chapter 6.5,Citation:
                              06-22-2017Violation Date:
                              INLAND STEELSite Name:
                              38166Site ID:

                              CERS,Violation Source:
                              HMRRPViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              Returned to compliance on 03/09/2021.Violation Notes:
                              quantities.
                              storing/handling a hazardous material at or above reportable
                              Failure to complete and electronically submit a business plan whenViolation Description:
                              6.95, Section(s) 25508(a)(1)
                              HSC 6.95 25508(a)(1) - California Health and Safety Code, ChapterCitation:
                              06-22-2017Violation Date:
                              INLAND STEELSite Name:
                              38166Site ID:

                              CERS,Violation Source:
                              HMRRPViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              Hazardous Materials Handler permit (SBCC 23.0602(a))
                              Returned to compliance on 09/17/2014. Failure to obtain a CUPAViolation Notes:
                              Business Plan Program - Administration/Documentation - GeneralViolation Description:
                              Section(s) Multiple
                              HSC 6.95 Multiple - California Health and Safety Code, Chapter 6.95,Citation:
                              07-07-2014Violation Date:
                              INLAND STEELSite Name:
                              38166Site ID:

Violations:

                              Chemical Storage FacilitiesCERS Description:
                              10312432CERS ID:
                              38166Site ID:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              25062 E 5TH STAddress:
                              INLAND STEELName:

CERS:

10/31/2021Expiration Date:
INACTIVEFacility Status:
CONDITIONALLY EXEMPT SM QTY GENERATORPermit Category:
PT0037330Permit Number:
AGUILAR, GEORGEOwner:
FA0014007Facility ID:
SAN BERNARDINORegion:
SAN BERNARDINO, CA 92410City,State,Zip:
25062 E 5TH STAddress:
INLAND STEELName:

10/31/2022Expiration Date:

INLAND STEEL  (Continued) S111456374
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                              CERS,Violation Source:
                              HMRRPViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              Returned to compliance on 03/09/2021.Violation Notes:
                              quantities.
                              storing/handling a hazardous material at or above reportable
                              Failure to adequately establish and implement a business plan whenViolation Description:
                              Section(s) 25507
                              HSC 6.95 25507 - California Health and Safety Code, Chapter 6.95,Citation:
                              07-07-2014Violation Date:
                              INLAND STEELSite Name:
                              38166Site ID:

                              CERS,Violation Source:
                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              waste labels (CCR 66262.34(f)(3))
                              Returned to compliance on 03/09/2021. Failure to complete hazardousViolation Notes:
                              Hazardous Waste Generator Program - Operations/Maintenance - GeneralViolation Description:
                              Section(s) Multiple
                              HSC 6.5 Multiple - California Health and Safety Code, Chapter 6.5,Citation:
                              06-22-2017Violation Date:
                              INLAND STEELSite Name:
                              38166Site ID:

                              CERS,Violation Source:
                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              Hazardous Waste Generator Permit (SBCC 23.0602(b)(1))
                              Returned to compliance on 10/24/2017. Failure to obtain a CUPAViolation Notes:
                              General
                              Hazardous Waste Generator Program - Administration/Documentation -Violation Description:
                              Section(s) Multiple
                              HSC 6.5 Multiple - California Health and Safety Code, Chapter 6.5,Citation:
                              06-22-2017Violation Date:
                              INLAND STEELSite Name:
                              38166Site ID:

                              CERS,Violation Source:
                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              ID Number has been obtained. (CCR 66262.12(a))
                              transport, or offer for transportation a Hazardous Waste unless an EPA
                              Number. A facility or individual shall not treat, store, dispose of,
                              Number (CCR 66262.12(a)) Failure to obtain/maintain an active EPA ID
                              Returned to compliance on 07/20/2017. Failure to obtain an EPA IDViolation Notes:
                              General
                              Hazardous Waste Generator Program - Administration/Documentation -Violation Description:
                              Section(s) Multiple
                              HSC 6.5 Multiple - California Health and Safety Code, Chapter 6.5,Citation:
                              06-22-2017Violation Date:
                              INLAND STEELSite Name:
                              38166Site ID:

                              CERS,Violation Source:
                              HWViolation Program:

INLAND STEEL  (Continued) S111456374
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                              Compliance Evaluation InspectionEval General Type:

                              CERS,Eval Source:
                              HWEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              Not reportedEval Notes:
                              Routine done by local agencyEval Type:
                              NoViolations Found:
                              03-09-2021Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              CERS,Eval Source:
                              HMRRPEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              Not reportedEval Notes:
                              Routine done by local agencyEval Type:
                              NoViolations Found:
                              03-09-2021Eval Date:
                              Compliance Evaluation InspectionEval General Type:

Evaluation:

                              CERS,Violation Source:
                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              start date on labels (CCR 66262.34(f)(2))
                              Returned to compliance on 03/09/2021. Failure to note accumulationViolation Notes:
                              Hazardous Waste Generator Program - Operations/Maintenance - GeneralViolation Description:
                              Section(s) Multiple
                              HSC 6.5 Multiple - California Health and Safety Code, Chapter 6.5,Citation:
                              06-22-2017Violation Date:
                              INLAND STEELSite Name:
                              38166Site ID:

                              CERS,Violation Source:
                              HWViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              containers (CCR 66262.34(f)(3))
                              Returned to compliance on 03/09/2021. Failure to label hazardous wasteViolation Notes:
                              Hazardous Waste Generator Program - Operations/Maintenance - GeneralViolation Description:
                              Section(s) Multiple
                              HSC 6.5 Multiple - California Health and Safety Code, Chapter 6.5,Citation:
                              06-22-2017Violation Date:
                              INLAND STEELSite Name:
                              38166Site ID:

                              CERS,Violation Source:
                              HMRRPViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              Returned to compliance on 06/26/2017.Violation Notes:
                              date.
                              business plan is complete and accurate on or before the annual due
                              Failure to annually review and electronically certify that theViolation Description:
                              6.95, Section(s) 25508(a)(1)
                              HSC 6.95 25508(a)(1) - California Health and Safety Code, ChapterCitation:
                              06-22-2017Violation Date:
                              INLAND STEELSite Name:
                              38166Site ID:

INLAND STEEL  (Continued) S111456374
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                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Not reportedEntity Title:
                              LISA BENNETTEntity Name:
                              Document PreparerAffiliation Type Desc:

                              (909) 386-8401,Affiliation Phone:
                              92415-0153Affiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              San BernardinoAffiliation City:
                              620 South E StreetAffiliation Address:
                              Not reportedEntity Title:
                              San Bernardino County FireEntity Name:
                              CUPA DistrictAffiliation Type Desc:

Affiliation:

                              CERS,Enf Action Source:
                              HMRRPEnf Action Program:
                              San Bernardino County Fire DepartmentEnf Action Division:
                              Not reportedEnf Action Notes:
                              Notice of Violation Issued by the Inspector at the Time of InspectionEnf Action Description:
                              Notice of Violation (Unified Program)Enf Action Type:
                              07-07-2014Enf Action Date:
                              92410Site Zip:
                              SAN BERNARDINOSite City:
                              25062 E 5TH STSite Address:
                              INLAND STEELSite Name:
                              38166Site ID:

Enforcement Action:

                              CERS,Eval Source:
                              HMRRPEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              ROUTINE HANDLER INSPECTION-INLAND STEELEval Notes:
                              Routine done by local agencyEval Type:
                              YesViolations Found:
                              06-22-2017Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              CERS,Eval Source:
                              HWEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              ROUTINE GENERATOR INSPECTION-INLAND STEELEval Notes:
                              Routine done by local agencyEval Type:
                              YesViolations Found:
                              06-22-2017Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              CERS,Eval Source:
                              HMRRPEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              INSPECTEval Notes:
                              Routine done by local agencyEval Type:
                              YesViolations Found:
                              07-07-2014Eval Date:

INLAND STEEL  (Continued) S111456374
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                              AGUILAR, GEORGEEntity Name:
                              Legal OwnerAffiliation Type Desc:

                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Not reportedEntity Title:
                              INLAND STEELEntity Name:
                              Parent CorporationAffiliation Type Desc:

                              (909) 744-0143,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Not reportedEntity Title:
                              GEORGE AGUILAREntity Name:
                              OperatorAffiliation Type Desc:

                              ,Affiliation Phone:
                              92410Affiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              SAN BERNARDINOAffiliation City:
                              25062 E 5TH STAffiliation Address:
                              Not reportedEntity Title:
                              Mailing AddressEntity Name:
                              Facility Mailing AddressAffiliation Type Desc:

                              ,Affiliation Phone:
                              92410Affiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              HIGHLANDAffiliation City:
                              25062 E 5TH STAffiliation Address:
                              Not reportedEntity Title:
                              GEORGE AGUILAREntity Name:
                              Environmental ContactAffiliation Type Desc:

                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              OWNEREntity Title:
                              GEORGE AGUILAREntity Name:
                              Identification SignerAffiliation Type Desc:

                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
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                              (909) 744-0143,Affiliation Phone:
                              92410Affiliation Zip:
                              United StatesAffiliation Country:
                              CAAffiliation State:
                              HIGHLANDAffiliation City:
                              25062 E 5TH STAffiliation Address:
                              Not reportedEntity Title:

INLAND STEEL  (Continued) S111456374

10/31/2022Expiration Date:
INACTIVEFacility Status:
CONDITIONALLY EXEMPT SM QTY GENERATORPermit Category:
PT0026387Permit Number:
SBCUSDOwner:
FA0015133Facility ID:
SAN BERNARDINORegion:
SAN BERNARDINO, CA 92410City,State,Zip:
650 N DEL ROSA DRAddress:
INDIAN SPRINGS HIGH SCHOOLName:

10/31/2021Expiration Date:
ACTIVEFacility Status:
HAZARDOUS MATERIALS 1-3 CHEMICALS SPECIALPermit Category:
PT0026386Permit Number:
SBCUSDOwner:
FA0015133Facility ID:
SAN BERNARDINORegion:
SAN BERNARDINO, CA 92410City,State,Zip:
650 N DEL ROSA DRAddress:
INDIAN SPRINGS HIGH SCHOOLName:

San Bern. Co. Permit:

681 ft. Site 1 of 3 in cluster C
0.129 mi.

Relative:
Higher

Actual:
1088 ft.

 

1/8-1/4 SAN BERNARDINO, CA  92410
NE 650 N DEL ROSA DR    N/A
C10 San Bern. Co. PermitINDIAN SPRINGS HIGH SCHOOL S114401462

                                        Not reportedAddress 2:
                                        650 DEL ROSA DRAddress:
                                        SBCUSD/INDIAN SPRINGS HIGH SCHOOLName:

HAZNET:

                              Hazardous Waste GeneratorCERS Description:
                              10423348CERS ID:
                              38014Site ID:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              650 DEL ROSA DRAddress:
                              INDIAN SPRINGS HIGH SCHOOLName:

CERS HAZ WASTE:

681 ft. Site 2 of 3 in cluster C
0.129 mi. HWTS

Relative:
Higher

Actual:
1088 ft.

 

1/8-1/4 CERSSAN BERNARDINO, CA  92410
NE HAZNET650 DEL ROSA DR    N/A
C11 CERS HAZ WASTESBCUSD/INDIAN SPRINGS HIGH SCHOOL S118232885
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                                        551 - Laboratory waste chemicalsCA Waste Code:
                                        CAD982444481TSD EPA ID:
                                        CAL000380916Gepaid:
                                        2014Year:

                                        0.025Tons:
                                        Regeneration, Organics Recovery Ect
                                        H039 - Other Recovery Of Reclamation For Reuse Including AcidDisposal Method:
                                        352 - Other organic solidsCA Waste Code:
                                        CAD982444481TSD EPA ID:
                                        CAL000380916Gepaid:
                                        2014Year:

                                        0.0417Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoDisposal Method:
                                        551 - Laboratory waste chemicalsCA Waste Code:
                                        CAD982444481TSD EPA ID:
                                        CAL000380916Gepaid:
                                        2016Year:

                                        0.005Tons:
                                        Regeneration, Organics Recovery Ect
                                        H039 - Other Recovery Of Reclamation For Reuse Including AcidDisposal Method:
                                        513 - Empty containers less than 30 gallonsCA Waste Code:
                                        CAD982444481TSD EPA ID:
                                        CAL000380916Gepaid:
                                        2016Year:

                                        0.005Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoDisposal Method:
                                        551 - Laboratory waste chemicalsCA Waste Code:
                                        CAD008364432TSD EPA ID:
                                        CAL000380916Gepaid:
                                        2016Year:

                                        0.01400Tons:
                                        Landfill( To Include On-Site Treatment And/Or Stabilization)
                                        H132 - Landfill Or Surface Impoundment That Will Be Closed AsDisposal Method:
                                        181 - Other inorganic solid wasteCA Waste Code:
                                        NVT330010000TSD EPA ID:
                                        CAL000380916Gepaid:
                                        2018Year:

                                        0.01250Tons:
                                        H040 - Incineration--Thermal Destruction Other Than Use As A FuelDisposal Method:
                                        551 - Laboratory waste chemicalsCA Waste Code:
                                        ARD069748192TSD EPA ID:
                                        CAL000380916Gepaid:
                                        2019Year:

                                        777 N F STMailing Address:
                                        Not reportedMailing Name:
                                        9093811192Telephone:
                                        ERIC VETEREContact:
                                        SAN BERNARDINO, CA 924103017City,State,Zip:

SBCUSD/INDIAN SPRINGS HIGH SCHOOL  (Continued) S118232885
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                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        PQuantity Unit:
                                        50Waste Quantity:
                                        0.025Quantity Tons:
                                        Regeneration, Organics Recovery Ect
                                        H039 - Other Recovery Of Reclamation For Reuse Including AcidMeth Code:
                                        Not reportedRCRA Code:
                                        352 - Other organic solidsWaste Code Description:
                                        Not reportedTSDF Alt Name:
                                        Not reportedTSDF Alt EPA ID:
                                        FILTER RECYCLING SERVICES INCTrans Name:
                                        CAD982444481TSDF EPA ID:
                                        Not reportedTrans 2 Name:
                                        Not reportedTrans 2 EPA ID:
                                        ENVIRONMENTAL LOGISTICS INCTrans Name:
                                        CAR000172460Trans EPA ID:
                                        012428231JJKManifest ID:
                                        20140714Receipt Date:
                                        9/14/2014 22:15:04Creation Date:
                                        20140711Shipment Date:

                                        Not reportedAdditional Code 5:
                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        PQuantity Unit:
                                        400Waste Quantity:
                                        0.2Quantity Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoMeth Code:
                                        Not reportedRCRA Code:
                                        551 - Laboratory waste chemicals 561 Detergent and soapWaste Code Description:
                                        Not reportedTSDF Alt Name:
                                        Not reportedTSDF Alt EPA ID:
                                        FILTER RECYCLING SERVICES INCTrans Name:
                                        CAD982444481TSDF EPA ID:
                                        Not reportedTrans 2 Name:
                                        Not reportedTrans 2 EPA ID:
                                        ENVIRONMENTAL LOGISTICS INCTrans Name:
                                        CAR000172460Trans EPA ID:
                                        012428231JJKManifest ID:
                                        20140714Receipt Date:
                                        9/14/2014 22:15:04Creation Date:
                                        20140711Shipment Date:

                                        CAL000380916Gen EPA ID:
                                        2014Year:

Additional Info:

                                        0.25Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoDisposal Method:

SBCUSD/INDIAN SPRINGS HIGH SCHOOL  (Continued) S118232885

TC6905679.2s   Page 123



MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                              San Bernardino County Fire DepartmentViolation Division:
                              Hazardous Waste Generator Permit (SBCC 23.0602(b)(1))
                              Returned to compliance on 05/28/2014. Failure to obtain a CUPAViolation Notes:
                              Haz Waste Generator Program - Administration/Documentation - GeneralViolation Description:
                              Section(s) Multiple
                              HSC 6.67 Multiple - California Health and Safety Code, Chapter 6.67,Citation:
                              08-29-2013Violation Date:
                              Indian Springs High SchoolSite Name:
                              38014Site ID:

                              CERS,Violation Source:
                              HMRRPViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              Hazardous Materials Handler permit (SBCC 23.0602(a))
                              Returned to compliance on 05/28/2014. Failure to obtain a CUPAViolation Notes:
                              Business Plan Program - Administration/Documentation - GeneralViolation Description:
                              Section(s) Multiple
                              HSC 6.95 Multiple - California Health and Safety Code, Chapter 6.95,Citation:
                              08-29-2013Violation Date:
                              Indian Springs High SchoolSite Name:
                              38014Site ID:

Violations:

                              Chemical Storage FacilitiesCERS Description:
                              10423348CERS ID:
                              38014Site ID:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              650 DEL ROSA DRAddress:
                              INDIAN SPRINGS HIGH SCHOOLName:

CERS:

                                        Not reportedAdditional Code 5:
                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        PQuantity Unit:
                                        100Waste Quantity:
                                        0.05Quantity Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoMeth Code:
                                        Not reportedRCRA Code:
                                        551 - Laboratory waste chemicals 561 Detergent and soapWaste Code Description:
                                        Not reportedTSDF Alt Name:
                                        Not reportedTSDF Alt EPA ID:
                                        FILTER RECYCLING SERVICES INCTrans Name:
                                        CAD982444481TSDF EPA ID:
                                        Not reportedTrans 2 Name:
                                        Not reportedTrans 2 EPA ID:
                                        ENVIRONMENTAL LOGISTICS INCTrans Name:
                                        CAR000172460Trans EPA ID:
                                        012428231JJKManifest ID:
                                        20140714Receipt Date:
                                        9/14/2014 22:15:04Creation Date:
                                        20140711Shipment Date:

                                        Not reportedAdditional Code 5:
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                              HWEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              Indian Springs HighEval Notes:
                              Routine done by local agencyEval Type:
                              YesViolations Found:
                              08-29-2013Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              CERS,Eval Source:
                              HWEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              Not reportedEval Notes:
                              Routine done by local agencyEval Type:
                              NoViolations Found:
                              02-25-2020Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              CERS,Eval Source:
                              HMRRPEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              Routine inspectionEval Notes:
                              Routine done by local agencyEval Type:
                              NoViolations Found:
                              12-22-2016Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              CERS,Eval Source:
                              HMRRPEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              Not reportedEval Notes:
                              Routine done by local agencyEval Type:
                              YesViolations Found:
                              08-29-2013Eval Date:
                              Compliance Evaluation InspectionEval General Type:

Evaluation:

                              CERS,Violation Source:
                              HMRRPViolation Program:
                              San Bernardino County Fire DepartmentViolation Division:
                              updated hazardous materials inventory.
                              Using the California Environmental Reporting System (CERS) submit an
                              required to be disclosed in the Business Plan. CORRECTIVE ACTION:
                              being managed as hazardous waste. All hazardous waste streams are
                              hazardous waste manifests, the chemicals from the experiments are
                              hazardous waste generated from the science labs. Based off of the
                              OBSERVATION: The inventory submitted to CERS does not include theViolation Notes:
                              at or above reportable quantities.
                              inventory information for all reportable hazardous materials on site
                              Failure to complete and electronically submit hazardous materialViolation Description:
                              6.95, Section(s) 25508(a)(1)
                              HSC 6.95 25508(a)(1) - California Health and Safety Code, ChapterCitation:
                              02-25-2020Violation Date:
                              Indian Springs High SchoolSite Name:
                              38014Site ID:

                              CERS,Violation Source:
                              HWViolation Program:

SBCUSD/INDIAN SPRINGS HIGH SCHOOL  (Continued) S118232885

TC6905679.2s   Page 125



MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                              United StatesAffiliation Country:
                              CAAffiliation State:
                              San BernardinoAffiliation City:
                              -Affiliation Address:
                              Not reportedEntity Title:
                              SBCUSDEntity Name:
                              Legal OwnerAffiliation Type Desc:

                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Not reportedEntity Title:
                              Eric VetereEntity Name:
                              Document PreparerAffiliation Type Desc:

Affiliation:

                              CERS,Enf Action Source:
                              HMRRPEnf Action Program:
                              San Bernardino County Fire DepartmentEnf Action Division:
                              Not reportedEnf Action Notes:
                              Notice of Violation Issued by the Inspector at the Time of InspectionEnf Action Description:
                              Notice of Violation (Unified Program)Enf Action Type:
                              08-29-2013Enf Action Date:
                              92410Site Zip:
                              SAN BERNARDINOSite City:
                              650 DEL ROSA DRSite Address:
                              Indian Springs High SchoolSite Name:
                              38014Site ID:

                              CERS,Enf Action Source:
                              HWEnf Action Program:
                              San Bernardino County Fire DepartmentEnf Action Division:
                              Not reportedEnf Action Notes:
                              Notice of Violation Issued by the Inspector at the Time of InspectionEnf Action Description:
                              Notice of Violation (Unified Program)Enf Action Type:
                              08-29-2013Enf Action Date:
                              92410Site Zip:
                              SAN BERNARDINOSite City:
                              650 DEL ROSA DRSite Address:
                              Indian Springs High SchoolSite Name:
                              38014Site ID:

Enforcement Action:

                              CERS,Eval Source:
                              HMRRPEval Program:
                              San Bernardino County Fire DepartmentEval Division:
                              Not reportedEval Notes:
                              Routine done by local agencyEval Type:
                              YesViolations Found:
                              02-25-2020Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              CERS,Eval Source:
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                              Not reportedAffiliation Address:
                              Safety OfficerEntity Title:
                              Eric VetereEntity Name:
                              Identification SignerAffiliation Type Desc:

                              ,Affiliation Phone:
                              92410Affiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              San BernardinoAffiliation City:
                              777 N F StreetAffiliation Address:
                              Not reportedEntity Title:
                              Eric VetereEntity Name:
                              Environmental ContactAffiliation Type Desc:

                              (909) 386-8401,Affiliation Phone:
                              92415-0153Affiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              San BernardinoAffiliation City:
                              620 South E StreetAffiliation Address:
                              Not reportedEntity Title:
                              San Bernardino County FireEntity Name:
                              CUPA DistrictAffiliation Type Desc:

                              (909) 381-1192,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Not reportedEntity Title:
                              San Bernardino City Unified School DistrictEntity Name:
                              OperatorAffiliation Type Desc:

                              ,Affiliation Phone:
                              92410Affiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              San BernardinoAffiliation City:
                              777 North F StreetAffiliation Address:
                              Not reportedEntity Title:
                              Mailing AddressEntity Name:
                              Facility Mailing AddressAffiliation Type Desc:

                              (909) 381-1192,Affiliation Phone:
                              92410Affiliation Zip:
                              United StatesAffiliation Country:
                              CAAffiliation State:
                              San BernardinoAffiliation City:
                              777 N F StreetAffiliation Address:
                              Not reportedEntity Title:
                              SBCUSDEntity Name:
                              Property OwnerAffiliation Type Desc:

                              (909) 381-1192,Affiliation Phone:
                              92410Affiliation Zip:
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                                        924104669Facility Zip:
                                        CAFacility State:
                                        Not reportedFacility County:
                                        SAN BERNARDINOFacility City:
                                        Not reportedFacility Address 2:
                                        650 DEL ROSA DRFacility Address:
                                        SBCUSD/INDIAN SPRINGS HIGH SCHOOLFacility Name:
                                        Not reportedInactive Date:
                                        2012-12-12 09:32:34.80300Issued EPA ID Date:
                                        Elementary and Secondary SchoolsNAICS Description:
                                        61111NAICS Code:
                                        2012-12-12 09:32:34.807Create Date:
                                        CAL000380916EPA ID:

NAICS:

                                        SAN BERNARDINO, CA 92410City,State,Zip:
                                        SAFETY/EMERGENCY MANAGEMENTContact Address 2:
                                        777 NORTH F STREETContact Address:
                                        ERIC VETEREContact Name:
                                        SAN BERNARDINO, CA 924103017Owner City,State,Zip:
                                        SAFETY OFFICEOwner Address 2:
                                        777 N F STOwner Address:
                                        SAN BERNARDINO CITY USDOwner Name:
                                        SAN BERNARDINO, CA 924103017Mailing City,State,Zip:
                                        Not reportedMailing Address 2:
                                        777 N F STMailing Address:
                                        SAFETY OFFICEMailing Name:
                                        09/17/2020Last Act Date:
                                        12/12/2012Create Date:
                                        Not reportedInactive Date:
                                        CAL000380916EPA ID:
                                        SAN BERNARDINO, CA 924104669City,State,Zip:
                                        Not reportedAddress 2:
                                        650 DEL ROSA DRAddress:
                                        SBCUSD/INDIAN SPRINGS HIGH SCHOOLName:

HWTS:

                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Not reportedEntity Title:
                              San Bernardino City Unified School DistrictEntity Name:
                              Parent CorporationAffiliation Type Desc:

                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
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                                                                                Not reportedPermit Renewals Workload Universe:
                                                                                Not on the Baseline2018 GPRA Renewals Baseline:
                                                                                Not on the Baseline2018 GPRA Permit Baseline:
                                                                                Not reportedTreatment Storage and Disposal Type:
                                                                                NoCommercial TSD Indicator:
                                                                                Not reportedSub-Part K Indicator:
                                                                                NHazardous Secondary Material Indicator:
                                                                                Not reportedFederal Facility Indicator:
                                                                                ---Active Site State-Reg Handler:
                                                                                Not reportedActive Site State-Reg Treatment Storage and Disposal Facility:
                                                                                Not reportedActive Site Converter Treatment storage and Disposal Facility:
                                                                                Not reportedActive Site Fed-Reg Treatment Storage and Disposal Facility:
                                                                                NoFederal Universal Waste:
                                                                                YesUniversal Waste Destination Facility:
                                                                                YesUniversal Waste Indicator:
                                                                                NoOff-Site Waste Receipt:
                                                                                NoUnderground Injection Control:
                                                                                NoSmelting Melting and Refining Furnace Exemption:
                                                                                NoSmall Quantity On-Site Burner Exemption:
                                                                                NoRecycler Activity with Storage:
                                                                                NoTransfer Facility Activity:
                                                                                NoTransporter Activity:
                                                                                NoMixed Waste Generator:
                                                                                NoImporter Activity:
                                                                                NoShort-Term Generator Activity:
                                                                                OtherOperator Type:
                                                                                ERIC VETEREOperator Name:
                                                                                OtherOwner Type:
                                                                                SAN BERNARDINO CITY USDOwner Name:
                                                                                SAN BERNARDINO, CA 92410-3017Mailing City,State,Zip:
                                                                                777 N F STMailing Address:
                                                                                Not reportedState District:
                                                                                Not reportedState District Owner:
                                                                                Handler ActivitiesActive Site Indicator:
                                                                                Not reportedAccessibility:
                                                                                Not reportedBiennial Report Cycle:
                                                                                Not reportedNon-Notifier:
                                                                                Not a generator, verifiedFederal Waste Generator Description:
                                                                                Not reportedLand Type:
                                                                                09EPA Region:
                                                                                Not reportedContact Title:
                                                                                ERIC.VETERE@SBCUSD.COMContact Email:
                                                                                909-381-6215Contact Fax:
                                                                                909-381-1192Contact Telephone:
                                                                                SAN BERNARDINO, CA 92410Contact City,State,Zip:
                                                                                777 NORTH F STREETContact Address:
                                                                                ERIC VETEREContact Name:
                                                                                CAL000380916EPA ID:
                                                                                SAN BERNARDINO, CA 92410-4669Handler City,State,Zip:
                                                                                650 DEL ROSA DRHandler Address:
                              SBCUSD/INDIAN SPRINGS HIGH SCHOOLHandler Name:
                                                                                20121212Date Form Received by Agency:

RCRA NonGen / NLR:

681 ft. Site 3 of 3 in cluster C
0.129 mi.

Relative:
Higher

Actual:
1088 ft.

 

1/8-1/4 SAN BERNARDINO, CA  92410
NE 650 DEL ROSA DR CAL000380916
C12 RCRA NonGen / NLRSBCUSD/INDIAN SPRINGS HIGH SCHOOL 1024836700
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                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            909-381-1193Owner/Operator Telephone:
                                                            SAN BERNARDINO, CA 92410-3017Owner/Operator City,State,Zip:
                                                            777 N F STOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            OtherLegal Status:
                                                            SAN BERNARDINO CITY USDOwner/Operator Name:
                                                            OwnerOwner/Operator Indicator:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            909-381-1192Owner/Operator Telephone:
                                                            SAN BERNARDINO, CA 92410Owner/Operator City,State,Zip:
                                                            777 NORTH F STREETOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            OtherLegal Status:
                                                            ERIC VETEREOwner/Operator Name:
                                                            OperatorOwner/Operator Indicator:

Handler - Owner Operator:

                                                                                NoSub-Part P Indicator:
                                                                                NoManifest Broker:
                                                                                NoRecycler Activity Without Storage:
                                                                                NoExporter of Spent Lead Acid Batteries:
                                                                                NoImporter of Spent Lead Acid Batteries:
                                                                                NoRecognized Trader-Exporter:
                                                                                NoRecognized Trader-Importer:
                                                                                20180906Handler Date of Last Change:
                                                                                Not reportedFinancial Assurance Required:
                                                                                NoSignificant Non-Complier With a Compliance Schedule Universe:
                                                                                NoAddressed Significant Non-Complier Universe:
                                                                                NoUnaddressed Significant Non-Complier Universe:
                                                                                NoSignificant Non-Complier Universe:
                                                                                Not reportedFull Enforcement Universe:
                                                                                Not reportedOperating TSDF Universe:
                                                                                N/AGroundwater Controls Indicator:
                                                                                N/AHuman Exposure Controls Indicator:
                                                                                NoInstitutional Control Indicator:
                                                                                NoEnvironmental Control Indicator:
                                                                                No NCAPS rankingCorrective Action Priority Ranking:
                                                                                NoTSDFs Only Subject to CA under Discretionary Auth Universe:
                                                                                NoTSDFs Potentially Subject to CA Under 3004 (u)/(v) Universe:
                                                                                NoNon-TSDFs Where RCRA CA has Been Imposed Universe:
                                                                                NoSubject to Corrective Action Universe:
                                                                                NoCorrective Action Workload Universe:
                                                                                No202 GPRA Corrective Action Baseline:
                                                                                Not reportedClosure Workload Universe:
                                                                                Not reportedPost-Closure Workload Universe:
                                                                                Not reportedPermit Progress Universe:
                                                                                Not reportedPermit Workload Universe:

SBCUSD/INDIAN SPRINGS HIGH SCHOOL  (Continued) 1024836700

TC6905679.2s   Page 130



MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                                                            No Evaluations FoundEvaluations:
Evaluation Action Summary:

                                                            No Violations FoundViolations:
Facility Has Received Notices of Violations:

                              ELEMENTARY AND SECONDARY SCHOOLSNAICS Description:
                              61111NAICS Code:

List of NAICS Codes and Descriptions:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            YesCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            Not reportedState District Owner:
                                                            Not a generator, verifiedFederal Waste Generator Description:
          SBCUSD/INDIAN SPRINGS HIGH SCHOOLHandler Name:
                                                            20121212Receive Date:

Historic Generators:

SBCUSD/INDIAN SPRINGS HIGH SCHOOL  (Continued) 1024836700

                                                                                SAN BERNARDINO, CA 92410Mailing City,State,Zip:
                                                                                25333 E 5THMailing Address:
                                                                                4State District:
                                                                                CAState District Owner:
                                                                                Handler ActivitiesActive Site Indicator:
                                                                                Not reportedAccessibility:
                                                                                Not reportedBiennial Report Cycle:
                                                                                Not reportedNon-Notifier:
                                                                                Small Quantity GeneratorFederal Waste Generator Description:
                                                                                OtherLand Type:
                                                                                09EPA Region:
                                                                                Not reportedContact Title:
                                                                                Not reportedContact Email:
                                                                                Not reportedContact Fax:
                                                                                714-888-1333Contact Telephone:
                                                                                SAN BERNARDINO, CA 92410Contact City,State,Zip:
                                                                                25333 E FIFTHContact Address:
                                                                                ENVIRONMENTAL MANAGERContact Name:
                                                                                CAD982489411EPA ID:
                                                                                SAN BERNARDINO, CA 92410Handler City,State,Zip:
                                                                                25333 E 5THHandler Address:
                              SOUTHWEST ENGINESHandler Name:
                                                                                19900507Date Form Received by Agency:

RCRA-SQG:

HWTS
895 ft. San Bern. Co. Permit
0.170 mi. HAZNET

Relative:
Higher

Actual:
1088 ft.

 

1/8-1/4 ECHOSAN BERNARDINO, CA  92410
ESE FINDS25333 E 5TH CAD982489411
13 RCRA-SQGSOUTHWEST ENGINES 1000411035
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                                                                                Not reportedRecycler Activity Without Storage:
                                                                                NoExporter of Spent Lead Acid Batteries:
                                                                                NoImporter of Spent Lead Acid Batteries:
                                                                                NoRecognized Trader-Exporter:
                                                                                NoRecognized Trader-Importer:
                                                                                20020627Handler Date of Last Change:
                                                                                Not reportedFinancial Assurance Required:
                                                                                NoSignificant Non-Complier With a Compliance Schedule Universe:
                                                                                NoAddressed Significant Non-Complier Universe:
                                                                                NoUnaddressed Significant Non-Complier Universe:
                                                                                NoSignificant Non-Complier Universe:
                                                                                Not reportedFull Enforcement Universe:
                                                                                Not reportedOperating TSDF Universe:
                                                                                N/AGroundwater Controls Indicator:
                                                                                N/AHuman Exposure Controls Indicator:
                                                                                NoInstitutional Control Indicator:
                                                                                NoEnvironmental Control Indicator:
                                                                                No NCAPS rankingCorrective Action Priority Ranking:
                                                                                NoTSDFs Only Subject to CA under Discretionary Auth Universe:
                                                                                NoTSDFs Potentially Subject to CA Under 3004 (u)/(v) Universe:
                                                                                NoNon-TSDFs Where RCRA CA has Been Imposed Universe:
                                                                                NoSubject to Corrective Action Universe:
                                                                                NoCorrective Action Workload Universe:
                                                                                No202 GPRA Corrective Action Baseline:
                                                                                Not reportedClosure Workload Universe:
                                                                                Not reportedPost-Closure Workload Universe:
                                                                                Not reportedPermit Progress Universe:
                                                                                Not reportedPermit Workload Universe:
                                                                                Not reportedPermit Renewals Workload Universe:
                                                                                Not on the Baseline2018 GPRA Renewals Baseline:
                                                                                Not on the Baseline2018 GPRA Permit Baseline:
                                                                                Not reportedTreatment Storage and Disposal Type:
                                                                                NoCommercial TSD Indicator:
                                                                                Not reportedSub-Part K Indicator:
                                                                                NNHazardous Secondary Material Indicator:
                                                                                Not reportedFederal Facility Indicator:
                                                                                ---Active Site State-Reg Handler:
                                                                                Not reportedActive Site State-Reg Treatment Storage and Disposal Facility:
                                                                                Not reportedActive Site Converter Treatment storage and Disposal Facility:
                                                                                Not reportedActive Site Fed-Reg Treatment Storage and Disposal Facility:
                                                                                NoFederal Universal Waste:
                                                                                NoUniversal Waste Destination Facility:
                                                                                NoUniversal Waste Indicator:
                                                                                NoOff-Site Waste Receipt:
                                                                                NoUnderground Injection Control:
                                                                                NoSmelting Melting and Refining Furnace Exemption:
                                                                                NoSmall Quantity On-Site Burner Exemption:
                                                                                NoRecycler Activity with Storage:
                                                                                NoTransfer Facility Activity:
                                                                                NoTransporter Activity:
                                                                                NoMixed Waste Generator:
                                                                                NoImporter Activity:
                                                                                NoShort-Term Generator Activity:
                                                                                PrivateOperator Type:
                                                                                NOT REQUIREDOperator Name:
                                                                                PrivateOwner Type:
                                                                                CURT SKALETOwner Name:
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                                                            No Evaluations FoundEvaluations:
Evaluation Action Summary:

                                                            No Violations FoundViolations:
Facility Has Received Notices of Violations:

                              GENERAL AUTOMOTIVE REPAIRNAICS Description:
                              811111NAICS Code:

List of NAICS Codes and Descriptions:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            YesCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            CAState District Owner:
                                                            Small Quantity GeneratorFederal Waste Generator Description:
          SOUTHWEST ENGINESHandler Name:
                                                            19900507Receive Date:

Historic Generators:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            415-555-1212Owner/Operator Telephone:
                                                            NOT REQUIRED, ME 99999Owner/Operator City,State,Zip:
                                                            NOT REQUIREDOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            PrivateLegal Status:
                                                            CURT SKALETOwner/Operator Name:
                                                            OwnerOwner/Operator Indicator:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            415-555-1212Owner/Operator Telephone:
                                                            NOT REQUIRED, ME 99999Owner/Operator City,State,Zip:
                                                            NOT REQUIREDOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            PrivateLegal Status:
                                                            NOT REQUIREDOwner/Operator Name:
                                                            OperatorOwner/Operator Indicator:

Handler - Owner Operator:

                                                                                NoSub-Part P Indicator:
                                                                                Not reportedManifest Broker:
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                                        352 - Other organic solidsCA Waste Code:
                                        AZR000501510TSD EPA ID:
                                        CAD982489411Gepaid:
                                        2017Year:

                                        25333 E 5TH STMailing Address:
                                        Not reportedMailing Name:
                                        9098625569Telephone:
                                        CURTIS SKALETContact:
                                        SAN BERNARDINO, CA 924100000City,State,Zip:
                                        Not reportedAddress 2:
                                        25333 E 5THAddress:
                                        SOUTHWEST ENGINESName:

HAZNET:

                                   SAN BERNARDINO, CA 92410City,State,Zip:
                                   25333 E 5THAddress:
                                   SOUTHWEST ENGINESName:
                                   http://echo.epa.gov/detailed-facility-report?fid=110002829146DFR URL:
                                   110002829146Registry ID:
                                   1000411035Envid:

ECHO:

additional FINDS: detail in the EDR Site Report.
Click this hyperlink while viewing on your computer to access 

Incident Tracking, Compliance Assistance, and Compliance Monitoring.
that support Compliance and Enforcement programs. These include;
has the capability to track other activities occurring in the Region
that information with Federal actions already in the system. ICIS also
Compliance System (PCS) which supports the NPDES and will integrate
it Headquarters. A future release of ICIS will replace the Permit
information is maintained in ICIS by EPA in the Regional offices and
Federal Administrative and Judicial enforcement actions. This
a single repository for that information. Currently, ICIS contains all
replace EPA’s independent databases that contain Enforcement data with
information across most of EPA’s programs. The vision for ICIS is to
complete, will contain integrated Enforcement and Compliance
Compliance Information System and provides a database that, when
ICIS (Integrated Compliance Information System) is the Integrated
STATE MASTER
corrective action activities required under RCRA.
program staff to track the notification, permit, compliance, and
and treat, store, or dispose of hazardous waste. RCRAInfo allows RCRA
events and activities related to facilities that generate, transport,
Conservation and Recovery Act (RCRA) program through the tracking of
RCRAInfo is a national information system that supports the Resource
facilities.
generators, transporters, and treatment, storage, and disposal
provides California with information on hazardous waste shipments for
California Hazardous Waste Tracking System - Datamart (HWTS-DATAMART)

Environmental Interest/Information System:

Click Here:

          110002829146Registry ID:
FINDS:
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https://ofmpub.epa.gov/frs_public2/fii_query_detail.disp_program_facility?p_registry_id=110002829146


MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                                        0.22935Tons:
                                        H01 - Transfer StationDisposal Method:
                                        491 - Unspecified sludge wasteCA Waste Code:
                                        CAD028409019TSD EPA ID:
                                        CAD982489411Gepaid:
                                        2006Year:

                                        0.22935Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoDisposal Method:
                                        491 - Unspecified sludge wasteCA Waste Code:
                                        CAD028409019TSD EPA ID:
                                        CAD982489411Gepaid:
                                        2007Year:

                                        0.3Tons:
                                        -Disposal Method:
                                        352 - Other organic solidsCA Waste Code:
                                        CAD099452708TSD EPA ID:
                                        CAD982489411Gepaid:
                                        2009Year:

                                        0.5Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoDisposal Method:
                                        352 - Other organic solidsCA Waste Code:
                                        CAD099452708TSD EPA ID:
                                        CAD982489411Gepaid:
                                        2011Year:

                                        0.45Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoDisposal Method:
                                        352 - Other organic solidsCA Waste Code:
                                        CAD099452708TSD EPA ID:
                                        CAD982489411Gepaid:
                                        2013Year:

                                        0.375Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoDisposal Method:
                                        352 - Other organic solidsCA Waste Code:
                                        AZR000501510TSD EPA ID:
                                        CAD982489411Gepaid:
                                        2014Year:

                                        0.2Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoDisposal Method:
                                        352 - Other organic solidsCA Waste Code:
                                        AZR000501510TSD EPA ID:
                                        CAD982489411Gepaid:
                                        2016Year:

                                        0.2Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoDisposal Method:
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                                        CAD980893325Trans EPA ID:
                                        21781268Manifest ID:
                                        20030501Receipt Date:
                                        6/23/2004 9:59:25Creation Date:
                                        20030424Shipment Date:

                                        CAD982489411Gen EPA ID:
                                        2003Year:

Additional Info:

                                        Not reportedAdditional Code 5:
                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        PQuantity Unit:
                                        750Waste Quantity:
                                        0.375Quantity Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoMeth Code:
                                        Not reportedRCRA Code:
                                        352 - Other organic solidsWaste Code Description:
                                        Not reportedTSDF Alt Name:
                                        Not reportedTSDF Alt EPA ID:
                                        AA SYDCOL LLCTrans Name:
                                        AZR000501510TSDF EPA ID:
                                        INDUSTRIAL WASTE UTILIZATIONTrans 2 Name:
                                        CAD980585293Trans 2 EPA ID:
                                        ACTION WASTE OIL SERVICESTrans Name:
                                        CAL000280876Trans EPA ID:
                                        000825115GBFManifest ID:
                                        20140627Receipt Date:
                                        11/11/2014 22:15:05Creation Date:
                                        20140624Shipment Date:

                                        CAD982489411Gen EPA ID:
                                        2014Year:

Additional Info:

4 additional CA HAZNET: record(s) in the EDR Site Report.
Click this hyperlink while viewing on your computer to access 

                                        0.25Tons:
                                        D80 - Disposal, Land FillDisposal Method:
                                        223 - Unspecified oil-containing wasteCA Waste Code:
                                        CAT080033681TSD EPA ID:
                                        CAD982489411Gepaid:
                                        2003Year:

                                        0.374Tons:
                                        D80 - Disposal, Land FillDisposal Method:
                                        343 - Unspecified organic liquid mixtureCA Waste Code:
                                        CAT080033681TSD EPA ID:
                                        CAD982489411Gepaid:
                                        2005Year:
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http://www.edrnet.com/srf2/FinalSiteReport.aspx?ID=6ThH6jCpT4SXhQSeHDwF3dqoj0wzCgnipX.bATLs435.S.eLXhsiCeZRQfU6SiTaeMGo3UjYDInJwR4ZF4qq4RPydjr3q4YIofzM6A0E0.few6iczf6L3dowg4wTnWbmi1t06JUVXOnc.sf0bcsd9mu4ToOpLpBzsYcU69iTTLYxh369HkdP3G4.jkr4CLbxpc1D9Ed44tHCS6pfXwzv3x.pQBL0SfaveoqO6LWbDtRwwNhUFYvw54B9dAwnqk3HoF754BU70KhNwIV6z4yQ57H0g9UWnq5eihyE5FMdXq0v.NjtbrJr6h4wTcgLhzTbHrvX4OTVjWu6CMprpHuE3Kca4eBGSLFhXuLq91x1QfcVS8vLenQGC0ZCDOScwZUYFWoy3bNAdSc7qcP3oSKR85Mf0YuswSDhzwLx9dxTgIghn8yCiIwqAZiPXfXu.lf6bICfC1aAT5PMLFAtsKge2vJg3Wtf5hWM.vS35Dt9.YQNeNkfLnwVvHduhmgoseUbiMA3604jTZuhhWdEHOXA4VwsjnZpCWO6pKLA3Lua4Tl.Sn9uXacJ4tCNQaATSHrQe4zv3zVNDdpHwcmBFcyF3ZirdXiHqH5YoNtB3.b30T.XwyOcz9nL76.tgkuRn9luicBU44jtXvuN.yK9bHI849OjTZz4LsaisnpD38Nf3qJd57O0.xxL6565.zTTekp.LN7Q8AzVhlA9scVOiqye3
http://www.edrnet.com/srf2/FinalSiteReport.aspx?ID=6ThH6jCpT4SXhQSeHDwF3dqoj0wzCgnipX.bATLs435.S.eLXhsiCeZRQfU6SiTaeMGo3UjYDInJwR4ZF4qq4RPydjr3q4YIofzM6A0E0.few6iczf6L3dowg4wTnWbmi1t06JUVXOnc.sf0bcsd9mu4ToOpLpBzsYcU69iTTLYxh369HkdP3G4.jkr4CLbxpc1D9Ed44tHCS6pfXwzv3x.pQBL0SfaveoqO6LWbDtRwwNhUFYvw54B9dAwnqk3HoF754BU70KhNwIV6z4yQ57H0g9UWnq5eihyE5FMdXq0v.NjtbrJr6h4wTcgLhzTbHrvX4OTVjWu6CMprpHuE3Kca4eBGSLFhXuLq91x1QfcVS8vLenQGC0ZCDOScwZUYFWoy3bNAdSc7qcP3oSKR85Mf0YuswSDhzwLx9dxTgIghn8yCiIwqAZiPXfXu.lf6bICfC1aAT5PMLFAtsKge2vJg3Wtf5hWM.vS35Dt9.YQNeNkfLnwVvHduhmgoseUbiMA3604jTZuhhWdEHOXA4VwsjnZpCWO6pKLA3Lua4Tl.Sn9uXacJ4tCNQaATSHrQe4zv3zVNDdpHwcmBFcyF3ZirdXiHqH5YoNtB3.b30T.XwyOcz9nL76.tgkuRn9luicBU44jtXvuN.yK9bHI849OjTZz4LsaisnpD38Nf3qJd57O0.xxL6565.zTTekp.LN7Q8AzVhlA9scVOiqye3
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                                        CAL000280876Trans EPA ID:
                                        011232204JJKManifest ID:
                                        20130513Receipt Date:
                                        7/28/2013 22:15:09Creation Date:
                                        20130510Shipment Date:

                                        CAD982489411Gen EPA ID:
                                        2013Year:

Additional Info:

                                        Not reportedAdditional Code 5:
                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        GQuantity Unit:
                                        110Waste Quantity:
                                        0.374Quantity Tons:
                                        D80 - Disposal, Land FillMeth Code:
                                        D006RCRA Code:
                                        343 - Unspecified organic liquid mixtureWaste Code Description:
                                        Not reportedTSDF Alt Name:
                                        CAT080033681TSDF Alt EPA ID:
                                        D/K ENVIRONMENTALTrans Name:
                                        CAT080033681TSDF EPA ID:
                                        Not reportedTrans 2 Name:
                                        Not reportedTrans 2 EPA ID:
                                        GOLDEN STATE ENVIRONMENTAL SERVICETrans Name:
                                        CAR000111286Trans EPA ID:
                                        24320481Manifest ID:
                                        20050413Receipt Date:
                                        7/28/2005 18:30:54Creation Date:
                                        20050413Shipment Date:

                                        CAD982489411Gen EPA ID:
                                        2005Year:

Additional Info:

                                        Not reportedAdditional Code 5:
                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        PQuantity Unit:
                                        500Waste Quantity:
                                        0.25Quantity Tons:
                                        D80 - Disposal, Land FillMeth Code:
                                        Not reportedRCRA Code:
                                        223 - Unspecified oil-containing wasteWaste Code Description:
                                        Not reportedTSDF Alt Name:
                                        CAT080033681TSDF Alt EPA ID:
                                        Not reportedTrans Name:
                                        CAT080033681TSDF EPA ID:
                                        Not reportedTrans 2 Name:
                                        CAL931024038Trans 2 EPA ID:
                                        Not reportedTrans Name:
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                                        20090605Receipt Date:
                                        7/31/2009 18:30:08Creation Date:
                                        20090604Shipment Date:

                                        CAD982489411Gen EPA ID:
                                        2009Year:

Additional Info:

                                        Not reportedAdditional Code 5:
                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        GQuantity Unit:
                                        55Waste Quantity:
                                        0.22935Quantity Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoMeth Code:
                                        Not reportedRCRA Code:
                                        491 - Unspecified sludge wasteWaste Code Description:
                                        Not reportedTSDF Alt Name:
                                        Not reportedTSDF Alt EPA ID:
                                        CROSBY & OVERTONTrans Name:
                                        CAD028409019TSDF EPA ID:
                                        Not reportedTrans 2 Name:
                                        Not reportedTrans 2 EPA ID:
                                        EVERGREEN ENVIRONMENTAL SERVICESTrans Name:
                                        CAD982413262Trans EPA ID:
                                        002476096JJKManifest ID:
                                        20070924Receipt Date:
                                        12/28/2007 18:31:00Creation Date:
                                        20070919Shipment Date:

                                        CAD982489411Gen EPA ID:
                                        2007Year:

Additional Info:

                                        Not reportedAdditional Code 5:
                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        PQuantity Unit:
                                        900Waste Quantity:
                                        0.45Quantity Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoMeth Code:
                                        Not reportedRCRA Code:
                                        352 - Other organic solidsWaste Code Description:
                                        Not reportedTSDF Alt Name:
                                        Not reportedTSDF Alt EPA ID:
                                        INDUSTRIAL SERVICE OIL CO INCTrans Name:
                                        CAD099452708TSDF EPA ID:
                                        Not reportedTrans 2 Name:
                                        Not reportedTrans 2 EPA ID:
                                        ACTION WASTE OIL SERVICESTrans Name:
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                                        20010914Receipt Date:
                                        12/17/2001 0:00:00Creation Date:
                                        20010830Shipment Date:

                                        CAD982489411Gen EPA ID:
                                        2001Year:

Additional Info:

                                        Not reportedAdditional Code 5:
                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        GQuantity Unit:
                                        55Waste Quantity:
                                        0.22935Quantity Tons:
                                        H01 - Transfer StationMeth Code:
                                        D006RCRA Code:
                                        491 - Unspecified sludge wasteWaste Code Description:
                                        Not reportedTSDF Alt Name:
                                        CAD028409019TSDF Alt EPA ID:
                                        CROSBY OVERTONTrans Name:
                                        CAD028409019TSDF EPA ID:
                                        Not reportedTrans 2 Name:
                                        Not reportedTrans 2 EPA ID:
                                        EVERGREEN ENVIRONMENTAL SOUTHTrans Name:
                                        CAD982413262Trans EPA ID:
                                        24901688Manifest ID:
                                        20060515Receipt Date:
                                        8/24/2006 18:32:30Creation Date:
                                        20060510Shipment Date:

                                        CAD982489411Gen EPA ID:
                                        2006Year:

Additional Info:

                                        Not reportedAdditional Code 5:
                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        PQuantity Unit:
                                        600Waste Quantity:
                                        0.3Quantity Tons:
                                        - Not reportedMeth Code:
                                        Not reportedRCRA Code:
                                        352 - Other organic solidsWaste Code Description:
                                        Not reportedTSDF Alt Name:
                                        Not reportedTSDF Alt EPA ID:
                                        INDUSTRIAL SERVICETrans Name:
                                        CAD099452708TSDF EPA ID:
                                        Not reportedTrans 2 Name:
                                        Not reportedTrans 2 EPA ID:
                                        ACTION WASTE OIL SERVICESTrans Name:
                                        CAL000280876Trans EPA ID:
                                        000096855JJKManifest ID:
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                                        6/26/1997 0:00:00Creation Date:
                                        19970326Shipment Date:

                                        CAD982489411Gen EPA ID:
                                        1997Year:

Additional Info:

                                        Not reportedAdditional Code 5:
                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        PQuantity Unit:
                                        1000Waste Quantity:
                                        0.5Quantity Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoMeth Code:
                                        Not reportedRCRA Code:
                                        352 - Other organic solidsWaste Code Description:
                                        Not reportedTSDF Alt Name:
                                        Not reportedTSDF Alt EPA ID:
                                        INDUSTRIAL SERVICETrans Name:
                                        CAD099452708TSDF EPA ID:
                                        Not reportedTrans 2 Name:
                                        Not reportedTrans 2 EPA ID:
                                        ACTION WASTE OIL SERVICES LLCTrans Name:
                                        CAL000280876Trans EPA ID:
                                        004605493JJKManifest ID:
                                        20110616Receipt Date:
                                        7/23/2011 18:30:24Creation Date:
                                        20110615Shipment Date:

                                        CAD982489411Gen EPA ID:
                                        2011Year:

Additional Info:

                                        Not reportedAdditional Code 5:
                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        PQuantity Unit:
                                        1500Waste Quantity:
                                        0.75Quantity Tons:
                                        D80 - Disposal, Land FillMeth Code:
                                        Not reportedRCRA Code:
                                        352 - Other organic solidsWaste Code Description:
                                        Not reportedTSDF Alt Name:
                                        CAT080033681TSDF Alt EPA ID:
                                        Not reportedTrans Name:
                                        CAT080033681TSDF EPA ID:
                                        Not reportedTrans 2 Name:
                                        Not reportedTrans 2 EPA ID:
                                        Not reportedTrans Name:
                                        CA0000001818Trans EPA ID:
                                        21075253Manifest ID:
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                                        CAD000088252TSDF Alt EPA ID:
                                        Not reportedTrans Name:
                                        CAD000088252TSDF EPA ID:
                                        Not reportedTrans 2 Name:
                                        Not reportedTrans 2 EPA ID:
                                        Not reportedTrans Name:
                                        CA0000001818Trans EPA ID:
                                        96393909Manifest ID:
                                        19970326Receipt Date:
                                        6/26/1997 0:00:00Creation Date:
                                        19970326Shipment Date:

                                        Not reportedAdditional Code 5:
                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        PQuantity Unit:
                                        1600Waste Quantity:
                                        0.8Quantity Tons:
                                        H01 - Transfer StationMeth Code:
                                        Not reportedRCRA Code:
                                        223 - Unspecified oil-containing wasteWaste Code Description:
                                        Not reportedTSDF Alt Name:
                                        CAD000088252TSDF Alt EPA ID:
                                        Not reportedTrans Name:
                                        CAD000088252TSDF EPA ID:
                                        Not reportedTrans 2 Name:
                                        Not reportedTrans 2 EPA ID:
                                        Not reportedTrans Name:
                                        CA0000001818Trans EPA ID:
                                        96393909Manifest ID:
                                        19970326Receipt Date:
                                        6/26/1997 0:00:00Creation Date:
                                        19970326Shipment Date:

                                        Not reportedAdditional Code 5:
                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        PQuantity Unit:
                                        1600Waste Quantity:
                                        0.8Quantity Tons:
                                        H01 - Transfer StationMeth Code:
                                        Not reportedRCRA Code:
                                        223 - Unspecified oil-containing wasteWaste Code Description:
                                        Not reportedTSDF Alt Name:
                                        CAD000088252TSDF Alt EPA ID:
                                        Not reportedTrans Name:
                                        CAD000088252TSDF EPA ID:
                                        Not reportedTrans 2 Name:
                                        Not reportedTrans 2 EPA ID:
                                        Not reportedTrans Name:
                                        CA0000001818Trans EPA ID:
                                        96393909Manifest ID:
                                        19970326Receipt Date:
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25333 E 5TH STAddress:
SOUTHWEST ENGINESName:

11/30/2022Expiration Date:
ACTIVEFacility Status:
CONDITIONALLY EXEMPT SM QTY GENERATOR SPECIALPermit Category:
PT0001483Permit Number:
SKALET, CURTIS HOwner:
FA0006313Facility ID:
SAN BERNARDINORegion:
SAN BERNARDINO, CA 92410City,State,Zip:
25333 E 5TH STAddress:
SOUTHWEST ENGINESName:

San Bern. Co. Permit:

                                        Not reportedAdditional Code 5:
                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        PQuantity Unit:
                                        400Waste Quantity:
                                        0.2Quantity Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoMeth Code:
                                        Not reportedRCRA Code:
                                        352 - Other organic solidsWaste Code Description:
                                        Not reportedTSDF Alt Name:
                                        Not reportedTSDF Alt EPA ID:
                                        AA SYDCOL LLCTrans Name:
                                        AZR000501510TSDF EPA ID:
                                        INDUSTRIAL WASTE UTILIZATIONTrans 2 Name:
                                        CAD980585293Trans 2 EPA ID:
                                        HAZARDOUS TECHNOLOGIES INCTrans Name:
                                        CAR000168229Trans EPA ID:
                                        013118945JJKManifest ID:
                                        20170621Receipt Date:
                                        7/16/2018 18:30:53Creation Date:
                                        20170613Shipment Date:

                                        CAD982489411Gen EPA ID:
                                        2017Year:

Additional Info:

                                        Not reportedAdditional Code 5:
                                        Not reportedAdditional Code 4:
                                        Not reportedAdditional Code 3:
                                        Not reportedAdditional Code 2:
                                        Not reportedAdditional Code 1:
                                        PQuantity Unit:
                                        2000Waste Quantity:
                                        1Quantity Tons:
                                        H01 - Transfer StationMeth Code:
                                        Not reportedRCRA Code:
                                        135 - Unspecified aqueous solutionWaste Code Description:
                                        Not reportedTSDF Alt Name:

SOUTHWEST ENGINES  (Continued) 1000411035
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                                        924100000Facility Zip:
                                        CAFacility State:
                                        Not reportedFacility County:
                                        SAN BERNARDINOFacility City:
                                        Not reportedFacility Address 2:
                                        25333 E 5THFacility Address:
                                        SOUTHWEST ENGINESFacility Name:
                                        2017-06-30 00:00:00Inactive Date:
                                        1990-06-29 00:00:00Issued EPA ID Date:
                                        General Automotive RepairNAICS Description:
                                        811111NAICS Code:
                                        2002-03-14 16:36:27.000Create Date:
                                        CAD982489411EPA ID:

NAICS:

                                        SAN BERNARDINO, CA 924100000City,State,Zip:
                                        Not reportedContact Address 2:
                                        25333 E 5TH STREETContact Address:
                                        CURTIS SKALETContact Name:
                                        HIGHLAND, CA 923460000Owner City,State,Zip:
                                        Not reportedOwner Address 2:
                                        7356 CRIMSON DRIVEOwner Address:
                                        CURTIS H SKALETOwner Name:
                                        SAN BERNARDINO, CA 924100000Mailing City,State,Zip:
                                        Not reportedMailing Address 2:
                                        25333 E 5TH STMailing Address:
                                        Not reportedMailing Name:
                                        04/14/2016Last Act Date:
                                        06/29/1990Create Date:
                                        06/30/2017Inactive Date:
                                        CAD982489411EPA ID:
                                        SAN BERNARDINO, CA 924100000City,State,Zip:
                                        Not reportedAddress 2:
                                        25333 E 5THAddress:
                                        SOUTHWEST ENGINESName:

HWTS:

11/30/2011Expiration Date:
INACTIVEFacility Status:
SPECIAL HANDLERPermit Category:
PT0001482Permit Number:
SKALET, CURTIS HOwner:
FA0006313Facility ID:
SAN BERNARDINORegion:
SAN BERNARDINO, CA 92410City,State,Zip:

SOUTHWEST ENGINES  (Continued) 1000411035

                              Not reportedFile Number:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              25003 5TH STAddress:
                              BENEL PLUMBING CO.Name:

HIST UST:

1033 ft. Site 1 of 2 in cluster D
0.196 mi.

Relative:
Lower

Actual:
1073 ft.

 

1/8-1/4 HWTSSAN BERNARDINO, CA  92410
WSW HAZNET25003 5TH ST    N/A
D14 HIST USTBENEL PLUMBING CO. U001576157
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                                        NED981723513TSD EPA ID:
                                        CAC002852428Gepaid:
                                        2016Year:

                                        0.2Tons:
                                        H040 - Incineration--Thermal Destruction Other Than Use As A FuelDisposal Method:
                                        352 - Other organic solidsCA Waste Code:
                                        NED981723513TSD EPA ID:
                                        CAC002852428Gepaid:
                                        2016Year:

                                        0.125Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoDisposal Method:
                                        343 - Unspecified organic liquid mixtureCA Waste Code:
                                        CAD044429835TSD EPA ID:
                                        CAC002852428Gepaid:
                                        2016Year:

                                        0.02Tons:
                                        Treatment/Reovery (H010-H129) Or (H131-H135)
                                        H141 - Storage, Bulking, And/Or Transfer Off Site--NoDisposal Method:
                                        331 - Off-specification, aged or surplus organicsCA Waste Code:
                                        CAD044429835TSD EPA ID:
                                        CAC002852428Gepaid:
                                        2016Year:

                                        25003 5TH STMailing Address:
                                        Not reportedMailing Name:
                                        9098886626Telephone:
                                        JAY BENJAMINContact:
                                        SAN BERNARDINO, CA 924105119City,State,Zip:
                                        Not reportedAddress 2:
                                        25003 5TH STAddress:
                                        BENEL MECHANICAL INCName:

HAZNET:

                              NoneLeak Detection:
                              Not reportedContainer Construction Thickness:
                              REGULARType of Fuel:
                              PRODUCTTank Used for:
                              00001000Tank Capacity:
                              1974Year Installed:
                              1Container Num:
                              001Tank Num:

                              0000Total Tanks:
                              SAN BERNARDINO, CA 92404Owner City,St,Zip:
                              3621 HEMLOCK DR.Owner Address:
                              WILLIAM B. ELLIOTTOwner Name:
                              7148886626Telephone:
                              WILLIAM B. ELLIOTTContact Name:
                              PLUMBING CONTRACTORSOther Type:
                              OtherFacility Type:
                              00000041013Facility ID:
                              STATERegion:
                              Not reportedURL:

BENEL PLUMBING CO.  (Continued) U001576157
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                                        SAN BERNARDINO, CA 924105119City,State,Zip:
                                        Not reportedContact Address 2:
                                        25003 5TH STContact Address:
                                        JAY BENJAMINContact Name:
                                        SAN BERNARDINO, CA 924105119Owner City,State,Zip:
                                        Not reportedOwner Address 2:
                                        25003 5TH STOwner Address:
                                        JAY BENJAMINOwner Name:
                                        SAN BERNARDINO, CA 924105119Mailing City,State,Zip:
                                        Not reportedMailing Address 2:
                                        25003 5TH STMailing Address:
                                        Not reportedMailing Name:
                                        06/10/2016Last Act Date:
                                        03/10/2016Create Date:
                                        06/10/2016Inactive Date:
                                        CAC002852428EPA ID:
                                        SAN BERNARDINO, CA 924105119City,State,Zip:
                                        Not reportedAddress 2:
                                        25003 5TH STAddress:
                                        BENEL MECHANICAL INCName:

HWTS:

                                        0.2Tons:
                                        Landfill( To Include On-Site Treatment And/Or Stabilization)
                                        H132 - Landfill Or Surface Impoundment That Will Be Closed AsDisposal Method:
                                        223 - Unspecified oil-containing wasteCA Waste Code:
                                        CAD980675276TSD EPA ID:
                                        CAC002852428Gepaid:
                                        2016Year:

                                        0.05Tons:
                                        H040 - Incineration--Thermal Destruction Other Than Use As A FuelDisposal Method:
                                        212 - Oxygenated solvents (acetone, butanol, ethyl acetate, etc.)CA Waste Code:

BENEL PLUMBING CO.  (Continued) U001576157

                              Not reportedTotal Tanks:
                              Not reportedOwner City,St,Zip:
                              Not reportedOwner Address:
                              Not reportedOwner Name:
                              Not reportedTelephone:
                              Not reportedContact Name:
                              Not reportedOther Type:
                              Not reportedFacility Type:
                              Not reportedFacility ID:
                              Not reportedRegion:
                              http://geotracker.waterboards.ca.gov/ustpdfs/pdf/0002AA8F.pdfURL:
                              0002AA8FFile Number:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              25003 EAST FIFTH STREETAddress:
                              BENEL PLUMBING COName:

HIST UST:

1039 ft. Site 2 of 2 in cluster D
0.197 mi.

Relative:
Lower

Actual:
1073 ft.

 

1/8-1/4 SAN BERNARDINO, CA  92410
WSW 25003 EAST FIFTH STREET    N/A
D15 HIST USTBENEL PLUMBING CO S118407884
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Click here for Geo Tracker PDF:

                              Not reportedLeak Detection:
                              Not reportedContainer Construction Thickness:
                              Not reportedType of Fuel:
                              Not reportedTank Used for:
                              Not reportedTank Capacity:
                              Not reportedYear Installed:
                              Not reportedContainer Num:
                              Not reportedTank Num:

BENEL PLUMBING CO  (Continued) S118407884

                                                                                NoFederal Universal Waste:
                                                                                YesUniversal Waste Destination Facility:
                                                                                YesUniversal Waste Indicator:
                                                                                NoOff-Site Waste Receipt:
                                                                                NoUnderground Injection Control:
                                                                                NoSmelting Melting and Refining Furnace Exemption:
                                                                                NoSmall Quantity On-Site Burner Exemption:
                                                                                NoRecycler Activity with Storage:
                                                                                NoTransfer Facility Activity:
                                                                                NoTransporter Activity:
                                                                                NoMixed Waste Generator:
                                                                                NoImporter Activity:
                                                                                NoShort-Term Generator Activity:
                                                                                OtherOperator Type:
                                                                                RON MITCHAMOperator Name:
                                                                                OtherOwner Type:
                                                                                RON MITCHAMOwner Name:
                                                                                SAN BERNARDINO, CA 92413Mailing City,State,Zip:
                                                                                PO BOX 3142Mailing Address:
                                                                                Not reportedState District:
                                                                                Not reportedState District Owner:
                                                                                Handler ActivitiesActive Site Indicator:
                                                                                Not reportedAccessibility:
                                                                                Not reportedBiennial Report Cycle:
                                                                                Not reportedNon-Notifier:
                                                                                Not a generator, verifiedFederal Waste Generator Description:
                                                                                Not reportedLand Type:
                                                                                09EPA Region:
                                                                                Not reportedContact Title:
                                                                                TAMMYHURLEY@ALLIANCE-ENVIRO.COMContact Email:
                                                                                Not reportedContact Fax:
                                                                                909-223-7339Contact Telephone:
                                                                                SAN BERNARDINO, CA 92413Contact City,State,Zip:
                                                                                PO BOX 3142Contact Address:
                                                                                RON MITCHAMContact Name:
                                                                                CAC003007853EPA ID:
                                                                                SAN BERNARDINO, CA 92410-4616Handler City,State,Zip:
                                                                                7815 ELMWOOD ROADHandler Address:
                              RON MITCHAMHandler Name:
                                                                                20190329Date Form Received by Agency:

RCRA NonGen / NLR:

1062 ft.
0.201 mi.

Relative:
Higher

Actual:
1090 ft.

 

1/8-1/4 SAN BERNARDINO, CA  92410
NE 7815 ELMWOOD ROAD CAC003007853
16 RCRA NonGen / NLRRON MITCHAM 1025828300
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                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            909-223-7339Owner/Operator Telephone:
                                                            SAN BERNARDINO, CA 92413Owner/Operator City,State,Zip:
                                                            PO BOX 3142Owner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            OtherLegal Status:
                                                            RON MITCHAMOwner/Operator Name:
                                                            OwnerOwner/Operator Indicator:

Handler - Owner Operator:

                                                                                NoSub-Part P Indicator:
                                                                                NoManifest Broker:
                                                                                NoRecycler Activity Without Storage:
                                                                                NoExporter of Spent Lead Acid Batteries:
                                                                                NoImporter of Spent Lead Acid Batteries:
                                                                                NoRecognized Trader-Exporter:
                                                                                NoRecognized Trader-Importer:
                                                                                20190626Handler Date of Last Change:
                                                                                Not reportedFinancial Assurance Required:
                                                                                NoSignificant Non-Complier With a Compliance Schedule Universe:
                                                                                NoAddressed Significant Non-Complier Universe:
                                                                                NoUnaddressed Significant Non-Complier Universe:
                                                                                NoSignificant Non-Complier Universe:
                                                                                Not reportedFull Enforcement Universe:
                                                                                Not reportedOperating TSDF Universe:
                                                                                N/AGroundwater Controls Indicator:
                                                                                N/AHuman Exposure Controls Indicator:
                                                                                NoInstitutional Control Indicator:
                                                                                NoEnvironmental Control Indicator:
                                                                                No NCAPS rankingCorrective Action Priority Ranking:
                                                                                NoTSDFs Only Subject to CA under Discretionary Auth Universe:
                                                                                NoTSDFs Potentially Subject to CA Under 3004 (u)/(v) Universe:
                                                                                NoNon-TSDFs Where RCRA CA has Been Imposed Universe:
                                                                                NoSubject to Corrective Action Universe:
                                                                                NoCorrective Action Workload Universe:
                                                                                No202 GPRA Corrective Action Baseline:
                                                                                Not reportedClosure Workload Universe:
                                                                                Not reportedPost-Closure Workload Universe:
                                                                                Not reportedPermit Progress Universe:
                                                                                Not reportedPermit Workload Universe:
                                                                                Not reportedPermit Renewals Workload Universe:
                                                                                Not on the Baseline2018 GPRA Renewals Baseline:
                                                                                Not on the Baseline2018 GPRA Permit Baseline:
                                                                                Not reportedTreatment Storage and Disposal Type:
                                                                                NoCommercial TSD Indicator:
                                                                                Not reportedSub-Part K Indicator:
                                                                                NHazardous Secondary Material Indicator:
                                                                                Not reportedFederal Facility Indicator:
                                                                                ---Active Site State-Reg Handler:
                                                                                Not reportedActive Site State-Reg Treatment Storage and Disposal Facility:
                                                                                Not reportedActive Site Converter Treatment storage and Disposal Facility:
                                                                                Not reportedActive Site Fed-Reg Treatment Storage and Disposal Facility:

RON MITCHAM  (Continued) 1025828300
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                                                            No Evaluations FoundEvaluations:
Evaluation Action Summary:

                                                            No Violations FoundViolations:
Facility Has Received Notices of Violations:

                              ALL OTHER WASTE MANAGEMENT SERVICESNAICS Description:
                              56299NAICS Code:

List of NAICS Codes and Descriptions:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            YesCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            Not reportedState District Owner:
                                                            Not a generator, verifiedFederal Waste Generator Description:
          RON MITCHAMHandler Name:
                                                            20190329Receive Date:

Historic Generators:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            909-223-7339Owner/Operator Telephone:
                                                            SAN BERNARDINO, CA 92413Owner/Operator City,State,Zip:
                                                            PO BOX 3142Owner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            OtherLegal Status:
                                                            RON MITCHAMOwner/Operator Name:
                                                            OperatorOwner/Operator Indicator:

RON MITCHAM  (Continued) 1025828300

                                                  Not reportedQty Leaked:
                                                  8006619, MTBSubstance:
                                                  Soil onlyCase Type:
                                                  99032Local Case Num:
                                                  083603393TCase Number:
                                                  Leak being confirmedFacility Status:
                                                  Santa Ana RegionRegional Board:
                                                  San BernardinoCounty:
                                                  8Region:
                                                  SAN BERNARDINOCity:
                                                  24914 5TH STAddress:
                                                  ISKANDAR TEXACOName:

LUST REG 8:

1536 ft. Site 1 of 4 in cluster E
0.291 mi.

Relative:
Lower

Actual:
1070 ft.

 

1/4-1/2 SAN BERNARDINO, CA  92410
WSW HIST CORTESE24914    N/A
E17 LUSTISKANDAR TEXACO S103983422
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                    083603393TReg Id:
                    LTNKAReg By:
                    36Facility County Code:
                    CORTESERegion:
                    SAN BERNARDINO, CA 92410City,State,Zip:
                    24914edr_fadd1:
                    ISKANDAR TEXACOedr_fname:

HIST CORTESE:

Not reportedSummary:
                                                  Not reportedWork Suspended:
                                                  Not reportedCleanup Fund Id:
                                                  A2Priority:
                                                  MUNBeneficial:
                                                  UPPER SANTA ANA VALLHydr Basin #:
                                                  36000LLocal Agency:
                                                  Local AgencyLead Agency:
                                                  CR2Staff Initials:
                                                  TMEStaff:
                                                  *MTBE Class:
                                                  Not Required to be Tested.MTBE Tested:
                                                  0MTBE Fuel:
                                                  Not reportedMax MTBE Soil:
                                                  0MTBE Concentration:
                                                  Not reportedMax MTBE GW:
                                                  Not reportedMTBE Date:
                                                  -117.2965765Longitude:
                                                  34.1082285Latitude:
                                                  LUSTOversite Program:
                                                  Not reportedInterim:
                                                  Not reportedFacility Contact:
                                                  Not reportedOperator:
                                                  Not reportedSoil Qualifies:
                                                  Not reportedGW Qualifies:
                                                  3/24/1999Enter Date:
                                                  Not reportedDate Post Remedial Action Monitoring:
                                                  Not reportedDate Remedial Action Underway:
                                                  Not reportedDate Remediation Plan Submitted:
                                                  Not reportedDate Pollution Characterization Began:
                                                  Not reportedDate Prelim Assessment Workplan Submitted:
                                                  Not reportedClose Date:
                                                  Not reportedEnforcement Date:
                                                  12/9/1998Discover Date:
                                                  Not reportedDate Preliminary Assessment Began:
                                                  12/9/1998Date Confirmation of Leak Began:
                                                  3/24/1999Enter Date:
                                                  Not reportedHow Stopped Date:
                                                  T0607100550Global ID:
                                                  UNKLeak Source:
                                                  UNKLeak Cause:
                                                  Not reportedHow Stopped:
                                                  Tank ClosureHow Discovered:
                                                  Not reportedFunding:
                                                  Not reportedEnf Type:
                                                  TIPPECANOECross Street:
                                                  Not reportedAbate Method:

ISKANDAR TEXACO  (Continued) S103983422
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                         Letter - NoticeAction:
                         07/09/2009Date:
                         ENFORCEMENTAction Type:
                         T0607100550Global Id:

                         Leak DiscoveryAction:
                         12/09/1998Date:
                         OtherAction Type:
                         T0607100550Global Id:

LUST:

                         9517823238Phone Number:
                         miguel.oviedo@waterboards.ca.govEmail:
                         RIVERSIDECity:
                         3737 Main Street, Suite 500Address:
                         SANTA ANA RWQCB (REGION 8)Organization Name:
                         MIGUEL OVIEDOContact Name:
                         Regional Board CaseworkerContact Type:
                         T0607100550Global Id:

                         9093868419Phone Number:
                         crichards@sbcfire.orgEmail:
                         SAN BERNARDINOCity:
                         620 SOUTH E STREETAddress:
                         SAN BERNARDINO COUNTYOrganization Name:
                         CATHERINE RICHARDSContact Name:
                         Local Agency CaseworkerContact Type:
                         T0607100550Global Id:

LUST:

                              Not reportedSite History:
                              Gasoline, MTBE / TBA / Other Fuel OxygenatesPotential Contaminants of Concern:
                              Aquifer used for drinking water supplyPotential Media Affect:
                              99032Local Case Number:
                              Local AgencyFile Location:
                              SAN BERNARDINO COUNTYLocal Agency:
                              083603393TRB Case Number:
                              CR2Case Worker:
                              05/06/2010Status Date:
                              Completed - Case ClosedStatus:
                              -117.260663509369Longitude:
                              34.1085888903952Latitude:
                              T0607100550Global Id:
                              http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=T0607100550Geo Track:
                              LUST Cleanup SiteCase Type:
                              SAN BERNARDINO COUNTYLead Agency:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              24914 E. 5TH STAddress:
                              ISKANDAR TEXACOName:

LUST:

HWTS
CERS

Cortese
1536 ft. CA FID USTSite 2 of 4 in cluster E
0.291 mi. HIST UST

Relative:
Lower

Actual:
1070 ft.

 

1/4-1/2 SWEEPS USTSAN BERNARDINO, CA  92410
WSW CDL24914 E 5TH ST    N/A
E18 LUSTS & R OIL S101591675
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     Illegal Drug Lab (L) - location where an illegal drug lab was operatedLab Type:
     Illegal Drug labLabtype:
     10/12/2000Date:
     2000-10-065Facility ID:
     SAN BERNARDINO, CA 92410City,State,Zip:
     24914 E 5TH STAddress:
     Not reportedName:

CDL:

                         05/06/2010Status Date:
                         Completed - Case ClosedStatus:
                         T0607100550Global Id:

                         11/13/2006Status Date:
                         Open - Site AssessmentStatus:
                         T0607100550Global Id:

                         12/09/1998Status Date:
                         Open - Site AssessmentStatus:
                         T0607100550Global Id:

                         12/09/1998Status Date:
                         Open - Case Begin DateStatus:
                         T0607100550Global Id:

LUST:

                         Request for ClosureAction:
                         09/25/2009Date:
                         RESPONSEAction Type:
                         T0607100550Global Id:

                         Leak StoppedAction:
                         12/09/1998Date:
                         OtherAction Type:
                         T0607100550Global Id:

                         Soil Vapor Extraction (SVE)Action:
                         08/14/2001Date:
                         REMEDIATIONAction Type:
                         T0607100550Global Id:

                         Soil Vapor Extraction (SVE)Action:
                         08/14/2001Date:
                         REMEDIATIONAction Type:
                         T0607100550Global Id:

                         Leak ReportedAction:
                         02/17/1999Date:
                         OtherAction Type:
                         T0607100550Global Id:

                         Closure/No Further Action LetterAction:
                         05/06/2010Date:
                         ENFORCEMENTAction Type:
                         T0607100550Global Id:
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                              Not reportedOwner Name:
                              Not reportedTelephone:
                              Not reportedContact Name:
                              Not reportedOther Type:
                              Not reportedFacility Type:
                              Not reportedFacility ID:
                              Not reportedRegion:
                              http://geotracker.waterboards.ca.gov/ustpdfs/pdf/00029DE1.pdfURL:
                              00029DE1File Number:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              24914 E 5TH STAddress:
                              E-Z SERVE STATION 998Name:

HIST UST:

          Not reportedNumber Of Tanks:
          REG UNLEADEDContent:
          PSTG:
          M.V. FUELTank Use:
          08-26-88Active Date:
          10000Capacity:
          ATank Status:
          36-000-013374-000002SWRCB Tank Id:
          2Owner Tank Id:
          02-29-88Created Date:
          07-28-92Action Date:
          07-28-92Referral Date:
          Not reportedBoard Of Equalization:
          9Number:
          13374Comp Number:
          ActiveStatus:
          SAN BERNARDINOCity:
          24914 E 5TH STAddress:
          S & R OILName:

          2Number Of Tanks:
          LEADEDContent:
          PSTG:
          M.V. FUELTank Use:
          08-26-88Active Date:
          7500Capacity:
          ATank Status:
          36-000-013374-000001SWRCB Tank Id:
          1Owner Tank Id:
          02-29-88Created Date:
          07-28-92Action Date:
          07-28-92Referral Date:
          Not reportedBoard Of Equalization:
          9Number:
          13374Comp Number:
          ActiveStatus:
          SAN BERNARDINOCity:
          24914 E 5TH STAddress:
          S & R OILName:

SWEEPS UST:

     or drug lab equipment and/or materials were stored.
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                              Not reportedWID Id:
                              Not reportedRegion 2:
                              Not reportedEffective Date:
                              Not reportedWaste Discharge System No:
                              Not reportedOrder No:
                              activeFlag:
                              Not reportedSwat R:
                              Not reportedEnf Type:
                              Not reportedOwner:
                              Not reportedLongitude:
                              Not reportedLatitude:
                              Not reportedSite Code:
                              Not reportedStatus Date:
                              COMPLETED - CASE CLOSEDCleanup Status:
                              LUST CLEANUP SITESite/Facility Type:
                              T0607100550Global ID:
                              Not reportedEnvirostor Id:
                              CORTESERegion:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              24914 E. 5TH STAddress:
                              ISKANDAR TEXACOName:

CORTESE:

     ActiveStatus:
     Not reportedComments:
     Not reportedEPA ID:
     Not reportedNPDES Number:
     Not reportedDUNs Number:
     Not reportedContact Phone:
     Not reportedContact:
     SAN BERNARDINO 92410Mailing City,St,Zip:
     Not reportedMailing Address 2:
     14505  FOOTHILL BLVDMailing Address:
     Not reportedMail To:
     Not reportedFacility Phone:
     Not reportedSIC Code:
     Not reportedCortese Code:
     00013374Regulated ID:
     UTNKARegulated By:
     36008614Facility ID:

CA FID UST:

Click here for Geo Tracker PDF:

                              Not reportedLeak Detection:
                              Not reportedContainer Construction Thickness:
                              Not reportedType of Fuel:
                              Not reportedTank Used for:
                              Not reportedTank Capacity:
                              Not reportedYear Installed:
                              Not reportedContainer Num:
                              Not reportedTank Num:

                              Not reportedTotal Tanks:
                              Not reportedOwner City,St,Zip:
                              Not reportedOwner Address:
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NAICS:

                                        HIGHLAND, CA 92410City,State,Zip:
                                        Not reportedContact Address 2:
                                        24914 E 5TH STContact Address:
                                        JESUS GOMEZContact Name:
                                        HIGHLAND, CA 92410Owner City,State,Zip:
                                        Not reportedOwner Address 2:
                                        24914 E 5TH STOwner Address:
                                        JESUS GOMEZOwner Name:
                                        HIGHLAND, CA 92410Mailing City,State,Zip:
                                        Not reportedMailing Address 2:
                                        24914 E 5TH STMailing Address:
                                        Not reportedMailing Name:
                                        01/27/2016Last Act Date:
                                        09/10/2014Create Date:
                                        06/30/2015Inactive Date:
                                        CAL000400303EPA ID:
                                        HIGHLAND, CA 92410City,State,Zip:
                                        Not reportedAddress 2:
                                        24914 E 5TH STAddress:
                                        COAULHILA TIRE SHOPName:

HWTS:

                              9517823238,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              RIVERSIDEAffiliation City:
                              3737 Main Street, Suite 500Affiliation Address:
                              Not reportedEntity Title:
                              MIGUEL OVIEDO - SANTA ANA RWQCB (REGION 8)Entity Name:
                              Regional Board CaseworkerAffiliation Type Desc:

                              9093868419,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              SAN BERNARDINOAffiliation City:
                              620 SOUTH E STREETAffiliation Address:
                              Not reportedEntity Title:
                              CATHERINE RICHARDS - SAN BERNARDINO COUNTYEntity Name:
                              Local Agency CaseworkerAffiliation Type Desc:

Affiliation:

                              Leaking Underground Storage Tank Cleanup SiteCERS Description:
                              T0607100550CERS ID:
                              228674Site ID:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              24914 E. 5TH STAddress:
                              ISKANDAR TEXACOName:

CERS:

                              Active OpenFile Name:
                              Not reportedWaste Management Uit Name:
                              Not reportedSolid Waste Id No:
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                                        92410Facility Zip:
                                        CAFacility State:
                                        Not reportedFacility County:
                                        HIGHLANDFacility City:
                                        Not reportedFacility Address 2:
                                        24914 E 5TH STFacility Address:
                                        COAULHILA TIRE SHOPFacility Name:
                                        2015-06-30 00:00:00Inactive Date:
                                        2014-09-10 11:00:19.68700Issued EPA ID Date:
                                        General Automotive RepairNAICS Description:
                                        811111NAICS Code:
                                        2014-09-10 11:00:19.697Create Date:
                                        CAL000400303EPA ID:

S & R OIL  (Continued) S101591675

                    083601799TReg Id:
                    LTNKAReg By:
                    36Facility County Code:
                    CORTESERegion:
                    SAN BERNARDINO, CA 92410City,State,Zip:
                    24901edr_fadd1:
                    CIRCLE K #0335edr_fname:

HIST CORTESE:

1665 ft. Site 3 of 4 in cluster E
0.315 mi.

Relative:
Lower

Actual:
1069 ft.

 

1/4-1/2 SAN BERNARDINO, CA  92410
WSW 24901    N/A
E19 HIST CORTESECIRCLE K #0335 S101308128

                                                                                Small Quantity GeneratorFederal Waste Generator Description:
                                                                                Not reportedLand Type:
                                                                                09EPA Region:
                                                                                Not reportedContact Title:
                                                                                Not reportedContact Email:
                                                                                Not reportedContact Fax:
                                                                                Not reportedContact Telephone:
                                                                                Not reportedContact City,State,Zip:
                                                                                Not reportedContact Address:
                                                                                Not reportedContact Name:
                                                                                CAD981679426EPA ID:
                                                                                SAN BERNARDINO, CA 92410Handler City,State,Zip:
                                                                                24901 E 5TH STHandler Address:
                              CIRCLE K STORE #335Handler Name:
                                                                                19960901Date Form Received by Agency:

RCRA-SQG:

CERS
Cortese

ECHO
FINDS

1672 ft. CA FID USTSite 4 of 4 in cluster E
0.317 mi. HIST UST

Relative:
Lower

Actual:
1069 ft.

 

1/4-1/2 SWEEPS USTSAN BERNARDINO, CA  92410
WSW LUST24901 E 5TH ST CAD981679426
E20 RCRA-SQGCIRCLE K STORE #335 1000174009
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                                                                                NoAddressed Significant Non-Complier Universe:
                                                                                NoUnaddressed Significant Non-Complier Universe:
                                                                                NoSignificant Non-Complier Universe:
                                                                                Not reportedFull Enforcement Universe:
                                                                                Not reportedOperating TSDF Universe:
                                                                                N/AGroundwater Controls Indicator:
                                                                                N/AHuman Exposure Controls Indicator:
                                                                                NoInstitutional Control Indicator:
                                                                                NoEnvironmental Control Indicator:
                                                                                No NCAPS rankingCorrective Action Priority Ranking:
                                                                                NoTSDFs Only Subject to CA under Discretionary Auth Universe:
                                                                                NoTSDFs Potentially Subject to CA Under 3004 (u)/(v) Universe:
                                                                                NoNon-TSDFs Where RCRA CA has Been Imposed Universe:
                                                                                NoSubject to Corrective Action Universe:
                                                                                NoCorrective Action Workload Universe:
                                                                                No202 GPRA Corrective Action Baseline:
                                                                                Not reportedClosure Workload Universe:
                                                                                Not reportedPost-Closure Workload Universe:
                                                                                Not reportedPermit Progress Universe:
                                                                                Not reportedPermit Workload Universe:
                                                                                Not reportedPermit Renewals Workload Universe:
                                                                                Not on the Baseline2018 GPRA Renewals Baseline:
                                                                                Not on the Baseline2018 GPRA Permit Baseline:
                                                                                Not reportedTreatment Storage and Disposal Type:
                                                                                NoCommercial TSD Indicator:
                                                                                Not reportedSub-Part K Indicator:
                                                                                NNHazardous Secondary Material Indicator:
                                                                                Not reportedFederal Facility Indicator:
                                                                                ---Active Site State-Reg Handler:
                                                                                Not reportedActive Site State-Reg Treatment Storage and Disposal Facility:
                                                                                Not reportedActive Site Converter Treatment storage and Disposal Facility:
                                                                                Not reportedActive Site Fed-Reg Treatment Storage and Disposal Facility:
                                                                                NoFederal Universal Waste:
                                                                                NoUniversal Waste Destination Facility:
                                                                                NoUniversal Waste Indicator:
                                                                                NoOff-Site Waste Receipt:
                                                                                NoUnderground Injection Control:
                                                                                NoSmelting Melting and Refining Furnace Exemption:
                                                                                NoSmall Quantity On-Site Burner Exemption:
                                                                                NoRecycler Activity with Storage:
                                                                                NoTransfer Facility Activity:
                                                                                NoTransporter Activity:
                                                                                NoMixed Waste Generator:
                                                                                NoImporter Activity:
                                                                                NoShort-Term Generator Activity:
                                                                                PrivateOperator Type:
                                                                                NOT REQUIREDOperator Name:
                                                                                Not reportedOwner Type:
                                                                                Not reportedOwner Name:
                                                                                CARMICHAEL, CA 95608Mailing City,State,Zip:
                                                                                5811 MANZANITA AVEMailing Address:
                                                                                4State District:
                                                                                CAState District Owner:
                                                                                Handler ActivitiesActive Site Indicator:
                                                                                Not reportedAccessibility:
                                                                                Not reportedBiennial Report Cycle:
                                                                                Not reportedNon-Notifier:
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                                                            NoLarge Quantity Handler of Universal Waste:
                                                            CAState District Owner:
                                                            Large Quantity GeneratorFederal Waste Generator Description:
          CIRCLE K STORE #335Handler Name:
                                                            19861016Receive Date:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            YesCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
                                                            NoLarge Quantity Handler of Universal Waste:
                                                            CAState District Owner:
                                                            Small Quantity GeneratorFederal Waste Generator Description:
          CIRCLE K STORE #335Handler Name:
                                                            19960901Receive Date:

Historic Generators:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            415-555-1212Owner/Operator Telephone:
                                                            NOT REQUIRED, ME 99999Owner/Operator City,State,Zip:
                                                            NOT REQUIREDOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            PrivateLegal Status:
                                                            CIRCLE K CORPOwner/Operator Name:
                                                            OwnerOwner/Operator Indicator:

                                                            Not reportedOwner/Operator Email:
                                                            Not reportedOwner/Operator Fax:
                                                            Not reportedOwner/Operator Telephone Ext:
                                                            415-555-1212Owner/Operator Telephone:
                                                            NOT REQUIRED, ME 99999Owner/Operator City,State,Zip:
                                                            NOT REQUIREDOwner/Operator Address:
                                                            Not reportedDate Ended Current:
                                                            Not reportedDate Became Current:
                                                            PrivateLegal Status:
                                                            NOT REQUIREDOwner/Operator Name:
                                                            OperatorOwner/Operator Indicator:

Handler - Owner Operator:

                                                                                NoSub-Part P Indicator:
                                                                                Not reportedManifest Broker:
                                                                                Not reportedRecycler Activity Without Storage:
                                                                                NoExporter of Spent Lead Acid Batteries:
                                                                                NoImporter of Spent Lead Acid Batteries:
                                                                                NoRecognized Trader-Exporter:
                                                                                NoRecognized Trader-Importer:
                                                                                20020627Handler Date of Last Change:
                                                                                Not reportedFinancial Assurance Required:
                                                                                NoSignificant Non-Complier With a Compliance Schedule Universe:
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                         Leak DiscoveryAction:
                         02/14/1991Date:
                         OtherAction Type:
                         T0607100217Global Id:

LUST:

                         9517824495Phone Number:
                         carl.bernhardt@waterboards.ca.govEmail:
                         RIVERSIDECity:
                         3737 MAIN STREET, SUITE 500Address:
                         SANTA ANA RWQCB (REGION 8)Organization Name:
                         CARL BERNHARDTContact Name:
                         Regional Board CaseworkerContact Type:
                         T0607100217Global Id:

LUST:

                              Not reportedSite History:
                              GasolinePotential Contaminants of Concern:
                              SoilPotential Media Affect:
                              87042Local Case Number:
                              Local AgencyFile Location:
                              Not reportedLocal Agency:
                              083601799TRB Case Number:
                              Not reportedCase Worker:
                              06/02/1997Status Date:
                              Completed - Case ClosedStatus:
                              -117.2607295Longitude:
                              34.1083198Latitude:
                              T0607100217Global Id:
                              http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=T0607100217Geo Track:
                              LUST Cleanup SiteCase Type:
                              SAN BERNARDINO COUNTYLead Agency:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              24901 E 5TH STAddress:
                              CIRCLE K #335Name:

LUST:

                                                            No Evaluations FoundEvaluations:
Evaluation Action Summary:

                                                            No Violations FoundViolations:
Facility Has Received Notices of Violations:

                                                            No NAICS Codes FoundNAICS Codes:
List of NAICS Codes and Descriptions:

                                                            Not reportedElectronic Manifest Broker:
                                                            Not reportedNon Storage Recycler Activity:
                                                            NoCurrent Record:
                                                            NoSpent Lead Acid Battery Exporter:
                                                            NoSpent Lead Acid Battery Importer:
                                                            NoRecognized Trader Exporter:
                                                            NoRecognized Trader Importer:
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                                                  Not reportedDate Remediation Plan Submitted:
                                                  Not reportedDate Pollution Characterization Began:
                                                  1/1/1965Date Prelim Assessment Workplan Submitted:
                                                  6/2/1997Close Date:
                                                  1/1/1965Enforcement Date:
                                                  2/14/1991Discover Date:
                                                  Not reportedDate Preliminary Assessment Began:
                                                  Not reportedDate Confirmation of Leak Began:
                                                  3/19/1991Enter Date:
                                                  Not reportedHow Stopped Date:
                                                  T0607100217Global ID:
                                                  UNKLeak Source:
                                                  UNKLeak Cause:
                                                  Not reportedHow Stopped:
                                                  Tank ClosureHow Discovered:
                                                  Not reportedFunding:
                                                  None TakenEnf Type:
                                                  TIPPECANOECross Street:
                                                  Not reportedAbate Method:
                                                  Not reportedQty Leaked:
                                                  GasolineSubstance:
                                                  Soil onlyCase Type:
                                                  87042Local Case Num:
                                                  083601799TCase Number:
                                                  Preliminary site assessment workplan submittedFacility Status:
                                                  Santa Ana RegionRegional Board:
                                                  San BernardinoCounty:
                                                  8Region:
                                                  SAN BERNARDINOCity:
                                                  24901 5TH STAddress:
                                                  CIRCLE K #335Name:

LUST REG 8:

                         06/02/1997Status Date:
                         Completed - Case ClosedStatus:
                         T0607100217Global Id:

                         03/11/1991Status Date:
                         Open - RemediationStatus:
                         T0607100217Global Id:

                         02/14/1991Status Date:
                         Open - Case Begin DateStatus:
                         T0607100217Global Id:

LUST:

                         ExcavationAction:
                         03/11/1991Date:
                         REMEDIATIONAction Type:
                         T0607100217Global Id:

                         Leak ReportedAction:
                         03/22/1991Date:
                         OtherAction Type:
                         T0607100217Global Id:
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          44-003260Board Of Equalization:
          9Number:
          13613Comp Number:
          ActiveStatus:
          SAN BERNARDINOCity:
          24901 E 5TH STAddress:
          CIRCLE K #335Name:

          2Number Of Tanks:
          LEADEDContent:
          PSTG:
          M.V. FUELTank Use:
          08-26-88Active Date:
          10000Capacity:
          ATank Status:
          36-000-013613-000001SWRCB Tank Id:
          1Owner Tank Id:
          02-29-88Created Date:
          07-28-92Action Date:
          07-28-92Referral Date:
          44-003260Board Of Equalization:
          9Number:
          13613Comp Number:
          ActiveStatus:
          SAN BERNARDINOCity:
          24901 E 5TH STAddress:
          CIRCLE K #335Name:

SWEEPS UST:

Not reportedSummary:
                                                  Not reportedWork Suspended:
                                                  Not reportedCleanup Fund Id:
                                                  Not reportedPriority:
                                                  Not reportedBeneficial:
                                                  UPPER SANTA ANA VALLHydr Basin #:
                                                  36000LLocal Agency:
                                                  Local AgencyLead Agency:
                                                  LH6Staff Initials:
                                                  CABStaff:
                                                  *MTBE Class:
                                                  Site NOT Tested for MTBE.Includes Unknown and Not Analyzed.MTBE Tested:
                                                  1MTBE Fuel:
                                                  Not reportedMax MTBE Soil:
                                                  0MTBE Concentration:
                                                  Not reportedMax MTBE GW:
                                                  Not reportedMTBE Date:
                                                  -117.2609793Longitude:
                                                  34.1081807Latitude:
                                                  LUSTOversite Program:
                                                  NoInterim:
                                                  Not reportedFacility Contact:
                                                  Not reportedOperator:
                                                  Not reportedSoil Qualifies:
                                                  Not reportedGW Qualifies:
                                                  3/19/1991Enter Date:
                                                  Not reportedDate Post Remedial Action Monitoring:
                                                  3/11/1991Date Remedial Action Underway:
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     Not reportedSIC Code:
     Not reportedCortese Code:
     00013613Regulated ID:
     UTNKARegulated By:
     36000373Facility ID:

CA FID UST:

Click here for Geo Tracker PDF:

                              Stock InventorLeak Detection:
                              Not reportedContainer Construction Thickness:
                              UNLEADEDType of Fuel:
                              PRODUCTTank Used for:
                              00010000Tank Capacity:
                              Not reportedYear Installed:
                              2Container Num:
                              002Tank Num:

                              Stock InventorLeak Detection:
                              Not reportedContainer Construction Thickness:
                              REGULARType of Fuel:
                              PRODUCTTank Used for:
                              00010000Tank Capacity:
                              Not reportedYear Installed:
                              1Container Num:
                              001Tank Num:

                              0002Total Tanks:
                              PHOENIX, AZ 85040Owner City,St,Zip:
                              4500 SOUTH 40TH STREETOwner Address:
                              CIRCLE K CORPORATIONOwner Name:
                              7148856914Telephone:
                              KEN ZIMMERMANContact Name:
                              Not reportedOther Type:
                              Gas StationFacility Type:
                              00000013613Facility ID:
                              STATERegion:
                              http://geotracker.waterboards.ca.gov/ustpdfs/pdf/00029C3F.pdfURL:
                              00029C3FFile Number:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              24901 EAST 5TH STREETAddress:
                              CIRCLE K 335Name:

HIST UST:

          Not reportedNumber Of Tanks:
          REG UNLEADEDContent:
          PSTG:
          M.V. FUELTank Use:
          08-26-88Active Date:
          10000Capacity:
          ATank Status:
          36-000-013613-000002SWRCB Tank Id:
          2Owner Tank Id:
          02-29-88Created Date:
          07-28-92Action Date:
          07-28-92Referral Date:
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                              Not reportedWaste Discharge System No:
                              Not reportedOrder No:
                              activeFlag:
                              Not reportedSwat R:
                              Not reportedEnf Type:
                              Not reportedOwner:
                              Not reportedLongitude:
                              Not reportedLatitude:
                              Not reportedSite Code:
                              Not reportedStatus Date:
                              COMPLETED - CASE CLOSEDCleanup Status:
                              LUST CLEANUP SITESite/Facility Type:
                              T0607100217Global ID:
                              Not reportedEnvirostor Id:
                              CORTESERegion:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              24901 E 5TH STAddress:
                              CIRCLE K #335Name:

CORTESE:

                                   SAN BERNARDINO, CA 92410City,State,Zip:
                                   24901 E 5TH STAddress:
                                   CIRCLE K STORE #335Name:
                                   http://echo.epa.gov/detailed-facility-report?fid=110002748698DFR URL:
                                   110002748698Registry ID:
                                   1000174009Envid:

ECHO:

additional FINDS: detail in the EDR Site Report.
Click this hyperlink while viewing on your computer to access 

STATE MASTER
corrective action activities required under RCRA.
program staff to track the notification, permit, compliance, and
and treat, store, or dispose of hazardous waste. RCRAInfo allows RCRA
events and activities related to facilities that generate, transport,
Conservation and Recovery Act (RCRA) program through the tracking of
RCRAInfo is a national information system that supports the Resource

Environmental Interest/Information System:

Click Here:

          110002748698Registry ID:
FINDS:

     ActiveStatus:
     Not reportedComments:
     Not reportedEPA ID:
     Not reportedNPDES Number:
     Not reportedDUNs Number:
     Not reportedContact Phone:
     Not reportedContact:
     SAN BERNARDINO 92410Mailing City,St,Zip:
     Not reportedMailing Address 2:
     4500 S 40TH STMailing Address:
     Not reportedMail To:
     Not reportedFacility Phone:
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http://www.edrnet.com/srf2/FinalSiteReport.aspx?ID=6Ekq6Vh.EaP4k6B7qTEU3pTRV0eLhnoX.kXLAkstaORUPQXC4VVUCsCY6hQdB1Qn7g8.376KTZs8EUOdUTbH4drKpmr1TGGHRe1Z6eWL0UIaeGo.LkgO3Bc6nBkro70sXHxG6OR7kqMBXGbsLwP99yYiknPjsN7ttdBO6FT8ErIdkTVeqxId3Gu8VMgOhLLL.qST938MaBiSPETh4nIR3i4k67dvBRzp7nhC6GPETWe7E9g9UYUS5EmPpaLyTayKRgk44Jof0HlheE6HLgab5xKAnQSoo5mEXa185LCVkcatXCUlLAwt6VlaErzUkpW9qM004KFoV0KFhaHV.KP33HwPalXCPCds4auV9CDG69MMBtv77MKVCUUHTr7JEctPUxx03pgnpLuZTwFERsfO84Rf0NEieh1tLPuW9ZipnGOxoU5IXUSnAzx6kYU5XGZWLULNCe1skuaxsW4ntACm2LHOO5hBRPoFUtT95vXbQZknXebMC6mvvrSlV6hUVJ.EUeiJ6mokEfgskMzTqaFi4dVyV0wthjpo.W1x3JX8aYI7PArP4dVa4YFB6kCfBeLH78oH3UtwTNrFEMdBUJax33cepzQUT9qtRgZJ3AJ90iA.exJ8LkdJ4jzunvvvoVGNXSBjAHo0kf3IXnM.LC387VsFkF6hspLstTaL3BYcO0tHR3rSU9SF3gULQlN5X5NKCHHTC67ZVh8qVwfdU58i3
https://ofmpub.epa.gov/frs_public2/fii_query_detail.disp_program_facility?p_registry_id=110002748698


MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                              9517824495,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              RIVERSIDEAffiliation City:
                              3737 MAIN STREET, SUITE 500Affiliation Address:
                              Not reportedEntity Title:
                              CARL BERNHARDT - SANTA ANA RWQCB (REGION 8)Entity Name:
                              Regional Board CaseworkerAffiliation Type Desc:

Affiliation:

                              Leaking Underground Storage Tank Cleanup SiteCERS Description:
                              T0607100217CERS ID:
                              239133Site ID:
                              SAN BERNARDINO, CA 92410City,State,Zip:
                              24901 E 5TH STAddress:
                              CIRCLE K #335Name:

CERS:

                              Active OpenFile Name:
                              Not reportedWaste Management Uit Name:
                              Not reportedSolid Waste Id No:
                              Not reportedWID Id:
                              Not reportedRegion 2:
                              Not reportedEffective Date:

CIRCLE K STORE #335  (Continued) 1000174009

                         CATHERINE RICHARDSContact Name:
                         Local Agency CaseworkerContact Type:
                         T060719763Global Id:

LUST:

                              Not reportedSite History:
                              GasolinePotential Contaminants of Concern:
                              SoilPotential Media Affect:
                              2001025Local Case Number:
                              Local AgencyFile Location:
                              SAN BERNARDINO COUNTYLocal Agency:
                              083603853TRB Case Number:
                              CR2Case Worker:
                              10/29/2002Status Date:
                              Completed - Case ClosedStatus:
                              -117.251743Longitude:
                              34.104889Latitude:
                              T060719763Global Id:
                              http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=T060719763Geo Track:
                              LUST Cleanup SiteCase Type:
                              SAN BERNARDINO COUNTYLead Agency:
                              HIGHLAND, CA 92346City,State,Zip:
                              25330 THIRD STREETAddress:
                              ARCO # 5541Name:

LUST:

1752 ft.
0.332 mi.

Relative:
Higher

Actual:
1086 ft.

 

1/4-1/2 CERSHIGHLAND, CA  92346
SSE Cortese25330 THIRD STREET    N/A
21 LUSTARCO # 5541 S105624542
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                                                  ARCO # 5541Name:
LUST REG 8:

                         10/29/2002Status Date:
                         Completed - Case ClosedStatus:
                         T060719763Global Id:

                         11/23/2001Status Date:
                         Open - Site AssessmentStatus:
                         T060719763Global Id:

                         06/11/2001Status Date:
                         Open - Site AssessmentStatus:
                         T060719763Global Id:

                         06/11/2001Status Date:
                         Open - Case Begin DateStatus:
                         T060719763Global Id:

LUST:

                         Notice of ResponsibilityAction:
                         09/06/2001Date:
                         ENFORCEMENTAction Type:
                         T060719763Global Id:

                         Leak ReportedAction:
                         12/21/2001Date:
                         OtherAction Type:
                         T060719763Global Id:

                         Leak DiscoveryAction:
                         12/20/2001Date:
                         OtherAction Type:
                         T060719763Global Id:

                         Closure/No Further Action LetterAction:
                         10/29/2002Date:
                         ENFORCEMENTAction Type:
                         T060719763Global Id:

LUST:

                         9517824903Phone Number:
                         valerie.jahn-bull@waterboards.ca.govEmail:
                         RIVERSIDECity:
                         3737 MAIN STREET, SUITE 500Address:
                         SANTA ANA RWQCB (REGION 8)Organization Name:
                         VALERIE JAHN-BULLContact Name:
                         Regional Board CaseworkerContact Type:
                         T060719763Global Id:

                         9093868419Phone Number:
                         crichards@sbcfire.orgEmail:
                         SAN BERNARDINOCity:
                         620 SOUTH E STREETAddress:
                         SAN BERNARDINO COUNTYOrganization Name:

ARCO # 5541  (Continued) S105624542
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                                                  Not reportedWork Suspended:
                                                  Not reportedCleanup Fund Id:
                                                  Not reportedPriority:
                                                  MUNBeneficial:
                                                  UPPER SANTA ANA VALLHydr Basin #:
                                                  36000LLocal Agency:
                                                  Local AgencyLead Agency:
                                                  CR2Staff Initials:
                                                  VJJStaff:
                                                  *MTBE Class:
                                                  MTBE Detected. Site tested for MTBE & MTBE detectedMTBE Tested:
                                                  1MTBE Fuel:
                                                  1.9Max MTBE Soil:
                                                  1MTBE Concentration:
                                                  Not reportedMax MTBE GW:
                                                  Not reportedMTBE Date:
                                                  -117.226483Longitude:
                                                  34.106837Latitude:
                                                  LUSTOversite Program:
                                                  Not reportedInterim:
                                                  Not reportedFacility Contact:
                                                  Not reportedOperator:
                                                  =Soil Qualifies:
                                                  Not reportedGW Qualifies:
                                                  Not reportedEnter Date:
                                                  Not reportedDate Post Remedial Action Monitoring:
                                                  Not reportedDate Remedial Action Underway:
                                                  Not reportedDate Remediation Plan Submitted:
                                                  11/23/2001Date Pollution Characterization Began:
                                                  Not reportedDate Prelim Assessment Workplan Submitted:
                                                  10/29/2002Close Date:
                                                  Not reportedEnforcement Date:
                                                  12/20/2001Discover Date:
                                                  6/11/2001Date Preliminary Assessment Began:
                                                  Not reportedDate Confirmation of Leak Began:
                                                  Not reportedEnter Date:
                                                  Not reportedHow Stopped Date:
                                                  T060719763Global ID:
                                                  PipingLeak Source:
                                                  UNKLeak Cause:
                                                  Not reportedHow Stopped:
                                                  OMHow Discovered:
                                                  Not reportedFunding:
                                                  NOREnf Type:
                                                  DEL ROSA AVENUECross Street:
                                                  Not reportedAbate Method:
                                                  Not reportedQty Leaked:
                                                  GasolineSubstance:
                                                  Soil onlyCase Type:
                                                  2001025Local Case Num:
                                                  083603853TCase Number:
                                                  Case ClosedFacility Status:
                                                  Santa Ana RegionRegional Board:
                                                  San BernardinoCounty:
                                                  8Region:
                                                  HIGHLANDCity:
                                                  25330 THIRD STREETAddress:

ARCO # 5541  (Continued) S105624542
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                              9517824903,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              RIVERSIDEAffiliation City:
                              3737 MAIN STREET, SUITE 500Affiliation Address:
                              Not reportedEntity Title:
                              VALERIE JAHN-BULL - SANTA ANA RWQCB (REGION 8)Entity Name:
                              Regional Board CaseworkerAffiliation Type Desc:

                              9093868419,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              SAN BERNARDINOAffiliation City:
                              620 SOUTH E STREETAffiliation Address:
                              Not reportedEntity Title:
                              CATHERINE RICHARDS - SAN BERNARDINO COUNTYEntity Name:
                              Local Agency CaseworkerAffiliation Type Desc:

Affiliation:

                              Leaking Underground Storage Tank Cleanup SiteCERS Description:
                              T060719763CERS ID:
                              227088Site ID:
                              HIGHLAND, CA 92346City,State,Zip:
                              25330 THIRD STREETAddress:
                              ARCO # 5541Name:

CERS:

                              Active OpenFile Name:
                              Not reportedWaste Management Uit Name:
                              Not reportedSolid Waste Id No:
                              Not reportedWID Id:
                              Not reportedRegion 2:
                              Not reportedEffective Date:
                              Not reportedWaste Discharge System No:
                              Not reportedOrder No:
                              activeFlag:
                              Not reportedSwat R:
                              Not reportedEnf Type:
                              Not reportedOwner:
                              Not reportedLongitude:
                              Not reportedLatitude:
                              Not reportedSite Code:
                              Not reportedStatus Date:
                              COMPLETED - CASE CLOSEDCleanup Status:
                              LUST CLEANUP SITESite/Facility Type:
                              T060719763Global ID:
                              Not reportedEnvirostor Id:
                              CORTESERegion:
                              HIGHLAND, CA 92346City,State,Zip:
                              25330 THIRD STREETAddress:
                              ARCO # 5541Name:

CORTESE:

Haz Mat incident report filed : DISPENSER UPGRADE PROJECTSummary:

ARCO # 5541  (Continued) S105624542
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                                        Not reportedFacility Region:
                                        W0603610064Global ID:
                                        Not reportedSite Code:
                                        Not reportedEnviroscreen Score:
                                        Not reportedStatus Date:
                                        Not reportedStatus:
                                        Not reportedProgram Type:
                                        Not reportedEnvirostor ID:
                                        HIGHLAND, CACity,State,Zip:
                                        Not reportedAddress:
                                        WELL 028AName:

          http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=W0603610064Geo Tracker URL:
                                        -117.250511Longitude:
                                        34.105106Latitude:
                                        DDW WellSite Type:
                                        Drinking Water WellsSite Use:
                                        PUBWField Pt Class:
                                        3/10/2020Date:
                                        NG/LUnits:
                                        Not reportedQuarterly Running Annual Average:
                                        Not reportedLab Notes:
                                        Not reportedDetection Limit:
                                        Not reportedReporting Limit:
                                        1.8Value:
                                        <Qualifier:
                                        PFUNDCAChemical:
                                        LiquidMatrix:
                                        3610064-023Location ID:
                                        All PFAS Chemicalssource_type:
                                        Not reportedRB Case Number:
                                        Not reportedBegin Date:

                                        Not reportedSite History:
                                        Not reportedPotential Media Affected:
                                        Not reportedPotential Contaminants of Concern:
                                        Not reportedFile Location:
                                        Not reportedLocation Case Number:
                                        Not reportedLocal Agency:
                                        Not reportedCase worker:
                                        Not reportedLead Agency:
                                        Not reportedFacility Region:
                                        W0603610064Global ID:
                                        Not reportedSite Code:
                                        Not reportedEnviroscreen Score:
                                        Not reportedStatus Date:
                                        Not reportedStatus:
                                        Not reportedProgram Type:
                                        Not reportedEnvirostor ID:
                                        HIGHLAND, CACity,State,Zip:
                                        Not reportedAddress:
                                        WELL 028AName:

PFAS:

1872 ft.
0.355 mi.

Relative:
Higher

Actual:
1088 ft.

 

1/4-1/2 HIGHLAND, CA  
SE    N/A
22 PFASWELL 028A S127520392
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                                        <Qualifier:
                                        9ClPF3ONSChemical:
                                        LiquidMatrix:
                                        3610064-023Location ID:
                                        All PFAS Chemicalssource_type:
                                        Not reportedRB Case Number:
                                        Not reportedBegin Date:

                                        Not reportedSite History:
                                        Not reportedPotential Media Affected:
                                        Not reportedPotential Contaminants of Concern:
                                        Not reportedFile Location:
                                        Not reportedLocation Case Number:
                                        Not reportedLocal Agency:
                                        Not reportedCase worker:
                                        Not reportedLead Agency:
                                        Not reportedFacility Region:
                                        W0603610064Global ID:
                                        Not reportedSite Code:
                                        Not reportedEnviroscreen Score:
                                        Not reportedStatus Date:
                                        Not reportedStatus:
                                        Not reportedProgram Type:
                                        Not reportedEnvirostor ID:
                                        HIGHLAND, CACity,State,Zip:
                                        Not reportedAddress:
                                        WELL 028AName:

          http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=W0603610064Geo Tracker URL:
                                        -117.250511Longitude:
                                        34.105106Latitude:
                                        DDW WellSite Type:
                                        Drinking Water WellsSite Use:
                                        PUBWField Pt Class:
                                        3/10/2020Date:
                                        NG/LUnits:
                                        Not reportedQuarterly Running Annual Average:
                                        Not reportedLab Notes:
                                        Not reportedDetection Limit:
                                        Not reportedReporting Limit:
                                        1.8Value:
                                        <Qualifier:
                                        HFPA-DAChemical:
                                        LiquidMatrix:
                                        3610064-023Location ID:
                                        All PFAS Chemicalssource_type:
                                        Not reportedRB Case Number:
                                        Not reportedBegin Date:

                                        Not reportedSite History:
                                        Not reportedPotential Media Affected:
                                        Not reportedPotential Contaminants of Concern:
                                        Not reportedFile Location:
                                        Not reportedLocation Case Number:
                                        Not reportedLocal Agency:
                                        Not reportedCase worker:
                                        Not reportedLead Agency:

WELL 028A  (Continued) S127520392
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                                        Not reportedAddress:
                                        WELL 028AName:

          http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=W0603610064Geo Tracker URL:
                                        -117.250511Longitude:
                                        34.105106Latitude:
                                        DDW WellSite Type:
                                        Drinking Water WellsSite Use:
                                        PUBWField Pt Class:
                                        3/10/2020Date:
                                        NG/LUnits:
                                        Not reportedQuarterly Running Annual Average:
                                        Not reportedLab Notes:
                                        Not reportedDetection Limit:
                                        Not reportedReporting Limit:
                                        1.8Value:
                                        <Qualifier:
                                        11ClPF3OUDSChemical:
                                        LiquidMatrix:
                                        3610064-023Location ID:
                                        All PFAS Chemicalssource_type:
                                        Not reportedRB Case Number:
                                        Not reportedBegin Date:

                                        Not reportedSite History:
                                        Not reportedPotential Media Affected:
                                        Not reportedPotential Contaminants of Concern:
                                        Not reportedFile Location:
                                        Not reportedLocation Case Number:
                                        Not reportedLocal Agency:
                                        Not reportedCase worker:
                                        Not reportedLead Agency:
                                        Not reportedFacility Region:
                                        W0603610064Global ID:
                                        Not reportedSite Code:
                                        Not reportedEnviroscreen Score:
                                        Not reportedStatus Date:
                                        Not reportedStatus:
                                        Not reportedProgram Type:
                                        Not reportedEnvirostor ID:
                                        HIGHLAND, CACity,State,Zip:
                                        Not reportedAddress:
                                        WELL 028AName:

          http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=W0603610064Geo Tracker URL:
                                        -117.250511Longitude:
                                        34.105106Latitude:
                                        DDW WellSite Type:
                                        Drinking Water WellsSite Use:
                                        PUBWField Pt Class:
                                        3/10/2020Date:
                                        NG/LUnits:
                                        Not reportedQuarterly Running Annual Average:
                                        Not reportedLab Notes:
                                        Not reportedDetection Limit:
                                        Not reportedReporting Limit:
                                        1.8Value:

WELL 028A  (Continued) S127520392
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                                        Not reportedPotential Media Affected:
                                        Not reportedPotential Contaminants of Concern:
                                        Not reportedFile Location:
                                        Not reportedLocation Case Number:
                                        Not reportedLocal Agency:
                                        Not reportedCase worker:
                                        Not reportedLead Agency:
                                        Not reportedFacility Region:
                                        W0603610064Global ID:
                                        Not reportedSite Code:
                                        Not reportedEnviroscreen Score:
                                        Not reportedStatus Date:
                                        Not reportedStatus:
                                        Not reportedProgram Type:
                                        Not reportedEnvirostor ID:
                                        HIGHLAND, CACity,State,Zip:
                                        Not reportedAddress:
                                        WELL 028AName:

          http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=W0603610064Geo Tracker URL:
                                        -117.250511Longitude:
                                        34.105106Latitude:
                                        DDW WellSite Type:
                                        Drinking Water WellsSite Use:
                                        PUBWField Pt Class:
                                        3/10/2020Date:
                                        NG/LUnits:
                                        Not reportedQuarterly Running Annual Average:
                                        Not reportedLab Notes:
                                        Not reportedDetection Limit:
                                        Not reportedReporting Limit:
                                        1.8Value:
                                        <Qualifier:
                                        ADONAChemical:
                                        LiquidMatrix:
                                        3610064-023Location ID:
                                        All PFAS Chemicalssource_type:
                                        Not reportedRB Case Number:
                                        Not reportedBegin Date:

                                        Not reportedSite History:
                                        Not reportedPotential Media Affected:
                                        Not reportedPotential Contaminants of Concern:
                                        Not reportedFile Location:
                                        Not reportedLocation Case Number:
                                        Not reportedLocal Agency:
                                        Not reportedCase worker:
                                        Not reportedLead Agency:
                                        Not reportedFacility Region:
                                        W0603610064Global ID:
                                        Not reportedSite Code:
                                        Not reportedEnviroscreen Score:
                                        Not reportedStatus Date:
                                        Not reportedStatus:
                                        Not reportedProgram Type:
                                        Not reportedEnvirostor ID:
                                        HIGHLAND, CACity,State,Zip:

WELL 028A  (Continued) S127520392
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                                        4/20/2021Date:
                                        NG/LUnits:
                                        Not reportedQuarterly Running Annual Average:
                                        Not reportedLab Notes:
                                        Not reportedDetection Limit:
                                        Not reportedReporting Limit:
                                        1.7Value:
                                        <Qualifier:
                                        PFHPAChemical:
                                        LiquidMatrix:
                                        3610064-023Location ID:
                                        All PFAS Chemicalssource_type:
                                        Not reportedRB Case Number:
                                        Not reportedBegin Date:

                                        Not reportedSite History:
                                        Not reportedPotential Media Affected:
                                        Not reportedPotential Contaminants of Concern:
                                        Not reportedFile Location:
                                        Not reportedLocation Case Number:
                                        Not reportedLocal Agency:
                                        Not reportedCase worker:
                                        Not reportedLead Agency:
                                        Not reportedFacility Region:
                                        W0603610064Global ID:
                                        Not reportedSite Code:
                                        Not reportedEnviroscreen Score:
                                        Not reportedStatus Date:
                                        Not reportedStatus:
                                        Not reportedProgram Type:
                                        Not reportedEnvirostor ID:
                                        HIGHLAND, CACity,State,Zip:
                                        Not reportedAddress:
                                        WELL 028AName:

          http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=W0603610064Geo Tracker URL:
                                        -117.250511Longitude:
                                        34.105106Latitude:
                                        DDW WellSite Type:
                                        Drinking Water WellsSite Use:
                                        PUBWField Pt Class:
                                        4/20/2021Date:
                                        NG/LUnits:
                                        1.7Quarterly Running Annual Average:
                                        Not reportedLab Notes:
                                        Not reportedDetection Limit:
                                        Not reportedReporting Limit:
                                        1.7Value:
                                        <Qualifier:
                                        PFBSAChemical:
                                        LiquidMatrix:
                                        3610064-023Location ID:
                                        All PFAS Chemicalssource_type:
                                        Not reportedRB Case Number:
                                        Not reportedBegin Date:

                                        Not reportedSite History:

WELL 028A  (Continued) S127520392
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                                        Not reportedSite Code:
                                        Not reportedEnviroscreen Score:
                                        Not reportedStatus Date:
                                        Not reportedStatus:
                                        Not reportedProgram Type:
                                        Not reportedEnvirostor ID:
                                        HIGHLAND, CACity,State,Zip:
                                        Not reportedAddress:
                                        WELL 028AName:

          http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=W0603610064Geo Tracker URL:
                                        -117.250511Longitude:
                                        34.105106Latitude:
                                        DDW WellSite Type:
                                        Drinking Water WellsSite Use:
                                        PUBWField Pt Class:
                                        4/20/2021Date:
                                        NG/LUnits:
                                        Not reportedQuarterly Running Annual Average:
                                        Not reportedLab Notes:
                                        Not reportedDetection Limit:
                                        Not reportedReporting Limit:
                                        1.7Value:
                                        <Qualifier:
                                        PFHXSAChemical:
                                        LiquidMatrix:
                                        3610064-023Location ID:
                                        All PFAS Chemicalssource_type:
                                        Not reportedRB Case Number:
                                        Not reportedBegin Date:

                                        Not reportedSite History:
                                        Not reportedPotential Media Affected:
                                        Not reportedPotential Contaminants of Concern:
                                        Not reportedFile Location:
                                        Not reportedLocation Case Number:
                                        Not reportedLocal Agency:
                                        Not reportedCase worker:
                                        Not reportedLead Agency:
                                        Not reportedFacility Region:
                                        W0603610064Global ID:
                                        Not reportedSite Code:
                                        Not reportedEnviroscreen Score:
                                        Not reportedStatus Date:
                                        Not reportedStatus:
                                        Not reportedProgram Type:
                                        Not reportedEnvirostor ID:
                                        HIGHLAND, CACity,State,Zip:
                                        Not reportedAddress:
                                        WELL 028AName:

          http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=W0603610064Geo Tracker URL:
                                        -117.250511Longitude:
                                        34.105106Latitude:
                                        DDW WellSite Type:
                                        Drinking Water WellsSite Use:
                                        PUBWField Pt Class:

WELL 028A  (Continued) S127520392
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                                        LiquidMatrix:
                                        3610064-023Location ID:
                                        All PFAS Chemicalssource_type:
                                        Not reportedRB Case Number:
                                        Not reportedBegin Date:

                                        Not reportedSite History:
                                        Not reportedPotential Media Affected:
                                        Not reportedPotential Contaminants of Concern:
                                        Not reportedFile Location:
                                        Not reportedLocation Case Number:
                                        Not reportedLocal Agency:
                                        Not reportedCase worker:
                                        Not reportedLead Agency:
                                        Not reportedFacility Region:
                                        W0603610064Global ID:
                                        Not reportedSite Code:
                                        Not reportedEnviroscreen Score:
                                        Not reportedStatus Date:
                                        Not reportedStatus:
                                        Not reportedProgram Type:
                                        Not reportedEnvirostor ID:
                                        HIGHLAND, CACity,State,Zip:
                                        Not reportedAddress:
                                        WELL 028AName:

          http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=W0603610064Geo Tracker URL:
                                        -117.250511Longitude:
                                        34.105106Latitude:
                                        DDW WellSite Type:
                                        Drinking Water WellsSite Use:
                                        PUBWField Pt Class:
                                        4/20/2021Date:
                                        NG/LUnits:
                                        Not reportedQuarterly Running Annual Average:
                                        Not reportedLab Notes:
                                        Not reportedDetection Limit:
                                        Not reportedReporting Limit:
                                        1.7Value:
                                        <Qualifier:
                                        PFNAChemical:
                                        LiquidMatrix:
                                        3610064-023Location ID:
                                        All PFAS Chemicalssource_type:
                                        Not reportedRB Case Number:
                                        Not reportedBegin Date:

                                        Not reportedSite History:
                                        Not reportedPotential Media Affected:
                                        Not reportedPotential Contaminants of Concern:
                                        Not reportedFile Location:
                                        Not reportedLocation Case Number:
                                        Not reportedLocal Agency:
                                        Not reportedCase worker:
                                        Not reportedLead Agency:
                                        Not reportedFacility Region:
                                        W0603610064Global ID:

WELL 028A  (Continued) S127520392
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          http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=W0603610064Geo Tracker URL:
                                        -117.250511Longitude:
                                        34.105106Latitude:
                                        DDW WellSite Type:
                                        Drinking Water WellsSite Use:
                                        PUBWField Pt Class:
                                        4/20/2021Date:
                                        NG/LUnits:
                                        Not reportedQuarterly Running Annual Average:
                                        Not reportedLab Notes:
                                        Not reportedDetection Limit:
                                        Not reportedReporting Limit:
                                        1.7Value:
                                        <Qualifier:
                                        NMEFOSAAChemical:
                                        LiquidMatrix:
                                        3610064-023Location ID:
                                        All PFAS Chemicalssource_type:
                                        Not reportedRB Case Number:
                                        Not reportedBegin Date:

                                        Not reportedSite History:
                                        Not reportedPotential Media Affected:
                                        Not reportedPotential Contaminants of Concern:
                                        Not reportedFile Location:
                                        Not reportedLocation Case Number:
                                        Not reportedLocal Agency:
                                        Not reportedCase worker:
                                        Not reportedLead Agency:
                                        Not reportedFacility Region:
                                        W0603610064Global ID:
                                        Not reportedSite Code:
                                        Not reportedEnviroscreen Score:
                                        Not reportedStatus Date:
                                        Not reportedStatus:
                                        Not reportedProgram Type:
                                        Not reportedEnvirostor ID:
                                        HIGHLAND, CACity,State,Zip:
                                        Not reportedAddress:
                                        WELL 028AName:

          http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=W0603610064Geo Tracker URL:
                                        -117.250511Longitude:
                                        34.105106Latitude:
                                        DDW WellSite Type:
                                        Drinking Water WellsSite Use:
                                        PUBWField Pt Class:
                                        4/20/2021Date:
                                        NG/LUnits:
                                        Not reportedQuarterly Running Annual Average:
                                        Not reportedLab Notes:
                                        Not reportedDetection Limit:
                                        Not reportedReporting Limit:
                                        1.7Value:
                                        <Qualifier:
                                        NETFOSAAChemical:

WELL 028A  (Continued) S127520392
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98 additional CA PFAS: record(s) in the EDR Site Report.
Click this hyperlink while viewing on your computer to access 

WELL 028A  (Continued) S127520392

                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    03/02/2000Completed Date:
                    Cost Recovery Closeout MemoCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

Completed Info:

                    Envirostor ID NumberAlias Type:
                    36970015Alias Name:
                    Project Code (Site Code)Alias Type:
                    404003Alias Name:
                    Alternate NameAlias Type:
                    TECH PARK HIGH SCHOOLAlias Name:
                    Alternate NameAlias Type:
                    SAN BERNARDINO COE-TECH PARC HIGHAlias Name:
                    Alternate NameAlias Type:
                    SAN BERNARDINO COEAlias Name:
            NONE SPECIFIEDPotential Description:
            NONE SPECIFIEDConfirmed COC:
            NONE SPECIFIEDPotential COC:
            * NATIONAL SECURITY/INTERNATIONAL AFFAIRSPast Use:
            NONE SPECIFIEDAPN:
            -117.2588Longitude:
            34.10465Latitude:
            School DistrictFunding:
            NONE SPECIFIEDSite Mgmt Req:
            NORestricted Use:
            Not reportedSpecial Program:
            23Senate:
            40Assembly:
            Southern California Schools & Brownfields OutreachDivision Branch:
            Mark MalinowskiSupervisor:
            Not reportedProgram Manager:
            SMBRPLead Agency:
            SMBRPRegulatory Agencies:
            NONPL:
            14Acres:
            SchoolSite Type Detailed:
            School InvestigationSite Type:
            404003Site Code:
            03/02/2000Status Date:
            Inactive - Needs EvaluationStatus:
            36970015Facility ID:
            SAN BERNARDINO, CA 92410City,State,Zip:
            THIRD STREET/TIPPECANOE AVENUEAddress:
            TECH PARK HIGH SCHOOLName:

ENVIROSTOR:

1938 ft.
0.367 mi.

Relative:
Lower

Actual:
1071 ft.

 

1/4-1/2 SAN BERNARDINO, CA  92410
SSW SCHTHIRD STREET/TIPPECANOE AVENUE    N/A
23 ENVIROSTORTECH PARK HIGH SCHOOL S105628862
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http://www.edrnet.com/srf2/FinalSiteReport.aspx?ID=6Ekq6Vh.EaP4k6B7qTEU3pTRV0eLhnoX.kXLAkstaORUPQXC4VVUCsCY6hQdB1Qn7g8.376KTZs8EUOdUTbH4drKpmr1TGGHRe1Z6eWL0UIaeGo.LkgO3Bc6nBkro70sXHxG6OR7kqMBXGbsLwP99yYiknPjsN7ttdBO6FT8ErIdkTVeqxId3Gu8VMgOhLLL.qST938MaBiSPETh4nIR3i4k67dvBRzp7nhC6GPETWe7E9g9UYUS5EmPpaLyTayKRgk44Jof0HlheE6HLgab5xKAnQSoo5mEXa185LCVkcatXCUlLAwt6VlaErzUkpW9qM004KFoV0KFhaHV.KP33HwPalXCPCds4auV9CDG69MMBtv77MKVCUUHTr7JEctPUxx03pgnpLuZTwFERsfO84Rf0NEieh1tLPuW9ZipnGOxoU5IXUSnAzx6kYU5XGZWLULNCe1skuaxsW4ntACm2LHOO5hBRPoFUtT95vXbQZknXebMC6mvvrSlV6hUVJ.EUeiJ6mokEfgskMzTqaFi4dVyV0wthjpo.W1x3JX8aYI7PArP4dVaVYFB6kCfBeLH78oH4UtwTNrFEMdBUJax53cepzQUT9qtRgZJAAJ90iA.exJ8LkdJ8jzunvvvoVGNXSBj5Ho0kf3IXnM.LC383VsFkF6hspLstTaL6BYcO0tHR3rSU9SFCgULQlN5X5NKCHHT567ZVh8qVwfdU58i3
http://www.edrnet.com/srf2/FinalSiteReport.aspx?ID=6Ekq6Vh.EaP4k6B7qTEU3pTRV0eLhnoX.kXLAkstaORUPQXC4VVUCsCY6hQdB1Qn7g8.376KTZs8EUOdUTbH4drKpmr1TGGHRe1Z6eWL0UIaeGo.LkgO3Bc6nBkro70sXHxG6OR7kqMBXGbsLwP99yYiknPjsN7ttdBO6FT8ErIdkTVeqxId3Gu8VMgOhLLL.qST938MaBiSPETh4nIR3i4k67dvBRzp7nhC6GPETWe7E9g9UYUS5EmPpaLyTayKRgk44Jof0HlheE6HLgab5xKAnQSoo5mEXa185LCVkcatXCUlLAwt6VlaErzUkpW9qM004KFoV0KFhaHV.KP33HwPalXCPCds4auV9CDG69MMBtv77MKVCUUHTr7JEctPUxx03pgnpLuZTwFERsfO84Rf0NEieh1tLPuW9ZipnGOxoU5IXUSnAzx6kYU5XGZWLULNCe1skuaxsW4ntACm2LHOO5hBRPoFUtT95vXbQZknXebMC6mvvrSlV6hUVJ.EUeiJ6mokEfgskMzTqaFi4dVyV0wthjpo.W1x3JX8aYI7PArP4dVaVYFB6kCfBeLH78oH4UtwTNrFEMdBUJax53cepzQUT9qtRgZJAAJ90iA.exJ8LkdJ8jzunvvvoVGNXSBj5Ho0kf3IXnM.LC383VsFkF6hspLstTaL6BYcO0tHR3rSU9SFCgULQlN5X5NKCHHT567ZVh8qVwfdU58i3


MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                    Envirostor ID NumberAlias Type:
                    36970015Alias Name:
                    Project Code (Site Code)Alias Type:
                    404003Alias Name:
                    Alternate NameAlias Type:
                    TECH PARK HIGH SCHOOLAlias Name:
                    Alternate NameAlias Type:
                    SAN BERNARDINO COE-TECH PARC HIGHAlias Name:
                    Alternate NameAlias Type:
                    SAN BERNARDINO COEAlias Name:
                    NONE SPECIFIEDPotential Description:
                    NONE SPECIFIEDConfirmed COC:
                    NONE SPECIFIEDPotential COC:
                    * NATIONAL SECURITY/INTERNATIONAL AFFAIRSPast Use:
                    NONE SPECIFIEDAPN:
                    -117.2588Longitude:
                    34.10465Latitude:
                    School DistrictFunding:
                    NORestricted Use:
                    03/02/2000Status Date:
                    Inactive - Needs EvaluationStatus:
                    Not reportedSpecial Program Status:
                    23Senate:
                    40Assembly:
                    404003Site Code:
                    Southern California Schools & Brownfields OutreachDivision Branch:
                    Mark MalinowskiSupervisor:
                    Not reportedProject Manager:
                    DTSC - Site Cleanup ProgramLead Agency Description:
                    SMBRPLead Agency:
                    SMBRPCleanup Oversight Agencies:
                    NONational Priorities List:
                    14Acres:
                    NONE SPECIFIEDSite Mgmt. Req.:
                    SchoolSite Type Detail:
                    School InvestigationSite Type:
                    36970015Facility ID:
                    SAN BERNARDINO, CA 92410City,State,Zip:
                    THIRD STREET/TIPPECANOE AVENUEAddress:
                    TECH PARK HIGH SCHOOLName:

SCH:

                    Not reportedSchedule Revised Date:
                    Not reportedSchedule Due Date:
                    Not reportedSchedule Document Type:
                    Not reportedSchedule Sub Area Name:
                    Not reportedSchedule Area Name:
                    Not reportedFuture Due Date:
                    Not reportedFuture Document Type:
                    Not reportedFuture Sub Area Name:
                    Not reportedFuture Area Name:

                    Not reportedComments:
                    01/14/2000Completed Date:
                    Phase 1Completed Document Type:
                    Not reportedCompleted Sub Area Name:

TECH PARK HIGH SCHOOL  (Continued) S105628862
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MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                    Not reportedSchedule Revised Date:
                    Not reportedSchedule Due Date:
                    Not reportedSchedule Document Type:
                    Not reportedSchedule Sub Area Name:
                    Not reportedSchedule Area Name:
                    Not reportedFuture Due Date:
                    Not reportedFuture Document Type:
                    Not reportedFuture Sub Area Name:
                    Not reportedFuture Area Name:

                    Not reportedComments:
                    01/14/2000Completed Date:
                    Phase 1Completed Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    03/02/2000Completed Date:
                    Cost Recovery Closeout MemoCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

Completed Info:

TECH PARK HIGH SCHOOL  (Continued) S105628862

            Aldrin Chlordane DDD DDE DDT Dieldrin Endosulfan Endrin HCH (alphaPotential COC:
            AGRICULTURAL - ROW CROPSPast Use:
            NONE SPECIFIEDAPN:
            -117.2507Longitude:
            34.1158Latitude:
            School DistrictFunding:
            NONE SPECIFIEDSite Mgmt Req:
            NORestricted Use:
            Not reportedSpecial Program:
            23Senate:
            40Assembly:
            Southern California Schools & Brownfields OutreachDivision Branch:
            Javier HinojosaSupervisor:
            Not reportedProgram Manager:
            DTSCLead Agency:
            DTSCRegulatory Agencies:
            NONPL:
            65Acres:
            SchoolSite Type Detailed:
            School InvestigationSite Type:
            404375Site Code:
            10/09/2002Status Date:
            No Further ActionStatus:
            36010035Facility ID:
            SAN BERNARDINO, CA 92410City,State,Zip:
            9TH STREET/DEL ROSA AVENUEAddress:
            HIGH SCHOOL NO. 8 PARCEL A/NEW CURTIS MSName:

ENVIROSTOR:

2327 ft.
0.441 mi.

Relative:
Higher

Actual:
1093 ft.

 

1/4-1/2 SAN BERNARDINO, CA  92410
NNE SCH9TH STREET/DEL ROSA AVENUE    N/A
24 ENVIROSTORHIGH SCHOOL NO. 8 PARCEL A/NEW CURTIS MS S107736451
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MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                    Not reportedSchedule Revised Date:
                    Not reportedSchedule Due Date:
                    Not reportedSchedule Document Type:
                    Not reportedSchedule Sub Area Name:
                    Not reportedSchedule Area Name:
                    Not reportedFuture Due Date:
                    Not reportedFuture Document Type:
                    Not reportedFuture Sub Area Name:
                    Not reportedFuture Area Name:

                    Not reportedComments:
                    03/14/2003Completed Date:
                    Preliminary Endangerment Assessment WorkplanCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    09/29/2004Completed Date:
                    Preliminary Endangerment Assessment ReportCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    08/25/2004Completed Date:
                    Environmental Oversight AgreementCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    06/07/2005Completed Date:
                    Cost Recovery Closeout MemoCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    10/09/2002Completed Date:
                    Environmental Oversight AgreementCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

Completed Info:

                    Envirostor ID NumberAlias Type:
                    36010035Alias Name:
                    Project Code (Site Code)Alias Type:
                    404375Alias Name:
                    Alternate NameAlias Type:
                    SAN BERNARDINO CITY USD-PRPSD HS #8A/NEWAlias Name:
                    Alternate NameAlias Type:
                    SAN BERNARDINO CITY UNIFIED SCHOOL DIST.Alias Name:
                    Alternate NameAlias Type:
                    HIGH SCHOOL NO. 8Alias Name:
            SOILPotential Description:
            30308-NO 30023-NO
            30314-NO 30315-NO 30316-NO 30207-NO 30400-NO 30261-NO 30043-NO
            30004-NO 30006-NO 30007-NO 30008-NO 30010-NO 30309-NO 30313-NOConfirmed COC:
            epoxide Mirex Toxaphene
            HCH (beta HCH (gamma) Lindane HCH-technical Heptachlor Heptachlor

HIGH SCHOOL NO. 8 PARCEL A/NEW CURTIS MS  (Continued) S107736451
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MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                    Cost Recovery Closeout MemoCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    10/09/2002Completed Date:
                    Environmental Oversight AgreementCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

Completed Info:

                    Envirostor ID NumberAlias Type:
                    36010035Alias Name:
                    Project Code (Site Code)Alias Type:
                    404375Alias Name:
                    Alternate NameAlias Type:
                    SAN BERNARDINO CITY USD-PRPSD HS #8A/NEWAlias Name:
                    Alternate NameAlias Type:
                    SAN BERNARDINO CITY UNIFIED SCHOOL DIST.Alias Name:
                    Alternate NameAlias Type:
                    HIGH SCHOOL NO. 8Alias Name:
                    SOILPotential Description:
                    30043-NO, 30308-NO, 30023-NO
                    30313-NO, 30314-NO, 30315-NO, 30316-NO, 30207-NO, 30400-NO, 30261-NO,
                    30004-NO, 30006-NO, 30007-NO, 30008-NO, 30010-NO, 30309-NO,Confirmed COC:
                    Heptachlor epoxide, Mirex, Toxaphene
                    (alpha, HCH (beta, HCH (gamma) Lindane, HCH-technical, Heptachlor,
                    Aldrin, Chlordane, DDD, DDE, DDT, Dieldrin, Endosulfan, Endrin, HCHPotential COC:
                    AGRICULTURAL - ROW CROPSPast Use:
                    NONE SPECIFIEDAPN:
                    -117.2507Longitude:
                    34.1158Latitude:
                    School DistrictFunding:
                    NORestricted Use:
                    10/09/2002Status Date:
                    No Further ActionStatus:
                    Not reportedSpecial Program Status:
                    23Senate:
                    40Assembly:
                    404375Site Code:
                    Southern California Schools & Brownfields OutreachDivision Branch:
                    Javier HinojosaSupervisor:
                    Not reportedProject Manager:
                    * DTSCLead Agency Description:
                    DTSCLead Agency:
                    DTSCCleanup Oversight Agencies:
                    NONational Priorities List:
                    65Acres:
                    NONE SPECIFIEDSite Mgmt. Req.:
                    SchoolSite Type Detail:
                    School InvestigationSite Type:
                    36010035Facility ID:
                    SAN BERNARDINO, CA 92410City,State,Zip:
                    9TH STREET/DEL ROSA AVENUEAddress:
                    HIGH SCHOOL NO. 8 PARCEL A/NEW CURTIS MSName:

SCH:

HIGH SCHOOL NO. 8 PARCEL A/NEW CURTIS MS  (Continued) S107736451
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MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                    Not reportedSchedule Revised Date:
                    Not reportedSchedule Due Date:
                    Not reportedSchedule Document Type:
                    Not reportedSchedule Sub Area Name:
                    Not reportedSchedule Area Name:
                    Not reportedFuture Due Date:
                    Not reportedFuture Document Type:
                    Not reportedFuture Sub Area Name:
                    Not reportedFuture Area Name:

                    Not reportedComments:
                    03/14/2003Completed Date:
                    Preliminary Endangerment Assessment WorkplanCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    09/29/2004Completed Date:
                    Preliminary Endangerment Assessment ReportCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    08/25/2004Completed Date:
                    Environmental Oversight AgreementCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    06/07/2005Completed Date:

HIGH SCHOOL NO. 8 PARCEL A/NEW CURTIS MS  (Continued) S107736451

                                        Not reportedStop Method:
                                        Not reportedHow Discovered Description:
                                        Not reportedHow Discovered:
                                        2019-03-20 00:00:00Begin Date:
                                        Not reportedSite History:
                                        Not reportedPotential Media Affected:
                                        Per- and Polyfluoroalkyl Substances (PFAS)Potential Contaminants of Concern:
                                        Not reportedFile Location:
                                        Not reportedLoc Case Number:
                                        Not reportedRB Case Number:
                                        Not reportedLocal Agency:
                                        MBCase Worker:
                                        SANTA ANA RWQCB (REGION 8)Lead Agency:
                                        03/28/2019Status Date:
                                        Open - RemediationStatus:
                                        ProjectCase Type:
                                        T10000012862Global ID:
                                        SAN BERNARDINO, CA 92408City,State,Zip:
                                        1601 EAST 3RD STREETAddress:
                                        SAN BERNARDINO INTERNATIONAL AIRPORTName:

PROJECT:

2594 ft.
0.491 mi.

Relative:
Higher

Actual:
1091 ft.

 

1/4-1/2 SAN BERNARDINO, CA  92408
SE PFAS1601 EAST 3RD STREET    N/A
25 PROJECTSAN BERNARDINO INTERNATIONAL AIRPORT S123819458
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MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

          http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=T10000012862Geo Tracker URL:
                                        -117.25084Longitude:
                                        34.10346Latitude:
                                        Not reportedSite Type:
                                        Not reportedSite Use:
                                        Not reportedField Pt Class:
                                        Not reportedDate:
                                        Not reportedUnits:
                                        Not reportedQuarterly Running Annual Average:
                                        Not reportedLab Notes:
                                        Not reportedDetection Limit:
                                        Not reportedReporting Limit:
                                        Not reportedValue:
                                        Not reportedQualifier:
                                        Not reportedChemical:
                                        Not reportedMatrix:
                                        Not reportedLocation ID:
                                        Geotrackersource_type:
                                        Not reportedRB Case Number:
                                        03/20/2019Begin Date:

                                        Not reportedSite History:
                                        Not reportedPotential Media Affected:
                                        Per- and Polyfluoroalkyl Substances (PFAS)Potential Contaminants of Concern:
                                        Not reportedFile Location:
                                        Not reportedLocation Case Number:
                                        Not reportedLocal Agency:
                                        MBCase worker:
                                        SANTA ANA RWQCB (REGION 8)Lead Agency:
                                        Not reportedFacility Region:
                                        T10000012862Global ID:
                                        Not reportedSite Code:
                                        Not reportedEnviroscreen Score:
                                        03/28/2019Status Date:
                                        Open - RemediationStatus:
                                        ProjectProgram Type:
                                        Not reportedEnvirostor ID:
                                        SAN BERNARDINO, CA 92408City,State,Zip:
                                        1601 EAST 3RD STREETAddress:
                                        SAN BERNARDINO INTERNATIONAL AIRPORTName:

PFAS:

                                        http://geotracker.waterboards.ca.gov/profile_report.asp?global_id=T10000012862Geotracker:
                                        -117.25084Longitude:
                                        34.10346Latitude:
                                        Not reportedStop Description:

SAN BERNARDINO INTERNATIONAL AIRPORT  (Continued) S123819458

            SAN BERNARDINTO, CA 92410City,State,Zip:
            9TH STREET/TIPPECANOE AVENUEAddress:
            MONTEREY II ELEMENTARY SCHOOLName:

ENVIROSTOR:

2664 ft.
0.505 mi.

Relative:
Lower

Actual:
1069 ft.

 

1/2-1 SAN BERNARDINTO, CA  92410
NW SCH9TH STREET/TIPPECANOE AVENUE    N/A
26 ENVIROSTORMONTEREY II ELEMENTARY SCHOOL S107736770
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MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                    12/20/2004Completed Date:
                    Preliminary Endangerment Assessment ReportCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    01/03/2005Completed Date:
                    Cost Recovery Closeout MemoCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    08/19/2004Completed Date:
                    Environmental Oversight AgreementCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    07/15/2004Completed Date:
                    Site Inspections/Visit (Non LUR)Completed Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

Completed Info:

                    Envirostor ID NumberAlias Type:
                    36010063Alias Name:
                    Project Code (Site Code)Alias Type:
                    404545Alias Name:
                    Alternate NameAlias Type:
                    SAN BERNARDINO CITY USD-PRPSD MNTREY ESAlias Name:
                    Alternate NameAlias Type:
                    SAN BERNARDINO CITY UNIFIED SCHOOL DISTRAlias Name:
            SOILPotential Description:
            30023-NO 30006-NO 30007-NO 30008-NOConfirmed COC:
            DDD DDE DDT ToxaphenePotential COC:
            AGRICULTURAL - ROW CROPSPast Use:
            NONE SPECIFIEDAPN:
            -117.2586Longitude:
            34.1173Latitude:
            School DistrictFunding:
            NONE SPECIFIEDSite Mgmt Req:
            NORestricted Use:
            Not reportedSpecial Program:
            23Senate:
            40Assembly:
            Southern California Schools & Brownfields OutreachDivision Branch:
            Yolanda GarzaSupervisor:
            Not reportedProgram Manager:
            DTSCLead Agency:
            DTSCRegulatory Agencies:
            NONPL:
            17Acres:
            SchoolSite Type Detailed:
            School InvestigationSite Type:
            404545Site Code:
            08/19/2004Status Date:
            No Further ActionStatus:
            36010063Facility ID:

MONTEREY II ELEMENTARY SCHOOL  (Continued) S107736770
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MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                    36010063Alias Name:
                    Project Code (Site Code)Alias Type:
                    404545Alias Name:
                    Alternate NameAlias Type:
                    SAN BERNARDINO CITY USD-PRPSD MNTREY ESAlias Name:
                    Alternate NameAlias Type:
                    SAN BERNARDINO CITY UNIFIED SCHOOL DISTRAlias Name:
                    SOILPotential Description:
                    30023-NO, 30006-NO, 30007-NO, 30008-NOConfirmed COC:
                    DDD, DDE, DDT, ToxaphenePotential COC:
                    AGRICULTURAL - ROW CROPSPast Use:
                    NONE SPECIFIEDAPN:
                    -117.2586Longitude:
                    34.1173Latitude:
                    School DistrictFunding:
                    NORestricted Use:
                    08/19/2004Status Date:
                    No Further ActionStatus:
                    Not reportedSpecial Program Status:
                    23Senate:
                    40Assembly:
                    404545Site Code:
                    Southern California Schools & Brownfields OutreachDivision Branch:
                    Yolanda GarzaSupervisor:
                    Not reportedProject Manager:
                    * DTSCLead Agency Description:
                    DTSCLead Agency:
                    DTSCCleanup Oversight Agencies:
                    NONational Priorities List:
                    17Acres:
                    NONE SPECIFIEDSite Mgmt. Req.:
                    SchoolSite Type Detail:
                    School InvestigationSite Type:
                    36010063Facility ID:
                    SAN BERNARDINTO, CA 92410City,State,Zip:
                    9TH STREET/TIPPECANOE AVENUEAddress:
                    MONTEREY II ELEMENTARY SCHOOLName:

SCH:

                    Not reportedSchedule Revised Date:
                    Not reportedSchedule Due Date:
                    Not reportedSchedule Document Type:
                    Not reportedSchedule Sub Area Name:
                    Not reportedSchedule Area Name:
                    Not reportedFuture Due Date:
                    Not reportedFuture Document Type:
                    Not reportedFuture Sub Area Name:
                    Not reportedFuture Area Name:

                    Not reportedComments:
                    07/27/2004Completed Date:
                    Technical ReportCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:

MONTEREY II ELEMENTARY SCHOOL  (Continued) S107736770
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MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                    Not reportedSchedule Revised Date:
                    Not reportedSchedule Due Date:
                    Not reportedSchedule Document Type:
                    Not reportedSchedule Sub Area Name:
                    Not reportedSchedule Area Name:
                    Not reportedFuture Due Date:
                    Not reportedFuture Document Type:
                    Not reportedFuture Sub Area Name:
                    Not reportedFuture Area Name:

                    Not reportedComments:
                    07/27/2004Completed Date:
                    Technical ReportCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    12/20/2004Completed Date:
                    Preliminary Endangerment Assessment ReportCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    01/03/2005Completed Date:
                    Cost Recovery Closeout MemoCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    08/19/2004Completed Date:
                    Environmental Oversight AgreementCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    07/15/2004Completed Date:
                    Site Inspections/Visit (Non LUR)Completed Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

Completed Info:

                    Envirostor ID NumberAlias Type:

MONTEREY II ELEMENTARY SCHOOL  (Continued) S107736770

                         Firing RangeSite Type:
                         FR402Site ID:
                         SAN BERNARDINO, CACity,State,Zip:
                         Not reportedAddress 2:
                         Not reportedAddress:
                         FORMER TARGET BUTTName:
                         NORTONInstallation Name:
                         Air ForceDoD Component:

UXO:

4005 ft.
0.759 mi.

Relative:
Higher

Actual:
1097 ft.

 

1/2-1 SAN BERNARDINO, CA  
SE    N/A
27 UXOFORMER TARGET BUTT 1024716164
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MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                         -117.244709Longitude:
                         34.101549Latitude:

FORMER TARGET BUTT  (Continued) 1024716164

                                        Not reportedComments:
                                        Not reportedDue Date:
                                        New Operating Permit - Multipe unitsTitle Description:
                                        RCRAType:
                                        1991-06-06 00:00:00Final Date:
                                        Not reportedPermit Being Modified:
                                        Not reportedPermit Being Renewed:
                                        New Operating PermitActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

Activities:

                                        Not reportedTotal Actual Hours:
                                        Not reportedTotal Planned Amount:
                                        Not reportedTotal Planned Hours:
                                        NACalenviroscreen Score:
                                        Not reportedPermit Expiration Date:
                                        Not reportedPermit Effective Date:
                                        RCRA, RCRA Interim Status PermitPermit Type:
                                        Not reportedProject Manager:
                                        Not reportedProject Manager Lead:
                                        submitting the closure certification report to DTSC.
                                        compliance with RCRA requirements. Facility is in process of
                                        limited to the closure of RCRA regulated units, post-closure and
                                        Office of Military Facilities. The Permitting Branch participation is
                                        and is conducting the site wide clean up under the oversight of DTSC’s
                                        document was issued on July 30, 1982. The facility was closed in 1994
                                        military facility located in San Bernardino County. An interim status
                                        Inactive facility undergoing closure: Norton Air Force Base was aQuarterly Update:
                                        Not reportedCommercial Offsite Facility Types:
                                        Not reportedPublic Information Officer:
                                        40Assembly District:
                                        23Senate District:
                                        400108, 540019, 540020, TBDSite Code:
                                        Not reportedSupervisor:
                                        Not reportedFacility Size:
                                        Historical - Non-OperatingFacility Type:
                                        -117.2421Longitude:
                                        34.09768Latitude:
                                        UNDERGOING CLOSURECleanup Status:
                                        305 S TIPPECANOE AVEAddress:
                                        AFBCA/NORTONName:
                                        CA4570024345EPA ID:

HWP:

4521 ft.
0.856 mi.

Relative:
Lower

Actual:
1060 ft.

 

1/2-1 SAN BERNARDINO, CA  92408
SSW CERS305 S TIPPECANOE AVE    N/A
28 HWPAFBCA/NORTON S121273334
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EDR ID NumberDistance
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                                        Not reportedComments:
                                        Not reportedDue Date:
                                        New Operating Permit - SURFSTR1-IRP7-SUMPSTitle Description:
                                        RCRAType:
                                        1991-06-06 00:00:00Final Date:
                                        Not reportedPermit Being Modified:
                                        Not reportedPermit Being Renewed:
                                        New Operating PermitActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        11/08/1988Actual Date:
                                        New Operating Permit - CALL-IN LETTER ISSUEDEvent Description:
                                        CONTAIN1, OTHRTRT1 (GPRA Unit), TANKSTR1Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        New Operating Permit - Multipe unitsTitle Description:
                                        RCRAType:
                                        1991-06-06 00:00:00Final Date:
                                        Not reportedPermit Being Modified:
                                        Not reportedPermit Being Renewed:
                                        New Operating PermitActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        06/06/1991Actual Date:
                                        New Operating Permit - FINAL PERMIT - WITHDRAWAL REQUEST RECEIVEDEvent Description:
                                        SURFSTR1 - IRP 7 - SUMPS (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        New Operating Permit - SURFSTR1-IRP7-SUMPSTitle Description:
                                        RCRAType:
                                        1991-06-06 00:00:00Final Date:
                                        Not reportedPermit Being Modified:
                                        Not reportedPermit Being Renewed:
                                        New Operating PermitActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        06/06/1991Actual Date:
                                        New Operating Permit - FINAL PERMIT - WITHDRAWAL REQUEST ACKNOWLEDGEDEvent Description:
                                        CONTAIN1, OTHRTRT1 (GPRA Unit), TANKSTR1Unit Names:
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                                        Not reportedComments:
                                        Not reportedDue Date:
                                        New Operating Permit - SURFSTR1-IRP7-SUMPSTitle Description:
                                        RCRAType:
                                        1991-06-06 00:00:00Final Date:
                                        Not reportedPermit Being Modified:
                                        Not reportedPermit Being Renewed:
                                        New Operating PermitActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        02/29/1984Actual Date:
                                        New Operating Permit - CALL-IN LETTER ISSUEDEvent Description:
                                        SURFSTR1 - IRP 7 - SUMPS (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        New Operating Permit - SURFSTR1-IRP7-SUMPSTitle Description:
                                        RCRAType:
                                        1991-06-06 00:00:00Final Date:
                                        Not reportedPermit Being Modified:
                                        Not reportedPermit Being Renewed:
                                        New Operating PermitActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        06/06/1991Actual Date:
                                        New Operating Permit - FINAL PERMIT - WITHDRAWAL REQUEST RECEIVEDEvent Description:
                                        CONTAIN1, OTHRTRT1 (GPRA Unit), TANKSTR1Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        New Operating Permit - Multipe unitsTitle Description:
                                        RCRAType:
                                        1991-06-06 00:00:00Final Date:
                                        Not reportedPermit Being Modified:
                                        Not reportedPermit Being Renewed:
                                        New Operating PermitActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        06/06/1991Actual Date:
                                        New Operating Permit - FINAL PERMIT - WITHDRAWAL REQUEST ACKNOWLEDGEDEvent Description:
                                        SURFSTR1 - IRP 7 - SUMPS (GPRA Unit)Unit Names:

AFBCA/NORTON  (Continued) S121273334

TC6905679.2s   Page 187



MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                                        Closure - PUBLIC COMMENT (BEGIN)Event Description:
                                        TANKTRT2Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - TANKTRT2Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        05/11/1995Actual Date:
                                        Closure - PUBLIC COMMENT (END)Event Description:
                                        TANKTRT2Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - TANKTRT2Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        03/15/1995Actual Date:
                                        Closure - RESPONSE TO 1ST NOD RECEIVEDEvent Description:
                                        TANKSTR2 (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - TANKSTR1Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

Closure:

                                        06/12/1991Actual Date:
                                        New Operating Permit - APPLICATION PART B RECEIVEDEvent Description:
                                        SURFSTR1 - IRP 7 - SUMPS (GPRA Unit)Unit Names:
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                                        CA4570024345EPA ID:

                                        09/15/1994Actual Date:
                                        Closure - 1ST NOTICE OF DEFICIENCY ISSUEDEvent Description:
                                        TANKTRT2Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - TANKTRT2Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        02/06/1996Actual Date:
                                        Closure - ISSUE CLOSURE VERIFICATIONEvent Description:
                                        CONTAIN1Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - CONTAIN1Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        01/18/1996Actual Date:
                                        Closure - PUBLIC COMMENT (BEGIN)Event Description:
                                        OTHRTRT1 (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - OTHRTRT1Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        04/11/1995Actual Date:
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                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        03/15/1995Actual Date:
                                        Closure - RESPONSE TO 1ST NOD RECEIVEDEvent Description:
                                        TANKTRT2Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - TANKTRT2Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        05/04/2001Actual Date:
                                        Closure - PUBLIC COMMENT (BEGIN)Event Description:
                                        INDWLINEUnit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - INDWLINETitle Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        01/25/1996Actual Date:
                                        Closure - RECEIVE CLOSURE CERTIFICATIONEvent Description:
                                        OTHRTRT1 (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - OTHRTRT1Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
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                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        10/17/1995Actual Date:
                                        Closure - CLOSURE PLAN APPROVEDEvent Description:
                                        TANKSTR2 (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - TANKSTR1Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        11/28/1995Actual Date:
                                        Closure - RESPONSE TO 1ST NOD RECEIVEDEvent Description:
                                        OTHRTRT1 (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - OTHRTRT1Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        05/11/1995Actual Date:
                                        Closure - PUBLIC COMMENT (END)Event Description:
                                        TANKSTR2 (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - TANKSTR1Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
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                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        06/03/2001Actual Date:
                                        Closure - PUBLIC COMMENT (END)Event Description:
                                        INDWLINEUnit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - INDWLINETitle Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        09/15/2018Actual Date:
                                        AGENCY
                                        Referred for closure to other agency - REFERRED FOR CLOSURE TO OTHEREvent Description:
                                        TANKSTR1, TANKSTR2 (GPRA Unit)
                                        INDWLINE, OTHRTRT1 (GPRA Unit), SURFSTR1 - IRP 7 - SUMPS (GPRA Unit),Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        REFERRED TO SITE CLEANUP - CERCLATitle Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        Referred for closure to other agencyActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        10/19/1999Actual Date:
                                        Closure - CLOSURE PLAN RECEIVEDEvent Description:
                                        INDWLINEUnit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - INDWLINETitle Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
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                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        11/29/2001Actual Date:
                                        Closure - RECEIVE CLOSURE CERTIFICATIONEvent Description:
                                        INDWLINEUnit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - INDWLINETitle Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        02/17/1996Actual Date:
                                        Closure - PUBLIC COMMENT (END)Event Description:
                                        OTHRTRT1 (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - OTHRTRT1Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        09/15/1994Actual Date:
                                        Closure - 1ST NOTICE OF DEFICIENCY ISSUEDEvent Description:
                                        TANKSTR2 (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - TANKSTR1Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
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                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - INDWLINETitle Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        12/30/2002Actual Date:
                                        Closure - ISSUE CLOSURE VERIFICATIONEvent Description:
                                        TANKTRT2Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - TANKTRT2Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        04/29/1994Actual Date:
                                        Closure - CLOSURE PLAN RECEIVEDEvent Description:
                                        CONTAIN1Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - CONTAIN1Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        09/19/1993Actual Date:
                                        Closure - CLOSURE PLAN RECEIVEDEvent Description:
                                        TANKTRT2Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - TANKTRT2Title Description:
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                                        02/06/1996Actual Date:
                                        Closure - ISSUE CLOSURE VERIFICATIONEvent Description:
                                        OTHRTRT1 (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - OTHRTRT1Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        04/11/1995Actual Date:
                                        Closure - PUBLIC COMMENT (BEGIN)Event Description:
                                        TANKSTR2 (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - TANKSTR1Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        09/12/1995Actual Date:
                                        Closure - 1ST NOTICE OF DEFICIENCY ISSUEDEvent Description:
                                        OTHRTRT1 (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - OTHRTRT1Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        04/13/2000Actual Date:
                                        Closure - 1ST NOTICE OF DEFICIENCY ISSUEDEvent Description:
                                        INDWLINEUnit Names:
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                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        05/01/2000Actual Date:
                                        Closure - RESPONSE TO 1ST NOD RECEIVEDEvent Description:
                                        INDWLINEUnit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - INDWLINETitle Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        09/19/1993Actual Date:
                                        Closure - CLOSURE PLAN RECEIVEDEvent Description:
                                        TANKSTR2 (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - TANKSTR1Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        07/10/1995Actual Date:
                                        Closure - CLOSURE PLAN RECEIVEDEvent Description:
                                        OTHRTRT1 (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - OTHRTRT1Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:
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                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        540019Alias:
                                        Project Code (Site Code)Alias Type:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        UNDERGOING CLOSUREFacility Status:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        400108Alias:
                                        Project Code (Site Code)Alias Type:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        UNDERGOING CLOSUREFacility Status:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

Alias:

                                        06/06/1991Actual Date:
                                        Closure - CLOSURE PLAN RECEIVEDEvent Description:
                                        SURFSTR1 - IRP 7 - SUMPS (GPRA Unit)Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - SURFSTR1-IRP7-SUMPSTitle Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        10/17/1995Actual Date:
                                        Closure - CLOSURE PLAN APPROVEDEvent Description:
                                        TANKTRT2Unit Names:
                                        Not reportedComments:
                                        Not reportedDue Date:
                                        Closure - TANKTRT2Title Description:
                                        RCRAType:
                                        Not reportedFinal Date:
                                        ClosureActivity Type:
                                        UNDERGOING CLOSUREFacility Status:
                                        Not reportedFacility Size:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
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                              06-19-2008Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Compliance Evaluation Inspection - Treatment, Storage and DisposalEval Notes:
                              DTSC Compliance Evaluation InspectionEval Type:
                              NoViolations Found:
                              04-29-2015Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Return To Compliance: 2005-07-27 00:00:00
                              Groundwater Monitoring Evaluation - Treatment, Storage and DisposalEval Notes:
                              DTSC Groundwater Monitoring EvaluationEval Type:
                              YesViolations Found:
                              04-22-2003Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Compliance Evaluation Inspection - Treatment, Storage and DisposalEval Notes:
                              DTSC Compliance Evaluation InspectionEval Type:
                              NoViolations Found:
                              04-19-2016Eval Date:
                              Compliance Evaluation InspectionEval General Type:

Evaluation:

                              Hazardous WasteCERS Description:
                              CA4570024345CERS ID:
                              219539Site ID:
                              SAN BERNARDINO, CA 92408City,State,Zip:
                              305 S TIPPECANOE AVEAddress:
                              AFBCA/NORTONName:

CERS:

                                        TBDAlias:
                                        Project Code (Site Code)Alias Type:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        UNDERGOING CLOSUREFacility Status:
                                        AFBCA/NORTONFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CA4570024345EPA ID:

                                        540020Alias:
                                        Project Code (Site Code)Alias Type:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        UNDERGOING CLOSUREFacility Status:
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                              Not reportedEntity Title:
                              AFCEC/CIBWEntity Name:
                              Facility OwnerAffiliation Type Desc:

                              9166430830,Affiliation Phone:
                              95652Affiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              MCCLELLANAffiliation City:
                              3411 OLSON STAffiliation Address:
                              Not reportedEntity Title:
                              MICHAEL SWARTEntity Name:
                              Facility ContactAffiliation Type Desc:

Affiliation:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Compliance Evaluation Inspection - Treatment, Storage and DisposalEval Notes:
                              DTSC Compliance Evaluation InspectionEval Type:
                              NoViolations Found:
                              04-25-2006Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Compliance Evaluation Inspection - Treatment, Storage and DisposalEval Notes:
                              DTSC Compliance Evaluation InspectionEval Type:
                              NoViolations Found:
                              04-13-2017Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Compliance Evaluation Inspection - Treatment, Storage and DisposalEval Notes:
                              DTSC Compliance Evaluation InspectionEval Type:
                              NoViolations Found:
                              06-22-2005Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Compliance Evaluation Inspection - Treatment, Storage and DisposalEval Notes:
                              DTSC Compliance Evaluation InspectionEval Type:
                              NoViolations Found:
                              04-11-2007Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Compliance Evaluation Inspection - Treatment, Storage and DisposalEval Notes:
                              DTSC Compliance Evaluation InspectionEval Type:
                              NoViolations Found:
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                              DTSC Compliance Evaluation InspectionEval Type:
                              NoViolations Found:
                              06-19-2008Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Compliance Evaluation Inspection - Treatment, Storage and DisposalEval Notes:
                              DTSC Compliance Evaluation InspectionEval Type:
                              NoViolations Found:
                              04-29-2015Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Return To Compliance: 2005-07-27 00:00:00
                              Groundwater Monitoring Evaluation - Treatment, Storage and DisposalEval Notes:
                              DTSC Groundwater Monitoring EvaluationEval Type:
                              YesViolations Found:
                              04-22-2003Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Compliance Evaluation Inspection - Treatment, Storage and DisposalEval Notes:
                              DTSC Compliance Evaluation InspectionEval Type:
                              NoViolations Found:
                              04-19-2016Eval Date:
                              Compliance Evaluation InspectionEval General Type:

Evaluation:

                              Corrective ActionCERS Description:
                              80001258CERS ID:
                              219539Site ID:
                              SAN BERNARDINO, CA 92408City,State,Zip:
                              305 S TIPPECANOE AVEAddress:
                              AFBCA/NORTONName:

                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Not reportedEntity Title:
                              * UnknownEntity Name:
                              SupervisorAffiliation Type Desc:

                              9166431250,Affiliation Phone:
                              956521003Affiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              MCCLELLANAffiliation City:
                              3411 OLSON STAffiliation Address:
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                              MCCLELLANAffiliation City:
                              3411 OLSON STAffiliation Address:
                              Not reportedEntity Title:
                              AFCEC/CIBWEntity Name:
                              Facility OwnerAffiliation Type Desc:

                              9166430830,Affiliation Phone:
                              95652Affiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              MCCLELLANAffiliation City:
                              3411 OLSON STAffiliation Address:
                              Not reportedEntity Title:
                              MICHAEL SWARTEntity Name:
                              Facility ContactAffiliation Type Desc:

Affiliation:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Compliance Evaluation Inspection - Treatment, Storage and DisposalEval Notes:
                              DTSC Compliance Evaluation InspectionEval Type:
                              NoViolations Found:
                              04-25-2006Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Compliance Evaluation Inspection - Treatment, Storage and DisposalEval Notes:
                              DTSC Compliance Evaluation InspectionEval Type:
                              NoViolations Found:
                              04-13-2017Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Compliance Evaluation Inspection - Treatment, Storage and DisposalEval Notes:
                              DTSC Compliance Evaluation InspectionEval Type:
                              NoViolations Found:
                              06-22-2005Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Compliance Evaluation Inspection - Treatment, Storage and DisposalEval Notes:
                              DTSC Compliance Evaluation InspectionEval Type:
                              NoViolations Found:
                              04-11-2007Eval Date:
                              Compliance Evaluation InspectionEval General Type:

                              ENVSTORHAZ,Eval Source:
                              DTSC_ENFEval Program:
                              Department of Toxic Substances ControlEval Division:
                              Compliance Evaluation Inspection - Treatment, Storage and DisposalEval Notes:
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                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Not reportedEntity Title:
                              * UnknownEntity Name:
                              SupervisorAffiliation Type Desc:

                              9166431250,Affiliation Phone:
                              956521003Affiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:

AFBCA/NORTON  (Continued) S121273334

                    EPA (FRS #)Alias Type:
                    110033619840Alias Name:
                    APNAlias Type:
                    027321107Alias Name:
                    APNAlias Type:
                    0273-211-07Alias Name:
                    SOILPotential Description:
                    ArsenicConfirmed COC:
                    ArsenicPotential COC :
                    RESIDENTIAL AREAPast Use:
                    0273-211-07, 027321107APN:
                    -117.2593Longitude:
                    34.12321Latitude:
                    Orphan FundsFunding:
                    NORestricted Use:
                    02/03/2009Status Date:
                    CertifiedStatus:
                    Not reportedSpecial Program Status:
                    23Senate:
                    40Assembly:
                    NONE SPECIFIEDSite Mgmt. Req.:
                    401374Site Code:
                    Southern California Schools & Brownfields OutreachDivision Branch:
                    Emad YemutSupervisor:
                    Not reportedProject Manager:
                    DTSC - Site Cleanup ProgramLead Agency Description:
                    SMBRPCleanup Oversight Agencies:
                    NONational Priorities List:
                    0.46Acres:
                    State Response or NPLSite Type Detail:
                    State ResponseSite Type:
                    60000688Facility ID:
                    SAN BERNARDINO, CA 92404City,State,Zip:
                    7194 CONEJO DRIVEAddress:
                    GERALD HOBBS PROPERTYName:

RESPONSE:

4898 ft.
0.928 mi. CERS

Relative:
Higher

Actual:
1096 ft.

 

1/2-1 LIENSSAN BERNARDINO, CA  92404
NNW ENVIROSTOR7194 CONEJO DRIVE    N/A
29 RESPONSEGERALD HOBBS PROPERTY S109291866
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                    Removal Action WorkplanCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Completed for public review and published in the local newspapers.Comments:
                    01/15/2008Completed Date:
                    Public NoticeCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    01/27/2009Completed Date:
                    Removal Action Completion ReportCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    06/17/2008Completed Date:
                    Remedial Investigation ReportCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reported
                    which corresponds to the Assessor’s Parcel Number of the subject site.
                    contains a typographical error. The correct street number is 7194
                    number cited in the address information mentioned in this document
                    Settlement Agreement fully executed. Please note that the streetComments:
                    12/16/2015Completed Date:
                    Consent Settlement - AdministrativeCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Release of Lien was recorded by the County of San Bernardino.Comments:
                    03/18/2016Completed Date:
                    Lien SatisfactionCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Order was fully executed for the subject property.
                    An Imminent and Substantial Endangerment Determination and ConsentComments:
                    08/24/2007Completed Date:
                    Consent OrderCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    neighborhoods.
                    publish it in the local newspapers and distribute it to the
                    DTSC prepared the Public Notice and the Work Notice, and prepared toComments:
                    01/16/2008Completed Date:
                    CEQA - Notice of ExemptionCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

Completed Info:

                    Envirostor ID NumberAlias Type:
                    60000688Alias Name:
                    Project Code (Site Code)Alias Type:
                    401374Alias Name:
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            0273-211-07, 027321107APN:
            -117.2593Longitude:
            34.12321Latitude:
            Orphan FundsFunding:
            NONE SPECIFIEDSite Mgmt Req:
            NORestricted Use:
            Not reportedSpecial Program:
            23Senate:
            40Assembly:
            Southern California Schools & Brownfields OutreachDivision Branch:
            Emad YemutSupervisor:
            Not reportedProgram Manager:
            SMBRPLead Agency:
            SMBRPRegulatory Agencies:
            NONPL:
            0.46Acres:
            State Response or NPLSite Type Detailed:
            State ResponseSite Type:
            401374Site Code:
            02/03/2009Status Date:
            CertifiedStatus:
            60000688Facility ID:
            SAN BERNARDINO, CA 92404City,State,Zip:
            7194 CONEJO DRIVEAddress:
            GERALD HOBBS PROPERTYName:

ENVIROSTOR:

                    Not reportedSchedule Revised Date:
                    Not reportedSchedule Due Date:
                    Not reportedSchedule Document Type:
                    Not reportedSchedule Sub Area Name:
                    Not reportedSchedule Area Name:
                    Not reportedFuture Due Date:
                    Not reportedFuture Document Type:
                    Not reportedFuture Sub Area Name:
                    Not reportedFuture Area Name:

                    lien recorded on the property.Comments:
                    08/07/2008Completed Date:
                    LienCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    CompletedComments:
                    02/03/2009Completed Date:
                    CertificationCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Work Order is issued to contractor for the removal action.Comments:
                    03/27/2008Completed Date:
                    Other ReportCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    01/14/2008Completed Date:
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                    Not reportedComments:
                    01/27/2009Completed Date:
                    Removal Action Completion ReportCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    06/17/2008Completed Date:
                    Remedial Investigation ReportCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reported
                    which corresponds to the Assessor’s Parcel Number of the subject site.
                    contains a typographical error. The correct street number is 7194
                    number cited in the address information mentioned in this document
                    Settlement Agreement fully executed. Please note that the streetComments:
                    12/16/2015Completed Date:
                    Consent Settlement - AdministrativeCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Release of Lien was recorded by the County of San Bernardino.Comments:
                    03/18/2016Completed Date:
                    Lien SatisfactionCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Order was fully executed for the subject property.
                    An Imminent and Substantial Endangerment Determination and ConsentComments:
                    08/24/2007Completed Date:
                    Consent OrderCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    neighborhoods.
                    publish it in the local newspapers and distribute it to the
                    DTSC prepared the Public Notice and the Work Notice, and prepared toComments:
                    01/16/2008Completed Date:
                    CEQA - Notice of ExemptionCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

Completed Info:

                    Envirostor ID NumberAlias Type:
                    60000688Alias Name:
                    Project Code (Site Code)Alias Type:
                    401374Alias Name:
                    EPA (FRS #)Alias Type:
                    110033619840Alias Name:
                    APNAlias Type:
                    027321107Alias Name:
                    APNAlias Type:
                    0273-211-07Alias Name:
            SOILPotential Description:
            ArsenicConfirmed COC:
            ArsenicPotential COC:
            RESIDENTIAL AREAPast Use:
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                    The property consists of a 20,000 square foot area and is identifiedDescription:
                    0273-211-07, 027321107APNS:
                    Not reportedAmount Remaining:
                    $132,829.53Lien Amount:
                    08/07/2008Completed:
                    STATE RESPONSE OR NPLSite Type:
                    CERTIFIEDSite Status:
                    3/18/2016Date Satisfied:
                    YESIf Satisfied:
                    401374Project Code:
                    MAJED AL SHAMI*Project Mgr:
                    -117.25933Longitude:
                    34.123216Latitude:
                    60000688Envirostor Id:
                    SAN BERNARDINO, CA 92404City,State,Zip:
                    GERALD HOBBS PROPERTYName:

LIENS:

                    Not reportedSchedule Revised Date:
                    Not reportedSchedule Due Date:
                    Not reportedSchedule Document Type:
                    Not reportedSchedule Sub Area Name:
                    Not reportedSchedule Area Name:
                    Not reportedFuture Due Date:
                    Not reportedFuture Document Type:
                    Not reportedFuture Sub Area Name:
                    Not reportedFuture Area Name:

                    lien recorded on the property.Comments:
                    08/07/2008Completed Date:
                    LienCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    CompletedComments:
                    02/03/2009Completed Date:
                    CertificationCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Work Order is issued to contractor for the removal action.Comments:
                    03/27/2008Completed Date:
                    Other ReportCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Not reportedComments:
                    01/14/2008Completed Date:
                    Removal Action WorkplanCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

                    Completed for public review and published in the local newspapers.Comments:
                    01/15/2008Completed Date:
                    Public NoticeCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:
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                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              Not reportedAffiliation State:
                              Not reportedAffiliation City:
                              Not reportedAffiliation Address:
                              Not reportedEntity Title:
                              EMAD YEMUTEntity Name:
                              SupervisorAffiliation Type Desc:

Affiliation:

                              State ResponseCERS Description:
                              60000688CERS ID:
                              337832Site ID:
                              SAN BERNARDINO, CA 92404City,State,Zip:
                              7194 CONEJO DRIVEAddress:
                              GERALD HOBBS PROPERTName:

CERS:

                    with dirt from the other drum.
                    5- gallon drum. The buckets were placed inside another 55-gallon drum
                    55-gallon drum. Two buckets of waste were collected and placed into a
                    diameter and 18 inches deep. The excavated soils were placed in a
                    depression to a depth of 18 inches. The hole was about 16 inches in
                    EDI (Represented by J. McCreery and J. Novoa) excavated around the
                    Division, and Mr. Gerald Hobbs, the Respondent. The DTSC contractor,
                    Ziegler, of the San Bernardino County Health Hazardous Materials
                    Response Branch conducted a Site visit. They also met with Mr. Greg
                    2005, Mr. Gary Shapiro and Mr. Roy Yeaman of DTSC s Emergency
                    about 12 inches in diameter and about 4 inches deep. On October 6,
                    poured the resulting liquid waste into a depression in the backyard,
                    extraction from circuit boards at the subject site. The Respondent
                    predominantly residential. The Respondent conducted precious metal
                    home, owned by the Respondent. The Site is located in an area that is
                    by Assessor’s Parcel number 0273211070000. The Site is a private

GERALD HOBBS PROPERTY  (Continued) S109291866

          100Capacity:
          ATank Status:
          36-000-015791-000001SWRCB Tank Id:
          1Owner Tank Id:
          02-29-88Created Date:
          03-24-92Action Date:
          03-24-92Referral Date:
          44-020628Board Of Equalization:
          9Number:
          15791Comp Number:
          ActiveStatus:
          SAN BERNARDINOCity:
          777 E RIALTO AVEAddress:
          GENERAL SERVICES AGENCYName:

SWEEPS UST:

5038 ft. CERSSite 1 of 2 in cluster F
0.954 mi. HWP

Relative:
Lower

Actual:
1048 ft.

 

1/2-1 CorteseSAN BERNARDINO, CA  92415
SW CA FID UST777 E RIALTO AVE    N/A
F30 SWEEPS USTGENERAL SERVICES AGENCY S101591133
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                                        PROTECTIVE FILERCleanup Status:
                                        777 E RIALTO AVEAddress:
                                        SAN BERNARDINO CO DEPART OF AGRICULTUREName:
                                        CAD000775668EPA ID:

HWP:

                              Active OpenFile Name:
                              Not reportedWaste Management Uit Name:
                              Not reportedSolid Waste Id No:
                              Not reportedWID Id:
                              Not reportedRegion 2:
                              Not reportedEffective Date:
                              Not reportedWaste Discharge System No:
                              Not reportedOrder No:
                              activeFlag:
                              Not reportedSwat R:
                              Not reportedEnf Type:
                              Not reportedOwner:
                              Not reportedLongitude:
                              Not reportedLatitude:
                              Not reportedSite Code:
                              Not reportedStatus Date:
                              COMPLETED - CASE CLOSEDCleanup Status:
                              LUST CLEANUP SITESite/Facility Type:
                              T0607100588Global ID:
                              Not reportedEnvirostor Id:
                              CORTESERegion:
                              SAN BERNARDINO, CA 92415City,State,Zip:
                              777 E RIALTO AVEAddress:
                              GENERAL SERVICES AGENCYName:

CORTESE:

     ActiveStatus:
     Not reportedComments:
     Not reportedEPA ID:
     Not reportedNPDES Number:
     Not reportedDUNs Number:
     Not reportedContact Phone:
     Not reportedContact:
     SAN BERNARDINO 92415Mailing City,St,Zip:
     Not reportedMailing Address 2:
     777 E RIALTO AVEMailing Address:
     Not reportedMail To:
     Not reportedFacility Phone:
     Not reportedSIC Code:
     Not reportedCortese Code:
     00015791Regulated ID:
     UTNKARegulated By:
     36001764Facility ID:

CA FID UST:

          1Number Of Tanks:
          DIESELContent:
          PSTG:
          M.V. FUELTank Use:
          07-01-85Active Date:
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                                        anticipated. cs12/19/07
                                        Protective filer withdrawal request app. No further actionComments:
                                        Not reportedDue Date:
                                        Protective FilerTitle Description:
                                        Not reportedType:
                                        Not reportedFinal Date:
                                        Not reportedPermit Being Modified:
                                        Not reportedPermit Being Renewed:
                                        Protective Filer StatusActivity Type:
                                        PROTECTIVE FILERFacility Status:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        SAN BERNARDINO CO DEPART OF AGRICULTUREFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CAD000775668EPA ID:

                                        07/29/1988Actual Date:
                                        Protective Filer Status - PROTECTIVE FILER (RECEIVED)Event Description:
                                        CONTAIN1Unit Names:
                                        anticipated. cs12/19/07
                                        Protective filer withdrawal request app. No further actionComments:
                                        Not reportedDue Date:
                                        Protective FilerTitle Description:
                                        Not reportedType:
                                        Not reportedFinal Date:
                                        Not reportedPermit Being Modified:
                                        Not reportedPermit Being Renewed:
                                        Protective Filer StatusActivity Type:
                                        PROTECTIVE FILERFacility Status:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        SAN BERNARDINO CO DEPART OF AGRICULTUREFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CAD000775668EPA ID:

Activities:

                                        Not reportedTotal Actual Hours:
                                        Not reportedTotal Planned Amount:
                                        Not reportedTotal Planned Hours:
                                        91-95%Calenviroscreen Score:
                                        Not reportedPermit Expiration Date:
                                        Not reportedPermit Effective Date:
                                        Not reportedPermit Type:
                                        Not reportedProject Manager:
                                        Not reportedProject Manager Lead:
                                        Not reportedQuarterly Update:
                                        Not reportedCommercial Offsite Facility Types:
                                        Not reportedPublic Information Officer:
                                        40Assembly District:
                                        23Senate District:
                                        Not reportedSite Code:
                                        Not reportedSupervisor:
                                        Not reportedFacility Size:
                                        Historical - Non-OperatingFacility Type:
                                        -117.2704Longitude:
                                        34.10076Latitude:
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                              9517824903,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              RIVERSIDEAffiliation City:
                              3737 MAIN STREET, SUITE 500Affiliation Address:
                              Not reportedEntity Title:
                              VALERIE JAHN-BULL - SANTA ANA RWQCB (REGION 8)Entity Name:
                              Regional Board CaseworkerAffiliation Type Desc:

                              ,Affiliation Phone:
                              Not reportedAffiliation Zip:
                              Not reportedAffiliation Country:
                              CAAffiliation State:
                              SAN BERNARDINOAffiliation City:
                              620 S. E STREETAffiliation Address:
                              Not reportedEntity Title:
                              CURTIS BRUNDAGE - SAN BERNARDINO COUNTYEntity Name:
                              Local Agency CaseworkerAffiliation Type Desc:

Affiliation:

                              Leaking Underground Storage Tank Cleanup SiteCERS Description:
                              T0607100588CERS ID:
                              249869Site ID:
                              SAN BERNARDINO, CA 92415City,State,Zip:
                              777 E RIALTO AVEAddress:
                              GENERAL SERVICES AGENCYName:

CERS:

                                        110002628817Alias:
                                        FRSAlias Type:
                                        Not reportedSupervisor:
                                        Not reportedProject Manager Lead:
                                        Not reportedProject Manager:
                                        PROTECTIVE FILERFacility Status:
                                        SAN BERNARDINO CO DEPART OF AGRICULTUREFacility Name:
                                        Historical - Non-OperatingFacility Type:
                                        CAD000775668EPA ID:

Alias:

                                        01/23/1989Actual Date:
                                        Protective Filer Status - PROTECTIVE FILER (APPROVED)Event Description:
                                        CONTAIN1Unit Names:

GENERAL SERVICES AGENCY  (Continued) S101591133

            80001338Facility ID:
            SAN BERNARDINO, CA 924150000City,State,Zip:
            777 E RIALTO AVEAddress:
            SAN BERNARDINO CO DEPART OF AGRICULTUREName:

ENVIROSTOR:

5038 ft. Site 2 of 2 in cluster F
0.954 mi.

Relative:
Lower

Actual:
1048 ft.

 

1/2-1 SAN BERNARDINO, CA  92415
SW 777 E RIALTO AVE    N/A
F31 ENVIROSTORSAN BERNARDINO CO DEPART OF AGRICULTURE S118757510
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MAP FINDINGSMap ID
Direction

EDR ID NumberDistance
EPA ID NumberDatabase(s)SiteElevation

                    Not reportedSchedule Revised Date:
                    Not reportedSchedule Due Date:
                    Not reportedSchedule Document Type:
                    Not reportedSchedule Sub Area Name:
                    Not reportedSchedule Area Name:
                    Not reportedFuture Due Date:
                    Not reportedFuture Document Type:
                    Not reportedFuture Sub Area Name:
                    Not reportedFuture Area Name:

                    Not reportedComments:
                    01/20/2010Completed Date:
                    Other ReportCompleted Document Type:
                    Not reportedCompleted Sub Area Name:
                    PROJECT WIDECompleted Area Name:

Completed Info:

                    Envirostor ID NumberAlias Type:
                    80001338Alias Name:
                    EPA (FRS #)Alias Type:
                    110002628817Alias Name:
                    EPA Identification NumberAlias Type:
                    CAD000775668Alias Name:
            NONE SPECIFIEDPotential Description:
            NONE SPECIFIEDConfirmed COC:
            NONE SPECIFIEDPotential COC:
            NONE SPECIFIEDPast Use:
            NONE SPECIFIEDAPN:
            -117.2704Longitude:
            34.10076Latitude:
            Not reportedFunding:
            NONE SPECIFIEDSite Mgmt Req:
            NORestricted Use:
            Not reportedSpecial Program:
            23Senate:
            40Assembly:
            Cleanup CypressDivision Branch:
            * UnknownSupervisor:
            Katherine GouldProgram Manager:
            WMLead Agency:
            SMBRPRegulatory Agencies:
            NONPL:
            1Acres:
            Corrective ActionSite Type Detailed:
            Corrective ActionSite Type:
            Not reportedSite Code:
            06/19/2013Status Date:
            No Action RequiredStatus:

SAN BERNARDINO CO DEPART OF AGRICULTURE  (Continued) S118757510
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ORPHAN SUMMARY

City EDR ID Site Name Site Address Zip Database(s)

Count: 2 records.

SAN BERNARDINO      S106162215 NORTON A F B BLDG 754 7TH ST 92410 LUST
SAN BERNARDINO      1003878981 SECCOMBE LAKE STATE REC AREA 7TH ST BETW SERRIA & WATERMAN 92410 SEMS-ARCHIVE
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http://www.edrnet.com/srf2/FinalSiteReport.aspx?ID=6w5u639Wws.D5xJeuMN83qKp3uPM9prMWRRFAWH3sdQd.igsDDhrCnL.xOF7JJVieHON3VURMaMLNxzj8Xfq4XmvqoxQKKflp1ps6XhxuXkLPNdjMS.v3kMip0R5rY1AMA796KMzR43nRtrHFaSS9famWLQ0HYrq35aQ6SLcwKzk5Kf8u1iE3CKx3.Lk9RFBWpKB9Ww9sctl.dMCDkh63cdxxKbOJ5YZewUy6g.UMiqTNxx68rpI5RLCq4g5Kd41pd1A47oauiOgPAzsM9gx50hMpQMqrZlMMxMG51bGRiYCRtmAF1kG6mjuwLcM56NwuHxy4.Pv3dzq9tG1WyNr3qS4sHpn.3UhDztM9DImxfGCJQ.zeQqNCvUKMvUmNIYR8jpL3mCzqzRSKVvZpzlH8u68uwmGPJGgMyRd9P.lpDHzrCgKMoWAADrtRRhPRZXEFnFmCzAmWJc9HEqp354.2YMud4u5Q4D.d3PL5jPiiVwFg65qsqBsvQRPDXwNhRPxrExK61R5wcl75fEOuKfZ4Xdn3vAM9RbCWVyF3Wd7sDuX.YJoD9zfVBHyx51OJuuxenfR4OEzMvr9Nb3U84LS3lS6qvVUKATQpQw098kQuzRjPGn1MRBY4Cqkp6sIrH4CMqr89SaVRMy7RKFjFT74586uWjnLHuYu3FY35locdgICQBu7dWs446ciiu.ZgQD1sld18vEWDkwihT9trb1l3
http://www.edrnet.com/srf2/FinalSiteReport.aspx?ID=6w5u639Wws.D5xJeuMN83qKp3uPM9prMWRRFAWH3sdQd.igsDDhrCnL.xOF7JJVieHON3VURMaMLNxzj8Xfq4XmvqoxQKKflp1ps6XhxuXkLPNdjMS.v3kMip0R5rY1AMA796KMzR43nRtrHFaSS9famWLQ0HYrq35aQ6SLcwKzk5Kf8u1iE3CKx3.Lk9RFBWpKB9Ww9sctl.dMCDkh63cdxxKbOJ5YZewUy6g.UMiqTNxx68rpI5RLCq4g5Kd41pd1A47oauiOgPAzsM9gx50hMpQMqrZlMMxMG51bGRiYCRtmAF1kG6mjuwLcM56NwuHxy4.Pv3dzq9tG1WyNr3qS4sHpn.3UhDztM9DImxfGCJQ.zeQqNCvUKMvUmNIYR8jpL3mCzqzRSKVvZpzlH8u68uwmGPJGgMyRd9P.lpDHzrCgKMoWAADrtRRhPRZXEFnFmCzAmWJc9HEqp354.2YMud4u5Q4D.d3PL5jPiiVwFg65qsqBsvQRPDXwNhRPxrExK61R5wcl75fEOuKfZ4Xdn3vAM9RbCWVyF3Wd7sDuX.YJoD9zf4BHyx51OJuuxenfR3OEzMvr9Nb3U84LS3lS6qvVUKATQpQw068kQuzRjPGn1MRBYBCqkp6sIrH4CMqr8ASaVRMy7RKFjFT74B86uWjnLHuYu3FY3ClocdgICQBu7dWs4B6ciiu.ZgQD1sld14vEWDkwihT9trb1l3


To maintain currency of the following federal and state databases, EDR contacts the appropriate governmental agency
on a monthly or quarterly basis, as required.

Number of Days to Update: Provides confirmation that EDR is reporting records that have been updated within 90 days
from the date the government agency made the information available to the public.

STANDARD ENVIRONMENTAL RECORDS

Lists of Federal NPL (Superfund) sites

NPL:  National Priority List
National Priorities List (Superfund). The NPL is a subset of CERCLIS and identifies over 1,200 sites for priority
cleanup under the Superfund Program. NPL sites may encompass relatively large areas. As such, EDR provides polygon
coverage for over 1,000 NPL site boundaries produced by EPA’s Environmental Photographic Interpretation Center
(EPIC) and regional EPA offices.

Date of Government Version: 01/25/2022
Date Data Arrived at EDR: 02/03/2022
Date Made Active in Reports: 02/22/2022
Number of Days to Update: 19

Source:  EPA
Telephone:  N/A
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 04/11/2022
Data Release Frequency: Quarterly

NPL Site Boundaries

Sources:

EPA’s Environmental Photographic Interpretation Center (EPIC)
Telephone: 202-564-7333

EPA Region 1 EPA Region 6
Telephone 617-918-1143 Telephone: 214-655-6659

EPA Region 3 EPA Region 7
Telephone 215-814-5418 Telephone: 913-551-7247

EPA Region 4 EPA Region 8
Telephone 404-562-8033 Telephone: 303-312-6774

EPA Region 5 EPA Region 9
Telephone 312-886-6686 Telephone: 415-947-4246

EPA Region 10
Telephone 206-553-8665

Proposed NPL:  Proposed National Priority List Sites
A site that has been proposed for listing on the National Priorities List through the issuance of a proposed rule
in the Federal Register. EPA then accepts public comments on the site, responds to the comments, and places on
the NPL those sites that continue to meet the requirements for listing.

Date of Government Version: 01/25/2022
Date Data Arrived at EDR: 02/03/2022
Date Made Active in Reports: 02/22/2022
Number of Days to Update: 19

Source:  EPA
Telephone:  N/A
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 04/11/2022
Data Release Frequency: Quarterly

NPL LIENS:  Federal Superfund Liens
Federal Superfund Liens. Under the authority granted the USEPA by CERCLA of 1980, the USEPA has the authority
to file liens against real property in order to recover remedial action expenditures or when the property owner
received notification of potential liability. USEPA compiles a listing of filed notices of Superfund Liens.
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Date of Government Version: 10/15/1991
Date Data Arrived at EDR: 02/02/1994
Date Made Active in Reports: 03/30/1994
Number of Days to Update: 56

Source:  EPA
Telephone:  202-564-4267
Last EDR Contact: 08/15/2011
Next Scheduled EDR Contact: 11/28/2011
Data Release Frequency: No Update Planned

Lists of Federal Delisted NPL sites

Delisted NPL:  National Priority List Deletions
The National Oil and Hazardous Substances Pollution Contingency Plan (NCP) establishes the criteria that the
EPA uses to delete sites from the NPL. In accordance with 40 CFR 300.425.(e), sites may be deleted from the
NPL where no further response is appropriate.

Date of Government Version: 01/25/2022
Date Data Arrived at EDR: 02/03/2022
Date Made Active in Reports: 02/22/2022
Number of Days to Update: 19

Source:  EPA
Telephone:  N/A
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 04/11/2022
Data Release Frequency: Quarterly

Lists of Federal sites subject to CERCLA removals and CERCLA orders

FEDERAL FACILITY:  Federal Facility Site Information listing
A listing of National Priority List (NPL) and Base Realignment and Closure (BRAC) sites found in the Comprehensive
Environmental Response, Compensation and Liability Information System (CERCLIS) Database where EPA Federal Facilities
Restoration and Reuse Office is involved in cleanup activities.

Date of Government Version: 05/25/2021
Date Data Arrived at EDR: 06/24/2021
Date Made Active in Reports: 09/20/2021
Number of Days to Update: 88

Source:  Environmental Protection Agency
Telephone:  703-603-8704
Last EDR Contact: 12/29/2021
Next Scheduled EDR Contact: 04/11/2022
Data Release Frequency: Varies

SEMS:  Superfund Enterprise Management System
SEMS (Superfund Enterprise Management System) tracks hazardous waste sites, potentially hazardous waste sites,
and remedial activities performed in support of EPA’s Superfund Program across the United States. The list was
formerly know as CERCLIS, renamed to SEMS by the EPA in 2015. The list contains data on potentially hazardous
waste sites that have been reported to the USEPA by states, municipalities, private companies and private persons,
pursuant to Section 103 of the Comprehensive Environmental Response, Compensation, and Liability Act (CERCLA).
This dataset also contains sites which are either proposed to or on the National Priorities List (NPL) and the
sites which are in the screening and assessment phase for possible inclusion on the NPL.

Date of Government Version: 01/25/2022
Date Data Arrived at EDR: 02/03/2022
Date Made Active in Reports: 02/22/2022
Number of Days to Update: 19

Source:  EPA
Telephone:  800-424-9346
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 04/25/2022
Data Release Frequency: Quarterly

Lists of Federal CERCLA sites with NFRAP

SEMS-ARCHIVE:  Superfund Enterprise Management System Archive
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SEMS-ARCHIVE (Superfund Enterprise Management System Archive) tracks sites that have no further interest under
the Federal Superfund Program based on available information. The list was formerly known as the CERCLIS-NFRAP,
renamed to SEMS ARCHIVE by the EPA in 2015. EPA may perform a minimal level of assessment work at a site while
it is archived if site conditions change and/or new information becomes available. Archived sites have been removed
and archived from the inventory of SEMS sites. Archived status indicates that, to the best of EPA’s knowledge,
assessment at a site has been completed and that EPA has determined no further steps will be taken to list the
site on the National Priorities List (NPL), unless information indicates this decision was not appropriate or
other considerations require a recommendation for listing at a later time. The decision does not necessarily mean
that there is no hazard associated with a given site; it only means that. based upon available information, the
location is not judged to be potential NPL site.

Date of Government Version: 01/25/2022
Date Data Arrived at EDR: 02/03/2022
Date Made Active in Reports: 02/22/2022
Number of Days to Update: 19

Source:  EPA
Telephone:  800-424-9346
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 04/25/2022
Data Release Frequency: Quarterly

Lists of Federal RCRA facilities undergoing Corrective Action

CORRACTS:  Corrective Action Report
CORRACTS identifies hazardous waste handlers with RCRA corrective action activity.

Date of Government Version: 02/28/2022
Date Data Arrived at EDR: 03/02/2022
Date Made Active in Reports: 03/17/2022
Number of Days to Update: 15

Source:  EPA
Telephone:  800-424-9346
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 04/04/2022
Data Release Frequency: Quarterly

Lists of Federal RCRA TSD facilities

RCRA-TSDF:  RCRA - Treatment, Storage and Disposal
RCRAInfo is EPA’s comprehensive information system, providing access to data supporting the Resource Conservation
and Recovery Act (RCRA) of 1976 and the Hazardous and Solid Waste Amendments (HSWA) of 1984. The database
includes selective information on sites which generate, transport, store, treat and/or dispose of hazardous waste
as defined by the Resource Conservation and Recovery Act (RCRA). Transporters are individuals or entities that
move hazardous waste from the generator offsite to a facility that can recycle, treat, store, or dispose of the
waste. TSDFs treat, store, or dispose of the waste.

Date of Government Version: 02/28/2022
Date Data Arrived at EDR: 03/02/2022
Date Made Active in Reports: 03/17/2022
Number of Days to Update: 15

Source:  Environmental Protection Agency
Telephone:  (415) 495-8895
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 04/04/2022
Data Release Frequency: Quarterly

Lists of Federal RCRA generators

RCRA-LQG:  RCRA - Large Quantity Generators
RCRAInfo is EPA’s comprehensive information system, providing access to data supporting the Resource Conservation
and Recovery Act (RCRA) of 1976 and the Hazardous and Solid Waste Amendments (HSWA) of 1984. The database
includes selective information on sites which generate, transport, store, treat and/or dispose of hazardous waste
as defined by the Resource Conservation and Recovery Act (RCRA). Large quantity generators (LQGs) generate
over 1,000 kilograms (kg) of hazardous waste, or over 1 kg of acutely hazardous waste per month.

Date of Government Version: 02/28/2022
Date Data Arrived at EDR: 03/02/2022
Date Made Active in Reports: 03/17/2022
Number of Days to Update: 15

Source:  Environmental Protection Agency
Telephone:  (415) 495-8895
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 04/04/2022
Data Release Frequency: Quarterly
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RCRA-SQG:  RCRA - Small Quantity Generators
RCRAInfo is EPA’s comprehensive information system, providing access to data supporting the Resource Conservation
and Recovery Act (RCRA) of 1976 and the Hazardous and Solid Waste Amendments (HSWA) of 1984. The database
includes selective information on sites which generate, transport, store, treat and/or dispose of hazardous waste
as defined by the Resource Conservation and Recovery Act (RCRA). Small quantity generators (SQGs) generate
between 100 kg and 1,000 kg of hazardous waste per month.

Date of Government Version: 02/28/2022
Date Data Arrived at EDR: 03/02/2022
Date Made Active in Reports: 03/17/2022
Number of Days to Update: 15

Source:  Environmental Protection Agency
Telephone:  (415) 495-8895
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 04/04/2022
Data Release Frequency: Quarterly

RCRA-VSQG:  RCRA - Very Small Quantity Generators (Formerly Conditionally Exempt Small Quantity Generators)
RCRAInfo is EPA’s comprehensive information system, providing access to data supporting the Resource Conservation
and Recovery Act (RCRA) of 1976 and the Hazardous and Solid Waste Amendments (HSWA) of 1984. The database
includes selective information on sites which generate, transport, store, treat and/or dispose of hazardous waste
as defined by the Resource Conservation and Recovery Act (RCRA). Very small quantity generators (VSQGs) generate
less than 100 kg of hazardous waste, or less than 1 kg of acutely hazardous waste per month.

Date of Government Version: 02/28/2022
Date Data Arrived at EDR: 03/02/2022
Date Made Active in Reports: 03/17/2022
Number of Days to Update: 15

Source:  Environmental Protection Agency
Telephone:  (415) 495-8895
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 04/04/2022
Data Release Frequency: Quarterly

Federal institutional controls / engineering controls registries

LUCIS:  Land Use Control Information System
LUCIS contains records of land use control information pertaining to the former Navy Base Realignment and Closure
properties.

Date of Government Version: 11/15/2021
Date Data Arrived at EDR: 11/16/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 84

Source:  Department of the Navy
Telephone:  843-820-7326
Last EDR Contact: 02/07/2022
Next Scheduled EDR Contact: 05/23/2022
Data Release Frequency: Varies

US ENG CONTROLS:  Engineering Controls Sites List
A listing of sites with engineering controls in place. Engineering controls include various forms of caps, building
foundations, liners, and treatment methods to create pathway elimination for regulated substances to enter environmental
media or effect human health.

Date of Government Version: 11/19/2021
Date Data Arrived at EDR: 11/19/2021
Date Made Active in Reports: 02/14/2022
Number of Days to Update: 87

Source:  Environmental Protection Agency
Telephone:  703-603-0695
Last EDR Contact: 02/23/2022
Next Scheduled EDR Contact: 06/06/2022
Data Release Frequency: Varies

US INST CONTROLS:  Institutional Controls Sites List
A listing of sites with institutional controls in place. Institutional controls include administrative measures,
such as groundwater use restrictions, construction restrictions, property use restrictions, and post remediation
care requirements intended to prevent exposure to contaminants remaining on site. Deed restrictions are generally
required as part of the institutional controls.

Date of Government Version: 11/19/2021
Date Data Arrived at EDR: 11/19/2021
Date Made Active in Reports: 02/14/2022
Number of Days to Update: 87

Source:  Environmental Protection Agency
Telephone:  703-603-0695
Last EDR Contact: 02/23/2022
Next Scheduled EDR Contact: 06/06/2022
Data Release Frequency: Varies
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Federal ERNS list

ERNS:  Emergency Response Notification System
Emergency Response Notification System. ERNS records and stores information on reported releases of oil and hazardous
substances.

Date of Government Version: 12/31/2021
Date Data Arrived at EDR: 03/01/2022
Date Made Active in Reports: 03/10/2022
Number of Days to Update: 9

Source:  National Response Center, United States Coast Guard
Telephone:  202-267-2180
Last EDR Contact: 03/01/2022
Next Scheduled EDR Contact: 04/04/2022
Data Release Frequency: Quarterly

Lists of state- and tribal (Superfund) equivalent sites

RESPONSE:  State Response Sites
Identifies confirmed release sites where DTSC is involved in remediation, either in a lead or oversight capacity.
These confirmed release sites are generally high-priority and high potential risk.

Date of Government Version: 10/25/2021
Date Data Arrived at EDR: 10/26/2021
Date Made Active in Reports: 01/14/2022
Number of Days to Update: 80

Source:  Department of Toxic Substances Control
Telephone:  916-323-3400
Last EDR Contact: 01/25/2022
Next Scheduled EDR Contact: 05/09/2022
Data Release Frequency: Quarterly

Lists of state- and tribal hazardous waste facilities

ENVIROSTOR:  EnviroStor Database
The Department of Toxic Substances Control’s (DTSC’s) Site Mitigation and Brownfields Reuse Program’s (SMBRP’s)
EnviroStor database identifes sites that have known contamination or sites for which there may be reasons to investigate
further. The database includes the following site types: Federal Superfund sites (National Priorities List (NPL));
State Response, including Military Facilities and State Superfund; Voluntary Cleanup; and School sites. EnviroStor
provides similar information to the information that was available in CalSites, and provides additional site information,
including, but not limited to, identification of formerly-contaminated properties that have been released for
reuse, properties where environmental deed restrictions have been recorded to prevent inappropriate land uses,
and risk characterization information that is used to assess potential impacts to public health and the environment
at contaminated sites.

Date of Government Version: 10/25/2021
Date Data Arrived at EDR: 10/26/2021
Date Made Active in Reports: 01/14/2022
Number of Days to Update: 80

Source:  Department of Toxic Substances Control
Telephone:  916-323-3400
Last EDR Contact: 01/25/2022
Next Scheduled EDR Contact: 05/09/2022
Data Release Frequency: Quarterly

Lists of state and tribal landfills and solid waste disposal facilities

SWF/LF (SWIS):  Solid Waste Information System
Active, Closed and Inactive Landfills. SWF/LF records typically contain an inve ntory of solid waste disposal
facilities or landfills. These may be active or i nactive facilities or open dumps that failed to meet RCRA Section
4004 criteria for solid waste landfills or disposal sites.

Date of Government Version: 11/08/2021
Date Data Arrived at EDR: 11/09/2021
Date Made Active in Reports: 01/28/2022
Number of Days to Update: 80

Source:  Department of Resources Recycling and Recovery
Telephone:  916-341-6320
Last EDR Contact: 02/08/2022
Next Scheduled EDR Contact: 05/23/2022
Data Release Frequency: Quarterly

Lists of state and tribal leaking storage tanks
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LUST REG 9:  Leaking Underground Storage Tank Report
Orange, Riverside, San Diego counties. For more current information, please refer to the State Water Resources
Control Board’s LUST database.

Date of Government Version: 03/01/2001
Date Data Arrived at EDR: 04/23/2001
Date Made Active in Reports: 05/21/2001
Number of Days to Update: 28

Source:  California Regional Water Quality Control Board San Diego Region (9)
Telephone:  858-637-5595
Last EDR Contact: 09/26/2011
Next Scheduled EDR Contact: 01/09/2012
Data Release Frequency: No Update Planned

LUST REG 8:  Leaking Underground Storage Tanks
California Regional Water Quality Control Board Santa Ana Region (8). For more current information, please refer
to the State Water Resources Control Board’s LUST database.

Date of Government Version: 02/14/2005
Date Data Arrived at EDR: 02/15/2005
Date Made Active in Reports: 03/28/2005
Number of Days to Update: 41

Source:  California Regional Water Quality Control Board Santa Ana Region (8)
Telephone:  909-782-4496
Last EDR Contact: 08/15/2011
Next Scheduled EDR Contact: 11/28/2011
Data Release Frequency: No Update Planned

LUST REG 6V:  Leaking Underground Storage Tank Case Listing
Leaking Underground Storage Tank locations.  Inyo, Kern, Los Angeles, Mono, San Bernardino counties.

Date of Government Version: 06/07/2005
Date Data Arrived at EDR: 06/07/2005
Date Made Active in Reports: 06/29/2005
Number of Days to Update: 22

Source:  California Regional Water Quality Control Board Victorville Branch Office (6)
Telephone:  760-241-7365
Last EDR Contact: 09/12/2011
Next Scheduled EDR Contact: 12/26/2011
Data Release Frequency: No Update Planned

LUST REG 1:  Active Toxic Site Investigation
Del Norte, Humboldt, Lake, Mendocino, Modoc, Siskiyou, Sonoma, Trinity counties. For more current information,
please refer to the State Water Resources Control Board’s LUST database.

Date of Government Version: 02/01/2001
Date Data Arrived at EDR: 02/28/2001
Date Made Active in Reports: 03/29/2001
Number of Days to Update: 29

Source:  California Regional Water Quality Control Board North Coast (1)
Telephone:  707-570-3769
Last EDR Contact: 08/01/2011
Next Scheduled EDR Contact: 11/14/2011
Data Release Frequency: No Update Planned

LUST REG 2:  Fuel Leak List
Leaking Underground Storage Tank locations. Alameda, Contra Costa, Marin, Napa, San Francisco, San Mateo, Santa
Clara, Solano, Sonoma counties.

Date of Government Version: 09/30/2004
Date Data Arrived at EDR: 10/20/2004
Date Made Active in Reports: 11/19/2004
Number of Days to Update: 30

Source:  California Regional Water Quality Control Board San Francisco Bay Region (2)
Telephone:  510-622-2433
Last EDR Contact: 09/19/2011
Next Scheduled EDR Contact: 01/02/2012
Data Release Frequency: No Update Planned

LUST REG 3:  Leaking Underground Storage Tank Database
Leaking Underground Storage Tank locations. Monterey, San Benito, San Luis Obispo, Santa Barbara, Santa Cruz counties.

Date of Government Version: 05/19/2003
Date Data Arrived at EDR: 05/19/2003
Date Made Active in Reports: 06/02/2003
Number of Days to Update: 14

Source:  California Regional Water Quality Control Board Central Coast Region (3)
Telephone:  805-542-4786
Last EDR Contact: 07/18/2011
Next Scheduled EDR Contact: 10/31/2011
Data Release Frequency: No Update Planned

LUST REG 4:  Underground Storage Tank Leak List
Los Angeles, Ventura counties. For more current information, please refer to the State Water Resources Control
Board’s LUST database.
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Date of Government Version: 09/07/2004
Date Data Arrived at EDR: 09/07/2004
Date Made Active in Reports: 10/12/2004
Number of Days to Update: 35

Source:  California Regional Water Quality Control Board Los Angeles Region (4)
Telephone:  213-576-6710
Last EDR Contact: 09/06/2011
Next Scheduled EDR Contact: 12/19/2011
Data Release Frequency: No Update Planned

LUST REG 5:  Leaking Underground Storage Tank Database
Leaking Underground Storage Tank locations. Alameda, Alpine, Amador, Butte, Colusa, Contra Costa, Calveras, El
Dorado, Fresno, Glenn, Kern, Kings, Lake, Lassen, Madera, Mariposa, Merced, Modoc, Napa, Nevada, Placer, Plumas,
Sacramento, San Joaquin, Shasta, Solano, Stanislaus, Sutter, Tehama, Tulare, Tuolumne, Yolo, Yuba counties.

Date of Government Version: 07/01/2008
Date Data Arrived at EDR: 07/22/2008
Date Made Active in Reports: 07/31/2008
Number of Days to Update: 9

Source:  California Regional Water Quality Control Board Central Valley Region (5)
Telephone:  916-464-4834
Last EDR Contact: 07/01/2011
Next Scheduled EDR Contact: 10/17/2011
Data Release Frequency: No Update Planned

LUST:  Leaking Underground Fuel Tank Report (GEOTRACKER)
Leaking Underground Storage Tank (LUST) Sites included in GeoTracker. GeoTracker is the Water Boards data management
system for sites that impact, or have the potential to impact, water quality in California, with emphasis on groundwater.

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  State Water Resources Control Board
Telephone:  see region list
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Quarterly

LUST REG 6L:  Leaking Underground Storage Tank Case Listing
For more current information, please refer to the State Water Resources Control Board’s LUST database.

Date of Government Version: 09/09/2003
Date Data Arrived at EDR: 09/10/2003
Date Made Active in Reports: 10/07/2003
Number of Days to Update: 27

Source:  California Regional Water Quality Control Board Lahontan Region (6)
Telephone:  530-542-5572
Last EDR Contact: 09/12/2011
Next Scheduled EDR Contact: 12/26/2011
Data Release Frequency: No Update Planned

LUST REG 7:  Leaking Underground Storage Tank Case Listing
Leaking Underground Storage Tank locations.  Imperial, Riverside, San Diego, Santa Barbara counties.

Date of Government Version: 02/26/2004
Date Data Arrived at EDR: 02/26/2004
Date Made Active in Reports: 03/24/2004
Number of Days to Update: 27

Source:  California Regional Water Quality Control Board Colorado River Basin Region (7)
Telephone:  760-776-8943
Last EDR Contact: 08/01/2011
Next Scheduled EDR Contact: 11/14/2011
Data Release Frequency: No Update Planned

INDIAN LUST R9:  Leaking Underground Storage Tanks on Indian Land
LUSTs on Indian land in Arizona, California, New Mexico and Nevada

Date of Government Version: 10/12/2021
Date Data Arrived at EDR: 11/15/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 85

Source:  Environmental Protection Agency
Telephone:  415-972-3372
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

INDIAN LUST R10:  Leaking Underground Storage Tanks on Indian Land
LUSTs on Indian land in Alaska, Idaho, Oregon and Washington.

Date of Government Version: 10/12/2021
Date Data Arrived at EDR: 11/15/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 85

Source:  EPA Region 10
Telephone:  206-553-2857
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies
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INDIAN LUST R5:  Leaking Underground Storage Tanks on Indian Land
Leaking underground storage tanks located on Indian Land in Michigan, Minnesota and Wisconsin.

Date of Government Version: 10/12/2021
Date Data Arrived at EDR: 11/15/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 85

Source:  EPA, Region 5
Telephone:  312-886-7439
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

INDIAN LUST R8:  Leaking Underground Storage Tanks on Indian Land
LUSTs on Indian land in Colorado, Montana, North Dakota, South Dakota, Utah and Wyoming.

Date of Government Version: 10/12/2021
Date Data Arrived at EDR: 11/15/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 85

Source:  EPA Region 8
Telephone:  303-312-6271
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

INDIAN LUST R7:  Leaking Underground Storage Tanks on Indian Land
LUSTs on Indian land in Iowa, Kansas, and Nebraska

Date of Government Version: 10/12/2021
Date Data Arrived at EDR: 11/15/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 85

Source:  EPA Region 7
Telephone:  913-551-7003
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

INDIAN LUST R6:  Leaking Underground Storage Tanks on Indian Land
LUSTs on Indian land in New Mexico and Oklahoma.

Date of Government Version: 10/12/2021
Date Data Arrived at EDR: 11/15/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 85

Source:  EPA Region 6
Telephone:  214-665-6597
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

INDIAN LUST R4:  Leaking Underground Storage Tanks on Indian Land
LUSTs on Indian land in Florida, Mississippi and North Carolina.

Date of Government Version: 05/28/2021
Date Data Arrived at EDR: 06/22/2021
Date Made Active in Reports: 09/20/2021
Number of Days to Update: 90

Source:  EPA Region 4
Telephone:  404-562-8677
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

INDIAN LUST R1:  Leaking Underground Storage Tanks on Indian Land
A listing of leaking underground storage tank locations on Indian Land.

Date of Government Version: 04/28/2021
Date Data Arrived at EDR: 06/11/2021
Date Made Active in Reports: 09/07/2021
Number of Days to Update: 88

Source:  EPA Region 1
Telephone:  617-918-1313
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

CPS-SLIC:  Statewide SLIC Cases (GEOTRACKER)
Cleanup Program Sites (CPS; also known as Site Cleanups [SC] and formerly known as Spills, Leaks, Investigations,
and Cleanups [SLIC] sites) included in GeoTracker. GeoTracker is the Water Boards data management system for
sites that impact, or have the potential to impact, water quality in California, with emphasis on groundwater.

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  State Water Resources Control Board
Telephone:  866-480-1028
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Varies
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SLIC REG 1:  Active Toxic Site Investigations
The SLIC (Spills, Leaks, Investigations and Cleanup) program is designed to protect and restore water quality
from spills, leaks, and similar discharges.

Date of Government Version: 04/03/2003
Date Data Arrived at EDR: 04/07/2003
Date Made Active in Reports: 04/25/2003
Number of Days to Update: 18

Source:  California Regional Water Quality Control Board, North Coast Region (1)
Telephone:  707-576-2220
Last EDR Contact: 08/01/2011
Next Scheduled EDR Contact: 11/14/2011
Data Release Frequency: No Update Planned

SLIC REG 2:  Spills, Leaks, Investigation & Cleanup Cost Recovery Listing
The SLIC (Spills, Leaks, Investigations and Cleanup) program is designed to protect and restore water quality
from spills, leaks, and similar discharges.

Date of Government Version: 09/30/2004
Date Data Arrived at EDR: 10/20/2004
Date Made Active in Reports: 11/19/2004
Number of Days to Update: 30

Source:  Regional Water Quality Control Board San Francisco Bay Region (2)
Telephone:  510-286-0457
Last EDR Contact: 09/19/2011
Next Scheduled EDR Contact: 01/02/2012
Data Release Frequency: No Update Planned

SLIC REG 3:  Spills, Leaks, Investigation & Cleanup Cost Recovery Listing
The SLIC (Spills, Leaks, Investigations and Cleanup) program is designed to protect and restore water quality
from spills, leaks, and similar discharges.

Date of Government Version: 05/18/2006
Date Data Arrived at EDR: 05/18/2006
Date Made Active in Reports: 06/15/2006
Number of Days to Update: 28

Source:  California Regional Water Quality Control Board Central Coast Region (3)
Telephone:  805-549-3147
Last EDR Contact: 07/18/2011
Next Scheduled EDR Contact: 10/31/2011
Data Release Frequency: No Update Planned

SLIC REG 4:  Spills, Leaks, Investigation & Cleanup Cost Recovery Listing
The SLIC (Spills, Leaks, Investigations and Cleanup) program is designed to protect and restore water quality
from spills, leaks, and similar discharges.

Date of Government Version: 11/17/2004
Date Data Arrived at EDR: 11/18/2004
Date Made Active in Reports: 01/04/2005
Number of Days to Update: 47

Source:  Region Water Quality Control Board Los Angeles Region (4)
Telephone:  213-576-6600
Last EDR Contact: 07/01/2011
Next Scheduled EDR Contact: 10/17/2011
Data Release Frequency: No Update Planned

SLIC REG 5:  Spills, Leaks, Investigation & Cleanup Cost Recovery Listing
The SLIC (Spills, Leaks, Investigations and Cleanup) program is designed to protect and restore water quality
from spills, leaks, and similar discharges.

Date of Government Version: 04/01/2005
Date Data Arrived at EDR: 04/05/2005
Date Made Active in Reports: 04/21/2005
Number of Days to Update: 16

Source:  Regional Water Quality Control Board Central Valley Region (5)
Telephone:  916-464-3291
Last EDR Contact: 09/12/2011
Next Scheduled EDR Contact: 12/26/2011
Data Release Frequency: No Update Planned

SLIC REG 6V:  Spills, Leaks, Investigation & Cleanup Cost Recovery Listing
The SLIC (Spills, Leaks, Investigations and Cleanup) program is designed to protect and restore water quality
from spills, leaks, and similar discharges.

Date of Government Version: 05/24/2005
Date Data Arrived at EDR: 05/25/2005
Date Made Active in Reports: 06/16/2005
Number of Days to Update: 22

Source:  Regional Water Quality Control Board, Victorville Branch
Telephone:  619-241-6583
Last EDR Contact: 08/15/2011
Next Scheduled EDR Contact: 11/28/2011
Data Release Frequency: No Update Planned
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SLIC REG 6L:  SLIC Sites
The SLIC (Spills, Leaks, Investigations and Cleanup) program is designed to protect and restore water quality
from spills, leaks, and similar discharges.

Date of Government Version: 09/07/2004
Date Data Arrived at EDR: 09/07/2004
Date Made Active in Reports: 10/12/2004
Number of Days to Update: 35

Source:  California Regional Water Quality Control Board, Lahontan Region
Telephone:  530-542-5574
Last EDR Contact: 08/15/2011
Next Scheduled EDR Contact: 11/28/2011
Data Release Frequency: No Update Planned

SLIC REG 7:  SLIC List
The SLIC (Spills, Leaks, Investigations and Cleanup) program is designed to protect and restore water quality
from spills, leaks, and similar discharges.

Date of Government Version: 11/24/2004
Date Data Arrived at EDR: 11/29/2004
Date Made Active in Reports: 01/04/2005
Number of Days to Update: 36

Source:  California Regional Quality Control Board, Colorado River Basin Region
Telephone:  760-346-7491
Last EDR Contact: 08/01/2011
Next Scheduled EDR Contact: 11/14/2011
Data Release Frequency: No Update Planned

SLIC REG 8:  Spills, Leaks, Investigation & Cleanup Cost Recovery Listing
The SLIC (Spills, Leaks, Investigations and Cleanup) program is designed to protect and restore water quality
from spills, leaks, and similar discharges.

Date of Government Version: 04/03/2008
Date Data Arrived at EDR: 04/03/2008
Date Made Active in Reports: 04/14/2008
Number of Days to Update: 11

Source:  California Region Water Quality Control Board Santa Ana Region (8)
Telephone:  951-782-3298
Last EDR Contact: 09/12/2011
Next Scheduled EDR Contact: 12/26/2011
Data Release Frequency: No Update Planned

SLIC REG 9:  Spills, Leaks, Investigation & Cleanup Cost Recovery Listing
The SLIC (Spills, Leaks, Investigations and Cleanup) program is designed to protect and restore water quality
from spills, leaks, and similar discharges.

Date of Government Version: 09/10/2007
Date Data Arrived at EDR: 09/11/2007
Date Made Active in Reports: 09/28/2007
Number of Days to Update: 17

Source:  California Regional Water Quality Control Board San Diego Region (9)
Telephone:  858-467-2980
Last EDR Contact: 08/08/2011
Next Scheduled EDR Contact: 11/21/2011
Data Release Frequency: No Update Planned

Lists of state and tribal registered storage tanks

FEMA UST:  Underground Storage Tank Listing
A listing of all FEMA owned underground storage tanks.

Date of Government Version: 10/14/2021
Date Data Arrived at EDR: 11/05/2021
Date Made Active in Reports: 02/01/2022
Number of Days to Update: 88

Source:  FEMA
Telephone:  202-646-5797
Last EDR Contact: 02/07/2022
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Varies

UST:  Active UST Facilities
Active UST facilities gathered from the local regulatory agencies

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  SWRCB
Telephone:  916-341-5851
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Semi-Annually
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UST CLOSURE:  Proposed Closure of Underground Storage Tank (UST) Cases
UST cases that are being considered for closure by either the State Water Resources Control Board or the Executive
Director have been posted for a 60-day public comment period. UST Case Closures being proposed for consideration
by the State Water Resources Control Board. These are primarily UST cases that meet closure criteria under the
decisional framework in State Water Board Resolution No. 92-49 and other Board orders. UST Case Closures proposed
for consideration by the Executive Director pursuant to State Water Board Resolution No. 2012-0061. These are
cases that meet the criteria of the Low-Threat UST Case Closure Policy. UST Case Closure Review Denials and Approved
Orders.

Date of Government Version: 12/01/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 03/02/2022
Number of Days to Update: 85

Source:  State Water Resources Control Board
Telephone:  916-327-7844
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Varies

MILITARY UST SITES:  Military UST Sites (GEOTRACKER)
Military ust sites

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  State Water Resources Control Board
Telephone:  866-480-1028
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Varies

AST:  Aboveground Petroleum Storage Tank Facilities
A listing of aboveground storage tank petroleum storage tank locations.

Date of Government Version: 07/06/2016
Date Data Arrived at EDR: 07/12/2016
Date Made Active in Reports: 09/19/2016
Number of Days to Update: 69

Source:  California Environmental Protection Agency
Telephone:  916-327-5092
Last EDR Contact: 03/10/2022
Next Scheduled EDR Contact: 06/27/2022
Data Release Frequency: Varies

INDIAN UST R9:  Underground Storage Tanks on Indian Land
The Indian Underground Storage Tank (UST) database provides information about underground storage tanks on Indian
land in EPA Region 9 (Arizona, California, Hawaii, Nevada, the Pacific Islands, and Tribal Nations).

Date of Government Version: 10/12/2021
Date Data Arrived at EDR: 11/15/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 85

Source:  EPA Region 9
Telephone:  415-972-3368
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

INDIAN UST R8:  Underground Storage Tanks on Indian Land
The Indian Underground Storage Tank (UST) database provides information about underground storage tanks on Indian
land in EPA Region 8 (Colorado, Montana, North Dakota, South Dakota, Utah, Wyoming and 27 Tribal Nations).

Date of Government Version: 10/12/2021
Date Data Arrived at EDR: 11/15/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 85

Source:  EPA Region 8
Telephone:  303-312-6137
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

INDIAN UST R7:  Underground Storage Tanks on Indian Land
The Indian Underground Storage Tank (UST) database provides information about underground storage tanks on Indian
land in EPA Region 7 (Iowa, Kansas, Missouri, Nebraska, and 9 Tribal Nations).

Date of Government Version: 10/12/2021
Date Data Arrived at EDR: 11/15/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 85

Source:  EPA Region 7
Telephone:  913-551-7003
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

TC6905679.2s     Page GR-11

GOVERNMENT RECORDS SEARCHED / DATA CURRENCY TRACKING



INDIAN UST R10:  Underground Storage Tanks on Indian Land
The Indian Underground Storage Tank (UST) database provides information about underground storage tanks on Indian
land in EPA Region 10 (Alaska, Idaho, Oregon, Washington, and Tribal Nations).

Date of Government Version: 10/12/2021
Date Data Arrived at EDR: 11/15/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 85

Source:  EPA Region 10
Telephone:  206-553-2857
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

INDIAN UST R1:  Underground Storage Tanks on Indian Land
The Indian Underground Storage Tank (UST) database provides information about underground storage tanks on Indian
land in EPA Region 1 (Connecticut, Maine, Massachusetts, New Hampshire, Rhode Island, Vermont and ten Tribal
Nations).

Date of Government Version: 10/14/2021
Date Data Arrived at EDR: 11/15/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 85

Source:  EPA, Region 1
Telephone:  617-918-1313
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

INDIAN UST R5:  Underground Storage Tanks on Indian Land
The Indian Underground Storage Tank (UST) database provides information about underground storage tanks on Indian
land in EPA Region 5 (Michigan, Minnesota and Wisconsin and Tribal Nations).

Date of Government Version: 04/06/2021
Date Data Arrived at EDR: 06/11/2021
Date Made Active in Reports: 09/07/2021
Number of Days to Update: 88

Source:  EPA Region 5
Telephone:  312-886-6136
Last EDR Contact: 02/09/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

INDIAN UST R6:  Underground Storage Tanks on Indian Land
The Indian Underground Storage Tank (UST) database provides information about underground storage tanks on Indian
land in EPA Region 6 (Louisiana, Arkansas, Oklahoma, New Mexico, Texas and 65 Tribes).

Date of Government Version: 10/12/2021
Date Data Arrived at EDR: 11/15/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 85

Source:  EPA Region 6
Telephone:  214-665-7591
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

INDIAN UST R4:  Underground Storage Tanks on Indian Land
The Indian Underground Storage Tank (UST) database provides information about underground storage tanks on Indian
land in EPA Region 4 (Alabama, Florida, Georgia, Kentucky, Mississippi, North Carolina, South Carolina, Tennessee
and Tribal Nations)

Date of Government Version: 05/28/2021
Date Data Arrived at EDR: 06/22/2021
Date Made Active in Reports: 09/20/2021
Number of Days to Update: 90

Source:  EPA Region 4
Telephone:  404-562-9424
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

Lists of state and tribal voluntary cleanup sites

VCP:  Voluntary Cleanup Program Properties
Contains low threat level properties with either confirmed or unconfirmed releases and the project proponents
have request that DTSC oversee investigation and/or cleanup activities and have agreed to provide coverage for
DTSC’s costs.
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Date of Government Version: 10/25/2021
Date Data Arrived at EDR: 10/26/2021
Date Made Active in Reports: 01/14/2022
Number of Days to Update: 80

Source:  Department of Toxic Substances Control
Telephone:  916-323-3400
Last EDR Contact: 01/25/2022
Next Scheduled EDR Contact: 05/09/2022
Data Release Frequency: Quarterly

INDIAN VCP R7:  Voluntary Cleanup Priority Lisitng
A listing of voluntary cleanup priority sites located on Indian Land located in Region 7.

Date of Government Version: 03/20/2008
Date Data Arrived at EDR: 04/22/2008
Date Made Active in Reports: 05/19/2008
Number of Days to Update: 27

Source:  EPA, Region 7
Telephone:  913-551-7365
Last EDR Contact: 07/08/2021
Next Scheduled EDR Contact: 07/20/2009
Data Release Frequency: Varies

INDIAN VCP R1:  Voluntary Cleanup Priority Listing
A listing of voluntary cleanup priority sites located on Indian Land located in Region 1.

Date of Government Version: 07/27/2015
Date Data Arrived at EDR: 09/29/2015
Date Made Active in Reports: 02/18/2016
Number of Days to Update: 142

Source:  EPA, Region 1
Telephone:  617-918-1102
Last EDR Contact: 03/16/2022
Next Scheduled EDR Contact: 07/04/2022
Data Release Frequency: Varies

Lists of state and tribal brownfield sites

BROWNFIELDS:  Considered Brownfieds Sites Listing
A listing of sites the SWRCB considers to be Brownfields since these are sites have come to them through the MOA
Process.

Date of Government Version: 12/15/2021
Date Data Arrived at EDR: 12/16/2021
Date Made Active in Reports: 03/03/2022
Number of Days to Update: 77

Source:  State Water Resources Control Board
Telephone:  916-323-7905
Last EDR Contact: 12/16/2021
Next Scheduled EDR Contact: 04/04/2022
Data Release Frequency: Quarterly

ADDITIONAL ENVIRONMENTAL RECORDS

Local Brownfield lists

US BROWNFIELDS:  A Listing of Brownfields Sites
Brownfields are real property, the expansion, redevelopment, or reuse of which may be complicated by the presence
or potential presence of a hazardous substance, pollutant, or contaminant. Cleaning up and reinvesting in these
properties takes development pressures off of undeveloped, open land, and both improves and protects the environment.
Assessment, Cleanup and Redevelopment Exchange System (ACRES) stores information reported by EPA Brownfields
grant recipients on brownfields properties assessed or cleaned up with grant funding as well as information on
Targeted Brownfields Assessments performed by EPA Regions. A listing of ACRES Brownfield sites is obtained from
Cleanups in My Community. Cleanups in My Community provides information on Brownfields properties for which information
is reported back to EPA, as well as areas served by Brownfields grant programs.

Date of Government Version: 02/23/2022
Date Data Arrived at EDR: 03/10/2022
Date Made Active in Reports: 03/10/2022
Number of Days to Update: 0

Source:  Environmental Protection Agency
Telephone:  202-566-2777
Last EDR Contact: 03/15/2022
Next Scheduled EDR Contact: 06/27/2022
Data Release Frequency: Semi-Annually

Local Lists of Landfill / Solid Waste Disposal Sites

WMUDS/SWAT:  Waste Management Unit Database
Waste Management Unit Database System. WMUDS is used by the State Water Resources Control Board staff and the
Regional Water Quality Control Boards for program tracking and inventory of waste management units. WMUDS is composed
of the following databases: Facility Information, Scheduled Inspections Information, Waste Management Unit Information,
SWAT Program Information, SWAT Report Summary Information, SWAT Report Summary Data, Chapter 15 (formerly Subchapter
15) Information, Chapter 15 Monitoring Parameters, TPCA Program Information, RCRA Program Information, Closure
Information, and Interested Parties Information.
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Date of Government Version: 04/01/2000
Date Data Arrived at EDR: 04/10/2000
Date Made Active in Reports: 05/10/2000
Number of Days to Update: 30

Source:  State Water Resources Control Board
Telephone:  916-227-4448
Last EDR Contact: 01/24/2022
Next Scheduled EDR Contact: 05/09/2022
Data Release Frequency: No Update Planned

SWRCY:  Recycler Database
A listing of recycling facilities in California.

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  Department of Conservation
Telephone:  916-323-3836
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Quarterly

HAULERS:  Registered Waste Tire Haulers Listing
A listing of registered waste tire haulers.

Date of Government Version: 09/14/2021
Date Data Arrived at EDR: 11/11/2021
Date Made Active in Reports: 11/23/2021
Number of Days to Update: 12

Source:  Integrated Waste Management Board
Telephone:  916-341-6422
Last EDR Contact: 02/17/2022
Next Scheduled EDR Contact: 05/23/2022
Data Release Frequency: Varies

INDIAN ODI:  Report on the Status of Open Dumps on Indian Lands
Location of open dumps on Indian land.

Date of Government Version: 12/31/1998
Date Data Arrived at EDR: 12/03/2007
Date Made Active in Reports: 01/24/2008
Number of Days to Update: 52

Source:  Environmental Protection Agency
Telephone:  703-308-8245
Last EDR Contact: 01/24/2022
Next Scheduled EDR Contact: 05/09/2022
Data Release Frequency: Varies

ODI:  Open Dump Inventory
An open dump is defined as a disposal facility that does not comply with one or more of the Part 257 or Part 258
Subtitle D Criteria.

Date of Government Version: 06/30/1985
Date Data Arrived at EDR: 08/09/2004
Date Made Active in Reports: 09/17/2004
Number of Days to Update: 39

Source:  Environmental Protection Agency
Telephone:  800-424-9346
Last EDR Contact: 06/09/2004
Next Scheduled EDR Contact: N/A
Data Release Frequency: No Update Planned

DEBRIS REGION 9:  Torres Martinez Reservation Illegal Dump Site Locations
A listing of illegal dump sites location on the Torres Martinez Indian Reservation located in eastern Riverside
County and northern Imperial County, California.

Date of Government Version: 01/12/2009
Date Data Arrived at EDR: 05/07/2009
Date Made Active in Reports: 09/21/2009
Number of Days to Update: 137

Source:  EPA, Region 9
Telephone:  415-947-4219
Last EDR Contact: 01/13/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: No Update Planned

IHS OPEN DUMPS:  Open Dumps on Indian Land
A listing of all open dumps located on Indian Land in the United States.

Date of Government Version: 04/01/2014
Date Data Arrived at EDR: 08/06/2014
Date Made Active in Reports: 01/29/2015
Number of Days to Update: 176

Source:  Department of Health & Human Serivces, Indian Health Service
Telephone:  301-443-1452
Last EDR Contact: 01/28/2022
Next Scheduled EDR Contact: 05/09/2022
Data Release Frequency: Varies

TC6905679.2s     Page GR-14

GOVERNMENT RECORDS SEARCHED / DATA CURRENCY TRACKING



Local Lists of Hazardous waste / Contaminated Sites

US HIST CDL:  National Clandestine Laboratory Register
A listing of clandestine drug lab locations that have been removed from the DEAs National Clandestine Laboratory
Register.

Date of Government Version: 11/16/2021
Date Data Arrived at EDR: 11/18/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 82

Source:  Drug Enforcement Administration
Telephone:  202-307-1000
Last EDR Contact: 02/23/2022
Next Scheduled EDR Contact: 06/06/2022
Data Release Frequency: No Update Planned

HIST CAL-SITES:  Calsites Database
The Calsites database contains potential or confirmed hazardous substance release properties. In 1996, California
EPA reevaluated and significantly reduced the number of sites in the Calsites database. No longer updated by the
state agency. It has been replaced by ENVIROSTOR.

Date of Government Version: 08/08/2005
Date Data Arrived at EDR: 08/03/2006
Date Made Active in Reports: 08/24/2006
Number of Days to Update: 21

Source:  Department of Toxic Substance Control
Telephone:  916-323-3400
Last EDR Contact: 02/23/2009
Next Scheduled EDR Contact: 05/25/2009
Data Release Frequency: No Update Planned

SCH:  School Property Evaluation Program
This category contains proposed and existing school sites that are being evaluated by DTSC for possible hazardous
materials contamination. In some cases, these properties may be listed in the CalSites category depending on the
level of threat to public health and safety or the environment they pose.

Date of Government Version: 10/25/2021
Date Data Arrived at EDR: 10/26/2021
Date Made Active in Reports: 01/14/2022
Number of Days to Update: 80

Source:  Department of Toxic Substances Control
Telephone:  916-323-3400
Last EDR Contact: 01/25/2022
Next Scheduled EDR Contact: 05/09/2022
Data Release Frequency: Quarterly

CDL:  Clandestine Drug Labs
A listing of drug lab locations. Listing of a location in this database does not indicate that any illegal drug
lab materials were or were not present there, and does not constitute a determination that the location either
requires or does not require additional cleanup work.

Date of Government Version: 12/31/2019
Date Data Arrived at EDR: 01/20/2021
Date Made Active in Reports: 04/08/2021
Number of Days to Update: 78

Source:  Department of Toxic Substances Control
Telephone:  916-255-6504
Last EDR Contact: 01/13/2022
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Varies

CERS HAZ WASTE:  CERS HAZ WASTE
List of sites in the California Environmental Protection Agency (CalEPA) Regulated Site Portal which fall under
the Hazardous Chemical Management, Hazardous Waste Onsite Treatment, Household Hazardous Waste Collection, Hazardous
Waste Generator, and RCRA LQ HW Generator programs.

Date of Government Version: 10/18/2021
Date Data Arrived at EDR: 10/19/2021
Date Made Active in Reports: 01/12/2022
Number of Days to Update: 85

Source:  CalEPA
Telephone:  916-323-2514
Last EDR Contact: 01/19/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Quarterly

TOXIC PITS:  Toxic Pits Cleanup Act Sites
Toxic PITS Cleanup Act Sites. TOXIC PITS identifies sites suspected of containing hazardous substances where cleanup
has not yet been completed.
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Date of Government Version: 07/01/1995
Date Data Arrived at EDR: 08/30/1995
Date Made Active in Reports: 09/26/1995
Number of Days to Update: 27

Source:  State Water Resources Control Board
Telephone:  916-227-4364
Last EDR Contact: 01/26/2009
Next Scheduled EDR Contact: 04/27/2009
Data Release Frequency: No Update Planned

US CDL:  Clandestine Drug Labs
A listing of clandestine drug lab locations. The U.S. Department of Justice ("the Department") provides this
web site as a public service. It contains addresses of some locations where law enforcement agencies reported
they found chemicals or other items that indicated the presence of either clandestine drug laboratories or dumpsites.
In most cases, the source of the entries is not the Department, and the Department has not verified the entry
and does not guarantee its accuracy. Members of the public must verify the accuracy of all entries by, for example,
contacting local law enforcement and local health departments.

Date of Government Version: 11/16/2021
Date Data Arrived at EDR: 11/18/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 82

Source:  Drug Enforcement Administration
Telephone:  202-307-1000
Last EDR Contact: 02/23/2022
Next Scheduled EDR Contact: 06/06/2022
Data Release Frequency: Quarterly

PFAS:  PFAS Contamination Site Location Listing
A listing of PFAS contaminated sites included in the GeoTracker database.

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  State Water Resources Control Board
Telephone:  866-480-1028
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Varies

AQUEOUS FOAM:  Former Fire Training Facility Assessments Listing
Airports shown on this list are those believed to use Aqueous Film Forming Foam (AFFF), and certified by the
Federal Aviation Administration (FAA) under Title 14, Code of Federal Regulations (CFR), Part 139 (14 CFR
Part 139). This list was created by SWRCB using information available from the FAA. Location points shown are
from the latitude and longitude listed on the FAA airport master record.

Date of Government Version: 02/20/2020
Date Data Arrived at EDR: 12/10/2021
Date Made Active in Reports: 02/25/2022
Number of Days to Update: 77

Source:  State Water Resources Control Board
Telephone:  916-341-5455
Last EDR Contact: 03/11/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Varies

Local Lists of Registered Storage Tanks

SWEEPS UST:  SWEEPS UST Listing
Statewide Environmental Evaluation and Planning System. This underground storage tank listing was updated and
maintained by a company contacted by the SWRCB in the early 1990’s. The listing is no longer updated or maintained.
The local agency is the contact for more information on a site on the SWEEPS list.

Date of Government Version: 06/01/1994
Date Data Arrived at EDR: 07/07/2005
Date Made Active in Reports: 08/11/2005
Number of Days to Update: 35

Source:  State Water Resources Control Board
Telephone:  N/A
Last EDR Contact: 06/03/2005
Next Scheduled EDR Contact: N/A
Data Release Frequency: No Update Planned

HIST UST:  Hazardous Substance Storage Container Database
The Hazardous Substance Storage Container Database is a historical listing of UST sites. Refer to local/county
source for current data.

Date of Government Version: 10/15/1990
Date Data Arrived at EDR: 01/25/1991
Date Made Active in Reports: 02/12/1991
Number of Days to Update: 18

Source:  State Water Resources Control Board
Telephone:  916-341-5851
Last EDR Contact: 07/26/2001
Next Scheduled EDR Contact: N/A
Data Release Frequency: No Update Planned
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SAN FRANCISCO AST:  Aboveground Storage Tank Site Listing
Aboveground storage tank sites

Date of Government Version: 11/04/2021
Date Data Arrived at EDR: 11/05/2021
Date Made Active in Reports: 01/24/2022
Number of Days to Update: 80

Source:  San Francisco County Department of Public Health
Telephone:  415-252-3896
Last EDR Contact: 01/28/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Varies

CERS TANKS:  California Environmental Reporting System (CERS) Tanks
List of sites in the California Environmental Protection Agency (CalEPA) Regulated Site Portal which fall under
the Aboveground Petroleum Storage and Underground Storage Tank regulatory programs.

Date of Government Version: 10/18/2021
Date Data Arrived at EDR: 10/19/2021
Date Made Active in Reports: 01/12/2022
Number of Days to Update: 85

Source:  California Environmental Protection Agency
Telephone:  916-323-2514
Last EDR Contact: 01/19/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Quarterly

CA FID UST:  Facility Inventory Database
The Facility Inventory Database (FID) contains a historical listing of active and inactive underground storage
tank locations from the State Water Resource Control Board. Refer to local/county source for current data.

Date of Government Version: 10/31/1994
Date Data Arrived at EDR: 09/05/1995
Date Made Active in Reports: 09/29/1995
Number of Days to Update: 24

Source:  California Environmental Protection Agency
Telephone:  916-341-5851
Last EDR Contact: 12/28/1998
Next Scheduled EDR Contact: N/A
Data Release Frequency: No Update Planned

Local Land Records

LIENS:  Environmental Liens Listing
A listing of property locations with environmental liens for California where DTSC is a lien holder.

Date of Government Version: 02/24/2022
Date Data Arrived at EDR: 02/25/2022
Date Made Active in Reports: 03/09/2022
Number of Days to Update: 12

Source:  Department of Toxic Substances Control
Telephone:  916-323-3400
Last EDR Contact: 02/24/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Varies

LIENS 2:  CERCLA Lien Information
A Federal CERCLA (’Superfund’) lien can exist by operation of law at any site or property at which EPA has spent
Superfund monies. These monies are spent to investigate and address releases and threatened releases of contamination.
CERCLIS provides information as to the identity of these sites and properties.

Date of Government Version: 01/25/2022
Date Data Arrived at EDR: 02/03/2022
Date Made Active in Reports: 02/22/2022
Number of Days to Update: 19

Source:  Environmental Protection Agency
Telephone:  202-564-6023
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 04/11/2022
Data Release Frequency: Semi-Annually

DEED:  Deed Restriction Listing
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Site Mitigation and Brownfields Reuse Program Facility Sites with Deed Restrictions & Hazardous Waste Management
Program Facility Sites with Deed / Land Use Restriction. The DTSC Site Mitigation and Brownfields Reuse Program
(SMBRP) list includes sites cleaned up under the program’s oversight and generally does not include current
or former hazardous waste facilities that required a hazardous waste facility permit. The list represents deed
restrictions that are active. Some sites have multiple deed restrictions. The DTSC Hazardous Waste Management
Program (HWMP) has developed a list of current or former hazardous waste facilities that have a recorded land
use restriction at the local county recorder’s office. The land use restrictions on this list were required by
the DTSC HWMP as a result of the presence of hazardous substances that remain on site after the facility (or
part of the facility) has been closed or cleaned up. The types of land use restriction include deed notice, deed
restriction, or a land use restriction that binds current and future owners.

Date of Government Version: 11/30/2021
Date Data Arrived at EDR: 11/30/2021
Date Made Active in Reports: 02/16/2022
Number of Days to Update: 78

Source:  DTSC and SWRCB
Telephone:  916-323-3400
Last EDR Contact: 02/28/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Semi-Annually

Records of Emergency Release Reports

HMIRS:  Hazardous Materials Information Reporting System
Hazardous Materials Incident Report System. HMIRS contains hazardous material spill incidents reported to DOT.

Date of Government Version: 12/15/2021
Date Data Arrived at EDR: 12/16/2021
Date Made Active in Reports: 03/10/2022
Number of Days to Update: 84

Source:  U.S. Department of Transportation
Telephone:  202-366-4555
Last EDR Contact: 12/16/2021
Next Scheduled EDR Contact: 04/04/2022
Data Release Frequency: Quarterly

CHMIRS:  California Hazardous Material Incident Report System
California Hazardous Material Incident Reporting System. CHMIRS contains information on reported hazardous material
incidents (accidental releases or spills).

Date of Government Version: 09/30/2021
Date Data Arrived at EDR: 10/19/2021
Date Made Active in Reports: 01/12/2022
Number of Days to Update: 85

Source:  Office of Emergency Services
Telephone:  916-845-8400
Last EDR Contact: 01/19/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Semi-Annually

LDS:  Land Disposal Sites Listing (GEOTRACKER)
Land Disposal sites (Landfills) included in GeoTracker. GeoTracker is the Water Boards data management system
for sites that impact, or have the potential to impact, water quality in California, with emphasis on groundwater.

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  State Water Qualilty Control Board
Telephone:  866-480-1028
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Quarterly

MCS:  Military Cleanup Sites Listing (GEOTRACKER)
Military sites (consisting of: Military UST sites; Military Privatized sites; and Military Cleanup sites [formerly
known as DoD non UST]) included in GeoTracker. GeoTracker is the Water Boards data management system for sites
that impact, or have the potential to impact, water quality in California, with emphasis on groundwater.

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  State Water Resources Control Board
Telephone:  866-480-1028
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Quarterly
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SPILLS 90:  SPILLS90 data from FirstSearch
Spills 90 includes those spill and release records available exclusively from FirstSearch databases. Typically,
they may include chemical, oil and/or hazardous substance spills recorded after 1990. Duplicate records that are
already included in EDR incident and release records are not included in Spills 90.

Date of Government Version: 06/06/2012
Date Data Arrived at EDR: 01/03/2013
Date Made Active in Reports: 02/22/2013
Number of Days to Update: 50

Source:  FirstSearch
Telephone:  N/A
Last EDR Contact: 01/03/2013
Next Scheduled EDR Contact: N/A
Data Release Frequency: No Update Planned

Other Ascertainable Records

RCRA NonGen / NLR:  RCRA - Non Generators / No Longer Regulated
RCRAInfo is EPA’s comprehensive information system, providing access to data supporting the Resource Conservation
and Recovery Act (RCRA) of 1976 and the Hazardous and Solid Waste Amendments (HSWA) of 1984. The database
includes selective information on sites which generate, transport, store, treat and/or dispose of hazardous waste
as defined by the Resource Conservation and Recovery Act (RCRA). Non-Generators do not presently generate hazardous
waste.

Date of Government Version: 02/28/2022
Date Data Arrived at EDR: 03/02/2022
Date Made Active in Reports: 03/17/2022
Number of Days to Update: 15

Source:  Environmental Protection Agency
Telephone:  (415) 495-8895
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 04/04/2022
Data Release Frequency: Quarterly

FUDS:  Formerly Used Defense Sites
The listing includes locations of Formerly Used Defense Sites properties where the US Army Corps of Engineers
is actively working or will take necessary cleanup actions.

Date of Government Version: 10/26/2021
Date Data Arrived at EDR: 11/16/2021
Date Made Active in Reports: 02/08/2022
Number of Days to Update: 84

Source:  U.S. Army Corps of Engineers
Telephone:  202-528-4285
Last EDR Contact: 02/15/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: Varies

DOD:  Department of Defense Sites
This data set consists of federally owned or administered lands, administered by the Department of Defense, that
have any area equal to or greater than 640 acres of the United States, Puerto Rico, and the U.S. Virgin Islands.

Date of Government Version: 06/07/2021
Date Data Arrived at EDR: 07/13/2021
Date Made Active in Reports: 03/09/2022
Number of Days to Update: 239

Source:  USGS
Telephone:  888-275-8747
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 04/25/2022
Data Release Frequency: Varies

FEDLAND:  Federal and Indian Lands
Federally and Indian administrated lands of the United States. Lands included are administrated by: Army Corps
of Engineers, Bureau of Reclamation, National Wild and Scenic River, National Wildlife Refuge, Public Domain Land,
Wilderness, Wilderness Study Area, Wildlife Management Area, Bureau of Indian Affairs, Bureau of Land Management,
Department of Justice, Forest Service, Fish and Wildlife Service, National Park Service.

Date of Government Version: 04/02/2018
Date Data Arrived at EDR: 04/11/2018
Date Made Active in Reports: 11/06/2019
Number of Days to Update: 574

Source:  U.S. Geological Survey
Telephone:  888-275-8747
Last EDR Contact: 01/07/2022
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: N/A

SCRD DRYCLEANERS:  State Coalition for Remediation of Drycleaners Listing
The State Coalition for Remediation of Drycleaners was established in 1998, with support from the U.S. EPA Office
of Superfund Remediation and Technology Innovation. It is comprised of representatives of states with established
drycleaner remediation programs. Currently the member states are Alabama, Connecticut, Florida, Illinois, Kansas,
Minnesota, Missouri, North Carolina, Oregon, South Carolina, Tennessee, Texas, and Wisconsin.
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Date of Government Version: 01/01/2017
Date Data Arrived at EDR: 02/03/2017
Date Made Active in Reports: 04/07/2017
Number of Days to Update: 63

Source:  Environmental Protection Agency
Telephone:  615-532-8599
Last EDR Contact: 02/08/2022
Next Scheduled EDR Contact: 05/23/2022
Data Release Frequency: Varies

US FIN ASSUR:  Financial Assurance Information
All owners and operators of facilities that treat, store, or dispose of hazardous waste are required to provide
proof that they will have sufficient funds to pay for the clean up, closure, and post-closure care of their facilities.

Date of Government Version: 12/13/2021
Date Data Arrived at EDR: 12/17/2021
Date Made Active in Reports: 03/17/2022
Number of Days to Update: 90

Source:  Environmental Protection Agency
Telephone:  202-566-1917
Last EDR Contact: 12/17/2021
Next Scheduled EDR Contact: 04/04/2022
Data Release Frequency: Quarterly

EPA WATCH LIST:  EPA WATCH LIST
EPA maintains a "Watch List" to facilitate dialogue between EPA, state and local environmental agencies on enforcement
matters relating to facilities with alleged violations identified as either significant or high priority. Being
on the Watch List does not mean that the facility has actually violated the law only that an investigation by
EPA or a state or local environmental agency has led those organizations to allege that an unproven violation
has in fact occurred. Being on the Watch List does not represent a higher level of concern regarding the alleged
violations that were detected, but instead indicates cases requiring additional dialogue between EPA, state and
local agencies - primarily because of the length of time the alleged violation has gone unaddressed or unresolved.

Date of Government Version: 08/30/2013
Date Data Arrived at EDR: 03/21/2014
Date Made Active in Reports: 06/17/2014
Number of Days to Update: 88

Source:  Environmental Protection Agency
Telephone:  617-520-3000
Last EDR Contact: 02/01/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Quarterly

2020 COR ACTION:  2020 Corrective Action Program List
The EPA has set ambitious goals for the RCRA Corrective Action program by creating the 2020 Corrective Action
Universe. This RCRA cleanup baseline includes facilities expected to need corrective action. The 2020 universe
contains a wide variety of sites. Some properties are heavily contaminated while others were contaminated but
have since been cleaned up. Still others have not been fully investigated yet, and may require little or no remediation.
Inclusion in the 2020 Universe does not necessarily imply failure on the part of a facility to meet its RCRA obligations.

Date of Government Version: 09/30/2017
Date Data Arrived at EDR: 05/08/2018
Date Made Active in Reports: 07/20/2018
Number of Days to Update: 73

Source:  Environmental Protection Agency
Telephone:  703-308-4044
Last EDR Contact: 02/03/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Varies

TSCA:  Toxic Substances Control Act
Toxic Substances Control Act. TSCA identifies manufacturers and importers of chemical substances included on the
TSCA Chemical Substance Inventory list. It includes data on the production volume of these substances by plant
site.

Date of Government Version: 12/31/2016
Date Data Arrived at EDR: 06/17/2020
Date Made Active in Reports: 09/10/2020
Number of Days to Update: 85

Source:  EPA
Telephone:  202-260-5521
Last EDR Contact: 03/18/2022
Next Scheduled EDR Contact: 06/27/2022
Data Release Frequency: Every 4 Years

TRIS:  Toxic Chemical Release Inventory System
Toxic Release Inventory System. TRIS identifies facilities which release toxic chemicals to the air, water and
land in reportable quantities under SARA Title III Section 313.
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Date of Government Version: 12/31/2018
Date Data Arrived at EDR: 08/14/2020
Date Made Active in Reports: 11/04/2020
Number of Days to Update: 82

Source:  EPA
Telephone:  202-566-0250
Last EDR Contact: 02/18/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: Annually

SSTS:  Section 7 Tracking Systems
Section 7 of the Federal Insecticide, Fungicide and Rodenticide Act, as amended (92 Stat. 829) requires all
registered pesticide-producing establishments to submit a report to the Environmental Protection Agency by March
1st each year. Each establishment must report the types and amounts of pesticides, active ingredients and devices
being produced, and those having been produced and sold or distributed in the past year.

Date of Government Version: 10/18/2021
Date Data Arrived at EDR: 10/20/2021
Date Made Active in Reports: 01/10/2022
Number of Days to Update: 82

Source:  EPA
Telephone:  202-564-4203
Last EDR Contact: 01/19/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Annually

ROD:  Records Of Decision
Record of Decision. ROD documents mandate a permanent remedy at an NPL (Superfund) site containing technical
and health information to aid in the cleanup.

Date of Government Version: 01/25/2022
Date Data Arrived at EDR: 02/03/2022
Date Made Active in Reports: 02/22/2022
Number of Days to Update: 19

Source:  EPA
Telephone:  703-416-0223
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Annually

RMP:  Risk Management Plans
When Congress passed the Clean Air Act Amendments of 1990, it required EPA to publish regulations and guidance
for chemical accident prevention at facilities using extremely hazardous substances. The Risk Management Program
Rule (RMP Rule) was written to implement Section 112(r) of these amendments. The rule, which built upon existing
industry codes and standards, requires companies of all sizes that use certain flammable and toxic substances
to develop a Risk Management Program, which includes a(n): Hazard assessment that details the potential effects
of an accidental release, an accident history of the last five years, and an evaluation of worst-case and alternative
accidental releases; Prevention program that includes safety precautions and maintenance, monitoring, and employee
training measures; and Emergency response program that spells out emergency health care, employee training measures
and procedures for informing the public and response agencies (e.g the fire department) should an accident occur.

Date of Government Version: 10/20/2021
Date Data Arrived at EDR: 11/05/2021
Date Made Active in Reports: 11/12/2021
Number of Days to Update: 7

Source:  Environmental Protection Agency
Telephone:  202-564-8600
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

RAATS:  RCRA Administrative Action Tracking System
RCRA Administration Action Tracking System. RAATS contains records based on enforcement actions issued under RCRA
pertaining to major violators and includes administrative and civil actions brought by the EPA. For administration
actions after September 30, 1995, data entry in the RAATS database was discontinued. EPA will retain a copy of
the database for historical records. It was necessary to terminate RAATS because a decrease in agency resources
made it impossible to continue to update the information contained in the database.

Date of Government Version: 04/17/1995
Date Data Arrived at EDR: 07/03/1995
Date Made Active in Reports: 08/07/1995
Number of Days to Update: 35

Source:  EPA
Telephone:  202-564-4104
Last EDR Contact: 06/02/2008
Next Scheduled EDR Contact: 09/01/2008
Data Release Frequency: No Update Planned
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PRP:  Potentially Responsible Parties
A listing of verified Potentially Responsible Parties

Date of Government Version: 01/25/2022
Date Data Arrived at EDR: 02/03/2022
Date Made Active in Reports: 02/25/2022
Number of Days to Update: 22

Source:  EPA
Telephone:  202-564-6023
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Quarterly

PADS:  PCB Activity Database System
PCB Activity Database. PADS Identifies generators, transporters, commercial storers and/or brokers and disposers
of PCB’s who are required to notify the EPA of such activities.

Date of Government Version: 11/19/2020
Date Data Arrived at EDR: 01/08/2021
Date Made Active in Reports: 03/22/2021
Number of Days to Update: 73

Source:  EPA
Telephone:  202-566-0500
Last EDR Contact: 01/07/2022
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Annually

ICIS:  Integrated Compliance Information System
The Integrated Compliance Information System (ICIS) supports the information needs of the national enforcement
and compliance program as well as the unique needs of the National Pollutant Discharge Elimination System (NPDES)
program.

Date of Government Version: 11/18/2016
Date Data Arrived at EDR: 11/23/2016
Date Made Active in Reports: 02/10/2017
Number of Days to Update: 79

Source:  Environmental Protection Agency
Telephone:  202-564-2501
Last EDR Contact: 12/29/2021
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Quarterly

FTTS:  FIFRA/ TSCA Tracking System - FIFRA (Federal Insecticide, Fungicide, & Rodenticide Act)/TSCA (Toxic Substances Control Act)
FTTS tracks administrative cases and pesticide enforcement actions and compliance activities related to FIFRA,
TSCA and EPCRA (Emergency Planning and Community Right-to-Know Act). To maintain currency, EDR contacts the
Agency on a quarterly basis.

Date of Government Version: 04/09/2009
Date Data Arrived at EDR: 04/16/2009
Date Made Active in Reports: 05/11/2009
Number of Days to Update: 25

Source:  EPA/Office of Prevention, Pesticides and Toxic Substances
Telephone:  202-566-1667
Last EDR Contact: 08/18/2017
Next Scheduled EDR Contact: 12/04/2017
Data Release Frequency: No Update Planned

FTTS INSP:  FIFRA/ TSCA Tracking System - FIFRA (Federal Insecticide, Fungicide, & Rodenticide Act)/TSCA (Toxic Substances Control Act)
A listing of FIFRA/TSCA Tracking System (FTTS) inspections and enforcements.

Date of Government Version: 04/09/2009
Date Data Arrived at EDR: 04/16/2009
Date Made Active in Reports: 05/11/2009
Number of Days to Update: 25

Source:  EPA
Telephone:  202-566-1667
Last EDR Contact: 08/18/2017
Next Scheduled EDR Contact: 12/04/2017
Data Release Frequency: No Update Planned

MLTS:  Material Licensing Tracking System
MLTS is maintained by the Nuclear Regulatory Commission and contains a list of approximately 8,100 sites which
possess or use radioactive materials and which are subject to NRC licensing requirements. To maintain currency,
EDR contacts the Agency on a quarterly basis.

Date of Government Version: 07/29/2021
Date Data Arrived at EDR: 08/24/2021
Date Made Active in Reports: 11/19/2021
Number of Days to Update: 87

Source:  Nuclear Regulatory Commission
Telephone:  301-415-7169
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Quarterly
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COAL ASH DOE:  Steam-Electric Plant Operation Data
A listing of power plants that store ash in surface ponds.

Date of Government Version: 12/31/2020
Date Data Arrived at EDR: 11/30/2021
Date Made Active in Reports: 02/22/2022
Number of Days to Update: 84

Source:  Department of Energy
Telephone:  202-586-8719
Last EDR Contact: 02/28/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Varies

COAL ASH EPA:  Coal Combustion Residues Surface Impoundments List
A listing of coal combustion residues surface impoundments with high hazard potential ratings.

Date of Government Version: 01/12/2017
Date Data Arrived at EDR: 03/05/2019
Date Made Active in Reports: 11/11/2019
Number of Days to Update: 251

Source:  Environmental Protection Agency
Telephone:  N/A
Last EDR Contact: 02/28/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Varies

PCB TRANSFORMER:  PCB Transformer Registration Database
The database of PCB transformer registrations that includes all PCB registration submittals.

Date of Government Version: 09/13/2019
Date Data Arrived at EDR: 11/06/2019
Date Made Active in Reports: 02/10/2020
Number of Days to Update: 96

Source:  Environmental Protection Agency
Telephone:  202-566-0517
Last EDR Contact: 02/04/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Varies

RADINFO:  Radiation Information Database
The Radiation Information Database (RADINFO) contains information about facilities that are regulated by U.S.
Environmental Protection Agency (EPA) regulations for radiation and radioactivity.

Date of Government Version: 07/01/2019
Date Data Arrived at EDR: 07/01/2019
Date Made Active in Reports: 09/23/2019
Number of Days to Update: 84

Source:  Environmental Protection Agency
Telephone:  202-343-9775
Last EDR Contact: 12/27/2021
Next Scheduled EDR Contact: 04/11/2022
Data Release Frequency: Quarterly

HIST FTTS:  FIFRA/TSCA Tracking System Administrative Case Listing
A complete administrative case listing from the FIFRA/TSCA Tracking System (FTTS) for all ten EPA regions. The
information was obtained from the National Compliance Database (NCDB). NCDB supports the implementation of FIFRA
(Federal Insecticide, Fungicide, and Rodenticide Act) and TSCA (Toxic Substances Control Act). Some EPA regions
are now closing out records. Because of that, and the fact that some EPA regions are not providing EPA Headquarters
with updated records, it was decided to create a HIST FTTS database. It included records that may not be included
in the newer FTTS database updates. This database is no longer updated.

Date of Government Version: 10/19/2006
Date Data Arrived at EDR: 03/01/2007
Date Made Active in Reports: 04/10/2007
Number of Days to Update: 40

Source:  Environmental Protection Agency
Telephone:  202-564-2501
Last EDR Contact: 12/17/2007
Next Scheduled EDR Contact: 03/17/2008
Data Release Frequency: No Update Planned

HIST FTTS INSP:  FIFRA/TSCA Tracking System Inspection & Enforcement Case Listing
A complete inspection and enforcement case listing from the FIFRA/TSCA Tracking System (FTTS) for all ten EPA
regions. The information was obtained from the National Compliance Database (NCDB). NCDB supports the implementation
of FIFRA (Federal Insecticide, Fungicide, and Rodenticide Act) and TSCA (Toxic Substances Control Act). Some
EPA regions are now closing out records. Because of that, and the fact that some EPA regions are not providing
EPA Headquarters with updated records, it was decided to create a HIST FTTS database. It included records that
may not be included in the newer FTTS database updates. This database is no longer updated.
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Date of Government Version: 10/19/2006
Date Data Arrived at EDR: 03/01/2007
Date Made Active in Reports: 04/10/2007
Number of Days to Update: 40

Source:  Environmental Protection Agency
Telephone:  202-564-2501
Last EDR Contact: 12/17/2008
Next Scheduled EDR Contact: 03/17/2008
Data Release Frequency: No Update Planned

DOT OPS:  Incident and Accident Data
Department of Transporation, Office of Pipeline Safety Incident and Accident data.

Date of Government Version: 01/02/2020
Date Data Arrived at EDR: 01/28/2020
Date Made Active in Reports: 04/17/2020
Number of Days to Update: 80

Source:  Department of Transporation, Office of Pipeline Safety
Telephone:  202-366-4595
Last EDR Contact: 01/24/2022
Next Scheduled EDR Contact: 05/08/2022
Data Release Frequency: Quarterly

CONSENT:  Superfund (CERCLA) Consent Decrees
Major legal settlements that establish responsibility and standards for cleanup at NPL (Superfund) sites. Released
periodically by United States District Courts after settlement by parties to litigation matters.

Date of Government Version: 09/30/2021
Date Data Arrived at EDR: 10/13/2021
Date Made Active in Reports: 01/10/2022
Number of Days to Update: 89

Source:  Department of Justice, Consent Decree Library
Telephone:  Varies
Last EDR Contact: 01/03/2022
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Varies

BRS:  Biennial Reporting System
The Biennial Reporting System is a national system administered by the EPA that collects data on the generation
and management of hazardous waste. BRS captures detailed data from two groups: Large Quantity Generators (LQG)
and Treatment, Storage, and Disposal Facilities.

Date of Government Version: 12/31/2019
Date Data Arrived at EDR: 09/15/2021
Date Made Active in Reports: 12/14/2021
Number of Days to Update: 90

Source:  EPA/NTIS
Telephone:  800-424-9346
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 04/04/2022
Data Release Frequency: Biennially

INDIAN RESERV:  Indian Reservations
This map layer portrays Indian administered lands of the United States that have any area equal to or greater
than 640 acres.

Date of Government Version: 12/31/2014
Date Data Arrived at EDR: 07/14/2015
Date Made Active in Reports: 01/10/2017
Number of Days to Update: 546

Source:  USGS
Telephone:  202-208-3710
Last EDR Contact: 01/04/2022
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Semi-Annually

FUSRAP:  Formerly Utilized Sites Remedial Action Program
DOE established the Formerly Utilized Sites Remedial Action Program (FUSRAP) in 1974 to remediate sites where
radioactive contamination remained from Manhattan Project and early U.S. Atomic Energy Commission (AEC) operations.

Date of Government Version: 07/26/2021
Date Data Arrived at EDR: 07/27/2021
Date Made Active in Reports: 10/22/2021
Number of Days to Update: 87

Source:  Department of Energy
Telephone:  202-586-3559
Last EDR Contact: 01/31/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Varies

UMTRA:  Uranium Mill Tailings Sites
Uranium ore was mined by private companies for federal government use in national defense programs. When the mills
shut down, large piles of the sand-like material (mill tailings) remain after uranium has been extracted from
the ore. Levels of human exposure to radioactive materials from the piles are low; however, in some cases tailings
were used as construction materials before the potential health hazards of the tailings were recognized.
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Date of Government Version: 08/30/2019
Date Data Arrived at EDR: 11/15/2019
Date Made Active in Reports: 01/28/2020
Number of Days to Update: 74

Source:  Department of Energy
Telephone:  505-845-0011
Last EDR Contact: 02/17/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: Varies

LEAD SMELTER 1:  Lead Smelter Sites
A listing of former lead smelter site locations.

Date of Government Version: 01/25/2022
Date Data Arrived at EDR: 02/03/2022
Date Made Active in Reports: 02/22/2022
Number of Days to Update: 19

Source:  Environmental Protection Agency
Telephone:  703-603-8787
Last EDR Contact: 05/03/2022
Next Scheduled EDR Contact: 04/11/2022
Data Release Frequency: Varies

LEAD SMELTER 2:  Lead Smelter Sites
A list of several hundred sites in the U.S. where secondary lead smelting was done from 1931and 1964. These sites
may pose a threat to public health through ingestion or inhalation of contaminated soil or dust

Date of Government Version: 04/05/2001
Date Data Arrived at EDR: 10/27/2010
Date Made Active in Reports: 12/02/2010
Number of Days to Update: 36

Source:  American Journal of Public Health
Telephone:  703-305-6451
Last EDR Contact: 12/02/2009
Next Scheduled EDR Contact: N/A
Data Release Frequency: No Update Planned

US AIRS (AFS):  Aerometric Information Retrieval System Facility Subsystem (AFS)
The database is a sub-system of Aerometric Information Retrieval System (AIRS). AFS contains compliance data
on air pollution point sources regulated by the U.S. EPA and/or state and local air regulatory agencies. This
information comes from source reports by various stationary sources of air pollution, such as electric power plants,
steel mills, factories, and universities, and provides information about the air pollutants they produce. Action,
air program, air program pollutant, and general level plant data. It is used to track emissions and compliance
data from industrial plants.

Date of Government Version: 10/12/2016
Date Data Arrived at EDR: 10/26/2016
Date Made Active in Reports: 02/03/2017
Number of Days to Update: 100

Source:  EPA
Telephone:  202-564-2496
Last EDR Contact: 09/26/2017
Next Scheduled EDR Contact: 01/08/2018
Data Release Frequency: Annually

US AIRS MINOR:  Air Facility System Data
A listing of minor source facilities.

Date of Government Version: 10/12/2016
Date Data Arrived at EDR: 10/26/2016
Date Made Active in Reports: 02/03/2017
Number of Days to Update: 100

Source:  EPA
Telephone:  202-564-2496
Last EDR Contact: 09/26/2017
Next Scheduled EDR Contact: 01/08/2018
Data Release Frequency: Annually

MINES VIOLATIONS:  MSHA Violation Assessment Data
Mines violation and assessment information. Department of Labor, Mine Safety & Health Administration.

Date of Government Version: 06/30/2021
Date Data Arrived at EDR: 07/01/2021
Date Made Active in Reports: 09/28/2021
Number of Days to Update: 89

Source:  DOL, Mine Safety & Health Admi
Telephone:  202-693-9424
Last EDR Contact: 03/14/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Quarterly

US MINES:  Mines Master Index File
Contains all mine identification numbers issued for mines active or opened since 1971. The data also includes
violation information.
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Date of Government Version: 11/02/2021
Date Data Arrived at EDR: 11/22/2021
Date Made Active in Reports: 02/14/2022
Number of Days to Update: 84

Source:  Department of Labor, Mine Safety and Health Administration
Telephone:  303-231-5959
Last EDR Contact: 02/23/2022
Next Scheduled EDR Contact: 06/06/2022
Data Release Frequency: Semi-Annually

US MINES 2:  Ferrous and Nonferrous Metal Mines Database Listing
This map layer includes ferrous (ferrous metal mines are facilities that extract ferrous metals, such as iron
ore or molybdenum) and nonferrous (Nonferrous metal mines are facilities that extract nonferrous metals, such
as gold, silver, copper, zinc, and lead) metal mines in the United States.

Date of Government Version: 05/06/2020
Date Data Arrived at EDR: 05/27/2020
Date Made Active in Reports: 08/13/2020
Number of Days to Update: 78

Source:  USGS
Telephone:  703-648-7709
Last EDR Contact: 02/24/2022
Next Scheduled EDR Contact: 06/06/2022
Data Release Frequency: Varies

US MINES 3:  Active Mines & Mineral Plants Database Listing
Active Mines and Mineral Processing Plant operations for commodities monitored by the Minerals Information Team
of the USGS.

Date of Government Version: 04/14/2011
Date Data Arrived at EDR: 06/08/2011
Date Made Active in Reports: 09/13/2011
Number of Days to Update: 97

Source:  USGS
Telephone:  703-648-7709
Last EDR Contact: 02/24/2022
Next Scheduled EDR Contact: 06/06/2022
Data Release Frequency: Varies

ABANDONED MINES:  Abandoned Mines
An inventory of land and water impacted by past mining (primarily coal mining) is maintained by OSMRE to provide
information needed to implement the Surface Mining Control and Reclamation Act of 1977 (SMCRA). The inventory
contains information on the location, type, and extent of AML impacts, as well as, information on the cost associated
with the reclamation of those problems. The inventory is based upon field surveys by State, Tribal, and OSMRE
program officials. It is dynamic to the extent that it is modified as new problems are identified and existing
problems are reclaimed.

Date of Government Version: 12/14/2021
Date Data Arrived at EDR: 12/15/2021
Date Made Active in Reports: 03/10/2022
Number of Days to Update: 85

Source:  Department of Interior
Telephone:  202-208-2609
Last EDR Contact: 03/04/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Quarterly

FINDS:  Facility Index System/Facility Registry System
Facility Index System. FINDS contains both facility information and ’pointers’ to other sources that contain more
detail. EDR includes the following FINDS databases in this report: PCS (Permit Compliance System), AIRS (Aerometric
Information Retrieval System), DOCKET (Enforcement Docket used to manage and track information on civil judicial
enforcement cases for all environmental statutes), FURS (Federal Underground Injection Control), C-DOCKET (Criminal
Docket System used to track criminal enforcement actions for all environmental statutes), FFIS (Federal Facilities
Information System), STATE (State Environmental Laws and Statutes), and PADS (PCB Activity Data System).

Date of Government Version: 11/04/2021
Date Data Arrived at EDR: 11/22/2021
Date Made Active in Reports: 02/25/2022
Number of Days to Update: 95

Source:  EPA
Telephone:  (415) 947-8000
Last EDR Contact: 02/28/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Quarterly

UXO:  Unexploded Ordnance Sites
A listing of unexploded ordnance site locations

Date of Government Version: 12/31/2020
Date Data Arrived at EDR: 01/11/2022
Date Made Active in Reports: 02/14/2022
Number of Days to Update: 34

Source:  Department of Defense
Telephone:  703-704-1564
Last EDR Contact: 01/11/2022
Next Scheduled EDR Contact: 04/25/2022
Data Release Frequency: Varies
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DOCKET HWC:  Hazardous Waste Compliance Docket Listing
A complete list of the Federal Agency Hazardous Waste Compliance Docket Facilities.

Date of Government Version: 05/06/2021
Date Data Arrived at EDR: 05/21/2021
Date Made Active in Reports: 08/11/2021
Number of Days to Update: 82

Source:  Environmental Protection Agency
Telephone:  202-564-0527
Last EDR Contact: 02/22/2022
Next Scheduled EDR Contact: 06/06/2022
Data Release Frequency: Varies

ECHO:  Enforcement & Compliance History Information
ECHO provides integrated compliance and enforcement information for about 800,000 regulated facilities nationwide.

Date of Government Version: 01/01/2022
Date Data Arrived at EDR: 01/04/2022
Date Made Active in Reports: 01/10/2022
Number of Days to Update: 6

Source:  Environmental Protection Agency
Telephone:  202-564-2280
Last EDR Contact: 01/04/2022
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Quarterly

FUELS PROGRAM:  EPA Fuels Program Registered Listing
This listing includes facilities that are registered under the Part 80 (Code of Federal Regulations) EPA Fuels
Programs. All companies now are required to submit new and updated registrations.

Date of Government Version: 11/15/2021
Date Data Arrived at EDR: 11/15/2021
Date Made Active in Reports: 02/01/2022
Number of Days to Update: 78

Source:  EPA
Telephone:  800-385-6164
Last EDR Contact: 02/17/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: Quarterly

CA BOND EXP. PLAN:  Bond Expenditure Plan
Department of Health Services developed a site-specific expenditure plan as the basis for an appropriation of
Hazardous Substance Cleanup Bond Act funds. It is not updated.

Date of Government Version: 01/01/1989
Date Data Arrived at EDR: 07/27/1994
Date Made Active in Reports: 08/02/1994
Number of Days to Update: 6

Source:  Department of Health Services
Telephone:  916-255-2118
Last EDR Contact: 05/31/1994
Next Scheduled EDR Contact: N/A
Data Release Frequency: No Update Planned

CORTESE:  "Cortese" Hazardous Waste & Substances Sites List
The sites for the list are designated by the State Water Resource Control Board (LUST), the Integrated Waste
Board (SWF/LS), and the Department of Toxic Substances Control (Cal-Sites).

Date of Government Version: 12/16/2021
Date Data Arrived at EDR: 12/16/2021
Date Made Active in Reports: 03/03/2022
Number of Days to Update: 77

Source:  CAL EPA/Office of Emergency Information
Telephone:  916-323-3400
Last EDR Contact: 12/16/2021
Next Scheduled EDR Contact: 04/04/2022
Data Release Frequency: Quarterly

CUPA LIVERMORE-PLEASANTON:  CUPA Facility Listing
list of facilities associated with the various CUPA programs in Livermore-Pleasanton

Date of Government Version: 05/01/2019
Date Data Arrived at EDR: 05/14/2019
Date Made Active in Reports: 07/17/2019
Number of Days to Update: 64

Source:  Livermore-Pleasanton Fire Department
Telephone:  925-454-2361
Last EDR Contact: 02/08/2022
Next Scheduled EDR Contact: 05/23/2022
Data Release Frequency: Varies

DRYCLEAN AVAQMD:  Antelope Valley Air Quality Management District Drycleaner Listing
A listing of dry cleaners in the Antelope Valley Air Quality Management District.
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Date of Government Version: 11/29/2021
Date Data Arrived at EDR: 11/29/2021
Date Made Active in Reports: 02/14/2022
Number of Days to Update: 77

Source:  Antelope Valley Air Quality Management District
Telephone:  661-723-8070
Last EDR Contact: 02/24/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Varies

DRYCLEAN SOUTH COAST:  South Coast Air Quality Management District Drycleaner Listing
A listing of dry cleaners in the South Coast Air Quality Management District

Date of Government Version: 11/17/2021
Date Data Arrived at EDR: 11/18/2021
Date Made Active in Reports: 02/07/2022
Number of Days to Update: 81

Source:  South Coast Air Quality Management District
Telephone:  909-396-3211
Last EDR Contact: 02/17/2022
Next Scheduled EDR Contact: 06/06/2022
Data Release Frequency: Varies

DRYCLEANERS:  Cleaner Facilities
A list of drycleaner related facilities that have EPA ID numbers. These are facilities with certain SIC codes:
power laundries, family and commercial; garment pressing and cleaner’s agents; linen supply; coin-operated laundries
and cleaning; drycleaning plants, except rugs; carpet and upholster cleaning; industrial launderers; laundry and
garment services.

Date of Government Version: 08/27/2021
Date Data Arrived at EDR: 09/01/2021
Date Made Active in Reports: 11/19/2021
Number of Days to Update: 79

Source:  Department of Toxic Substance Control
Telephone:  916-327-4498
Last EDR Contact: 02/07/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Annually

EMI:  Emissions Inventory Data
Toxics and criteria pollutant emissions data collected by the ARB and local air pollution agencies.

Date of Government Version: 12/31/2019
Date Data Arrived at EDR: 06/10/2021
Date Made Active in Reports: 08/27/2021
Number of Days to Update: 78

Source:  California Air Resources Board
Telephone:  916-322-2990
Last EDR Contact: 03/18/2022
Next Scheduled EDR Contact: 06/27/2022
Data Release Frequency: Varies

ENF:  Enforcement Action Listing
A listing of Water Board Enforcement Actions. Formal is everything except Oral/Verbal Communication, Notice of
Violation, Expedited Payment Letter, and Staff Enforcement Letter.

Date of Government Version: 11/10/2021
Date Data Arrived at EDR: 11/11/2021
Date Made Active in Reports: 02/03/2022
Number of Days to Update: 84

Source:  State Water Resoruces Control Board
Telephone:  916-445-9379
Last EDR Contact: 03/03/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

Financial Assurance 1:  Financial Assurance Information Listing
Financial Assurance information

Date of Government Version: 10/05/2021
Date Data Arrived at EDR: 10/06/2021
Date Made Active in Reports: 12/29/2021
Number of Days to Update: 84

Source:  Department of Toxic Substances Control
Telephone:  916-255-3628
Last EDR Contact: 01/13/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

Financial Assurance 2:  Financial Assurance Information Listing
A listing of financial assurance information for solid waste facilities. Financial assurance is intended to ensure
that resources are available to pay for the cost of closure, post-closure care, and corrective measures if the
owner or operator of a regulated facility is unable or unwilling to pay.
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Date of Government Version: 11/18/2021
Date Data Arrived at EDR: 11/19/2021
Date Made Active in Reports: 02/07/2022
Number of Days to Update: 80

Source:  California Integrated Waste Management Board
Telephone:  916-341-6066
Last EDR Contact: 02/17/2022
Next Scheduled EDR Contact: 05/23/2022
Data Release Frequency: Varies

HAZNET:  Facility and Manifest Data
Facility and Manifest Data. The data is extracted from the copies of hazardous waste manifests received each year
by the DTSC. The annual volume of manifests is typically 700,000 - 1,000,000 annually, representing approximately
350,000 - 500,000 shipments. Data are from the manifests submitted without correction, and therefore many contain
some invalid values for data elements such as generator ID, TSD ID, waste category, and disposal method. This
database begins with calendar year 1993.

Date of Government Version: 12/31/2019
Date Data Arrived at EDR: 04/15/2020
Date Made Active in Reports: 07/02/2020
Number of Days to Update: 78

Source:  California Environmental Protection Agency
Telephone:  916-255-1136
Last EDR Contact: 01/07/2022
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Annually

ICE:  ICE
Contains data pertaining to the Permitted Facilities with Inspections / Enforcements sites tracked in Envirostor.

Date of Government Version: 11/15/2021
Date Data Arrived at EDR: 11/15/2021
Date Made Active in Reports: 02/03/2022
Number of Days to Update: 80

Source:  Department of Toxic Subsances Control
Telephone:  877-786-9427
Last EDR Contact: 02/15/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: Quarterly

HIST CORTESE:  Hazardous Waste & Substance Site List
The sites for the list are designated by the State Water Resource Control Board [LUST], the Integrated Waste Board
[SWF/LS], and the Department of Toxic Substances Control [CALSITES]. This listing is no longer updated by the
state agency.

Date of Government Version: 04/01/2001
Date Data Arrived at EDR: 01/22/2009
Date Made Active in Reports: 04/08/2009
Number of Days to Update: 76

Source:  Department of Toxic Substances Control
Telephone:  916-323-3400
Last EDR Contact: 01/22/2009
Next Scheduled EDR Contact: N/A
Data Release Frequency: No Update Planned

HWP:  EnviroStor Permitted Facilities Listing
Detailed information on permitted hazardous waste facilities and corrective action ("cleanups") tracked in EnviroStor.

Date of Government Version: 11/15/2021
Date Data Arrived at EDR: 11/15/2021
Date Made Active in Reports: 02/03/2022
Number of Days to Update: 80

Source:  Department of Toxic Substances Control
Telephone:  916-323-3400
Last EDR Contact: 02/15/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: Quarterly

HWT:  Registered Hazardous Waste Transporter Database
A listing of hazardous waste transporters. In California, unless specifically exempted, it is unlawful for any
person to transport hazardous wastes unless the person holds a valid registration issued by DTSC. A hazardous
waste transporter registration is valid for one year and is assigned a unique registration number.

Date of Government Version: 01/03/2022
Date Data Arrived at EDR: 01/04/2022
Date Made Active in Reports: 03/18/2022
Number of Days to Update: 73

Source:  Department of Toxic Substances Control
Telephone:  916-440-7145
Last EDR Contact: 01/04/2022
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Quarterly
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MINES:  Mines Site Location Listing
A listing of mine site locations from the Office of Mine Reclamation.

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  Department of Conservation
Telephone:  916-322-1080
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Quarterly

MWMP:  Medical Waste Management Program Listing
The Medical Waste Management Program (MWMP) ensures the proper handling and disposal of medical waste by permitting
and inspecting medical waste Offsite Treatment Facilities (PDF) and Transfer Stations (PDF) throughout the
state. MWMP also oversees all Medical Waste Transporters.

Date of Government Version: 11/18/2021
Date Data Arrived at EDR: 11/30/2021
Date Made Active in Reports: 02/17/2022
Number of Days to Update: 79

Source:  Department of Public Health
Telephone:  916-558-1784
Last EDR Contact: 02/28/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Varies

NPDES:  NPDES Permits Listing
A listing of NPDES permits, including stormwater.

Date of Government Version: 11/09/2021
Date Data Arrived at EDR: 11/09/2021
Date Made Active in Reports: 01/27/2022
Number of Days to Update: 79

Source:  State Water Resources Control Board
Telephone:  916-445-9379
Last EDR Contact: 02/08/2022
Next Scheduled EDR Contact: 05/23/2022
Data Release Frequency: Quarterly

PEST LIC:  Pesticide Regulation Licenses Listing
A listing of licenses and certificates issued by the Department of Pesticide Regulation. The DPR issues licenses
and/or certificates to: Persons and businesses that apply or sell pesticides; Pest control dealers and brokers;
Persons who advise on agricultural pesticide applications.

Date of Government Version: 11/30/2021
Date Data Arrived at EDR: 11/30/2021
Date Made Active in Reports: 02/17/2022
Number of Days to Update: 79

Source:  Department of Pesticide Regulation
Telephone:  916-445-4038
Last EDR Contact: 02/28/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Quarterly

PROC:  Certified Processors Database
A listing of certified processors.

Date of Government Version: 11/29/2021
Date Data Arrived at EDR: 11/29/2021
Date Made Active in Reports: 02/11/2022
Number of Days to Update: 74

Source:  Department of Conservation
Telephone:  916-323-3836
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Quarterly

NOTIFY 65:  Proposition 65 Records
Listings of all Proposition 65 incidents reported to counties by the State Water Resources Control Board and the
Regional Water Quality Control Board. This database is no longer updated by the reporting agency.

Date of Government Version: 12/13/2021
Date Data Arrived at EDR: 12/14/2021
Date Made Active in Reports: 03/03/2022
Number of Days to Update: 79

Source:  State Water Resources Control Board
Telephone:  916-445-3846
Last EDR Contact: 03/09/2022
Next Scheduled EDR Contact: 06/26/2022
Data Release Frequency: No Update Planned

TC6905679.2s     Page GR-30

GOVERNMENT RECORDS SEARCHED / DATA CURRENCY TRACKING



UIC:  UIC Listing
A listing of wells identified as underground injection wells, in the California Oil and Gas Wells database.

Date of Government Version: 12/03/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/24/2022
Number of Days to Update: 79

Source:  Deaprtment of Conservation
Telephone:  916-445-2408
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Varies

UIC GEO:  Underground Injection Control Sites (GEOTRACKER)
Underground control injection sites

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  State Water Resource Control Board
Telephone:  866-480-1028
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Varies

WASTEWATER PITS:  Oil Wastewater Pits Listing
Water officials discovered that oil producers have been dumping chemical-laden wastewater into hundreds of unlined
pits that are operating without proper permits. Inspections completed by the Central Valley Regional Water Quality
Control Board revealed the existence of previously unidentified waste sites. The water boards review found that
more than one-third of the region’s active disposal pits are operating without permission.

Date of Government Version: 02/11/2021
Date Data Arrived at EDR: 07/01/2021
Date Made Active in Reports: 09/29/2021
Number of Days to Update: 90

Source:  RWQCB, Central Valley Region
Telephone:  559-445-5577
Last EDR Contact: 01/07/2022
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Varies

WDS:  Waste Discharge System
Sites which have been issued waste discharge requirements.

Date of Government Version: 06/19/2007
Date Data Arrived at EDR: 06/20/2007
Date Made Active in Reports: 06/29/2007
Number of Days to Update: 9

Source:  State Water Resources Control Board
Telephone:  916-341-5227
Last EDR Contact: 02/11/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: No Update Planned

WIP:  Well Investigation Program Case List
Well Investigation Program case in the San Gabriel and San Fernando Valley area.

Date of Government Version: 07/03/2009
Date Data Arrived at EDR: 07/21/2009
Date Made Active in Reports: 08/03/2009
Number of Days to Update: 13

Source:  Los Angeles Water Quality Control Board
Telephone:  213-576-6726
Last EDR Contact: 03/16/2022
Next Scheduled EDR Contact: 07/04/2022
Data Release Frequency: No Update Planned

MILITARY PRIV SITES:  Military Privatized Sites (GEOTRACKER)
Military privatized sites

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  State Water Resources Control Board
Telephone:  866-480-1028
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Varies

PROJECT:  Project Sites (GEOTRACKER)
Projects sites
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Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  State Water Resources Control Board
Telephone:  866-480-1028
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Varies

WDR:  Waste Discharge Requirements Listing
In general, the Waste Discharge Requirements (WDRs) Program (sometimes also referred to as the "Non Chapter
15 (Non 15) Program") regulates point discharges that are exempt pursuant to Subsection 20090 of Title 27 and
not subject to the Federal Water Pollution Control Act. Exemptions from Title 27 may be granted for nine categories
of discharges (e.g., sewage, wastewater, etc.) that meet, and continue to meet, the preconditions listed for
each specific exemption. The scope of the WDRs Program also includes the discharge of wastes classified as inert,
pursuant to section 20230 of Title 27.

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  State Water Resources Control Board
Telephone:  916-341-5810
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Quarterly

CIWQS:  California Integrated Water Quality System
The California Integrated Water Quality System (CIWQS) is a computer system used by the State and Regional Water
Quality Control Boards to track information about places of environmental interest, manage permits and other orders,
track inspections, and manage violations and enforcement activities.

Date of Government Version: 11/30/2021
Date Data Arrived at EDR: 11/30/2021
Date Made Active in Reports: 02/16/2022
Number of Days to Update: 78

Source:  State Water Resources Control Board
Telephone:  866-794-4977
Last EDR Contact: 02/28/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Varies

CERS:  CalEPA Regulated Site Portal Data
The CalEPA Regulated Site Portal database combines data about environmentally regulated sites and facilities in
California into a single database. It combines data from a variety of state and federal databases, and provides
an overview of regulated activities across the spectrum of environmental programs for any given location in California.
These activities include hazardous materials and waste, state and federal cleanups, impacted ground and surface
waters, and toxic materials

Date of Government Version: 10/18/2021
Date Data Arrived at EDR: 10/19/2021
Date Made Active in Reports: 01/12/2022
Number of Days to Update: 85

Source:  California Environmental Protection Agency
Telephone:  916-323-2514
Last EDR Contact: 01/19/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

NON-CASE INFO:  Non-Case Information Sites (GEOTRACKER)
Non-Case Information sites

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  State Water Resources Control Board
Telephone:  866-480-1028
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Varies

OTHER OIL GAS:  Other Oil & Gas Projects Sites (GEOTRACKER)
Other Oil & Gas Projects sites

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  State Water Resources Control Board
Telephone:  866-480-1028
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Varies
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PROD WATER PONDS:  Produced Water Ponds Sites (GEOTRACKER)
Produced water ponds sites

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  State Water Resources Control Board
Telephone:  866-480-1028
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Varies

SAMPLING POINT:  Sampling Point ? Public Sites (GEOTRACKER)
Sampling point - public sites

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  State Water Resources Control Board
Telephone:  866-480-1028
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Varies

WELL STIM PROJ:  Well Stimulation Project (GEOTRACKER)
Includes areas of groundwater monitoring plans, a depiction of the monitoring network, and the facilities, boundaries,
and subsurface characteristics of the oilfield and the features (oil and gas wells, produced water ponds, UIC
wells, water supply wells, etc?) being monitored

Date of Government Version: 12/06/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/23/2022
Number of Days to Update: 78

Source:  State Water Resources Control Board
Telephone:  866-480-1028
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Varies

HWTS:  Hazardous Waste Tracking System
DTSC maintains the Hazardous Waste Tracking System that stores ID number information since the early 1980s and
manifest data since 1993. The system collects both manifest copies from the generator and destination facility.

Date of Government Version: 07/13/2021
Date Data Arrived at EDR: 07/14/2021
Date Made Active in Reports: 10/06/2021
Number of Days to Update: 84

Source:  Department of Toxic Substances Control
Telephone:  916-324-2444
Last EDR Contact: 01/28/2022
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Varies

PCS ENF:  Enforcement data
No description is available for this data

Date of Government Version: 12/31/2014
Date Data Arrived at EDR: 02/05/2015
Date Made Active in Reports: 03/06/2015
Number of Days to Update: 29

Source:  EPA
Telephone:  202-564-2497
Last EDR Contact: 12/29/2021
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Varies

PCS:  Permit Compliance System
PCS is a computerized management information system that contains data on National Pollutant Discharge Elimination
System (NPDES) permit holding facilities. PCS tracks the permit, compliance, and enforcement status of NPDES
facilities.

Date of Government Version: 07/14/2011
Date Data Arrived at EDR: 08/05/2011
Date Made Active in Reports: 09/29/2011
Number of Days to Update: 55

Source:  EPA, Office of Water
Telephone:  202-564-2496
Last EDR Contact: 12/29/2021
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Semi-Annually
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PCS INACTIVE:  Listing of Inactive PCS Permits
An inactive permit is a facility that has shut down or is no longer discharging.

Date of Government Version: 11/05/2014
Date Data Arrived at EDR: 01/06/2015
Date Made Active in Reports: 05/06/2015
Number of Days to Update: 120

Source:  EPA
Telephone:  202-564-2496
Last EDR Contact: 12/29/2021
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Semi-Annually

MINES MRDS:  Mineral Resources Data System
Mineral Resources Data System

Date of Government Version: 04/06/2018
Date Data Arrived at EDR: 10/21/2019
Date Made Active in Reports: 10/24/2019
Number of Days to Update: 3

Source:  USGS
Telephone:  703-648-6533
Last EDR Contact: 02/24/2022
Next Scheduled EDR Contact: 06/06/2022
Data Release Frequency: Varies

EDR HIGH RISK HISTORICAL RECORDS

EDR Exclusive Records

EDR MGP:  EDR Proprietary Manufactured Gas Plants
The EDR Proprietary Manufactured Gas Plant Database includes records of coal gas plants (manufactured gas plants)
compiled by EDR’s researchers. Manufactured gas sites were used in the United States from the 1800’s to 1950’s
to produce a gas that could be distributed and used as fuel. These plants used whale oil, rosin, coal, or a mixture
of coal, oil, and water that also produced a significant amount of waste. Many of the byproducts of the gas production,
such as coal tar (oily waste containing volatile and non-volatile chemicals), sludges, oils and other compounds
are potentially hazardous to human health and the environment. The byproduct from this process was frequently
disposed of directly at the plant site and can remain or spread slowly, serving as a continuous source of soil
and groundwater contamination.

Date of Government Version: N/A
Date Data Arrived at EDR: N/A
Date Made Active in Reports: N/A
Number of Days to Update: N/A

Source:  EDR, Inc.
Telephone:  N/A
Last EDR Contact: N/A
Next Scheduled EDR Contact: N/A
Data Release Frequency: No Update Planned

EDR Hist Auto:  EDR Exclusive Historical Auto Stations
EDR has searched selected national collections of business directories and has collected listings of potential
gas station/filling station/service station sites that were available to EDR researchers. EDR’s review was limited
to those categories of sources that might, in EDR’s opinion, include gas station/filling station/service station
establishments. The categories reviewed included, but were not limited to gas, gas station, gasoline station,
filling station, auto, automobile repair, auto service station, service station, etc. This database falls within
a category of information EDR classifies as "High Risk Historical Records", or HRHR. EDR’s HRHR effort presents
unique and sometimes proprietary data about past sites and operations that typically create environmental concerns,
but may not show up in current government records searches.

Date of Government Version: N/A
Date Data Arrived at EDR: N/A
Date Made Active in Reports: N/A
Number of Days to Update: N/A

Source:  EDR, Inc.
Telephone:  N/A
Last EDR Contact: N/A
Next Scheduled EDR Contact: N/A
Data Release Frequency: Varies

EDR Hist Cleaner:  EDR Exclusive Historical Cleaners
EDR has searched selected national collections of business directories and has collected listings of potential
dry cleaner sites that were available to EDR researchers. EDR’s review was limited to those categories of sources
that might, in EDR’s opinion, include dry cleaning establishments. The categories reviewed included, but were
not limited to dry cleaners, cleaners, laundry, laundromat, cleaning/laundry, wash & dry etc. This database falls
within a category of information EDR classifies as "High Risk Historical Records", or HRHR. EDR’s HRHR effort
presents unique and sometimes proprietary data about past sites and operations that typically create environmental
concerns, but may not show up in current government records searches.
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Date of Government Version: N/A
Date Data Arrived at EDR: N/A
Date Made Active in Reports: N/A
Number of Days to Update: N/A

Source:  EDR, Inc.
Telephone:  N/A
Last EDR Contact: N/A
Next Scheduled EDR Contact: N/A
Data Release Frequency: Varies

EDR RECOVERED GOVERNMENT ARCHIVES

Exclusive Recovered Govt. Archives

RGA LF:  Recovered Government Archive Solid Waste Facilities List
The EDR Recovered Government Archive Landfill database provides a list of landfills derived from historical databases
and includes many records that no longer appear in current government lists. Compiled from Records formerly available
from the Department of Resources Recycling and Recovery in California.

Date of Government Version: N/A
Date Data Arrived at EDR: 07/01/2013
Date Made Active in Reports: 01/13/2014
Number of Days to Update: 196

Source:  Department of Resources Recycling and Recovery
Telephone:  N/A
Last EDR Contact: 06/01/2012
Next Scheduled EDR Contact: N/A
Data Release Frequency: Varies

RGA LUST:  Recovered Government Archive Leaking Underground Storage Tank
The EDR Recovered Government Archive Leaking Underground Storage Tank database provides a list of LUST incidents
derived from historical databases and includes many records that no longer appear in current government lists.
Compiled from Records formerly available from the State Water Resources Control Board in California.

Date of Government Version: N/A
Date Data Arrived at EDR: 07/01/2013
Date Made Active in Reports: 12/30/2013
Number of Days to Update: 182

Source:  State Water Resources Control Board
Telephone:  N/A
Last EDR Contact: 06/01/2012
Next Scheduled EDR Contact: N/A
Data Release Frequency: Varies

COUNTY RECORDS

ALAMEDA COUNTY:

CS ALAMEDA:  Contaminated Sites
A listing of contaminated sites overseen by the Toxic Release Program (oil and groundwater contamination from
chemical releases and spills) and the Leaking Underground Storage Tank Program (soil and ground water contamination
from leaking petroleum USTs).

Date of Government Version: 01/09/2019
Date Data Arrived at EDR: 01/11/2019
Date Made Active in Reports: 03/05/2019
Number of Days to Update: 53

Source:  Alameda County Environmental Health Services
Telephone:  510-567-6700
Last EDR Contact: 12/28/2021
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Semi-Annually

UST ALAMEDA:  Underground Tanks
Underground storage tank sites located in Alameda county.

Date of Government Version: 12/28/2021
Date Data Arrived at EDR: 12/28/2021
Date Made Active in Reports: 03/18/2022
Number of Days to Update: 80

Source:  Alameda County Environmental Health Services
Telephone:  510-567-6700
Last EDR Contact: 12/28/2021
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Semi-Annually

AMADOR COUNTY:
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CUPA AMADOR:  CUPA Facility List
Cupa Facility List

Date of Government Version: 11/01/2021
Date Data Arrived at EDR: 11/02/2021
Date Made Active in Reports: 01/24/2022
Number of Days to Update: 83

Source:  Amador County Environmental Health
Telephone:  209-223-6439
Last EDR Contact: 01/28/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Varies

BUTTE COUNTY:

CUPA BUTTE:  CUPA Facility Listing
Cupa facility list.

Date of Government Version: 04/21/2017
Date Data Arrived at EDR: 04/25/2017
Date Made Active in Reports: 08/09/2017
Number of Days to Update: 106

Source:  Public Health Department
Telephone:  530-538-7149
Last EDR Contact: 12/28/2021
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: No Update Planned

CALVERAS COUNTY:

CUPA CALVERAS:  CUPA Facility Listing
Cupa Facility Listing

Date of Government Version: 12/28/2021
Date Data Arrived at EDR: 12/28/2021
Date Made Active in Reports: 03/18/2022
Number of Days to Update: 80

Source:  Calveras County Environmental Health
Telephone:  209-754-6399
Last EDR Contact: 03/17/2022
Next Scheduled EDR Contact: 07/04/2022
Data Release Frequency: Quarterly

COLUSA COUNTY:

CUPA COLUSA:  CUPA Facility List
Cupa facility list.

Date of Government Version: 04/06/2020
Date Data Arrived at EDR: 04/23/2020
Date Made Active in Reports: 07/10/2020
Number of Days to Update: 78

Source:  Health & Human Services
Telephone:  530-458-0396
Last EDR Contact: 01/28/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Semi-Annually

CONTRA COSTA COUNTY:

SL CONTRA COSTA:  Site List
List includes sites from the underground tank, hazardous waste generator and business plan/2185 programs.

Date of Government Version: 10/22/2021
Date Data Arrived at EDR: 10/26/2021
Date Made Active in Reports: 01/19/2022
Number of Days to Update: 85

Source:  Contra Costa Health Services Department
Telephone:  925-646-2286
Last EDR Contact: 01/24/2022
Next Scheduled EDR Contact: 05/09/2022
Data Release Frequency: Semi-Annually

DEL NORTE COUNTY:
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CUPA DEL NORTE:  CUPA Facility List
Cupa Facility list

Date of Government Version: 10/01/2021
Date Data Arrived at EDR: 11/02/2021
Date Made Active in Reports: 01/24/2022
Number of Days to Update: 83

Source:  Del Norte County Environmental Health Division
Telephone:  707-465-0426
Last EDR Contact: 01/24/2022
Next Scheduled EDR Contact: 05/09/2022
Data Release Frequency: Varies

EL DORADO COUNTY:

CUPA EL DORADO:  CUPA Facility List
CUPA facility list.

Date of Government Version: 11/30/2021
Date Data Arrived at EDR: 12/01/2021
Date Made Active in Reports: 02/16/2022
Number of Days to Update: 77

Source:  El Dorado County Environmental Management Department
Telephone:  530-621-6623
Last EDR Contact: 02/07/2022
Next Scheduled EDR Contact: 05/09/2022
Data Release Frequency: Varies

FRESNO COUNTY:

CUPA FRESNO:  CUPA Resources List
Certified Unified Program Agency. CUPA’s are responsible for implementing a unified hazardous materials and hazardous
waste management regulatory program. The agency provides oversight of businesses that deal with hazardous materials,
operate underground storage tanks or aboveground storage tanks.

Date of Government Version: 06/28/2021
Date Data Arrived at EDR: 12/21/2021
Date Made Active in Reports: 03/03/2022
Number of Days to Update: 72

Source:  Dept. of Community Health
Telephone:  559-445-3271
Last EDR Contact: 12/21/2021
Next Scheduled EDR Contact: 04/11/2022
Data Release Frequency: Semi-Annually

GLENN COUNTY:

CUPA GLENN:  CUPA Facility List
Cupa facility list

Date of Government Version: 01/22/2018
Date Data Arrived at EDR: 01/24/2018
Date Made Active in Reports: 03/14/2018
Number of Days to Update: 49

Source:  Glenn County Air Pollution Control District
Telephone:  830-934-6500
Last EDR Contact: 01/13/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: No Update Planned

HUMBOLDT COUNTY:

CUPA HUMBOLDT:  CUPA Facility List
CUPA facility list.

Date of Government Version: 08/12/2021
Date Data Arrived at EDR: 08/12/2021
Date Made Active in Reports: 11/08/2021
Number of Days to Update: 88

Source:  Humboldt County Environmental Health
Telephone:  N/A
Last EDR Contact: 02/11/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: Semi-Annually

IMPERIAL COUNTY:
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CUPA IMPERIAL:  CUPA Facility List
Cupa facility list.

Date of Government Version: 10/18/2021
Date Data Arrived at EDR: 10/20/2021
Date Made Active in Reports: 01/12/2022
Number of Days to Update: 84

Source:  San Diego Border Field Office
Telephone:  760-339-2777
Last EDR Contact: 01/13/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

INYO COUNTY:

CUPA INYO:  CUPA Facility List
Cupa facility list.

Date of Government Version: 04/02/2018
Date Data Arrived at EDR: 04/03/2018
Date Made Active in Reports: 06/14/2018
Number of Days to Update: 72

Source:  Inyo County Environmental Health Services
Telephone:  760-878-0238
Last EDR Contact: 02/11/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: Varies

KERN COUNTY:

CUPA KERN:  CUPA Facility List
A listing of sites included in the Kern County Hazardous Material Business Plan.

Date of Government Version: 11/10/2021
Date Data Arrived at EDR: 11/12/2021
Date Made Active in Reports: 02/02/2022
Number of Days to Update: 82

Source:  Kern County Public Health
Telephone:  661-321-3000
Last EDR Contact: 01/28/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Varies

UST KERN:  Underground Storage Tank Sites & Tank Listing
Kern County Sites and Tanks Listing.

Date of Government Version: 11/10/2021
Date Data Arrived at EDR: 11/12/2021
Date Made Active in Reports: 02/02/2022
Number of Days to Update: 82

Source:  Kern County Environment Health Services Department
Telephone:  661-862-8700
Last EDR Contact: 01/28/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Quarterly

KINGS COUNTY:

CUPA KINGS:  CUPA Facility List
A listing of sites included in the county’s Certified Unified Program Agency database. California’s Secretary
for Environmental Protection established the unified hazardous materials and hazardous waste regulatory program
as required by chapter 6.11 of the California Health and Safety Code. The Unified Program consolidates the administration,
permits, inspections, and enforcement activities.

Date of Government Version: 12/03/2020
Date Data Arrived at EDR: 01/26/2021
Date Made Active in Reports: 04/14/2021
Number of Days to Update: 78

Source:  Kings County Department of Public Health
Telephone:  559-584-1411
Last EDR Contact: 03/10/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: Varies

LAKE COUNTY:
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CUPA LAKE:  CUPA Facility List
Cupa facility list

Date of Government Version: 11/04/2021
Date Data Arrived at EDR: 11/05/2021
Date Made Active in Reports: 01/24/2022
Number of Days to Update: 80

Source:  Lake County Environmental Health
Telephone:  707-263-1164
Last EDR Contact: 01/10/2022
Next Scheduled EDR Contact: 04/25/2022
Data Release Frequency: Varies

LASSEN COUNTY:

CUPA LASSEN:  CUPA Facility List
Cupa facility list

Date of Government Version: 07/31/2020
Date Data Arrived at EDR: 08/21/2020
Date Made Active in Reports: 11/09/2020
Number of Days to Update: 80

Source:  Lassen County Environmental Health
Telephone:  530-251-8528
Last EDR Contact: 03/10/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

LOS ANGELES COUNTY:

AOCONCERN:  Key Areas of Concerns in Los Angeles County
San Gabriel Valley areas where VOC contamination is at or above the MCL as designated by region 9 EPA office. Date
of Government Version: 3/30/2009 Exide Site area is a cleanup plan of lead-impacted soil surrounding the former
Exide Facility as designated by the DTSC. Date of Government Version: 7/17/2017

Date of Government Version: 03/30/2009
Date Data Arrived at EDR: 03/31/2009
Date Made Active in Reports: 10/23/2009
Number of Days to Update: 206

Source:  N/A
Telephone:  N/A
Last EDR Contact: 03/10/2022
Next Scheduled EDR Contact: 06/27/2022
Data Release Frequency: No Update Planned

HMS LOS ANGELES:  HMS: Street Number List
Industrial Waste and Underground Storage Tank Sites.

Date of Government Version: 10/14/2021
Date Data Arrived at EDR: 10/19/2021
Date Made Active in Reports: 01/13/2022
Number of Days to Update: 86

Source:  Department of Public Works
Telephone:  626-458-3517
Last EDR Contact: 01/13/2022
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Semi-Annually

LF LOS ANGELES:  List of Solid Waste Facilities
Solid Waste Facilities in Los Angeles County.

Date of Government Version: 10/08/2021
Date Data Arrived at EDR: 10/08/2021
Date Made Active in Reports: 12/29/2021
Number of Days to Update: 82

Source:  La County Department of Public Works
Telephone:  818-458-5185
Last EDR Contact: 01/11/2022
Next Scheduled EDR Contact: 04/25/2022
Data Release Frequency: Varies

LF LOS ANGELES CITY:  City of Los Angeles Landfills
Landfills owned and maintained by the City of Los Angeles.

Date of Government Version: 01/01/2021
Date Data Arrived at EDR: 02/18/2021
Date Made Active in Reports: 05/10/2021
Number of Days to Update: 81

Source:  Engineering & Construction Division
Telephone:  213-473-7869
Last EDR Contact: 01/07/2022
Next Scheduled EDR Contact: 04/25/2022
Data Release Frequency: Varies
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LOS ANGELES AST:  Active & Inactive AST Inventory
A listing of active & inactive above ground petroleum storage tank site locations, located in the City of Los
Angeles.

Date of Government Version: 06/01/2019
Date Data Arrived at EDR: 06/25/2019
Date Made Active in Reports: 08/22/2019
Number of Days to Update: 58

Source:  Los Angeles Fire Department
Telephone:  213-978-3800
Last EDR Contact: 12/16/2021
Next Scheduled EDR Contact: 04/04/2022
Data Release Frequency: Varies

LOS ANGELES CO LF METHANE:  Methane Producing Landfills
This data was created on April 30, 2012 to represent known disposal sites in Los Angeles County that may produce
and emanate methane gas. The shapefile contains disposal sites within Los Angeles County that once accepted degradable
refuse material. Information used to create this data was extracted from a landfill survey performed by County
Engineers (Major Waste System Map, 1973) as well as historical records from CalRecycle, Regional Water Quality
Control Board, and Los Angeles County Department of Public Health

Date of Government Version: 10/12/2021
Date Data Arrived at EDR: 10/13/2021
Date Made Active in Reports: 01/04/2022
Number of Days to Update: 83

Source:  Los Angeles County Department of Public Works
Telephone:  626-458-6973
Last EDR Contact: 01/07/2022
Next Scheduled EDR Contact: 04/25/2022
Data Release Frequency: No Update Planned

LOS ANGELES HM:  Active & Inactive Hazardous Materials Inventory
A listing of active & inactive hazardous materials facility locations, located in the City of Los Angeles.

Date of Government Version: 04/19/2021
Date Data Arrived at EDR: 06/17/2021
Date Made Active in Reports: 06/28/2021
Number of Days to Update: 11

Source:  Los Angeles Fire Department
Telephone:  213-978-3800
Last EDR Contact: 12/17/2021
Next Scheduled EDR Contact: 04/04/2022
Data Release Frequency: Varies

LOS ANGELES UST:  Active & Inactive UST Inventory
A listing of active & inactive underground storage tank site locations and underground storage tank historical
sites, located in the City of Los Angeles.

Date of Government Version: 04/19/2021
Date Data Arrived at EDR: 06/17/2021
Date Made Active in Reports: 09/14/2021
Number of Days to Update: 89

Source:  Los Angeles Fire Department
Telephone:  213-978-3800
Last EDR Contact: 12/17/2021
Next Scheduled EDR Contact: 04/04/2022
Data Release Frequency: Varies

SITE MIT LOS ANGELES:  Site Mitigation List
Industrial sites that have had some sort of spill or complaint.

Date of Government Version: 05/26/2021
Date Data Arrived at EDR: 07/09/2021
Date Made Active in Reports: 09/29/2021
Number of Days to Update: 82

Source:  Community Health Services
Telephone:  323-890-7806
Last EDR Contact: 01/13/2022
Next Scheduled EDR Contact: 04/24/2022
Data Release Frequency: Annually

UST EL SEGUNDO:  City of El Segundo Underground Storage Tank
Underground storage tank sites located in El Segundo city.

Date of Government Version: 01/21/2017
Date Data Arrived at EDR: 04/19/2017
Date Made Active in Reports: 05/10/2017
Number of Days to Update: 21

Source:  City of El Segundo Fire Department
Telephone:  310-524-2236
Last EDR Contact: 01/07/2022
Next Scheduled EDR Contact: 04/25/2022
Data Release Frequency: No Update Planned

TC6905679.2s     Page GR-40

GOVERNMENT RECORDS SEARCHED / DATA CURRENCY TRACKING



UST LONG BEACH:  City of Long Beach Underground Storage Tank
Underground storage tank sites located in the city of Long Beach.

Date of Government Version: 04/22/2019
Date Data Arrived at EDR: 04/23/2019
Date Made Active in Reports: 06/27/2019
Number of Days to Update: 65

Source:  City of Long Beach Fire Department
Telephone:  562-570-2563
Last EDR Contact: 01/13/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

UST TORRANCE:  City of Torrance Underground Storage Tank
Underground storage tank sites located in the city of Torrance.

Date of Government Version: 02/02/2021
Date Data Arrived at EDR: 04/28/2021
Date Made Active in Reports: 07/13/2021
Number of Days to Update: 76

Source:  City of Torrance Fire Department
Telephone:  310-618-2973
Last EDR Contact: 01/13/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Semi-Annually

MADERA COUNTY:

CUPA MADERA:  CUPA Facility List
A listing of sites included in the county’s Certified Unified Program Agency database. California’s Secretary
for Environmental Protection established the unified hazardous materials and hazardous waste regulatory program
as required by chapter 6.11 of the California Health and Safety Code. The Unified Program consolidates the administration,
permits, inspections, and enforcement activities.

Date of Government Version: 08/10/2020
Date Data Arrived at EDR: 08/12/2020
Date Made Active in Reports: 10/23/2020
Number of Days to Update: 72

Source:  Madera County Environmental Health
Telephone:  559-675-7823
Last EDR Contact: 02/11/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: Varies

MARIN COUNTY:

UST MARIN:  Underground Storage Tank Sites
Currently permitted USTs in Marin County.

Date of Government Version: 09/26/2018
Date Data Arrived at EDR: 10/04/2018
Date Made Active in Reports: 11/02/2018
Number of Days to Update: 29

Source:  Public Works Department Waste Management
Telephone:  415-473-6647
Last EDR Contact: 12/20/2021
Next Scheduled EDR Contact: 04/11/2022
Data Release Frequency: Semi-Annually

MENDOCINO COUNTY:

UST MENDOCINO:  Mendocino County UST Database
A listing of underground storage tank locations in Mendocino County.

Date of Government Version: 09/22/2021
Date Data Arrived at EDR: 11/18/2021
Date Made Active in Reports: 11/22/2021
Number of Days to Update: 4

Source:  Department of Public Health
Telephone:  707-463-4466
Last EDR Contact: 02/17/2022
Next Scheduled EDR Contact: 06/06/2022
Data Release Frequency: Annually

MERCED COUNTY:
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CUPA MERCED:  CUPA Facility List
CUPA facility list.

Date of Government Version: 11/24/2021
Date Data Arrived at EDR: 11/29/2021
Date Made Active in Reports: 02/11/2022
Number of Days to Update: 74

Source:  Merced County Environmental Health
Telephone:  209-381-1094
Last EDR Contact: 02/11/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: Varies

MONO COUNTY:

CUPA MONO:  CUPA Facility List
CUPA Facility List

Date of Government Version: 02/22/2021
Date Data Arrived at EDR: 03/02/2021
Date Made Active in Reports: 05/19/2021
Number of Days to Update: 78

Source:  Mono County Health Department
Telephone:  760-932-5580
Last EDR Contact: 03/17/2022
Next Scheduled EDR Contact: 06/06/2022
Data Release Frequency: Varies

MONTEREY COUNTY:

CUPA MONTEREY:  CUPA Facility Listing
CUPA Program listing from the Environmental Health Division.

Date of Government Version: 10/04/2021
Date Data Arrived at EDR: 10/06/2021
Date Made Active in Reports: 12/29/2021
Number of Days to Update: 84

Source:  Monterey County Health Department
Telephone:  831-796-1297
Last EDR Contact: 01/07/2022
Next Scheduled EDR Contact: 04/11/2022
Data Release Frequency: Varies

NAPA COUNTY:

LUST NAPA:  Sites With Reported Contamination
A listing of leaking underground storage tank sites located in Napa county.

Date of Government Version: 01/09/2017
Date Data Arrived at EDR: 01/11/2017
Date Made Active in Reports: 03/02/2017
Number of Days to Update: 50

Source:  Napa County Department of Environmental Management
Telephone:  707-253-4269
Last EDR Contact: 02/17/2022
Next Scheduled EDR Contact: 06/06/2022
Data Release Frequency: No Update Planned

UST NAPA:  Closed and Operating Underground Storage Tank Sites
Underground storage tank sites located in Napa county.

Date of Government Version: 09/05/2019
Date Data Arrived at EDR: 09/09/2019
Date Made Active in Reports: 10/31/2019
Number of Days to Update: 52

Source:  Napa County Department of Environmental Management
Telephone:  707-253-4269
Last EDR Contact: 02/17/2022
Next Scheduled EDR Contact: 06/06/2022
Data Release Frequency: No Update Planned

NEVADA COUNTY:

CUPA NEVADA:  CUPA Facility List
CUPA facility list.
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Date of Government Version: 10/26/2021
Date Data Arrived at EDR: 10/27/2021
Date Made Active in Reports: 01/20/2022
Number of Days to Update: 85

Source:  Community Development Agency
Telephone:  530-265-1467
Last EDR Contact: 01/24/2022
Next Scheduled EDR Contact: 05/09/2022
Data Release Frequency: Varies

ORANGE COUNTY:

IND_SITE ORANGE:  List of Industrial Site Cleanups
Petroleum and non-petroleum spills.

Date of Government Version: 10/08/2021
Date Data Arrived at EDR: 11/04/2021
Date Made Active in Reports: 01/24/2022
Number of Days to Update: 81

Source:  Health Care Agency
Telephone:  714-834-3446
Last EDR Contact: 01/31/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Annually

LUST ORANGE:  List of Underground Storage Tank Cleanups
Orange County Underground Storage Tank Cleanups (LUST).

Date of Government Version: 10/08/2021
Date Data Arrived at EDR: 11/02/2021
Date Made Active in Reports: 01/24/2022
Number of Days to Update: 83

Source:  Health Care Agency
Telephone:  714-834-3446
Last EDR Contact: 01/31/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Quarterly

UST ORANGE:  List of Underground Storage Tank Facilities
Orange County Underground Storage Tank Facilities (UST).

Date of Government Version: 10/29/2021
Date Data Arrived at EDR: 10/29/2021
Date Made Active in Reports: 01/20/2022
Number of Days to Update: 83

Source:  Health Care Agency
Telephone:  714-834-3446
Last EDR Contact: 10/29/2021
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Quarterly

PLACER COUNTY:

MS PLACER:  Master List of Facilities
List includes aboveground tanks, underground tanks and cleanup sites.

Date of Government Version: 12/01/2021
Date Data Arrived at EDR: 12/02/2021
Date Made Active in Reports: 02/25/2022
Number of Days to Update: 85

Source:  Placer County Health and Human Services
Telephone:  530-745-2363
Last EDR Contact: 02/24/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Semi-Annually

PLUMAS COUNTY:

CUPA PLUMAS:  CUPA Facility List
Plumas County CUPA Program facilities.

Date of Government Version: 03/31/2019
Date Data Arrived at EDR: 04/23/2019
Date Made Active in Reports: 06/26/2019
Number of Days to Update: 64

Source:  Plumas County Environmental Health
Telephone:  530-283-6355
Last EDR Contact: 01/13/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

RIVERSIDE COUNTY:
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LUST RIVERSIDE:  Listing of Underground Tank Cleanup Sites
Riverside County Underground Storage Tank Cleanup Sites (LUST).

Date of Government Version: 09/29/2021
Date Data Arrived at EDR: 09/30/2021
Date Made Active in Reports: 12/14/2021
Number of Days to Update: 75

Source:  Department of Environmental Health
Telephone:  951-358-5055
Last EDR Contact: 03/14/2022
Next Scheduled EDR Contact: 06/27/2022
Data Release Frequency: Quarterly

UST RIVERSIDE:  Underground Storage Tank Tank List
Underground storage tank sites located in Riverside county.

Date of Government Version: 09/29/2021
Date Data Arrived at EDR: 09/30/2021
Date Made Active in Reports: 12/15/2021
Number of Days to Update: 76

Source:  Department of Environmental Health
Telephone:  951-358-5055
Last EDR Contact: 03/14/2022
Next Scheduled EDR Contact: 06/27/2022
Data Release Frequency: Quarterly

SACRAMENTO COUNTY:

CS SACRAMENTO:  Toxic Site Clean-Up List
List of sites where unauthorized releases of potentially hazardous materials have occurred. 

Date of Government Version: 06/18/2021
Date Data Arrived at EDR: 09/28/2021
Date Made Active in Reports: 12/14/2021
Number of Days to Update: 77

Source:  Sacramento County Environmental Management
Telephone:  916-875-8406
Last EDR Contact: 12/29/2021
Next Scheduled EDR Contact: 04/11/2022
Data Release Frequency: Quarterly

ML SACRAMENTO:  Master Hazardous Materials Facility List
Any business that has hazardous materials on site - hazardous material storage sites, underground storage tanks,
waste generators.

Date of Government Version: 08/02/2021
Date Data Arrived at EDR: 08/04/2021
Date Made Active in Reports: 11/02/2021
Number of Days to Update: 90

Source:  Sacramento County Environmental Management
Telephone:  916-875-8406
Last EDR Contact: 12/29/2021
Next Scheduled EDR Contact: 04/11/2022
Data Release Frequency: Quarterly

SAN BENITO COUNTY:

CUPA SAN BENITO:  CUPA Facility List
Cupa facility list

Date of Government Version: 11/04/2021
Date Data Arrived at EDR: 11/05/2021
Date Made Active in Reports: 01/24/2022
Number of Days to Update: 80

Source:  San Benito County Environmental Health
Telephone:  N/A
Last EDR Contact: 01/28/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Varies

SAN BERNARDINO COUNTY:

PERMITS SAN BERNARDINO:  Hazardous Material Permits
This listing includes underground storage tanks, medical waste handlers/generators, hazardous materials handlers,
hazardous waste generators, and waste oil generators/handlers.
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Date of Government Version: 12/01/2021
Date Data Arrived at EDR: 12/02/2021
Date Made Active in Reports: 02/17/2022
Number of Days to Update: 77

Source:  San Bernardino County Fire Department Hazardous Materials Division
Telephone:  909-387-3041
Last EDR Contact: 01/31/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Quarterly

SAN DIEGO COUNTY:

HMMD SAN DIEGO:  Hazardous Materials Management Division Database
The database includes: HE58 - This report contains the business name, site address, business phone number, establishment
’H’ permit number, type of permit, and the business status. HE17 - In addition to providing the same information
provided in the HE58 listing, HE17 provides inspection dates, violations received by the establishment, hazardous
waste generated, the quantity, method of storage, treatment/disposal of waste and the hauler, and information
on underground storage tanks. Unauthorized Release List - Includes a summary of environmental contamination cases
in San Diego County (underground tank cases, non-tank cases, groundwater contamination, and soil contamination
are included.)

Date of Government Version: 11/30/2021
Date Data Arrived at EDR: 11/30/2021
Date Made Active in Reports: 02/16/2022
Number of Days to Update: 78

Source:  Hazardous Materials Management Division
Telephone:  619-338-2268
Last EDR Contact: 02/28/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Quarterly

LF SAN DIEGO:  Solid Waste Facilities
San Diego County Solid Waste Facilities.

Date of Government Version: 10/01/2020
Date Data Arrived at EDR: 11/23/2020
Date Made Active in Reports: 02/08/2021
Number of Days to Update: 77

Source:  Department of Health Services
Telephone:  619-338-2209
Last EDR Contact: 02/25/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

SAN DIEGO CO LOP:  Local Oversight Program Listing
A listing of all LOP release sites that are or were under the County of San Diego’s jurisdiction. Included are
closed or transferred cases, open cases, and cases that did not have a case type indicated. The cases without
a case type are mostly complaints; however, some of them could be LOP cases.

Date of Government Version: 07/22/2021
Date Data Arrived at EDR: 10/19/2021
Date Made Active in Reports: 01/13/2022
Number of Days to Update: 86

Source:  Department of Environmental Health
Telephone:  858-505-6874
Last EDR Contact: 01/13/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

SAN DIEGO CO SAM:  Environmental Case Listing
The listing contains all underground tank release cases and projects pertaining to properties contaminated with
hazardous substances that are actively under review by the Site Assessment and Mitigation Program.

Date of Government Version: 03/23/2010
Date Data Arrived at EDR: 06/15/2010
Date Made Active in Reports: 07/09/2010
Number of Days to Update: 24

Source:  San Diego County Department of Environmental Health
Telephone:  619-338-2371
Last EDR Contact: 02/24/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: No Update Planned

SAN FRANCISCO COUNTY:

CUPA SAN FRANCISCO CO:  CUPA Facility Listing
Cupa facilities
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Date of Government Version: 02/03/2022
Date Data Arrived at EDR: 02/04/2022
Date Made Active in Reports: 02/11/2022
Number of Days to Update: 7

Source:  San Francisco County Department of Environmental Health
Telephone:  415-252-3896
Last EDR Contact: 01/28/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Varies

LUST SAN FRANCISCO:  Local Oversite Facilities
A listing of leaking underground storage tank sites located in San Francisco county.

Date of Government Version: 09/19/2008
Date Data Arrived at EDR: 09/19/2008
Date Made Active in Reports: 09/29/2008
Number of Days to Update: 10

Source:  Department Of Public Health San Francisco County
Telephone:  415-252-3920
Last EDR Contact: 01/28/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: No Update Planned

UST SAN FRANCISCO:  Underground Storage Tank Information
Underground storage tank sites located in San Francisco county.

Date of Government Version: 11/10/2021
Date Data Arrived at EDR: 11/11/2021
Date Made Active in Reports: 02/02/2022
Number of Days to Update: 83

Source:  Department of Public Health
Telephone:  415-252-3920
Last EDR Contact: 01/28/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Quarterly

SAN JOAQUIN COUNTY:

UST SAN JOAQUIN:  San Joaquin Co. UST
A listing of underground storage tank locations in San Joaquin county.

Date of Government Version: 06/22/2018
Date Data Arrived at EDR: 06/26/2018
Date Made Active in Reports: 07/11/2018
Number of Days to Update: 15

Source:  Environmental Health Department
Telephone:  N/A
Last EDR Contact: 03/10/2022
Next Scheduled EDR Contact: 06/27/2022
Data Release Frequency: Semi-Annually

SAN LUIS OBISPO COUNTY:

CUPA SAN LUIS OBISPO:  CUPA Facility List
Cupa Facility List.

Date of Government Version: 11/15/2021
Date Data Arrived at EDR: 11/16/2021
Date Made Active in Reports: 02/03/2022
Number of Days to Update: 79

Source:  San Luis Obispo County Public Health Department
Telephone:  805-781-5596
Last EDR Contact: 02/11/2022
Next Scheduled EDR Contact: 05/23/2022
Data Release Frequency: Varies

SAN MATEO COUNTY:

BI SAN MATEO:  Business Inventory
List includes Hazardous Materials Business Plan, hazardous waste generators, and underground storage tanks.

Date of Government Version: 02/20/2020
Date Data Arrived at EDR: 02/20/2020
Date Made Active in Reports: 04/24/2020
Number of Days to Update: 64

Source:  San Mateo County Environmental Health Services Division
Telephone:  650-363-1921
Last EDR Contact: 03/11/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Annually
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LUST SAN MATEO:  Fuel Leak List
A listing of leaking underground storage tank sites located in San Mateo county.

Date of Government Version: 03/29/2019
Date Data Arrived at EDR: 03/29/2019
Date Made Active in Reports: 05/29/2019
Number of Days to Update: 61

Source:  San Mateo County Environmental Health Services Division
Telephone:  650-363-1921
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Semi-Annually

SANTA BARBARA COUNTY:

CUPA SANTA BARBARA:  CUPA Facility Listing
CUPA Program Listing from the Environmental Health Services division.

Date of Government Version: 09/08/2011
Date Data Arrived at EDR: 09/09/2011
Date Made Active in Reports: 10/07/2011
Number of Days to Update: 28

Source:  Santa Barbara County Public Health Department
Telephone:  805-686-8167
Last EDR Contact: 02/11/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: No Update Planned

SANTA CLARA COUNTY:

CUPA SANTA CLARA:  Cupa Facility List
Cupa facility list

Date of Government Version: 11/19/2021
Date Data Arrived at EDR: 11/22/2021
Date Made Active in Reports: 02/07/2022
Number of Days to Update: 77

Source:  Department of Environmental Health
Telephone:  408-918-1973
Last EDR Contact: 02/11/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: Varies

HIST LUST SANTA CLARA:  HIST LUST - Fuel Leak Site Activity Report
A listing of open and closed leaking underground storage tanks. This listing is no longer updated by the county.
Leaking underground storage tanks are now handled by the Department of Environmental Health.

Date of Government Version: 03/29/2005
Date Data Arrived at EDR: 03/30/2005
Date Made Active in Reports: 04/21/2005
Number of Days to Update: 22

Source:  Santa Clara Valley Water District
Telephone:  408-265-2600
Last EDR Contact: 03/23/2009
Next Scheduled EDR Contact: 06/22/2009
Data Release Frequency: No Update Planned

LUST SANTA CLARA:  LOP Listing
A listing of leaking underground storage tanks located in Santa Clara county.

Date of Government Version: 03/03/2014
Date Data Arrived at EDR: 03/05/2014
Date Made Active in Reports: 03/18/2014
Number of Days to Update: 13

Source:  Department of Environmental Health
Telephone:  408-918-3417
Last EDR Contact: 02/17/2022
Next Scheduled EDR Contact: 06/06/2022
Data Release Frequency: No Update Planned

SAN JOSE HAZMAT:  Hazardous Material Facilities
Hazardous material facilities, including underground storage tank sites.

Date of Government Version: 11/03/2020
Date Data Arrived at EDR: 11/05/2020
Date Made Active in Reports: 01/26/2021
Number of Days to Update: 82

Source:  City of San Jose Fire Department
Telephone:  408-535-7694
Last EDR Contact: 02/24/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Annually

SANTA CRUZ COUNTY:
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CUPA SANTA CRUZ:  CUPA Facility List
CUPA facility listing.

Date of Government Version: 01/21/2017
Date Data Arrived at EDR: 02/22/2017
Date Made Active in Reports: 05/23/2017
Number of Days to Update: 90

Source:  Santa Cruz County Environmental Health
Telephone:  831-464-2761
Last EDR Contact: 02/11/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: Varies

SHASTA COUNTY:

CUPA SHASTA:  CUPA Facility List
Cupa Facility List.

Date of Government Version: 06/15/2017
Date Data Arrived at EDR: 06/19/2017
Date Made Active in Reports: 08/09/2017
Number of Days to Update: 51

Source:  Shasta County Department of Resource Management
Telephone:  530-225-5789
Last EDR Contact: 02/11/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: Varies

SOLANO COUNTY:

LUST SOLANO:  Leaking Underground Storage Tanks
A listing of leaking underground storage tank sites located in Solano county.

Date of Government Version: 06/04/2019
Date Data Arrived at EDR: 06/06/2019
Date Made Active in Reports: 08/13/2019
Number of Days to Update: 68

Source:  Solano County Department of Environmental Management
Telephone:  707-784-6770
Last EDR Contact: 02/24/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Quarterly

UST SOLANO:  Underground Storage Tanks
Underground storage tank sites located in Solano county.

Date of Government Version: 09/15/2021
Date Data Arrived at EDR: 09/16/2021
Date Made Active in Reports: 12/09/2021
Number of Days to Update: 84

Source:  Solano County Department of Environmental Management
Telephone:  707-784-6770
Last EDR Contact: 02/24/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Quarterly

SONOMA COUNTY:

CUPA SONOMA:  Cupa Facility List
Cupa Facility list

Date of Government Version: 07/02/2021
Date Data Arrived at EDR: 07/06/2021
Date Made Active in Reports: 07/14/2021
Number of Days to Update: 8

Source:  County of Sonoma Fire & Emergency Services Department
Telephone:  707-565-1174
Last EDR Contact: 03/16/2022
Next Scheduled EDR Contact: 07/04/2022
Data Release Frequency: Varies

LUST SONOMA:  Leaking Underground Storage Tank Sites
A listing of leaking underground storage tank sites located in Sonoma county.

Date of Government Version: 06/30/2021
Date Data Arrived at EDR: 06/30/2021
Date Made Active in Reports: 09/24/2021
Number of Days to Update: 86

Source:  Department of Health Services
Telephone:  707-565-6565
Last EDR Contact: 03/16/2022
Next Scheduled EDR Contact: 07/04/2022
Data Release Frequency: Quarterly

STANISLAUS COUNTY:
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CUPA STANISLAUS:  CUPA Facility List
Cupa facility list

Date of Government Version: 11/09/2021
Date Data Arrived at EDR: 11/11/2021
Date Made Active in Reports: 02/02/2022
Number of Days to Update: 83

Source:  Stanislaus County Department of Ennvironmental Protection
Telephone:  209-525-6751
Last EDR Contact: 01/10/2022
Next Scheduled EDR Contact: 04/25/2022
Data Release Frequency: Varies

SUTTER COUNTY:

UST SUTTER:  Underground Storage Tanks
Underground storage tank sites located in Sutter county.

Date of Government Version: 11/23/2021
Date Data Arrived at EDR: 11/29/2021
Date Made Active in Reports: 02/11/2022
Number of Days to Update: 74

Source:  Sutter County Environmental Health Services
Telephone:  530-822-7500
Last EDR Contact: 02/24/2022
Next Scheduled EDR Contact: 06/13/2022
Data Release Frequency: Semi-Annually

TEHAMA COUNTY:

CUPA TEHAMA:  CUPA Facility List
Cupa facilities

Date of Government Version: 01/13/2021
Date Data Arrived at EDR: 01/14/2021
Date Made Active in Reports: 04/06/2021
Number of Days to Update: 82

Source:  Tehama County Department of Environmental Health
Telephone:  530-527-8020
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Varies

TRINITY COUNTY:

CUPA TRINITY:  CUPA Facility List
Cupa facility list

Date of Government Version: 10/18/2021
Date Data Arrived at EDR: 10/20/2021
Date Made Active in Reports: 01/13/2022
Number of Days to Update: 85

Source:  Department of Toxic Substances Control
Telephone:  760-352-0381
Last EDR Contact: 01/13/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

TULARE COUNTY:

CUPA TULARE:  CUPA Facility List
Cupa program facilities

Date of Government Version: 04/26/2021
Date Data Arrived at EDR: 04/28/2021
Date Made Active in Reports: 07/13/2021
Number of Days to Update: 76

Source:  Tulare County Environmental Health Services Division
Telephone:  559-624-7400
Last EDR Contact: 01/28/2022
Next Scheduled EDR Contact: 05/16/2022
Data Release Frequency: Varies

TUOLUMNE COUNTY:
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CUPA TUOLUMNE:  CUPA Facility List
Cupa facility list

Date of Government Version: 04/23/2018
Date Data Arrived at EDR: 04/25/2018
Date Made Active in Reports: 06/25/2018
Number of Days to Update: 61

Source:  Divison of Environmental Health
Telephone:  209-533-5633
Last EDR Contact: 01/13/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Varies

VENTURA COUNTY:

BWT VENTURA:  Business Plan, Hazardous Waste Producers, and Operating Underground Tanks
The BWT list indicates by site address whether the Environmental Health Division has Business Plan (B), Waste
Producer (W), and/or Underground Tank (T) information.

Date of Government Version: 09/29/2021
Date Data Arrived at EDR: 10/26/2021
Date Made Active in Reports: 01/13/2022
Number of Days to Update: 79

Source:  Ventura County Environmental Health Division
Telephone:  805-654-2813
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Quarterly

LF VENTURA:  Inventory of Illegal Abandoned and Inactive Sites
Ventura County Inventory of Closed, Illegal Abandoned, and Inactive Sites.

Date of Government Version: 12/01/2011
Date Data Arrived at EDR: 12/01/2011
Date Made Active in Reports: 01/19/2012
Number of Days to Update: 49

Source:  Environmental Health Division
Telephone:  805-654-2813
Last EDR Contact: 12/20/2021
Next Scheduled EDR Contact: 04/11/2022
Data Release Frequency: No Update Planned

LUST VENTURA:  Listing of Underground Tank Cleanup Sites
Ventura County Underground Storage Tank Cleanup Sites (LUST).

Date of Government Version: 05/29/2008
Date Data Arrived at EDR: 06/24/2008
Date Made Active in Reports: 07/31/2008
Number of Days to Update: 37

Source:  Environmental Health Division
Telephone:  805-654-2813
Last EDR Contact: 02/07/2022
Next Scheduled EDR Contact: 05/23/2022
Data Release Frequency: No Update Planned

MED WASTE VENTURA:  Medical Waste Program List
To protect public health and safety and the environment from potential exposure to disease causing agents, the
Environmental Health Division Medical Waste Program regulates the generation, handling, storage, treatment and
disposal of medical waste throughout the County.

Date of Government Version: 09/29/2021
Date Data Arrived at EDR: 10/21/2021
Date Made Active in Reports: 01/13/2022
Number of Days to Update: 84

Source:  Ventura County Resource Management Agency
Telephone:  805-654-2813
Last EDR Contact: 01/18/2022
Next Scheduled EDR Contact: 05/02/2022
Data Release Frequency: Quarterly

UST VENTURA:  Underground Tank Closed Sites List
Ventura County Operating Underground Storage Tank Sites (UST)/Underground Tank Closed Sites List.

Date of Government Version: 11/29/2021
Date Data Arrived at EDR: 12/07/2021
Date Made Active in Reports: 02/24/2022
Number of Days to Update: 79

Source:  Environmental Health Division
Telephone:  805-654-2813
Last EDR Contact: 03/08/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Quarterly

YOLO COUNTY:
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UST YOLO:  Underground Storage Tank Comprehensive Facility Report
Underground storage tank sites located in Yolo county.

Date of Government Version: 12/27/2021
Date Data Arrived at EDR: 01/04/2022
Date Made Active in Reports: 03/18/2022
Number of Days to Update: 73

Source:  Yolo County Department of Health
Telephone:  530-666-8646
Last EDR Contact: 12/20/2021
Next Scheduled EDR Contact: 04/11/2022
Data Release Frequency: Annually

YUBA COUNTY:

CUPA YUBA:  CUPA Facility List
CUPA facility listing for Yuba County.

Date of Government Version: 10/26/2021
Date Data Arrived at EDR: 10/27/2021
Date Made Active in Reports: 01/20/2022
Number of Days to Update: 85

Source:  Yuba County Environmental Health Department
Telephone:  530-749-7523
Last EDR Contact: 01/24/2022
Next Scheduled EDR Contact: 05/09/2022
Data Release Frequency: Varies

OTHER DATABASE(S)

Depending on the geographic area covered by this report, the data provided in these specialty databases may or may not be
complete.  For example, the existence of wetlands information data in a specific report does not mean that all wetlands in the
area covered by the report are included.  Moreover, the absence of any reported wetlands information does not necessarily
mean that wetlands do not exist in the area covered by the report.

CT MANIFEST:  Hazardous Waste Manifest Data
Facility and manifest data. Manifest is a document that lists and tracks hazardous waste from the generator through
transporters to a tsd facility.

Date of Government Version: 11/11/2021
Date Data Arrived at EDR: 11/12/2021
Date Made Active in Reports: 02/01/2022
Number of Days to Update: 81

Source:  Department of Energy & Environmental Protection
Telephone:  860-424-3375
Last EDR Contact: 02/11/2022
Next Scheduled EDR Contact: 05/23/2022
Data Release Frequency: No Update Planned

NJ MANIFEST:  Manifest Information
Hazardous waste manifest information.

Date of Government Version: 12/31/2018
Date Data Arrived at EDR: 04/10/2019
Date Made Active in Reports: 05/16/2019
Number of Days to Update: 36

Source:  Department of Environmental Protection
Telephone:  N/A
Last EDR Contact: 01/07/2022
Next Scheduled EDR Contact: 04/18/2022
Data Release Frequency: Annually

NY MANIFEST:  Facility and Manifest Data
Manifest is a document that lists and tracks hazardous waste from the generator through transporters to a TSD
facility.

Date of Government Version: 01/01/2019
Date Data Arrived at EDR: 10/29/2021
Date Made Active in Reports: 01/19/2022
Number of Days to Update: 82

Source:  Department of Environmental Conservation
Telephone:  518-402-8651
Last EDR Contact: 01/28/2022
Next Scheduled EDR Contact: 05/09/2022
Data Release Frequency: Quarterly
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PA MANIFEST:  Manifest Information
Hazardous waste manifest information.

Date of Government Version: 06/30/2018
Date Data Arrived at EDR: 07/19/2019
Date Made Active in Reports: 09/10/2019
Number of Days to Update: 53

Source:  Department of Environmental Protection
Telephone:  717-783-8990
Last EDR Contact: 01/10/2022
Next Scheduled EDR Contact: 04/25/2022
Data Release Frequency: Annually

RI MANIFEST:  Manifest information
Hazardous waste manifest information

Date of Government Version: 12/31/2020
Date Data Arrived at EDR: 11/30/2021
Date Made Active in Reports: 02/18/2022
Number of Days to Update: 80

Source:  Department of Environmental Management
Telephone:  401-222-2797
Last EDR Contact: 02/14/2022
Next Scheduled EDR Contact: 05/30/2022
Data Release Frequency: Annually

WI MANIFEST:  Manifest Information
Hazardous waste manifest information.

Date of Government Version: 05/31/2018
Date Data Arrived at EDR: 06/19/2019
Date Made Active in Reports: 09/03/2019
Number of Days to Update: 76

Source:  Department of Natural Resources
Telephone:  N/A
Last EDR Contact: 03/02/2022
Next Scheduled EDR Contact: 06/20/2022
Data Release Frequency: Annually

Oil/Gas Pipelines
Source:  Endeavor Business Media
Petroleum Bundle (Crude Oil, Refined Products, Petrochemicals, Gas Liquids (LPG/NGL), and Specialty
Gases (Miscellaneous)) N = Natural Gas Bundle (Natural Gas, Gas Liquids (LPG/NGL), and Specialty Gases
(Miscellaneous)). This map includes information copyrighted by Endeavor Business Media. This information
is provided on a best effort basis and Endeavor Business Media does not guarantee its accuracy nor warrant its
fitness for any particular purpose. Such information has been reprinted with the permission of Endeavor Business
Media.

Electric Power Transmission Line Data
Source:  Endeavor Business Media
This map includes information copyrighted by Endeavor Business Media. This information is provided on a best
effort basis and Endeavor Business Media does not guarantee its accuracy nor warrant its fitness for any
particular purpose. Such information has been reprinted with the permission of Endeavor Business Media.

Sensitive Receptors: There are individuals deemed sensitive receptors due to their fragile immune systems and special sensitivity
to environmental discharges.  These sensitive receptors typically include the elderly, the sick, and children.  While the location of all
sensitive receptors cannot be determined, EDR indicates those buildings and facilities - schools, daycares, hospitals, medical centers,
and nursing homes - where individuals who are sensitive receptors are likely to be located.

AHA Hospitals:
Source: American Hospital Association, Inc.
Telephone: 312-280-5991
The database includes a listing of hospitals based on the American Hospital Association’s annual survey of hospitals.

Medical Centers: Provider of Services Listing
Source: Centers for Medicare & Medicaid Services
Telephone: 410-786-3000
A listing of hospitals with Medicare provider number, produced by Centers of Medicare & Medicaid Services,
a federal agency within the U.S. Department of Health and Human Services.

Nursing Homes
Source: National Institutes of Health
Telephone: 301-594-6248
Information on Medicare and Medicaid certified nursing homes in the United States.

Public Schools
Source: National Center for Education Statistics
Telephone: 202-502-7300
The National Center for Education Statistics’ primary database on elementary
and secondary public education in the United States.  It is a comprehensive, annual, national statistical
database of all public elementary and secondary schools and school districts, which contains data that are
comparable across all states.
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Private Schools
Source: National Center for Education Statistics
Telephone: 202-502-7300
The National Center for Education Statistics’ primary database on private school locations in the United States. 

Daycare Centers: Licensed Facilities
Source: Department of Social Services
Telephone: 916-657-4041

Flood Zone Data: This data was obtained from the Federal Emergency Management Agency (FEMA). It depicts 100-year and
500-year flood zones as defined by FEMA. It includes the National Flood Hazard Layer (NFHL) which incorporates Flood
Insurance Rate Map (FIRM) data and Q3 data from FEMA in areas not covered by NFHL.

Source: FEMA
Telephone: 877-336-2627
Date of Government Version: 2003, 2015

NWI: National Wetlands Inventory.  This data, available in select counties across the country, was obtained by EDR
in 2002, 2005 and 2010 from the U.S. Fish and Wildlife Service.

State Wetlands Data: Wetland Inventory
Source: Department of Fish and Wildlife
Telephone: 916-445-0411

Current USGS 7.5 Minute Topographic Map
Source: U.S. Geological Survey

STREET AND ADDRESS INFORMATION

Â© 2015 TomTom North America, Inc. All rights reserved.  This material is proprietary and the subject of copyright protection
and other intellectual property rights owned by or licensed to Tele Atlas North America, Inc.  The use of this material is subject
to the terms of a license agreement.  You will be held liable for any unauthorized copying or disclosure of this material.
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geologic strata.
of the soil, and nearby wells.  Groundwater flow velocity is generally impacted by the nature of the
Groundwater flow direction may be impacted by surface topography, hydrology, hydrogeology, characteristics

  2.  Groundwater flow velocity.
  1.  Groundwater flow direction, and

Assessment of the impact of contaminant migration generally has two principle investigative components:

forming an opinion about the impact of potential contaminant migration.
EDR’s GeoCheck Physical Setting Source Addendum is provided to assist the environmental professional in

2012Version Date:
5630643 SAN BERNARDINO NORTH, CANorthwest Map:

2012Version Date:
5630631 REDLANDS, CASoutheast Map:

2012Version Date:
5630615 HARRISON MOUNTAIN, CANortheast Map:

2012Version Date:
5620416 SAN BERNARDINO SOUTH, CATarget Property Map:

USGS TOPOGRAPHIC MAP

1083 ft. above sea levelElevation:
3774152.8UTM Y (Meters): 
476492.3UTM X (Meters): 
Zone 11Universal Tranverse Mercator: 
117.254878 - 117ˆ  15’ 17.56’’Longitude (West): 
34.10969 - 34ˆ  6’ 34.88’’Latitude (North): 

TARGET PROPERTY COORDINATES

SAN BERNARDINO, CA 92410
APN  0279-201-24-0000
6375756-ESAI

TARGET PROPERTY ADDRESS

®GEOCHECK   - PHYSICAL SETTING SOURCE ADDENDUM®
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should be field verified.
on a relative (not an absolute) basis. Relative elevation information between sites of close proximity
Source: Topography has been determined from the USGS 7.5’ Digital Elevation Model and should be evaluated

SURROUNDING TOPOGRAPHY: ELEVATION PROFILES
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General WestGeneral Topographic Gradient:
TARGET PROPERTY TOPOGRAPHY

should contamination exist on the target property, what downgradient sites might be impacted.
assist the environmental professional in forming an opinion about the impact of nearby contaminated properties or,
Surface topography may be indicative of the direction of surficial groundwater flow.  This information can be used to
TOPOGRAPHIC INFORMATION

collected on nearby properties, and regional groundwater flow information (from deep aquifers).
sources of information, such as surface topographic information, hydrologic information, hydrogeologic data
using site-specific well data. If such data is not reasonably ascertainable, it may be necessary to rely on other
Groundwater flow direction for a particular site is best determined by a qualified environmental professional
GROUNDWATER FLOW DIRECTION INFORMATION

®GEOCHECK   - PHYSICAL SETTING SOURCE SUMMARY®
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Not Reported

GENERAL DIRECTIONLOCATION
GROUNDWATER FLOWFROM TPMAP ID

hydrogeologically, and the depth to water table.
authorities at select sites and has extracted the date of the report, groundwater flow direction as determined
flow at specific points. EDR has reviewed reports submitted by environmental professionals to regulatory
EDR has developed the AQUIFLOW Information System to provide data on the general direction of groundwater

AQUIFLOW®

 Search Radius: 1.000 Mile.

Not found     Status:
1.25 miles     Search Radius:

Site-Specific Hydrogeological Data*:

* ©1996 Site−specific hydrogeological data gathered by CERCLIS Alerts, Inc., Bainbridge Island, WA.  All rights reserved.  All of the information and opinions presented are those of the cited EPA report(s), which were completed under
a Comprehensive Environmental Response Compensation and Liability Information System (CERCLIS) investigation.

contamination exist on the target property, what downgradient sites might be impacted.
environmental professional in forming an opinion about the impact of nearby contaminated properties or, should
of groundwater flow direction in the immediate area.  Such hydrogeologic information can be used to assist the
Hydrogeologic information obtained by installation of wells on a specific site can often be an indicator
HYDROGEOLOGIC INFORMATION

YES - refer to the Overview Map and Detail MapNOT AVAILABLE

NATIONAL WETLAND INVENTORY
NWI Electronic
Data CoverageNWI Quad at Target Property

 FEMA FIRM Flood data06071C8701H  

Additional Panels in search area: FEMA Source Type

 FEMA FIRM Flood data06071C8682H  

Flood Plain Panel at Target Property FEMA Source Type

FEMA FLOOD ZONE

and bodies of water).
Refer to the Physical Setting Source Map following this summary for hydrologic information (major waterways

contamination exist on the target property, what downgradient sites might be impacted.
the environmental professional in forming an opinion about the impact of nearby contaminated properties or, should
Surface water can act as a hydrologic barrier to groundwater flow.  Such hydrologic information can be used to assist
HYDROLOGIC INFORMATION

®GEOCHECK   - PHYSICAL SETTING SOURCE SUMMARY®
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Map, USGS Digital Data Series DDS - 11 (1994).
of the Conterminous U.S. at 1:2,500,000 Scale - a digital representation of the 1974 P.B. King and H.M. Beikman
Geologic Age and Rock Stratigraphic Unit Source: P.G. Schruben, R.E. Arndt and W.J. Bawiec, Geology

ROCK STRATIGRAPHIC UNIT GEOLOGIC AGE IDENTIFICATION

Stratifed SequenceCategory:CenozoicEra:
QuaternarySystem:
QuaternarySeries:
QCode:    (decoded above as Era, System & Series)

at which contaminant migration may be occurring.
Geologic information can be used by the environmental professional in forming an opinion about the relative speed
GEOLOGIC INFORMATION IN GENERAL AREA OF TARGET PROPERTY

move more quickly through sandy-gravelly types of soils than silty-clayey types of soils.
characteristics data collected on nearby properties and regional soil information. In general, contaminant plumes
to rely on other sources of information, including geologic age identification, rock stratigraphic unit and soil
using site specific geologic and soil strata data. If such data are not reasonably ascertainable, it may be necessary
Groundwater flow velocity information for a particular site is best determined by a qualified environmental professional
GROUNDWATER FLOW VELOCITY INFORMATION

®GEOCHECK   - PHYSICAL SETTING SOURCE SUMMARY®
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SITE NAME: 6375756-ESAI 
ADDRESS: APN 0279-201-24-0000 
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CONTACT: Frank Trinidad 
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Min: 6.1
Max: 7.8

Min: 42
Max: 141   

Silty Sand.
Sands with fines,
SOILS, Sands,
COARSE-GRAINED

Sand.
Gravel and
Fragments,
200), Stone
passing No.
pct. or less
materials (35
Granularloamy sand59 inches18 inches 2

Min: 6.1
Max: 7.8

Min: 42
Max: 141   

Silty Sand.
Sands with fines,
SOILS, Sands,
COARSE-GRAINED

Sand.
Gravel and
Fragments,
200), Stone
passing No.
pct. or less
materials (35
Granular

sand
gravelly loamy18 inches 0 inches 1

Soil Layer Information           

Boundary Classification Saturated
hydraulic
conductivity
micro m/sec

Layer Upper Lower Soil Texture Class AASHTO Group Unified Soil Soil Reaction
(pH)

 
> 0 inchesDepth to Watertable Min:

> 0 inchesDepth to Bedrock Min:

ModerateCorrosion Potential - Uncoated Steel:

Hydric Status: Not hydric

Somewhat excessively drainedSoil Drainage Class:

excessively drained sands and gravels.
Class A - High infiltration rates. Soils are deep, well drained toHydrologic Group:

gravelly loamy sandSoil Surface Texture:

TUJUNGASoil Component Name:

Soil Map ID: 1

in a landscape. The following information is based on Soil Conservation Service SSURGO data.
for privately owned lands in the United States. A soil map in a soil survey is a representation of soil patterns
Survey (NCSS) and is responsible for collecting, storing, maintaining and distributing soil survey information
The U.S. Department of Agriculture’s (USDA) Soil Conservation Service (SCS) leads the National Cooperative Soil

DOMINANT SOIL COMPOSITION IN GENERAL AREA OF TARGET PROPERTY

®GEOCHECK   - PHYSICAL SETTING SOURCE SUMMARY®



TC6905679.2s   Page A-7

 

Somewhat poorly drainedSoil Drainage Class:

textures.
moderately well and well drained soils with moderately coarse
Class B - Moderate infiltration rates. Deep and moderately deep,Hydrologic Group:

fine sandy loamSoil Surface Texture:

GRANGEVILLESoil Component Name:

Soil Map ID: 3

Min: 5.6
Max: 7.8

Min: 14
Max: 42   

Silty Sand.
Sands with fines,
SOILS, Sands,
COARSE-GRAINED

and Sand.
Clayey Gravel
200), Silty, or
passing No.
pct. or less
materials (35
Granularfine sandy loam59 inches11 inches 2

Min: 5.6
Max: 7.8

Min: 14
Max: 42   

Silty Sand.
Sands with fines,
SOILS, Sands,
COARSE-GRAINED

and Sand.
Clayey Gravel
200), Silty, or
passing No.
pct. or less
materials (35
Granularsandy loam11 inches 0 inches 1

Soil Layer Information           

Boundary Classification Saturated
hydraulic
conductivity
micro m/sec

Layer Upper Lower Soil Texture Class AASHTO Group Unified Soil Soil Reaction
(pH)

 
> 0 inchesDepth to Watertable Min:

> 0 inchesDepth to Bedrock Min:

ModerateCorrosion Potential - Uncoated Steel:

Hydric Status: Not hydric

Well drainedSoil Drainage Class:

textures.
moderately well and well drained soils with moderately coarse
Class B - Moderate infiltration rates. Deep and moderately deep,Hydrologic Group:

sandy loamSoil Surface Texture:

HanfordSoil Component Name:

Soil Map ID: 2

®GEOCHECK   - PHYSICAL SETTING SOURCE SUMMARY®
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> 0 inchesDepth to Watertable Min:

> 0 inchesDepth to Bedrock Min:

ModerateCorrosion Potential - Uncoated Steel:

Hydric Status: Not hydric

Somewhat excessively drainedSoil Drainage Class:

excessively drained sands and gravels.
Class A - High infiltration rates. Soils are deep, well drained toHydrologic Group:

gravelly loamy sandSoil Surface Texture:

TUJUNGASoil Component Name:

Soil Map ID: 4

7.4
Max: 9 Min:

Min: 4
Max: 14   

Silty Sand.
Sands with fines,
SOILS, Sands,
COARSE-GRAINED

Soils.
200), Silty
passing No.
than 35 pct.
Materials (more
Silt-Claysandy loam59 inches11 inches 2

7.4
Max: 9 Min:

Min: 4
Max: 14   

Silty Sand.
Sands with fines,
SOILS, Sands,
COARSE-GRAINED

Soils.
200), Silty
passing No.
than 35 pct.
Materials (more
Silt-Clayfine sandy loam11 inches 0 inches 1

Soil Layer Information           

Boundary Classification Saturated
hydraulic
conductivity
micro m/sec

Layer Upper Lower Soil Texture Class AASHTO Group Unified Soil Soil Reaction
(pH)

 
> 0 inchesDepth to Watertable Min:

> 0 inchesDepth to Bedrock Min:

HighCorrosion Potential - Uncoated Steel:

Hydric Status: Not hydric

®GEOCHECK   - PHYSICAL SETTING SOURCE SUMMARY®
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1/4 - 1/2 Mile SouthUSGS40000141135   10
1/8 - 1/4 Mile WNWUSGS40000141281   C6
1/8 - 1/4 Mile ENEUSGS40000141280   B5
1/8 - 1/4 Mile EastUSGS40000141251   B4
0 - 1/8 Mile SWUSGS40000141219   A3

FEDERAL USGS WELL INFORMATION

LOCATION
FROM TPWELL IDMAP ID

1.000State Database
Nearest PWS within 1 mileFederal FRDS PWS
1.000Federal USGS

WELL SEARCH DISTANCE INFORMATION

SEARCH DISTANCE (miles)DATABASE

opinion about the impact of contaminant migration on nearby drinking water wells.
professional in assessing sources that may impact ground water flow direction, and in forming an
EDR Local/Regional Water Agency records provide water well information to assist the environmental

LOCAL / REGIONAL WATER AGENCY RECORDS

Min: 6.1
Max: 7.3

Min: 42
Max: 141   

Silty Sand.
Sands with fines,
SOILS, Sands,
COARSE-GRAINED
sand.
Poorly graded
Clean Sands,
SOILS, Sands,
COARSE-GRAINED

Sand.
Gravel and
Fragments,
200), Stone
passing No.
pct. or less
materials (35
Granulargravelly sand59 inches35 inches 2

Min: 6.1
Max: 7.3

Min: 42
Max: 141   

Silty Sand.
Sands with fines,
SOILS, Sands,
COARSE-GRAINED
sand.
Poorly graded
Clean Sands,
SOILS, Sands,
COARSE-GRAINED

Sand.
Gravel and
Fragments,
200), Stone
passing No.
pct. or less
materials (35
Granular

sand
gravelly loamy35 inches 0 inches 1

Soil Layer Information           

Boundary Classification Saturated
hydraulic
conductivity
micro m/sec

Layer Upper Lower Soil Texture Class AASHTO Group Unified Soil Soil Reaction
(pH)

®GEOCHECK   - PHYSICAL SETTING SOURCE SUMMARY®
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1/2 - 1 Mile NWUSGS40000141432   AD119
1/2 - 1 Mile NNEUSGS40000141458   AB118
1/2 - 1 Mile SouthUSGS40000141008   AC114
1/2 - 1 Mile NEUSGS40000141414   112
1/2 - 1 Mile SEUSGS40000141089   110
1/2 - 1 Mile NorthUSGS40000141475   108
1/2 - 1 Mile SouthUSGS40000141021   AC107
1/2 - 1 Mile NNEUSGS40000141451   AB106
1/2 - 1 Mile WestUSGS40000141293   X105
1/2 - 1 Mile WestUSGS40000141253   U104
1/2 - 1 Mile ENEUSGS40000141332   100
1/2 - 1 Mile NNEUSGS40000141430   99
1/2 - 1 Mile NEUSGS40000141380   98
1/2 - 1 Mile WNWUSGS40000141322   AA95
1/2 - 1 Mile WestUSGS40000141292   X83
1/2 - 1 Mile NNWUSGS40000141424   W82
1/2 - 1 Mile WestUSGS40000141229   U80
1/2 - 1 Mile ENEUSGS40000141309   78
1/2 - 1 Mile SouthUSGS40000141033   T76
1/2 - 1 Mile ENEUSGS40000141348   V74
1/2 - 1 Mile NNWUSGS40000141431   72
1/2 - 1 Mile ENEUSGS40000141345   S70
1/2 - 1 Mile NWUSGS40000141396   68
1/2 - 1 Mile ENEUSGS40000141326   S67
1/2 - 1 Mile NEUSGS40000141381   65
1/2 - 1 Mile EastUSGS40000141277   Q64
1/2 - 1 Mile EastUSGS40000141250   R63
1/2 - 1 Mile NNEUSGS40000141403   62
1/2 - 1 Mile EastUSGS40000141278   Q61
1/2 - 1 Mile EastUSGS40000141243   R60
1/2 - 1 Mile EastUSGS40000141291   Q59
1/2 - 1 Mile NWUSGS40000141382   N58
1/2 - 1 Mile EastUSGS40000141279   K54
1/4 - 1/2 Mile SSEUSGS40000141091   I49
1/4 - 1/2 Mile EastUSGS40000141228   48
1/4 - 1/2 Mile ESEUSGS40000141144   45
1/4 - 1/2 Mile SSEUSGS40000141102   M42
1/4 - 1/2 Mile SSWUSGS40000141094   J40
1/4 - 1/2 Mile SSWUSGS40000141093   J39
1/4 - 1/2 Mile SWUSGS40000141111   L36
1/4 - 1/2 Mile WestUSGS40000141252   34
1/4 - 1/2 Mile EastUSGS40000141272   K32
1/4 - 1/2 Mile SWUSGS40000141110   J31
1/4 - 1/2 Mile NNWUSGS40000141356   H26
1/4 - 1/2 Mile SouthUSGS40000141098   G21
1/4 - 1/2 Mile NNWUSGS40000141355   H20
1/4 - 1/2 Mile SEUSGS40000141134   F17
1/4 - 1/2 Mile SEUSGS40000141133   F16
1/4 - 1/2 Mile WestUSGS40000141273   E15
1/4 - 1/2 Mile WestUSGS40000141283   E14
1/4 - 1/2 Mile ENEUSGS40000141287   13
1/4 - 1/2 Mile WNWUSGS40000141282   E12

FEDERAL USGS WELL INFORMATION

LOCATION
FROM TPWELL IDMAP ID

®GEOCHECK   - PHYSICAL SETTING SOURCE SUMMARY®
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0 - 1/8 Mile SWCAUSGSN00019458   A2
0 - 1/8 Mile WNW899   1

STATE DATABASE WELL INFORMATION

LOCATION
FROM TPWELL IDMAP ID

Note: PWS System location is not always the same as well location.

1/2 - 1 Mile SSWCA3610704   171

FEDERAL FRDS PUBLIC WATER SUPPLY SYSTEM INFORMATION

LOCATION
FROM TPWELL IDMAP ID

1/2 - 1 Mile SouthUSGS40000140961   205
1/2 - 1 Mile EastUSGS40000141265   203
1/2 - 1 Mile WNWUSGS40000141376   201
1/2 - 1 Mile WNWUSGS40000141333   AU189
1/2 - 1 Mile WSWUSGS40000141099   184
1/2 - 1 Mile WestUSGS40000141255   AQ183
1/2 - 1 Mile NWUSGS40000141494   177
1/2 - 1 Mile NWUSGS40000141408   AN168
1/2 - 1 Mile SWUSGS40000141061   AS167
1/2 - 1 Mile SWUSGS40000141052   AS166
1/2 - 1 Mile WestUSGS40000141230   AQ162
1/2 - 1 Mile NNEUSGS40000141525   AR161
1/2 - 1 Mile NorthUSGS40000141560   AP159
1/2 - 1 Mile ENEUSGS40000141359   AO156
1/2 - 1 Mile NNWUSGS40000141493   AM155
1/2 - 1 Mile NorthUSGS40000141550   AP154
1/2 - 1 Mile NEUSGS40000141440   AK153
1/2 - 1 Mile ENEUSGS40000141354   AO152
1/2 - 1 Mile NNWUSGS40000141509   AM150
1/2 - 1 Mile NNWUSGS40000141476   AM147
1/2 - 1 Mile SSWUSGS40000140990   AL146
1/2 - 1 Mile NEUSGS40000141429   AK144
1/2 - 1 Mile WNWUSGS40000141314   AJ143
1/2 - 1 Mile WNWUSGS40000141362   142
1/2 - 1 Mile NNEUSGS40000141526   AF139
1/2 - 1 Mile NNEUSGS40000141492   138
1/2 - 1 Mile NEUSGS40000141391   137
1/2 - 1 Mile SWUSGS40000141058   AI136
1/2 - 1 Mile WestUSGS40000141304   AE135
1/2 - 1 Mile WestUSGS40000141254   AG131
1/2 - 1 Mile WestUSGS40000141301   AE128
1/2 - 1 Mile NNEUSGS40000141456   AB123
1/2 - 1 Mile WestUSGS40000141294   AE122
1/2 - 1 Mile WNWUSGS40000141375   121
1/2 - 1 Mile NNEUSGS40000141457   AB120

FEDERAL USGS WELL INFORMATION

LOCATION
FROM TPWELL IDMAP ID

®GEOCHECK   - PHYSICAL SETTING SOURCE SUMMARY®
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1/2 - 1 Mile West864   U101
1/2 - 1 Mile SouthCADDW0000001851   Z97
1/2 - 1 Mile SSECADWR0000004970   96
1/2 - 1 Mile WNWCAUSGSN00000159   AA94
1/2 - 1 Mile WestCAPFAS000000853   U93
1/2 - 1 Mile WestCADDW0000013622   U92
1/2 - 1 Mile WestCADWR0000015860   X91
1/2 - 1 Mile WestCADWR0000033735   X90
1/2 - 1 Mile South812   Z89
1/2 - 1 Mile WestCADWR0000021827   Y88
1/2 - 1 Mile WestCADWR0000019426   Y87
1/2 - 1 Mile WestCADWR0000024114   Y86
1/2 - 1 Mile WestCADWR0000016542   Y85
1/2 - 1 Mile SSE892   84
1/2 - 1 Mile WestCAUSGSN00007455   X81
1/2 - 1 Mile SouthCAUSGSN00011124   T79
1/2 - 1 Mile NNWCAUSGSN00017210   W77
1/2 - 1 Mile ENECADWR0000026582   V75
1/2 - 1 Mile WestCADDW0000015511   U73
1/2 - 1 Mile ENECAUSGSN00011734   S71
1/2 - 1 Mile SouthCADWR0000011133   T69
1/2 - 1 Mile NorthCADWR0000000973   66
1/2 - 1 Mile NWCAUSGSN00003255   N57
1/2 - 1 Mile SECADWR0000004630   P56
1/2 - 1 Mile SECADWR0000013550   P55
1/4 - 1/2 Mile SW9782   O53
1/4 - 1/2 Mile SW889   O52
1/4 - 1/2 Mile SW888   O51
1/4 - 1/2 Mile SSECAUSGSN00016636   I50
1/4 - 1/2 Mile SWCADWR9000006830   L47
1/4 - 1/2 Mile NW852   N46
1/4 - 1/2 Mile SSECAUSGSN00014800   M44
1/4 - 1/2 Mile SSECADDW0000022311   M43
1/4 - 1/2 Mile SSWCAUSGSN00016635   J41
1/4 - 1/2 Mile SSECADDW0000005784   G38
1/4 - 1/2 Mile SWCAUSGSN00014801   L37
1/4 - 1/2 Mile SWCAUSGSN00007461   J35
1/4 - 1/2 Mile South811   G33
1/4 - 1/2 Mile SSE810   I30
1/4 - 1/2 Mile SSWCADWR0000036213   J29
1/4 - 1/2 Mile NNWCADWR0000028959   H28
1/4 - 1/2 Mile SSECADWR9000006829   I27
1/4 - 1/2 Mile SouthCADWR9000006823   25
1/4 - 1/2 Mile SECAPFAS000001348   F24
1/4 - 1/2 Mile SECADDW0000018410   F23
1/4 - 1/2 Mile SouthCAUSGSN00011737   G22
1/4 - 1/2 Mile SouthCADWR0000006181   G19
1/4 - 1/2 Mile SECAUSGSN00016642   F18
1/4 - 1/2 Mile WestCADDW0000007760   E11
1/4 - 1/2 Mile WSW854   D9
1/4 - 1/2 Mile WSW853   D8
1/8 - 1/4 Mile NWCADWR0000021834   C7

STATE DATABASE WELL INFORMATION

LOCATION
FROM TPWELL IDMAP ID

®GEOCHECK   - PHYSICAL SETTING SOURCE SUMMARY®
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1/2 - 1 Mile SW858   AS196
1/2 - 1 Mile NECAEDF0000122877   AV195
1/2 - 1 Mile West861   AW194
1/2 - 1 Mile WNW860   AU193
1/2 - 1 Mile NECAEDF0000055024   AV192
1/2 - 1 Mile WNWCADDW0000005067   AU191
1/2 - 1 Mile NECAEDF0000076221   AV190
1/2 - 1 Mile NECAEDF0000116093   AV188
1/2 - 1 Mile NECAEDF0000062348   AV187
1/2 - 1 Mile WNWCAPFAS000000851   AU186
1/2 - 1 Mile WNWCADDW0000018095   AU185
1/2 - 1 Mile SWCADDW0000016439   AS182
1/2 - 1 Mile SWCADDW0000022134   AS181
1/2 - 1 Mile SWCAPFAS000000644   AS180
1/2 - 1 Mile SWCADDW0000018607   AS179
1/2 - 1 Mile NNECADWR0000033820   178
1/2 - 1 Mile SWCADWR0000009513   AS176
1/2 - 1 Mile WestCADWR0000013485   175
1/2 - 1 Mile WestCADWR0000014720   AT174
1/2 - 1 Mile WestCADWR0000024191   AT173
1/2 - 1 Mile WestCADWR0000015794   AT172
1/2 - 1 Mile WestCADDW0000008869   AQ170
1/2 - 1 Mile WestCAPFAS000000319   AQ169
1/2 - 1 Mile NNECAUSGSN00012377   AR165
1/2 - 1 Mile WestCAPFAS000000395   AQ164
1/2 - 1 Mile WestCADDW0000007404   AQ163
1/2 - 1 Mile West2506   AQ160
1/2 - 1 Mile WestCAUSGSN00011739   AQ158
1/2 - 1 Mile West862   AQ157
1/2 - 1 Mile SSW901   AL151
1/2 - 1 Mile WNW154   AN149
1/2 - 1 Mile SWCADWR9000006809   AI148
1/2 - 1 Mile NW855   AH145
1/2 - 1 Mile WNWCAUSGSN00013590   AJ141
1/2 - 1 Mile NNECAUSGSN00014198   AF140
1/2 - 1 Mile WNWCADWR0000036125   AE134
1/2 - 1 Mile WestCAPFAS000001153   AG133
1/2 - 1 Mile WestCADDW0000021046   AG132
1/2 - 1 Mile NWCAPFAS000000850   AH130
1/2 - 1 Mile NWCADDW0000016653   AH129
1/2 - 1 Mile WestCADDW0000015890   AG127
1/2 - 1 Mile West863   AE126
1/2 - 1 Mile NNE851   AF125
1/2 - 1 Mile NNE850   AF124
1/2 - 1 Mile NWCAUSGSN00017828   AD117
1/2 - 1 Mile NWCADWR0000028970   AD116
1/2 - 1 Mile NWCADWR0000006285   AD115
1/2 - 1 Mile SSWCADWR9000006797   AC113
1/2 - 1 Mile NNECADWR9000006898   AB111
1/2 - 1 Mile WestCADWR9000006859   X109
1/2 - 1 Mile WestCADDW0000011854   U103
1/2 - 1 Mile WestCAUSGSN00003262   U102

STATE DATABASE WELL INFORMATION

LOCATION
FROM TPWELL IDMAP ID

®GEOCHECK   - PHYSICAL SETTING SOURCE SUMMARY®



TC6905679.2s   Page A-14

1/2 - 1 Mile West867   AW206
1/2 - 1 Mile NECAEDF0000033812   AV204
1/2 - 1 Mile NW856   202
1/2 - 1 Mile SW865   AS200
1/2 - 1 Mile SW866   AS199
1/2 - 1 Mile SW859   AS198
1/2 - 1 Mile SW857   AS197

STATE DATABASE WELL INFORMATION

LOCATION
FROM TPWELL IDMAP ID

®GEOCHECK   - PHYSICAL SETTING SOURCE SUMMARY®
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PHYSICAL SETTING SOURCE MAP - 6905679.2s 

N County Boundary 

N Major Roads 

N Contour Lines 

N Earthquake Fault Lines 

Airports 

@ Earthquake epicenter, Richter 5 or greater 

@ WaterWells 

® Public Water Supply Wells 

• Cluster of Multiple Icons 

SITE NAME: 6375756-ESAI 
ADDRESS: APN 0279-201-24-0000 

San Bernardino CA 92410 
LAT/LONG: 34.10969 / 117.254878 

f Groundwater Flow Direction 

@I) Indeterminate Groundwater Flow at Location 

@:v Groundwater Flow Varies at Location 

([ID Closest Hydrogeological Data 

• Oil , gas or related wells 

CLIENT: ODIC Environmental 
CONTACT: Frank Trinidad 
INQUIRY#: 6905679.2s 
DATE: March21 , 2022 1:17pm 

Copyright © 2022 EDR, Inc.© 2015 Tom Tom Rel. 2015. 
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          ftWell Hole Depth Units:
          952Well Hole Depth:          ftWell Depth Units:
          952Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01P001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

A3
SW
0 - 1/8 Mile
Lower

USGS40000141219FED USGS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340631117151901&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340631117151901Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340631117151901Well ID:

A2
SW
0 - 1/8 Mile
Lower

CAUSGSN00019458CA WELLS

RIVERSIDEArea serve:
58586Connection:245000Pop serv:
Not ReportedZip ext:92522Zip:
CAState:RIVERSIDECity:
3900 MAIN STREETAddress:Not ReportedHqname:
Riverside, City OfSystem nam:3310031System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:1Precision:
1171520.9Longitude:340636.7Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:GAGE WELL 30-1Source nam:
GWater type:3310031System no:
WATUser id:14District:
33County:3310031033Frds no:
01S/04W-13M02 SPrim sta c:899Seq:

1
WNW
0 - 1/8 Mile
Lower

899CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340631117151901&store_num=
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          ftWell Hole Depth Units:
          64Well Hole Depth:          ftWell Depth Units:
          64Well Depth:          19350101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01M001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

C6
WNW
1/8 - 1/4 Mile
Lower

USGS40000141281FED USGS

          ftWell Hole Depth Units:
          129Well Hole Depth:          ftWell Depth Units:
          129Well Depth:          19140101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01K003SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

B5
ENE
1/8 - 1/4 Mile
Higher

USGS40000141280FED USGS

          Not ReportedWell Hole Depth Units:
          Not ReportedWell Hole Depth:          Not ReportedWell Depth Units:
          Not ReportedWell Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02Q008SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

B4
East
1/8 - 1/4 Mile
Higher

USGS40000141251FED USGS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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Not ReportedZip ext:92410Zip:
CAState:SAN BERNARDINOCity:
254142E. FIFTH ST.Address:Not ReportedHqname:
Eastwood Farms CwuSystem nam:3600100System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:2Precision:
1171530.0Longitude:340630.0Latitude:
WELL/AMBNT/MUN/INTAKEStation ty:OLD WELL 01Source nam:
GWater type:3600100System no:
36CUser id:66District:
36County:3600100002Frds no:
01S/04W-01N04 SPrim sta c:854Seq:

D9
WSW
1/4 - 1/2 Mile
Lower

854CA WELLS

Not ReportedArea serve:
133Connection:665Pop serv:
Not ReportedZip ext:92410Zip:
CAState:SAN BERNARDINOCity:
254142E. FIFTH ST.Address:Not ReportedHqname:
Eastwood Farms CwuSystem nam:3600100System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:2Precision:
1171530.0Longitude:340630.0Latitude:
WELL/AMBNT/MUN/INTAKEStation ty:NW WELLSource nam:
GWater type:3600100System no:
36CUser id:66District:
36County:3600100001Frds no:
01S/04W-01N03 SPrim sta c:853Seq:

D8
WSW
1/4 - 1/2 Mile
Lower

853CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W01M006S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W01M006SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W01M006SWell ID:

C7
NW
1/8 - 1/4 Mile
Lower

CADWR0000021834CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W01M006S&store_num=
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          ftWell Hole Depth Units:
          88Well Hole Depth:          ftWell Depth Units:
          58Well Depth:          19480101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01M00BSMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

E12
WNW
1/4 - 1/2 Mile
Lower

USGS40000141282FED USGS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3600334-001&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          BASELINE/BELVAN WELLOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3600334-001Well ID:

E11
West
1/4 - 1/2 Mile
Lower

CADDW0000007760CA WELLS

          ftWell Hole Depth Units:
          76Well Hole Depth:          ftWell Depth Units:
          65Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12C002SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

10
South
1/4 - 1/2 Mile
Lower

USGS40000141135FED USGS

Not ReportedArea serve:
133Connection:665Pop serv:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3600334-001&store_num=
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          ftWell Hole Depth Units:
          200Well Hole Depth:          ftWell Depth Units:
          200Well Depth:          19430101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01M004SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

E15
West
1/4 - 1/2 Mile
Lower

USGS40000141273FED USGS

          ftWell Hole Depth Units:
          138Well Hole Depth:          ftWell Depth Units:
          110Well Depth:          19470101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01M00ASMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

E14
West
1/4 - 1/2 Mile
Lower

USGS40000141283FED USGS

          ftWell Hole Depth Units:
          200Well Hole Depth:          ftWell Depth Units:
          130Well Depth:          19290101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01K001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

13
ENE
1/4 - 1/2 Mile
Higher

USGS40000141287FED USGS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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          Not ReportedGAMA PFAS Testing:          01S04W12C003SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W12C003SWell ID:

G19
South
1/4 - 1/2 Mile
Higher

CADWR0000006181CA WELLS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340621117145901&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340621117145901Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340621117145901Well ID:

F18
SE
1/4 - 1/2 Mile
Higher

CAUSGSN00016642CA WELLS

          Not ReportedWell Hole Depth Units:
          Not ReportedWell Hole Depth:          ftWell Depth Units:
          1052Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12B006SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

F17
SE
1/4 - 1/2 Mile
Higher

USGS40000141134FED USGS

          Not ReportedWell Hole Depth Units:
          Not ReportedWell Hole Depth:          ftWell Depth Units:
          1052Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12B005SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

F16
SE
1/4 - 1/2 Mile
Higher

USGS40000141133FED USGS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340621117145901&store_num=
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          Not ReportedNote:          Not ReportedFeet to sea level:
          17.20Feet below surface:          1934-03-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          20.30Feet below surface:          1934-04-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          24.30Feet below surface:          1934-05-09Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          25.30Feet below surface:          1934-06-21Level reading date:

          Not ReportedNote:
          Not ReportedFeet to sea level:          27.40Feet below surface:
          1951-03-16Level reading date:                                                  5Ground water levels,Number of Measurements:

          ftWell Hole Depth Units:
          298Well Hole Depth:          ftWell Depth Units:
          280Well Depth:          19340101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12C001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

G21
South
1/4 - 1/2 Mile
Lower

USGS40000141098FED USGS

          Not ReportedWell Hole Depth Units:
          Not ReportedWell Hole Depth:          ftWell Depth Units:
          1047Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01E003SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

H20
NNW
1/4 - 1/2 Mile
Lower

USGS40000141355FED USGS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W12C003S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W12C003S&store_num=
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          Not ReportedWell Completion Rpt #:          0Well Depth:
          UnknownWell Type:          UnknownWell Use:
          San BernardinoBasin Name:          Not ReportedWell Name:
          26797Station ID:          01S04W12C001SState Well #:

25
South
1/4 - 1/2 Mile
Lower

CADWR9000006823CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3610064-023&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          YesGAMA PFAS Testing:          WELL 028AOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3610064-023Well ID:

F24
SE
1/4 - 1/2 Mile
Higher

CAPFAS000001348CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3610064-023&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          WELL 028AOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3610064-023Well ID:

F23
SE
1/4 - 1/2 Mile
Higher

CADDW0000018410CA WELLS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340614117151401&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340614117151401Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340614117151401Well ID:

G22
South
1/4 - 1/2 Mile
Lower

CAUSGSN00011737CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3610064-023&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3610064-023&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340614117151401&store_num=
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          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W12D002S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W12D002SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W12D002SWell ID:

J29
SSW
1/4 - 1/2 Mile
Lower

CADWR0000036213CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W01E001S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W01E001SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W01E001SWell ID:

H28
NNW
1/4 - 1/2 Mile
Lower

CADWR0000028959CA WELLS

          Not ReportedWell Completion Rpt #:          0Well Depth:
          UnknownWell Type:          UnknownWell Use:
          San BernardinoBasin Name:          Not ReportedWell Name:
          39610Station ID:          01S04W12B004SState Well #:

I27
SSE
1/4 - 1/2 Mile
Higher

CADWR9000006829CA WELLS

          ftWell Hole Depth Units:
          486Well Hole Depth:          ftWell Depth Units:
          470Well Depth:          19380101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01E002SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

H26
NNW
1/4 - 1/2 Mile
Lower

USGS40000141356FED USGS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W12D002S&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W01E001S&store_num=


TC6905679.2s   Page A-25

          ftWell Hole Depth Units:
          47Well Hole Depth:          ftWell Depth Units:
          34Well Depth:          19280101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01J003SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

K32
East
1/4 - 1/2 Mile
Higher

USGS40000141272FED USGS

          Not ReportedWell Hole Depth Units:
          Not ReportedWell Hole Depth:          Not ReportedWell Depth Units:
          Not ReportedWell Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12D000SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

J31
SW
1/4 - 1/2 Mile
Lower

USGS40000141110FED USGS

NORTON AIR FORCE BASEArea serve:
1001Connection:1500Pop serv:
5300Zip ext:92401Zip:
CAState:SAN BERNARDINOCity:
201 N. "E" ST., SUITE 203Address:Not ReportedHqname:
Inland Valley Development Agency-NortonSystem nam:3610704System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:3Precision:
1171502.0Longitude:340615.0Latitude:
WELL/AMBNTStation ty:WELL 02Source nam:
GWater type:3610704System no:
TANUser id:13District:
36County:3610704001Frds no:
01S/03W-12B01 SPrim sta c:810Seq:

I30
SSE
1/4 - 1/2 Mile
Higher

810CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340616117153001&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340616117153001Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340616117153001Well ID:

J35
SW
1/4 - 1/2 Mile
Lower

CAUSGSN00007461CA WELLS

          ftWell Hole Depth Units:
          582Well Hole Depth:          ftWell Depth Units:
          582Well Depth:          19000101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02R002SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

34
West
1/4 - 1/2 Mile
Lower

USGS40000141252FED USGS

NORTON AIR FORCE BASEArea serve:
1001Connection:1500Pop serv:
5300Zip ext:92401Zip:
CAState:SAN BERNARDINOCity:
201 N. "E" ST., SUITE 203Address:Not ReportedHqname:
Inland Valley Development Agency-NortonSystem nam:3610704System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:2Precision:
1171512.0Longitude:340612.0Latitude:
WELL/AMBNTStation ty:WELL 03Source nam:
GWater type:3610704System no:
TANUser id:13District:
36County:3610704002Frds no:
01S/03W-12C01 SPrim sta c:811Seq:

G33
South
1/4 - 1/2 Mile
Lower

811CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340616117153001&store_num=
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          Not ReportedNote:          Not ReportedFeet to sea level:
          60.10Feet below surface:          1915-05-28Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          51.40Feet below surface:          1915-06-27Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          50.70Feet below surface:          1915-07-15Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          40.80Feet below surface:          1915-08-23Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          49.10Feet below surface:          1915-09-20Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          50.90Feet below surface:          1915-10-28Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          63.60Feet below surface:          1915-11-23Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          62.40Feet below surface:          1915-12-23Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          63.40Feet below surface:          1916-01-14Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          67.70Feet below surface:          1916-02-24Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          70.30Feet below surface:          1916-03-22Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          66.10Feet below surface:          1916-04-15Level reading date:

          Not ReportedNote:
          Not ReportedFeet to sea level:          2.80Feet below surface:
          1951-03-06Level reading date:                                                  13Ground water levels,Number of Measurements:

          ftWell Hole Depth Units:
          972Well Hole Depth:          ftWell Depth Units:
          972Well Depth:          19040101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12D001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

L36
SW
1/4 - 1/2 Mile
Lower

USGS40000141111FED USGS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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          Not ReportedAquifer Type:          Not ReportedFormation Type:
          California Coastal Basin aquifersAquifer:

          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12D007SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

J40
SSW
1/4 - 1/2 Mile
Lower

USGS40000141094FED USGS

          ftWell Hole Depth Units:
          152Well Hole Depth:          ftWell Depth Units:
          136Well Depth:          19440101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12D002SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

J39
SSW
1/4 - 1/2 Mile
Lower

USGS40000141093FED USGS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3610704-002&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          WELL 03-INACTIVEOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3610704-002Well ID:

G38
SSE
1/4 - 1/2 Mile
Higher

CADDW0000005784CA WELLS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340616117153101&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340616117153101Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340616117153101Well ID:

L37
SW
1/4 - 1/2 Mile
Lower

CAUSGSN00014801CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3610704-002&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340616117153101&store_num=
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          119.26Feet below surface:          2001-04-16Level reading date:

          A nearby site that taps the same aquifer was being pumped.Note:
          Not ReportedFeet to sea level:

          141.60Feet below surface:          2001-10-23Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          139.65Feet below surface:          2002-04-08Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          155.31Feet below surface:          2002-10-28Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          144.90Feet below surface:          2003-04-21Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          171.23Feet below surface:          2003-10-22Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          154.70Feet below surface:          2004-04-22Level reading date:

          Not ReportedNote:
          Not ReportedFeet to sea level:          171.63Feet below surface:
          2004-10-22Level reading date:                                                  82Ground water levels,Number of Measurements:

          ftWell Hole Depth Units:
          818Well Hole Depth:          ftWell Depth Units:
          818Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12B004SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

M42
SSE
1/4 - 1/2 Mile
Higher

USGS40000141102FED USGS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340613117152501&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340613117152501Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340613117152501Well ID:

J41
SSW
1/4 - 1/2 Mile
Lower

CAUSGSN00016635CA WELLS

          ftWell Hole Depth Units:
          100Well Hole Depth:          ftWell Depth Units:
          97Well Depth:          19440101Construction Date:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340613117152501&store_num=
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          107.84Feet below surface:          1991-06-19Level reading date:

          The site had been pumped recently.Note:          Not ReportedFeet to sea level:
          115.64Feet below surface:          1991-11-27Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          113.34Feet below surface:          1992-06-12Level reading date:

          The site had been pumped recently.Note:          Not ReportedFeet to sea level:
          117.67Feet below surface:          1992-10-30Level reading date:

          The site had been pumped recently.Note:          Not ReportedFeet to sea level:
          102.61Feet below surface:          1993-04-14Level reading date:

          The site had been pumped recently.Note:          Not ReportedFeet to sea level:
          127.43Feet below surface:          1993-10-19Level reading date:

          The site had been pumped recently.Note:          Not ReportedFeet to sea level:
          108.96Feet below surface:          1994-04-21Level reading date:

          The site was being pumped.Note:          Not ReportedFeet to sea level:
          125.27Feet below surface:          1994-10-25Level reading date:

          An obstruction was encountered in the well above the water surface (no water level recorded).Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1995-04-21Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          112.94Feet below surface:          1995-10-25Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          104.13Feet below surface:          1996-04-25Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          115.23Feet below surface:          1996-10-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          99.14Feet below surface:          1997-04-14Level reading date:

          A nearby site that taps the same aquifer was being pumped.Note:
          Not ReportedFeet to sea level:

          109.42Feet below surface:          1997-10-28Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          82.60Feet below surface:          1998-04-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          102.20Feet below surface:          1998-10-19Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          89.34Feet below surface:          1999-04-13Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          107.72Feet below surface:          1999-10-18Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          114.60Feet below surface:          2000-04-12Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          128.30Feet below surface:          2000-10-24Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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          Not ReportedFeet below surface:          1943-01-01Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1944-06-15Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1944-08-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          10.70Feet below surface:          1951-01-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          26.2Feet below surface:          1982-05-12Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          27.2Feet below surface:          1982-05-19Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          26.2Feet below surface:          1982-05-26Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          32.2Feet below surface:          1982-06-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          32.2Feet below surface:          1982-06-09Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          90.2Feet below surface:          1983-06-27Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          92.2Feet below surface:          1983-07-13Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          24.78Feet below surface:          1986-01-17Level reading date:

          The site was being pumped.Note:          Not ReportedFeet to sea level:
          64.24Feet below surface:          1986-06-20Level reading date:

          The site had been pumped recently.Note:          Not ReportedFeet to sea level:
          42.59Feet below surface:          1986-11-19Level reading date:

          The site had been pumped recently.Note:          Not ReportedFeet to sea level:
          58.68Feet below surface:          1987-06-17Level reading date:

          The site had been pumped recently.Note:          Not ReportedFeet to sea level:
          74.20Feet below surface:          1988-06-30Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          69.61Feet below surface:          1988-11-23Level reading date:

          The site had been pumped recently.Note:          Not ReportedFeet to sea level:
          85.49Feet below surface:          1989-09-22Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          83.90Feet below surface:          1989-12-01Level reading date:

          The site had been pumped recently.Note:          Not ReportedFeet to sea level:
          93.13Feet below surface:          1990-12-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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          Not ReportedNote:          Not ReportedFeet to sea level:
          7.60Feet below surface:          1935-10-31Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          2.80Feet below surface:          1935-12-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          0.60Feet below surface:          1936-01-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          1.90Feet below surface:          1936-02-04Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1936-03-02Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1936-03-30Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          8.00Feet below surface:          1936-09-02Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1936-11-02Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1936-12-04Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1937-01-04Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1938-01-01Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1938-01-26Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1938-12-27Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1939-01-01Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1939-01-23Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1940-01-01Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:
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          Not ReportedNote:          Not ReportedFeet to sea level:
          4.70Feet below surface:          1933-09-06Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1933-11-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          9.40Feet below surface:          1934-01-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          7.10Feet below surface:          1934-02-07Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1934-03-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          -0.6Feet below surface:          1934-04-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          4.00Feet below surface:          1934-05-09Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          8.60Feet below surface:          1934-06-28Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          10.30Feet below surface:          1934-09-04Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1934-12-06Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1934-12-31Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1935-02-11Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1935-03-13Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1935-04-09Level reading date:

          The site was flowing, but the head could not be measured without additional equipment.Note:
          Not ReportedFeet to sea level:

          Not ReportedFeet below surface:          1935-05-08Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          9.8Feet below surface:          1935-06-19Level reading date:

          The site was being pumped.Note:          Not ReportedFeet to sea level:
          25.20Feet below surface:          1935-07-24Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          7.20Feet below surface:          1935-10-02Level reading date:
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Not ReportedComment 2:Not ReportedComment 1:
IRStatus:1Precision:
1171532.0Longitude:340654.9Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:POOLE - INACTIVESource nam:
GWater type:3310031System no:
WATUser id:14District:
33County:3310031076Frds no:
01S/04W-01E01 SPrim sta c:852Seq:

N46
NW
1/4 - 1/2 Mile
Lower

852CA WELLS

          ftWell Hole Depth Units:
          100Well Hole Depth:          ftWell Depth Units:
          95Well Depth:          19510101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12A00ASMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

45
ESE
1/4 - 1/2 Mile
Higher

USGS40000141144FED USGS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340615117145901&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340615117145901Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340615117145901Well ID:

M44
SSE
1/4 - 1/2 Mile
Higher

CAUSGSN00014800CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3610704-001&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          WELL 02 - INACTIVEOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3610704-001Well ID:

M43
SSE
1/4 - 1/2 Mile
Higher

CADDW0000022311CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase
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          Not ReportedWell Hole Depth Units:
          Not ReportedWell Hole Depth:          ftWell Depth Units:
          818Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12B001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

I49
SSE
1/4 - 1/2 Mile
Higher

USGS40000141091FED USGS

          ftWell Hole Depth Units:
          140Well Hole Depth:          ftWell Depth Units:
          125Well Depth:          19300101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01R002SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

48
East
1/4 - 1/2 Mile
Higher

USGS40000141228FED USGS

          Not ReportedWell Completion Rpt #:          0Well Depth:
          UnknownWell Type:          UnknownWell Use:
          San BernardinoBasin Name:          Not ReportedWell Name:
          2350Station ID:          01S04W12D001SState Well #:

L47
SW
1/4 - 1/2 Mile
Lower

CADWR9000006830CA WELLS

RIVERSIDEArea serve:
58586Connection:245000Pop serv:
Not ReportedZip ext:92522Zip:
CAState:RIVERSIDECity:
3900 MAIN STREETAddress:Not ReportedHqname:
Riverside, City OfSystem nam:3310031System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
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Not ReportedZip ext:Not ReportedZip:
Not ReportedState:Not ReportedCity:
Not ReportedAddress:Not ReportedHqname:
Cardiff Farms MwcSystem nam:3600067System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:2Precision:
1171540.0Longitude:340620.0Latitude:
WELL/AMBNT/MUN/INTAKEStation ty:BIG WEST WELLSource nam:
GWater type:3600067System no:
36CUser id:66District:
36County:3600067001Frds no:
01S/04W-11A04 SPrim sta c:889Seq:

O52
SW
1/4 - 1/2 Mile
Lower

889CA WELLS

Not ReportedArea serve:
0Connection:0Pop serv:
Not ReportedZip ext:Not ReportedZip:
Not ReportedState:Not ReportedCity:
Not ReportedAddress:Not ReportedHqname:
Cardiff Farms MwcSystem nam:3600067System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:2Precision:
1171540.0Longitude:340620.0Latitude:
WELL/AMBNT/MUN/INTAKEStation ty:LITTLE EAST WELLSource nam:
GWater type:3600067System no:
36CUser id:66District:
36County:3600067002Frds no:
01S/04W-11A03 SPrim sta c:888Seq:

O51
SW
1/4 - 1/2 Mile
Lower

888CA WELLS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340612117150201&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340612117150201Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340612117150201Well ID:

I50
SSE
1/4 - 1/2 Mile
Higher

CAUSGSN00016636CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase
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UG/LReport units:CHROMIUM, HEXAVALENTChemical:
9.9Finding:20-APR-15Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
10.Finding:15-JUL-15Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
11.Finding:19-OCT-15Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
11.Finding:02-MAR-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
2.9Finding:02-MAR-16Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
12.Finding:20-DEC-16Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
13.Finding:28-MAR-17Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
14.Finding:27-JUN-17Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
12.Finding:26-SEP-17Sample date:

Not ReportedArea serve:
0Connection:0Pop serv:
Not ReportedZip ext:Not ReportedZip:
Not ReportedState:Not ReportedCity:
Not ReportedAddress:Not ReportedHqname:
Calico Trails MhpSystem nam:3600386System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:2Precision:
1171540.0Longitude:340620.0Latitude:
WELL/AMBNT/MUN/INTAKEStation ty:WELL 01Source nam:
GWater type:3600386System no:
36CUser id:66District:
36County:3600386001Frds no:
10N/01E-35P02 SPrim sta c:9782Seq:

O53
SW
1/4 - 1/2 Mile
Lower

9782CA WELLS

Not ReportedArea serve:
0Connection:0Pop serv:
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          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W12B001S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W12B001SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W12B001SWell ID:

P55
SE
1/2 - 1 Mile
Higher

CADWR0000013550CA WELLS

          ftWell Hole Depth Units:
          130Well Hole Depth:          ftWell Depth Units:
          130Well Depth:          19330101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01J007SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

K54
East
1/2 - 1 Mile
Higher

USGS40000141279FED USGS

0.Dlr:
PCI/LReport units:URANIUM MDA95Chemical:
0.88Finding:27-JAN-14Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
11.Finding:27-JAN-14Sample date:

0.Dlr:
PCI/LReport units:URANIUM COUNTING ERRORChemical:
1.4Finding:27-JAN-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
1.3Finding:27-JAN-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.3Finding:27-JAN-14Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
11.Finding:09-OCT-14Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
11.Finding:08-JAN-15Sample date:

1.Dlr:
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          Not ReportedAquifer Type:          Not ReportedFormation Type:
          California Coastal Basin aquifersAquifer:

          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01J001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

Q59
East
1/2 - 1 Mile
Higher

USGS40000141291FED USGS

          ftWell Hole Depth Units:
          1047Well Hole Depth:          ftWell Depth Units:
          1030Well Depth:          19250101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01E001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

N58
NW
1/2 - 1 Mile
Lower

USGS40000141382FED USGS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340657117153501&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340657117153501Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340657117153501Well ID:

N57
NW
1/2 - 1 Mile
Lower

CAUSGSN00003255CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W12B006S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W12B006SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W12B006SWell ID:

P56
SE
1/2 - 1 Mile
Higher

CADWR0000004630CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase
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          ftWell Hole Depth Units:
          734Well Hole Depth:          ftWell Depth Units:
          734Well Depth:          19080101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01B005SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

62
NNE
1/2 - 1 Mile
Higher

USGS40000141403FED USGS

          ftWell Hole Depth Units:
          74Well Hole Depth:          ftWell Depth Units:
          74Well Depth:          19400101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01J002SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

Q61
East
1/2 - 1 Mile
Higher

USGS40000141278FED USGS

          ftWell Hole Depth Units:
          83Well Hole Depth:          ftWell Depth Units:
          72Well Depth:          19430101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01R006SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

R60
East
1/2 - 1 Mile
Higher

USGS40000141243FED USGS

          ftWell Hole Depth Units:
          95Well Hole Depth:          ftWell Depth Units:
          74Well Depth:          19410101Construction Date:
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          ftWell Hole Depth Units:
          835Well Hole Depth:          ftWell Depth Units:
          835Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01H001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

65
NE
1/2 - 1 Mile
Higher

USGS40000141381FED USGS

          ftWell Hole Depth Units:
          75Well Hole Depth:          ftWell Depth Units:
          75Well Depth:          19500101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01J00ASMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

Q64
East
1/2 - 1 Mile
Higher

USGS40000141277FED USGS

          ftWell Hole Depth Units:
          81Well Hole Depth:          ftWell Depth Units:
          81Well Depth:          19370101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01R003SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

R63
East
1/2 - 1 Mile
Higher

USGS40000141250FED USGS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase
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          Not ReportedGAMA PFAS Testing:          01S04W12F003SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W12F003SWell ID:

T69
South
1/2 - 1 Mile
Lower

CADWR0000011133CA WELLS

          ftWell Hole Depth Units:
          140Well Hole Depth:          ftWell Depth Units:
          140Well Depth:          19550101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02H001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

68
NW
1/2 - 1 Mile
Lower

USGS40000141396FED USGS

          ftWell Hole Depth Units:
          310Well Hole Depth:          ftWell Depth Units:
          246Well Depth:          19430101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01J004SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

S67
ENE
1/2 - 1 Mile
Higher

USGS40000141326FED USGS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W01C002S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W01C002SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W01C002SWell ID:

66
North
1/2 - 1 Mile
Higher

CADWR0000000973CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase
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https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W01C002S&store_num=


TC6905679.2s   Page A-43

          ftWell Hole Depth Units:
          142Well Hole Depth:          ftWell Depth Units:
          134Well Depth:          19480101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01D003SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

72
NNW
1/2 - 1 Mile
Lower

USGS40000141431FED USGS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340651117143801&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340651117143801Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340651117143801Well ID:

S71
ENE
1/2 - 1 Mile
Higher

CAUSGSN00011734CA WELLS

          ftWell Hole Depth Units:
          128Well Hole Depth:          ftWell Depth Units:
          112Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01H004SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

S70
ENE
1/2 - 1 Mile
Higher

USGS40000141345FED USGS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W12F003S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340651117143801&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W12F003S&store_num=
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          Not ReportedAquifer Type:          Not ReportedFormation Type:
          California Coastal Basin aquifersAquifer:

          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12F003SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

T76
South
1/2 - 1 Mile
Lower

USGS40000141033FED USGS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W01H004S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W01H004SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W01H004SWell ID:

V75
ENE
1/2 - 1 Mile
Higher

CADWR0000026582CA WELLS

          ftWell Hole Depth Units:
          103Well Hole Depth:          ftWell Depth Units:
          90Well Depth:          19440101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01H003SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

V74
ENE
1/2 - 1 Mile
Higher

USGS40000141348FED USGS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3610064-018&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          WELL 012A - INACTIVEOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3610064-018Well ID:

U73
West
1/2 - 1 Mile
Lower

CADDW0000015511CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W01H004S&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3610064-018&store_num=
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          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02Q009SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

U80
West
1/2 - 1 Mile
Lower

USGS40000141229FED USGS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340559117150901&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340559117150901Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340559117150901Well ID:

T79
South
1/2 - 1 Mile
Lower

CAUSGSN00011124CA WELLS

          ftWell Hole Depth Units:
          96Well Hole Depth:          Not ReportedWell Depth Units:
          Not ReportedWell Depth:          19300101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S003W06M001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

78
ENE
1/2 - 1 Mile
Higher

USGS40000141309FED USGS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340706117153701&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340706117153701Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340706117153701Well ID:

W77
NNW
1/2 - 1 Mile
Lower

CAUSGSN00017210CA WELLS

          Not ReportedWell Hole Depth Units:
          Not ReportedWell Hole Depth:          ftWell Depth Units:
          1100Well Depth:          Not ReportedConstruction Date:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340559117150901&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340706117153701&store_num=
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          1971-05-01Level reading date:                                                  1Ground water levels,Number of Measurements:

          ftWell Hole Depth Units:
          581Well Hole Depth:          ftWell Depth Units:
          581Well Depth:          19040101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02K001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

X83
West
1/2 - 1 Mile
Lower

USGS40000141292FED USGS

          ftWell Hole Depth Units:
          140Well Hole Depth:          ftWell Depth Units:
          140Well Depth:          19550101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02A006SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

W82
NNW
1/2 - 1 Mile
Lower

USGS40000141424FED USGS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340640117155801&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340640117155801Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340640117155801Well ID:

X81
West
1/2 - 1 Mile
Lower

CAUSGSN00007455CA WELLS

          Not ReportedWell Hole Depth Units:
          Not ReportedWell Hole Depth:          ftWell Depth Units:
          1032Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340640117155801&store_num=
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MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:30-JAN-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.8Finding:06-FEB-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.7Finding:08-FEB-18Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.4Finding:08-FEB-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.7Finding:13-FEB-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:14-MAR-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:20-MAR-18Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.1Finding:20-MAR-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.8Finding:27-MAR-18Sample date:

SAN BERNARDINO VICArea serve:
18303Connection:55000Pop serv:
Not ReportedZip ext:92413Zip:
CAState:SAN BERNARDINOCity:
PO BOX 3427Address:Not ReportedHqname:
East Valley WdSystem nam:3610064System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:8Precision:
1171500.0Longitude:340600.0Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:WELL 028ASource nam:
GWater type:3610064System no:
TANUser id:13District:
36County:3610064023Frds no:
01S/04W-12B06 SPrim sta c:892Seq:

84
SSE
1/2 - 1 Mile
Higher

892CA WELLS

          Not ReportedNote:
          Not ReportedFeet to sea level:          114.00Feet below surface:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:14-NOV-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:21-NOV-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:28-NOV-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.1Finding:05-DEC-17Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.7Finding:08-DEC-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:08-DEC-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.6Finding:12-DEC-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.8Finding:19-DEC-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.8Finding:26-DEC-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.8Finding:02-JAN-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:09-JAN-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.1Finding:16-JAN-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:19-JAN-18Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.7Finding:19-JAN-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:23-JAN-18Sample date:

0.4Dlr:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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UG/LReport units:TETRACHLOROETHYLENEChemical:
2.2Finding:04-AUG-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:04-AUG-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:15-AUG-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:22-AUG-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.1Finding:29-AUG-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:05-SEP-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.8Finding:11-SEP-17Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.4Finding:06-OCT-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.1Finding:06-OCT-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:10-OCT-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.1Finding:17-OCT-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.2Finding:24-OCT-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:01-NOV-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:07-NOV-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:09-NOV-17Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.6Finding:09-NOV-17Sample date:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.3Finding:16-MAY-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:23-MAY-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.3Finding:30-MAY-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:08-JUN-17Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.7Finding:08-JUN-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.5Finding:13-JUN-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:20-JUN-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:27-JUN-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:05-JUL-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:07-JUL-17Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.8Finding:07-JUL-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:11-JUL-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:18-JUL-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:25-JUL-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:01-AUG-17Sample date:

0.5Dlr:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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PCI/LReport units:URANIUM MDA95Chemical:
0.88Finding:14-MAR-17Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
2.Finding:14-MAR-17Sample date:

0.Dlr:
PCI/LReport units:URANIUM COUNTING ERRORChemical:
1.Finding:14-MAR-17Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
3.7Finding:14-MAR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.2Finding:14-MAR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.3Finding:21-MAR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.3Finding:29-MAR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.4Finding:06-APR-17Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.Finding:06-APR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.4Finding:11-APR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.3Finding:18-APR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.3Finding:25-APR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.5Finding:03-MAY-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.5Finding:09-MAY-17Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.5Finding:11-MAY-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.2Finding:11-MAY-17Sample date:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:26-DEC-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.2Finding:05-JAN-17Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.1Finding:05-JAN-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.3Finding:10-JAN-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.3Finding:18-JAN-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.3Finding:24-JAN-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.6Finding:01-FEB-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.7Finding:03-FEB-17Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.8Finding:03-FEB-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.4Finding:14-FEB-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.5Finding:21-FEB-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.4Finding:01-MAR-17Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.2Finding:01-MAR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.5Finding:08-MAR-17Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
1.9Finding:14-MAR-17Sample date:

0.Dlr:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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MG/LReport units:NITRATE (AS N)Chemical:
7.1Finding:27-SEP-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:06-OCT-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.1Finding:13-OCT-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:13-OCT-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:18-OCT-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.8Finding:25-OCT-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:03-NOV-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.5Finding:03-NOV-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:08-NOV-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.1Finding:15-NOV-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:23-NOV-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:29-NOV-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.1Finding:08-DEC-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.4Finding:08-DEC-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.1Finding:13-DEC-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:20-DEC-16Sample date:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
350.Finding:09-AUG-16Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
63.Finding:09-AUG-16Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
17.Finding:09-AUG-16Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
24.Finding:09-AUG-16Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
7.1Finding:09-AUG-16Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
64.Finding:09-AUG-16Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
190.Finding:09-AUG-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:09-AUG-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.2Finding:16-AUG-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:23-AUG-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.Finding:01-SEP-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.1Finding:01-SEP-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.2Finding:06-SEP-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:13-SEP-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.9Finding:19-SEP-16Sample date:

0.4Dlr:
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MG/LReport units:NITRATE (AS N)Chemical:
7.3Finding:12-JUL-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.5Finding:14-JUL-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.8Finding:14-JUL-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.1Finding:19-JUL-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.4Finding:26-JUL-16Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
200.Finding:04-AUG-16Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
16.Finding:04-AUG-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.1Finding:04-AUG-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.Finding:04-AUG-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.1Finding:04-AUG-16Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
330.Finding:04-AUG-16Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
67.Finding:04-AUG-16Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
7.2Finding:04-AUG-16Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.33Finding:04-AUG-16Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
25.Finding:04-AUG-16Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
60.Finding:04-AUG-16Sample date:
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0.Dlr:
MG/LReport units:CALCIUMChemical:
59.Finding:14-JUN-16Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
6.5Finding:14-JUN-16Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
22.Finding:14-JUN-16Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
16.Finding:14-JUN-16Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
52.Finding:14-JUN-16Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.35Finding:14-JUN-16Sample date:

100.Dlr:
UG/LReport units:BORONChemical:
120.Finding:14-JUN-16Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
1.1Finding:14-JUN-16Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
6.8Finding:14-JUN-16Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
320.Finding:14-JUN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
7.7Finding:14-JUN-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.5Finding:23-JUN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.6Finding:23-JUN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.4Finding:29-JUN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.4Finding:05-JUL-16Sample date:

0.4Dlr:
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MG/LReport units:NITRATE (AS N)Chemical:
7.4Finding:17-FEB-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.3Finding:23-FEB-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:29-FEB-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.2Finding:03-MAR-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.3Finding:10-MAR-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.5Finding:17-MAR-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.6Finding:22-MAR-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.8Finding:29-MAR-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.5Finding:29-MAR-16Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
3.3Finding:14-JUN-16Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
480.Finding:14-JUN-16Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.6Finding:14-JUN-16Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
130.Finding:14-JUN-16Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
160.Finding:14-JUN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.7Finding:14-JUN-16Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
180.Finding:14-JUN-16Sample date:
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0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.Finding:02-DEC-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
33.Finding:02-DEC-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.7Finding:15-DEC-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
34.Finding:15-DEC-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
34.Finding:21-DEC-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.6Finding:21-DEC-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.4Finding:28-DEC-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.1Finding:07-JAN-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.Finding:07-JAN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.2Finding:12-JAN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.2Finding:19-JAN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.8Finding:26-JAN-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.1Finding:04-FEB-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.1Finding:04-FEB-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.Finding:09-FEB-16Sample date:

0.4Dlr:
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MG/LReport units:NITRATE (AS NO3)Chemical:
27.Finding:08-SEP-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:14-SEP-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:22-SEP-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:29-SEP-15Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.8Finding:08-OCT-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:08-OCT-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:13-OCT-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:20-OCT-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:27-OCT-15Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.2Finding:05-NOV-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:05-NOV-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:09-NOV-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
33.Finding:17-NOV-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:24-NOV-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.2Finding:24-NOV-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.4Finding:02-DEC-15Sample date:
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0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.1Finding:04-JUN-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:04-JUN-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:09-JUN-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:17-JUN-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:23-JUN-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:30-JUN-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:02-JUL-15Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.2Finding:02-JUL-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:14-JUL-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:27-JUL-15Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.1Finding:06-AUG-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:06-AUG-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:11-AUG-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:18-AUG-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:25-AUG-15Sample date:

2.Dlr:
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UG/LReport units:TETRACHLOROETHYLENEChemical:
1.9Finding:05-MAR-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
27.Finding:05-MAR-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
27.Finding:12-MAR-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
27.Finding:17-MAR-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:24-MAR-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:31-MAR-15Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.4Finding:09-APR-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:09-APR-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:14-APR-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:21-APR-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:28-APR-15Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.2Finding:07-MAY-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:07-MAY-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:12-MAY-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:19-MAY-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:27-MAY-15Sample date:
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0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.3Finding:03-DEC-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:09-DEC-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:16-DEC-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:22-DEC-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:29-DEC-14Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.7Finding:08-JAN-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:08-JAN-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:13-JAN-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:20-JAN-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:27-JAN-15Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.3Finding:04-FEB-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:04-FEB-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:10-FEB-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:17-FEB-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:24-FEB-15Sample date:

0.5Dlr:
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MG/LReport units:CALCIUMChemical:
57.Finding:19-AUG-14Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
170.Finding:19-AUG-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:26-AUG-14Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.9Finding:03-SEP-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:03-SEP-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:09-SEP-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:16-SEP-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:23-SEP-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:30-SEP-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:07-OCT-14Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.3Finding:07-OCT-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:07-OCT-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:15-OCT-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:22-OCT-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:25-NOV-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:03-DEC-14Sample date:
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2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:06-AUG-14Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
62.Finding:12-AUG-14Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
180.Finding:12-AUG-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:12-AUG-14Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
6.8Finding:12-AUG-14Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
24.Finding:12-AUG-14Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
16.Finding:12-AUG-14Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
48.Finding:12-AUG-14Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
290.Finding:12-AUG-14Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
25.Finding:19-AUG-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:19-AUG-14Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
300.Finding:19-AUG-14Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
48.Finding:19-AUG-14Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
16.Finding:19-AUG-14Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
6.2Finding:19-AUG-14Sample date:

0.Dlr:
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MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:13-MAY-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:20-MAY-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:28-MAY-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:03-JUN-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:10-JUN-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:10-JUN-14Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.7Finding:10-JUN-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:18-JUN-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:24-JUN-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:01-JUL-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:02-JUL-14Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.1Finding:02-JUL-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:11-JUL-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:15-JUL-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:22-JUL-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:29-JUL-14Sample date:
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2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
33.Finding:22-JAN-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
33.Finding:28-JAN-14Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.6Finding:05-FEB-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:05-FEB-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:11-FEB-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:19-FEB-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:11-MAR-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
34.Finding:25-MAR-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:01-APR-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:12-APR-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
33.Finding:17-APR-14Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.6Finding:17-APR-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:22-APR-14Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.6Finding:06-MAY-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:06-MAY-14Sample date:

2.Dlr:
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MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:22-OCT-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:29-OCT-13Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.4Finding:01-NOV-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:01-NOV-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:06-NOV-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:13-NOV-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:19-NOV-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
33.Finding:03-DEC-13Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.6Finding:05-DEC-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:05-DEC-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:10-DEC-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:16-DEC-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
34.Finding:23-DEC-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:03-JAN-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:07-JAN-14Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.8Finding:09-JAN-14Sample date:
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2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:06-AUG-13Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.9Finding:06-AUG-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:13-AUG-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
33.Finding:20-AUG-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
33.Finding:27-AUG-13Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
3.Finding:04-SEP-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:04-SEP-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
33.Finding:10-SEP-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:17-SEP-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
33.Finding:24-SEP-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
34.Finding:02-OCT-13Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.4Finding:04-OCT-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:04-OCT-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:09-OCT-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
34.Finding:16-OCT-13Sample date:

2.Dlr:
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Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.92Finding:11-JUN-13Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX AT SOURCE TEMP.Chemical:
0.35Finding:11-JUN-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:11-JUN-13Sample date:

0.1Dlr:
NTUReport units:TURBIDITY, LABORATORYChemical:
0.2Finding:11-JUN-13Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.13Finding:11-JUN-13Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
7100.Finding:11-JUN-13Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
450.Finding:11-JUN-13Sample date:

0.Dlr:
Not ReportedReport units:PH, FIELDChemical:
8.2Finding:18-JUN-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:18-JUN-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:25-JUN-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:03-JUL-13Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.9Finding:03-JUL-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:09-JUL-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:16-JUL-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:24-JUL-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:30-JUL-13Sample date:
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0.Dlr:
CReport units:SOURCE TEMPERATURE CChemical:
22.2Finding:11-JUN-13Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.8Finding:11-JUN-13Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
140.Finding:11-JUN-13Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
180.Finding:11-JUN-13Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
170.Finding:11-JUN-13Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
59.Finding:11-JUN-13Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
6.6Finding:11-JUN-13Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
24.Finding:11-JUN-13Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
3.3Finding:11-JUN-13Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
16.Finding:11-JUN-13Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
36.Finding:11-JUN-13Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.38Finding:11-JUN-13Sample date:

100.Dlr:
UG/LReport units:BORONChemical:
150.Finding:11-JUN-13Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
6.9Finding:11-JUN-13Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
290.Finding:11-JUN-13Sample date:

0.Dlr:
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MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:19-MAR-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:26-MAR-13Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.1Finding:02-APR-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:02-APR-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:09-APR-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
27.Finding:17-APR-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:23-APR-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
27.Finding:29-APR-13Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.6Finding:07-MAY-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:07-MAY-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:14-MAY-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:21-MAY-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
32.Finding:28-MAY-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
33.Finding:04-JUN-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:06-JUN-13Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.5Finding:06-JUN-13Sample date:
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2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:18-DEC-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:26-DEC-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
27.Finding:03-JAN-13Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.6Finding:03-JAN-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
27.Finding:08-JAN-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:15-JAN-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:29-JAN-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:05-FEB-13Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.1Finding:12-FEB-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:12-FEB-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:20-FEB-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
27.Finding:26-FEB-13Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.5Finding:05-MAR-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:05-MAR-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:12-MAR-13Sample date:

2.Dlr:
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MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:18-SEP-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:25-SEP-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:01-OCT-12Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.4Finding:01-OCT-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:10-OCT-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:16-OCT-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:23-OCT-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:30-OCT-12Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.5Finding:06-NOV-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:06-NOV-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:14-NOV-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:20-NOV-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:28-NOV-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:04-DEC-12Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
3.5Finding:04-DEC-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:11-DEC-12Sample date:
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2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:26-JUN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:02-JUL-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:10-JUL-12Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
3.6Finding:10-JUL-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:17-JUL-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:24-JUL-12Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.7Finding:02-AUG-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:02-AUG-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
35.Finding:07-AUG-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
35.Finding:14-AUG-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:21-AUG-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:28-AUG-12Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
3.2Finding:04-SEP-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:04-SEP-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:12-SEP-12Sample date:

2.Dlr:
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MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:01-MAY-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:08-MAY-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:15-MAY-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:22-MAY-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:29-MAY-12Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.8Finding:05-JUN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:05-JUN-12Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
170.Finding:13-JUN-12Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
57.Finding:13-JUN-12Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
6.4Finding:13-JUN-12Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
15.Finding:13-JUN-12Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
38.Finding:13-JUN-12Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
280.Finding:13-JUN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:13-JUN-12Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
27.Finding:13-JUN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:19-JUN-12Sample date:
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0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.5Finding:01-FEB-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:07-FEB-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:14-FEB-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:22-FEB-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
34.Finding:28-FEB-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:07-MAR-12Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.6Finding:07-MAR-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:13-MAR-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:21-MAR-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:27-MAR-12Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.4Finding:03-APR-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:03-APR-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:10-APR-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:17-APR-12Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.8Finding:01-MAY-12Sample date:

2.Dlr:
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          date=&global_id=&assigned_name=01S04W02Q004S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W02Q004SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W02Q004SWell ID:

Y87
West
1/2 - 1 Mile
Lower

CADWR0000019426CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W02Q006S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W02Q006SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W02Q006SWell ID:

Y86
West
1/2 - 1 Mile
Lower

CADWR0000024114CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W02Q009S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W02Q009SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W02Q009SWell ID:

Y85
West
1/2 - 1 Mile
Lower

CADWR0000016542CA WELLS

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
2.6Finding:04-JAN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:04-JAN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:10-JAN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:18-JAN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:24-JAN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:01-FEB-12Sample date:
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          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W02K008S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W02K008SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W02K008SWell ID:

X90
West
1/2 - 1 Mile
Lower

CADWR0000033735CA WELLS

NORTON AIR FORCE BASEArea serve:
1001Connection:1500Pop serv:
5300Zip ext:92401Zip:
CAState:SAN BERNARDINOCity:
201 N. "E" ST., SUITE 203Address:Not ReportedHqname:
Inland Valley Development Agency-NortonSystem nam:3610704System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:3Precision:
1171512.0Longitude:340558.0Latitude:
WELL/AMBNTStation ty:WELL 05Source nam:
GWater type:3610704System no:
TANUser id:13District:
36County:3610704003Frds no:
01S/03W-12J02 SPrim sta c:812Seq:

Z89
South
1/2 - 1 Mile
Lower

812CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W02Q003S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W02Q003SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W02Q003SWell ID:

Y88
West
1/2 - 1 Mile
Lower

CADWR0000021827CA WELLS

          Not ReportedGeoTracker Data:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W02K008S&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W02Q003S&store_num=
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          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340646117155701&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340646117155701Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340646117155701Well ID:

AA94
WNW
1/2 - 1 Mile
Lower

CAUSGSN00000159CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3610064-017&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          YesGAMA PFAS Testing:          WELL 011AOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3610064-017Well ID:

U93
West
1/2 - 1 Mile
Lower

CAPFAS000000853CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3610064-017&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          WELL 011AOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3610064-017Well ID:

U92
West
1/2 - 1 Mile
Lower

CADDW0000013622CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W02K002S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W02K002SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W02K002SWell ID:

X91
West
1/2 - 1 Mile
Lower

CADWR0000015860CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340646117155701&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3610064-017&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3610064-017&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W02K002S&store_num=
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          Not ReportedAquifer Type:          Not ReportedFormation Type:
          California Coastal Basin aquifersAquifer:

          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01H002SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

98
NE
1/2 - 1 Mile
Higher

USGS40000141380FED USGS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3610704-003&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          WELL 05-INACTIVEOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3610704-003Well ID:

Z97
South
1/2 - 1 Mile
Lower

CADDW0000001851CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W12G001S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W12G001SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W12G001SWell ID:

96
SSE
1/2 - 1 Mile
Higher

CADWR0000004970CA WELLS

          ftWell Hole Depth Units:
          1408Well Hole Depth:          ftWell Depth Units:
          1408Well Depth:          19290101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02K002SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AA95
WNW
1/2 - 1 Mile
Lower

USGS40000141322FED USGS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3610704-003&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W12G001S&store_num=
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Riverside, City OfSystem nam:3310031System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:1Precision:
1171600.4Longitude:340637.6Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:GARNER WELL 04Source nam:
GWater type:3310031System no:
WATUser id:14District:
33County:3310031044Frds no:
01S/04W-02Q06 SPrim sta c:864Seq:

U101
West
1/2 - 1 Mile
Lower

864CA WELLS

          ftWell Hole Depth Units:
          436Well Hole Depth:          ftWell Depth Units:
          412Well Depth:          19480101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S003W06E004SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

100
ENE
1/2 - 1 Mile
Higher

USGS40000141332FED USGS

          ftWell Hole Depth Units:
          590Well Hole Depth:          ftWell Depth Units:
          590Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01A007SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

99
NNE
1/2 - 1 Mile
Higher

USGS40000141430FED USGS

          ftWell Hole Depth Units:
          112Well Hole Depth:          ftWell Depth Units:
          112Well Depth:          19340101Construction Date:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
47.Finding:17-SEP-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
47.Finding:25-NOV-14Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
3.4Finding:17-DEC-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
45.Finding:18-MAR-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:23-MAR-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
9.9Finding:22-SEP-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
0.93Finding:22-SEP-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
0.88Finding:28-OCT-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:28-OCT-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
3.9Finding:17-NOV-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
0.53Finding:17-NOV-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
7.9Finding:17-NOV-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
0.77Finding:06-JUL-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:06-JUL-17Sample date:

RIVERSIDEArea serve:
58586Connection:245000Pop serv:
Not ReportedZip ext:92522Zip:
CAState:RIVERSIDECity:
3900 MAIN STREETAddress:Not ReportedHqname:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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PCI/LReport units:URANIUM (PCI/L)Chemical:
1.1Finding:30-APR-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.7Finding:30-APR-14Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
3.3Finding:30-APR-14Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.42Finding:30-APR-14Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
61.Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
19.Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
3.3Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
26.Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
10.Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
58.Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
190.Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
140.Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
110.Finding:30-APR-14Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
8.1Finding:30-APR-14Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
530.Finding:30-APR-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
47.Finding:27-MAY-14Sample date:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
39.Finding:10-AUG-12Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
1.1Finding:10-AUG-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.4Finding:10-AUG-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:15-FEB-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
41.Finding:15-FEB-13Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
1.2Finding:15-FEB-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.4Finding:15-FEB-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:30-APR-14Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
10000.Finding:30-APR-14Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:30-APR-14Sample date:

0.1Dlr:
NTUReport units:TURBIDITY, LABORATORYChemical:
0.11Finding:30-APR-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
44.Finding:30-APR-14Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.97Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
320.Finding:30-APR-14Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
0.77Finding:30-APR-14Sample date:

1.Dlr:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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MG/LReport units:POTASSIUMChemical:
3.5Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
18.Finding:28-JUN-12Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
57.Finding:28-JUN-12Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.44Finding:28-JUN-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:28-JUN-12Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
8600.Finding:28-JUN-12Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:28-JUN-12Sample date:

0.1Dlr:
NTUReport units:TURBIDITY, LABORATORYChemical:
0.19Finding:28-JUN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
38.Finding:28-JUN-12Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.97Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
330.Finding:28-JUN-12Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.2Finding:28-JUN-12Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
1.3Finding:28-JUN-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.5Finding:28-JUN-12Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
4.2Finding:28-JUN-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:10-AUG-12Sample date:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3310031-044&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          GARNER WELL 04 - INACTIVEOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3310031-044Well ID:

U103
West
1/2 - 1 Mile
Lower

CADDW0000011854CA WELLS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340635117160101&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340635117160101Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340635117160101Well ID:

U102
West
1/2 - 1 Mile
Lower

CAUSGSN00003262CA WELLS

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
490.Finding:28-JUN-12Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
8.Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
130.Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
150.Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
200.Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
62.Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
11.Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
26.Finding:28-JUN-12Sample date:

0.Dlr:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3310031-044&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340635117160101&store_num=


TC6905679.2s   Page A-87

          ftWell Hole Depth Units:
          396Well Hole Depth:          ftWell Depth Units:
          337Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01B002SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AB106
NNE
1/2 - 1 Mile
Higher

USGS40000141451FED USGS

          ftWell Hole Depth Units:
          602Well Hole Depth:          ftWell Depth Units:
          602Well Depth:          19040101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02K005SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

X105
West
1/2 - 1 Mile
Lower

USGS40000141293FED USGS

          ftWell Hole Depth Units:
          594Well Hole Depth:          ftWell Depth Units:
          594Well Depth:          19000101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02Q006SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

U104
West
1/2 - 1 Mile
Lower

USGS40000141253FED USGS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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          Not ReportedNote:          Not ReportedFeet to sea level:
          5.40Feet below surface:          1940-01-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          5.20Feet below surface:          1940-03-23Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          6.60Feet below surface:          1940-05-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          9.60Feet below surface:          1940-06-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          12.40Feet below surface:          1940-07-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          13.60Feet below surface:          1940-08-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          14.50Feet below surface:          1940-08-31Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          14.70Feet below surface:          1940-10-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          10.60Feet below surface:          1940-11-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          8.50Feet below surface:          1940-12-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          0.50Feet below surface:          1941-01-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          5.80Feet below surface:          1941-08-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          6.50Feet below surface:          1941-09-05Level reading date:

          Not ReportedNote:
          Not ReportedFeet to sea level:          5.10Feet below surface:
          1941-10-02Level reading date:                                                  43Ground water levels,Number of Measurements:

          ftWell Hole Depth Units:
          282Well Hole Depth:          ftWell Depth Units:
          232Well Depth:          19200101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12L001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AC107
South
1/2 - 1 Mile
Lower

USGS40000141021FED USGS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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          Not ReportedNote:          Not ReportedFeet to sea level:
          16.70Feet below surface:          1937-10-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          15.90Feet below surface:          1937-11-10Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          14.50Feet below surface:          1937-11-30Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          6.40Feet below surface:          1938-01-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          5.30Feet below surface:          1938-02-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          5.00Feet below surface:          1938-05-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          0.50Feet below surface:          1938-06-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          9.70Feet below surface:          1938-08-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          9.40Feet below surface:          1938-08-31Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          10.00Feet below surface:          1938-09-30Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          8.10Feet below surface:          1938-10-31Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          8.10Feet below surface:          1938-11-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          8.10Feet below surface:          1938-12-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          1.20Feet below surface:          1939-03-31Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          5.60Feet below surface:          1939-05-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          8.60Feet below surface:          1939-06-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          11.40Feet below surface:          1939-08-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          12.40Feet below surface:          1939-09-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          9.40Feet below surface:          1939-10-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          10.10Feet below surface:          1939-11-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          7.80Feet below surface:          1939-12-02Level reading date:
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          Not ReportedWell Completion Rpt #:          0Well Depth:
          UnknownWell Type:          UnknownWell Use:
          San BernardinoBasin Name:          Not ReportedWell Name:
          27323Station ID:          01S04W02K001SState Well #:

X109
West
1/2 - 1 Mile
Lower

CADWR9000006859CA WELLS

          ftWell Hole Depth Units:
          125Well Hole Depth:          ftWell Depth Units:
          125Well Depth:          19220101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01D001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

108
North
1/2 - 1 Mile
Higher

USGS40000141475FED USGS

          Not ReportedNote:          Not ReportedFeet to sea level:
          14.40Feet below surface:          1937-01-29Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          9.10Feet below surface:          1937-02-25Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          4.20Feet below surface:          1937-03-30Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          7.90Feet below surface:          1937-05-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          6.30Feet below surface:          1937-05-29Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          13.70Feet below surface:          1937-06-26Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          15.60Feet below surface:          1937-08-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          17.00Feet below surface:          1937-09-02Level reading date:
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          Not ReportedWell Completion Rpt #:          0Well Depth:
          UnknownWell Type:          UnknownWell Use:
          San BernardinoBasin Name:          Not ReportedWell Name:
          26798Station ID:          01S04W12L001SState Well #:

AC113
SSW
1/2 - 1 Mile
Lower

CADWR9000006797CA WELLS

          ftWell Hole Depth Units:
          665Well Hole Depth:          ftWell Depth Units:
          665Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01A002SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

112
NE
1/2 - 1 Mile
Higher

USGS40000141414FED USGS

          Not ReportedWell Completion Rpt #:          0Well Depth:
          UnknownWell Type:          UnknownWell Use:
          San BernardinoBasin Name:          Not ReportedWell Name:
          6727Station ID:          01S04W01A006SState Well #:

AB111
NNE
1/2 - 1 Mile
Lower

CADWR9000006898CA WELLS

          ftWell Hole Depth Units:
          160Well Hole Depth:          ftWell Depth Units:
          160Well Depth:          19000101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12H001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

110
SE
1/2 - 1 Mile
Higher

USGS40000141089FED USGS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase
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          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W02A003S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W02A003SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W02A003SWell ID:

AD116
NW
1/2 - 1 Mile
Lower

CADWR0000028970CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W02A006S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W02A006SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W02A006SWell ID:

AD115
NW
1/2 - 1 Mile
Lower

CADWR0000006285CA WELLS

          Not ReportedNote:          Not ReportedFeet to sea level:
          18.00Feet below surface:          1952-11-15Level reading date:

          Not ReportedNote:
          Not ReportedFeet to sea level:          3.00Feet below surface:
          1953-02Level reading date:                                                  2Ground water levels,Number of Measurements:

          ftWell Hole Depth Units:
          1124Well Hole Depth:          ftWell Depth Units:
          1100Well Depth:          19520101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12L00ASMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AC114
South
1/2 - 1 Mile
Lower

USGS40000141008FED USGS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase
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          WellType:          001S004W01A006SMonitor Location:
          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AB120
NNE
1/2 - 1 Mile
Higher

USGS40000141457FED USGS

          ftWell Hole Depth Units:
          981Well Hole Depth:          ftWell Depth Units:
          981Well Depth:          19230101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02A003SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AD119
NW
1/2 - 1 Mile
Lower

USGS40000141432FED USGS

          ftWell Hole Depth Units:
          197Well Hole Depth:          ftWell Depth Units:
          197Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01B001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AB118
NNE
1/2 - 1 Mile
Higher

USGS40000141458FED USGS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340707117154501&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340707117154501Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340707117154501Well ID:

AD117
NW
1/2 - 1 Mile
Lower

CAUSGSN00017828CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase
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          Not ReportedNote:          Not ReportedFeet to sea level:
          115.45Feet below surface:          1974-04-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          117.85Feet below surface:          1974-05-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          116.85Feet below surface:          1974-06-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          118.25Feet below surface:          1974-07-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          119.75Feet below surface:          1974-08-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          125.65Feet below surface:          1974-09-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          129.75Feet below surface:          1974-10-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          117.95Feet below surface:          1974-11-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          116.85Feet below surface:          1974-12-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          115.95Feet below surface:          1975-01-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          116.95Feet below surface:          1975-02-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          117.25Feet below surface:          1975-03-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          115.25Feet below surface:          1975-04-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          113.85Feet below surface:          1975-05-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          113.95Feet below surface:          1975-06-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          116.05Feet below surface:          1975-07-01Level reading date:

          Not ReportedNote:
          Not ReportedFeet to sea level:          114.55Feet below surface:
          1975-08-10Level reading date:                                                  660Ground water levels,Number of Measurements:

          ftWell Hole Depth Units:
          648Well Hole Depth:          ftWell Depth Units:
          648Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
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          Not ReportedNote:          Not ReportedFeet to sea level:
          117.85Feet below surface:          1972-02-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          124.55Feet below surface:          1972-04-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          128.45Feet below surface:          1972-05-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          130.75Feet below surface:          1972-06-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          124.55Feet below surface:          1972-10-30Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          124.85Feet below surface:          1972-11-20Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          124.45Feet below surface:          1972-12-26Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          123.75Feet below surface:          1973-01-29Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          124.05Feet below surface:          1973-02-26Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          121.95Feet below surface:          1973-04-16Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          122.05Feet below surface:          1973-05-08Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          124.25Feet below surface:          1973-06-11Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          125.55Feet below surface:          1973-07-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          120.85Feet below surface:          1973-08-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          130.65Feet below surface:          1973-09-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          130.45Feet below surface:          1973-10-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          129.95Feet below surface:          1973-11-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          121.35Feet below surface:          1973-12-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          118.55Feet below surface:          1974-01-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          115.95Feet below surface:          1974-02-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          114.65Feet below surface:          1974-03-05Level reading date:
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          Not ReportedNote:          Not ReportedFeet to sea level:
          119.05Feet below surface:          1969-12-30Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          122.65Feet below surface:          1970-01-29Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          113.85Feet below surface:          1970-02-25Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          114.75Feet below surface:          1970-03-30Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          128.95Feet below surface:          1970-05-25Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          126.65Feet below surface:          1970-06-29Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          125.65Feet below surface:          1970-08-24Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          127.65Feet below surface:          1970-10-28Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          123.25Feet below surface:          1970-11-25Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          118.85Feet below surface:          1970-12-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          125.75Feet below surface:          1970-12-29Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          120.65Feet below surface:          1971-01-27Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          124.45Feet below surface:          1971-03-23Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          127.65Feet below surface:          1971-04-27Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          126.45Feet below surface:          1971-05-24Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          127.65Feet below surface:          1971-07-20Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          126.35Feet below surface:          1971-07-26Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          126.75Feet below surface:          1971-09-30Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          125.05Feet below surface:          1971-12-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          121.45Feet below surface:          1971-12-30Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          121.75Feet below surface:          1972-01-03Level reading date:
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          Not ReportedNote:          Not ReportedFeet to sea level:
          147.25Feet below surface:          1967-11-09Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          148.75Feet below surface:          1967-11-30Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          147.55Feet below surface:          1968-01-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          147.65Feet below surface:          1968-02-15Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          147.35Feet below surface:          1968-03-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          146.55Feet below surface:          1968-04-12Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          138.85Feet below surface:          1968-06-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          127.65Feet below surface:          1968-07-10Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          130.55Feet below surface:          1968-08-30Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          131.35Feet below surface:          1968-09-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          132.65Feet below surface:          1968-11-29Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          133.75Feet below surface:          1968-12-27Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          132.15Feet below surface:          1969-01-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          129.45Feet below surface:          1969-02-17Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          129.75Feet below surface:          1969-03-13Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          130.05Feet below surface:          1969-04-29Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          130.45Feet below surface:          1969-06-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          127.65Feet below surface:          1969-07-31Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          126.75Feet below surface:          1969-08-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          129.15Feet below surface:          1969-10-27Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          126.95Feet below surface:          1969-11-24Level reading date:
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          Not ReportedNote:          Not ReportedFeet to sea level:
          117.55Feet below surface:          1966-03-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          118.95Feet below surface:          1966-04-11Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          119.85Feet below surface:          1966-05-23Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          120.15Feet below surface:          1966-06-09Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          127.15Feet below surface:          1966-07-11Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          121.85Feet below surface:          1966-08-11Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          130.55Feet below surface:          1966-09-08Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          123.35Feet below surface:          1966-10-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          123.45Feet below surface:          1966-11-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          123.75Feet below surface:          1966-12-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          121.45Feet below surface:          1966-12-11Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          124.15Feet below surface:          1967-01-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          125.15Feet below surface:          1967-02-10Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          129.95Feet below surface:          1967-03-15Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          135.85Feet below surface:          1967-04-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          131.55Feet below surface:          1967-04-27Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          133.35Feet below surface:          1967-06-08Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          130.75Feet below surface:          1967-07-09Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          127.15Feet below surface:          1967-08-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          138.35Feet below surface:          1967-09-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          144.35Feet below surface:          1967-10-12Level reading date:
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          Not ReportedNote:          Not ReportedFeet to sea level:
          105.85Feet below surface:          1964-06-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          107.85Feet below surface:          1964-07-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          104.05Feet below surface:          1964-08-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          105.35Feet below surface:          1964-09-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          108.15Feet below surface:          1964-10-16Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          106.85Feet below surface:          1964-11-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          106.55Feet below surface:          1964-11-24Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          108.25Feet below surface:          1965-01-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          108.25Feet below surface:          1965-02-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          109.15Feet below surface:          1965-03-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          110.95Feet below surface:          1965-03-18Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          110.85Feet below surface:          1965-04-08Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          110.15Feet below surface:          1965-05-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          111.45Feet below surface:          1965-06-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          114.65Feet below surface:          1965-07-17Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          116.05Feet below surface:          1965-09-25Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          117.15Feet below surface:          1965-10-17Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          117.25Feet below surface:          1965-11-18Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          116.45Feet below surface:          1965-12-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          115.55Feet below surface:          1966-01-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          118.05Feet below surface:          1966-02-03Level reading date:
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          Not ReportedNote:          Not ReportedFeet to sea level:
          91.75Feet below surface:          1962-07-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          92.25Feet below surface:          1962-09-13Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          94.85Feet below surface:          1962-10-12Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          2.05Feet below surface:          1962-11-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          92.55Feet below surface:          1962-12-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          93.85Feet below surface:          1963-02-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          94.15Feet below surface:          1963-04-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          94.55Feet below surface:          1963-05-10Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          95.25Feet below surface:          1963-06-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          96.25Feet below surface:          1963-07-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          104.15Feet below surface:          1963-08-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          98.75Feet below surface:          1963-09-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          104.45Feet below surface:          1963-10-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          100.05Feet below surface:          1963-11-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          99.95Feet below surface:          1963-12-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          100.75Feet below surface:          1964-01-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          102.15Feet below surface:          1964-02-13Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          101.55Feet below surface:          1964-03-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          103.55Feet below surface:          1964-04-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          102.45Feet below surface:          1964-04-09Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          103.55Feet below surface:          1964-05-01Level reading date:
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          Not ReportedNote:          Not ReportedFeet to sea level:
          68.30Feet below surface:          1960-10-14Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          69.50Feet below surface:          1960-11-11Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          69.00Feet below surface:          1960-12-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          73.85Feet below surface:          1961-01-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          74.35Feet below surface:          1961-02-09Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          74.95Feet below surface:          1961-03-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          77.25Feet below surface:          1961-04-14Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          78.85Feet below surface:          1961-05-11Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          79.80Feet below surface:          1961-06-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          93.05Feet below surface:          1961-07-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          87.15Feet below surface:          1961-08-17Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          88.55Feet below surface:          1961-09-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          89.85Feet below surface:          1961-10-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          90.35Feet below surface:          1961-11-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          94.15Feet below surface:          1961-12-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          85.35Feet below surface:          1962-01-11Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          86.85Feet below surface:          1962-02-09Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          85.55Feet below surface:          1962-03-09Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          86.35Feet below surface:          1962-04-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          91.75Feet below surface:          1962-05-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          93.85Feet below surface:          1962-06-13Level reading date:
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          Not ReportedNote:          Not ReportedFeet to sea level:
          52.60Feet below surface:          1959-01-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          50.20Feet below surface:          1959-02-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          52.20Feet below surface:          1959-03-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          48.90Feet below surface:          1959-04-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          50.80Feet below surface:          1959-05-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          52.90Feet below surface:          1959-06-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          56.00Feet below surface:          1959-07-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          59.60Feet below surface:          1959-08-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          60.30Feet below surface:          1959-09-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          60.90Feet below surface:          1959-10-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          61.80Feet below surface:          1959-11-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          61.60Feet below surface:          1959-12-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          43.40Feet below surface:          1960-01-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          51.70Feet below surface:          1960-02-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          51.40Feet below surface:          1960-03-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          55.40Feet below surface:          1960-04-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          56.90Feet below surface:          1960-05-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          58.80Feet below surface:          1960-06-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          61.80Feet below surface:          1960-07-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          66.70Feet below surface:          1960-08-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          79.50Feet below surface:          1960-09-09Level reading date:
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Not ReportedNote:Not ReportedFeet to sea level:
6.00Feet below surface:1952-03-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
2.40Feet below surface:1952-05-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
10.10Feet below surface:1952-06-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
14.40Feet below surface:1952-07-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
15.80Feet below surface:1952-08-01Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
19.60Feet below surface:1952-09-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
19.20Feet below surface:1952-10-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
8.60Feet below surface:1952-12-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
5.90Feet below surface:1953-01-09Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
7.10Feet below surface:1953-02-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          7.00Feet below surface:          1953-03-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          10.80Feet below surface:          1953-04-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          10.10Feet below surface:          1953-05-01Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          15.70Feet below surface:          1953-06-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          49.50Feet below surface:          1958-06-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          52.70Feet below surface:          1958-07-04Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          53.90Feet below surface:          1958-08-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          55.60Feet below surface:          1958-09-05Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          55.40Feet below surface:          1958-10-03Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          54.30Feet below surface:          1958-11-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          53.10Feet below surface:          1958-12-05Level reading date:
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0.00Feet below surface:1949-12-31Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1950-01-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
4.40Feet below surface:1950-03-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
12.50Feet below surface:1950-07-14Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
13.80Feet below surface:1950-08-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
6.40Feet below surface:1950-10-17Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
5.40Feet below surface:1950-11-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
1.10Feet below surface:1950-12-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
3.90Feet below surface:1950-12-29Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
3.40Feet below surface:1951-01-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
-1.20Feet below surface:1951-02-02Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1951-03-09Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
3.40Feet below surface:1951-04-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
3.90Feet below surface:1951-05-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
18.80Feet below surface:1951-06-09Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
13.90Feet below surface:1951-07-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
19.50Feet below surface:1951-09-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
19.30Feet below surface:1951-10-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
16.10Feet below surface:1951-11-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
13.80Feet below surface:1951-12-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
15.80Feet below surface:1952-02-08Level reading date:
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Not ReportedNote:Not ReportedFeet to sea level:
14.80Feet below surface:1948-03-26Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
14.80Feet below surface:1948-04-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
17.10Feet below surface:1948-04-09Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1948-04-23Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1948-05-07Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1948-06-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1948-07-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1948-10-09Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
1.20Feet below surface:1948-11-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1948-12-01Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
1.20Feet below surface:1948-12-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
1.20Feet below surface:1949-01-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
12.50Feet below surface:1949-02-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
12.80Feet below surface:1949-03-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
14.80Feet below surface:1949-03-25Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1949-05-31Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1949-09-01Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1949-10-26Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1949-12-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
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Not ReportedNote:Not ReportedFeet to sea level:
33.30Feet below surface:1945-03-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
35.60Feet below surface:1945-03-28Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
34.40Feet below surface:1945-04-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
28.60Feet below surface:1945-05-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
17.10Feet below surface:1945-06-25Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1945-10-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
28.60Feet below surface:1945-12-29Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
29.80Feet below surface:1946-02-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
29.80Feet below surface:1946-04-16Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1946-07-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1946-10-14Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
24.00Feet below surface:1947-01-23Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
24.00Feet below surface:1947-04-09Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1947-07-21Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1947-10-26Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
12.80Feet below surface:1948-02-13Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
17.10Feet below surface:1948-02-20Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
17.10Feet below surface:1948-02-27Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
17.10Feet below surface:1948-03-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1948-03-12Level reading date:
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24.00Feet below surface:1943-10-20Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
24.00Feet below surface:1943-12-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
30.40Feet below surface:1944-01-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
26.30Feet below surface:1944-01-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
32.10Feet below surface:1944-01-31Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
27.40Feet below surface:1944-02-11Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
31.50Feet below surface:1944-03-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
33.80Feet below surface:1944-03-11Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
32.10Feet below surface:1944-03-28Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
31.50Feet below surface:1944-04-28Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
33.30Feet below surface:1944-05-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
22.90Feet below surface:1944-06-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1944-07-01Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1944-09-29Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
22.90Feet below surface:1944-11-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
29.20Feet below surface:1944-12-01Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
30.40Feet below surface:1944-12-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
32.10Feet below surface:1944-12-28Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
29.80Feet below surface:1944-12-29Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
32.10Feet below surface:1945-01-28Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
30.90Feet below surface:1945-02-05Level reading date:
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The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1942-08-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
7.80Feet below surface:1942-08-31Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
10.20Feet below surface:1942-10-01Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
21.70Feet below surface:1942-11-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
19.40Feet below surface:1942-11-29Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
22.80Feet below surface:1942-12-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
22.80Feet below surface:1942-12-31Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
24.00Feet below surface:1943-01-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
25.70Feet below surface:1943-02-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
28.60Feet below surface:1943-02-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
27.40Feet below surface:1943-03-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
30.90Feet below surface:1943-03-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
31.60Feet below surface:1943-04-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
29.70Feet below surface:1943-04-09Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
29.20Feet below surface:1943-04-30Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
23.90Feet below surface:1943-05-29Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1943-07-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
20.50Feet below surface:1943-09-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
20.50Feet below surface:1943-10-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
21.70Feet below surface:1943-10-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
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Not ReportedNote:Not ReportedFeet to sea level:
26.90Feet below surface:1941-02-28Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
28.60Feet below surface:1941-03-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
30.90Feet below surface:1941-03-28Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
32.10Feet below surface:1941-04-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
31.00Feet below surface:1941-05-01Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
30.90Feet below surface:1941-05-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
26.30Feet below surface:1941-05-31Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
24.00Feet below surface:1941-06-02Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1941-07-28Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
22.60Feet below surface:1941-09-30Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
27.40Feet below surface:1941-10-31Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
28.60Feet below surface:1941-12-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
30.90Feet below surface:1942-01-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
32.10Feet below surface:1942-01-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
32.10Feet below surface:1942-02-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
29.50Feet below surface:1942-03-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
29.20Feet below surface:1942-03-07Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1942-04-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
26.30Feet below surface:1942-05-08Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1942-07-02Level reading date:
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Not ReportedNote:Not ReportedFeet to sea level:
33.20Feet below surface:1939-02-24Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
32.00Feet below surface:1939-03-24Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
17.10Feet below surface:1939-11-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
19.40Feet below surface:1939-12-01Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
24.00Feet below surface:1940-01-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
26.40Feet below surface:1940-02-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
28.60Feet below surface:1940-03-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
24.00Feet below surface:1940-03-23Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
24.60Feet below surface:1940-05-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
22.80Feet below surface:1940-05-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1940-06-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1940-07-08Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1940-10-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
17.10Feet below surface:1940-11-01Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
17.60Feet below surface:1940-11-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
19.40Feet below surface:1940-12-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
17.00Feet below surface:1940-12-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
21.70Feet below surface:1941-01-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
22.20Feet below surface:1941-01-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
25.10Feet below surface:1941-01-31Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
25.20Feet below surface:1941-02-03Level reading date:
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Not ReportedNote:Not ReportedFeet to sea level:
6.10Feet below surface:1936-10-17Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
4.00Feet below surface:1936-11-17Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.60Feet below surface:1936-12-19Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
2.40Feet below surface:1937-01-16Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
5.70Feet below surface:1937-02-17Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
10.40Feet below surface:1937-03-18Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
13.90Feet below surface:1937-04-19Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
12.90Feet below surface:1937-06-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
10.20Feet below surface:1937-07-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
9.00Feet below surface:1937-08-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
8.50Feet below surface:1937-08-26Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
10.40Feet below surface:1937-09-27Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
10.60Feet below surface:1937-10-27Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
14.10Feet below surface:1937-12-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
19.30Feet below surface:1937-12-29Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
19.80Feet below surface:1938-01-26Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
21.60Feet below surface:1938-02-25Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
27.30Feet below surface:1938-03-31Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
28.00Feet below surface:1938-04-29Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1938-06-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
29.10Feet below surface:1939-01-24Level reading date:
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Not ReportedNote:Not ReportedFeet to sea level:
0.50Feet below surface:1935-01-25Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
3.90Feet below surface:1935-01-30Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
7.80Feet below surface:1935-03-11Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
3.90Feet below surface:1935-06-19Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
8.20Feet below surface:1935-07-17Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
9.50Feet below surface:1935-07-18Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
6.80Feet below surface:1935-08-15Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
8.60Feet below surface:1935-09-16Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
4.30Feet below surface:1935-10-16Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1935-11-18Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
7.60Feet below surface:1935-12-17Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
6.40Feet below surface:1935-12-19Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
3.40Feet below surface:1936-01-17Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.50Feet below surface:1936-02-15Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
1.10Feet below surface:1936-03-16Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1936-04-19Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
3.30Feet below surface:1936-05-19Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
6.60Feet below surface:1936-06-20Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
10.50Feet below surface:1936-07-22Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
7.00Feet below surface:1936-08-17Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
7.50Feet below surface:1936-09-17Level reading date:
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0.00Feet below surface:1932-07-29Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1932-08-26Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1932-09-29Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1932-10-28Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
10.80Feet below surface:1932-12-13Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
15.40Feet below surface:1933-01-19Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
15.40Feet below surface:1933-02-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
14.50Feet below surface:1933-03-08Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1933-04-27Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1933-05-26Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1933-06-29Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1933-08-10Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1933-09-07Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1933-10-13Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1933-11-16Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
6.20Feet below surface:1933-11-17Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
3.90Feet below surface:1933-12-20Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
2.40Feet below surface:1934-01-18Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
1.50Feet below surface:1934-02-17Level reading date:
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Not ReportedNote:Not ReportedFeet to sea level:
16.30Feet below surface:1931-02-20Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
16.70Feet below surface:1931-03-18Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1931-04-09Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
6.20Feet below surface:1931-05-11Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1931-06-11Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1931-07-03Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1931-07-31Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1931-09-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1931-09-25Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1931-11-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1931-11-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
5.10Feet below surface:1932-01-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
6.20Feet below surface:1932-01-28Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
6.20Feet below surface:1932-02-22Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
8.50Feet below surface:1932-03-24Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1932-04-25Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1932-05-25Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1932-05-28Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1932-06-29Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
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Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1929-09-16Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1929-10-01Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1929-11-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1929-11-07Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1929-12-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
14.20Feet below surface:1930-01-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
21.60Feet below surface:1930-02-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
18.80Feet below surface:1930-03-13Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
21.20Feet below surface:1930-04-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
17.80Feet below surface:1930-05-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
15.50Feet below surface:1930-06-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1930-07-01Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1930-08-02Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1930-09-03Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1930-09-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1930-10-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1930-11-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
15.20Feet below surface:1930-12-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
17.70Feet below surface:1931-01-20Level reading date:
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Not ReportedNote:Not ReportedFeet to sea level:
31.60Feet below surface:1928-02-09Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
34.40Feet below surface:1928-03-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1928-04-07Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1928-05-08Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1928-06-11Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1928-07-01Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1928-07-09Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1928-08-13Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1928-09-14Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1928-10-10Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1928-11-10Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
25.50Feet below surface:1928-12-14Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
26.20Feet below surface:1929-01-10Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
26.90Feet below surface:1929-02-14Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
24.60Feet below surface:1929-03-21Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1929-05-21Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1929-06-18Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1929-07-16Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1929-08-22Level reading date:
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Not ReportedNote:Not ReportedFeet to sea level:
31.20Feet below surface:1926-04-20Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1926-06-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1926-07-16Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1926-08-14Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1926-10-06Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1926-11-08Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
27.00Feet below surface:1926-12-13Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
29.30Feet below surface:1927-01-13Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
43.20Feet below surface:1927-03-15Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
33.50Feet below surface:1927-04-13Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1927-05-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1927-06-06Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1927-07-08Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1927-08-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1927-09-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1927-10-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
25.90Feet below surface:1927-11-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
27.50Feet below surface:1927-12-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
30.40Feet below surface:1928-01-04Level reading date:
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Not ReportedFeet below surface:1924-05-28Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1924-07-11Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1924-08-22Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
27.00Feet below surface:1924-09-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
33.90Feet below surface:1924-11-13Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
36.70Feet below surface:1924-12-29Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
36.30Feet below surface:1925-01-24Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1925-03-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
34.20Feet below surface:1925-04-15Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
32.70Feet below surface:1925-05-25Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1925-07-25Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1925-08-22Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1925-08-23Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1925-09-23Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
30.40Feet below surface:1925-10-22Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
30.40Feet below surface:1925-11-21Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
34.50Feet below surface:1925-12-30Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
27.60Feet below surface:1926-02-10Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
30.50Feet below surface:1926-02-18Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1926-03-22Level reading date:
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0.00Feet below surface:1921-11-01Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
34.00Feet below surface:1921-11-15Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
34.20Feet below surface:1921-12-10Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
38.60Feet below surface:1922-01-11Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
41.30Feet below surface:1922-02-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
40.90Feet below surface:1922-03-09Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
46.00Feet below surface:1922-04-08Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
48.90Feet below surface:1922-04-22Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
40.80Feet below surface:1922-05-08Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
44.20Feet below surface:1922-06-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
41.90Feet below surface:1922-07-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
38.50Feet below surface:1922-08-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1923-07-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1923-09-17Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1923-10-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
29.20Feet below surface:1923-11-08Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
43.10Feet below surface:1923-12-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
38.60Feet below surface:1924-02-15Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
36.30Feet below surface:1924-03-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
38.60Feet below surface:1924-04-07Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:
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Not ReportedNote:Not ReportedFeet to sea level:
38.50Feet below surface:1920-06-04Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1920-08-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1920-09-08Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
36.30Feet below surface:1920-11-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
43.50Feet below surface:1920-11-27Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
40.10Feet below surface:1920-12-08Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
42.10Feet below surface:1921-01-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
44.50Feet below surface:1921-02-16Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
43.10Feet below surface:1921-03-14Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
47.70Feet below surface:1921-03-26Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
41.00Feet below surface:1921-04-09Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
27.20Feet below surface:1921-05-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
39.60Feet below surface:1921-05-13Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
41.20Feet below surface:1921-06-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
41.90Feet below surface:1921-06-03Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1921-07-13Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1921-08-10Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1921-09-09Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1921-10-01Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
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Not ReportedNote:Not ReportedFeet to sea level:
41.90Feet below surface:1919-05-08Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
44.20Feet below surface:1919-05-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
35.00Feet below surface:1919-05-30Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1919-06-11Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1919-07-10Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1919-09-26Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
33.70Feet below surface:1919-10-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
31.50Feet below surface:1919-11-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
32.80Feet below surface:1919-11-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
37.90Feet below surface:1919-11-08Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
39.00Feet below surface:1919-12-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
38.80Feet below surface:1920-01-08Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
41.50Feet below surface:1920-02-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
38.50Feet below surface:1920-02-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
44.50Feet below surface:1920-03-13Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
45.30Feet below surface:1920-03-27Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
46.50Feet below surface:1920-04-09Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
44.20Feet below surface:1920-05-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
38.60Feet below surface:1920-05-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
44.90Feet below surface:1920-05-15Level reading date:
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Not ReportedNote:Not ReportedFeet to sea level:
46.70Feet below surface:1918-02-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
45.50Feet below surface:1918-03-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
47.60Feet below surface:1918-04-08Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
45.40Feet below surface:1918-05-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
44.20Feet below surface:1918-05-16Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
41.90Feet below surface:1918-06-09Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1918-07-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1918-08-08Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1918-09-10Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
32.70Feet below surface:1918-10-10Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
40.90Feet below surface:1918-10-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
43.20Feet below surface:1918-11-08Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
39.70Feet below surface:1918-12-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
47.00Feet below surface:1918-12-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
46.50Feet below surface:1919-01-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
43.00Feet below surface:1919-02-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
46.30Feet below surface:1919-02-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
47.70Feet below surface:1919-03-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
42.00Feet below surface:1919-03-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
44.10Feet below surface:1919-04-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
33.80Feet below surface:1919-05-06Level reading date:
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Not ReportedNote:Not ReportedFeet to sea level:
52.50Feet below surface:1916-11-17Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
48.20Feet below surface:1916-11-24Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
49.40Feet below surface:1916-11-30Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
54.10Feet below surface:1916-12-23Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
53.70Feet below surface:1917-01-11Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
57.40Feet below surface:1917-02-16Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
57.60Feet below surface:1917-03-02Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
50.30Feet below surface:1917-03-25Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
52.00Feet below surface:1917-04-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
52.00Feet below surface:1917-05-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
52.10Feet below surface:1917-05-18Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
51.60Feet below surface:1917-06-05Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1917-07-14Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1917-08-02Level reading date:

The site was flowing, but the head could not be measured without additional equipment.Note:
Not ReportedFeet to sea level:

Not ReportedFeet below surface:1917-09-14Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1917-10-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
47.00Feet below surface:1917-11-09Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
47.70Feet below surface:1917-11-24Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
46.00Feet below surface:1917-12-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
41.30Feet below surface:1918-01-07Level reading date:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®



TC6905679.2s   Page A-124

Not ReportedNote:Not ReportedFeet to sea level:
38.90Feet below surface:1915-09-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
27.70Feet below surface:1915-09-13Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
39.60Feet below surface:1915-09-17Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
30.20Feet below surface:1915-10-19Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
42.40Feet below surface:1915-10-23Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
36.70Feet below surface:1915-11-23Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
44.00Feet below surface:1915-11-26Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
44.90Feet below surface:1915-12-09Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
40.10Feet below surface:1915-12-23Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
44.00Feet below surface:1915-12-28Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
41.50Feet below surface:1916-01-14Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
49.50Feet below surface:1916-01-30Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
46.60Feet below surface:1916-02-24Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
53.40Feet below surface:1916-03-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
50.10Feet below surface:1916-03-22Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
46.10Feet below surface:1916-04-15Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
49.10Feet below surface:1916-06-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
47.80Feet below surface:1916-07-17Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
0.00Feet below surface:1916-08-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
51.10Feet below surface:1916-09-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
44.10Feet below surface:1916-10-04Level reading date:
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Not ReportedNote:Not ReportedFeet to sea level:
44.20Feet below surface:1915-06-22Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
43.50Feet below surface:1915-06-27Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
42.80Feet below surface:1915-07-03Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
33.20Feet below surface:1915-07-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
43.50Feet below surface:1915-07-07Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
44.00Feet below surface:1915-07-12Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
28.10Feet below surface:1915-07-14Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
41.20Feet below surface:1915-07-15Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
39.80Feet below surface:1915-07-18Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
35.00Feet below surface:1915-07-31Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
37.80Feet below surface:1915-08-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
37.80Feet below surface:1915-08-05Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
39.80Feet below surface:1915-08-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
36.60Feet below surface:1915-08-14Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
37.50Feet below surface:1915-08-16Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
37.30Feet below surface:1915-08-17Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
35.90Feet below surface:1915-08-18Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
35.50Feet below surface:1915-08-19Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
32.20Feet below surface:1915-08-20Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
33.80Feet below surface:1915-08-23Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
30.80Feet below surface:1915-08-30Level reading date:
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          ftWell Hole Depth Units:
          148Well Hole Depth:          ftWell Depth Units:
          148Well Depth:          19150101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02G002SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

121
WNW
1/2 - 1 Mile
Lower

USGS40000141375FED USGS

Not ReportedNote:Not ReportedFeet to sea level:
37.30Feet below surface:1915-02-06Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
32.70Feet below surface:1915-03-08Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
31.50Feet below surface:1915-03-16Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
44.20Feet below surface:1915-04-20Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
48.80Feet below surface:1915-04-21Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
50.00Feet below surface:1915-04-27Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
47.90Feet below surface:1915-05-04Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
49.80Feet below surface:1915-05-11Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
48.80Feet below surface:1915-05-18Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
48.80Feet below surface:1915-05-25Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
45.40Feet below surface:1915-06-01Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
45.40Feet below surface:1915-06-08Level reading date:

Not ReportedNote:Not ReportedFeet to sea level:
44.20Feet below surface:1915-06-11Level reading date:
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150Connection:400Pop serv:
Not ReportedZip ext:92414Zip:
CAState:SAN BERNARDINOCity:
Not ReportedAddress:Not ReportedHqname:
Arroyo Verde MwcSystem nam:3600019System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:2Precision:
1171500.0Longitude:340715.0Latitude:
WELL/AMBNT/MUN/INTAKEStation ty:WELL 02 (BIG WELL)Source nam:
GWater type:3600019System no:
36CUser id:66District:
36County:3600019001Frds no:
01S/04W-01B06 SPrim sta c:850Seq:

AF124
NNE
1/2 - 1 Mile
Higher

850CA WELLS

          ftWell Hole Depth Units:
          384Well Hole Depth:          ftWell Depth Units:
          384Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01A008SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AB123
NNE
1/2 - 1 Mile
Higher

USGS40000141456FED USGS

          Not ReportedWell Hole Depth Units:
          Not ReportedWell Hole Depth:          ftWell Depth Units:
          1141Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02K008SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AE122
West
1/2 - 1 Mile
Lower

USGS40000141294FED USGS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase
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          date=&global_id=&assigned_name=3310031-043&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          GARNER WELL 02 - INACTIVEOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3310031-043Well ID:

AG127
West
1/2 - 1 Mile
Lower

CADDW0000015890CA WELLS

RIVERSIDEArea serve:
58586Connection:245000Pop serv:
Not ReportedZip ext:92522Zip:
CAState:RIVERSIDECity:
3900 MAIN STREETAddress:Not ReportedHqname:
Riverside, City OfSystem nam:3310031System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:1Precision:
1171605.3Longitude:340637.1Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:GARNER WELL 02Source nam:
GWater type:3310031System no:
WATUser id:14District:
33County:3310031043Frds no:
01S/04W-02Q03 SPrim sta c:863Seq:

AE126
West
1/2 - 1 Mile
Lower

863CA WELLS

Not ReportedArea serve:
150Connection:400Pop serv:
Not ReportedZip ext:92414Zip:
CAState:SAN BERNARDINOCity:
Not ReportedAddress:Not ReportedHqname:
Arroyo Verde MwcSystem nam:3600019System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:2Precision:
1171500.0Longitude:340715.0Latitude:
WELL/AMBNT/MUN/INTAKEStation ty:WESTERN WELLSource nam:
GWater type:3600019System no:
36CUser id:66District:
36County:3600019002Frds no:
01S/04W-01B08 SPrim sta c:851Seq:

AF125
NNE
1/2 - 1 Mile
Higher

851CA WELLS

Not ReportedArea serve:
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          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02Q003SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AG131
West
1/2 - 1 Mile
Lower

USGS40000141254FED USGS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3310031-085&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          YesGAMA PFAS Testing:          STILESOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3310031-085Well ID:

AH130
NW
1/2 - 1 Mile
Lower

CAPFAS000000850CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3310031-085&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          STILESOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3310031-085Well ID:

AH129
NW
1/2 - 1 Mile
Lower

CADDW0000016653CA WELLS

          ftWell Hole Depth Units:
          614Well Hole Depth:          ftWell Depth Units:
          614Well Depth:          19030101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02K004SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AE128
West
1/2 - 1 Mile
Lower

USGS40000141301FED USGS

          Not ReportedGeoTracker Data:
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https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3310031-085&store_num=
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          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02K009SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AE135
West
1/2 - 1 Mile
Lower

USGS40000141304FED USGS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W02K003S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W02K003SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W02K003SWell ID:

AE134
WNW
1/2 - 1 Mile
Lower

CADWR0000036125CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3310031-120&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          YesGAMA PFAS Testing:          GARNER WELL 07Other Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3310031-120Well ID:

AG133
West
1/2 - 1 Mile
Lower

CAPFAS000001153CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3310031-120&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          GARNER WELL 07Other Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3310031-120Well ID:

AG132
West
1/2 - 1 Mile
Lower

CADDW0000021046CA WELLS

          ftWell Hole Depth Units:
          544Well Hole Depth:          ftWell Depth Units:
          544Well Depth:          19000101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
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https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3310031-120&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3310031-120&store_num=
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          Not ReportedNote:          Not ReportedFeet to sea level:
          105.30Feet below surface:          1965-11-10Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          103.50Feet below surface:          1965-11-24Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          97.20Feet below surface:          1966-02-09Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          113.00Feet below surface:          1966-09-23Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          106.70Feet below surface:          1967-11-27Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          103.00Feet below surface:          1968-04-17Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          115.40Feet below surface:          1969-01-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          89.00Feet below surface:          1969-04-24Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          87.70Feet below surface:          1969-11-12Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          72.30Feet below surface:          1970-03-23Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          74.00Feet below surface:          1971-06-01Level reading date:

          Not ReportedNote:
          Not ReportedFeet to sea level:          74.10Feet below surface:
          1971-06-16Level reading date:                                                  32Ground water levels,Number of Measurements:

          ftWell Hole Depth Units:
          1147Well Hole Depth:          ftWell Depth Units:
          1147Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W11H001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AI136
SW
1/2 - 1 Mile
Lower

USGS40000141058FED USGS

          ftWell Hole Depth Units:
          1141Well Hole Depth:          ftWell Depth Units:
          1108Well Depth:          19680101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:
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          Not ReportedNote:          Not ReportedFeet to sea level:
          57.40Feet below surface:          1957-09-26Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          33.70Feet below surface:          1957-11-22Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          29.20Feet below surface:          1958-01-16Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          19.70Feet below surface:          1958-03-11Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          28.20Feet below surface:          1958-05-13Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          29.20Feet below surface:          1959-01-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          35.90Feet below surface:          1959-03-30Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          43.20Feet below surface:          1959-06-09Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          57.80Feet below surface:          1959-09-02Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          44.00Feet below surface:          1959-12-15Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          54.90Feet below surface:          1960-06-14Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          51.20Feet below surface:          1960-12-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          83.70Feet below surface:          1961-09-19Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          61.70Feet below surface:          1961-12-12Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          53.60Feet below surface:          1962-03-07Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          79.20Feet below surface:          1963-01-10Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          91.60Feet below surface:          1964-11-18Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          95.50Feet below surface:          1965-02-10Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          91.00Feet below surface:          1965-04-06Level reading date:

          Not ReportedNote:          Not ReportedFeet to sea level:
          92.60Feet below surface:          1965-05-05Level reading date:
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          ftWell Hole Depth Units:
          696Well Hole Depth:          ftWell Depth Units:
          696Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001N004W36Q001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AF139
NNE
1/2 - 1 Mile
Higher

USGS40000141526FED USGS

          ftWell Hole Depth Units:
          420Well Hole Depth:          ftWell Depth Units:
          420Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01B003SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

138
NNE
1/2 - 1 Mile
Higher

USGS40000141492FED USGS

          ftWell Hole Depth Units:
          80Well Hole Depth:          Not ReportedWell Depth Units:
          Not ReportedWell Depth:          19290101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S003W06E003SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

137
NE
1/2 - 1 Mile
Higher

USGS40000141391FED USGS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase
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          Not ReportedAquifer Type:          Not ReportedFormation Type:
          California Coastal Basin aquifersAquifer:

          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02K003SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AJ143
WNW
1/2 - 1 Mile
Lower

USGS40000141314FED USGS

          ftWell Hole Depth Units:
          75Well Hole Depth:          ftWell Depth Units:
          75Well Depth:          19440101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02G001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

142
WNW
1/2 - 1 Mile
Lower

USGS40000141362FED USGS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340644117160701&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340644117160701Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340644117160701Well ID:

AJ141
WNW
1/2 - 1 Mile
Lower

CAUSGSN00013590CA WELLS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340717117145801&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340717117145801Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340717117145801Well ID:

AF140
NNE
1/2 - 1 Mile
Higher

CAUSGSN00014198CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase
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https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340644117160701&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340717117145801&store_num=
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9.3Finding:09-FEB-18Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.9Finding:01-MAR-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:01-MAR-18Sample date:

RIVERSIDEArea serve:
58586Connection:245000Pop serv:
Not ReportedZip ext:92522Zip:
CAState:RIVERSIDECity:
3900 MAIN STREETAddress:Not ReportedHqname:
Riverside, City OfSystem nam:3310031System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:1Precision:
1171551.4Longitude:340708.6Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:STILESSource nam:
GWater type:3310031System no:
WATUser id:14District:
33County:3310031085Frds no:
01S/04W-02A03 SPrim sta c:855Seq:

AH145
NW
1/2 - 1 Mile
Lower

855CA WELLS

          ftWell Hole Depth Units:
          91Well Hole Depth:          ftWell Depth Units:
          85Well Depth:          19280101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01A004SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AK144
NE
1/2 - 1 Mile
Higher

USGS40000141429FED USGS

          Not ReportedNote:
          Not ReportedFeet to sea level:          107.00Feet below surface:
          1971-05-01Level reading date:                                                  1Ground water levels,Number of Measurements:

          ftWell Hole Depth Units:
          1066Well Hole Depth:          ftWell Depth Units:
          1066Well Depth:          19050101Construction Date:
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4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.2Finding:20-JUL-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:20-JUL-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:10-AUG-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.2Finding:10-AUG-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.7Finding:08-SEP-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:04-OCT-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.7Finding:04-OCT-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:03-NOV-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.5Finding:03-NOV-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:07-DEC-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.4Finding:07-DEC-17Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.43Finding:11-JAN-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
9.8Finding:11-JAN-18Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.84Finding:11-JAN-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:09-FEB-18Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
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MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
10.Finding:31-AUG-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:31-AUG-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:23-SEP-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.8Finding:23-SEP-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:02-NOV-16Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
3.Finding:02-NOV-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.9Finding:02-NOV-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:01-DEC-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:12-JAN-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.Finding:12-JAN-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.5Finding:02-FEB-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:02-FEB-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:01-MAR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:07-APR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:05-MAY-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.7Finding:05-MAY-17Sample date:
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0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
170.Finding:31-AUG-16Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
58.Finding:31-AUG-16Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
6.3Finding:31-AUG-16Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
68.Finding:31-AUG-16Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
4.2Finding:31-AUG-16Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
28.Finding:31-AUG-16Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
110.Finding:31-AUG-16Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.4Finding:31-AUG-16Sample date:

100.Dlr:
UG/LReport units:BORONChemical:
290.Finding:31-AUG-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:31-AUG-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.Finding:31-AUG-16Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
1.3Finding:31-AUG-16Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
450.Finding:31-AUG-16Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.82Finding:31-AUG-16Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:31-AUG-16Sample date:

0.4Dlr:
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MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:03-MAR-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.7Finding:03-MAR-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.1Finding:14-APR-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:14-APR-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:06-MAY-16Sample date:

3.Dlr:
PCI/LReport units:GROSS ALPHAChemical:
3.4Finding:06-MAY-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.3Finding:06-MAY-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
2.1Finding:06-MAY-16Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
1.2Finding:06-MAY-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.9Finding:09-JUN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:09-JUN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:01-JUL-16Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.8Finding:31-AUG-16Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
660.Finding:31-AUG-16Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
140.Finding:31-AUG-16Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
170.Finding:31-AUG-16Sample date:
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4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.7Finding:09-OCT-15Sample date:

3.Dlr:
PCI/LReport units:GROSS ALPHAChemical:
5.Finding:06-NOV-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:06-NOV-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
45.Finding:06-NOV-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.6Finding:06-NOV-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
1.4Finding:06-NOV-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
0.24Finding:06-NOV-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.1Finding:04-DEC-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:04-DEC-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
44.Finding:04-DEC-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:07-JAN-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:04-FEB-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:04-FEB-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.8Finding:04-FEB-16Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
8.Finding:04-FEB-16Sample date:

0.4Dlr:
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UG/LReport units:PERCHLORATEChemical:
7.1Finding:19-MAR-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.8Finding:09-APR-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
42.Finding:09-APR-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.Finding:08-MAY-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
43.Finding:08-MAY-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
44.Finding:05-JUN-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.8Finding:05-JUN-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
44.Finding:08-JUL-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
1.4Finding:14-AUG-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.1Finding:14-AUG-15Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
1.1Finding:14-AUG-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
0.2Finding:14-AUG-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
45.Finding:19-AUG-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
46.Finding:17-SEP-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.8Finding:17-SEP-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
45.Finding:09-OCT-15Sample date:
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2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
43.Finding:17-JUL-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.4Finding:15-AUG-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:15-AUG-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
43.Finding:15-AUG-14Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
1.1Finding:15-AUG-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.9Finding:15-AUG-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
44.Finding:12-SEP-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.3Finding:12-SEP-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.8Finding:02-OCT-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
43.Finding:02-OCT-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
43.Finding:07-NOV-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.8Finding:07-NOV-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:19-MAR-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.7Finding:19-MAR-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
41.Finding:19-MAR-15Sample date:

4.Dlr:
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MG/LReport units:NITRATE (AS NO3)Chemical:
43.Finding:05-DEC-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.5Finding:03-JAN-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
44.Finding:03-JAN-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.3Finding:05-FEB-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:05-FEB-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
44.Finding:05-FEB-14Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
1.1Finding:05-FEB-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.7Finding:05-FEB-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
45.Finding:06-MAR-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.9Finding:01-APR-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
42.Finding:01-APR-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
42.Finding:22-MAY-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.2Finding:22-MAY-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.4Finding:25-JUN-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
43.Finding:25-JUN-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.9Finding:17-JUL-14Sample date:
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1.Dlr:
TONReport units:ODOR THRESHOLD @ 60 CChemical:
2.Finding:08-AUG-13Sample date:

100.Dlr:
UG/LReport units:BORONChemical:
310.Finding:08-AUG-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.7Finding:08-AUG-13Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
1.3Finding:08-AUG-13Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
460.Finding:08-AUG-13Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.81Finding:08-AUG-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
46.Finding:08-AUG-13Sample date:

0.1Dlr:
NTUReport units:TURBIDITY, LABORATORYChemical:
7.4e-002Finding:08-AUG-13Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:08-AUG-13Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
10000.Finding:08-AUG-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:08-AUG-13Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
3.9Finding:08-AUG-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
47.Finding:05-SEP-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
45.Finding:03-OCT-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
46.Finding:01-NOV-13Sample date:

2.Dlr:
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UG/LReport units:PERCHLORATEChemical:
9.6Finding:11-APR-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
45.Finding:11-APR-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
46.Finding:30-MAY-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
45.Finding:26-JUN-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
46.Finding:18-JUL-13Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.35Finding:08-AUG-13Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
98.Finding:08-AUG-13Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
26.Finding:08-AUG-13Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
69.Finding:08-AUG-13Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
5.8Finding:08-AUG-13Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
62.Finding:08-AUG-13Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
180.Finding:08-AUG-13Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
160.Finding:08-AUG-13Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
130.Finding:08-AUG-13Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.8Finding:08-AUG-13Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
660.Finding:08-AUG-13Sample date:
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          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AL146
SSW
1/2 - 1 Mile
Lower

USGS40000140990FED USGS

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
52.Finding:12-JAN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
44.Finding:01-AUG-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.6Finding:01-AUG-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.3Finding:01-AUG-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:01-AUG-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.4Finding:13-SEP-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
44.Finding:13-SEP-12Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
2.8Finding:13-SEP-12Sample date:

3.Dlr:
PCI/LReport units:GROSS ALPHAChemical:
3.3Finding:15-MAR-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.1Finding:15-MAR-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:15-MAR-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.8Finding:15-MAR-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
41.Finding:15-MAR-13Sample date:

4.Dlr:
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P.O. BOX 3331Address:Not ReportedHqname:
Baseline Gardens MwcSystem nam:3610007System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:8Precision:
1171600.0Longitude:340700.0Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:WELL 03Source nam:
GWater type:3610007System no:
TANUser id:13District:
36County:3610007003Frds no:
01N/04W-35R01 SPrim sta c:154Seq:

AN149
WNW
1/2 - 1 Mile
Lower

154CA WELLS

          Not ReportedWell Completion Rpt #:          0Well Depth:
          UnknownWell Type:          UnknownWell Use:
          San BernardinoBasin Name:          Not ReportedWell Name:
          2347Station ID:          01S04W11H001SState Well #:

AI148
SW
1/2 - 1 Mile
Lower

CADWR9000006809CA WELLS

          ftWell Hole Depth Units:
          202Well Hole Depth:          ftWell Depth Units:
          154Well Depth:          19410101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02A00ASMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AM147
NNW
1/2 - 1 Mile
Lower

USGS40000141476FED USGS

          ftWell Hole Depth Units:
          285Well Hole Depth:          ftWell Depth Units:
          147Well Depth:          19400101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12M001SMonitor Location:
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29.Finding:05-JAN-18Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.Finding:05-JAN-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.9Finding:01-FEB-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.1Finding:29-MAR-18Sample date:

RIVERSIDEArea serve:
58586Connection:245000Pop serv:
Not ReportedZip ext:92522Zip:
CAState:RIVERSIDECity:
3900 MAIN STREETAddress:Not ReportedHqname:
Riverside, City OfSystem nam:3310031System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:1Precision:
1171530.0Longitude:340551.2Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:GAGE WELL 29-3Source nam:
GWater type:3310031System no:
WATUser id:14District:
33County:3310031032Frds no:
01S/04W-13N02 SPrim sta c:901Seq:

AL151
SSW
1/2 - 1 Mile
Lower

901CA WELLS

          ftWell Hole Depth Units:
          100Well Hole Depth:          ftWell Depth Units:
          100Well Depth:          19390101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02A001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AM150
NNW
1/2 - 1 Mile
Lower

USGS40000141509FED USGS

PORTION SAN BERDNARDINOArea serve:
424Connection:1300Pop serv:
Not ReportedZip ext:92404Zip:
CAState:SAN BERNARDINOCity:
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0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
2.7Finding:27-JUL-17Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
3.Finding:27-JUL-17Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
9.9Finding:10-AUG-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.Finding:18-AUG-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.9Finding:21-SEP-17Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
1.3Finding:13-OCT-17Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
2.9Finding:13-OCT-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.9Finding:13-OCT-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.Finding:13-OCT-17Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
30.Finding:13-OCT-17Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
9.2Finding:13-OCT-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.9Finding:02-NOV-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.7Finding:06-DEC-17Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
8.1Finding:05-JAN-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.6Finding:05-JAN-18Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
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MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
200.Finding:27-JUL-17Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
8.Finding:27-JUL-17Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
680.Finding:27-JUL-17Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
26.Finding:27-JUL-17Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
22.Finding:27-JUL-17Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
90.Finding:27-JUL-17Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.44Finding:27-JUL-17Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
1.6Finding:27-JUL-17Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
1.1Finding:27-JUL-17Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
27.Finding:27-JUL-17Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
7.8Finding:27-JUL-17Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
460.Finding:27-JUL-17Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
1.3Finding:27-JUL-17Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
13.Finding:27-JUL-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
5.7Finding:27-JUL-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.6Finding:27-JUL-17Sample date:
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3.Dlr:
PCI/LReport units:GROSS ALPHAChemical:
32.Finding:24-MAR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.6Finding:24-MAR-17Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
0.42Finding:24-MAR-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.6Finding:14-APR-17Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
1.1Finding:14-APR-17Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
31.Finding:14-APR-17Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
2.7Finding:14-APR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.Finding:14-APR-17Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
10.Finding:14-APR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.7Finding:12-MAY-17Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
14.Finding:27-JUL-17Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
83.Finding:27-JUL-17Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
260.Finding:27-JUL-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.7Finding:27-JUL-17Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
250.Finding:27-JUL-17Sample date:

0.Dlr:
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PCI/LReport units:URANIUM (PCI/L)Chemical:
29.Finding:18-NOV-16Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
9.6Finding:18-NOV-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.6Finding:18-NOV-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
1.5Finding:18-NOV-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.9Finding:18-NOV-16Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.46Finding:09-DEC-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
1.7Finding:09-DEC-16Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
10.Finding:09-DEC-16Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
27.Finding:09-DEC-16Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 COUNTING ERRORChemical:
0.32Finding:09-DEC-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
1.1Finding:09-DEC-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.Finding:09-DEC-16Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.72Finding:09-DEC-16Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
29.Finding:24-MAR-17Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
8.3Finding:24-MAR-17Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
1.4Finding:24-MAR-17Sample date:
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0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:03-AUG-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.2Finding:03-AUG-16Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
23.Finding:15-SEP-16Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.48Finding:15-SEP-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:15-SEP-16Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
9.2Finding:15-SEP-16Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.9Finding:15-SEP-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
4.1Finding:15-SEP-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.5Finding:15-SEP-16Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
35.Finding:06-OCT-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.2Finding:06-OCT-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
2.3Finding:06-OCT-16Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
10.Finding:06-OCT-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
1.6Finding:06-OCT-16Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
1.5Finding:26-OCT-16Sample date:

1.Dlr:
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MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
200.Finding:09-JUN-16Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.7Finding:09-JUN-16Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
670.Finding:09-JUN-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
1.41Finding:09-JUN-16Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.74Finding:09-JUN-16Sample date:

3.Dlr:
PCI/LReport units:GROSS ALPHAChemical:
30.Finding:09-JUN-16Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
30.Finding:08-JUL-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.6Finding:08-JUL-16Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
11.Finding:08-JUL-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
1.4Finding:08-JUL-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
0.38Finding:08-JUL-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.2Finding:08-JUL-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
4.Finding:03-AUG-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.9Finding:03-AUG-16Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
10.Finding:03-AUG-16Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
29.Finding:03-AUG-16Sample date:
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0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
1.Finding:09-JUN-16Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
430.Finding:09-JUN-16Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
10.Finding:09-JUN-16Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
30.Finding:09-JUN-16Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
3.1Finding:09-JUN-16Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.47Finding:09-JUN-16Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
89.Finding:09-JUN-16Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
21.Finding:09-JUN-16Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
3.5Finding:09-JUN-16Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
29.Finding:09-JUN-16Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
15.Finding:09-JUN-16Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
90.Finding:09-JUN-16Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
290.Finding:09-JUN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.2Finding:09-JUN-16Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
240.Finding:09-JUN-16Sample date:

0.Dlr:
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UG/LReport units:TRICHLOROETHYLENEChemical:
3.6Finding:08-APR-16Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.52Finding:08-APR-16Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 COUNTING ERRORChemical:
0.25Finding:08-APR-16Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 COUNTING ERRORChemical:
0.17Finding:08-APR-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
0.39Finding:08-APR-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
7.4Finding:08-APR-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.6Finding:04-MAY-16Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
11.Finding:04-MAY-16Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
31.Finding:04-MAY-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
2.17Finding:04-MAY-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
5.2Finding:04-MAY-16Sample date:

3.Dlr:
PCI/LReport units:GROSS ALPHAChemical:
39.5Finding:04-MAY-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.7Finding:09-JUN-16Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.36Finding:09-JUN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
6.2Finding:09-JUN-16Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:09-JUN-16Sample date:
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0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
4.Finding:09-DEC-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:09-DEC-15Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.96Finding:09-DEC-15Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.41Finding:09-DEC-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:09-DEC-15Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
25.Finding:09-DEC-15Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
12.Finding:09-DEC-15Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
27.Finding:07-JAN-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.7Finding:07-JAN-16Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
8.Finding:07-JAN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.2Finding:07-JAN-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:07-JAN-16Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
35.Finding:08-APR-16Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.28Finding:08-APR-16Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
1.4Finding:08-APR-16Sample date:

0.5Dlr:
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PCI/LReport units:GROSS ALPHA MDA95Chemical:
1.4Finding:07-AUG-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
0.35Finding:17-SEP-15Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
27.Finding:17-SEP-15Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
11.Finding:17-SEP-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:17-SEP-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
1.5Finding:17-SEP-15Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.76Finding:17-SEP-15Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.37Finding:17-SEP-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.6Finding:22-OCT-15Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
28.Finding:22-OCT-15Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
9.5Finding:22-OCT-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:22-OCT-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
1.7Finding:23-OCT-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
0.39Finding:23-OCT-15Sample date:

3.Dlr:
PCI/LReport units:GROSS ALPHAChemical:
30.Finding:23-OCT-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.6Finding:09-DEC-15Sample date:
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1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
31.Finding:04-JUN-15Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
11.Finding:04-JUN-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:04-JUN-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:04-JUN-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
1.4Finding:16-JUL-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:16-JUL-15Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
9.1Finding:16-JUL-15Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
33.Finding:16-JUL-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
0.42Finding:16-JUL-15Sample date:

3.Dlr:
PCI/LReport units:GROSS ALPHAChemical:
33.Finding:16-JUL-15Sample date:

3.Dlr:
PCI/LReport units:GROSS ALPHAChemical:
35.Finding:07-AUG-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
0.43Finding:07-AUG-15Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
27.Finding:07-AUG-15Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
8.7Finding:07-AUG-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:07-AUG-15Sample date:

0.Dlr:
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PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:04-MAR-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.9Finding:04-MAR-15Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
30.Finding:04-MAR-15Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
4.3Finding:04-MAR-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:04-MAR-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:03-APR-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:03-APR-15Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
8.5Finding:03-APR-15Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
27.Finding:03-APR-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
4.5Finding:03-APR-15Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
29.Finding:01-MAY-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:01-MAY-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:01-MAY-15Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
10.Finding:01-MAY-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.8Finding:01-MAY-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
4.2Finding:04-JUN-15Sample date:
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2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
37.Finding:23-DEC-14Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.64Finding:23-DEC-14Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
1.4Finding:23-DEC-14Sample date:

3.Dlr:
PCI/LReport units:GROSS ALPHAChemical:
31.Finding:23-DEC-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
4.6Finding:23-DEC-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:15-JAN-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
34.Finding:15-JAN-15Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
1.9Finding:15-JAN-15Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
36.Finding:15-JAN-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
4.3Finding:15-JAN-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:11-FEB-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:11-FEB-15Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
2.8Finding:11-FEB-15Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
31.Finding:11-FEB-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
4.3Finding:11-FEB-15Sample date:

0.Dlr:
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PCI/LReport units:RADIUM 226 MDA95Chemical:
0.42Finding:09-MAY-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:09-MAY-14Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
7900.Finding:09-MAY-14Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
13.Finding:09-MAY-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
35.Finding:09-MAY-14Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
1.2Finding:09-MAY-14Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
420.Finding:09-MAY-14Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
1.5Finding:09-MAY-14Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
30.Finding:09-MAY-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.8Finding:09-MAY-14Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
29.Finding:23-DEC-14Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 COUNTING ERRORChemical:
0.3Finding:23-DEC-14Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 COUNTING ERRORChemical:
0.14Finding:23-DEC-14Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.33Finding:23-DEC-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:23-DEC-14Sample date:

0.1Dlr:
NTUReport units:TURBIDITY, LABORATORYChemical:
5.4e-002Finding:23-DEC-14Sample date:
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0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.37Finding:05-FEB-14Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 COUNTING ERRORChemical:
0.22Finding:09-MAY-14Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
690.Finding:09-MAY-14Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.8Finding:09-MAY-14Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
190.Finding:09-MAY-14Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
240.Finding:09-MAY-14Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
300.Finding:09-MAY-14Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
93.Finding:09-MAY-14Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
16.Finding:09-MAY-14Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
28.Finding:09-MAY-14Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
3.3Finding:09-MAY-14Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
16.Finding:09-MAY-14Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
80.Finding:09-MAY-14Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.46Finding:09-MAY-14Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.93Finding:09-MAY-14Sample date:

0.Dlr:
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MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:11-OCT-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:11-OCT-13Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
29.Finding:11-OCT-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
4.9Finding:11-OCT-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:21-NOV-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:21-NOV-13Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
3.2Finding:21-NOV-13Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
25.Finding:21-NOV-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
6.1Finding:21-NOV-13Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
1.1Finding:05-FEB-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
4.5Finding:05-FEB-14Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 COUNTING ERRORChemical:
0.18Finding:05-FEB-14Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
30.Finding:05-FEB-14Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.86Finding:05-FEB-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
31.Finding:05-FEB-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:05-FEB-14Sample date:
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0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.4Finding:11-JUL-13Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
2.8Finding:09-AUG-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:09-AUG-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:09-AUG-13Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
26.Finding:09-AUG-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
5.2Finding:09-AUG-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:20-SEP-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
6.4Finding:20-SEP-13Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
26.Finding:20-SEP-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:20-SEP-13Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
3.Finding:20-SEP-13Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.93Finding:27-SEP-13Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 COUNTING ERRORChemical:
0.25Finding:27-SEP-13Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.45Finding:27-SEP-13Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
2.7Finding:11-OCT-13Sample date:

2.Dlr:
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MG/LReport units:SULFATEChemical:
72.Finding:14-JUN-13Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
16.Finding:14-JUN-13Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
3.3Finding:14-JUN-13Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
29.Finding:14-JUN-13Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
15.Finding:14-JUN-13Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
86.Finding:14-JUN-13Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
280.Finding:14-JUN-13Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
260.Finding:14-JUN-13Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
210.Finding:14-JUN-13Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.93Finding:14-JUN-13Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
650.Finding:14-JUN-13Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
2.8Finding:11-JUL-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:11-JUL-13Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
420.Finding:11-JUL-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:11-JUL-13Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
26.Finding:11-JUL-13Sample date:
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0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
3.7Finding:16-JAN-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:16-JAN-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.9Finding:16-JAN-13Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.8Finding:14-JUN-13Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.42Finding:14-JUN-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:14-JUN-13Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
6900.Finding:14-JUN-13Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
13.Finding:14-JUN-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:14-JUN-13Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
1.1Finding:14-JUN-13Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
410.Finding:14-JUN-13Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
2.Finding:14-JUN-13Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
30.Finding:14-JUN-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.5Finding:14-JUN-13Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.46Finding:14-JUN-13Sample date:

0.5Dlr:
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PCI/LReport units:URANIUM (PCI/L)Chemical:
24.Finding:30-NOV-12Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
2.2Finding:30-NOV-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:30-NOV-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:30-NOV-12Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.37Finding:30-NOV-12Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.8Finding:30-NOV-12Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
27.Finding:21-DEC-12Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.41Finding:21-DEC-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
4.2Finding:21-DEC-12Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 COUNTING ERRORChemical:
0.3Finding:21-DEC-12Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.62Finding:21-DEC-12Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
2.7Finding:21-DEC-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:21-DEC-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.2Finding:21-DEC-12Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
26.Finding:16-JAN-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:16-JAN-13Sample date:
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1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
1.4Finding:23-AUG-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.9Finding:23-AUG-12Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
26.Finding:23-AUG-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:23-AUG-12Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.71Finding:23-AUG-12Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.41Finding:23-AUG-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.6Finding:14-SEP-12Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
1.3Finding:14-SEP-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:14-SEP-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:14-SEP-12Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
4.2Finding:14-SEP-12Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
26.Finding:14-SEP-12Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
3.7Finding:21-SEP-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.5Finding:30-NOV-12Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 COUNTING ERRORChemical:
0.14Finding:30-NOV-12Sample date:

1.Dlr:
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PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.8Finding:14-JUN-12Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 COUNTING ERRORChemical:
0.3Finding:14-JUN-12Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
27.Finding:14-JUN-12Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
3.2Finding:14-JUN-12Sample date:

1.Dlr:
UG/LReport units:PICLORAMChemical:
3.6Finding:14-JUN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:14-JUN-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:14-JUN-12Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.35Finding:14-JUN-12Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.57Finding:14-JUN-12Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 COUNTING ERRORChemical:
0.13Finding:14-JUN-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:26-JUL-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
4.Finding:26-JUL-12Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
26.Finding:26-JUL-12Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
3.7Finding:26-JUL-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:26-JUL-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:23-AUG-12Sample date:
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1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
27.Finding:11-JAN-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
4.1Finding:11-JAN-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:13-APR-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
35.Finding:13-APR-12Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
2.3Finding:13-APR-12Sample date:

0.Dlr:
PCI/LReport units:RADIUM 228 MDA95Chemical:
0.9Finding:13-APR-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.9Finding:13-APR-12Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 COUNTING ERRORChemical:
0.16Finding:13-APR-12Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
31.Finding:13-APR-12Sample date:

0.Dlr:
PCI/LReport units:RADIUM 226 MDA95Chemical:
0.41Finding:13-APR-12Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
25.Finding:17-MAY-12Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
3.1Finding:17-MAY-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
30.Finding:17-MAY-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:17-MAY-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.7Finding:17-MAY-12Sample date:

0.Dlr:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®



TC6905679.2s   Page A-172

          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001N004W36P00BSMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AP154
North
1/2 - 1 Mile
Higher

USGS40000141550FED USGS

          ftWell Hole Depth Units:
          672Well Hole Depth:          ftWell Depth Units:
          518Well Depth:          19350101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W01A001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AK153
NE
1/2 - 1 Mile
Higher

USGS40000141440FED USGS

          ftWell Hole Depth Units:
          444Well Hole Depth:          ftWell Depth Units:
          420Well Depth:          19500101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S003W06E001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AO152
ENE
1/2 - 1 Mile
Higher

USGS40000141354FED USGS

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:11-JAN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
33.Finding:11-JAN-12Sample date:

0.5Dlr:
UG/LReport units:TRICHLOROETHYLENEChemical:
8.5Finding:11-JAN-12Sample date:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®



TC6905679.2s   Page A-173

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:1Precision:
1171611.5Longitude:340635.9Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:GARNER WELL 01Source nam:
GWater type:3310031System no:
WATUser id:14District:
33County:3310031042Frds no:
01S/04W-02P06 SPrim sta c:862Seq:

AQ157
West
1/2 - 1 Mile
Lower

862CA WELLS

          ftWell Hole Depth Units:
          185Well Hole Depth:          ftWell Depth Units:
          185Well Depth:          19190101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S003W06E002SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AO156
ENE
1/2 - 1 Mile
Higher

USGS40000141359FED USGS

          ftWell Hole Depth Units:
          54Well Hole Depth:          ftWell Depth Units:
          52Well Depth:          19360101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02A005SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AM155
NNW
1/2 - 1 Mile
Lower

USGS40000141493FED USGS

          ftWell Hole Depth Units:
          112Well Hole Depth:          ftWell Depth Units:
          81Well Depth:          19450101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
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0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.84Finding:18-MAR-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.Finding:15-DEC-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.8Finding:23-MAR-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.4Finding:22-SEP-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
3.8Finding:22-SEP-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
0.53Finding:22-SEP-16Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
5.2Finding:28-OCT-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.9Finding:28-OCT-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
0.52Finding:28-OCT-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
4.1Finding:28-OCT-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
10.Finding:17-NOV-16Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
0.79Finding:17-NOV-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
2.6Finding:06-JUL-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
4.5Finding:06-JUL-17Sample date:

RIVERSIDEArea serve:
58586Connection:245000Pop serv:
Not ReportedZip ext:92522Zip:
CAState:RIVERSIDECity:
3900 MAIN STREETAddress:Not ReportedHqname:
Riverside, City OfSystem nam:3310031System no:
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MG/LReport units:BICARBONATE ALKALINITYChemical:
150.Finding:18-MAR-15Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
140.Finding:18-MAR-15Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
45.Finding:18-MAR-15Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
6.9Finding:18-MAR-15Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
17.Finding:18-MAR-15Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
2.6Finding:18-MAR-15Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
8.7Finding:18-MAR-15Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
28.Finding:18-MAR-15Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.41Finding:18-MAR-15Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
3.7Finding:18-MAR-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.5Finding:18-MAR-15Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
230.Finding:18-MAR-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:18-MAR-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
2900.Finding:18-MAR-15Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:18-MAR-15Sample date:

0.1Dlr:
NTUReport units:TURBIDITY, LABORATORYChemical:
0.36Finding:18-MAR-15Sample date:
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0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.47Finding:30-APR-14Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
22.Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
8.5Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
2.1Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
16.Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
6.2Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
40.Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
120.Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
140.Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
110.Finding:30-APR-14Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
8.2Finding:30-APR-14Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
340.Finding:30-APR-14Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
8.Finding:18-MAR-15Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
350.Finding:18-MAR-15Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
120.Finding:18-MAR-15Sample date:

0.Dlr:
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UG/LReport units:VANADIUMChemical:
4.1Finding:28-JUN-12Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.49Finding:28-JUN-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:10-AUG-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.4Finding:10-AUG-12Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
2.9Finding:18-OCT-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.1Finding:15-FEB-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.9Finding:15-FEB-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:15-FEB-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:30-APR-14Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
2500.Finding:30-APR-14Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:30-APR-14Sample date:

0.1Dlr:
NTUReport units:TURBIDITY, LABORATORYChemical:
0.21Finding:30-APR-14Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.9Finding:30-APR-14Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
200.Finding:30-APR-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.7Finding:30-APR-14Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
3.5Finding:30-APR-14Sample date:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®



TC6905679.2s   Page A-178

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
140.Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
46.Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
6.9Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
18.Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
2.5Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
8.9Finding:28-JUN-12Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
24.Finding:28-JUN-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:28-JUN-12Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
2400.Finding:28-JUN-12Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:28-JUN-12Sample date:

0.1Dlr:
NTUReport units:TURBIDITY, LABORATORYChemical:
0.16Finding:28-JUN-12Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.93Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
210.Finding:28-JUN-12Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.1Finding:28-JUN-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.4Finding:28-JUN-12Sample date:

3.Dlr:
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ABStatus:1Precision:
1171612.0Longitude:340636.6Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:GARNER - ABANDONEDSource nam:
GWater type:3310031System no:
WATUser id:14District:
33County:3310031039Frds no:
02S/05W-12B01 SPrim sta c:2506Seq:

AQ160
West
1/2 - 1 Mile
Lower

2506CA WELLS

          ftWell Hole Depth Units:
          140Well Hole Depth:          ftWell Depth Units:
          130Well Depth:          19450101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001N004W36P00ASMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AP159
North
1/2 - 1 Mile
Higher

USGS40000141560FED USGS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340633117161201&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340633117161201Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340633117161201Well ID:

AQ158
West
1/2 - 1 Mile
Lower

CAUSGSN00011739CA WELLS

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
340.Finding:28-JUN-12Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
8.1Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
120.Finding:28-JUN-12Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
150.Finding:28-JUN-12Sample date:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340633117161201&store_num=
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          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3310031-042&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          GARNER WELL 01 - INACTIVEOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3310031-042Well ID:

AQ163
West
1/2 - 1 Mile
Lower

CADDW0000007404CA WELLS

          ftWell Hole Depth Units:
          540Well Hole Depth:          ftWell Depth Units:
          540Well Depth:          19000101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02P006SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AQ162
West
1/2 - 1 Mile
Lower

USGS40000141230FED USGS

          ftWell Hole Depth Units:
          628Well Hole Depth:          ftWell Depth Units:
          628Well Depth:          19100101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001N004W36R001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AR161
NNE
1/2 - 1 Mile
Higher

USGS40000141525FED USGS

RIVERSIDEArea serve:
58586Connection:245000Pop serv:
Not ReportedZip ext:92522Zip:
CAState:RIVERSIDECity:
3900 MAIN STREETAddress:Not ReportedHqname:
Riverside, City OfSystem nam:3310031System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3310031-042&store_num=
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          Not ReportedAquifer Type:          Not ReportedFormation Type:
          California Coastal Basin aquifersAquifer:

          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W11G00ASMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AS167
SW
1/2 - 1 Mile
Lower

USGS40000141061FED USGS

          ftWell Hole Depth Units:
          705Well Hole Depth:          ftWell Depth Units:
          205Well Depth:          19500101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W11G001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AS166
SW
1/2 - 1 Mile
Lower

USGS40000141052FED USGS

          Not ReportedGeoTracker Data:
          amp_date=&global_id=&assigned_name=USGS-340717117144701&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&sGroundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          USGS-340717117144701Other Name:
          United States Geological SurveySource:

          UNKWell Type:          USGS-340717117144701Well ID:

AR165
NNE
1/2 - 1 Mile
Higher

CAUSGSN00012377CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3310031-042&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          YesGAMA PFAS Testing:          GARNER WELL 01 - INACTIVEOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3310031-042Well ID:

AQ164
West
1/2 - 1 Mile
Lower

CAPFAS000000395CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=USGSNEW&samp_date=&global_id=&assigned_name=USGS-340717117144701&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3310031-042&store_num=
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          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3310031-045&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          GARNER WELL 05Other Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3310031-045Well ID:

AQ170
West
1/2 - 1 Mile
Lower

CADDW0000008869CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3310031-045&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          YesGAMA PFAS Testing:          GARNER WELL 05Other Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3310031-045Well ID:

AQ169
West
1/2 - 1 Mile
Lower

CAPFAS000000319CA WELLS

          ftWell Hole Depth Units:
          253Well Hole Depth:          ftWell Depth Units:
          253Well Depth:          19130101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02B003SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AN168
NW
1/2 - 1 Mile
Lower

USGS40000141408FED USGS

          Not ReportedNote:
          Not ReportedFeet to sea level:          14.00Feet below surface:
          1950-08-03Level reading date:                                                  1Ground water levels,Number of Measurements:

          ftWell Hole Depth Units:
          78Well Hole Depth:          ftWell Depth Units:
          75Well Depth:          19500101Construction Date:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3310031-045&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3310031-045&store_num=
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          Not ReportedGAMA PFAS Testing:          01S04W02P006SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W02P006SWell ID:

AT172
West
1/2 - 1 Mile
Lower

CADWR0000015794CA WELLS

          Not ReportedEnforcement Category:          Fed Compliance achievedEnforcement Detail:
          03/01/2000Enforcement Action:          2000Enforcemnt FY:
          FOrig Code:          Not ReportedViolation ID:

          1171530Longitude:          340548Latitude:

          Mixed (treated and untreated)Treatment:          3,301 - 5,000 PersonsPopulation served:

          NORTON AIR FORCCity served:          071County FIPS:

          NORTON AIR FORCCity served:          Not ReportedCounty FIPS:

          924095300System zip:
          CASystem state:          NORTON AFBSystem city:

          USAF CLINIC/SGPB 63 CES/DEVESystem address:
          Not ReportedSystem address:          USAF NORTON AFBSystem name:
          00004555Retail population:          Not ReportedDate system deactivated:
          7706Date system activated:          ActiveActivity status:
          CA3610704PWS ID:          Not ReportedPWS zip:
          Not ReportedPWS state:          Not ReportedPWS city:
          Not ReportedPWS address:          Not ReportedPWS name:
          Not ReportedPWS type:          CA3610704PWS ID:

          1500Population:          Ground waterSource code:
          INLAND VALLEY DEVELOPMENT AGENCY-NORTONOwner:
          92401Zip:

          CAState:          SAN BERNARDINO,City:
          Not ReportedCare of:          Not ReportedAddress:

          INLAND VALLEY DEVELOPMENT AGENCY-NORTONPWS name:
          CA3610704PWS ID:

          NPwsactivitycode:
          92408Contactzip:          CAContactstate:
          San BernardinoContactcity:          Not ReportedContactaddress2:
          294 So. Leland Norton WayContactaddress1:          9093845091Contactphone:

          Inland Valley Development Agency-NortonContactorgname:
          Bernard KerseyContact:

          Local_GovtOwner:          NTNCWSPwstype:
          GroundwaterPsource longname:          549Pwssvcconn:
          2200Retpopsrvd:          ClosedStatus:
          CAFIPFipscounty:          Not ReportedZipserved:
          CAStateserved:          Not ReportedCityserved:

          INLAND VALLEY DEVELOPMENT AGENCY-NORTONPwsname:
          CA3610704Pwsid:

          CAState:          09Epa region:

171
SSW
1/2 - 1 Mile
Lower

CA3610704FRDS PWS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W11G004S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W11G004SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W11G004SWell ID:

AS176
SW
1/2 - 1 Mile
Lower

CADWR0000009513CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W02L001S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W02L001SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W02L001SWell ID:

175
West
1/2 - 1 Mile
Lower

CADWR0000013485CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W02P001S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W02P001SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W02P001SWell ID:

AT174
West
1/2 - 1 Mile
Lower

CADWR0000014720CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W02P005S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01S04W02P005SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01S04W02P005SWell ID:

AT173
West
1/2 - 1 Mile
Lower

CADWR0000024191CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01S04W02P006S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W11G004S&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W02L001S&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W02P001S&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W02P005S&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01S04W02P006S&store_num=
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          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3610039-012&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          YesGAMA PFAS Testing:          ANTIL WELL 06Other Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3610039-012Well ID:

AS180
SW
1/2 - 1 Mile
Lower

CAPFAS000000644CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3610039-010&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          ANTIL WELL 04 - INACTIVEOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3610039-010Well ID:

AS179
SW
1/2 - 1 Mile
Lower

CADDW0000018607CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=01N04W36Q001S&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          01N04W36Q001SOther Name:
          Department of Water ResourcesSource:

          UNKWell Type:          01N04W36Q001SWell ID:

178
NNE
1/2 - 1 Mile
Higher

CADWR0000033820CA WELLS

          ftWell Hole Depth Units:
          186Well Hole Depth:          ftWell Depth Units:
          186Well Depth:          19380101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02A002SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

177
NW
1/2 - 1 Mile
Lower

USGS40000141494FED USGS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3610039-012&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3610039-010&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DWR&samp_date=&global_id=&assigned_name=01N04W36Q001S&store_num=
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          Not ReportedAquifer Type:          Not ReportedFormation Type:
          California Coastal Basin aquifersAquifer:

          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W11B001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

184
WSW
1/2 - 1 Mile
Lower

USGS40000141099FED USGS

          ftWell Hole Depth Units:
          985Well Hole Depth:          ftWell Depth Units:
          943Well Depth:          19500101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02P001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AQ183
West
1/2 - 1 Mile
Lower

USGS40000141255FED USGS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3610039-012&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          ANTIL WELL 06Other Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3610039-012Well ID:

AS182
SW
1/2 - 1 Mile
Lower

CADDW0000016439CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3610039-011&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          ANTIL WELL 05 - INACTIVEOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3610039-011Well ID:

AS181
SW
1/2 - 1 Mile
Lower

CADDW0000022134CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3610039-012&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3610039-011&store_num=
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          gned_name=MW07
          https://geotracker.waterboards.ca.gov/profile_report.asp?cmd=MWEDFResults&global_id=T0607100246&assiGeoTracker Data:
          date=&global_id=T0607100246&assigned_name=MW07&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=EDF&samp_Groundwater Quality Data:
          Not ReportedGAMA PFAS Testing:

          MW07Other Name:          EDFSource:
          MONITORINGWell Type:          T0607100246-MW07Well ID:

AV188
NE
1/2 - 1 Mile
Higher

CAEDF0000116093CA WELLS

          gned_name=MW05
          https://geotracker.waterboards.ca.gov/profile_report.asp?cmd=MWEDFResults&global_id=T0607100246&assiGeoTracker Data:
          date=&global_id=T0607100246&assigned_name=MW05&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=EDF&samp_Groundwater Quality Data:
          Not ReportedGAMA PFAS Testing:

          MW05Other Name:          EDFSource:
          MONITORINGWell Type:          T0607100246-MW05Well ID:

AV187
NE
1/2 - 1 Mile
Higher

CAEDF0000062348CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3310031-165&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          YesGAMA PFAS Testing:          SCHEUER WELL 02Other Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3310031-165Well ID:

AU186
WNW
1/2 - 1 Mile
Lower

CAPFAS000000851CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3310031-165&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          SCHEUER WELL 02Other Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3310031-165Well ID:

AU185
WNW
1/2 - 1 Mile
Lower

CADDW0000018095CA WELLS

          ftWell Hole Depth Units:
          984Well Hole Depth:          ftWell Depth Units:
          984Well Depth:          19030101Construction Date:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®

https://geotracker.waterboards.ca.gov/profile_report.asp?cmd=MWEDFResults&global_id=T0607100246&assigned_name=MW07
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=EDF&samp_date=&global_id=T0607100246&assigned_name=MW07&store_num=
https://geotracker.waterboards.ca.gov/profile_report.asp?cmd=MWEDFResults&global_id=T0607100246&assigned_name=MW05
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=EDF&samp_date=&global_id=T0607100246&assigned_name=MW05&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3310031-165&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3310031-165&store_num=
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          gned_name=MW04
          https://geotracker.waterboards.ca.gov/profile_report.asp?cmd=MWEDFResults&global_id=T0607100246&assiGeoTracker Data:
          date=&global_id=T0607100246&assigned_name=MW04&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=EDF&samp_Groundwater Quality Data:
          Not ReportedGAMA PFAS Testing:

          MW04Other Name:          EDFSource:
          MONITORINGWell Type:          T0607100246-MW04Well ID:

AV192
NE
1/2 - 1 Mile
Higher

CAEDF0000055024CA WELLS

          Not ReportedGeoTracker Data:
          date=&global_id=&assigned_name=3310031-083&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_Groundwater Quality Data:

          Not ReportedGAMA PFAS Testing:          SCHEUER - ABANDONEDOther Name:
          Department of Health ServicesSource:

          MUNICIPALWell Type:          3310031-083Well ID:

AU191
WNW
1/2 - 1 Mile
Lower

CADDW0000005067CA WELLS

          gned_name=MW06
          https://geotracker.waterboards.ca.gov/profile_report.asp?cmd=MWEDFResults&global_id=T0607100246&assiGeoTracker Data:
          date=&global_id=T0607100246&assigned_name=MW06&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=EDF&samp_Groundwater Quality Data:
          Not ReportedGAMA PFAS Testing:

          MW06Other Name:          EDFSource:
          MONITORINGWell Type:          T0607100246-MW06Well ID:

AV190
NE
1/2 - 1 Mile
Higher

CAEDF0000076221CA WELLS

          Not ReportedWell Hole Depth Units:
          Not ReportedWell Hole Depth:          ftWell Depth Units:
          500Well Depth:          Not ReportedConstruction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02L001SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

AU189
WNW
1/2 - 1 Mile
Lower

USGS40000141333FED USGS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase
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https://geotracker.waterboards.ca.gov/profile_report.asp?cmd=MWEDFResults&global_id=T0607100246&assigned_name=MW04
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=EDF&samp_date=&global_id=T0607100246&assigned_name=MW04&store_num=
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=DHS&samp_date=&global_id=&assigned_name=3310031-083&store_num=
https://geotracker.waterboards.ca.gov/profile_report.asp?cmd=MWEDFResults&global_id=T0607100246&assigned_name=MW06
https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=EDF&samp_date=&global_id=T0607100246&assigned_name=MW06&store_num=
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0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.4Finding:07-FEB-18Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.8Finding:01-MAR-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.6Finding:01-MAR-18Sample date:

RIVERSIDEArea serve:
58586Connection:245000Pop serv:
Not ReportedZip ext:92522Zip:
CAState:RIVERSIDECity:
3900 MAIN STREETAddress:Not ReportedHqname:
Riverside, City OfSystem nam:3310031System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:1Precision:
1171616.6Longitude:340638.8Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:GARNER WELL 05Source nam:
GWater type:3310031System no:
WATUser id:14District:
33County:3310031045Frds no:
01S/04W-02P01 SPrim sta c:861Seq:

AW194
West
1/2 - 1 Mile
Lower

861CA WELLS

RIVERSIDEArea serve:
58586Connection:245000Pop serv:
Not ReportedZip ext:92522Zip:
CAState:RIVERSIDECity:
3900 MAIN STREETAddress:Not ReportedHqname:
Riverside, City OfSystem nam:3310031System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:1Precision:
1171614.2Longitude:340647.6Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:SCHEUERSource nam:
GWater type:3310031System no:
WATUser id:14District:
33County:3310031083Frds no:
01S/04W-02L01 SPrim sta c:860Seq:

AU193
WNW
1/2 - 1 Mile
Lower

860CA WELLS

Map ID
Direction
Distance
Elevation EDR ID NumberDatabase
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UG/LReport units:PERCHLORATEChemical:
5.6Finding:05-MAY-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.7Finding:20-JUL-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
4.7Finding:20-JUL-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
4.7Finding:09-AUG-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.8Finding:09-AUG-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.9Finding:13-SEP-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
4.7Finding:13-SEP-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
4.6Finding:05-OCT-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.8Finding:05-OCT-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.1Finding:02-NOV-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.8Finding:02-NOV-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.2Finding:06-DEC-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.6Finding:06-DEC-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
7.Finding:11-JAN-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.2Finding:11-JAN-18Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
7.Finding:07-FEB-18Sample date:
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4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.2Finding:06-OCT-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.5Finding:06-OCT-16Sample date:

1.Dlr:
TONReport units:ODOR THRESHOLD @ 60 CChemical:
2.Finding:21-OCT-16Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
2.7Finding:21-OCT-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
7.4Finding:02-NOV-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.5Finding:02-NOV-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.3Finding:12-JAN-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.9Finding:12-JAN-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.8Finding:10-FEB-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.Finding:10-FEB-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.Finding:02-MAR-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.4Finding:02-MAR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.Finding:06-APR-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.2Finding:06-APR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
4.8Finding:05-MAY-17Sample date:

4.Dlr:
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MG/LReport units:CALCIUMChemical:
72.Finding:09-JUN-16Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
8.6Finding:09-JUN-16Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
46.Finding:09-JUN-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.6Finding:09-JUN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
5.Finding:09-JUN-16Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:09-JUN-16Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.77Finding:09-JUN-16Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
410.Finding:09-JUN-16Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
6.5Finding:09-JUN-16Sample date:

100.Dlr:
UG/LReport units:BORONChemical:
350.Finding:09-JUN-16Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.42Finding:09-JUN-16Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
150.Finding:09-JUN-16Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
4.6Finding:09-JUN-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.7Finding:05-JUL-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
4.9Finding:05-JUL-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.2Finding:11-AUG-16Sample date:
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4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.8Finding:15-DEC-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.9Finding:15-JAN-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.6Finding:15-JAN-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.2Finding:12-FEB-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.9Finding:08-MAR-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.3Finding:14-APR-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.1Finding:14-APR-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.4Finding:11-MAY-16Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
32.Finding:09-JUN-16Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
640.Finding:09-JUN-16Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.8Finding:09-JUN-16Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
100.Finding:09-JUN-16Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
120.Finding:09-JUN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.Finding:09-JUN-16Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
220.Finding:09-JUN-16Sample date:

0.Dlr:
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UG/LReport units:PERCHLORATEChemical:
6.8Finding:11-FEB-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
25.Finding:11-FEB-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.5Finding:06-MAR-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
25.Finding:02-APR-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.6Finding:02-APR-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:07-MAY-15Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.6Finding:07-MAY-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.5Finding:07-MAY-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.9Finding:05-JUN-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
24.Finding:16-JUL-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.1Finding:16-JUL-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.4Finding:18-AUG-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.5Finding:08-SEP-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
25.Finding:02-OCT-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.9Finding:02-OCT-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.Finding:17-NOV-15Sample date:
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4.Dlr:
UG/LReport units:PERCHLORATEChemical:
7.2Finding:14-MAR-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.9Finding:09-APR-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:09-APR-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:30-MAY-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.4Finding:30-MAY-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.9Finding:30-MAY-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.1Finding:03-JUL-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
23.Finding:03-JUL-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.1Finding:03-JUL-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:03-JUL-14Sample date:

3.Dlr:
PCI/LReport units:GROSS ALPHAChemical:
4.4Finding:03-JUL-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.9Finding:07-AUG-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.Finding:10-SEP-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
4.4Finding:03-OCT-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.9Finding:30-DEC-14Sample date:

4.Dlr:
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MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.41Finding:15-AUG-13Sample date:

100.Dlr:
UG/LReport units:BORONChemical:
280.Finding:15-AUG-13Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
6.2Finding:15-AUG-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.Finding:15-AUG-13Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
410.Finding:15-AUG-13Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.59Finding:15-AUG-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
23.Finding:15-AUG-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.1Finding:06-SEP-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
23.Finding:06-SEP-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
22.Finding:03-OCT-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.4Finding:03-OCT-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.1Finding:01-NOV-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
7.Finding:05-DEC-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
25.Finding:03-JAN-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.9Finding:03-JAN-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.4Finding:04-FEB-14Sample date:
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0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:15-AUG-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.5Finding:15-AUG-13Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
5300.Finding:15-AUG-13Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:15-AUG-13Sample date:

0.1Dlr:
NTUReport units:TURBIDITY, LABORATORYChemical:
0.53Finding:15-AUG-13Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.7Finding:15-AUG-13Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
97.Finding:15-AUG-13Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
120.Finding:15-AUG-13Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
190.Finding:15-AUG-13Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
64.Finding:15-AUG-13Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
8.Finding:15-AUG-13Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
39.Finding:15-AUG-13Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
3.9Finding:15-AUG-13Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
29.Finding:15-AUG-13Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
140.Finding:15-AUG-13Sample date:

0.1Dlr:
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MG/LReport units:CHLORIDEChemical:
29.Finding:26-JUN-13Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
130.Finding:26-JUN-13Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.43Finding:26-JUN-13Sample date:

100.Dlr:
UG/LReport units:BORONChemical:
290.Finding:26-JUN-13Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
6.1Finding:26-JUN-13Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
400.Finding:26-JUN-13Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.85Finding:26-JUN-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
23.Finding:26-JUN-13Sample date:

0.1Dlr:
NTUReport units:TURBIDITY, LABORATORYChemical:
0.18Finding:26-JUN-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
7.Finding:26-JUN-13Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
5200.Finding:26-JUN-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.Finding:19-JUL-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
21.Finding:19-JUL-13Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
4800.Finding:19-JUL-13Sample date:

1.Dlr:
TONReport units:ODOR THRESHOLD @ 60 CChemical:
2.Finding:15-AUG-13Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
610.Finding:15-AUG-13Sample date:
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0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:30-MAY-13Sample date:

3.Dlr:
PCI/LReport units:GROSS ALPHAChemical:
4.9Finding:30-MAY-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.1Finding:30-MAY-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:30-MAY-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.Finding:30-MAY-13Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:26-JUN-13Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
630.Finding:26-JUN-13Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.9Finding:26-JUN-13Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
100.Finding:26-JUN-13Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
130.Finding:26-JUN-13Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
220.Finding:26-JUN-13Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
72.Finding:26-JUN-13Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
9.6Finding:26-JUN-13Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
47.Finding:26-JUN-13Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
4.4Finding:26-JUN-13Sample date:

0.Dlr:
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UG/LReport units:PERCHLORATEChemical:
7.6Finding:15-MAY-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
7.Finding:14-JUN-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.7Finding:14-JUN-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:14-JUN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
24.Finding:26-JUN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
24.Finding:26-JUL-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
7.1Finding:26-JUL-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
7.Finding:23-AUG-12Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
2.9Finding:23-AUG-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:23-AUG-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:27-SEP-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.2Finding:27-SEP-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
7.8Finding:18-OCT-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.6Finding:18-OCT-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:18-OCT-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:18-OCT-12Sample date:
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Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:8Precision:
1171600.0Longitude:340600.0Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:ANTIL WELL 04Source nam:
GWater type:3610039System no:
TANUser id:13District:
36County:3610039010Frds no:
01S/04W-02K03 SPrim sta c:858Seq:

AS196
SW
1/2 - 1 Mile
Lower

858CA WELLS

          gned_name=MW03
          https://geotracker.waterboards.ca.gov/profile_report.asp?cmd=MWEDFResults&global_id=T0607100246&assiGeoTracker Data:
          date=&global_id=T0607100246&assigned_name=MW03&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=EDF&samp_Groundwater Quality Data:
          Not ReportedGAMA PFAS Testing:

          MW03Other Name:          EDFSource:
          MONITORINGWell Type:          T0607100246-MW03Well ID:

AV195
NE
1/2 - 1 Mile
Higher

CAEDF0000122877CA WELLS

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
27.Finding:12-JAN-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.8Finding:12-JAN-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.3Finding:03-FEB-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.Finding:01-MAR-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:01-MAR-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
26.Finding:19-APR-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
7.4Finding:19-APR-12Sample date:

4.Dlr:
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4.3Finding:02-AUG-17Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
800.Finding:02-AUG-17Sample date:

SAN BERNARDINOArea serve:
39453Connection:139789Pop serv:
Not ReportedZip ext:92402Zip:
CAState:SAN BERNARDINOCity:
P.O. BOX 710,Address:SAN BERNARDINO MUN WATER DEPT.Hqname:
San Bernardino CitySystem nam:3610039System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:8Precision:
1171600.0Longitude:340600.0Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:ANTIL WELL 06Source nam:
GWater type:3610039System no:
TANUser id:13District:
36County:3610039012Frds no:
01S/04W-02K08 SPrim sta c:859Seq:

AS198
SW
1/2 - 1 Mile
Lower

859CA WELLS

SAN BERNARDINOArea serve:
39453Connection:139789Pop serv:
Not ReportedZip ext:92402Zip:
CAState:SAN BERNARDINOCity:
P.O. BOX 710,Address:SAN BERNARDINO MUN WATER DEPT.Hqname:
San Bernardino CitySystem nam:3610039System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:8Precision:
1171600.0Longitude:340600.0Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:ANTIL WELL 05Source nam:
GWater type:3610039System no:
TANUser id:13District:
36County:3610039011Frds no:
01S/04W-02K02 SPrim sta c:857Seq:

AS197
SW
1/2 - 1 Mile
Lower

857CA WELLS

SAN BERNARDINOArea serve:
39453Connection:139789Pop serv:
Not ReportedZip ext:92402Zip:
CAState:SAN BERNARDINOCity:
P.O. BOX 710,Address:SAN BERNARDINO MUN WATER DEPT.Hqname:
San Bernardino CitySystem nam:3610039System no:
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0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
250.Finding:02-AUG-17Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
87.Finding:02-AUG-17Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
7.7Finding:02-AUG-17Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
55.Finding:02-AUG-17Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
4.8Finding:02-AUG-17Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
44.Finding:02-AUG-17Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
220.Finding:02-AUG-17Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.36Finding:02-AUG-17Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
1.4Finding:02-AUG-17Sample date:

100.Dlr:
UG/LReport units:IRONChemical:
150.Finding:02-AUG-17Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
570.Finding:02-AUG-17Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.95Finding:02-AUG-17Sample date:

0.1Dlr:
NTUReport units:TURBIDITY, LABORATORYChemical:
0.29Finding:02-AUG-17Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:02-AUG-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
3.8Finding:02-AUG-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
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MG/LReport units:CHLORIDEChemical:
35.Finding:01-DEC-14Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
180.Finding:01-DEC-14Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.4Finding:01-DEC-14Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
2.6Finding:01-DEC-14Sample date:

10.Dlr:
UG/LReport units:CHROMIUM (TOTAL)Chemical:
2.4Finding:01-DEC-14Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
490.Finding:01-DEC-14Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX AT SOURCE TEMP.Chemical:
0.51Finding:01-DEC-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
28.Finding:01-DEC-14Sample date:

0.Dlr:
UG/LReport units:CARBON DIOXIDEChemical:
2.6Finding:01-DEC-14Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.2Finding:01-DEC-14Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
720.Finding:01-DEC-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
7.4Finding:01-DEC-14Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
8.Finding:02-AUG-17Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
92.Finding:02-AUG-17Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
110.Finding:02-AUG-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
3.8Finding:02-AUG-17Sample date:
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PO BOX 3427Address:Not ReportedHqname:
East Valley WdSystem nam:3610064System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:8Precision:
1171600.0Longitude:340600.0Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:WELL 011ASource nam:
GWater type:3610064System no:
TANUser id:13District:
36County:3610064017Frds no:
01S/04W-02Q09 SPrim sta c:866Seq:

AS199
SW
1/2 - 1 Mile
Lower

866CA WELLS

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
25.Finding:24-NOV-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
7.4Finding:24-NOV-14Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.9Finding:01-DEC-14Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
100.Finding:01-DEC-14Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
130.Finding:01-DEC-14Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
240.Finding:01-DEC-14Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
85.Finding:01-DEC-14Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
7.7Finding:01-DEC-14Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
56.Finding:01-DEC-14Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
5.2Finding:01-DEC-14Sample date:

0.Dlr:
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83.Finding:08-JUN-16Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
100.Finding:08-JUN-16Sample date:

0.Dlr:
PCI/LReport units:URANIUM MDA95Chemical:
0.88Finding:07-MAR-17Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.6Finding:07-MAR-17Sample date:

0.Dlr:
PCI/LReport units:URANIUM COUNTING ERRORChemical:
0.61Finding:07-MAR-17Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
2.6Finding:07-MAR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
4.4Finding:06-JUN-17Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
480.Finding:01-AUG-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
4.4Finding:01-AUG-17Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
270.Finding:01-AUG-17Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
95.Finding:01-AUG-17Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
8.3Finding:01-AUG-17Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
60.Finding:01-AUG-17Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
45.Finding:01-AUG-17Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
250.Finding:01-AUG-17Sample date:

SAN BERNARDINO VICArea serve:
18303Connection:55000Pop serv:
Not ReportedZip ext:92413Zip:
CAState:SAN BERNARDINOCity:
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0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.48Finding:07-JUN-16Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
260.Finding:07-JUN-16Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
45.Finding:07-JUN-16Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
5.9Finding:07-JUN-16Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
57.Finding:07-JUN-16Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
9.6Finding:07-JUN-16Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
110.Finding:07-JUN-16Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
310.Finding:07-JUN-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
4.4Finding:07-JUN-16Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
99.Finding:07-JUN-16Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
81.Finding:07-JUN-16Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.7Finding:07-JUN-16Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
840.Finding:07-JUN-16Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
820.Finding:08-JUN-16Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.7Finding:08-JUN-16Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
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Not ReportedReport units:PH, FIELDChemical:
7.6Finding:04-JUN-13Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
840.Finding:04-JUN-13Sample date:

0.Dlr:
CReport units:SOURCE TEMPERATURE CChemical:
31.8Finding:04-JUN-13Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
600.Finding:04-JUN-13Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.67Finding:04-JUN-13Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX AT SOURCE TEMP.Chemical:
0.24Finding:04-JUN-13Sample date:

0.1Dlr:
NTUReport units:TURBIDITY, LABORATORYChemical:
0.2Finding:04-JUN-13Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
11.91Finding:04-JUN-13Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
4100.Finding:04-JUN-13Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
110.Finding:04-JUN-13Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
4.4Finding:07-JUN-16Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
580.Finding:07-JUN-16Sample date:

50.Dlr:
UG/LReport units:ZINCChemical:
76.Finding:07-JUN-16Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
8.6Finding:07-JUN-16Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
1.4Finding:07-JUN-16Sample date:

100.Dlr:
UG/LReport units:BORONChemical:
770.Finding:07-JUN-16Sample date:
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0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
580.Finding:05-JUN-12Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
290.Finding:05-JUN-12Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
9.9Finding:04-JUN-13Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
1.2Finding:04-JUN-13Sample date:

100.Dlr:
UG/LReport units:BORONChemical:
720.Finding:04-JUN-13Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.39Finding:04-JUN-13Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
260.Finding:04-JUN-13Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
47.Finding:04-JUN-13Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
5.3Finding:04-JUN-13Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
53.Finding:04-JUN-13Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
9.4Finding:04-JUN-13Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
310.Finding:04-JUN-13Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
93.Finding:04-JUN-13Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
76.Finding:04-JUN-13Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.7Finding:04-JUN-13Sample date:

0.Dlr:
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300.Finding:11-DEC-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
29.Finding:11-DEC-13Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
10.95Finding:11-DEC-13Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
6600.Finding:11-DEC-13Sample date:

0.Dlr:
Not ReportedReport units:PH, FIELDChemical:
6.7Finding:11-DEC-13Sample date:

SAN BERNARDINO VICArea serve:
18303Connection:55000Pop serv:
Not ReportedZip ext:92413Zip:
CAState:SAN BERNARDINOCity:
PO BOX 3427Address:Not ReportedHqname:
East Valley WdSystem nam:3610064System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:8Precision:
1171600.0Longitude:340600.0Latitude:
WELL/AMBNT/MUN/INTAKE/SUPPLYStation ty:WELL 012ASource nam:
GWater type:3610064System no:
TANUser id:13District:
36County:3610064018Frds no:
01S/04W-02Q08 SPrim sta c:865Seq:

AS200
SW
1/2 - 1 Mile
Lower

865CA WELLS

0.Dlr:
MG/LReport units:CALCIUMChemical:
100.Finding:05-JUN-12Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
9.1Finding:05-JUN-12Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
57.Finding:05-JUN-12Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
48.Finding:05-JUN-12Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
270.Finding:05-JUN-12Sample date:
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0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
130.Finding:11-DEC-13Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.6Finding:11-DEC-13Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
460.Finding:11-DEC-13Sample date:

0.Dlr:
CReport units:SOURCE TEMPERATURE CChemical:
18.2Finding:11-DEC-13Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
180.Finding:11-DEC-13Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
55.Finding:11-DEC-13Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
9.8Finding:11-DEC-13Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
22.Finding:11-DEC-13Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
3.3Finding:11-DEC-13Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
16.Finding:11-DEC-13Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
49.Finding:11-DEC-13Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.49Finding:11-DEC-13Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
5.8Finding:11-DEC-13Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
4.4Finding:11-DEC-13Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
0.69Finding:11-DEC-13Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
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MG/LReport units:CALCIUMChemical:
56.Finding:19-JUN-12Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
9.8Finding:19-JUN-12Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
21.Finding:19-JUN-12Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
14.Finding:19-JUN-12Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
44.Finding:19-JUN-12Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
300.Finding:19-JUN-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
25.Finding:19-JUN-12Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
180.Finding:19-JUN-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.1Finding:19-JUN-12Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
1.Finding:24-JUL-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.6Finding:04-DEC-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.9Finding:09-JAN-13Sample date:

0.5Dlr:
UG/LReport units:TETRACHLOROETHYLENEChemical:
0.77Finding:26-FEB-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
8.9Finding:16-JUL-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
9.8Finding:16-OCT-13Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
160.Finding:11-DEC-13Sample date:
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          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S003W06P013SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

203
East
1/2 - 1 Mile
Higher

USGS40000141265FED USGS

Not ReportedArea serve:
0Connection:0Pop serv:
Not ReportedZip ext:Not ReportedZip:
Not ReportedState:Not ReportedCity:
Not ReportedAddress:Not ReportedHqname:
Van Loon M W CSystem nam:3600334System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
ARStatus:2Precision:
1171600.0Longitude:340710.0Latitude:
WELL/AMBNT/MUN/INTAKEStation ty:BASELINE/BELVAN WELLSource nam:
GWater type:3600334System no:
36CUser id:66District:
36County:3600334001Frds no:
01S/04W-02B02 SPrim sta c:856Seq:

202
NW
1/2 - 1 Mile
Lower

856CA WELLS

          ftWell Hole Depth Units:
          568Well Hole Depth:          ftWell Depth Units:
          510Well Depth:          19010101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W02F003SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

201
WNW
1/2 - 1 Mile
Lower

USGS40000141376FED USGS

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
7.9Finding:28-FEB-12Sample date:

0.Dlr:
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CAState:RIVERSIDECity:
3900 MAIN STREETAddress:Not ReportedHqname:
Riverside, City OfSystem nam:3310031System no:

Not ReportedComment 7:
Not ReportedComment 6:Not ReportedComment 5:
Not ReportedComment 4:Not ReportedComment 3:
Not ReportedComment 2:Not ReportedComment 1:
AUStatus:1Precision:
1171617.1Longitude:340636.2Latitude:
WELL/AMBNT/MUN/INTAKEStation ty:GARNER WELL 06Source nam:
GWater type:3310031System no:
WATUser id:14District:
33County:3310031109Frds no:
01S/04W-02Q10 SPrim sta c:867Seq:

AW206
West
1/2 - 1 Mile
Lower

867CA WELLS

          ftWell Hole Depth Units:
          99Well Hole Depth:          ftWell Depth Units:
          99Well Depth:          19350101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
          Not ReportedContrib Drainage Area Unts:          Not ReportedContrib Drainage Area:
          Not ReportedDrainage Area Units:          Not ReportedDrainage Area:
          18070203HUC:          Not ReportedDescription:
          WellType:          001S004W12N003SMonitor Location:

          USGS California Water Science CenterOrganization Name:
          USGS-CAOrganization ID:

205
South
1/2 - 1 Mile
Lower

USGS40000140961FED USGS

          gned_name=MW02
          https://geotracker.waterboards.ca.gov/profile_report.asp?cmd=MWEDFResults&global_id=T0607100246&assiGeoTracker Data:
          date=&global_id=T0607100246&assigned_name=MW02&store_num=
          https://gamagroundwater.waterboards.ca.gov/gama/gamamap/public/GamaDataDisplay.asp?dataset=EDF&samp_Groundwater Quality Data:
          Not ReportedGAMA PFAS Testing:

          MW02Other Name:          EDFSource:
          MONITORINGWell Type:          T0607100246-MW02Well ID:

AV204
NE
1/2 - 1 Mile
Higher

CAEDF0000033812CA WELLS

          ftWell Hole Depth Units:
          158Well Hole Depth:          ftWell Depth Units:
          120Well Depth:          19550101Construction Date:
          Not ReportedAquifer Type:          Not ReportedFormation Type:

          California Coastal Basin aquifersAquifer:
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MG/LReport units:NITRATE (AS N)Chemical:
5.8Finding:09-AUG-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.8Finding:12-SEP-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.3Finding:12-SEP-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.7Finding:05-OCT-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.6Finding:05-OCT-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.Finding:02-NOV-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.6Finding:02-NOV-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.Finding:07-DEC-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.3Finding:07-DEC-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
4.7Finding:25-JAN-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
4.3Finding:25-JAN-18Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.4Finding:28-FEB-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
4.Finding:28-FEB-18Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.Finding:15-MAR-18Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
4.Finding:15-MAR-18Sample date:

RIVERSIDEArea serve:
58586Connection:245000Pop serv:
Not ReportedZip ext:92522Zip:
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2.Dlr:
UG/LReport units:ARSENICChemical:
2.5Finding:06-APR-17Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
1.4Finding:06-APR-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
4.1Finding:06-APR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
3.5Finding:06-APR-17Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:06-APR-17Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.87Finding:06-APR-17Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
380.Finding:06-APR-17Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
0.41Finding:06-APR-17Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
8.4Finding:06-APR-17Sample date:

100.Dlr:
UG/LReport units:BORONChemical:
170.Finding:06-APR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
6.Finding:05-MAY-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.1Finding:05-MAY-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.9Finding:20-JUL-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.2Finding:20-JUL-17Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.3Finding:09-AUG-17Sample date:

0.4Dlr:
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UG/LReport units:CHROMIUM, HEXAVALENTChemical:
1.1Finding:27-OCT-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
3.9Finding:27-OCT-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
4.7Finding:27-OCT-16Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
580.Finding:06-APR-17Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
8.1Finding:06-APR-17Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
93.Finding:06-APR-17Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
110.Finding:06-APR-17Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
3.5Finding:06-APR-17Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
160.Finding:06-APR-17Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
54.Finding:06-APR-17Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
4.9Finding:06-APR-17Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
55.Finding:06-APR-17Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
3.8Finding:06-APR-17Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
30.Finding:06-APR-17Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
130.Finding:06-APR-17Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.69Finding:06-APR-17Sample date:
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0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
390.Finding:21-MAY-15Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
130.Finding:21-MAY-15Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
29.Finding:21-MAY-15Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
3.6Finding:21-MAY-15Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
52.Finding:21-MAY-15Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
5.7Finding:21-MAY-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
25.Finding:09-JUL-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
5700.Finding:09-JUL-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.4Finding:09-JUL-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
27.Finding:02-OCT-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.7Finding:02-OCT-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.4Finding:28-JAN-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.9Finding:20-APR-16Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.8Finding:14-JUL-16Sample date:

0.4Dlr:
MG/LReport units:NITRATE (AS N)Chemical:
5.5Finding:14-JUL-16Sample date:

1.Dlr:
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UG/LReport units:PERCHLORATEChemical:
5.6Finding:09-OCT-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
24.Finding:09-OCT-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.2Finding:08-JAN-15Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
630.Finding:21-MAY-15Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
8.Finding:21-MAY-15Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
110.Finding:21-MAY-15Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
130.Finding:21-MAY-15Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
180.Finding:21-MAY-15Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
61.Finding:21-MAY-15Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.1Finding:21-MAY-15Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
4600.Finding:21-MAY-15Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:21-MAY-15Sample date:

0.Dlr:
UG/LReport units:TOTAL TRIHALOMETHANESChemical:
0.89Finding:21-MAY-15Sample date:

0.1Dlr:
NTUReport units:TURBIDITY, LABORATORYChemical:
7.6e-002Finding:21-MAY-15Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
21.Finding:21-MAY-15Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.95Finding:21-MAY-15Sample date:
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2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
23.Finding:03-OCT-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.6Finding:03-JAN-14Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
29.Finding:25-FEB-14Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
120.Finding:25-FEB-14Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.46Finding:25-FEB-14Sample date:

100.Dlr:
UG/LReport units:BORONChemical:
220.Finding:25-FEB-14Sample date:

3.Dlr:
PCI/LReport units:GROSS ALPHAChemical:
4.2Finding:25-FEB-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
3.1Finding:25-FEB-14Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:25-FEB-14Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
5700.Finding:25-FEB-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
25.Finding:25-FEB-14Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
1.6Finding:25-FEB-14Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
25.Finding:09-APR-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.8Finding:09-APR-14Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.6Finding:17-JUL-14Sample date:

4.Dlr:
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PCI/LReport units:URANIUM (PCI/L)Chemical:
1.3Finding:26-FEB-13Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
400.Finding:26-FEB-13Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.96Finding:26-FEB-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
21.Finding:26-FEB-13Sample date:

0.1Dlr:
NTUReport units:TURBIDITY, LABORATORYChemical:
0.4Finding:26-FEB-13Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:26-FEB-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:26-FEB-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.8Finding:26-FEB-13Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
1.2Finding:17-APR-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.6Finding:17-APR-13Sample date:

3.Dlr:
PCI/LReport units:GROSS ALPHAChemical:
3.2Finding:17-APR-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:17-APR-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.8Finding:17-APR-13Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
22.Finding:17-APR-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.7Finding:19-JUL-13Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.6Finding:03-OCT-13Sample date:
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0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
8.Finding:26-FEB-13Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
120.Finding:26-FEB-13Sample date:

0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
150.Finding:26-FEB-13Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
210.Finding:26-FEB-13Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
69.Finding:26-FEB-13Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
9.4Finding:26-FEB-13Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
42.Finding:26-FEB-13Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
3.8Finding:26-FEB-13Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
27.Finding:26-FEB-13Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
120.Finding:26-FEB-13Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.49Finding:26-FEB-13Sample date:

100.Dlr:
UG/LReport units:BORONChemical:
210.Finding:26-FEB-13Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
5.6Finding:26-FEB-13Sample date:

50.Dlr:
UG/LReport units:ALUMINUMChemical:
68.Finding:26-FEB-13Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.4Finding:26-FEB-13Sample date:

1.Dlr:
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MG/LReport units:NITRATE (AS NO3)Chemical:
22.Finding:20-JAN-12Sample date:

0.1Dlr:
NTUReport units:TURBIDITY, LABORATORYChemical:
6.9e-002Finding:20-JAN-12Sample date:

0.Dlr:
Not ReportedReport units:AGGRSSIVE INDEX (CORROSIVITY)Chemical:
12.Finding:20-JAN-12Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
5100.Finding:20-JAN-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.8Finding:19-APR-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
6.2Finding:26-JUL-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
23.Finding:26-JUL-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
24.Finding:23-AUG-12Sample date:

1.Dlr:
UG/LReport units:CHROMIUM, HEXAVALENTChemical:
2.6Finding:23-AUG-12Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
1.4Finding:18-OCT-12Sample date:

2.Dlr:
MG/LReport units:NITRATE (AS NO3)Chemical:
23.Finding:18-OCT-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.7Finding:18-OCT-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:18-OCT-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.7Finding:18-OCT-12Sample date:

0.4Dlr:
MG/LReport units:NITRATE + NITRITE (AS N)Chemical:
4800.Finding:26-FEB-13Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
610.Finding:26-FEB-13Sample date:
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0.Dlr:
PCI/LReport units:GROSS ALPHA MDA95Chemical:
3.Finding:20-JAN-12Sample date:

0.Dlr:
MG/LReport units:CALCIUMChemical:
69.Finding:20-JAN-12Sample date:

0.Dlr:
MG/LReport units:MAGNESIUMChemical:
9.5Finding:20-JAN-12Sample date:

0.Dlr:
MG/LReport units:SODIUMChemical:
38.Finding:20-JAN-12Sample date:

0.Dlr:
MG/LReport units:POTASSIUMChemical:
3.6Finding:20-JAN-12Sample date:

0.Dlr:
MG/LReport units:CHLORIDEChemical:
26.Finding:20-JAN-12Sample date:

0.5Dlr:
MG/LReport units:SULFATEChemical:
110.Finding:20-JAN-12Sample date:

0.1Dlr:
MG/LReport units:FLUORIDE (F) (NATURAL-SOURCE)Chemical:
0.47Finding:20-JAN-12Sample date:

100.Dlr:
UG/LReport units:BORONChemical:
190.Finding:20-JAN-12Sample date:

3.Dlr:
UG/LReport units:VANADIUMChemical:
4.8Finding:20-JAN-12Sample date:

3.Dlr:
PCI/LReport units:GROSS ALPHAChemical:
3.8Finding:20-JAN-12Sample date:

0.Dlr:
PCI/LReport units:GROSS ALPHA COUNTING ERRORChemical:
2.6Finding:20-JAN-12Sample date:

1.Dlr:
PCI/LReport units:URANIUM (PCI/L)Chemical:
1.3Finding:20-JAN-12Sample date:

0.Dlr:
MG/LReport units:TOTAL DISSOLVED SOLIDSChemical:
390.Finding:20-JAN-12Sample date:

0.Dlr:
Not ReportedReport units:LANGELIER INDEX @ 60 CChemical:
0.58Finding:20-JAN-12Sample date:

2.Dlr:
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0.Dlr:
MG/LReport units:BICARBONATE ALKALINITYChemical:
150.Finding:20-JAN-12Sample date:

0.Dlr:
MG/LReport units:HARDNESS (TOTAL) AS CACO3Chemical:
210.Finding:20-JAN-12Sample date:

0.Dlr:
MG/LReport units:ALKALINITY (TOTAL) AS CACO3Chemical:
120.Finding:20-JAN-12Sample date:

0.Dlr:
Not ReportedReport units:PH, LABORATORYChemical:
7.6Finding:20-JAN-12Sample date:

0.Dlr:
USReport units:SPECIFIC CONDUCTANCEChemical:
600.Finding:20-JAN-12Sample date:

4.Dlr:
UG/LReport units:PERCHLORATEChemical:
5.8Finding:20-JAN-12Sample date:

®GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS®
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Not ReportedNot ReportedNot ReportedNot ReportedBasement
Not ReportedNot ReportedNot ReportedNot ReportedLiving Area - 2nd Floor
0%0%100%0.678 pCi/LLiving Area - 1st Floor

% >20 pCi/L% 4-20 pCi/L% <4 pCi/LAverage ActivityArea

Number of sites tested: 18

Federal Area Radon Information for SAN BERNARDINO COUNTY, CA

             : Zone 3 indoor average level < 2 pCi/L.
             : Zone 2 indoor average level >= 2 pCi/L and <= 4 pCi/L.
     Note: Zone 1 indoor average level > 4 pCi/L.

Federal EPA Radon Zone for SAN BERNARDINO County:  2 

0192410

______________________
> 4 pCi/LNum TestsZipcode

Radon Test Results                                                                                 

State Database: CA Radon                                                                           

AREA RADON INFORMATION

GEOCHECK   - PHYSICAL SETTING SOURCE MAP FINDINGS
RADON

®



TOPOGRAPHIC INFORMATION

USGS 7.5’ Digital Elevation Model (DEM)
Source: United States Geologic Survey
EDR acquired the USGS 7.5’ Digital Elevation Model in 2002 and updated it in 2006. The 7.5 minute DEM corresponds
to the USGS 1:24,000- and 1:25,000-scale topographic quadrangle maps. The DEM provides elevation data
with consistent elevation units and projection.

Current USGS 7.5 Minute Topographic Map
Source: U.S. Geological Survey

HYDROLOGIC INFORMATION

Flood Zone Data: This data was obtained from the Federal Emergency Management Agency (FEMA). It depicts 100-year and
500-year flood zones as defined by FEMA. It includes the National Flood Hazard Layer (NFHL) which incorporates Flood
Insurance Rate Map (FIRM) data and Q3 data from FEMA in areas not covered by NFHL.

Source: FEMA
Telephone: 877-336-2627
Date of Government Version: 2003, 2015

NWI: National Wetlands Inventory.  This data, available in select counties across the country, was obtained by EDR
in 2002, 2005 and 2010 from the U.S. Fish and Wildlife Service.

State Wetlands Data: Wetland Inventory
Source: Department of Fish and Wildlife
Telephone: 916-445-0411

HYDROGEOLOGIC INFORMATION

AQUIFLOW       Information SystemR

Source:  EDR proprietary database of groundwater flow information
EDR has developed the AQUIFLOW Information System (AIS) to provide data on the general direction of groundwater

flow at specific points. EDR has reviewed reports submitted to regulatory authorities at select sites and has
extracted the date of the report, hydrogeologically determined groundwater flow direction and depth to water table
information.

GEOLOGIC INFORMATION

Geologic Age and Rock Stratigraphic Unit
Source: P.G. Schruben, R.E. Arndt and W.J. Bawiec, Geology of the Conterminous U.S. at 1:2,500,000 Scale - A digital
representation of the 1974 P.B. King and H.M. Beikman Map, USGS Digital Data Series DDS - 11 (1994).

STATSGO: State Soil Geographic Database
Source:  Department of Agriculture, Natural Resources Conservation Service (NRCS)
The U.S. Department of Agriculture’s (USDA) Natural Resources Conservation Service (NRCS) leads the national
Conservation Soil Survey (NCSS) and is responsible for collecting, storing, maintaining and distributing soil
survey information for privately owned lands in the United States. A soil map in a soil survey is a representation
of soil patterns in a landscape. Soil maps for STATSGO are compiled by generalizing more detailed (SSURGO)
soil survey maps.

SSURGO: Soil Survey Geographic Database
Source:  Department of Agriculture, Natural Resources Conservation Service (NRCS)
Telephone:  800-672-5559
SSURGO is the most detailed level of mapping done by the Natural Resources Conservation Service, mapping
scales generally range from 1:12,000 to 1:63,360. Field mapping methods using national standards are used to
construct the soil maps in the Soil Survey Geographic (SSURGO) database. SSURGO digitizing duplicates the
original soil survey maps. This level of mapping is designed for use by landowners, townships and county
natural resource planning and management.

TC6905679.2s     Page PSGR-1

PHYSICAL SETTING SOURCE RECORDS SEARCHED



LOCAL / REGIONAL WATER AGENCY RECORDS

FEDERAL WATER WELLS

PWS: Public Water Systems
Source:  EPA/Office of Drinking Water
Telephone:  202-564-3750
Public Water System data from the Federal Reporting Data System.  A PWS is any water system which provides water to at

least 25 people for at least 60 days annually.  PWSs provide water from wells, rivers and other sources.

PWS ENF: Public Water Systems Violation and Enforcement Data
Source:  EPA/Office of Drinking Water
Telephone:  202-564-3750
Violation and Enforcement data for Public Water Systems from the Safe Drinking Water Information System (SDWIS) after

August 1995.  Prior to August 1995, the data came from the Federal Reporting Data System (FRDS).

USGS Water Wells: USGS National Water Inventory System (NWIS)
This database contains descriptive information on sites where the USGS collects or has collected data on surface
water and/or groundwater. The groundwater data includes information on wells, springs, and other sources of groundwater.

OTHER STATE DATABASE INFORMATION

Groundwater Ambient Monitoring & Assessment Program
State Water Resources Control Board
Telephone: 916-341-5577
The GAMA Program is Californias comprehensive groundwater quality monitoring program. GAMA collects data by testing

the untreated, raw water in different types of wells for naturally-occurring and man-made chemicals.  The GAMA
data includes Domestic, Monitoring and Municipal well types from the following sources, Department of Water Resources,
Department of Heath Services, EDF, Agricultural Lands, Lawrence Livermore National Laboratory, Department of Pesticide
Regulation,  United States Geological Survey, Groundwater Ambient Monitoring and Assessment Program and Local
Groundwater Projects.

Water Well Database
Source:  Department of Water Resources
Telephone:  916-651-9648

California Drinking Water Quality Database
Source:  Department of Public Health
Telephone:  916-324-2319
The database includes all drinking water compliance and special studies monitoring for the state of California

since 1984. It consists of over 3,200,000 individual analyses along with well and water system information.

California Oil and Gas Well Locations
Source: Dept of Conservation, Geologic Energy Management Division
Telephone:  916-323-1779
Oil and Gas well locations in the state.

California Earthquake Fault Lines
Source:  California Division of Mines and Geology
The fault lines displayed on EDR’s Topographic map are digitized quaternary fault lines prepared in 1975 by the

United State Geological Survey. Additional information (also from 1975) regarding activity at specific fault
lines comes from California’s Preliminary Fault Activity Map prepared by the California Division of Mines and
Geology.

RADON

State Database: CA Radon
Source: Department of Public Health
Telephone: 916-210-8558
Radon Database for California

TC6905679.2s     Page PSGR-2
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Area Radon Information
Source: USGS
Telephone:  703-356-4020
The National Radon Database has been developed by the U.S. Environmental Protection Agency
(USEPA) and is a compilation of the EPA/State Residential Radon Survey and the National Residential Radon Survey.
The study covers the years 1986 - 1992. Where necessary data has been supplemented by information collected at
private sources such as universities and research institutions.

EPA Radon Zones
Source:  EPA
Telephone:  703-356-4020
Sections 307 & 309 of IRAA directed EPA to list and identify areas of U.S. with the potential for elevated indoor
radon levels.

OTHER

Airport Landing Facilities: Private and public use landing facilities
Source:  Federal Aviation Administration, 800-457-6656

Epicenters: World earthquake epicenters, Richter 5 or greater
Source:  Department of Commerce, National Oceanic and Atmospheric Administration

California Earthquake Fault Lines: The fault lines displayed on EDR’s Topographic map are digitized quaternary fault lines,
prepared in 1975 by the United State Geological Survey.  Additional information (also from 1975) regarding activity at specific fault
lines comes from California’s Preliminary Fault Activity Map prepared by the California Division of Mines and Geology.

STREET AND ADDRESS INFORMATION

Â© 2015 TomTom North America, Inc. All rights reserved.  This material is proprietary and the subject of copyright protection
and other intellectual property rights owned by or licensed to Tele Atlas North America, Inc.  The use of this material is subject
to the terms of a license agreement.  You will be held liable for any unauthorized copying or disclosure of this material.
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O d i c  E n v i r o n m e n t a l  

APPENDIX D 
HISTORICAL RECORD SEARCH  

(HISTORICAL SANBORN FIRE INSURANCE MAPS / AERIAL PHOTOS / TOPO MAPS / HISTORICAL CITY DIRECTORIES / 
OTHER HISTORICAL RECORDS) 

 
 



Certified Sanborn® Map Report

Inquiry Number:

6 Armstrong Road, 4th floor 
Shelton, CT 06484
Toll Free: 800.352.0050 
www.edrnet.com

6375756-ESAI

APN  0279-201-24-0000

San Bernardino, CA 92410

March 21, 2022
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Certified Sanborn® Map Report 

Certified Sanborn Results:

Disclaimer - Copyright and Trademark Notice

EDR and its logos (including Sanborn and Sanborn Map) are trademarks of Environmental Data Resources, Inc. or its affiliates. All other trademarks used herein 
are the property of their respective owners.

page-

The Sanborn Library includes more than 1.2 million
fire insurance maps from Sanborn, Bromley, Perris &
Browne, Hopkins, Barlow and others which track
historical property usage in approximately 12,000
American cities and towns.  Collections searched:

Library of Congress

University Publications of America

EDR Private Collection

The Sanborn Library LLC Since 1866™

Limited Permission To Make Copies

Sanborn® Library search results 

Contact:EDR Inquiry # 

Site Name: Client Name:

 Certification #

PO #

Project

03/21/22

APN  0279-201-24-0000
6375756-ESAI ODIC Environmental

407 W. Imperial Hwy
San Bernardino, CA 92410

6905679.3
Brea, CA 92821

Frank Trinidad
The Sanborn Library has been searched by EDR and maps covering the target property location as provided by ODIC Environmental were
identified for the years listed below. The Sanborn Library is the largest, most complete collection of fire insurance maps. The collection
includes maps from Sanborn, Bromley, Perris & Browne, Hopkins, Barlow, and others.  Only Environmental Data Resources Inc. (EDR) is
authorized to grant rights for commercial reproduction of maps by the Sanborn Library LLC, the copyright holder for the collection.  Results
can be authenticated by visiting www.edrnet.com/sanborn.

The Sanborn Library is continually enhanced with newly identified map archives. This report accesses all maps in the collection as of the
day this report was generated.

1F40-4533-88AC
032122

UNMAPPED PROPERTY

6375756-ESAI

This report certifies that the complete holdings of the Sanborn Library,
LLC collection have been searched based on client supplied target
property information, and fire insurance maps covering the target property
were not found.

Certification #: 1F40-4533-88AC

ODIC Environmental  (the client) is permitted to make up to FIVE photocopies of this Sanborn Map transmittal and each fire insurance map accompanying this report
solely for the limited use of its customer. No one other than the client is authorized to make copies. Upon request made directly to an EDR Account Executive, the
client may be permitted to make a limited number of additional photocopies. This permission is conditioned upon compliance by the client, its customer and their
agents with EDR's copyright policy; a copy of which is available upon request.

This Report contains certain information obtained from a variety of public and other sources reasonably available to Environmental Data Resources, Inc. It cannot
be concluded from this Report that coverage information for the target and surrounding properties does not exist from other sources. NO WARRANTY
EXPRESSED OR IMPLIED, IS MADE WHATSOEVER IN CONNECTION WITH THIS REPORT. ENVIRONMENTAL DATA RESOURCES, INC. SPECIFICALLY
DISCLAIMS THE MAKING OF ANY SUCH WARRANTIES, INCLUDING WITHOUT LIMITATION, MERCHANTABILITY OR FITNESS FOR A PARTICULAR USE
OR PURPOSE. ALL RISK IS ASSUMED BY THE USER. IN NO EVENT SHALL ENVIRONMENTAL DATA RESOURCES, INC. BE LIABLE TO ANYONE,
WHETHER ARISING OUT OF ERRORS OR OMISSIONS, NEGLIGENCE, ACCIDENT OR ANY OTHER CAUSE, FOR ANY LOSS OF DAMAGE, INCLUDING,
WITHOUT LIMITATION, SPECIAL, INCIDENTAL, CONSEQUENTIAL, OR EXEMPLARY DAMAGES. ANY LIABILITY ON THE PART OF ENVIRONMENTAL
DATA RESOURCES, INC. IS STRICTLY LIMITED TO A REFUND OF THE AMOUNT PAID FOR THIS REPORT. Purchaser accepts this Report "AS IS". Any
analyses, estimates, ratings, environmental risk levels or risk codes provided in this Report are provided for illustrative purposes only, and are not intended to
provide, nor should they be interpreted as providing any facts regarding, or prediction or forecast of, any environmental risk for any property. Only a Phase I
Environmental Site Assessment performed by an environmental professional can provide information regarding the environmental risk for any property.
Additionally, the information provided in this Report is not to be construed as legal advice.
Copyright 2022 by Environmental Data Resources, Inc. All rights reserved. Reproduction in any media or format, in whole or in part, of any report or map of
Environmental Data Resources, Inc., or its affiliates, is prohibited without prior written permission.
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The EDR Aerial Photo Decade Package

6375756-ESAI

APN  0279-201-24-0000

San Bernardino, CA 92410

Inquiry Number:

March 21, 2022

6905679.8

6 Armstrong Road, 4th floor
Shelton, CT 06484
Toll Free: 800.352.0050
www.edrnet.com



2016 1"=500' Flight Year: 2016 USDA/NAIP

2012 1"=500' Flight Year: 2012 USDA/NAIP

2009 1"=500' Flight Year: 2009 USDA/NAIP

2006 1"=500' Flight Year: 2006 USDA/NAIP

2002 1"=500' Acquisition Date: January 01, 2002 USGS/DOQQ

1994 1"=500' Acquisition Date: January 01, 1994 USGS/DOQQ

1989 1"=500' Flight Date: August 15, 1989 USDA

1985 1"=500' Flight Date: July 28, 1985 USDA

1975 1"=500' Flight Date: December 01, 1975 USGS

1968 1"=500' Flight Date: September 09, 1968 USDA

1966 1"=500' Flight Date: April 16, 1966 USGS

1959 1"=500' Flight Date: October 15, 1959 USDA

1953 1"=500' Flight Date: January 21, 1953 USDA

1949 1"=500' Flight Date: May 06, 1949 USDA

1938 1"=500' Flight Date: June 03, 1938 USDA

1930 1"=500' Flight Date: March 25, 1930 FAIR

EDR Aerial Photo Decade Package 03/21/22

6375756-ESAI

Site Name: Client Name:

ODIC Environmental
APN  0279-201-24-0000 407 W. Imperial Hwy
San Bernardino, CA 92410 Brea, CA 92821
EDR Inquiry # 6905679.8 Contact: Frank Trinidad

Environmental Data Resources, Inc. (EDR) Aerial Photo Decade Package is a screening tool designed to assist
environmental professionals in evaluating potential liability on a target property resulting from past activities. EDR’s
professional researchers provide digitally reproduced historical aerial photographs, and when available, provide one photo
per decade.

Search Results:

Year Scale Details Source

When delivered electronically by EDR, the aerial photo images included with this report are for ONE TIME USE
ONLY. Further reproduction of these aerial photo images is prohibited without permission from EDR. For more
information contact your EDR Account Executive.

Disclaimer - Copyright and Trademark Notice
This Report contains certain information obtained from a variety of public and other sources reasonably available to Environmental Data Resources, Inc. It cannot
be concluded from this Report that coverage information for the target and surrounding properties does not exist from other sources. NO WARRANTY
EXPRESSED OR IMPLIED, IS MADE WHATSOEVER IN CONNECTION WITH THIS REPORT. ENVIRONMENTAL DATA RESOURCES, INC. SPECIFICALLY
DISCLAIMS THE MAKING OF ANY SUCH WARRANTIES, INCLUDING WITHOUT LIMITATION, MERCHANTABILITY OR FITNESS FOR A PARTICULAR USE
OR PURPOSE. ALL RISK IS ASSUMED BY THE USER. IN NO EVENT SHALL ENVIRONMENTAL DATA RESOURCES, INC. BE LIABLE TO ANYONE,
WHETHER ARISING OUT OF ERRORS OR OMISSIONS, NEGLIGENCE, ACCIDENT OR ANY OTHER CAUSE, FOR ANY LOSS OF DAMAGE, INCLUDING,
WITHOUT LIMITATION, SPECIAL, INCIDENTAL, CONSEQUENTIAL, OR EXEMPLARY DAMAGES. ANY LIABILITY ON THE PART OF ENVIRONMENTAL
DATA RESOURCES, INC. IS STRICTLY LIMITED TO A REFUND OF THE AMOUNT PAID FOR THIS REPORT. Purchaser accepts this Report "AS IS". Any
analyses, estimates, ratings, environmental risk levels or risk codes provided in this Report are provided for illustrative purposes only, and are not intended to
provide, nor should they be interpreted as providing any facts regarding, or prediction or forecast of, any environmental risk for any property. Only a Phase I
Environmental Site Assessment performed by an environmental professional can provide information regarding the environmental risk for any property.
Additionally, the information provided in this Report is not to be construed as legal advice.

Copyright 2022 by Environmental Data Resources, Inc. All rights reserved. Reproduction in any media or format, in whole or in part, of any report or map of
Environmental Data Resources, Inc., or its affiliates, is prohibited without prior written permission.

EDR and its logos (including Sanborn and Sanborn Map) are trademarks of Environmental Data Resources, Inc. or its affiliates. All other trademarks used herein are
the property of their respective owners.
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EDR Historical Topo Map Report

Inquiry Number:

6 Armstrong Road, 4th floor 
Shelton, CT 06484
Toll Free: 800.352.0050 
www.edrnet.com

with QuadMatch™

6375756-ESAI

APN  0279-201-24-0000

San Bernardino, CA 92410

March 21, 2022

6905679.4



EDR Historical Topo Map Report 

EDR Inquiry # 

Search Results:

P.O.#  
Project:

Maps Provided:

Disclaimer - Copyright and Trademark Notice

EDR and its logos (including Sanborn and Sanborn Map) are trademarks of Environmental Data Resources, Inc. or its affiliates. All other trademarks used herein 
are the property of their respective owners.

page-

Coordinates:

Latitude: 
Longitude: 
UTM Zone: 
UTM X Meters: 
UTM Y Meters: 
Elevation:

Contact:

Site Name: Client Name:

2018

2015

2012

1996

1988

1980

1975

1973

1967

1954

1953, 1954

1943

1942

1936, 1938

1901

1898, 1899

1896

03/21/22

6375756-ESAI ODIC Environmental
APN  0279-201-24-0000 407 W. Imperial Hwy
San Bernardino, CA 92410 Brea, CA 92821

6905679.4 Frank Trinidad

EDR Topographic Map Library has been searched by EDR and maps covering the target property location as provided by
ODIC Environmental were identified for the years listed below. EDR’s Historical Topo Map Report is designed to assist
professionals in evaluating potential liability on a target property resulting from past activities. EDRs Historical Topo Map
Report includes a search of a collection of public and private color historical topographic maps, dating back to the late
1800s.

032122 34.10969 34° 6' 35" North

6375756-ESAI -117.254878 -117° 15' 18" West
Zone 11 North
476492.84
3774347.62
1082.32' above sea level

This Report contains certain information obtained from a variety of public and other sources reasonably available to Environmental Data Resources, Inc. It cannot
be concluded from this Report that coverage information for the target and surrounding properties does not exist from other sources. NO WARRANTY
EXPRESSED OR IMPLIED, IS MADE WHATSOEVER IN CONNECTION WITH THIS REPORT. ENVIRONMENTAL DATA RESOURCES, INC. SPECIFICALLY
DISCLAIMS THE MAKING OF ANY SUCH WARRANTIES, INCLUDING WITHOUT LIMITATION, MERCHANTABILITY OR FITNESS FOR A PARTICULAR USE
OR PURPOSE. ALL RISK IS ASSUMED BY THE USER. IN NO EVENT SHALL ENVIRONMENTAL DATA RESOURCES, INC. BE LIABLE TO ANYONE,
WHETHER ARISING OUT OF ERRORS OR OMISSIONS, NEGLIGENCE, ACCIDENT OR ANY OTHER CAUSE, FOR ANY LOSS OF DAMAGE, INCLUDING,
WITHOUT LIMITATION, SPECIAL, INCIDENTAL, CONSEQUENTIAL, OR EXEMPLARY DAMAGES. ANY LIABILITY ON THE PART OF ENVIRONMENTAL
DATA RESOURCES, INC. IS STRICTLY LIMITED TO A REFUND OF THE AMOUNT PAID FOR THIS REPORT. Purchaser accepts this Report "AS IS". Any
analyses, estimates, ratings, environmental risk levels or risk codes provided in this Report are provided for illustrative purposes only, and are not intended to
provide, nor should they be interpreted as providing any facts regarding, or prediction or forecast of, any environmental risk for any property. Only a Phase I
Environmental Site Assessment performed by an environmental professional can provide information regarding the environmental risk for any property.
Additionally, the information provided in this Report is not to be construed as legal advice.
Copyright 2022 by Environmental Data Resources, Inc. All rights reserved. Reproduction in any media or format, in whole or in part, of any report or map of
Environmental Data Resources, Inc., or its affiliates, is prohibited without prior written permission.
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Topo Sheet Key
This EDR Topo Map Report is based upon the following USGS topographic map sheets.

-

2018 Source Sheets

2018
San Bernardino South

7.5-minute, 24000
2018
Redlands

7.5-minute, 24000
2018
San Bernardino North

7.5-minute, 24000
2018
Harrison Mountain

7.5-minute, 24000

2015 Source Sheets

2015
San Bernardino South

7.5-minute, 24000
2015
Redlands

7.5-minute, 24000
2015
San Bernardino North

7.5-minute, 24000
2015
Harrison Mountain

7.5-minute, 24000

2012 Source Sheets

2012
San Bernardino South

7.5-minute, 24000
2012
Redlands

7.5-minute, 24000
2012
San Bernardino North

7.5-minute, 24000
2012
Harrison Mountain

7.5-minute, 24000

1996 Source Sheets

1996
San Bernardino North

7.5-minute, 24000
Aerial Photo Revised 1994

1996
Redlands

7.5-minute, 24000
Aerial Photo Revised 1994

1996
Harrison Mountain

7.5-minute, 24000
Aerial Photo Revised 1994

6905679 4 3
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Topo Sheet Key
This EDR Topo Map Report is based upon the following USGS topographic map sheets.

-

1988 Source Sheets

1988
Redlands

7.5-minute, 24000
Aerial Photo Revised 1985

1988
San Bernardino North

7.5-minute, 24000
Aerial Photo Revised 1985

1988
Harrison Mtn.

7.5-minute, 24000
Aerial Photo Revised 1985

1980 Source Sheets

1980
San Bernardino North

7.5-minute, 24000
Aerial Photo Revised 1978

1980
Harrison Mtn.

7.5-minute, 24000
Aerial Photo Revised 1978

1980
San Bernardino South

7.5-minute, 24000
Aerial Photo Revised 1979

1980
Redlands

7.5-minute, 24000
Aerial Photo Revised 1978

1975 Source Sheets

1975
Redlands

7.5-minute, 24000
Aerial Photo Revised 1975

1975
Harrison Mtn.

7.5-minute, 24000
Aerial Photo Revised 1975

1975
San Bernardino South

7.5-minute, 24000
Aerial Photo Revised 1975

1975
San Bernardino North

7.5-minute, 24000
Aerial Photo Revised 1975

1973 Source Sheets

1973
San Bernardino North

7.5-minute, 24000
Aerial Photo Revised 1966

1973
Harrison Mtn

7.5-minute, 24000
Aerial Photo Revised 1973

1973
Redlands

7.5-minute, 24000
Aerial Photo Revised 1973

1973
San Bernardino South

7.5-minute, 24000
Aerial Photo Revised 1973

6905679 4 4
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Topo Sheet Key
This EDR Topo Map Report is based upon the following USGS topographic map sheets.

-

1967 Source Sheets

1967
San Bernardino South

7.5-minute, 24000
Aerial Photo Revised 1966

1967
Harrison Mtn.

7.5-minute, 24000
Aerial Photo Revised 1966

1967
Redlands

7.5-minute, 24000
Aerial Photo Revised 1966

1967
San Bernardino North

7.5-minute, 24000
Aerial Photo Revised 1966

1954 Source Sheets

1954
Redlands

15-minute, 62500
Aerial Photo Revised 1952

1954
San Bernardino

15-minute, 62500
Aerial Photo Revised 1952

1953, 1954 Source Sheets

1953
Harrison Mtn.

7.5-minute, 24000
Aerial Photo Revised 1952

1954
San Bernardino South

7.5-minute, 24000
Aerial Photo Revised 1952

1954
San Bernardino North

7.5-minute, 24000
Aerial Photo Revised 1952

1943 Source Sheets

1943
Colton

7.5-minute, 31680

6905679 4 5
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Topo Sheet Key
This EDR Topo Map Report is based upon the following USGS topographic map sheets.

-

1942 Source Sheets

1942
SAN BERNARDINO

15-minute, 50000

1936, 1938 Source Sheets

1936
Arrowhead

7.5-minute, 31680
1938
Colton

7.5-minute, 31680

1901 Source Sheets

1901
San Bernardino

15-minute, 62500
1901
Redlands

15-minute, 62500

1898, 1899 Source Sheets

1898
San Bernardino

15-minute, 62500
1899
Redlands

15-minute, 62500

6905679 4 6
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Topo Sheet Key
This EDR Topo Map Report is based upon the following USGS topographic map sheets.

-

1896 Source Sheets

1896
San Bernardino

15-minute, 62500
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Historical Topo Map

page

SITE NAME:

 ADDRESS:

CLIENT:

This report includes information from the 

following map sheet(s).

-

EW

SW      S       SE

NW      N        NE

2018

0 Miles 0.25 0.5 1 1.5

6375756-ESAI
APN  0279-201-24-0000
San Bernardino, CA 92410
ODIC Environmental

TP, San Bernardino South, 2018, 7.5-minute
NE, Harrison Mountain, 2018, 7.5-minute
SE, Redlands, 2018, 7.5-minute
NW, San Bernardino North, 2018, 7.5-minute

6905679 4 8
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EXECUTIVE SUMMARY

DESCRIPTION

Environmental Data Resources, Inc.’s (EDR) City Directory Abstract is a screening tool designed to assist 
environmental professionals in evaluating potential liability on a target property resulting f rom past activities.  
EDR’s City Directory Abstract includes a search and abstract of  available city directory data.  For each 
address, the directory lists the name of  the corresponding occupant at f ive year intervals.

Bus iness directories including city, cross reference and telephone directories were reviewed, if  available, at 
approximately f ive year intervals for the years spanning 1922 through 2017.  This report compiles 
information gathered in this review by geocoding the latitude and longitude of  properties identif ied and 
gathering information about properties within 660 feet of  the target property.

A summary of  the information obtained is provided in the text of  this report.

RECORD SOURCES

EDR's Digital Archive combines historical directory listings f rom sources such as Cole Information and Dun 
& Bradstreet. These standard sources of  property information complement and enhance each other to 
provide a more comprehensive report.

EDR is l icensed to reproduce certain City Directory works by the copyright holders of  those works. The 
purchaser of  this EDR City Directory Report may include it in report(s) delivered to a customer. Reproduction 
of  City Directories without permission of  the publisher or licensed vendor may be a violation of  copyright.

RESEARCH SUMMARY

The following research sources were consulted in the preparation of  this report. An "X" indicates where 
information was identif ied in the source and provided in this report.

Source TPYear Adjoining Text Abstract Source Image

2017 Cole Information Services - X X -
2014 Cole Information Services - X X -
2009 Cole Information Services - X X -
2008 Haines  Company, Inc. - X X -
2004 Cole Information Services - X X -
2003 Haines & Co Publishers - X X -
2002 Cole Information Services - - - -
1999 Cole Information Services - X X -
1996 GTE Street Address Directory - X X -
1995 GTE Directories - - - -

6905679- 5 Page 1
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EXECUTIVE SUMMARY

Source TPYear Adjoining Text Abstract Source Image

1994 Cole Information Services - X X -
1991 GTE California Incorporated - X X -
1990 GTE California Incorporated - - - -
1985 GTE - - - -
1981 General Telephone Company of 

California
- X X -

1980 GTE - - - -
1975 General Telephone Company of 

California
- X X -

Pacific Telephone Co - X X -
1970 General Telephone Company of 

California
- X X -

1965 General Telephone Company of 
California

- X X -

1964 Luskey Brothers & Co - - - -
1961 Luskey Brothers& Co Publishers - - - -
1960 Luskey Brothers & Co Publishers - - - -
1956 General Telephone Company Publishers - - - -
1955 Luskey Brothers Co Publishers - - - -
1951 Los Angeles Directory Co Publishers - - - -
1950 The Pacific Telephone and Telegraph Co - - - -
1949 San Bernardino Directory Co. Publishers - - - -
1946 Los Angeles Directory Company 

Publishers
- - - -

1945 Southern Califronia Telephone Company - - - -
1942 San Bernardino Directory Co Publisher - - - -
1941 Associated Telephone Company Limited - - - -
1940 Los Angeles Directory Co. - - - -
1938 Los Angeles Directory Co. - - - -
1936 San Bernardino Directory Co Publisher - - - -
1934 Los Angeles Directory Co. - - - -
1931 Los Angeles Directory Co. - - - -
1930 San Bernardino Directory Co Publisher - - - -
1926 Los Angeles Directory Co. - - - -
1923 Los Angeles Directory Company - - - -
1922 R.L. Polk & Co Publishers - - - -

6905679- 5 Page 2

I 



FINDINGS

TARGET PROPERTY INFORMATION

ADDRESS

APN  0279-201-24-0000
San Bernardino, CA   92410

FINDINGS DETAIL

Target Property research detail.

6905679- 5 Page 3
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FINDINGS

ADJOINING PROPERTY DETAIL

The following Adjoining Property addresses were researched for this report.  Detailed f indings are provided 
for each address.

5TH

25128  5TH

Year Uses Source

1991 La Gesse Thos B GTE California Incorporated

1975 La Gesse Thos B Pacific Telephone Co

25137  5TH

Year Uses Source

1991 Kelly Kim GTE California Incorporated

25141  5TH

Year Uses Source

1991 Parker Marvin GTE California Incorporated

25142  5TH

Year Uses Source

1991 Willis Thelma J GTE California Incorporated

1975 Reeves Frank Pacific Telephone Co

25157  5TH

Year Uses Source

1991 Marengo Richard GTE California Incorporated

25167  5TH

Year Uses Source

1991 Church Of God GTE California Incorporated

25180  5TH

Year Uses Source

1991 Batey David GTE California Incorporated

Ow en Deborah GTE California Incorporated

Worley Garland GTE California Incorporated

Peacock Richard A GTE California Incorporated

6905679- 5 Page 4

I 



Year Uses Source

FINDINGS

Year Uses Source

1991 Aguilar Eduardo I GTE California Incorporated

Daniely Ben GTE California Incorporated

Egland Teola GTE California Incorporated

Harper Milton GTE California Incorporated

Jones Larry GTE California Incorporated

25191  5TH

Year Uses Source

1975 Ashford Claude Pacific Telephone Co

Chaves Raymond Pacific Telephone Co

Humphrey Jas S Pacific Telephone Co

Larson N Pacific Telephone Co

Novo C Pacific Telephone Co

25215  5TH

Year Uses Source

1991 Ort Dan I E GTE California Incorporated

1975 Kittinger David E Sr Pacific Telephone Co

ABC TRANSPORTERS Pacific Telephone Co

25223  5TH

Year Uses Source

1991 Perry Richard GTE California Incorporated

25249  5TH

Year Uses Source

1975 Eggler Johnny Pacific Telephone Co

5TH ST

25108  5TH ST

Year Uses Source

2014 MARY BURNETT Cole Information Services

25112  5TH ST

Year Uses Source

2017 ROGER WOODY Cole Information Services

6905679- 5 Page 5
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Year Uses Source

FINDINGS

Year Uses Source

2009 OCCUPANT UNKNOWN Cole Information Services

2008 BREWART Nelson Haines  Company, Inc.

2003 BREWART Nelson Haines & Co Publishers

1999 OCCUPANT UNKNOWN Cole Information Services

1994 HOMAN, M Cole Information Services

25125  5TH ST

Year Uses Source

1999 OCCUPANT UNKNOWN Cole Information Services

25127  5TH ST

Year Uses Source

2017 PROSPERO RAMOS Cole Information Services

2014 OCCUPANT UNKNOWN Cole Information Services

2009 OCCUPANT UNKNOWN Cole Information Services

2008 MAMMOTH SOIL LAB Haines  Company, Inc.

2004 LEVENT UNAL Cole Information Services

2003 NAZIKOGLU Zekai Haines & Co Publishers

1999 OCCUPANT UNKNOWN Cole Information Services

25128  5TH ST

Year Uses Source

2017 MARK OLSEN Cole Information Services

2014 LINDA MILLER Cole Information Services

2009 FRED SHORT Cole Information Services

2008 MILLER Linda Haines  Company, Inc.

2004 LINDA MILLER Cole Information Services

2003 MILLER Linda Haines & Co Publishers

1999 FRED SHORT Cole Information Services

1981 LA GESSE  THOS B General Telephone Company of California

1975 LA GESSE THOS B General Telephone Company of California

1970 Pickering Roberta General Telephone Company of California

6905679- 5 Page 6
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Year Uses Source

FINDINGS

25133  5TH ST

Year Uses Source

2008 XXXX Haines  Company, Inc.

2004 HELEN JUST Cole Information Services

2003 XXXX Haines & Co Publishers

1999 OCCUPANT UNKNOWN Cole Information Services

1996 Shea  Julie GTE Street Address Directory

25137  5TH ST

Year Uses Source

2014 IRINEO RAMOS Cole Information Services

2009 JOSE DOMINGUEZ Cole Information Services

2008 DOMINGUEZ Jose Haines  Company, Inc.

2004 OCCUPANT UNKNOWN Cole Information Services

2003 XXXX Haines & Co Publishers

1999 OCCUPANT UNKNOWN Cole Information Services

JOSE DOMINGUEZ Cole Information Services

1996 Candelaria  Lydia GTE Street Address Directory

1994 KELLY, KIM Cole Information Services

25141  5TH ST

Year Uses Source

2017 EULALIA CONDE Cole Information Services

2014 IRLANDA MARTINEZ Cole Information Services

2009 IRLANDA MARTINEZ Cole Information Services

2008 ALVAREZ Alberto Haines  Company, Inc.

2004 OCCUPANT UNKNOWN Cole Information Services

2003 PANKEY Dana Haines & Co Publishers

1999 OCCUPANT UNKNOWN Cole Information Services

IRLANDA MARTINEZ Cole Information Services

1996 Russell  Corine GTE Street Address Directory

1994 PARKER SCREENS Cole Information Services

6905679- 5 Page 7
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Year Uses Source

FINDINGS

25142  5TH ST

Year Uses Source

2017 SHAWN MAYS Cole Information Services

2014 SHAWN MAYS Cole Information Services

2008 MAYS Joseph Haines  Company, Inc.

2004 JOSEPH MAYS Cole Information Services

2003 MAYS Joseph Haines & Co Publishers

1994 WILLIS, THELMA J Cole Information Services

1975 REEVES FRANK General Telephone Company of California

1970 Reeves Frank General Telephone Company of California

25150  5TH ST

Year Uses Source

2003 XXXX Haines & Co Publishers

25157  5TH ST

Year Uses Source

2017 GRACIELA SANTOYO Cole Information Services

2014 GRACIELA SANTOYO Cole Information Services

2008 SANTOYO Graciela Haines  Company, Inc.

2003 ALVARADO Edw en Haines & Co Publishers

25167  5TH ST

Year Uses Source

2008 CHURCH OF GOD Haines  Company, Inc.

2004 CHURCH OF GOD Cole Information Services

2003 CHURCH OF GOD Haines & Co Publishers

1999 CHURCH OF GOD Cole Information Services

1996 CHURCH OF GOD GTE Street Address Directory

1994 CHURCH OF GOD Cole Information Services

1981 CHURCH OF GOD General Telephone Company of California

25180  5TH ST

Year Uses Source

2017 JAMES MORRIS Cole Information Services

CHRISTINA BERNAL Cole Information Services
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FINDINGS

Year Uses Source

2017 JOSHUA STEWART Cole Information Services

MICHELLE TRAN Cole Information Services

LAKIA ALEXANDER Cole Information Services

MARIA DELOPEZ Cole Information Services

MARIA HERNANDEZ Cole Information Services

STEVEN JETER Cole Information Services

RICHARD VANDERHORST Cole Information Services

CRAIG WILSON Cole Information Services

GARY BANKS-SR Cole Information Services

ANTHONY GARCIA Cole Information Services

LAMENTHIA MALONE Cole Information Services

ENRIQUIE VASQUEZ Cole Information Services

JOHN WHITBORD Cole Information Services

NING ECKLUND Cole Information Services

LEIF FLOWREST Cole Information Services

DANIEL FREEMAN Cole Information Services

ANDREAS MIRZA Cole Information Services

CYNTHIA SMITH Cole Information Services

JOHN THOMAS Cole Information Services

GARY BANKS Cole Information Services

CHRISTOPHER CROSS Cole Information Services

VICTORIA ESCOBEDO Cole Information Services

TOPOL HEDERSON Cole Information Services

JENNIFER PERRY Cole Information Services

JOSE SANTOS Cole Information Services

JOANNA CAMACHO Cole Information Services

SUE CARTER Cole Information Services

SANDRA ESCALANTE Cole Information Services

ANTOINETTE JONES Cole Information Services

JENNIFER MORENO Cole Information Services

CALVIN REED Cole Information Services

NANCY THOMAS Cole Information Services
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FINDINGS

Year Uses Source

2017 OSCAR ESPINOSA Cole Information Services

ROBERT FLORES Cole Information Services

JAMASIA NELSON Cole Information Services

KYNDELL RICHARDSON Cole Information Services

JOHNATHAN SULLIVAN Cole Information Services

JESUS ACOSTA Cole Information Services

JULIO FLORES Cole Information Services

GARY JOHNSTON Cole Information Services

WINIFRED WILSON Cole Information Services

ERIN WISE Cole Information Services

DEBRA NORTON Cole Information Services

2014 KIMBERLY SIMMONS Cole Information Services

SARAH PIPKIN Cole Information Services

JESUS ACOSTA Cole Information Services

TODD BROOKS Cole Information Services

J CARLOS Cole Information Services

VICTORIA GOMEZ Cole Information Services

CHARLES JOHNSON Cole Information Services

AUDRIANA LUNA Cole Information Services

JUSTIN MCCRARY Cole Information Services

LILIANA SULLIVAN Cole Information Services

TERRANCE WILLIAMS Cole Information Services

JOSE LOPEZ Cole Information Services

JAMES MORRIS Cole Information Services

ERIN WISE Cole Information Services

JOE PEREZ Cole Information Services

ALEJANDRA CORTEZ Cole Information Services

MARIA DELOPEZ Cole Information Services

STEFANIE SANTANA Cole Information Services

GAYLE BANUELOS Cole Information Services

ELVIN COCHRON Cole Information Services

ALICIA LOTT Cole Information Services
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Year Uses Source

FINDINGS

Year Uses Source

2014 NATHANIEL ORIMOLADE Cole Information Services

RENNET TILLETT Cole Information Services

CRAIG WILSON Cole Information Services

NING ECKLUND Cole Information Services

LEIF FLOWREST Cole Information Services

LAURA GARCIA Cole Information Services

ANDREAS MIRZA Cole Information Services

D RUVALCABA Cole Information Services

CYNTHIA SMITH Cole Information Services

CHANTA WALLS Cole Information Services

VICTORIA ESCOBEDO Cole Information Services

DAISY EDWARDS Cole Information Services

VALENTIN ESPINOZA Cole Information Services

JANE MOEZZI Cole Information Services

JIAN HE Cole Information Services

HELEN JACKSON Cole Information Services

ANTHONY LOVELY Cole Information Services

CHRISTOPHER EBI Cole Information Services

PERCY HOWARD Cole Information Services

HERBERT MHAKAINGANWA Cole Information Services

TONYA CARTER Cole Information Services

OSCAR ESPINOSA Cole Information Services

CIRILLA FITZPATRICK Cole Information Services

ARMANDO NARANJO Cole Information Services

NANCY THOMAS Cole Information Services

2009 SEABASTION ALFORD Cole Information Services

ARACELI SANCHEZ Cole Information Services

JUDY ESCALANTE Cole Information Services

JEREMY MARTINEZ Cole Information Services

VINCENT EVERETT Cole Information Services

JESUS ACOSTA Cole Information Services

KATHRYN SMITH Cole Information Services
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Year Uses Source

FINDINGS

Year Uses Source

2009 ANDRE MAYS Cole Information Services

LADISLAU VIGYIKAN Cole Information Services

MAXIMINA RIVERA Cole Information Services

DUNG DAO Cole Information Services

GEORGE GRAY Cole Information Services

J CARLOS Cole Information Services

CHARLES CLARK Cole Information Services

EMEREACIANNA BUMACOD Cole Information Services

DORISELA ACOSTA Cole Information Services

ROGER MILLER Cole Information Services

JAMES MORRIS Cole Information Services

EVELYN REED Cole Information Services

ANTHONY TAYLOR Cole Information Services

ROAIESSA PARKER Cole Information Services

JMIAN JONES Cole Information Services

LINDA MOORE Cole Information Services

YUI HATTIX Cole Information Services

JUDITH GRIFFIN Cole Information Services

CHRISTEA CANADA Cole Information Services

RAMONA PEREZ Cole Information Services

FIDEL SANTILLANA Cole Information Services

ENRIQUE ROJO Cole Information Services

RENNET TILLETT Cole Information Services

BOBBY GITZHUWAY Cole Information Services

CRAIG WILSON Cole Information Services

ELVIN COCHRON Cole Information Services

GAYLE BANUELOS Cole Information Services

WILSONS PAINTING Cole Information Services

VIRGINIA ARAGONEZ Cole Information Services

DONNA SYKES Cole Information Services

MAXINE REED Cole Information Services

DALILA RAMIREZ Cole Information Services
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FINDINGS

Year Uses Source

2009 D RUVALCABA Cole Information Services

LAURA GARCIA Cole Information Services

KRISTINA BORGFIELD Cole Information Services

FRANCISCO MENDEZ Cole Information Services

ALAINA MORRIS Cole Information Services

EDELMIR TORRES Cole Information Services

VALENTIN ESPINOZA Cole Information Services

DAISY EDWARDS Cole Information Services

RICHARD WEBSTER Cole Information Services

EVON JOHNSON Cole Information Services

2008 VILLA DEL ROSA APTS Haines  Company, Inc.

ACOSTACASAS Jesus Haines  Company, Inc.

ALVAREZ Ruben Haines  Company, Inc.

BARAJAS Vince Haines  Company, Inc.

BORCHERS Teresita Haines  Company, Inc.

BOYD Latoya Haines  Company, Inc.

BUMACOD Carolina Haines  Company, Inc.

CARLOS J Haines  Company, Inc.

CASAS Jesus Haines  Company, Inc.

CRUZ Judy Haines  Company, Inc.

EDWARDS Daisy Haines  Company, Inc.

ESPINOZA Valentin Haines  Company, Inc.

FARROUGH Mitad Haines  Company, Inc.

FORD lla Haines  Company, Inc.

GAIBOR Luisa Haines  Company, Inc.

GARCIA Laura Haines  Company, Inc.

GITZHUWAY Bobby Haines  Company, Inc.

GONZALEZ Waldin Haines  Company, Inc.

HARPER Milton Haines  Company, Inc.

HATTIX Yui Haines  Company, Inc.

HERMOGENO Romeo Haines  Company, Inc.

HOWARD Percy Haines  Company, Inc.
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Year Uses Source

FINDINGS

Year Uses Source

2008 JOHNSON Carolyn Haines  Company, Inc.

KU Tze Haines  Company, Inc.

LOPEZ Jose Haines  Company, Inc.

LOVELY A Haines  Company, Inc.

MARTINEZ Cendivel A Haines  Company, Inc.

MAYS Joseph Haines  Company, Inc.

MENDEZ Francisco Haines  Company, Inc.

MOODY Ralph Haines  Company, Inc.

MORRIS Jas Haines  Company, Inc.

PARKER Roalessa Haines  Company, Inc.

PEREZ Ramona Haines  Company, Inc.

PFEIFER Tiffany Haines  Company, Inc.

RAMIREZ Dallia Haines  Company, Inc.

REED Evelyn Haines  Company, Inc.

REED Maxine Haines  Company, Inc.

RIVERA Maximina Haines  Company, Inc.

ROMERO Argentina Haines  Company, Inc.

RUVALCABA D Haines  Company, Inc.

SAMTILLANA Fidel Haines  Company, Inc.

SMITH K Haines  Company, Inc.

SYKES Donna Haines  Company, Inc.

TANGKILISAN Yople Haines  Company, Inc.

TAYLOR Anthony Haines  Company, Inc.

THOMAS Niki Haines  Company, Inc.

TILLET Rennet Haines  Company, Inc.

TIRADO E Haines  Company, Inc.

VAUGHN Robert Haines  Company, Inc.

VIANOS Christian Haines  Company, Inc.

VILLAFUERTE Claudia Haines  Company, Inc.

WILSON Carig Haines  Company, Inc.

YUEKEY Maria Haines  Company, Inc.

2004 GONZALO AGUILERA Cole Information Services
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FINDINGS

Year Uses Source

2004 HUMBLE MEDICAL BILLING SERVICE Cole Information Services

JAMES MORRIS Cole Information Services

EZEQUIEL SEGOVIA Cole Information Services

EVELYN REED Cole Information Services

D LAWRENCE Cole Information Services

CLAUDIA LUJAN Cole Information Services

RASHIDA BEGUM Cole Information Services

AARON MOODY Cole Information Services

YUI HATTIX Cole Information Services

WENDY DEXTER Cole Information Services

CONNIE OCHOA Cole Information Services

MARIA SCHULTE Cole Information Services

ENRIQUE ROJO Cole Information Services

NANCY GOMEZ Cole Information Services

CRAIG WILSON Cole Information Services

OSCAR PARA Cole Information Services

GAYLE BANUELOS Cole Information Services

C JOHNSON Cole Information Services

MYNOR FLORES Cole Information Services

VIRGINIA ARAGONEZ Cole Information Services

DALILA RAMIREZ Cole Information Services

JOHNELLE WILLIAMS Cole Information Services

JAMES WALKER Cole Information Services

MICHAEL MCCLENDON Cole Information Services

STEPHEN PIGNATIELLO Cole Information Services

PABLO ALVAREZ Cole Information Services

ROLAND HAYES Cole Information Services

BOBBY JEFFERSON Cole Information Services

TRACY BOLDEN Cole Information Services

JOSE MOLINA Cole Information Services

BILLY EDDINGTON Cole Information Services

J LIDDELL Cole Information Services
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FINDINGS

Year Uses Source

2004 T GIBSON Cole Information Services

DANIELLE WATERS Cole Information Services

M PATTERSON Cole Information Services

ENRIQUE PEREZ Cole Information Services

R PERKINS Cole Information Services

JESUS ACOSTA Cole Information Services

ANTHONY HOLGUIN Cole Information Services

ELVIA JAUREGI Cole Information Services

2003 VILLA DEL ROSA APTS Haines & Co Publishers

ACOSTA Casas Jesus Haines & Co Publishers

ALVAREZ Pablo Haines & Co Publishers

BANUELOS Gayle Haines & Co Publishers

CUSTER J Haines & Co Publishers

DECKER Rebecca Haines & Co Publishers

DUCRET Alicia Haines & Co Publishers

EDDINGTON Billy Haines & Co Publishers

ESTRADA Nelda Haines & Co Publishers

FLORES Jaime Haines & Co Publishers

GOMEZ Tirzo Haines & Co Publishers

HARPER Milton Haines & Co Publishers

HATTIX Yui Haines & Co Publishers

INMAN Gerald Haines & Co Publishers

LOPEZ Jose M Haines & Co Publishers

MAYS Joseph Haines & Co Publishers

MORRIS Jas Haines & Co Publishers

PIGNATIELLO Gail Haines & Co Publishers

REED Evelyn Haines & Co Publishers

RICO Joel Haines & Co Publishers

ROJO Enrique T Haines & Co Publishers

SANBORN Charles Haines & Co Publishers

SEGOVIA Ezequiel Haines & Co Publishers

TIRADO Enrique Haines & Co Publishers
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FINDINGS

Year Uses Source

2003 TORRES Edelmir Haines & Co Publishers

TURKSON Ambrose Haines & Co Publishers

VAUGHN Robert Haines & Co Publishers

WATERS Danielle Haines & Co Publishers

WILSON Craig Haines & Co Publishers

WU Jonathan Haines & Co Publishers

1999 VALENTIN ESPINOZA Cole Information Services

EDELMIR TORRES Cole Information Services

EVON JOHNSON Cole Information Services

SEABASTION ALFORD Cole Information Services

ARACELI SANCHEZ Cole Information Services

JUDY ESCALANTE Cole Information Services

JEREMY MARTINEZ Cole Information Services

VINCENT EVERETT Cole Information Services

JESUS ACOSTA Cole Information Services

KATHRYN SMITH Cole Information Services

EMEREACIANNA BUMACOD Cole Information Services

ANDRE MAYS Cole Information Services

LADISLAU VIGYIKAN Cole Information Services

MAXIMINA RIVERA Cole Information Services

DUNG DAO Cole Information Services

GEORGE GRAY Cole Information Services

CHARLES CLARK Cole Information Services

J CARLOS Cole Information Services

DORISELA ACOSTA Cole Information Services

ROGER MILLER Cole Information Services

JAMES MORRIS Cole Information Services

EVELYN REED Cole Information Services

ANTHONY TAYLOR Cole Information Services

ROAIESSA PARKER Cole Information Services

JMIAN JONES Cole Information Services

LINDA MOORE Cole Information Services
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FINDINGS

Year Uses Source

1999 YUI HATTIX Cole Information Services

JUDITH GRIFFIN Cole Information Services

CHRISTEA CANADA Cole Information Services

RAMONA PEREZ Cole Information Services

FIDEL SANTILLANA Cole Information Services

ENRIQUE ROJO Cole Information Services

RENNET TILLETT Cole Information Services

BOBBY GITZHUWAY Cole Information Services

ELVIN COCHRON Cole Information Services

CRAIG WILSON Cole Information Services

GAYLE BANUELOS Cole Information Services

VILLA DEL ROSA APARTMENTS Cole Information Services

VIRGINIA ARAGONEZ Cole Information Services

DONNA SYKES Cole Information Services

DALILA RAMIREZ Cole Information Services

D RUVALCABA Cole Information Services

MAXINE REED Cole Information Services

LAURA GARCIA Cole Information Services

KRISTINA BORGFIELD Cole Information Services

FRANCISCO MENDEZ Cole Information Services

ALAINA MORRIS Cole Information Services

DAISY EDWARDS Cole Information Services

RICHARD WEBSTER Cole Information Services

1996 Apartment GTE Street Address Directory

VILLA DEL ROSA APARTMENTS GTE Street Address Directory

Morris  Jas GTE Street Address Directory

Williams  Percy GTE Street Address Directory

Smith  Patricia A A GTE Street Address Directory

Demarais  Dale GTE Street Address Directory

Sanborn  Charles GTE Street Address Directory

Ojeda  Audrey GTE Street Address Directory

Aguilera  Gonzalo GTE Street Address Directory
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FINDINGS

Year Uses Source

1996 Watkins  Marshall GTE Street Address Directory

1994 OTT, MURIEL Cole Information Services

VILLA DEL ROSA APARTMENTS Cole Information Services

STARKS, SHARON Cole Information Services

GARZA, EDDIE Cole Information Services

TIPPMAN, CAROLYN Cole Information Services

DORSEY, FREDDIE Cole Information Services

25191  5TH ST

Year Uses Source

2003 LAW Millie Haines & Co Publishers

1975 ASHFORD CLAUDE General Telephone Company of California

TRAILER PARK General Telephone Company of California

25215  5TH ST

Year Uses Source

2014 RENE GONSALEZ Cole Information Services

2009 OCCUPANT UNKNOWN Cole Information Services

2008 BYARS Teresa Haines  Company, Inc.

2003 LAW Millie Haines & Co Publishers

25223  5TH ST

Year Uses Source

2017 DANIEL RIVERA Cole Information Services

2014 DANIEL RIVERA Cole Information Services

2009 OCCUPANT UNKNOWN Cole Information Services

2004 OCCUPANT UNKNOWN Cole Information Services

1999 OCCUPANT UNKNOWN Cole Information Services

1994 RICHARD P PERRY DC Cole Information Services

1981 PERRY RICHARD General Telephone Company of California

1975 STINSON TOMER General Telephone Company of California

25233  5TH ST

Year Uses Source

2008 SKALET Curtis Haines  Company, Inc.
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FINDINGS

Year Uses Source

2003 SKALET Curtis Haines & Co Publishers

1999 OCCUPANT UNKNOWN Cole Information Services

25241  5TH ST

Year Uses Source

1970 BARNARDS UPHOLSTERERS General Telephone Company of California

25249  5TH ST

Year Uses Source

2017 SOUTHWEST ENGINES Cole Information Services

2014 OCCUPANT UNKNOWN Cole Information Services

2009 OCCUPANT UNKNOWN Cole Information Services

2008 XXXX Haines  Company, Inc.

2004 OCCUPANT UNKNOWN Cole Information Services

2003 SKALET Curtis Haines & Co Publishers

1981 EGGLER JOHNNY General Telephone Company of California

1975 EGGLER JOHNNY General Telephone Company of California

25257  5TH ST

Year Uses Source

2017 USA COLLISION CENTERS Cole Information Services

2014 USA COLLISION CENTER Cole Information Services

2009 USA COLLISION CENTER Cole Information Services

2008 USA COLLISION CENTER Haines  Company, Inc.

2004 USA COLLISION CTR Cole Information Services

2003 USA COLLISION CENTER Haines & Co Publishers

DAVIS A Haines & Co Publishers

1996 Guanuna  Juan GTE Street Address Directory

1981 GARY S REFRIGERTN General Telephone Company of California

25259  5TH ST

Year Uses Source

1999 OCCUPANT UNKNOWN Cole Information Services
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FINDINGS

5TH ST E

25112  5TH ST E

Year Uses Source

1965 BALDWIN BUD General Telephone Company of California

25127  5TH ST E

Year Uses Source

1965 MUNSINGER E L General Telephone Company of California

25128  5TH ST E

Year Uses Source

1965 PICKERING R General Telephone Company of California

25133  5TH ST E

Year Uses Source

1965 BARR VIRGIL J General Telephone Company of California

25142  5TH ST E

Year Uses Source

1965 REEVES FRANK General Telephone Company of California

25157  5TH ST E

Year Uses Source

1965 HAMMONS BURL General Telephone Company of California

25191  5TH ST E

Year Uses Source

1965 OTREY ELIZABETH General Telephone Company of California

APARTMENT General Telephone Company of California

ASHFORD CLAUDE General Telephone Company of California

25215  5TH ST E

Year Uses Source

1965 JOHNSON C General Telephone Company of California

25223  5TH ST E

Year Uses Source

1965 ADAMS WILLIS O General Telephone Company of California

6905679- 5 Page 21

I 



Year Uses Source

FINDINGS

25241  5TH ST E

Year Uses Source

1965 BARNARDS UPHOLSTERY General Telephone Company of California

25249  5TH ST E

Year Uses Source

1965 EGGLER J COMRL SIGNS General Telephone Company of California

6TH

25172  6TH

Year Uses Source

1975 Curtis Junior High School Pacific Telephone Co

6TH ST

25117  6TH ST

Year Uses Source

2017 EDWIN SOTO Cole Information Services

2014 JEAN ALLSUP Cole Information Services

2009 ANN BOWMAN Cole Information Services

2008 ALLSUP Nila Haines  Company, Inc.

2003 ALLSUP Nila Haines & Co Publishers

1999 OCCUPANT UNKNOWN Cole Information Services

ANN BOWMAN Cole Information Services

1981 ALSUP  BUFARD E General Telephone Company of California

1975 ALSUP BUFARD E General Telephone Company of California

25125  6TH ST

Year Uses Source

2017 MICHEAL HOLMES Cole Information Services

SABRINA SILVIA Cole Information Services

2014 TRUEDY CURRAN Cole Information Services

STEVEN BARKER Cole Information Services

MICHEAL HOLMES Cole Information Services

SABRINA SILVIA Cole Information Services

2009 TARA HOLMES Cole Information Services
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FINDINGS

Year Uses Source

2009 SABRINA SILVIA Cole Information Services

STEVEN BARKER Cole Information Services

CALYSTA VARGAS Cole Information Services

MANUEL FRANCO Cole Information Services

2008 HOLMES Tara Haines  Company, Inc.

JAMISON Ray Haines  Company, Inc.

2004 BRANDON ELY Cole Information Services

JACK WALLER Cole Information Services

OCCUPANT UNKNOWN Cole Information Services

BECKY BOTTS Cole Information Services

2003 JAMISON Ray Haines & Co Publishers

1999 MANUEL FRANCO Cole Information Services

CALYSTA VARGAS Cole Information Services

STEVEN BARKER Cole Information Services

SABRINA SILVIA Cole Information Services

TARA HOLMES Cole Information Services

1996 Botts  Rebecca GTE Street Address Directory

1994 BOTTS, BECKY Cole Information Services

25137  6TH ST

Year Uses Source

2017 AUDRA JAMISON Cole Information Services

2014 OCCUPANT UNKNOWN Cole Information Services

SHAWN JAMISON Cole Information Services

2009 OCCUPANT UNKNOWN Cole Information Services

LEROY SMILEY Cole Information Services

2008 JAMISON Ray Haines  Company, Inc.

2004 OCCUPANT UNKNOWN Cole Information Services

RAY JAMISON Cole Information Services

2003 JACOUEZ Armando Haines & Co Publishers

1999 LEROY SMILEY Cole Information Services

1994 PERRY, DONALD Cole Information Services

1981 JAMISON  RAY General Telephone Company of California
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Year Uses Source

1975 JAMISON CECILIA General Telephone Company of California

25172  6TH ST

Year Uses Source

1975 SAN BDNO CITY SCHLS General Telephone Company of California

6TH ST E

25117  6TH ST E

Year Uses Source

1965 OBAR MARTHA General Telephone Company of California

25125  6TH ST E

Year Uses Source

1965 WEICK W F General Telephone Company of California

25137  6TH ST E

Year Uses Source

1965 MALONE THELMA General Telephone Company of California

DONNA DR

8021  DONNA DR

Year Uses Source

2014 OCCUPANT UNKNOWN Cole Information Services

2009 OCCUPANT UNKNOWN Cole Information Services

2008 SKALET Curtis Haines  Company, Inc.

2003 SKALET Curtis Haines & Co Publishers

1975 BARNARD JUANITA F General Telephone Company of California

Barnard Micheale Pacific Telephone Co

1970 Kammer Jos W General Telephone Company of California

8028  DONNA DR

Year Uses Source

2009 OCCUPANT UNKNOWN Cole Information Services

2008 XXXX Haines  Company, Inc.

2004 OCCUPANT UNKNOWN Cole Information Services
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Year Uses Source

2003 XXXX Haines & Co Publishers

1999 GEORGE MAHAN Cole Information Services

1975 BARROWS EDW General Telephone Company of California

8033  DONNA DR

Year Uses Source

2014 SEM VO Cole Information Services

2009 SEM VO Cole Information Services

2008 XXXX Haines  Company, Inc.

2003 XXXX Haines & Co Publishers

1999 SEM VO Cole Information Services

8035  DONNA DR

Year Uses Source

2017 PATRICIA HERNANDEZ Cole Information Services

2014 MORAN JOAQIN Cole Information Services

2008 FORSHAY Gregoria Haines  Company, Inc.

2004 DORK TEM Cole Information Services

2003 FORSHAY Gregoria Haines & Co Publishers

1981 UCKINNEY  MICHAEL General Telephone Company of California

1965 CROSS EDITH R General Telephone Company of California

8036  DONNA DR

Year Uses Source

2014 OCCUPANT UNKNOWN Cole Information Services

2009 OCCUPANT UNKNOWN Cole Information Services

2008 SHAHATIT Nader Haines  Company, Inc.

2004 JEANNETTE WILLIAMS Cole Information Services

2003 WILLIAMS Jeannette Haines & Co Publishers

1996 Phok  Saveun GTE Street Address Directory

1981 PARNELL  JUDITH A General Telephone Company of California

8043  DONNA DR

Year Uses Source

2017 CURTIS SKALET Cole Information Services
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2014 CURTIS SKALET Cole Information Services

2009 ROBERT HILL Cole Information Services

2008 HILL Robert Haines  Company, Inc.

2004 ROBERT HILL Cole Information Services

2003 HILL Robert Haines & Co Publishers

1999 ROBERT HILL Cole Information Services

1965 WEBER PHILLIP J General Telephone Company of California

8044  DONNA DR

Year Uses Source

2017 JOSE MARTINEZ Cole Information Services

DIANE DANIELS Cole Information Services

2014 DIANE DANIELS Cole Information Services

AMPARO DELGADO Cole Information Services

NICOLASA SEDANO Cole Information Services

MANUEL TREJO Cole Information Services

JOSE MARTINEZ Cole Information Services

2009 FRANK MALDONADO Cole Information Services

NICOLASA SEDANO Cole Information Services

D DANIEL Cole Information Services

RAFAEL TORRESILLAS Cole Information Services

2008 TSAKANIAS Martha Haines  Company, Inc.

2004 DIANE DANIELS Cole Information Services

D DANIEL Cole Information Services

RAFAEL TORRESILLAS Cole Information Services

2003 MAGDALENO Luis Haines & Co Publishers

1999 NICOLASA SEDANO Cole Information Services

RAFAEL TORRESILLAS Cole Information Services

D DANIEL Cole Information Services

1996 Kim  Lang GTE Street Address Directory
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E 5TH ST

25191  E 5TH ST

Year Uses Source

1970 Ashford Claude General Telephone Company of California

25215  E 5TH ST

Year Uses Source

1970 How ell Alberta General Telephone Company of California

E 6TH ST

25117  E 6TH ST

Year Uses Source

1970 Obar Martha General Telephone Company of California

25125  E 6TH ST

Year Uses Source

1970 Hass Carl F General Telephone Company of California

25137  E 6TH ST

Year Uses Source

1991 Perry Donald GTE California Incorporated

1970 Jamison Cecilia General Telephone Company of California

25172  E 6TH ST

Year Uses Source

1970 Curtis Junior High School General Telephone Company of California

MARILYN AVE

8036  MARILYN AVE

Year Uses Source

1991 Me Kernan Timothy GTE California Incorporated

Me Keow n Michael SBdo . 88020 GTE California Incorporated

Mc Kercher Michael J GTE California Incorporated

1975 WALLS FLOYD J General Telephone Company of California

Walls Floyd J Pacific Telephone Co
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Year Uses Source

1970 Gilmer Gaylon General Telephone Company of California

8046  MARILYN AVE

Year Uses Source

1991 Stafford John GTE California Incorporated

8047  MARILYN AVE

Year Uses Source

1981 LAW PLUMBIN 6 SHEATING General Telephone Company of California

1975 Law  W L contr Pacific Telephone Co

LAW PLUMBING & HEATING Pacific Telephone Co

LAW PLUMBING & HEATING General Telephone Company of California

MARILYN ST

8035  MARILYN ST

Year Uses Source

2008 ESPINOZA Hernando Haines  Company, Inc.

2004 JESUS CHAVEZ Cole Information Services

2003 CHAVEZ Jesus Haines & Co Publishers

8036  MARILYN ST

Year Uses Source

2017 DANNY NGUYEN Cole Information Services

2009 V LEQUYEN Cole Information Services

BOTTLE STOP LIQUOR STORE Cole Information Services

TRUNG PHAM Cole Information Services

QUYEN LE Cole Information Services

2008 LE Quyen Haines  Company, Inc.

TIEU Thanh Haines  Company, Inc.

KTJ VIDEO Haines  Company, Inc.

2004 V LEQUYEN Cole Information Services

TRUNG PHAM Cole Information Services

2003 PHAM Trung Haines & Co Publishers

LE Quyen Haines & Co Publishers
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Year Uses Source

1999 V LEQUYEN Cole Information Services

QUYEN LE Cole Information Services

TRUNG PHAM Cole Information Services

8046  MARILYN ST

Year Uses Source

2017 DANIEL MITCHELL Cole Information Services

CHUNG PHAM Cole Information Services

2014 JR EDWARDS Cole Information Services

SUNG PHAM Cole Information Services

2009 DANIEL MITCHELL Cole Information Services

CHARLOTTE HAMILTON Cole Information Services

AARON EDWARDS Cole Information Services

CHRISTOPHER HICKS Cole Information Services

ALBERTO GUERRERO Cole Information Services

2008 GUERRERO Alberto Haines  Company, Inc.

2004 D MITCHELL Cole Information Services

BRENDA TATE Cole Information Services

KATHLEEN HERNANDEZ Cole Information Services

CHRISTOPHER HICKS Cole Information Services

2003 HIGGS B Haines & Co Publishers

HICKS Christopher T Haines & Co Publishers

HERNANDEZ Kathleen Haines & Co Publishers

DEAN Hubert Haines & Co Publishers

1999 DANIEL MITCHELL Cole Information Services

CHARLOTTE HAMILTON Cole Information Services

AARON EDWARDS Cole Information Services

CHRISTOPHER HICKS Cole Information Services

ALBERTO GUERRERO Cole Information Services

8047  MARILYN ST

Year Uses Source

2008 KAO Sinan Haines  Company, Inc.

THACH Hao Haines  Company, Inc.

6905679- 5 Page 29
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FINDINGS

Year Uses Source

2004 H LENHUT-THANH Cole Information Services

2003 LAW Millie Haines & Co Publishers

1970 LAW PLUMBING & HEATING General Telephone Company of California

MARLLYN

8047  MARLLYN

Year Uses Source

1970 Law  W L contr General Telephone Company of California

6905679- 5 Page 30
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FINDINGS

ADJOINING PROPERTY: ADDRESSES NOT IDENTIFIED IN RESEARCH SOURCE

The following Adjoining Property addresses were researched for this report, and the addresses were not 
identif ied in research source.

Address Researched Address Not Identified in Research Source

25108 5TH ST 2017, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985,  
1981, 1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25112 5TH ST 2014, 2008, 2004, 2003, 2002, 1996, 1995, 1991, 1990, 1985, 1981, 1980, 1975,  
1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942,  
1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25112 5TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25112 5TH ST E 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25117 6TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1980,  
1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942,  
1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25117 6TH ST 2008, 2004, 2003, 2002, 1996, 1995, 1994, 1991, 1990, 1985, 1981, 1980, 1975,  
1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942,  
1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25117 6TH ST E 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25117 E 6TH ST 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25125 5TH ST 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1996, 1995, 1994, 1991, 1990, 1985,  
1981, 1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25125 6TH ST 2008, 2003, 2002, 1996, 1995, 1991, 1990, 1985, 1981, 1980, 1975, 1970, 1965,  
1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942, 1941, 1940,  
1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25125 6TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1995, 1994, 1991, 1990, 1985, 1981, 1980,  
1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945,  
1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25125 6TH ST E 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25125 E 6TH ST 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25127 5TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922
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Address Researched Address Not Identified in Research Source

25127 5TH ST 2008, 2003, 2002, 1996, 1995, 1994, 1991, 1990, 1985, 1981, 1980, 1975, 1970,  
1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942, 1941,  
1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25127 5TH ST E 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25128 5TH 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1990, 1985,  
1981, 1980, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25128 5TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1980,  
1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942, 1941,  
1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25128 5TH ST 2008, 2003, 2002, 1996, 1995, 1994, 1991, 1990, 1985, 1981, 1980, 1975, 1970,  
1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942, 1941,  
1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25128 5TH ST E 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25133 5TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1995, 1994, 1991, 1990, 1985, 1981, 1980,  
1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945,  
1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25133 5TH ST 2017, 2014, 2009, 2008, 2003, 2002, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25133 5TH ST E 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25137 5TH 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1990, 1985,  
1981, 1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25137 5TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1995, 1994, 1991, 1990, 1985, 1981, 1980,  
1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945,  
1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25137 5TH ST 2017, 2008, 2003, 2002, 1996, 1995, 1991, 1990, 1985, 1981, 1980, 1975, 1970,  
1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942, 1941,  
1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25137 6TH ST 2008, 2003, 2002, 1996, 1995, 1991, 1990, 1985, 1981, 1980, 1975, 1970, 1965,  
1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942, 1941, 1940,  
1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25137 6TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1980,  
1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942,  
1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25137 6TH ST E 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25137 E 6TH ST 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1990, 1985,  
1981, 1980, 1975, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922
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FINDINGS

Address Researched Address Not Identified in Research Source

25141 5TH 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1990, 1985,  
1981, 1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25141 5TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1995, 1994, 1991, 1990, 1985, 1981, 1980,  
1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945,  
1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25141 5TH ST 2008, 2003, 2002, 1996, 1995, 1991, 1990, 1985, 1981, 1980, 1975, 1970, 1965,  
1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942, 1941, 1940,  
1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25142 5TH 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1990, 1985,  
1981, 1980, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25142 5TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942,  
1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25142 5TH ST 2009, 2008, 2003, 2002, 1999, 1996, 1995, 1991, 1990, 1985, 1981, 1980, 1975,  
1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942,  
1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25142 5TH ST E 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25150 5TH ST 2017, 2014, 2009, 2008, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985,  
1981, 1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25157 5TH 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1990, 1985,  
1981, 1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25157 5TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25157 5TH ST 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25157 5TH ST E 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25167 5TH 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1990, 1985,  
1981, 1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25167 5TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1995, 1994, 1991, 1990, 1985, 1980, 1975,  
1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942,  
1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25167 5TH ST 2017, 2014, 2009, 2008, 2003, 2002, 1996, 1995, 1991, 1990, 1985, 1981, 1980,  
1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945,  
1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25172 6TH 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

I 



FINDINGS

Address Researched Address Not Identified in Research Source

25172 6TH ST 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25172 E 6TH ST 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25180 5TH 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1990, 1985,  
1981, 1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25180 5TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1995, 1994, 1991, 1990, 1985, 1981, 1980,  
1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945,  
1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25180 5TH ST 2008, 2003, 2002, 1996, 1995, 1991, 1990, 1985, 1981, 1980, 1975, 1970, 1965,  
1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942, 1941, 1940,  
1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25191 5TH 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25191 5TH ST 2017, 2014, 2009, 2008, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985,  
1981, 1980, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25191 5TH ST E 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25191 E 5TH ST 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25215 5TH 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1990, 1985,  
1981, 1980, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25215 5TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25215 5TH ST 2017, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25215 5TH ST E 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25215 E 5TH ST 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25223 5TH 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1990, 1985,  
1981, 1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25223 5TH ST 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1980, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

I 



FINDINGS

Address Researched Address Not Identified in Research Source

25223 5TH ST 2008, 2003, 2002, 1996, 1995, 1991, 1990, 1985, 1981, 1980, 1975, 1970, 1965,  
1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942, 1941, 1940,  
1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25223 5TH ST E 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25233 5TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25233 5TH ST 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1996, 1995, 1994, 1991, 1990, 1985,  
1981, 1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25241 5TH ST 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25241 5TH ST E 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25249 5TH 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25249 5TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1980,  
1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942,  
1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25249 5TH ST 2008, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981, 1980, 1975,  
1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942,  
1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25249 5TH ST E 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25257 5TH ST 2017, 2014, 2009, 2004, 2002, 1999, 1995, 1994, 1991, 1990, 1985, 1980, 1975,  
1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942,  
1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25257 5TH ST 2008, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981, 1980, 1975,  
1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942,  
1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

25259 5TH ST 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1996, 1995, 1994, 1991, 1990, 1985,  
1981, 1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8021 DONNA DR 2017, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8021 DONNA DR 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942,  
1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8028 DONNA DR 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945,  
1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922
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Address Researched Address Not Identified in Research Source

8028 DONNA DR 2017, 2014, 2008, 2003, 2002, 1996, 1995, 1994, 1991, 1990, 1985, 1981, 1980,  
1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945,  
1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8033 DONNA DR 2017, 2008, 2004, 2003, 2002, 1996, 1995, 1994, 1991, 1990, 1985, 1981, 1980,  
1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945,  
1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8033 DONNA DR 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8035 DONNA DR 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1980,  
1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942,  
1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8035 DONNA DR 2009, 2008, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981, 1980,  
1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945,  
1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8035 MARILYN ST 2017, 2014, 2009, 2008, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985,  
1981, 1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8035 MARILYN ST 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8036 DONNA DR 2017, 2014, 2009, 2004, 2002, 1999, 1995, 1994, 1991, 1990, 1985, 1980, 1975,  
1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942,  
1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8036 DONNA DR 2017, 2008, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981, 1980,  
1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945,  
1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8036 MARILYN AVE 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1990, 1985,  
1981, 1980, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945,  
1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8036 MARILYN ST 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8036 MARILYN ST 2014, 2008, 2003, 2002, 1996, 1995, 1994, 1991, 1990, 1985, 1981, 1980, 1975,  
1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942,  
1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8043 DONNA DR 2008, 2003, 2002, 1996, 1995, 1994, 1991, 1990, 1985, 1981, 1980, 1975, 1970,  
1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942, 1941,  
1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8043 DONNA DR 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1975, 1970, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945,  
1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8044 DONNA DR 2017, 2014, 2009, 2004, 2002, 1999, 1995, 1994, 1991, 1990, 1985, 1981, 1980,  
1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945,  
1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8044 DONNA DR 2008, 2003, 2002, 1996, 1995, 1994, 1991, 1990, 1985, 1981, 1980, 1975, 1970,  
1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942, 1941,  
1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

I 



FINDINGS

Address Researched Address Not Identified in Research Source

8046 MARILYN AVE 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1990, 1985,  
1981, 1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8046 MARILYN ST 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8046 MARILYN ST 2008, 2003, 2002, 1996, 1995, 1994, 1991, 1990, 1985, 1981, 1980, 1975, 1970,  
1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945, 1942, 1941,  
1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8047 MARILYN AVE 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1980, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946,  
1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8047 MARILYN ST 2017, 2014, 2009, 2004, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985, 1981,  
1980, 1975, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949, 1946, 1945,  
1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8047 MARILYN ST 2017, 2014, 2009, 2008, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990, 1985,  
1981, 1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

8047 MARLLYN 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950, 1949,  
1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922

I 



TARGET PROPERTY: ADDRESS NOT IDENTIFIED IN RESEARCH SOURCE

The following Target Property addresses were researched for this report, and the addresses were not 
identif ied in the research source.

Address Researched Address Not Identified in Research Source

APN  0279-201-24-0000 2017, 2014, 2009, 2008, 2004, 2003, 2002, 1999, 1996, 1995, 1994, 1991, 1990,  
1985, 1981, 1980, 1975, 1970, 1965, 1964, 1961, 1960, 1956, 1955, 1951, 1950,  
1949, 1946, 1945, 1942, 1941, 1940, 1938, 1936, 1934, 1931, 1930, 1926, 1923, 1922
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APPENDIX E 
PUBLIC AGENCY RECORDS / OTHER DOCUMENTS 
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620 South “E” Street ● San Bernardino, CA 92415-0153 ● (909) 386-8401 ● Fax (909) 386-8460 
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Col. Paul Cook (Ret.) Janice Rutherford Dawn Rowe           Curt Hagman Joe Baca Jr. Leonard X. Hernandez 

First District Second District Vice Chair, Third District  Chairman, Fourth District Fifth District 
Chief Executive Officer 

 
 

SAN BERNARDINO COUNTY FIRE PROTECTION DISTRICT 
Office of the Fire Marshal 
Hazardous Materials Division 
sbcfire.org 

 
Daniel R. Munsey 
Fire Chief/Fire Warden 
 
Michael A. Horton 
Fire Marshal/Deputy Fire Warden 

   
 
 
 
 

March 29, 2022  

 
 22032801 San Bernardino NRL ODIC 

 
 

ODIC ENVIRONMENTAL 
407 W. IMPERIAL HWY. STE. H#303 
BREA, CA 92821 
 
ATTENTION:       FRANK TRINIDAD 
 
SUBJECT:   CERTIFIED RECORD SEARCH FINDINGS 

APN# 0279-201-24-0000 
SAN BERNARDINO, CALIFORNIA 

   
                        
This is to confirm that the OFM Hazardous Materials Division (HMD) has searched its records for any file(s) 
pertaining to the subject property, as described in your request, and finds that no records exist for the above site 
description(s).   
 
Records maintained by OFM-HMD date back to mid-1980’s.  Records searched include:  
 

• facilities with hazardous waste generator permits, hazardous materials handler permits, underground storage 
tank permits, universal waste permits, tiered permits, EPCRA facilities, RMP facilities, Cal ARP facilities, 
and/or waste recycling generators, including inactive and/or out of business records, as well as non-permitted 
facility actions;  

• logs of permits issued for the removal, installation, and/or modification of underground storage tanks;  
• records and databases pertaining to illicit dumping, spill reports and release notifications, and complaints; 
• incidents responded to by the hazardous materials emergency response team;   
• and sites undergoing remediation for contaminated soil and/or groundwater.  

 
 

Donna Juday 
DONNA JUDAY 
Office Specialist 
Office of the Fire Marshal 
Hazardous Materials Division 
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QUALIFICATION OF ENVIRONMENTAL PROFESSIONAL 

 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Odic Environmental  
Environmental Consulting & Real Estate Due Diligence 

Tel: 888-ODICENV (634-2368)                      3255 Wilshire Blvd. Suite 1510 
Fax: 213-380-0505                                    Los Angeles, CA 90010 

 

 
  

SUMMARY OF QUALIFICATIONS 
 

 

HYUNG KIM, PE 
PRINCIPAL ENVIRONMENTAL CONSULTANT / MANAGING DIRECTOR 

 

EDUCATION YEARS EXPERIENCE 

B.S., Chemical Engineering 
M.S., Civil/Environmental Engineering 

TOTAL WITH CURRENT FIRM 

15+ 11 
CURRENT PROFESSIONAL DESIGNATION/REGISTRATION 
 

Registered Environmental Property Assessor #624247 
Professional Civil Engineer #75083 
General Engineering Contractor “A” #  
Hazardous Substance Removal Contractor “HAZ” 
QSD & QSP #20568 
LEED-AP, USGBCI 
Certified Environmental Manager #2057 
OTHER PROFESSIONAL QUALIFICATIONS (Publications, Organizations, Training, Awards, Affiliations, etc.) 
 

Member of AICHE (American Institute of Chemical Engineers)  
Institute of Hazardous Material Management, CHMM Master Level #012554 
Cal OSHA Hazwoper Training Certificate 
Uniform Fire Code Training for CUPA Inspectors 
CUPA Hazardous Waste Inspector Training 8 Hours 
UST Inspector Training, CUPA, 8 Hours 
Princeton Groundwater, Groundwater Pollution and Hydrology, Certificate of Completion, 2004 
Professional Civil Engineering Service - Certificate of completion, 2007 
Vapor Intrusion and Health Risk Assessment – Professional Training, 2009 
Storm-water Pollution Prevention Training – Professional Training, 2009 

AREAS OF EXPERTISE 

 

 Environmental Site Assessment and 
Consulting (Phase I ESA and 
Transaction Screen Assessment) 

 Regulatory Agency Compliance and 
Permitting 

 Phase II Subsurface Investigation and 
Pollution Characterization 

 

 Underground Storage Tank/Clarifier 
Abandonment & Regulatory Closure 

 Asbestos/Lead/IAQ/Mold Assessment & 
Abatement 

 Architectural/Engineering Due Diligence 

 Energy Consulting 
 Portfolio Management 

SUMMARY OF EXPERIENCE  
 
Possessing over 15+ years of industry experience, Mr. Kim manages all aspects of environmental 
assessment and consulting/engineering operations. With a strong educational and professional 
background in hazardous waste management, environmental regulatory compliance and 
engineering/assessment planning, he plays a pivotal role in the overall operations of environmental 
project management.  Mr. Kim has also successfully represented the company to financial and & real 
estate institutions as a technical marketing Director.  
 
As a Principal Engineer, Mr. Kim is responsible for in-house QA/QC management in remedial action 
design, contamination assessment, hazardous material management and real estate due diligence 
assessment. Mr. Kim also oversees and trains most of the in-house technical staff and directs 
environmental planning, abatement, engineering, assessment, and remediation projects with 
assistance from E.P., P.E, P.G., P.H.G, I.H., CAC, and other environmental certified professionals.  



Odic Environmental  
Environmental Consulting & Real Estate Due Diligence 

Tel: 888-ODICENV (634-2368)                      3255 Wilshire Blvd. Suite 1510 
Fax: 213-380-0505                                    Los Angeles, CA 90010 

 

 
  

SUMMARY OF QUALIFICATIONS 
 

 

MIKE MILLER, EP 
SENIOR ENVIRONMENTAL CONSULTANT / PROJECT MANAGER 

 

EDUCATION YEARS EXPERIENCE 

B.S., Biology, University of Southern California 
M.S., Biology, SUNY Buffalo 

TOTAL WITH CURRENT FIRM 

28+ 11 

CURRENT PROFESSIONAL DESIGNATION/REGISTRATION 
 

Environmental Professional §312.10, 40CFR312 

OTHER PROFESSIONAL QUALIFICATIONS (Publications, Organizations, Training, Awards, Affiliations, etc.) 
 

California Secondary Education Teaching Credential, 1987 
Certificate: Environmental Auditing, University of California-Irvine, 1989 
Certificate: Toxic & Hazardous Materials Management, UCLA, 1990 
Certificate: OSHA 40-Hr Hazardous Waste Operations & Emergency Response, 1991 
Certificate: AHERA Asbestos Building Inspector / Management Planner, 1988 
Certificate: AHERA Asbestos Contractor Supervisor, 1995 
Certificate: Indoor Air Quality Manager, American Indoor Air Quality Council, 2002 
Certificate: Microbial Remediation Supervisor, American Indoor Air Quality Council, 2002 
Certificate: Construction Stormwater Pollution Prevention, 2009 
Certificate: Property Condition Assessment, 2012 
Registered Environmental Assessor, REA #02651 
Registered Environmental Professional, REP #2797 
Member: American Indoor Air Quality Council 
 
AREAS OF EXPERTISE 

 

 Project management 

 Environmental Site Assessment and 
Consulting (Phase I ESA and 
Transaction Screen Assessment) 

 Regulatory Agency Compliance and 
Permitting 

 Phase II Subsurface Investigation 

 Environmental Loss Consulting 

 Environmental Risk Evaluation 

 Liability Risk Management and Risk 
Reduction 

 Mold/Water Intrusion Management 
Consulting Services 

SUMMARY OF EXPERIENCE  
 
Possessing over 28 years of industry experience, Mr. Miller has prepared and reviewed thousands 
of Transaction Screen Assessments, Phase I Environmental Site Assessments, and Phase II 
Subsurface Investigation Assessments. With an extensive background in environmental risk 
assessment, chemistry, biology, physics, and statistical analysis, Mr. Miller has, in the past, 
provided diverse environmental consulting and risk assessment services to American International 
Group (AIG), one of the ten largest companies in the U.S. Other relevant experience includes 
evaluating environmental liability, general liability, product liability, and fleet liability loss exposures. 
He also oversaw account portfolios comprised of a broad spectrum of manufacturing facilities, 
HUDMAP, land developers, pharmaceutical firms, property management firms, and contractors. In 
his current role as a Senior Environmental Professional, Mr. Miller conducts and reviews 
environmental site assessment reports, conducts QA/QC, generates recommendations regarding 
liability risk management and risk reduction, provides mold/water intrusion management consulting 
services, and develops and implements presentations and training programs. 

 



Odic Environmental  
Environmental Consulting & Real Estate Due Diligence 

Tel: 888-ODICENV (634-2368)                      3255 Wilshire Blvd. Suite 1510 
Fax: 213-380-0505                                    Los Angeles, CA 90010 

 

 
  

SUMMARY OF QUALIFICATIONS 
 

 

MARY OSBORNE, EP 
SENIOR ENVIRONMENTAL CONSULTANT / PROJECT MANAGER 

 

EDUCATION YEARS EXPERIENCE 

 
B.S., Biological Oceanography 

TOTAL WITH CURRENT FIRM 

25+ 11 

CURRENT PROFESSIONAL DESIGNATION/REGISTRATION 
 

Environmental Professional §312.10, 40CFR312 

OTHER PROFESSIONAL QUALIFICATIONS (Publications, Organizations, Training, Awards, Affiliations, etc.) 

 
Nevada Certified Environmental Manager #2185 
OSHA 40-Hour Health and Safety Training 
 

AREAS OF EXPERTISE 

 

 Environmental Site Assessment and 
Consulting (Phase I ESA and 
Transaction Screen Assessment) 

 Regulatory Agency Compliance and 
Permitting 

 Phase II Subsurface Investigation 

 

 RCRA and non-RCRA Treatment, 
Storage, and Disposal Facility (TSDF) 
auditing 

 Multi-media (hazardous waste, 
hazardous materials, wastewater, 
stormwater, etc.) compliance audits and 
regulatory compliance assessments 

 Portfolio Management 
SUMMARY OF EXPERIENCE  
 
Possessing over 25+ years of industry experience, Ms. Osborne has prepared and collectively 
reviewed thousands of Transaction Screen Assessments, Phase I Environmental Site 
Assessments, and Phase II Subsurface Investigation Assessments. With an extensive background 
in regulatory compliance, permitting, site assessment, and auditing, Ms. Osborne has completed 
hundreds of environmental compliance audits for RCRA and non-RCRA generator and TSDF 
facilities; and assisted with environmental permitting and regulatory requirements for industry, 
including air quality permits, wastewater discharge permits, and hazardous materials handling and 
storage. Other relevant project experience pertains to the management and performance of 
Property Condition Assessments (PCAs), merger and acquisition audits for industrial and 
commercial facilities, and environmental due diligence portfolio management. 

 
 





  

 

Appendix F-1 
Field Data Noise Sheets  
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ST1

Number Start Date Start Time End Time Duration LAeq LASmax LASmin LAE LApk LAS1% LAS2% LAS5% LAS8% LAS10% LAS25% LAS50% LAS90% LAS95% LAS99%

1 9/26/2022 11:51:04 AM 11:51:10 AM 0:00:06 53.2 58.3 51.8 61 79.5 58.2 58 57.6 57.1 56.8 55.5 54.6 52.1 51.9 51.8

2 9/26/2022 11:51:10 AM 11:51:20 AM 0:00:10 50.1 53.4 48.2 60.1 73.9 53.4 53.3 53 52.6 52.5 51.3 49.9 48.4 48.3 48.2

3 9/26/2022 11:51:20 AM 11:51:30 AM 0:00:10 48.2 48.6 47.9 58.2 62.8 48.5 48.5 48.5 48.4 48.4 48.3 48.2 48.1 48 47.9

4 9/26/2022 11:51:30 AM 11:51:40 AM 0:00:10 48.4 50.2 47.6 58.4 74.8 50.1 50 49.7 49.6 49.4 48.8 48.1 47.7 47.7 47.6

5 9/26/2022 11:51:40 AM 11:51:50 AM 0:00:10 47.1 48.5 45 57.1 61.4 48.4 48.4 48.3 48.3 48.1 47.7 47.5 45.9 45.4 45.1

6 9/26/2022 11:51:50 AM 11:52:00 AM 0:00:10 47.1 50.8 44.6 57.1 74.8 50.7 50.5 49.7 49.4 49.2 48 45.3 44.7 44.6 44.6

7 9/26/2022 11:52:00 AM 11:52:10 AM 0:00:10 46.3 47.8 45.4 56.3 64.4 47.7 47.6 47.3 47.2 47.1 47 46.8 45.6 45.5 45.5

8 9/26/2022 11:52:10 AM 11:52:20 AM 0:00:10 48.5 50.3 45.5 58.5 65.9 50.2 50.1 49.8 49.6 49.4 49.1 48.2 46.4 46 45.6

9 9/26/2022 11:52:20 AM 11:52:30 AM 0:00:10 48.5 50.5 47.6 58.5 65.5 50.3 50.2 49.8 49.2 48.7 48.3 48 47.7 47.7 47.6

10 9/26/2022 11:52:30 AM 11:52:40 AM 0:00:10 66.6 73.4 50.5 76.6 88.4 73.4 73.3 73.1 72.6 72.1 68 60.8 52.1 51.4 50.7

11 9/26/2022 11:52:40 AM 11:52:50 AM 0:00:10 47 57.6 45.2 57 63.4 57.4 57.1 56.1 55.1 54.4 50.8 46.5 45.3 45.3 45.2

12 9/26/2022 11:52:50 AM 11:53:00 AM 0:00:10 44.6 45.7 44.1 54.6 59.1 45.7 45.6 45.5 45.5 45.5 45.2 44.4 44.2 44.1 44.1

13 9/26/2022 11:53:00 AM 11:53:10 AM 0:00:10 45.4 47.2 44.4 55.4 61.1 47 46.9 46.5 46.1 46 45.4 44.7 44.5 44.4 44.4

14 9/26/2022 11:53:10 AM 11:53:20 AM 0:00:10 66.3 73.4 47.2 76.3 89 73.4 73.3 73 72.4 71.9 67.8 56.3 48.1 47.6 47.3

15 9/26/2022 11:53:20 AM 11:53:30 AM 0:00:10 47.2 62 46 57.2 61.7 61.8 61.4 60.2 59 58.2 53 47.8 46.1 46 46

16 9/26/2022 11:53:30 AM 11:53:40 AM 0:00:10 45.6 47.4 44.6 55.6 60.8 47.3 47.3 47.2 46.9 46.8 46.1 45.8 44.7 44.7 44.6

17 9/26/2022 11:53:40 AM 11:53:50 AM 0:00:10 45.2 46.2 44.6 55.2 60.6 46.2 46.2 46 46 45.9 45.5 45.1 44.7 44.6 44.6

18 9/26/2022 11:53:50 AM 11:54:00 AM 0:00:10 44.7 45.5 44.1 54.7 66.3 45.5 45.4 45.2 45 45 44.8 44.6 44.3 44.2 44.2

19 9/26/2022 11:54:00 AM 11:54:10 AM 0:00:10 47.3 49 44.6 57.3 67.4 49 49 48.8 48.6 48.4 48 47.5 44.8 44.8 44.7

20 9/26/2022 11:54:10 AM 11:54:20 AM 0:00:10 60.8 65.4 48.4 70.8 80.3 65.4 65.4 65.4 65.3 65.2 63.3 58 48.6 48.5 48.4

21 9/26/2022 11:54:20 AM 11:54:30 AM 0:00:10 70 76.9 56 80 92 76.9 76.9 76.5 75.9 75.5 71.1 64.3 56.6 56.2 56

22 9/26/2022 11:54:30 AM 11:54:40 AM 0:00:10 53.8 60.2 49.4 63.8 72.5 60 59.8 59.2 58.7 58.4 57.1 53.7 49.5 49.4 49.4

23 9/26/2022 11:54:40 AM 11:54:50 AM 0:00:10 72.4 80.4 50.8 102.4 117.4 100.3 100.2 99.5 98.8 98.3 93.3 71.7 51.8 51.5 50.9

24 9/26/2022 11:54:50 AM 11:55:00 AM 0:00:10 70.3 72.4 55.4 80.3 92.1 92.2 91.8 90.6 89.3 88.5 82.2 72.1 58.4 56.7 55.7

25 9/26/2022 11:55:00 AM 11:55:10 AM 0:00:10 50.3 55.3 48.7 60.3 77.2 55.1 54.9 54.1 53.3 52.7 51.5 50.9 49.5 49.1 48.8

26 9/26/2022 11:55:10 AM 11:55:20 AM 0:00:10 61.9 67.3 48.2 71.9 80.9 67.2 67.2 67.1 66.9 66.7 63.9 58.8 48.3 48.2 48.2

27 9/26/2022 11:55:20 AM 11:55:30 AM 0:00:10 59.2 63.7 48.8 69.2 77.8 63.7 63.7 63.6 63.6 63.5 61 54.3 49.1 49 48.8

28 9/26/2022 11:55:30 AM 11:55:40 AM 0:00:10 52.6 62.9 46.8 62.6 75.1 62.7 62.4 61.7 60.9 60.3 56.5 53.3 47.3 46.9 46.8

29 9/26/2022 11:55:40 AM 11:55:50 AM 0:00:10 45.6 46.9 44.9 55.6 63.3 46.9 46.9 46.8 46.8 46.8 46.2 45.6 45 45 44.9

30 9/26/2022 11:55:50 AM 11:56:00 AM 0:00:10 64.8 72.3 45.2 74.8 85.7 72.3 72.3 70.9 68.3 65.6 54.3 48.1 45.3 45.3 45.2

31 9/26/2022 11:56:00 AM 11:56:10 AM 0:00:10 57.9 72.3 45.8 67.9 80.4 72.2 72 71.2 70.2 69.4 63.6 54.7 46.7 46.3 45.9

32 9/26/2022 11:56:10 AM 11:56:20 AM 0:00:10 45.1 46 44.7 55.1 59.3 46 45.9 45.7 45.6 45.6 45.3 45.1 44.9 44.8 44.7

33 9/26/2022 11:56:20 AM 11:56:30 AM 0:00:10 46.2 48.6 44.7 56.2 61.6 48.5 48.3 47.9 47.3 46.9 45.8 45.3 44.9 44.8 44.8

34 9/26/2022 11:56:30 AM 11:56:40 AM 0:00:10 69.3 76.3 48.6 79.3 90.3 76.3 76.2 75.9 75.4 74.9 70.7 62.9 49.4 49.1 48.8

35 9/26/2022 11:56:40 AM 11:56:50 AM 0:00:10 65.1 70.4 55.7 75.1 84 70.4 70.3 70.1 70 69.8 67.3 62 58.3 57.1 56

36 9/26/2022 11:56:50 AM 11:57:00 AM 0:00:10 49.2 55.6 46.5 59.2 74.9 55.4 55.2 54.4 53.5 52.9 51 50.4 47.1 46.8 46.6

37 9/26/2022 11:57:00 AM 11:57:10 AM 0:00:10 46.4 48 45.2 56.4 73.1 47.9 47.9 47.7 47.6 47.5 47.2 46.5 45.4 45.3 45.3

38 9/26/2022 11:57:10 AM 11:57:20 AM 0:00:10 47.1 51 43.7 57.1 69.3 51 51 50.2 49.8 48.8 47.2 44.7 43.8 43.8 43.7

39 9/26/2022 11:57:20 AM 11:57:30 AM 0:00:10 55.3 56.9 51.1 65.3 75 56.7 56.6 56.6 56.5 56.5 56.1 54.5 52.4 52.2 51.2

40 9/26/2022 11:57:30 AM 11:57:40 AM 0:00:10 65.8 71.5 54.7 75.8 86.6 71.5 71.5 71.2 70.7 70.3 66.5 61.6 55.6 54.9 54.7

41 9/26/2022 11:57:40 AM 11:57:50 AM 0:00:10 64.7 68.8 59 74.7 82 68.8 68.8 68.7 68.5 68.2 67 64.7 60.4 60.2 59.3

42 9/26/2022 11:57:50 AM 11:58:00 AM 0:00:10 49.2 58.9 46.2 59.2 67 58.7 58.5 57.9 57.1 56.5 52.7 48.6 46.5 46.4 46.2

43 9/26/2022 11:58:00 AM 11:58:10 AM 0:00:10 45.2 48.5 44.2 55.2 71.8 48.5 48.5 48.1 47.4 46.9 45.7 44.8 44.3 44.2 44.2

44 9/26/2022 11:58:10 AM 11:58:20 AM 0:00:10 44.3 44.6 43.9 54.3 57.7 44.6 44.6 44.5 44.5 44.5 44.4 44.2 44 44 43.9

45 9/26/2022 11:58:20 AM 11:58:30 AM 0:00:10 46.1 47.9 44.3 56.1 60.3 47.9 47.8 47.7 47.5 47.3 46.1 45.4 44.6 44.6 44.4

46 9/26/2022 11:58:30 AM 11:58:40 AM 0:00:10 62.4 68.7 47.9 72.4 82.1 68.7 68.6 68.3 67.9 67.5 64.2 56.3 48 48 47.9

47 9/26/2022 11:58:40 AM 11:58:50 AM 0:00:10 53.1 58.9 49.6 63.1 73.8 58.7 58.5 57.5 57.4 57.2 55.3 53.4 50.8 50.3 49.8

48 9/26/2022 11:58:50 AM 11:59:00 AM 0:00:10 46.9 50.8 45.5 56.9 71.2 50.6 50.4 49.8 49.3 49.1 48 46.5 45.6 45.6 45.5

49 9/26/2022 11:59:00 AM 11:59:10 AM 0:00:10 59.6 65.3 49.2 69.6 78.9 65.3 65.3 65 64.7 64.4 61.4 55.8 50.8 50.1 49.3



50 9/26/2022 11:59:10 AM 11:59:20 AM 0:00:10 57.8 61.1 51.8 67.8 74.7 61.1 61 61 60.8 60.7 59.5 57.2 52.6 52 51.8

51 9/26/2022 11:59:20 AM 11:59:30 AM 0:00:10 54.2 58.1 49 64.2 70.9 58.1 58 57.8 57.3 57 55.6 54.1 49.3 49 49

52 9/26/2022 11:59:30 AM 11:59:40 AM 0:00:10 63.7 66.4 49 73.7 81.8 66.3 66.3 66.3 66.2 66.2 65.3 62.3 50.9 49.8 49.1

53 9/26/2022 11:59:40 AM 11:59:50 AM 0:00:10 58.1 66.4 52.7 68.1 78.4 66.4 66.3 66.2 65.9 65.4 61.3 55.4 53 52.9 52.8

54 9/26/2022 11:59:50 AM 12:00:00 PM 0:00:10 64.4 68.4 55.9 74.4 85 68.3 68.3 68.1 67.4 66.1 65 61.7 57.7 57.3 56.1

55 9/26/2022 12:00:00 PM 12:00:10 PM 0:00:10 66.9 73.2 50.7 76.9 86.8 73.2 73.2 73 72.5 72 68.6 65.9 53 51.7 50.8

56 9/26/2022 12:00:10 PM 12:00:20 PM 0:00:10 46.1 50.6 44.5 56.1 60 50.5 50.3 49.7 49 48.7 47.6 46.7 44.8 44.7 44.6

57 9/26/2022 12:00:20 PM 12:00:30 PM 0:00:10 44.2 44.7 44 54.2 71.4 44.7 44.7 44.6 44.5 44.5 44.4 44.3 44 44 44

58 9/26/2022 12:00:30 PM 12:00:40 PM 0:00:10 46.8 49.4 44 56.8 63.1 49.2 49 48.7 48.4 48.3 47 45.6 44.2 44 44

59 9/26/2022 12:00:40 PM 12:00:50 PM 0:00:10 67.5 72.2 49.4 77.5 88.1 72.2 72.1 71.9 71.5 71.2 68.8 58.9 50.1 50 49.6

60 9/26/2022 12:00:50 PM 12:01:00 PM 0:00:10 70 76.7 56.9 80 96.1 76.7 76.7 76.5 76.2 76 72.4 66.3 58.4 57.6 57.1

61 9/26/2022 12:01:00 PM 12:01:10 PM 0:00:10 56.4 63 49.9 66.4 80.8 62.4 61.5 59.2 57.6 56.7 55.3 52.8 50.2 50 49.9

62 9/26/2022 12:01:10 PM 12:01:20 PM 0:00:10 64 67.3 58.3 74 85.5 67.3 67.2 67.2 67.2 67 65.1 63.2 58.7 58.5 58.3

63 9/26/2022 12:01:20 PM 12:01:30 PM 0:00:10 68.1 74.9 57 78.1 88.9 74.9 74.8 74.5 73.9 73.4 69.2 64.1 61 59 57.5

64 9/26/2022 12:01:30 PM 12:01:40 PM 0:00:10 49.4 57 48.4 59.4 65.8 56.7 56.4 55.3 54.4 53.7 50.7 49.8 48.7 48.6 48.4

65 9/26/2022 12:01:40 PM 12:01:50 PM 0:00:10 62.5 66.5 51 72.5 82.4 66.5 66.5 66.4 66.3 66.3 64.8 60.9 51.3 51.1 51.1

66 9/26/2022 12:01:50 PM 12:02:00 PM 0:00:10 58 61.5 56.4 68 78.1 61.3 61.1 61 60.9 60.5 59.4 58.3 56.9 56.8 56.4

67 9/26/2022 12:02:00 PM 12:02:10 PM 0:00:10 55.2 58.6 52 65.2 74.4 58.6 58.4 57.8 57.5 57.3 56.8 55.5 52.9 52.4 52.1

68 9/26/2022 12:02:10 PM 12:02:20 PM 0:00:10 60.9 69 49.4 70.9 85.8 68.1 66.9 63.5 60.9 59.3 53.1 52.2 50.3 49.7 49.4

69 9/26/2022 12:02:20 PM 12:02:30 PM 0:00:10 65.4 73.5 46.3 75.4 88.1 73.5 73.4 73.1 72.6 72.2 67.7 57.7 47 46.6 46.3

70 9/26/2022 12:02:30 PM 12:02:40 PM 0:00:10 46.3 47.7 44.8 56.3 71.8 47.7 47.7 47.4 47.3 47.3 46.8 46 45.1 44.9 44.8

71 9/26/2022 12:02:40 PM 12:02:50 PM 0:00:10 63 69.3 47.8 73 84.6 69.3 69.2 69.1 68.7 68.3 64.8 58.3 49 48.2 47.8

72 9/26/2022 12:02:50 PM 12:03:00 PM 0:00:10 45.6 53.1 43.2 55.6 60.4 52.9 52.6 51.7 50.9 50.3 47.4 46.4 43.7 43.4 43.2

73 9/26/2022 12:03:00 PM 12:03:10 PM 0:00:10 43.5 44.6 42.6 53.5 67.7 44.6 44.5 44.5 44.4 44.3 43.6 43.3 42.8 42.7 42.6

74 9/26/2022 12:03:10 PM 12:03:20 PM 0:00:10 43.2 44 42.6 53.2 59.6 44 44 43.9 43.9 43.8 43.3 43.1 42.7 42.6 42.6

75 9/26/2022 12:03:20 PM 12:03:30 PM 0:00:10 45 48.7 43 55 62.2 48.4 48.1 47.1 46.2 45.6 44.3 43.8 43.1 43.1 43

76 9/26/2022 12:03:30 PM 12:03:40 PM 0:00:10 63.4 70.4 48.2 73.4 88.2 70.4 70.4 70 69.4 68.9 64.7 57.4 49.7 49.1 48.4

77 9/26/2022 12:03:40 PM 12:03:50 PM 0:00:10 48.6 52.8 45.2 58.6 65.2 52.6 52.4 51.8 51.2 50.7 48.2 46.4 45.6 45.4 45.3

78 9/26/2022 12:03:50 PM 12:04:00 PM 0:00:10 65.9 69.8 52.8 75.9 83 69.7 69.7 69.5 69.1 68.9 67.8 65.5 55.4 53.9 53.1

79 9/26/2022 12:04:00 PM 12:04:10 PM 0:00:10 46.4 59.7 44.8 56.4 61.9 59.4 59.1 57.9 56.7 55.9 50.8 47 44.9 44.8 44.8

80 9/26/2022 12:04:10 PM 12:04:20 PM 0:00:10 62.7 67.6 48.4 72.7 82.5 67.6 67.5 67.5 67.4 67.2 64.7 59.6 50.5 49.2 48.5

81 9/26/2022 12:04:20 PM 12:04:30 PM 0:00:10 69.4 75.8 58.8 79.4 89.4 75.8 75.7 75.5 74.9 74.5 70.4 64.4 59.2 59 58.8

82 9/26/2022 12:04:30 PM 12:04:40 PM 0:00:10 70.1 75.4 55.5 80.1 90.2 75.3 75.2 74.9 74.4 73.9 72.2 68.8 59.6 57.6 56

83 9/26/2022 12:04:40 PM 12:04:50 PM 0:00:10 42.9 55.4 42.2 52.9 57.2 55.1 54.8 53.6 52.4 51.7 46.8 43.6 42.4 42.3 42.3

84 9/26/2022 12:04:50 PM 12:05:00 PM 0:00:10 43.3 45.4 42.1 53.3 57 45.4 45.3 45 44.6 44.2 43 42.4 42.2 42.2 42.1

85 9/26/2022 12:05:00 PM 12:05:10 PM 0:00:10 44.7 47.2 43 54.7 61.2 47 46.7 45.8 45.6 45.6 45.3 44.2 43.2 43.1 43

86 9/26/2022 12:05:10 PM 12:05:20 PM 0:00:10 67.6 73.3 47.2 77.6 86.5 73.2 73.2 73.1 72.8 72.6 69.7 63.7 52.1 49.9 47.5

87 9/26/2022 12:05:20 PM 12:05:30 PM 0:00:10 64.7 73.4 50.6 74.7 90.9 72 70.7 66.1 62.7 61.2 56.4 53 50.8 50.7 50.6

88 9/26/2022 12:05:30 PM 12:05:40 PM 0:00:10 68.8 77 59.7 78.8 92 77 76.9 76.6 76 75.5 70.6 63.3 60.5 60.2 60

89 9/26/2022 12:05:40 PM 12:05:50 PM 0:00:10 63.9 67.5 57.5 73.9 80.9 67.4 67.4 67.4 67.2 67.1 65 63.2 58.1 57.7 57.6

90 9/26/2022 12:05:50 PM 12:06:00 PM 0:00:10 59.6 68.1 48.4 69.6 97.4 67.8 67.4 66.1 64.8 63.9 61 57.4 49.2 48.8 48.4

91 9/26/2022 12:06:00 PM 12:06:10 PM 0:00:10 59.5 64.5 48.1 69.5 82.6 64.5 64.4 64.4 64.3 64.2 61.9 54.4 48.5 48.2 48.1

92 9/26/2022 12:06:10 PM 12:06:16 PM 0:00:06 54.3 60.3 53.4 62.1 82.3 60.2 60 59.5 59 58.7 56.3 55.3 53.7 53.5 53.4

Leq 62.7

Lmax 80.4

Lmin 42.1



ST2

Number Start Date Start Time End Time Duration LAeq LASmax LASmin LAE LApk LAS1% LAS2% LAS5% LAS8% LAS10% LAS25% LAS50% LAS90% LAS95% LAS99%

93 9/26/2022 12:10:39 PM 12:10:40 PM 0:00:01 52.3 61 57.5 52.3 78.4 60.9 60.9 60.9 60.8 60.7 60 59.4 57.9 57.7 57.6

94 9/26/2022 12:10:40 PM 12:10:50 PM 0:00:10 48.8 57.4 48.2 58.8 71 57.1 56.8 55.7 54.7 54.1 50.7 49.2 48.2 48.2 48.2

95 9/26/2022 12:10:50 PM 12:11:00 PM 0:00:10 48.1 48.3 47.9 58.1 61.8 48.3 48.3 48.2 48.2 48.2 48.2 48.1 47.9 47.9 47.9

96 9/26/2022 12:11:00 PM 12:11:10 PM 0:00:10 48.3 48.5 48 58.3 60.6 48.5 48.5 48.5 48.4 48.4 48.3 48.2 48.2 48.1 48.1

97 9/26/2022 12:11:10 PM 12:11:20 PM 0:00:10 49 49.5 48.4 59 62.8 49.5 49.4 49.4 49.4 49.4 49.2 49 48.5 48.4 48.4

98 9/26/2022 12:11:20 PM 12:11:30 PM 0:00:10 48.9 49.4 48.6 58.9 62.6 49.4 49.4 49.3 49.2 49.2 49.1 48.9 48.6 48.6 48.6

99 9/26/2022 12:11:30 PM 12:11:40 PM 0:00:10 48.8 49 48.5 58.8 61.3 49 49 49 49 49 48.9 48.7 48.5 48.5 48.5

100 9/26/2022 12:11:40 PM 12:11:50 PM 0:00:10 48.8 49.1 48.5 58.8 62.1 49 49 49 49 48.9 48.9 48.8 48.6 48.5 48.5

101 9/26/2022 12:11:50 PM 12:12:00 PM 0:00:10 48.7 48.9 48.5 58.7 62.4 48.9 48.9 48.8 48.8 48.8 48.8 48.7 48.6 48.6 48.6

102 9/26/2022 12:12:00 PM 12:12:10 PM 0:00:10 48.5 48.8 48.2 58.5 61.5 48.8 48.8 48.8 48.8 48.7 48.7 48.5 48.3 48.2 48.2

103 9/26/2022 12:12:10 PM 12:12:20 PM 0:00:10 48.6 48.8 48.1 58.6 61.4 48.8 48.8 48.8 48.8 48.7 48.7 48.6 48.2 48.2 48.1

104 9/26/2022 12:12:20 PM 12:12:30 PM 0:00:10 49.3 51 48.7 59.3 63.9 50.9 50.8 50.6 49.8 49.6 49 48.8 48.7 48.7 48.7

105 9/26/2022 12:12:30 PM 12:12:40 PM 0:00:10 57.9 62 51.1 67.9 72.4 62 61.9 61.7 61.2 61.1 58.1 54.5 51.8 51.6 51.2

106 9/26/2022 12:12:40 PM 12:12:50 PM 0:00:10 65.4 69.5 56.7 75.4 80.4 69.4 69.4 69.3 69.3 69.1 67.3 63.3 59.6 58 57

107 9/26/2022 12:12:50 PM 12:13:00 PM 0:00:10 50.7 56.6 49.9 60.7 64.9 56.4 56.2 55.5 54.9 54.4 51.4 50.7 50.1 49.9 49.9

108 9/26/2022 12:13:00 PM 12:13:10 PM 0:00:10 49.8 51.8 49.1 59.8 77.6 51.7 51.5 51 50.8 50.8 50.2 49.7 49.5 49.3 49.1

109 9/26/2022 12:13:10 PM 12:13:20 PM 0:00:10 49 50.2 48.5 59 63.7 50.1 50.1 50 49.8 49.6 49.1 48.8 48.6 48.6 48.5

110 9/26/2022 12:13:20 PM 12:13:30 PM 0:00:10 49.4 50.3 48.7 59.4 72.8 50.3 50.2 50.1 50 49.9 49.6 49.2 48.9 48.8 48.8

111 9/26/2022 12:13:30 PM 12:13:40 PM 0:00:10 52 58.1 49.6 62 92.3 57.9 57.6 56.7 55.7 55 51.6 50.2 49.8 49.7 49.6

112 9/26/2022 12:13:40 PM 12:13:50 PM 0:00:10 48.8 49.8 48.2 58.8 71.5 49.8 49.8 49.8 49.7 49.7 49.3 48.9 48.3 48.3 48.2

113 9/26/2022 12:13:50 PM 12:14:00 PM 0:00:10 48.5 49.3 48 58.5 72.1 49.2 49.2 49.1 49 49 48.7 48.2 48 48 48

114 9/26/2022 12:14:00 PM 12:14:10 PM 0:00:10 49.4 50 48.7 59.4 68.6 49.9 49.9 49.9 49.9 49.9 49.8 49.3 48.8 48.8 48.7

115 9/26/2022 12:14:10 PM 12:14:20 PM 0:00:10 50.7 52 49 60.7 65.4 51.9 51.9 51.8 51.6 51.5 50.8 50.4 49.8 49.1 49

116 9/26/2022 12:14:20 PM 12:14:30 PM 0:00:10 50.7 51.7 49.9 60.7 73 51.7 51.7 51.6 51.6 51.5 51 50.7 50 50 49.9

117 9/26/2022 12:14:30 PM 12:14:40 PM 0:00:10 49.3 50.8 48.8 59.3 74.5 50.7 50.6 50.5 50.3 50.2 49.8 49.4 48.9 48.9 48.8

118 9/26/2022 12:14:40 PM 12:14:50 PM 0:00:10 51.1 51.5 49.2 61.1 70.6 51.5 51.5 51.5 51.5 51.5 51.4 51.1 49.9 49.4 49.2

119 9/26/2022 12:14:50 PM 12:15:00 PM 0:00:10 49.7 51.4 49.1 59.7 63.7 51.4 51.3 51.2 51 50.9 50.4 49.5 49.2 49.2 49.1

120 9/26/2022 12:15:00 PM 12:15:10 PM 0:00:10 49.2 49.7 48.6 59.2 62.4 49.7 49.7 49.6 49.6 49.6 49.5 49.3 48.7 48.7 48.6

121 9/26/2022 12:15:10 PM 12:15:20 PM 0:00:10 48.9 49.4 48.5 58.9 61.8 49.3 49.3 49.3 49.2 49.2 48.9 48.8 48.6 48.6 48.5

122 9/26/2022 12:15:20 PM 12:15:30 PM 0:00:10 49.9 50.8 48.7 59.9 64.1 50.8 50.8 50.8 50.7 50.7 50.4 49.9 48.8 48.8 48.7

123 9/26/2022 12:15:30 PM 12:15:40 PM 0:00:10 49.2 49.9 48.8 59.2 63.1 49.9 49.9 49.9 49.8 49.8 49.7 49.1 48.9 48.9 48.9

124 9/26/2022 12:15:40 PM 12:15:50 PM 0:00:10 48.8 49.3 48.4 58.8 62.6 49.2 49.2 49.2 49 49 48.9 48.7 48.5 48.5 48.4

125 9/26/2022 12:15:50 PM 12:16:00 PM 0:00:10 48.8 49.4 48.3 58.8 62 49.4 49.3 49.3 49.3 49.2 49.1 49 48.4 48.4 48.4

126 9/26/2022 12:16:00 PM 12:16:10 PM 0:00:10 48.7 49 48.4 58.7 63 49 49 48.9 48.9 48.8 48.7 48.6 48.4 48.4 48.4

127 9/26/2022 12:16:10 PM 12:16:20 PM 0:00:10 49 49.7 48.5 59 62.4 49.7 49.7 49.6 49.4 49.4 48.9 48.8 48.6 48.6 48.5

128 9/26/2022 12:16:20 PM 12:16:30 PM 0:00:10 49.5 49.9 49.2 59.5 63.4 49.9 49.9 49.9 49.8 49.8 49.7 49.5 49.2 49.2 49.2

129 9/26/2022 12:16:30 PM 12:16:40 PM 0:00:10 50.1 51.1 49.2 60.1 63.9 51 51 51 50.9 50.9 50.7 49.6 49.3 49.3 49.2

130 9/26/2022 12:16:40 PM 12:16:50 PM 0:00:10 52.6 54.1 50.6 62.6 65.6 54.1 54.1 53.9 53.8 53.7 53.3 52.7 50.8 50.7 50.7

131 9/26/2022 12:16:50 PM 12:17:00 PM 0:00:10 52.4 53.1 51.8 62.4 65.2 53.1 53.1 53 52.9 52.9 52.8 52.4 51.9 51.9 51.8

132 9/26/2022 12:17:00 PM 12:17:10 PM 0:00:10 51 51.9 50.5 61 63.8 51.9 51.9 51.8 51.6 51.5 51.3 51.1 50.7 50.6 50.6

133 9/26/2022 12:17:10 PM 12:17:20 PM 0:00:10 51.2 52 50.3 61.2 65.5 52 51.9 51.9 51.9 51.8 51.7 51.2 50.4 50.3 50.3

134 9/26/2022 12:17:20 PM 12:17:30 PM 0:00:10 52.5 53.8 51 62.5 66.6 53.8 53.8 53.6 53.4 53.3 52.9 52.1 51.2 51.1 51

135 9/26/2022 12:17:30 PM 12:17:40 PM 0:00:10 52.5 54.1 51.5 62.5 66.9 54.1 54 53.8 53.4 53.4 53.1 52.5 51.7 51.6 51.5

136 9/26/2022 12:17:40 PM 12:17:50 PM 0:00:10 52.7 54.8 50.5 62.7 68 54.8 54.7 54.2 54 53.9 53.5 52 51 50.6 50.5

137 9/26/2022 12:17:50 PM 12:18:00 PM 0:00:10 53.3 54.9 51.8 63.3 67.1 54.9 54.8 54.7 54.3 54 53.7 53.2 52.4 52.1 51.9

138 9/26/2022 12:18:00 PM 12:18:10 PM 0:00:10 53 55.3 50.7 63 66.8 55.3 55.2 55.1 55 55 54.2 53.1 50.9 50.8 50.7

139 9/26/2022 12:18:10 PM 12:18:20 PM 0:00:10 52.2 52.9 51.1 62.2 66 52.9 52.9 52.8 52.8 52.7 52.5 52.3 51.7 51.4 51.1

140 9/26/2022 12:18:20 PM 12:18:30 PM 0:00:10 51.5 54.5 50.4 61.5 82.3 54.4 54.3 53.6 53.1 52.7 51.6 50.8 50.4 50.4 50.4

141 9/26/2022 12:18:30 PM 12:18:40 PM 0:00:10 52.2 53.4 51 62.2 67.2 53.3 53.3 53.2 53.1 52.9 52.7 51.9 51.3 51.2 51.1



142 9/26/2022 12:18:40 PM 12:18:50 PM 0:00:10 52.8 53.5 52.2 62.8 66.8 53.5 53.5 53.4 53.3 53.2 53.1 52.8 52.4 52.3 52.2

143 9/26/2022 12:18:50 PM 12:19:00 PM 0:00:10 51.8 52.9 51 61.8 65.1 52.8 52.8 52.7 52.6 52.4 52.1 51.9 51.2 51.1 51

144 9/26/2022 12:19:00 PM 12:19:10 PM 0:00:10 51.4 52.5 50.7 61.4 64.8 52.5 52.4 52.3 52.2 52.1 51.9 51.5 50.9 50.8 50.8

145 9/26/2022 12:19:10 PM 12:19:20 PM 0:00:10 50.5 51.2 50.1 60.5 64.1 51.2 51.1 51 50.9 50.9 50.7 50.5 50.2 50.1 50.1

146 9/26/2022 12:19:20 PM 12:19:30 PM 0:00:10 50.2 51.2 49.1 60.2 63.8 51.2 51.2 51.2 51 51 50.4 50.2 49.4 49.2 49.1

147 9/26/2022 12:19:30 PM 12:19:40 PM 0:00:10 50.9 51.4 50.2 60.9 63.7 51.4 51.4 51.4 51.3 51.3 51.1 50.9 50.4 50.3 50.2

148 9/26/2022 12:19:40 PM 12:19:50 PM 0:00:10 50.7 51.1 50.3 60.7 64.2 51.1 51 51 51 51 50.9 50.7 50.4 50.4 50.3

149 9/26/2022 12:19:50 PM 12:20:00 PM 0:00:10 50.2 52.2 47.6 60.2 64.6 51.8 51.6 51.5 51.5 51.4 50.7 50.1 48.1 47.9 47.7

150 9/26/2022 12:20:00 PM 12:20:10 PM 0:00:10 52.6 53.7 51.2 62.6 65.7 53.7 53.6 53.6 53.5 53.5 53.1 52.7 51.9 51.7 51.2

151 9/26/2022 12:20:10 PM 12:20:20 PM 0:00:10 50.6 51.4 50.3 60.6 70.3 51.4 51.3 51.2 51.1 51.1 50.8 50.6 50.4 50.4 50.3

152 9/26/2022 12:20:20 PM 12:20:30 PM 0:00:10 51 52.6 50.3 61 74.3 52.5 52.4 51.9 51.5 51.3 51.1 50.9 50.5 50.4 50.4

153 9/26/2022 12:20:30 PM 12:20:40 PM 0:00:10 52.3 53 51 62.3 65 53 53 52.9 52.9 52.8 52.6 52.2 51.3 51.2 51.1

154 9/26/2022 12:20:40 PM 12:20:50 PM 0:00:10 52 53.2 51.3 62 65.4 53.2 53.2 52.9 52.8 52.8 52.3 52 51.6 51.5 51.3

155 9/26/2022 12:20:50 PM 12:21:00 PM 0:00:10 51.5 52.5 50.1 61.5 65.3 52.4 52.4 52.4 52.3 52.3 52 51.5 50.6 50.2 50.1

156 9/26/2022 12:21:00 PM 12:21:10 PM 0:00:10 52.2 53.6 50 62.2 67 53.6 53.6 53.5 53.4 53.3 52.9 51.9 50.6 50.2 50

157 9/26/2022 12:21:10 PM 12:21:20 PM 0:00:10 49.7 51.4 48.8 59.7 70.4 51.4 51.4 51.3 51.2 51 50.2 49.3 48.9 48.9 48.9

158 9/26/2022 12:21:20 PM 12:21:30 PM 0:00:10 50.8 51.7 49.6 60.8 66 51.6 51.5 51.5 51.4 51.3 51 50.6 49.9 49.8 49.6

159 9/26/2022 12:21:30 PM 12:21:40 PM 0:00:10 49.3 52.2 47.5 59.3 63.8 52.2 52.1 52 51.9 51.8 51.4 48.9 47.7 47.6 47.5

160 9/26/2022 12:21:40 PM 12:21:50 PM 0:00:10 51 53.6 47.7 61 64.8 53.6 53.6 53.4 53.1 52.9 51.6 49.9 49.2 48.3 47.8

161 9/26/2022 12:21:50 PM 12:22:00 PM 0:00:10 51 52.1 50.2 61 65.1 52.1 52.1 52 51.9 51.9 51.3 51.1 50.4 50.3 50.3

162 9/26/2022 12:22:00 PM 12:22:10 PM 0:00:10 51.4 52.6 50 61.4 64.9 52.5 52.4 52.3 52.2 52.2 52 50.8 50.3 50.2 50

163 9/26/2022 12:22:10 PM 12:22:20 PM 0:00:10 53.7 55.2 52.1 63.7 66.4 55.2 55.2 55.1 54.9 54.8 54 53.5 52.4 52.4 52.2

164 9/26/2022 12:22:20 PM 12:22:30 PM 0:00:10 52.1 54.4 50.8 62.1 65.1 54.4 54.3 53.9 53.8 53.5 52.7 52.3 51 50.9 50.8

165 9/26/2022 12:22:30 PM 12:22:40 PM 0:00:10 52.3 53.3 50.8 62.3 65.4 53.2 53.2 53.1 52.9 52.9 52.3 52 51.2 51 50.9

166 9/26/2022 12:22:40 PM 12:22:50 PM 0:00:10 53.1 54.5 51.7 63.1 66.4 54.5 54.5 54.4 54.3 54.2 53.5 52.9 52.1 51.9 51.7

167 9/26/2022 12:22:50 PM 12:23:00 PM 0:00:10 52.3 53.1 51.3 62.3 65.5 53 53 52.8 52.7 52.7 52.6 52.4 51.9 51.7 51.4

168 9/26/2022 12:23:00 PM 12:23:10 PM 0:00:10 51.3 52.5 50.3 61.3 64.5 52.5 52.5 52.4 52.4 52.3 52 51 50.5 50.4 50.3

169 9/26/2022 12:23:10 PM 12:23:20 PM 0:00:10 53.6 56.3 51.3 63.6 68.1 56.2 56 55.2 54.9 54.6 53.6 52.6 51.8 51.6 51.3

170 9/26/2022 12:23:20 PM 12:23:30 PM 0:00:10 53 56.2 51.5 63 65.8 56.1 56 55.8 55.6 55.5 54.3 52.7 51.9 51.7 51.5

171 9/26/2022 12:23:30 PM 12:23:40 PM 0:00:10 51.9 52.9 51.2 61.9 65.1 52.9 52.9 52.4 52.4 52.3 51.9 51.6 51.4 51.3 51.2

172 9/26/2022 12:23:40 PM 12:23:50 PM 0:00:10 51.3 53.7 47.4 61.3 66.1 53.7 53.7 53.6 53.5 53.5 53.2 52 48 47.6 47.4

173 9/26/2022 12:23:50 PM 12:24:00 PM 0:00:10 51.9 54 48.6 61.9 65.2 54 53.9 53.8 53.6 53.6 53.4 50.1 49.1 48.8 48.7

174 9/26/2022 12:24:00 PM 12:24:10 PM 0:00:10 53.4 54.1 53 63.4 66.5 54 54 53.9 53.8 53.8 53.7 53.4 53.1 53.1 53

175 9/26/2022 12:24:10 PM 12:24:20 PM 0:00:10 54.7 55.9 53.4 64.7 69.2 55.9 55.6 55.5 55.4 55.3 54.5 54.3 53.7 53.5 53.4

176 9/26/2022 12:24:20 PM 12:24:30 PM 0:00:10 55.5 56.9 53.8 65.5 68.1 56.8 56.8 56.3 56.3 56.3 56.1 55.7 54.5 54 53.9

177 9/26/2022 12:24:30 PM 12:24:40 PM 0:00:10 49.3 54.2 48.4 59.3 65.5 54.1 54.1 54 53.7 53.3 49.6 48.8 48.5 48.4 48.4

178 9/26/2022 12:24:40 PM 12:24:50 PM 0:00:10 53.5 55.8 48.6 63.5 67.2 55.7 55.6 55.2 55.1 55 54.8 52.4 48.7 48.7 48.6

179 9/26/2022 12:24:50 PM 12:25:00 PM 0:00:10 54.4 55.6 52.9 64.4 67.9 55.5 55.5 55.4 55.4 55.4 55.2 55 53.3 53.1 52.9

180 9/26/2022 12:25:00 PM 12:25:10 PM 0:00:10 52.7 54.1 51.4 62.7 66.3 54 54 53.7 53.6 53.6 53.4 52.7 51.7 51.7 51.5

181 9/26/2022 12:25:10 PM 12:25:20 PM 0:00:10 53.2 54.7 51.9 63.2 66.3 54.7 54.6 54.5 54.4 54.2 53.4 52.9 52.3 52.2 51.9

182 9/26/2022 12:25:20 PM 12:25:30 PM 0:00:10 53.3 54.2 52.7 63.3 67 54.1 54.1 53.9 53.8 53.8 53.5 53.3 53 52.9 52.7

183 9/26/2022 12:25:30 PM 12:25:40 PM 0:00:10 52.7 53.5 51.7 62.7 65.8 53.5 53.5 53.3 53.1 53.1 52.9 52.7 52 51.8 51.7

184 9/26/2022 12:25:40 PM 12:25:50 PM 0:00:10 52.9 54.3 51.7 62.9 66.8 54.2 54.2 54 53.7 53.5 53.2 52.9 52.2 51.9 51.8

185 9/26/2022 12:25:50 PM 12:26:00 PM 0:00:10 54.3 55.7 52.7 64.3 67.8 55.7 55.6 55.4 55.2 55.2 54.8 53.6 52.9 52.8 52.8

186 9/26/2022 12:26:00 PM 12:26:09 PM 0:00:09 52.6 55.5 51.7 62.1 73.9 55.5 55.5 55.2 55 54.8 53.5 52.6 51.9 51.9 51.8

Leq 52.5

Lmax 69.5

Lmin 47.4



ST3

Number Start Date Start Time End Time Duration LAeq LASmax LASmin LAE LApk LAS1% LAS2% LAS5% LAS8% LAS10% LAS25% LAS50% LAS90% LAS95% LAS99%

187 9/26/2022 12:36:51 PM 12:37:00 PM 0:00:09 65.3 66.3 64 74.8 78 66.2 66.2 66.1 66.1 66.1 66 65.8 64.1 64.1 64.1

188 9/26/2022 12:37:00 PM 12:37:10 PM 0:00:10 62.4 64 60.5 72.4 76.1 64 63.9 63.8 63.8 63.7 63.6 62.6 61.3 60.9 60.6

189 9/26/2022 12:37:10 PM 12:37:20 PM 0:00:10 57.9 60.5 56.1 67.9 71.7 60.4 60.3 60 59.7 59.3 58.9 58.4 56.7 56.4 56.2

190 9/26/2022 12:37:20 PM 12:37:30 PM 0:00:10 56.5 61.5 52.7 66.5 75.8 61.2 60.8 59.5 58.5 57.8 55.9 54.3 53 52.8 52.7

191 9/26/2022 12:37:30 PM 12:37:40 PM 0:00:10 66.9 71.7 58.5 76.9 85.1 71.7 71.7 71.6 71.5 71.3 69.2 64.3 58.7 58.6 58.5

192 9/26/2022 12:37:40 PM 12:37:50 PM 0:00:10 64.8 70.4 58.7 74.8 83.2 70.1 69.6 68.1 67.4 67 62.9 60.3 59 58.8 58.7

193 9/26/2022 12:37:50 PM 12:38:00 PM 0:00:10 74.6 80.9 56.4 84.6 95 80.8 80.8 80.5 80.3 79.9 76.7 71.2 58.6 57.5 56.6

194 9/26/2022 12:38:00 PM 12:38:10 PM 0:00:10 54.8 56.3 54.2 64.8 71.9 56.2 56 55.6 55.4 55.4 55.3 54.9 54.5 54.4 54.3

195 9/26/2022 12:38:10 PM 12:38:20 PM 0:00:10 55 55.8 54.3 65 68.4 55.8 55.7 55.6 55.6 55.6 55.4 55.1 54.5 54.4 54.3

196 9/26/2022 12:38:20 PM 12:38:30 PM 0:00:10 56.1 57.6 54.8 66.1 69.9 57.5 57.4 56.8 56.7 56.7 56.3 55.5 55 55 54.8

197 9/26/2022 12:38:30 PM 12:38:40 PM 0:00:10 56.8 58.2 55.4 66.8 70.7 58.1 58 57.9 57.8 57.8 57.5 56.7 55.6 55.5 55.5

198 9/26/2022 12:38:40 PM 12:38:50 PM 0:00:10 67.2 72.7 58.1 77.2 86 72.7 72.7 72.6 72.3 72 69 63.9 58.9 58.4 58.1

199 9/26/2022 12:38:50 PM 12:39:00 PM 0:00:10 58.3 58.9 57.6 68.3 73.6 58.8 58.8 58.7 58.7 58.6 58.4 58.3 57.9 57.7 57.6

200 9/26/2022 12:39:00 PM 12:39:10 PM 0:00:10 59.7 60.7 58.4 69.7 74.7 60.7 60.7 60.7 60.6 60.6 60.1 59.3 58.5 58.5 58.4

201 9/26/2022 12:39:10 PM 12:39:20 PM 0:00:10 70.5 76.1 60.7 80.5 94.5 76.1 76 75.9 75.5 75.2 71.6 67.2 61.7 61.5 60.8

202 9/26/2022 12:39:20 PM 12:39:30 PM 0:00:10 70.2 71.9 66.6 80.2 84.1 71.8 71.8 71.8 71.7 71.7 70.9 69.1 67.5 67.1 66.8

203 9/26/2022 12:39:30 PM 12:39:40 PM 0:00:10 77.6 80.5 71.9 87.6 93.1 80.3 80.2 79.6 79.2 79.1 78 77.2 72.5 72.1 71.9

204 9/26/2022 12:39:40 PM 12:39:50 PM 0:00:10 70.8 80.9 57.5 80.8 92.2 80.8 80.8 80.6 80.2 79.8 74.6 64.6 58.2 57.9 57.6

205 9/26/2022 12:39:50 PM 12:40:00 PM 0:00:10 56.5 58.8 54.1 66.5 76.1 58.6 58.4 58.3 58.1 58.1 57.6 56.7 55.1 54.8 54.4

206 9/26/2022 12:40:00 PM 12:40:10 PM 0:00:10 54.4 58.5 48.7 64.4 75.5 58.3 58.3 58.1 57.8 57.4 56.2 53.9 49.3 48.9 48.7

207 9/26/2022 12:40:10 PM 12:40:20 PM 0:00:10 68.9 73.8 51.4 78.9 88.7 73.8 73.7 73.6 73.3 73.1 70.4 67.9 51.6 51.5 51.4

208 9/26/2022 12:40:20 PM 12:40:30 PM 0:00:10 75 78.4 67.3 85 91.6 78.4 78.3 78.2 78 77.8 76.1 74.4 68.8 67.8 67.3

209 9/26/2022 12:40:30 PM 12:40:40 PM 0:00:10 71 73.9 70 81 84.1 73.8 73.7 73.4 73.1 73.1 72.2 70.7 70.4 70.3 70.1

210 9/26/2022 12:40:40 PM 12:40:50 PM 0:00:10 66.6 70.1 63.8 76.6 81.9 70.1 70 69.8 69.7 69.7 69.2 66.3 64 63.9 63.9

211 9/26/2022 12:40:50 PM 12:41:00 PM 0:00:10 63.7 69 57.7 73.7 93.6 68.9 68.9 68.4 68 67.6 66.2 62.3 58 57.9 57.8

212 9/26/2022 12:41:00 PM 12:41:10 PM 0:00:10 56.9 58.3 55.7 66.9 76.9 58.2 58.2 58 57.8 57.8 57.6 57.2 56.1 55.9 55.7

213 9/26/2022 12:41:10 PM 12:41:20 PM 0:00:10 55.9 59.5 53.7 65.9 72.9 59.3 59.1 58.3 57.6 56.8 55.5 54.6 53.8 53.8 53.7

214 9/26/2022 12:41:20 PM 12:41:30 PM 0:00:10 58.7 62.9 54.5 68.7 76.4 62.9 62.9 62.9 62.8 62.7 61.2 56.2 54.6 54.6 54.5

215 9/26/2022 12:41:30 PM 12:41:40 PM 0:00:10 56.8 58.6 54.7 66.8 74.8 58.4 58.2 58.2 58.1 58.1 56.9 56.2 55 55 54.8

216 9/26/2022 12:41:40 PM 12:41:50 PM 0:00:10 59.9 61.3 58.6 69.9 72.8 61.2 61.2 61 61 60.9 60.3 59.2 58.8 58.7 58.6

217 9/26/2022 12:41:50 PM 12:42:00 PM 0:00:10 65.9 68.6 61.2 75.9 80.7 68.5 68.3 68.1 68 67.8 66.7 64.4 61.7 61.6 61.4

218 9/26/2022 12:42:00 PM 12:42:10 PM 0:00:10 73.4 75.6 68.6 83.4 87.6 75.5 75.5 75.3 75.1 75.1 74.2 72.7 69 68.8 68.6

219 9/26/2022 12:42:10 PM 12:42:20 PM 0:00:10 80.1 82.5 75.5 90.1 95.4 82.5 82.4 82.4 82.3 82.2 81.1 79.3 77.7 76.2 75.6

220 9/26/2022 12:42:20 PM 12:42:30 PM 0:00:10 75.3 78.8 73.4 85.3 90.1 78.7 78.6 78.5 78.3 78.2 76.5 75.7 74 73.7 73.4

221 9/26/2022 12:42:30 PM 12:42:40 PM 0:00:10 71.9 73.9 69.6 81.9 85.5 73.8 73.8 73.7 73.6 73.6 73.1 72.5 69.9 69.7 69.6

222 9/26/2022 12:42:40 PM 12:42:50 PM 0:00:10 68.1 70.4 64.5 78.1 82 70.4 70.4 70.4 70.3 70.2 69.8 69.1 65.1 64.7 64.5

223 9/26/2022 12:42:50 PM 12:43:00 PM 0:00:10 65.3 66.5 64.5 75.3 80.5 66.4 66.4 66.2 66.1 66 65.7 65.1 64.7 64.6 64.5

224 9/26/2022 12:43:00 PM 12:43:10 PM 0:00:10 70.2 74.9 63.5 80.2 88.5 74.9 74.8 73.8 72.4 72.3 70.6 65.8 63.7 63.6 63.5

225 9/26/2022 12:43:10 PM 12:43:20 PM 0:00:10 64.9 74.9 61 74.9 88.2 74.9 74.7 74.1 73.2 72.6 68.1 64.3 61.4 61.2 61

226 9/26/2022 12:43:20 PM 12:43:30 PM 0:00:10 66.6 71.4 61.7 76.6 86.2 71.3 71.3 71.1 70.8 70.6 68.1 64.8 62 61.9 61.7

227 9/26/2022 12:43:30 PM 12:43:40 PM 0:00:10 57.4 61.8 53.1 67.4 73 61.7 61.7 61.5 61.2 60.9 59.5 58 53.8 53.5 53.1

228 9/26/2022 12:43:40 PM 12:43:50 PM 0:00:10 53.2 54 52.4 63.2 69 53.9 53.9 53.8 53.6 53.5 53.4 53.2 52.7 52.6 52.4

229 9/26/2022 12:43:50 PM 12:44:00 PM 0:00:10 53.2 55.6 51.5 63.2 68.4 55.5 55.3 54.5 54 53.8 53.1 52.7 51.7 51.6 51.5

230 9/26/2022 12:44:00 PM 12:44:10 PM 0:00:10 61.8 64.3 55.7 71.8 78.6 64.3 64.2 64.1 63.9 63.7 63 60.5 57.6 57.5 56.3

231 9/26/2022 12:44:10 PM 12:44:20 PM 0:00:10 57.6 63.3 56.1 67.6 80.4 63.2 63 62.5 61.7 61.1 58.9 57.6 56.7 56.3 56.2

232 9/26/2022 12:44:20 PM 12:44:30 PM 0:00:10 60.9 62.7 57.3 70.9 74.8 62.6 62.6 62.3 62.1 62.1 61.8 60.3 57.7 57.4 57.3

233 9/26/2022 12:44:30 PM 12:44:40 PM 0:00:10 67.9 70.2 62.5 77.9 82.1 70.1 70.1 70 69.8 69.6 69.1 66.8 63 62.7 62.5

234 9/26/2022 12:44:40 PM 12:44:50 PM 0:00:10 71.7 73.8 69.2 81.7 86.2 73.7 73.7 73.6 73.5 73.4 73 71 70.1 69.5 69.2

235 9/26/2022 12:44:50 PM 12:45:00 PM 0:00:10 67.6 70.3 65.1 77.6 84.8 70.3 70.3 70.3 70.3 70.2 69.1 67.5 65.4 65.2 65.2



236 9/26/2022 12:45:00 PM 12:45:10 PM 0:00:10 61.7 67.4 57.1 71.7 78.4 67.4 67.4 67.1 66.7 66.5 65.1 60.9 57.8 57.4 57.2

237 9/26/2022 12:45:10 PM 12:45:20 PM 0:00:10 65.6 72.1 53.7 75.6 86.5 72 72 71.8 71.3 70.2 58.9 55.7 54.1 53.8 53.7

238 9/26/2022 12:45:20 PM 12:45:30 PM 0:00:10 60.2 71.5 53.9 70.2 80.4 71.4 71.1 70.4 69.4 68.8 64.6 59.3 54.5 54.3 54.1

239 9/26/2022 12:45:30 PM 12:45:40 PM 0:00:10 62.8 67.2 53.8 72.8 85.5 67.1 66.9 66.1 65.6 65.2 64 60.3 56.7 55.6 54.2

240 9/26/2022 12:45:40 PM 12:45:50 PM 0:00:10 55 65.1 50.9 65 77.5 65.1 65 64.7 63.9 63.3 58.4 52.5 51.2 51.2 50.9

241 9/26/2022 12:45:50 PM 12:46:00 PM 0:00:10 67.8 73.6 50.6 77.8 88.3 73.6 73.6 73.4 73 72.8 69.8 64.3 51.4 50.9 50.6

242 9/26/2022 12:46:00 PM 12:46:10 PM 0:00:10 62.7 67.2 57.9 72.7 80.1 67.2 67.1 67 66.7 66.6 64.3 60.8 58 57.9 57.9

243 9/26/2022 12:46:10 PM 12:46:20 PM 0:00:10 51.9 62.1 50.7 61.9 68.2 61.8 61.5 60.5 59.5 58.8 54.9 52 50.8 50.8 50.7

244 9/26/2022 12:46:20 PM 12:46:30 PM 0:00:10 66.3 71.9 51.2 76.3 86 71.8 71.8 71.6 71.3 70.9 68.2 63.3 52.1 51.4 51.2

245 9/26/2022 12:46:30 PM 12:46:40 PM 0:00:10 52.8 57.5 49.7 62.8 68.8 57.4 57.2 56.7 56.2 56 55.2 52.7 49.9 49.7 49.7

246 9/26/2022 12:46:40 PM 12:46:50 PM 0:00:10 52.8 55 50.2 62.8 67.9 54.9 54.9 54.9 54.7 54.7 54.1 51.9 50.5 50.4 50.2

247 9/26/2022 12:46:50 PM 12:47:00 PM 0:00:10 64.5 69.6 54.1 74.5 83 69.5 69.5 69.3 69 68.8 66.4 61.9 54.8 54.4 54.1

248 9/26/2022 12:47:00 PM 12:47:10 PM 0:00:10 68.2 70.6 59.6 78.2 86.2 70.6 70.5 70.4 70.3 70.2 69.4 67.5 62.3 60.8 59.8

249 9/26/2022 12:47:10 PM 12:47:20 PM 0:00:10 56.5 67.6 53.3 66.5 74.3 67.3 67 66.1 65.3 64.7 60.7 55.4 53.5 53.4 53.3

250 9/26/2022 12:47:20 PM 12:47:30 PM 0:00:10 54.3 56 52.4 64.3 68 56 56 55.9 55.9 55.7 55 54.9 52.9 52.7 52.5

251 9/26/2022 12:47:30 PM 12:47:40 PM 0:00:10 52.1 54.5 50.9 62.1 70 54.3 54.2 53.7 53.1 52.9 52.3 51.4 51 51 50.9

252 9/26/2022 12:47:40 PM 12:47:50 PM 0:00:10 72.1 76.6 54.5 82.1 90.3 76.5 76.5 76.4 76.1 75.7 74.4 70.7 57.2 55.7 54.8

253 9/26/2022 12:47:50 PM 12:48:00 PM 0:00:10 60.7 66.8 52.2 70.7 83.8 66.8 66.7 66.6 66.6 66.5 65.4 57.7 53.2 52.4 52.3

254 9/26/2022 12:48:00 PM 12:48:10 PM 0:00:10 49.8 52.4 47.1 59.8 65.9 52.4 52.4 52.3 52.3 52.2 51.4 50.7 47.4 47.2 47.2

255 9/26/2022 12:48:10 PM 12:48:20 PM 0:00:10 47.3 48.8 46.1 57.3 67.9 48.7 48.7 48.5 48.2 48.1 47.9 47.2 46.2 46.2 46.1

256 9/26/2022 12:48:20 PM 12:48:30 PM 0:00:10 46.2 47.1 45.3 56.2 60.2 47.1 47.1 47 46.9 46.8 46.4 46.3 45.4 45.4 45.3

257 9/26/2022 12:48:30 PM 12:48:40 PM 0:00:10 47.2 48 46.3 57.2 72.2 47.9 47.9 47.8 47.7 47.6 47.4 47.2 46.8 46.6 46.4

258 9/26/2022 12:48:40 PM 12:48:50 PM 0:00:10 61.4 66.7 46.7 71.4 82.4 66.4 65.9 64.3 63 63 62.5 54.6 46.9 46.8 46.7

259 9/26/2022 12:48:50 PM 12:49:00 PM 0:00:10 75.3 82.2 63 85.3 97.2 82.1 82.1 81.7 81.2 80.7 76.7 70.7 63.5 63.2 63.1

260 9/26/2022 12:49:00 PM 12:49:10 PM 0:00:10 61.7 64.8 58.2 71.7 78.2 64.6 64.2 63.9 63.8 63.8 63.1 60.9 58.6 58.3 58.2

261 9/26/2022 12:49:10 PM 12:49:20 PM 0:00:10 71.2 73.8 64.9 81.2 93.2 73.8 73.7 73.6 73.4 73.1 72.1 70.7 67.6 67.5 65.6

262 9/26/2022 12:49:20 PM 12:49:30 PM 0:00:10 65.1 69.1 56.7 75.1 82.8 69.1 69.1 68.9 68.7 68.5 67.1 66.4 58.2 57.3 56.8

263 9/26/2022 12:49:30 PM 12:49:40 PM 0:00:10 53 56.6 51.9 63 67.6 56.5 56.4 56 55.5 55.4 53.7 53 52.6 52.4 52

264 9/26/2022 12:49:40 PM 12:49:50 PM 0:00:10 51.8 52.8 50.7 61.8 65 52.7 52.7 52.6 52.5 52.4 52.1 51.8 51.2 51 50.7

265 9/26/2022 12:49:50 PM 12:50:00 PM 0:00:10 52.6 53.7 51.2 62.6 65.1 53.7 53.7 53.6 53.6 53.5 53 52.4 51.5 51.4 51.3

266 9/26/2022 12:50:00 PM 12:50:10 PM 0:00:10 54.1 55.7 52.7 64.1 68.7 55.7 55.6 55.3 55.2 55.1 54 53.5 53 52.8 52.8

267 9/26/2022 12:50:10 PM 12:50:20 PM 0:00:10 68.4 73.7 55.8 78.4 87.6 73.7 73.7 73.5 73.1 72.8 69.5 66.3 57.2 56.2 55.8

268 9/26/2022 12:50:20 PM 12:50:30 PM 0:00:10 64.9 69.6 60.1 74.9 83.8 69.4 69.3 68.5 67.4 66.1 64.9 63.3 60.2 60.2 60.1

269 9/26/2022 12:50:30 PM 12:50:40 PM 0:00:10 65.1 71.4 58.7 75.1 84.6 71.4 71.4 71.2 71 70.8 68.1 62.8 59 58.8 58.7

270 9/26/2022 12:50:40 PM 12:50:50 PM 0:00:10 62.3 66.6 53.6 72.3 80.9 66.6 66.6 66.5 66.4 66.2 64 61 55.3 54.2 53.7

271 9/26/2022 12:50:50 PM 12:51:00 PM 0:00:10 50.8 53.6 49.6 60.8 70.6 53.5 53.4 53.1 52.8 52.6 51.7 50.8 49.9 49.8 49.6

272 9/26/2022 12:51:00 PM 12:51:10 PM 0:00:10 48 50.5 47.3 58 64 50.4 50.3 49.9 49.5 49.1 48.3 48 47.4 47.3 47.3

273 9/26/2022 12:51:10 PM 12:51:20 PM 0:00:10 61.8 68 48.9 71.8 92.9 67.9 67.9 67.4 66.7 66.3 63.8 58.3 50.3 49.1 49

274 9/26/2022 12:51:20 PM 12:51:30 PM 0:00:10 47.8 51.6 46.7 57.8 63.9 51.4 51.2 50.6 49.9 49.6 48.7 47.4 46.8 46.8 46.7

275 9/26/2022 12:51:30 PM 12:51:40 PM 0:00:10 48.8 50.1 48 58.8 72.6 50.1 50 50 49.9 49.9 49.8 48.6 48.1 48 48

276 9/26/2022 12:51:40 PM 12:51:50 PM 0:00:10 50.2 53.7 47.6 60.2 65.9 53.6 53.4 53 52.3 51.7 49.5 48.8 47.8 47.7 47.6

277 9/26/2022 12:51:50 PM 12:52:00 PM 0:00:10 63.5 68.7 49.8 73.5 82.5 68.7 68.7 68.6 68.4 68.3 65.8 60 52.8 51.2 50.1

278 9/26/2022 12:52:00 PM 12:52:10 PM 0:00:10 45.5 49.8 45.1 55.5 58.5 49.6 49.4 48.7 48 47.6 46.3 45.6 45.2 45.2 45.1

279 9/26/2022 12:52:10 PM 12:52:20 PM 0:00:10 48.2 51.4 45.9 58.2 63.2 51.3 51.2 51.1 50.5 50.2 47.5 46.6 46 46 46

280 9/26/2022 12:52:20 PM 12:52:30 PM 0:00:10 63.1 67.7 51.5 73.1 81 67.6 67.6 67.5 67.3 67.1 63.8 59.8 51.8 51.7 51.5

Leq 67.8

Lmax 82.5

Lmin 45.1



  

 

Appendix F-2 
Construction Noise Modeling Inputs and Outputs 

  





To User: bordered cells are inputs, unbordered cells have formulae noise level limit for construction phase at occupied building, per FTA guidance = N/A

allowable hours over which Leq is to be averaged (example: 8 per FTA guidance) = 1

Construction Activity Equipment
Total 

Equipment Qty

AUF % (from 

FHWA RCNM)

Reference 

Lmax @ 50 ft. 

from FHWA 

RCNM

Client Equipment 

Description, Data 

Source and/or Notes

Source to NSR 

Distance (ft.)

Barrier / Topo 

Insertion Loss (dB)

Distance-

Adjusted Lmax

Allowable Operation 

Time (hours)

Allowable 

Operation Time 

(minutes)

Predicted 1-

hour Leq

Site Preparation Grader 1 40 85 15 95.5 1 60 91

Scraper 1 40 84 50 84.0 1 60 80

Dozer 1 40 82 100 76.0 1 60 72

Tractor 1 40 84 150 74.5 1 60 70

Highest Lmax: 95.5 Total for Site Preparation Phase: 91.9

Grading Grader 1 40 85 15 95.5 1 60 91

Dozer 1 40 82 50 82.0 1 60 78

Tractor 1 40 84 100 78.0 1 60 74

Front End Loader 1 40 79 150 69.5 1 60 65

Highest Lmax: 95.5 Total for Grading Phase: 91.8

Building Construction Crane 1 16 81 80 76.9 1 60 69

Man Lift 1 20 75 100 69.0 1 60 62

Welder / Torch 1 40 73 150 63.5 1 60 59

Man Lift 1 20 75 200 63.0 1 60 56

Generator 1 50 72 250 58.0 1 60 55

Welder / Torch 1 40 73 150 63.5 1 60 59

Front End Loader 1 40 79 200 67.0 1 60 63

Welder / Torch 1 40 73 250 59.0 1 60 55

Highest Lmax: 76.9 71.5

Paving Paver 1 50 77 15 87.5 1 60 84

Concrete Mixer Truck 1 40 79 50 79.0 1 60 75

Roller 1 20 80 100 74.0 1 60 67

Backhoe 1 40 78 150 68.5 1 60 64

Roller 1 20 80 200 68.0 1 60 61

Highest Lmax: 87.5 Total for Paving Phase: 85.0

Architectural Coating Compressor (air) 1 40 78 80 73.9 1 60 70

Highest Lmax: 73.9 Total for Architectural Coating Phase: 69.9

6th_Del Rosa Warehouse Project RCNM Resi to West - Closest Dist

-

I 
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To User: bordered cells are inputs, unbordered cells have formulae noise level limit for construction phase at occupied building, per FTA guidance = N/A

allowable hours over which Leq is to be averaged (example: 8 per FTA guidance) = 8

Construction Activity Equipment
Total 

Equipment Qty

AUF % (from 

FHWA RCNM)

Reference 

Lmax @ 50 ft. 

from FHWA 

RCNM

Client Equipment 

Description, Data 

Source and/or Notes

Source to NSR 

Distance (ft.)

Barrier / Topo 

Insertion Loss (dB)

Distance-

Adjusted Lmax

Allowable Operation 

Time (hours)

Allowable 

Operation Time 

(minutes)

Predicted 8-

hour Leq

Site Preparation Grader 1 40 85 190 73.4 8 480 69

Scraper 1 40 84 190 72.4 8 480 68

Dozer 1 40 82 190 70.4 8 480 66

Tractor 1 40 84 190 72.4 8 480 68

Highest Lmax: 73.4 Total for Site Preparation Phase: 74.3

Grading Grader 1 40 85 190 73.4 8 480 69

Dozer 1 40 82 190 70.4 8 480 66

Tractor 1 40 84 190 72.4 8 480 68

Front End Loader 1 40 79 190 67.4 8 480 63

Highest Lmax: 73.4 Total for Grading Phase: 73.5

Building Construction Crane 1 16 81 190 69.4 8 480 61

Man Lift 1 20 75 190 63.4 8 480 56

Welder / Torch 1 40 73 190 61.4 8 480 57

Man Lift 1 20 75 190 63.4 8 480 56

Generator 1 50 72 190 60.4 8 480 57

Welder / Torch 1 40 73 190 61.4 8 480 57

Front End Loader 1 40 79 190 67.4 8 480 63

Welder / Torch 1 40 73 190 61.4 8 480 57

Highest Lmax: 69.4 68.2

Paving Paver 1 50 77 190 65.4 8 480 62

Concrete Mixer Truck 1 40 79 190 67.4 8 480 63

Roller 1 20 80 190 68.4 8 480 61

Backhoe 1 40 78 190 66.4 8 480 62

Roller 1 20 80 190 68.4 8 480 61

Highest Lmax: 68.4 Total for Paving Phase: 69.3

Architectural Coating Compressor (air) 1 40 78 190 66.4 8 480 62

Highest Lmax: 66.4 Total for Architectural Coating Phase: 62.4

6th_Del Rosa Warehouse Project RCNM Resi to West - Typical

-
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To User: bordered cells are inputs, unbordered cells have formulae noise level limit for construction phase at occupied building, per FTA guidance = N/A

allowable hours over which Leq is to be averaged (example: 8 per FTA guidance) = 1

Construction Activity Equipment
Total 

Equipment Qty

AUF % (from 

FHWA RCNM)

Reference 

Lmax @ 50 ft. 

from FHWA 

RCNM

Client Equipment 

Description, Data 

Source and/or Notes

Source to NSR 

Distance (ft.)

Barrier / Topo 

Insertion Loss (dB)

Distance-

Adjusted Lmax

Allowable Operation 

Time (hours)

Allowable 

Operation Time 

(minutes)

Predicted 1-

hour Leq

Site Preparation Grader 1 40 85 30 89.4 1 60 85

Scraper 1 40 84 50 84.0 1 60 80

Dozer 1 40 82 100 76.0 1 60 72

Tractor 1 40 84 150 74.5 1 60 70

Highest Lmax: 89.4 Total for Site Preparation Phase: 86.8

Grading Grader 1 40 85 30 89.4 1 60 85

Dozer 1 40 82 50 82.0 1 60 78

Tractor 1 40 84 100 78.0 1 60 74

Front End Loader 1 40 79 150 69.5 1 60 65

Highest Lmax: 89.4 Total for Grading Phase: 86.5

Building Construction Crane 1 16 81 85 76.4 1 60 68

Man Lift 1 20 75 100 69.0 1 60 62

Welder / Torch 1 40 73 150 63.5 1 60 59

Man Lift 1 20 75 200 63.0 1 60 56

Generator 1 50 72 250 58.0 1 60 55

Welder / Torch 1 40 73 150 63.5 1 60 59

Front End Loader 1 40 79 200 67.0 1 60 63

Welder / Torch 1 40 73 250 59.0 1 60 55

Highest Lmax: 76.4 71.3

Paving Paver 1 50 77 40 78.9 1 60 76

Concrete Mixer Truck 1 40 79 100 73.0 1 60 69

Roller 1 20 80 150 70.5 1 60 63

Backhoe 1 40 78 200 66.0 1 60 62

Roller 1 20 80 250 66.0 1 60 59

Highest Lmax: 78.9 Total for Paving Phase: 77.1

Architectural Coating Compressor (air) 1 40 78 85 73.4 1 60 69

Highest Lmax: 73.4 Total for Architectural Coating Phase: 69.4

6th_Del Rosa Warehouse Project RCNM Resi to South - Closest Dist

-

I 
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To User: bordered cells are inputs, unbordered cells have formulae noise level limit for construction phase at occupied building, per FTA guidance = N/A

allowable hours over which Leq is to be averaged (example: 8 per FTA guidance) = 8

Construction Activity Equipment
Total 

Equipment Qty

AUF % (from 

FHWA RCNM)

Reference 

Lmax @ 50 ft. 

from FHWA 

RCNM

Client Equipment 

Description, Data 

Source and/or Notes

Source to NSR 

Distance (ft.)

Barrier / Topo 

Insertion Loss (dB)

Distance-

Adjusted Lmax

Allowable Operation 

Time (hours)

Allowable 

Operation Time 

(minutes)

Predicted 8-

hour Leq

Site Preparation Grader 1 40 85 190 73.4 8 480 69

Scraper 1 40 84 190 72.4 8 480 68

Dozer 1 40 82 190 70.4 8 480 66

Tractor 1 40 84 190 72.4 8 480 68

Highest Lmax: 73.4 Total for Site Preparation Phase: 74.3

Grading Grader 1 40 85 190 73.4 8 480 69

Dozer 1 40 82 190 70.4 8 480 66

Tractor 1 40 84 190 72.4 8 480 68

Front End Loader 1 40 79 190 67.4 8 480 63

Highest Lmax: 73.4 Total for Grading Phase: 73.5

Building Construction Crane 1 16 81 190 69.4 8 480 61

Man Lift 1 20 75 190 63.4 8 480 56

Welder / Torch 1 40 73 190 61.4 8 480 57

Man Lift 1 20 75 190 63.4 8 480 56

Generator 1 50 72 190 60.4 8 480 57

Welder / Torch 1 40 73 190 61.4 8 480 57

Front End Loader 1 40 79 190 67.4 8 480 63

Welder / Torch 1 40 73 190 61.4 8 480 57

Highest Lmax: 69.4 68.2

Paving Paver 1 50 77 190 65.4 8 480 62

Concrete Mixer Truck 1 40 79 190 67.4 8 480 63

Roller 1 20 80 190 68.4 8 480 61

Backhoe 1 40 78 190 66.4 8 480 62

Roller 1 20 80 190 68.4 8 480 61

Highest Lmax: 68.4 Total for Paving Phase: 69.3

Architectural Coating Compressor (air) 1 40 78 190 66.4 8 480 62

Highest Lmax: 66.4 Total for Architectural Coating Phase: 62.4

6th_Del Rosa Warehouse Project RCNM Resi to South - Typical

-

I 

,________I I § 
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To User: bordered cells are inputs, unbordered cells have formulae noise level limit for construction phase at occupied building, per FTA guidance = N/A

allowable hours over which Leq is to be averaged (example: 8 per FTA guidance) = 1

Construction Activity Equipment
Total 

Equipment Qty

AUF % (from 

FHWA RCNM)

Reference 

Lmax @ 50 ft. 

from FHWA 

RCNM

Client Equipment 

Description, Data 

Source and/or Notes

Source to NSR 

Distance (ft.)

Barrier / Topo 

Insertion Loss (dB)

Distance-

Adjusted Lmax

Allowable Operation 

Time (hours)

Allowable 

Operation Time 

(minutes)

Predicted 1-

hour Leq

Site Preparation Grader 1 40 85 110 78.2 1 60 74

Scraper 1 40 84 150 74.5 1 60 70

Dozer 1 40 82 200 70.0 1 60 66

Tractor 1 40 84 250 70.0 1 60 66

Highest Lmax: 78.2 Total for Site Preparation Phase: 76.6

Grading Grader 1 40 85 110 78.2 1 60 74

Dozer 1 40 82 150 72.5 1 60 68

Tractor 1 40 84 200 72.0 1 60 68

Front End Loader 1 40 79 250 65.0 1 60 61

Highest Lmax: 78.2 Total for Grading Phase: 76.1

Building Construction Crane 1 16 81 135 72.4 1 60 64

Man Lift 1 20 75 200 63.0 1 60 56

Welder / Torch 1 40 73 250 59.0 1 60 55

Man Lift 1 20 75 300 59.4 1 60 52

Generator 1 50 72 350 55.1 1 60 52

Welder / Torch 1 40 73 150 63.5 1 60 59

Front End Loader 1 40 79 200 67.0 1 60 63

Welder / Torch 1 40 73 250 59.0 1 60 55

Highest Lmax: 72.4 68.5

Paving Paver 1 50 77 135 68.4 1 60 65

Concrete Mixer Truck 1 40 79 200 67.0 1 60 63

Roller 1 20 80 250 66.0 1 60 59

Backhoe 1 40 78 300 62.4 1 60 58

Roller 1 20 80 350 63.1 1 60 56

Highest Lmax: 68.4 Total for Paving Phase: 68.7

Architectural Coating Compressor (air) 1 40 78 135 69.4 1 60 65

Highest Lmax: 69.4 Total for Architectural Coating Phase: 65.4

6th_Del Rosa Warehouse Project RCNM School to North - Closest Dist

-
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To User: bordered cells are inputs, unbordered cells have formulae noise level limit for construction phase at occupied building, per FTA guidance = N/A

allowable hours over which Leq is to be averaged (example: 8 per FTA guidance) = 8

Construction Activity Equipment
Total 

Equipment Qty

AUF % (from 

FHWA RCNM)

Reference 

Lmax @ 50 ft. 

from FHWA 

RCNM

Client Equipment 

Description, Data 

Source and/or Notes

Source to NSR 

Distance (ft.)

Barrier / Topo 

Insertion Loss (dB)

Distance-

Adjusted Lmax

Allowable Operation 

Time (hours)

Allowable 

Operation Time 

(minutes)

Predicted 8-

hour Leq

Site Preparation Grader 1 40 85 200 73.0 8 480 69

Scraper 1 40 84 200 72.0 8 480 68

Dozer 1 40 82 200 70.0 8 480 66

Tractor 1 40 84 200 72.0 8 480 68

Highest Lmax: 73.0 Total for Site Preparation Phase: 73.9

Grading Grader 1 40 85 200 73.0 8 480 69

Dozer 1 40 82 200 70.0 8 480 66

Tractor 1 40 84 200 72.0 8 480 68

Front End Loader 1 40 79 200 67.0 8 480 63

Highest Lmax: 73.0 Total for Grading Phase: 73.0

Building Construction Crane 1 16 81 200 69.0 8 480 61

Man Lift 1 20 75 200 63.0 8 480 56

Welder / Torch 1 40 73 200 61.0 8 480 57

Man Lift 1 20 75 200 63.0 8 480 56

Generator 1 50 72 200 60.0 8 480 57

Welder / Torch 1 40 73 200 61.0 8 480 57

Front End Loader 1 40 79 200 67.0 8 480 63

Welder / Torch 1 40 73 200 61.0 8 480 57

Highest Lmax: 69.0 67.8

Paving Paver 1 50 77 200 65.0 8 480 62

Concrete Mixer Truck 1 40 79 200 67.0 8 480 63

Roller 1 20 80 200 68.0 8 480 61

Backhoe 1 40 78 200 66.0 8 480 62

Roller 1 20 80 200 68.0 8 480 61

Highest Lmax: 68.0 Total for Paving Phase: 68.8

Architectural Coating Compressor (air) 1 40 78 200 66.0 8 480 62

Highest Lmax: 66.0 Total for Architectural Coating Phase: 62.0

6th_Del Rosa Warehouse Project RCNM School to North - Typical

-
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Appendix F-3 
Equipment Noise Calculations 

  





FOR DISTRIBUTION USE ONLY - NOT TO BE USED AT POINT OF RETAIL SALE

251933-YTG-Y-0715

TECHNICAL GUIDE
Description

YORK® ZE/ZF/ZR/XN/XP Series units are convertible single 
package high efficiency rooftops with a common roof curb for 
the 3, 4, 5 and 6 Ton sizes (ZE, ZR, XN, XP not available in 6 
Ton). Although the units are primarily designed for curb 
mounting on a roof, they can also be slab-mounted at ground 
level or set on steel beams above a finished roof.

All ZE/ZF/ZR/XN/XP Series units are self-contained and 
assembled on rigid full perimeter base rails allowing for 
overhead rigging. Every unit is completely charged, wired, 
piped and tested at the factory to provide a quick and easy field 
installation.

All models (including those with an economizer) are convertible 
between bottom and horizontal duct connections.

ZE/ZF/ZR Series units are available in the following 
configurations: cooling only, cooling with electric heat, and 
cooling with one or two stage gas heat. Electric heaters are 
available as factory-installed option or field installed accessory.

XN/XP Series units are available in the following configurations: 
cooling and heating only and cooling and heating with electric 
heat.

Tested in accordance with:

R-410A
ZE/ZF/ZR/XN/XP SERIES
3 - 6 TON
60 Hertz
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251933-YTG-Y-0715

86 Johnson Controls Unitary Products

Sound Performance

ZF/ZR/XP Indoor Sound Power Levels

Size

(Tons)
CFM

ESP

(IWG)

Blower
Sound Power, dB (10-12) Watts

Sound Rating1

dB (A)

1. These values have been accessed using a model of sound propagation from a point source into the hemispheric/free field. The 

dBA values provided are to be used for reference only. Calculation of dBA values cover matters of system design and the fan 

manufacture has no way of knowing the details of each system. This constitutes an exception to any specification or guarantee 
requiring a dBA value of sound data in any other form than sound power level ratings.

Octave Band Centerline Frequency (Hz)

RPM BHP 63 125 250 500 1000 2000 4000 8000

036

(3.0)
1200 0.2 630 0.41 63 82 77 59 50 43 42 40 45

048

(4.0)
1600 0.2 791 0.54 72 95 84 58 54 46 44 45 44

060

(5.0)
2000 0.2 840 0.67 62 84 71 58 53 50 49 49 49

072

(6.0)
2200 0.3 920 1.45 76 61 71 68 67 72 66 61 54

ZE/ZF/ZR Outdoor Sound Power Levels

Size

(Tons)

Sound Rating1

dB (A)

1. Rated in accordance with AHRI 270 standard.

Octave Band Centerline Frequency (Hz)

63 125 250 500 1000 2000 4000 8000

036

(3.0)
81 87.5 86.0 81.0 77.0 75.0 69.5 65.5 70.5

048
(4.0)

80 84.5 81.0 80.0 78.0 75.0 70.0 67.0 70.5

060

(5.0)
82 86.5 87.5 81.5 77.5 75.0 71.5 68.0 70.5

072

(6.0)
83 - 84.0 85.0 79.0 80.0 72.0 67.5 62.5

XN/XP Outdoor Sound Power Levels

Size

(Tons)

Sound Rating1

dB (A)

1. Rated in accordance with AHRI 270 standard.

Octave Band Centerline Frequency (Hz)

63 125 250 500 1000 2000 4000 8000

036

(3.0)
76 83.5 84.5 76.5 72.0 68.0 66.0 60.0 56.0

048
(4.0)

80 85.0 83.0 81.0 77.5 75.5 71.5 67.5 61.5

060

(5.0)
80 86.0 84.0 81.0 77.0 75.5 71.0 66.5 60.5



Name M.ID Result. PWL Lw / Li Correction Sound ReductionAttenuation Operating Time K0 Freq. Direct.
Day EveningNight TypeValuenorm. Day EveningNight R Area Day SpecialNight
(dBA) (dBA) (dBA) dB(A)dB(A) dB(A) dB(A) (m²) (min) (min) (min) (dB) (Hz)

HVAC Unit 1 U1 80.3 80.3 80.3 Lw YM 0.0 0.0 0.0 0.0 (none)
HVAC Unit 2 U2 80.3 80.3 80.3 Lw YM 0.0 0.0 0.0 0.0 (none)



Name M.ID Result. PWL Lw / Li Correction Sound ReductionAttenuation Operating Time K0 Freq. Direct.Height Coordinates
Day EveningNight TypeValuenorm. Day EveningNight R Area Day SpecialNight X Y Z
(dBA) (dBA) (dBA) dB(A)dB(A) dB(A) dB(A) (m²) (min) (min) (min) (dB) (Hz) (m) (m) (m) (m)

HVAC Unit 1U1 80.3 80.3 80.3 Lw YM 0.0 0.0 0.0 0.0 (none) 12.19 r 258.19 251.62 12.19
HVAC Unit 2U2 80.3 80.3 80.3 Lw YM 0.0 0.0 0.0 0.0 (none) 12.19 r 261.00 251.65 12.19I 111 I I 11 I I I I 11 I I I I I I I I I I I I I 



Name M. ID AbsorptionZ-Ext.Cantilever Height
left right horz. vert. Begin End

(m) (m) (m) (m) (m)
Main Building BarrierMBB 0.85 13.05 r

11 I I I I I I I I I I 



Name M.ID RBResidentsAbsorptionHeight
Begin
(m)

Main Building MB 0 0.1 12.19 r



NameM. ID Level Lr Limit. Value Land Use Height Coordinates
Day Night Day Night TypeAutoNoise Type X Y Z
(dBA)(dBA)(dBA)(dBA) (m) (m) (m) (m)

NSR W1 29.7 29.7 0.0 0.0 x Total 3.05 r 221.75 245.50 3.05
NSR N1 28.5 28.5 0.0 0.0 x Total 3.05 r 254.63 300.98 3.05
NSR E1 15.4 15.4 0.0 0.0 x Total 3.05 r 364.00 250.50 3.05
NSR SE1 20.0 20.0 0.0 0.0 x Total 3.05 r 261.45 169.35 3.05



Receiver/

Location
Distance

Noise 

Level w/o 

Shielding

Noise 

Level w/ 

Shielding
W1 295 57.0 31.9
E1 120 64.8 53.3
S1 90 67.3 56.0
N1 210 59.9 36.4

Parking Lot Activities Noise

Receiver/

Location
Distance

Noise 

Level w/o 

Shielding

Noise 

Level w/ 

Shielding
W1 45 35.7 23.3
E1 45 35.7 23.3
S1 45 35.7 23.3
N1 125 31.2 31.2

Ref:  47 dBA at 3.3 feet (Baltrënas, P., D. Kazlauskas, and E. Petraitis. 2004. “Testing on 
Noise Level Prevailing at Motor Vehicle Parking Lots and Numeral Simulation of its 
Dispersion.” Journal of Environmental Engineering and Landscape Management 12(2): 63-
70.0

Truck Loading Dock Activities Noise

Ref:  96 dBA at 3.3 feet (Baltrënas, P., D. Kazlauskas, and E. Petraitis. 2004. “Testing on 
Noise Level Prevailing at Motor Vehicle Parking Lots and Numeral Simulation of its 
Dispersion.” Journal of Environmental Engineering and Landscape Management 12(2): 63- 
70.0



RAY-TRACE PROGRAM  (FOR A POINT-SOURCE)
Uses the Equation:  (Ae4)point=20*log[(2*pi*N)1/2/tanh(2*pi*N)1/2]+5dB

(Ref. Pg.174,  Noise and Vibration Control, L.L. Beranek Editor, 1971 Ed.

Project:  6th and Del Rosa Warehouse Project

Date:12/6/22

By:  MG

Please Enter: Using English (E) units or Metric (M) units ? E

Ray Trace 
Number/Description

Source-
Receiver 
Distance  
(ft. or m)

Source 
Base Elev.         
(ft. or m)

Source 
Height 
above 

Ground      
(ft. or m)

Receiver 
Base Elev.      
(ft. or m)

Receiver 
Height 
above 

Ground      
(ft. or m)

Horizontal 
Barrier 
Dist. (in 
ref. to 

source)    
(ft. or m)

Barrier 
Base Elev.     
(ft. or m)

Barrier 
Height    

(ft. or m)

Dominant 
Freq.(Hz)

Source-
Rcvr 

Straight-
Line Dist.   
(ft. or m)

Source-
Top-of-
Barrier 

Dist.         
(ft. or m)

Receiver-
Top-of-
Barrier 

Dist.        
(ft. or m)

Lambda Nmax AE (barriers)  

(dB)

1. Source -Truck Noise at 
School to N

210.0 0.0 10.0 0.0 5.0 25.0 0.0 35.0 500.0 210.1 35.4 187.4 2.3 11.3 23.5

2. Source -Truck Noise at 
Resi's to S

90.0 0.0 10.0 0.0 5.0 85.0 0.0 8.0 500.0 90.1 85.0 5.8 2.3 0.6 11.3

3. Source -Truck Noise at 
Vacant Lot to E

120.0 0.0 10.0 0.0 5.0 115.0 0.0 8.0 500.0 120.1 115.0 5.8 2.3 0.7 11.5

4.. Source -Truck Noise at 
Resi's to W

295.0 0.0 10.0 0.0 5.0 10.0 0.0 35.0 500.0 295.0 26.9 286.6 2.3 16.4 25.1

5. Source -Parking Lot 
Noise at School to N

n/a n/a n/a n/a n/a n/a n/a n/a n/a n/a n/a n/a n/a n/a n/a

6. Source -Parking Lot 
Noise at Resi's to S

45.0 0.0 5.0 0.0 5.0 40.0 0.0 8.0 501.0 45.0 40.1 5.8 2.3 0.8 12.4

7. Source -Parking Lot 
Noise at Vacant Lot to E

45.0 0.0 5.0 0.0 5.0 40.0 0.0 8.0 501.0 45.0 40.1 5.8 2.3 0.8 12.4

8. Source -Parking Lot 
Noise at Resi's to W

45.0 0.0 5.0 0.0 5.0 40.0 0.0 8.0 501.0 45.0 40.1 5.8 2.3 0.8 12.4
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TRANSPORTATION TECHNICAL MEMORANDUM 

To: City of Highland 

From: Sabita Tewani, AICP, PTP, Transportation Planner, Dudek 

Jeanney Keo, Transportation Planner, Dudek 

Subject: Trip Generation and Vehicle Miles Traveled Screening Analysis for the 6th and Del Rosa 

Warehouse, City of Highland 

Date: December 14, 2022 

cc: Michelle Ogburn, Dudek 

Attachments: Figure 1 

A Traffic Scoping Form 

B Site Plan 

C Traffic Data for Air Quality and Noise Analysis 

 

The following technical memorandum provides a trip generation and vehicle miles traveled (VMT) screening analysis 

of the proposed 6th Street and Del Rosa Drive Warehouse (project), located in the City of Highland (City) in western 

San Bernardino County (County). This analysis has been prepared consistent with the trip generation methodology from 

the Institute of Transportation Engineers (ITE 2021) and VMT estimation methodology per the San Bernadino County 

Transportation Authority (SBCTA) Recommended Traffic Impact Analysis Guidelines for Vehicle Miles Traveled and 

Level of Service Assessment (SBCTA Guidelines). The project’s level of service (LOS) screening has also been 

conducted per City of Highland’s Public Works Policies, Procedures and Standards Manual for Level of Service.  

Per Senate Bill 743, the Governor’s Office of Planning and Research was directed to amend the California 

Environmental Quality Act (CEQA) Guidelines to provide an alternative to LOS for evaluating transportation impacts. 

CEQA Guidelines Section 15064.3(b) focuses on specific criteria (VMT) for determining the significance of 

transportation impacts. Under the new transportation guidelines, LOS, or vehicle delay, does not constitute an 

environmental impact. VMT has been adopted as the most appropriate measure of transportation impacts under 

CEQA.  

The City has not yet adopted the use of guidelines and thresholds related to VMT, therefore the following analysis 

has been prepared consistent with the SBCTA’s Guidelines which provides guidance on the requirements to 

evaluate transportation impacts for projects using the VMT metric. This analysis was conducted to determine 

whether a detailed transportation analysis (VMT) would be required for the proposed project. As shown in the 

screening analysis below, the proposed project would not require a detailed VMT analysis. The City’s scoping 

agreement form to support the LOS screening is also attached to this memorandum (Attachment A).  
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1 Project Description 

The project would include construction of a warehouse building of approximately 47,899 square feet (inclusive of 

all office and mezzanine space) located on the south side of 6th Street, west of Del Rosa Drive in the City. Regional 

access to the project area is provided by Interstate (I-) 10 to the south, I-215 to the west, and State Route (SR) 

210 to the east. Local access to the project site is provided by 6th Street and Del Rosa Drive. Figure 1 illustrates 

the project’s location. Attachment B the project’s site plan.  

2 Trip Generation 

2.1 Proposed Project 

Table 2 provides a summary of trip generation estimates for the project based on ITE’s Trip Generation, 11th Edition, 

for Warehousing use (ITE Code 150). Additionally, per the City’s direction on a similar project, the warehouse (non-

cold storage buildings) truck fleet mix from the South Coast Air Quality Management District’s (SCAQMD) Warehouse 

Truck Trip Study Data Results and Usage (SCAQMD 2014) was used to estimate project-related truck traffic. Based 

on the SCAQMD data, passenger cars would account for 72.5% trips of the total trips generated by a warehouse 

facility, and truck trips would account for approximately 27.5% of the total trips. The total percentage of truck trips 

were further divided by 2-axle, 3-axle, and 4+ axle trucks per the SCAQMD study. These truck trips generated by the 

project were then converted to PCE trips by using the recommended PCE factors. PCE factors consistent with the 

County’s Congestion Management Plan (CMP) guidelines.  

Table 1. Project Trip Generation Summary  

Land Use Daily Trip Rate/Unit 

AM Peak Hour PM Peak Hour 

In Out Total In Out Total 

Trip Rates and Trip Generation 

Warehousing1  

(ITE Code 

150) 

1.71/TSF 0.13 0.04 0.17 0.05 0.13 0.18 

Land Use Units Daily In Out Total In Out Total 

Proposed 

Project 

47.899 TSF 82 6 2 8 3 6 9 

Land Use 

Vehicle Classification 

(Percent) Daily 

AM Peak Hour PM Peak Hour 

In Out Total In Out Total 

Vehicle Mix2 

and Non PCE 

Trips 

(47.899 TSF)  

Passenger Cars (72.5%)  59 5 1 6 2 5 7 

2-axle Trucks (4.6%) 4 0 0 0 0 0 0 

3-axle Trucks (5.7%) 5 0 1 1 1 0 1 

4+axle Trucks (17.2%) 14 1 0 1 0 1 1 

Project Trip Generation 

Non-PCE 82 6 2 8 3 6 9 

------
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Table 1. Project Trip Generation Summary  

Project Trip Generation PCE 

PCE Factors3 

and PCE Trips 

(47.899 TSF) 

Passenger Cars (1.0 PCE)  59 5 1 6 2 5 7 

2-axle Trucks (1.5 PCE) 6 0 0 0 0 0 0 

3-axle Trucks (2.0 PCE) 9 0 2 2 2 0 2 

4+axle Trucks (3.0 PCE) 43 4 0 4 2 4 6 

Total PCE Trips  117 9 3 12 6 9 15 

Notes: TSF = thousand square feet, PCE = passenger car equivalent 

Some of the totals may not match exactly due to rounding. 
1 Trip rates from the Institute of Transportation Engineers, Trip Generation, 11th Edition, 2021. Land Use Code 150 – Warehousing. 
2 Vehicle Mix and Percent from SCAQMD, Warehouse Truck Trip Study Data Results and Usage, July 2014. 
3 Passenger Car Equivalent (PCE) factors per the San Bernardino County CMP, 2016. 

 

As shown in Table 1, the proposed project would generate approximately 82 daily trips, with 8 trips (6 inbound and 

2 outbound) in the AM peak hour, and 9 trips (3 inbound and 6 outbound) in the PM peak hour. Adjusting for PCE, 

the trip generation is approximately 117 daily PCE trips, 12 AM PCE peak hour trips (9 inbound and 3 outbound) 

and 15 PM PCE peak hour trips (6 inbound and 9 outbound). 

3 LOS Screening Analysis 

The City of Highland’s Traffic Study Guidelines are included in Chapter 9 of the City’s Public Works Policies, 

Procedures and Standards Manual. Per the Traffic Study Guidelines, a Traffic Report would be required if a project 

exceeds the CMP threshold (250 two-way peak hour trips) or generates more than 1,000 new two-way daily trips, 

or 100 two-way peak hour trips. Additionally, the City continues to require a Traffic Report to analyze the surrounding 

transportation network to evaluate the project’s effect on the City’s transportation infrastructure, and identify 

improvements required to maintain consistency with the City’s LOS standards. 

Based on the project’s trip generation estimates as described above, development of the proposed project would 

likely not result in degradation of the nearest intersections due to the low volume of vehicular traffic (less than 100 

peak hour trips).  Therefore, a detailed LOS analysis would not be required. Attachment C includes traffic data that 

was used in the project’s noise and air quality analyses.  

4 VMT Screening Analysis 

The Governor’s Office of Planning and Research prepared a comprehensive update to the CEQA Guidelines in 2017 

that was approved by the California Natural Resources Agency in December 2018, requiring that lead agencies use 

VMT for analyzing transportation impacts (OPR 2018). CEQA Guidelines Section 15064.3 states that “generally, 

vehicle miles traveled (VMT) is the most appropriate measure of transportation impacts,” and define VMT as “the 

amount and distance of automobile travel attributable to a project.” It should be noted “automobile” refers to on-

road passenger vehicles, specifically cars and light trucks. Heavy-duty truck VMT does not need to be included in 

the analysis, per Senate Bill 743 requirements. Other relevant considerations may include the effects of the project 

on transit and non-motorized traveled. 
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The City has not yet adopted updated guidance or thresholds related to VMT, therefore the SBCTA Recommended 

Traffic Impact Analysis Guidelines for Vehicle Miles Traveled and Level of Service Assessment have been used for 

screening and analyzing VMT. The following screening criteria was analyzed per the SBCTA Guidelines per direction 

from the City on similar projects in the area, in lieu of formally adopted City VMT guidelines. The following criteria is 

satisfactory in order to screen-out of significant VMT impacts: 

• Projects generating less than 110 daily trips1: The proposed project is the construction and development 

of 47,899 SF of warehousing building, estimated to generate 82 daily trips (non-PCE). The project would 

not generate 110 or more new daily trips Therefore, the Project would be screened out using this criterion 

and can be presumed to result in a less than significant VMT impact.  

5 Conclusions 

Based on the trip generation analysis above and adjusting for PCE, the proposed project would generate fewer than 

50 new AM or PM peak-hour trips (see Table 1). Adjusting for PCE, the project would generate approximately 12 AM 

PCE peak hour trips (9 inbound and 3 outbound) and 15 PM PCE peak hour trips (6 inbound and 9 outbound). This 

project would be developed on a site that does not currently have any buildings, thus does not have any existing 

trip credit. Per the City’s TIA guidelines and project trip generation estimates, the proposed project would not be 

required to prepare an LOS analysis.  

Based on the trip generation analysis above, the project would not generate 110 or more new daily trips. The 

proposed project would be screened out from conducting further VMT analysis and is presumed to have a less-than-

significant VMT impact. Thus, the project would not require any mitigation. 

6 References 

City of Highland. Public Works Policies, Procedures, and Standards Manual.  

ITE (Institute of Transportation Engineers). 2021. Trip Generation Manual. 11th ed. 

OPR (California Governor’s Office of Planning and Research). 2018. Technical Advisory on Evaluating 

Transportation Impacts in CEQA. December 2018. Accessed May 2020. http://opr.ca.gov/ 

docs/20190122-743_Technical_Advisory.pdf. 

San Bernardino County Transportation Authority (SBCTA). Recommended Traffic Impact Analysis Guidelines for Vehicle 

Miles Traveled and Level of Service Assessment. February 2020. 

https://www.sbcounty.gov/uploads/DPW/docs/Traffic-Study-Guidelines.pdf 

 
1 OPR’s Technical Advisory, 2018: CEQA provides a categorical exemption for existing facilities, including additions to existing structures 

of up to 10,000 square feet, so long as the project is in an area where public infrastructure is available to allow for maximum 

planned development and the project is not in an environmentally sensitive area. (CEQA Guidelines, § 15301, subd. (e)(2).) Typical 

project types for which trip generation increases relatively linearly with building footprint (i.e., general office building, single tenant 

office building, office park, and business park) generate or attract an additional 110-124 trips per 10,000 square feet. Therefore, 

absent substantial evidence otherwise, it is reasonable to conclude that the addition of 110 or fewer trips could be considered 

not to lead to a significant impact. 
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City of San Bernardino Public Works / Traffic Engineering Department 

Traffic Scope Approval Form 

To be completed by applicant consultant and approved by Public Works prior to start of study 

Project  

Name: Project 

Address: Project 

Description:  

Developer’s Name: 

Address: 

Telephone no.  Email Address: 

Trip Generation Rates from ITE Latest Edition 

Land Use (1)  

Development Sq Ft 

ITE Land Use Code 

Daily Trips 

AM Peak Hour Trips 
Inbound 

Outbound 

Total 

PM Peak Hour Trips 
Inbound 

Outbound 

Total 

Land Use (2)  

Development Sq Ft 

ITE Land Use Code 

Daily Trips 

AM Peak Hour Trips 
Inbound 

Outbound 

Total 

PM Peak Hour Trips 
Inbound 

Outbound 

Total 

(Use Additional Sheet(s), if necessary) 

Pass-by Trips (%), if applicable % 

Land Use (1)  

Development Sq Ft 

ITE Land Use Code 

Daily Trips 

AM Peak Hour Trips 
Inbound 

Outbound 

Total 

PM Peak Hour Trips 
Inbound 

Outbound 

Total 

Land Use (2)  

Development Sq Ft 

ITE Land Use Code 

Daily Trips 

AM Peak Hour Trips 
Inbound 

Outbound 

Total 

PM Peak Hour Trips 
Inbound 

Outbound 

Total 

Project Opening Year: Build-out Year: 

Study Intersections: 1  6 

2  7 

3  8 

4  9 

5  10 

(Use Additional Sheet(s) and Maps to show project Boundaries & Attach memo for project Description) 

mpopovic
Textbox
SEE ATTACHED TABLE 1. FOR DETAILED PROJECT TRIP GENERATION.   



City of San Bernardino Public Works / Traffic Engineering Department 

Traffic Scope Approval Form 

To be completed by applicant consultant and approved by Public Works prior to start of study 

Study Roadway Segments: 1  6 

2  7 

3  8 

Proposed Development Use: Residential Commercial Mixed Use Other 

Software methodology: Synchro HCS 

Additional issues to be considered: Traffic calming measures Queuing Analysis 

Bike/Ped Accommodations Merge Analysis Gap Analysis 

Actuation/Coordination Safety Analysis Sight Distance Analysis 

Is the project screened from VMT assessment? Yes No 

VMT Screening Justification:   

Ambient Growth Rate:  % 

Trip Distribution:  East % West % North % South % 

Consultant Preparer’s Name: 

Address: 

Telephone No. PE /TE License #: 

Email Address: 

Signatures: Date: 

Approved By (Public Works Department): 

Signatures: Date: 

Name: Title: 

mpopovic
Oval

mpopovic
Textbox
SEE ATTACHED FOR PROJECT TRIP DISTRIBUTION AND ASSIGNMENT FIGURES.  



Daily In Out Total In Out Total

Warehousing 150 1.71 0.13 0.04 0.17 0.05 0.13 0.18

Proposed Project 150 47.899 TSF 82 6 2 8 3 6 9

59 5 1 6 2 5 7

23 1 1 2 1 1 2

4 0 0 0 0 0 0
5 0 1 1 1 0 1

14 1 0 1 0 1 1

82 6 2 8 3 6 9

82 6 2 8 3 6 9

59 5 1 6 2 5 7

6 0 0 0 0 0 0

9 0 2 2 2 0 2

43 4 0 4 2 4 6

117 9 3 12 6 9 15

117 9 3 12 6 9 15

Table 1. Trip Generation for 6th & Del Rosa Warehouse, Highland

Land Use ITE Code

AM Peak Hour PM Peak Hour

Size/Units

1Trip rates from the Institute of Transportation Engineers (ITE), Trip Generation, 11th Edition, 2021.

Passenger Vehicles 72.5%

2-Axle Trucks 4.6%

3-Axle Trucks 5.7%

4+-Axle Trucks 3.0

4+-Axle Trucks 17.2%

Project Trip Generation Non-PCE

Project Trip Generation PCE

Net New Project Trip Generation Non-PCE (Proposed-Existing)

3 Passenger Car Equivalent (PCE) factors per the San Bernardino County CMP, 2016.

Trucks 27.5%

PCE Factor3

Passenger Vehicles 1.0

2-Axle Trucks 1.5

3-Axle Trucks 2.0

2 Vehicle Mix and Percent from SCAQMD, Warehouse Truck Trip Study Data Results and Usage, July 2014.

Net New Project Trip Generation PCE

Notes: TSF = Thousand Square Feet; PCE = Passenger Car Equivalent

Vehicle Mix
2

Percent
2

TRIP RATES 1

TSF

PROJECT TRIP GENERATION



LANDSCAPE AREA

CONCRETE PAVING. SEE CIVIL 
DRAWINGS FOR PAVING SECTIONS

STREET LIGHT

INDICATES AN ACCESSIBLE ROUTE. 
MUST COMPLY w/ SITE PLAN 
GENERAL NOTE #6

PROPERTY LINE

DOCK HIGH DOOR

DRIVE THRU. DOOR

FIRE HYDRANT. PROVIDE PIPE 
BOLLARD PROTECTION POSTS AS 
REQUIRED BY THE FIRE AUTHORITY. 
SEE /3 AD1.1

NORTH

6TH ST.

PROJECT 

LOCATION

1. THE SITE PLAN SHALL MEET ALL ENGINEERING & NPDES 
REQUIREMENTS.

2. GENERAL CONTRACTOR TO REVIEW THE SOILS REPORT 
AND ALL AMENDMENTS LISTED ON THE TITLE SHEET 
AND FOLLOW ALL RECOMMENDATIONS.

3. U.O.N., ALL DIMENSIONS TO CONCRETE WALLS AND 
CURBS ARE EITHER TO THE CENTER (SHOWN WITH A 
CENTERLINE) OR FACE OF THE WALL OR CURB. ALL 
DIMENSIONS TO FRAMED WALLS ARE EITHER TO THE 
CENTER LINE OF THE WALL FRAMING (SHOWN WITH A 
CENTERLINE) OR THE FACE OF THE WALL FINISH.

4. REFER TO CIVIL, AND MEP PLANS TO CONFIRM UTILITY 
INFORMATION SHOWN ON THE ARCHITECT'S SITE 
PLAN AND FOR ADDITIONAL UTILITY INFORMATION. 
GENERAL CONTRACTOR TO COORDINATE ALL POINTS 
OF CONNECTION.

5. REFER TO CIVIL DRAWINGS FOR ALL FINISHED 
GRADES AND SLOPES. ALL FINISHED GRADES TO 
PROVIDE POSITIVE DRAINAGE AWAY FROM THE 
BUILDING. GENERAL CONTRACTOR TO FIELD VERIFY.

6. ALL ACCESSIBLE ROUTES IDENTIFIED ON THE SITE 
PLAN DRAWINGS SHALL CONFORM TO THE FOLLOWING:
a) SLOPES IN THE DIRECTION OF TRAVEL 

DO NOT EXCEED 5%. CROSS SLOPES 
DO NOT EXCEED 2%.

b) THE CLEAR WIDTH OF ALL WALKWAYS IS 4'-0" 
MIN.

c) CHANGES IN LEVEL UP TO 1/2" COMPLY w/ 
11/A0.2.1. CHANGES IN LEVEL GREATER THAN 1/2" 
IF THEY OCCUR ARE RAMPED. SEE PLANS. 

d) THE VERTICAL CLEARANCE ALONG THE 
ACCESSIBLE ROUTE IS 80" MIN.

7. ALL PAVED AND LANDSCAPED AREAS TO BE BOUND BY 
A MIN. 6" HIGH, 6" WIDE CONCRETE CURB U.O.N.

8. A CONCRETE MOW STRIP EXTENDING 12" BEYOND EA 
END OF THE OPENING SHALL BE PROVIDED @ ALL 
EXTERIOR GLAZING WHERE THE SILL IS WITHIN 3' 
VERTICAL OF THE FINISHED GRADE. SEE 2/AD1.1

10. PROVIDE PIPE BOLLARD PROTECTION POSTS AS 
REQUIRED BY UTILITY COMPANIES AND OR FIRE 
AUTHORITIES AT ALL EXTERIOR ELECTRICAL EQUIPMENT 
AND FIRE PREVENTION DEVICES. IF PIPE BOLLARD 
PROTECTION POST DETAILS ARE NOT PROVIDED  BY 
UTILITY COMPANIES AND OR FIRE AUTHORITY SEE 
DETAIL 3/AD1.1

11. ALL EXPOSED BIORETENSION DEVICE COVERINGS 
SHALL BE PAINTED FOREST GREEN.

12. WHERE OCCURS, GENERAL CONTRACTOR TO 
PROVIDE FLUID APPLIED DAMP PROOFING AT ALL 
RETAINING AND PLANTER WALLS  WHERE THE SIDE OF 
THE WALL OPPOSITE THE SOIL SIDE IS EXPOSED TO 
VIEW AND ALL EXTERIOR WALLS WHERE THE 
ADJACENT FLOOR SLAB IS BELOW GRADE. SEE 6/AD1.2

13. PROVIDE A HOSE BIB NEAR THE MAIN ENTRANCE AND IN 
THE TRASH ENCLOSURE. SEE PLAN FOR LOCATION.
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AKEYNOTES

LOT AREA
% LANDSCAPING

REQUIRED
AREA LANDSCAPING

PROVIDED
% LANDSCAPING

PROVIDED

127966 SF 0% 27006 SF 21.1%

SQUARE FOOTAGE ACRES

NET

127966 SF 2.94

SPACE TYPE SPACES REQUIRED

COMPACT STALLS 0

STANDARD STALLS 49

STANDARD ACCESSIBLE STALLS 2

VAN ACCESSIBLE STALLS 1

CLEAN AIR STALLS 4

FUTURE EV CHARGING ONLY
STALLS

5

FUTURE EV CHARGING ONLY
STANDARD ACCESSIBLE STALLS

1

FUTURE EV CHARGING ONLY VAN
ACCESSIBLE STALLS

1

FUTURE EV CHARGING ONLY
AMBULATORY STALLS

0

TOTAL 63

SPACE TYPE SPACES PROVIDED

STANDARD STALLS 56

VANPOOL STALLS 1

STANDARD ACCESSIBLE STALLS 2

VAN ACCESSIBLE STALLS 1

CLEAN AIR STALLS 4

FUTURE EV CHARGING ONLY
STALLS

5

FUTURE EV CHARGING ONLY
STANDARD ACCESSIBLE STALLS

1

FUTURE EV CHARGING ONLY VAN
ACCESSIBLE STALLS

1

TOTAL 71

NAME AREA

GROUND FLOOR

WAREHOUSE 42899 SF

OFFICE 2500 SF

45399 SF

MEZZANINE

OFFICE 2500 SF

2500 SF

GROUND LEVEL + MEZZANINE

WAREHOUSE 42899 SF

OFFICE 5000 SF

TOTAL BUILDING AREA 47899 SF

BUILDING USE BUILDING AREA PARKING RATIO 1/X REQ. PARKING

OFFICE 5000 SF 250 20

WAREHOUSE 42899 SF 1000 43

TOTAL 47899 SF 63

SITE LEGEND

SITE PLAN GENERAL NOTES

SCOPE OF WORK

CONSTRUCT NEW ONE STORY + MEZZANINE CONCRETE TILT-
UP WAREHOUSE/DISTRIBUTION FACILITY WITH ELECTRICAL 
AND PLUMBING SERVICES, EXTERIOR LIGHTING, LANDCAPING & 
IRRIGATION, TRASH ENCLOSURES, CONCRETE SCREEN WALLS, 
AND SLIDING/SWINGING METAL GATES. FIRE SPRINKLER AND 
GRADING PLANS TO BE A SEPARATE SUBMITTAL AND PERMIT

LEGAL DESCRIPTION & ZONING

LEGAL DESCRIPTION:

ASSESSOR'S PARCEL NO:

SPECIFIC PLAN LEGEND: 

ZONING: 

A1    SITE PLAN  

A1_1 ENLARGED PARTIAL SITE PLANS 

A1_2 ENLARGED PARTIAL SITE PLANS

A1_3 SCREEN WALL PLAN & ELEVATIONS  

A2    GROUND LEVEL FLOOR PLANS  

A3    ROOF  PLAN

A4    EXTERIOR ELEVATIONS

C1  CIVIL 

C2       CIVIL

C3 CIVIL

L1    LANDSCAPING

SHEET INDEX

ADDRESS
CONTACT: 
PHONE: XXX.XXX.XXXX
EMAIL:

DEVELOPER/OWNER

HERDMAN ARCHITECTURE & DESIGN, INC.
100 BAYVIEW CIRCLE SUITE 100
NEWPORT BEACH, CA 92660
CONTACT: BRIDGET HERDMAN
PHONE: 714.389.2800
EMAIL: PROJECTADMIN@HERDMAN-AD.COM

APPLICANT'S REPRESENTATIVE/ARCHITECT

VICINITY MAP

TOTAL PARKING REQUIRED 

REQUIRED PARKING BREAKDOWN

PARKING PROVIDED

LANDSCAPE AREA SUMMARY

BUILDING AREA SUMMARY

FLOOR AREA RATIO

LOT AREA

BUILDING AREA SITE AREA FAR ALLOWABLE FAR PROVIDED

47899 SF 127966 SF 60% 37.4%

106 @ SHADING, PROPOSED LANDSCAPING. SEE LANDSCAPE
PLANS.

109 (N) TRANSFORMER LOCATION.

120 TRUNCATED DOME DETECTABLE WARNING SURFACE. MIN
3'-0" DEEP IN THE DIRECTION OF TRAVEL.

135 CONCRETE TILT-UP SCREEN WALL. MIN HEIGHT X'ABOVE
HIGHEST ADJACENT FINISHED GRADE. PAINT BOTH SIDES
AND TOP OF WALL. SEE PLANS FOR COLOR SCHEDULE.

137 TUBE STEEL FENCE. MIN HEIGHT X' ABOVE HIGHEST
ADJACENT FINISHED GRADE.

143 PAINTED STEEL ROLLING GATE(S). MIN HEIGHT X' ABOVE
HIGHEST ADJACENT FINISHED GRADE OR AS SHOWN ON
EXTERIOR ELEVATIONS. PROVIDE KNOX BOX AS REQUIRED
BY FIRE AUTHORITY.

146 2 POSITION BIKE RACK.

149 CONCRETE TRUCK RAMP w/ 42" HIGH CONCRETE TILT-UP
GUARD ON OPEN SIDE(S). PAINT ALL SIDES OF GUARD
WALLS AND HANDRAILS.SEE ARCHITECTURAL DRAWINGS
FOR COLOR SCHEDULE.

150 STEEL PIPE BOLLARD PROTECTION POST.
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6th Street and Del Rosa Warehouse Project
n NOT TO SCALE
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Project Trip Distribution
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6th Street and Del Rosa Warehouse Project
n NOT TO SCALE

Figure 2
Project Trip Assignment
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Attachment B 
Site Plan 

  



LANDSCAPE AREA

CONCRETE PAVING. SEE CIVIL 
DRAWINGS FOR PAVING SECTIONS

STREET LIGHT

INDICATES AN ACCESSIBLE ROUTE. 
MUST COMPLY w/ SITE PLAN 
GENERAL NOTE #6

PROPERTY LINE

DOCK HIGH DOOR

DRIVE THRU. DOOR

FIRE HYDRANT. PROVIDE PIPE 
BOLLARD PROTECTION POSTS AS 
REQUIRED BY THE FIRE AUTHORITY. 
SEE /3 AD1.1

NORTH

6TH ST.

PROJECT 

LOCATION

1. THE SITE PLAN SHALL MEET ALL ENGINEERING & NPDES 
REQUIREMENTS.

2. GENERAL CONTRACTOR TO REVIEW THE SOILS REPORT 
AND ALL AMENDMENTS LISTED ON THE TITLE SHEET 
AND FOLLOW ALL RECOMMENDATIONS.

3. U.O.N., ALL DIMENSIONS TO CONCRETE WALLS AND 
CURBS ARE EITHER TO THE CENTER (SHOWN WITH A 
CENTERLINE) OR FACE OF THE WALL OR CURB. ALL 
DIMENSIONS TO FRAMED WALLS ARE EITHER TO THE 
CENTER LINE OF THE WALL FRAMING (SHOWN WITH A 
CENTERLINE) OR THE FACE OF THE WALL FINISH.

4. REFER TO CIVIL, AND MEP PLANS TO CONFIRM UTILITY 
INFORMATION SHOWN ON THE ARCHITECT'S SITE 
PLAN AND FOR ADDITIONAL UTILITY INFORMATION. 
GENERAL CONTRACTOR TO COORDINATE ALL POINTS 
OF CONNECTION.

5. REFER TO CIVIL DRAWINGS FOR ALL FINISHED 
GRADES AND SLOPES. ALL FINISHED GRADES TO 
PROVIDE POSITIVE DRAINAGE AWAY FROM THE 
BUILDING. GENERAL CONTRACTOR TO FIELD VERIFY.

6. ALL ACCESSIBLE ROUTES IDENTIFIED ON THE SITE 
PLAN DRAWINGS SHALL CONFORM TO THE FOLLOWING:
a) SLOPES IN THE DIRECTION OF TRAVEL 

DO NOT EXCEED 5%. CROSS SLOPES 
DO NOT EXCEED 2%.

b) THE CLEAR WIDTH OF ALL WALKWAYS IS 4'-0" 
MIN.

c) CHANGES IN LEVEL UP TO 1/2" COMPLY w/ 
11/A0.2.1. CHANGES IN LEVEL GREATER THAN 1/2" 
IF THEY OCCUR ARE RAMPED. SEE PLANS. 

d) THE VERTICAL CLEARANCE ALONG THE 
ACCESSIBLE ROUTE IS 80" MIN.

7. ALL PAVED AND LANDSCAPED AREAS TO BE BOUND BY 
A MIN. 6" HIGH, 6" WIDE CONCRETE CURB U.O.N.

8. A CONCRETE MOW STRIP EXTENDING 12" BEYOND EA 
END OF THE OPENING SHALL BE PROVIDED @ ALL 
EXTERIOR GLAZING WHERE THE SILL IS WITHIN 3' 
VERTICAL OF THE FINISHED GRADE. SEE 2/AD1.1

10. PROVIDE PIPE BOLLARD PROTECTION POSTS AS 
REQUIRED BY UTILITY COMPANIES AND OR FIRE 
AUTHORITIES AT ALL EXTERIOR ELECTRICAL EQUIPMENT 
AND FIRE PREVENTION DEVICES. IF PIPE BOLLARD 
PROTECTION POST DETAILS ARE NOT PROVIDED  BY 
UTILITY COMPANIES AND OR FIRE AUTHORITY SEE 
DETAIL 3/AD1.1

11. ALL EXPOSED BIORETENSION DEVICE COVERINGS 
SHALL BE PAINTED FOREST GREEN.

12. WHERE OCCURS, GENERAL CONTRACTOR TO 
PROVIDE FLUID APPLIED DAMP PROOFING AT ALL 
RETAINING AND PLANTER WALLS  WHERE THE SIDE OF 
THE WALL OPPOSITE THE SOIL SIDE IS EXPOSED TO 
VIEW AND ALL EXTERIOR WALLS WHERE THE 
ADJACENT FLOOR SLAB IS BELOW GRADE. SEE 6/AD1.2

13. PROVIDE A HOSE BIB NEAR THE MAIN ENTRANCE AND IN 
THE TRASH ENCLOSURE. SEE PLAN FOR LOCATION.
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AKEYNOTES

LOT AREA
% LANDSCAPING

REQUIRED
AREA LANDSCAPING

PROVIDED
% LANDSCAPING

PROVIDED

127966 SF 0% 27006 SF 21.1%

SQUARE FOOTAGE ACRES

NET

127966 SF 2.94

SPACE TYPE SPACES REQUIRED

COMPACT STALLS 0

STANDARD STALLS 49

STANDARD ACCESSIBLE STALLS 2

VAN ACCESSIBLE STALLS 1

CLEAN AIR STALLS 4

FUTURE EV CHARGING ONLY
STALLS

5

FUTURE EV CHARGING ONLY
STANDARD ACCESSIBLE STALLS

1

FUTURE EV CHARGING ONLY VAN
ACCESSIBLE STALLS

1

FUTURE EV CHARGING ONLY
AMBULATORY STALLS

0

TOTAL 63

SPACE TYPE SPACES PROVIDED

STANDARD STALLS 56

VANPOOL STALLS 1

STANDARD ACCESSIBLE STALLS 2

VAN ACCESSIBLE STALLS 1

CLEAN AIR STALLS 4

FUTURE EV CHARGING ONLY
STALLS

5

FUTURE EV CHARGING ONLY
STANDARD ACCESSIBLE STALLS

1

FUTURE EV CHARGING ONLY VAN
ACCESSIBLE STALLS

1

TOTAL 71

NAME AREA

GROUND FLOOR

WAREHOUSE 42899 SF

OFFICE 2500 SF

45399 SF

MEZZANINE

OFFICE 2500 SF

2500 SF

GROUND LEVEL + MEZZANINE

WAREHOUSE 42899 SF

OFFICE 5000 SF

TOTAL BUILDING AREA 47899 SF

BUILDING USE BUILDING AREA PARKING RATIO 1/X REQ. PARKING

OFFICE 5000 SF 250 20

WAREHOUSE 42899 SF 1000 43

TOTAL 47899 SF 63

SITE LEGEND

SITE PLAN GENERAL NOTES

SCOPE OF WORK

CONSTRUCT NEW ONE STORY + MEZZANINE CONCRETE TILT-
UP WAREHOUSE/DISTRIBUTION FACILITY WITH ELECTRICAL 
AND PLUMBING SERVICES, EXTERIOR LIGHTING, LANDCAPING & 
IRRIGATION, TRASH ENCLOSURES, CONCRETE SCREEN WALLS, 
AND SLIDING/SWINGING METAL GATES. FIRE SPRINKLER AND 
GRADING PLANS TO BE A SEPARATE SUBMITTAL AND PERMIT

LEGAL DESCRIPTION & ZONING

LEGAL DESCRIPTION:

ASSESSOR'S PARCEL NO:

SPECIFIC PLAN LEGEND: 

ZONING: 

A1    SITE PLAN  

A1_1 ENLARGED PARTIAL SITE PLANS 

A1_2 ENLARGED PARTIAL SITE PLANS

A1_3 SCREEN WALL PLAN & ELEVATIONS  

A2    GROUND LEVEL FLOOR PLANS  

A3    ROOF  PLAN

A4    EXTERIOR ELEVATIONS

C1  CIVIL 

C2       CIVIL

C3 CIVIL

L1    LANDSCAPING

SHEET INDEX

ADDRESS
CONTACT: 
PHONE: XXX.XXX.XXXX
EMAIL:

DEVELOPER/OWNER

HERDMAN ARCHITECTURE & DESIGN, INC.
100 BAYVIEW CIRCLE SUITE 100
NEWPORT BEACH, CA 92660
CONTACT: BRIDGET HERDMAN
PHONE: 714.389.2800
EMAIL: PROJECTADMIN@HERDMAN-AD.COM

APPLICANT'S REPRESENTATIVE/ARCHITECT

VICINITY MAP

TOTAL PARKING REQUIRED 

REQUIRED PARKING BREAKDOWN

PARKING PROVIDED

LANDSCAPE AREA SUMMARY

BUILDING AREA SUMMARY

FLOOR AREA RATIO

LOT AREA

BUILDING AREA SITE AREA FAR ALLOWABLE FAR PROVIDED

47899 SF 127966 SF 60% 37.4%

106 @ SHADING, PROPOSED LANDSCAPING. SEE LANDSCAPE
PLANS.

109 (N) TRANSFORMER LOCATION.

120 TRUNCATED DOME DETECTABLE WARNING SURFACE. MIN
3'-0" DEEP IN THE DIRECTION OF TRAVEL.

135 CONCRETE TILT-UP SCREEN WALL. MIN HEIGHT X'ABOVE
HIGHEST ADJACENT FINISHED GRADE. PAINT BOTH SIDES
AND TOP OF WALL. SEE PLANS FOR COLOR SCHEDULE.

137 TUBE STEEL FENCE. MIN HEIGHT X' ABOVE HIGHEST
ADJACENT FINISHED GRADE.

143 PAINTED STEEL ROLLING GATE(S). MIN HEIGHT X' ABOVE
HIGHEST ADJACENT FINISHED GRADE OR AS SHOWN ON
EXTERIOR ELEVATIONS. PROVIDE KNOX BOX AS REQUIRED
BY FIRE AUTHORITY.

146 2 POSITION BIKE RACK.

149 CONCRETE TRUCK RAMP w/ 42" HIGH CONCRETE TILT-UP
GUARD ON OPEN SIDE(S). PAINT ALL SIDES OF GUARD
WALLS AND HANDRAILS.SEE ARCHITECTURAL DRAWINGS
FOR COLOR SCHEDULE.

150 STEEL PIPE BOLLARD PROTECTION POST.
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1
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Attachment C 
Traffic Data for Air Quality and Noise Analysis 



(from counts) Passenger Trucks Passenger Trucks Total Total

6th Street, w/o Del Rosa 1,457 3% 100% 100% 59 23 82 1,539 4,809 4,891

Notes: 

Future Buildout 

20401

Future Buildout 2040 

plus Project

1Average Daily Traffic  (year 2019) and Future Buildout 2040 traffic volumes have been obtained from the Traffic Impact Study for the Airport Gateway Specific Plan Project in the Cities of San Bernardino and Highland, Kimley 

Horn and Associates, July 2019
2The preliminary site plan shows project access driveways on 6th Street. Project trip distribution assumes 100% of the project traffic would use 6th Street.

Existing plus 

Project

Table 2 - Summary of Average Daily Traffic Volumes ( Existing and Existing plus Project)

Street Segment

Average Daily 

Traffic (Year 

2019)
1

% Heavy Vehicle Project % Distribution2 Project Traffic



6th Street, west of Del Rosa Drive 100% 11 100% 11 23

Del Rosa Drive,  6th Street to 5th Street 100% 11 100% 11 23

Del Rosa Drive,  5th Street to 3rd Street 100% 11 0% 0 11

3rd Street, Del Rosa to Palm Avenue 100% 11 0% 0 11

Palm Avenue, 3rd Street to 5th Street 100% 11 0% 0 11

5th Street, Palm Avenue to I-210 100% 11 100% 11 23

5th Street, Palm Avenue to Del Rosa Drive 0% 0 100% 11 11

I-210, north of 5th Street 50% 6 50% 6 11

I-210, south of 5th Street 50% 6 50% 6 11

Notes: 

Inbound Truck 

Trips

Total Truck 

Trips

1Truck distribution is based on truck routes in the City of Highland, traffic signal configurations that allow protected left-turns at signalized intersections and logical path of travel and 

review of traffic distribution.
2The preliminary site plan shows project access driveways on 6th Street. Project trip distribution assumes 100% of the project traffic would use 6th Street.

Table 3 - Project Truck Distibution and Trips

Street Segment

Outbound Truck 

Distribution (%)1

Outbound Truck 

Trips

Inbound Truck 

Distribution (%)1
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	Name Project: 6th Street & Del Rosa Warehouse Project
	Address Project: Southside of 6th Street, west of Del Rosa Drive, Highland
	Description: Single warehouse building approximately 47.899 ksf (inclusive of 5 ksf of office/mezzanine)
	Developers Name: Patriot Development Partners
	Address: 12126 W. Sunset Boulevard, Los Angeles CA, 90049
	Telephone no 1: 858-952-4132
	Telephone no 2: 
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	Daily Trips: 82 (117 PCE)
	Inbound: 6 (9 PCE)
	Outbound: 2 (3 PCE)
	Total: 8 (12 PCE)
	Inbound_2: 3 (6 PCE)
	Outbound_2: 6 (9 PCE)
	Total_2: 9 (15 PCE)
	Land Use 2: 
	Development Sq Ft_2: 
	ITE Land Use Code_2: 
	Daily Trips_2: 
	Inbound_3: 
	Outbound_3: 
	Total_3: 
	Inbound_4: 
	Outbound_4: 
	Total_4: 
	Passby Trips  if applicable: 
	Land Use 1_2: 
	Development Sq Ft_3: 
	ITE Land Use Code_3: 
	Daily Trips_3: 
	Inbound_5: 
	Outbound_5: 
	Total_5: 
	Inbound_6: 
	Outbound_6: 
	Total_6: 
	Project Opening Year: 
	Land Use 2_2: 
	Development Sq Ft_4: 
	ITE Land Use Code_4: 
	Daily Trips_4: 
	Inbound_7: 
	Outbound_7: 
	Total_7: 
	Inbound_8: 
	Outbound_8: 
	Total_8: 
	Buildout Year: 
	Study Intersections 1: N/A - Project generates <1000 daily 
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	2: trips and also <100 peak hour trips
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	9: 
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	10: 
	Study Roadway Segments 1: N/A - Project generates <1000 daily
	6_2: 
	2_2: trips and also <100 peak hour trips
	7_2: 
	3_2: 
	8_2: 
	VMT Screening Justification 1: The City of Highland does not have VMT guidelines, however using Governor's Office of Planning and Research's (OPR)
	VMT Screening Justification 2:  guidance for small project (i.e. projects that generate less than 110 daily trips), the project would screen out of conducting a detailed VMT analysis. As shown in attached Table 1  
	VMT Screening Justification 3: Project Trip Generation for 6th and Del Rosa Warehouse, the project would generate 82 daily trips (non-PCE), therefore it would screen out and result in a less than significant VMT impact. 
	Ambient Growth Rate: 
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	West: 
	North: 
	South: 
	Consultant Preparers Name: Dudek, Dennis Pascua, Transportation Services Manager
	Address_2: 605 Third Street, Encinitas, CA 92024
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